Supplementary Figures

Brgolden,

BrGOLDEN,,
BrGOLDEN,),,
BrGOLDEN,

Consensus

Brgolden,,

BrGOLDEN,,
BrGOLDEN,),,
BrGOLDEN,

Consensus

Brgolden,,

BrGOLDEN,,
BrGOLDEN,),,
BrGOLDEN,

Consensus

Brgolden,,

BrGOLDEN,,
BrGOLDEN,),,
BrGOLDEN,,,

Consensus

Brgolden,,

BrGOLDEN,,,
BrGOLDEN,,,
BrGOLDEN,,

Consensus

Brgolden,

BrGOLDEN,,,
BrGOLDEN,),,
BrGOLDEN,

Consensus

MSCLGRILSV

MSCLGRILSV
LGRILSV

MSCLGRILSV:

Lo B e I e
oo e
W

Vo

o
2

CIEE
aOa0o0oaon

ABNLRVYYATCEFSLIAGIILEGGLLAP
AANLRVYYATCFSLIAGIILFGGLLAP
TAANLRVYYATCESLIAGIILEGGLLAP

EVNNV
EVNNV

o
U W
e o A
v

i
w0

KT
SKTERCSNCSGAGKV

ckyclgtgylacarcsstgsl11sepvsa1aggnhsvstsktercsncsgagkvmcptcl
CxxCxGxG CxxCxSxG CxxCxGxG CxxCx

ctgvamasehdprldpfl
CxG

Figure S1. Comparison of amino acid sequences of five transcripts. Red words indicate four
conserved CX X CX X X G motifs
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Figure S2. Comparison of Brgolden and BrGOLDEN expression in lines ‘1900262’ and ‘1900264°.
(a) Expression comparison of the Brgolden and BrGOLDEN in different periods of the line “1900264°.
(b) Expression analysis of Brgolden in line ‘1900262°. R: roots; S: short stems; IL: inner leaves; and

OL: outer leaves. Asterisk (*) indicates that there is a statistical difference, P <0.05, n = 3.
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Figure S3. Prediction of transmembrane helices in BrGOLDEN proteins. Analysis of
transmembrane domains of BrGOLDEN,s (a), BrGOLDENpDe (b), and BrGOLDENLge (¢). Red lines
represent the transmembrane. Blue lines represent the inside. Pink lines represent the outside. The

abscissa indicates the amino acid site.
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Figure S4 Phyre2 predicts protein structure. Brgoldeny: (a) and BrGOLDENDpe (b) proteins
structure prediction; Three-dimensional (3D) model analysis of Brgoldeny: (¢) and BrGOLDENpe|

(d).
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AACACGAACTAAAGTCGCAGAATCCGAACTTGGTATGATCGTATGAACACAAACT TAATAAAACTTTTGCTTTGTCTTATTAATCTTTCTTAGCTTTCTTCTTCTTTTTTCTTATTAAAA
AACACGAACTAAAGTCGCAGAATCCGAACTTGGTATGATCGTATGAACACAAACT TAATAAAACTTTTGCTTTGTCTTATTAATCTTTCTTAGCTTTCTTCTTCTTTTTTCTTATTAAAA

ACTCTCTTACACTTAGGCTTCTTATATAGGCAATAGAAATCTTAACTTATCCTATTACATATTAATCTAGGAATCTTTAACTTAGCTTATCTTTATCCTAAATCTATTTGTATAAGTTAT
ACTCTCTTACACTTAGGCTTCTTATATAGGCAATAGAAATCTTAACTTATCCTATTACATATTAATCTAGGAATCTTTAACTTAGCTTATCTTTATCCTAAATCTATTTGTATAAGTTAT

TCCTCTTTCCTTTTTGAATAACTTATTACTCAAGTAACTTTGAAGCTTATCCAACATTCTCCCTCTTAAGCTTCAAACCATTTTCACTTAGGTTTTGAACTTCAATCATCGACCTCATTT
TCCTCTTTCCTTTTTGAATAACTTATTACTCAAGTAACTTTGAAGCTTATCCAACATTCTCCCTCTTACTTTTCAAACCATTTTCACTTAGGTTTTGAACTTCAATCATCGACCTCATTT

CCTTGAATTTGATCTTGGCCAATGCTTTAGT TAGGATGTCTGCTTTCTGCTCTGT TCCCGGTACATGT TCCACATCAATGAGATTGCGCTCAACACATTCCCTAATGAAGTGAAACCTCT
CCTTGAATTTGATCTTGGCCAATGCTTTAGT TAGGATGTCTGCTTTCTGCTCTGT TCCCGGTACATGTTCCACATCAATGAGATTGCGCTCAACACATTCCCTAATGAAGTGAAACCTCT

TGTGGATATGCTTGCTTCGTCGGTGAAAGACTGGATTCTTTGCAAGAGATATAGCTGACTTGTTATCGACTAGAATCAGTGTCTTCTCCGTCTCACCTCCTGTTACTTCACTCAAGAGTT
TGTGGATATGCTTGCTTCGTCGGTGAAAGACTGGATTCTTTGCAAGAGATATAGCTGACTTGTTATCGACTAGAATCAGTGTCTTCTOCGTCTCACCTCCTGTTACTTCACTCAAGAGTT

CTTGTAACCAGATAGCCTGTTTAGCAGCCTCCGTTGCAGCCATGAACTCGGCTTCGCAGGATGACAACGCCACTGTGTCTTGTTTCTGAGAGCACCAAGTGATTGGTGTGTTTCCTAGAC
CTTGTAACCAGATAGCCTGTTTAGCAGCCTCCGTTGCAGCCATGAACTCGGCTTCGCAGGATGACAACGCCACTGTGTCTTGTTTCTGAGAGCACCAAGTGATTGGTGTGTTTCCTAGAC

AGAACAGGTGACCTGTTGTGCTCCTTCCATCGTCCGGATCAGTATTGTGACTACTGTCGCTGTACCCTACAAGTTTCTGTGTACTTCCACGTTTAAACTCTAGACCATGCCCGAGAGTTC
AGAACAGGTGACCTGTTGTGCTCCTTCCATCGTCCGGATCAGTATTGTGACTACTGTCGCTGTACCCTACAAGT TTCTGTGTACTTCCACGTTTAAACTCTAGACCATGCCCGAGAGTTC

CTTGTAGATATCTTAAAACTTGCTTTAACGCATTCCCGTGAGACTCTCTCGGTGATTGCATATATCTACT TAGGATCCCAACTGAGTATGCCATGTCTGGTCTAGTGTGCATTAAGTACC
CTTGTAGATATCTTAAAACTTGCTTTAACGCATTCCCGTGAGACTCTCTCGGTGATTGCATATATCTACTTAGGATCCCAACTGAGTATGCCATGTCTGGTCTAGTGTGCATTAAGTACC

TTAAGCACCCAATCTTTCTTCGATATTGAGT TGCATCAATCTCTGGTTCATCCAGTGCCT TTGAGAAT TGTAGACCGAACTCCATTGGAATACAATTTGGATTGCAATCGGCCATACCTG
TTAAGCACCCAATCTTTCTTCGATATTGAGT TGCATCAATCTCTGGTTCATCCAGTGCCTTTGAGAATTGTAGACCGAACTCCATTGGAATACAATTTGGATTGCAATCGGCCATACCTG

ATTCTTCCATGATCCGTTTTGCATAGGCTTCTTGTTTGATTGTGATCCCTCTAGTGCTCTGCTTTACT TCAATGCCTAGATAATAGGTTAGCAACCCGAGATCAGACATTTCAAACTTGT
ATTCTTCCATGATCCGTTTTGCATAGGCTTCTTGTTTGATTGTGATCCCTCTAGTGCTCTGCTTTACT TCAATGCCTAGATAATAGGTTAGCAACCCGAGATCAGACATTTCAAACTTGT

GTGACATCGCTGTCTTGAACTCTTTGATGATCTTTGTTGAATTTCCTGTAACAAAGAGATCATCCACATATATTGCGATAATCAGAAGCTTATCTCCTTCTTCTCTTCTGTAGACCGAGC
GTGACATCGCTGTCTTGAACTCTTTGATGATCTTTGTTGACTTTCCTGTAACAAAGAGATCATCCACATATATTGCGATAATCAGAAGCTTATCTCCTTCTTCTCTTCTGTAGACCGAGC

TTTCTTTCATGCACTTCTTGAACCGCAAACTCTTAAGAACGCGATCGAGTTTAGTATTCCAAGCGCGAGGAGCT TGCCTTAGACCATATAGTGCCTTTGAGAGTTTGAAAACTTTATGTT
TTTCTTTCATGCACTTCTTGAACCGCAAACTCTTAAGAACGCGATCGAGTTTAGTATTCCAAGCGCGAGGAGCT TGCCTTAGACCATATAGTGCCTTTGAGAGTTTGAAAACTTTATGTT

CTTCTCCCTTTTTTTCAAACCCTTCAGGTTGAGTTACATAGACTTCTTCATTCAATTCTCCATGTAAGAATGCCGTCTTGACGTCTAGGTGGTGAAGTTCCCATCCCTTTGCAGAAGCTA
CTTCTCCCTTTTTTTCAAACCCTTCAGGTTGAGTTACATAGACTTCTTCATTCAATTCTCCATGTAAGAATGCCGTCTTGACGTCTAGGTGGTGAAGTTCCCATCCCTTTGCAGAAGCTA

AGCTGATTAAGAGTCGAATGGACTCTATACGAGCTACTGGAGCAAACACTTCTTCAAAATCAATTCCATGCTCTTGTACATATCCCTTTGCTACAAGTCTTGCTTTGAATTTGTTGATTG
AGCTGATTAAGAGTCGAATGGACTCTATACGAGCTACTGGAGCAAACACTTCTTCAAAATCAATTCCATGCTCTTGTACATATCCCTTTGCTACAAGTCTTGCTTTGAATTTGTTGATTG

ATCCATCTGCGTTCCTTTTGATCTTGAAAATCCACTTAAGACCAATGACTTTAACTCCGTGTGGCTTATCTACCAACTTCCATGTCTGGTTTCTGTTGATAGAGTCAATCTCATCTTCGC
ATCCATCTGCGTTCCTTTTGATCTTGAAAATCCACTTAAGACCAATGACTTTAACTCCGTGTGGCTTATCTACCAACTTCCATGTCTGGTTTCTGTTGATAGAGTCAATCTCATCTTCGC

ATGCTTTTGTCCATCGAACATGTATCTTAGCTTCTTGGTATGTTGATGGTTCATCGT TGATTGAACACAGGAGTAGTTCGCATTCTATCTCGGCGAGTAGAATGTAATCTTCTAGGTGTT
ATGCTTTTGTCCATCGAACATGTATCTTAGCTTCTTGGTATGTTGATGGTTCATCGTTGATTGAACACAGGAGTAGTTCGCATTCTATCTCGGCGAGTAGAATGTAATCTTCTAGGTGTT

TGGGAAGTTTTACTTCTCTAGATGATCTTCTTGGTTCGACGTGATCTACCTCGGGGGTTGGCTCTGTTCTTTCTTCTTGTTGTTCAGTCTCAGTTGCAATATTTTCTTCCTGATGTGAAC
TGGGAAGTTTTACTTCTCTAGATGATCTTCTTGGTTCGACGTGATCTACCTCGGGGGTTGGCTCTGTTGTTTCTTCTTGTTGTTCAGTCTCAGTTGCAATATTTTCTTCCTGATGTGAAC

CTATGACAAACGGACCGTTACCCTCGTCTATGCTTGATCCCCACGTCATGTGGAACTTGCCAGATTCTTCTTGGTTTCCTTTATCTGTTTCATTCCAGTTCCAGCATGCTTTCTCATCGA
CTATGACAAACGGACCGTTACCCTCGTCTATGCTTGATCCCCACGTCATGTGGAACT TGCCAGATTCTTCTTGGTTTCCTTTATCTGTTTCATTCCAGT TCCAGCATGCTTTCTCATCGA

ACTTCACGTCTCGACTAACCACAATCCTTCTCGTGCTAGGATTATATAAGCGGTAAGCTTTCGACCCTGGTTCTATACCAAGGTGAACCAGTGTCTGTGATCTGTCATCGAGTTTCTTCA
ACTTCACGTCTCGACTAACCACAATCCTTCTCGTGCTAGGATTATATAAGCGGTAAGCTTTCGACCCTGGTTCTATACCAAGGTGAACCAGTGTCTGTGATCTGTCATCGAGTTTCTTCA

AAAGGGCAGCATCGAGTTTGGCATATGCCAAACAGCCAAAGACTCTGATGTGTCCAATGCTCGGCTTTCTTCCTTTGAAACTCTCATAAGGAGTTTGATTCT TCAAAGCTCTAGTTGGAA
AAAGGGCAGCATCGAGTTTGGCATATGCCAAACAGCCAAAGACTCTGATGTGTCCAATGCTCGGCTTTCTTCCTTTGAAACTCTCATAAGGAGTTTGATTCTTCAAAGCTCTAGTTGGAA




BoOR-LTR CTCGATTGATCAGATACGTTGCATGTCGAACAGCCTCTCCCCACATATAATTTGGAACATTCATCGCTTTTAACATACTGCGCGTCATCTCCATTAACGTTCGGTTTCTTCTTTCGACAA
GOLDEN-LTR  CTCGATTGATCAGATACGTTGCATGTCGAACAGCCTCTCCCCACATATAATTTGGAACATTCATCGCTTTTAACATACTGCGCGTCATCTCCATTAACGTTCGGTTTC! CGACAA

BoOR-LTR CGCCGTTTTGCTGTGGCGTATATGGCGCAGTTAGATGTCTCCTAATACCATTGTTGTTGCAGTAATCTTGAAAGTCTCTTGAAGTAAACTCTCCGCCTCTATCTGTGCGAAGTGTTACTA
GOLDEN-LTR  CGCCGTTTTGCTGTGGCGTATATGGCGCAGTTAGATGTCTCCTAATACCATTGTTGTTGCAGTAATCTTGAAAGTCTCTTGAAGTAAACTCTCCGCCTCTATCTGTGCGAAGTGTTACTA

BoOR-LTR TTACTTTATTGACCTCCTTCTCTACAAGAGCT TTAAAGGTCTTGAATTTCTCAAAGACTTCACTTTTTTCTTTGAGTAAAATAGACCACATGTATCTTGTGTTGTCATCAATTATGACAA
GOLDEN-LTR  TTACTTTATTGACCTCCTTCTCTACAAGAGCTTTAAAGGTCTTGAATTTCTCAAAGACTTCACTTTTTTCTTTGAGTAAAATAGACCACATGTATCTTGTGTTGTCATCAATTATGACAA

BoOR-LTR ATATGTACCGGTTCTGTGCCAGTGTTGAAGGAGAGAT TGGACCGCAGAGGTCAGCGTGCAACAACTCTAATACCTGCGACGACCTATGTGGTGTTGCAGAGGGAAAACTATTTCGAGTCT
GOLDEN-LTR  ATATGTACCGGTTCTGTGCCAGTGTTGAAGGAGAGAT TGGACCGCAGAGGTCAGCGTGCAACAACTCTAATACCTGCGACGACCTATGTGGTGTTGCAGAGGGAAAACTATTTCGAGTCT

BoOR-LTR GTTTCCCAACGAGACACGACTCACAAAGCTTCTTCTCTTCGTTGATCTCAGGTAGTCCTCGAACCATCTCGAGTTTTGCCATGTCTTTTATCGTCTTGAAGTTGATATGGCCAAGGCGTG
GOLDEN-LTR GTTTCCCAACGAGACACGACTCACAAAGCTTCTTCTCTTCGTTGATCTCAGGTAGTCCTCGAACCATCTCGAGTTTTGCCATGTCTTTTATCGTCTTGAAGTTGATATGGCCAAGGCGTG

BoOR-LTR CGTGCCATCTCCACGGTTCTTCATTAATCTTTGTGAGAAGGCAGCTTGGTTTTCCAACTTTGAGTGATACCTTGTAGAGACGATTAGGTGATCTTAAGACTTTTACAAGTAACCTCCCGC
GOLDEN-LTR CGTGCCATCTCCACGGTTCTTCATTAATCTTTGTGAGAAGGCAGCTTGGTTTTCCAACTTTGAGTGATACCTTGTAGAGACGATTAGGTGATCTTAAGACTTTTACAAGTAACCTCCCGC

BoOR-LTR TTGGATCTCTCAAAGTCAGATAGTTATCTTTCATTCTTACATCACAGCCTTGTTCAGTTGCTTGGCCTAGGCTCAGAATGTTGCTTCTTAACTCTGGTATATAATATATATTAGTTAGAA
GOLDEN-LTR TTGGATCTCTCAAAGTCAGATAGTTATCTTTCATTCT TACATCACAGCCTTGTTCAGTTGCTTGGCCTAGGCTCAGAATGTTGCTTCTTAACTCTGGTATATAATATATATTAGTTAGAA

BoOR-LTR GCTTTTGCTCTCCCGTCTTTGCTTCAAAGATAATTGAGCCTTTGCCATTGATTTTCACACATGATCCATCACCAAACTTAACTCTTCCCTTGATACTTTCATTGAGTTCGGAGAAGAAGC
GOLDEN-LTR GCTTTTGCTCTCCCGTCTTTGCTTCAAAGATAATTGAGCCTTTGCCATTGATTTTCACACATGATCCATCACCAAACTTAACTCTTCCCTTGATACTTTCATTGAGTTCGGAGAAGAAGC

BoOR-LTR TCTTGTCTCCTGTCATATGATTACTAGCACCGTTGTCAAGATACCAATTACCATCATCAGTTTTGTTTTGCTCAAGTTTCTTTGGCATCACGCTTTCTTCATTCAAAAACACAACTTCAT
GOLDEN-LTR  TCTTGTCTCCTGTCATATGATTACTAGCACCGTTGTCAAGATACCAATTACCATCATCAGTTTTGTTTTGCTCAAGTTTCTTTGGCATCACGCTTTCTTCATTCAAAAACACAACTTCAT

BoOR-LTR GCATGTATAATGCTGCTTCAGCTACTTCTGTCTCTGCTTTGTTGAGTTGATGATCATCATTCTTCTCGGGACAGACAGAGGCAAAGTGACCCTTCTTGTGGCAGTGAAAGCACTCGATTT
GOLDEN-LTR  GCATGTATAATGCTGCTTCAGCTACTTCTGTCTCTGCTTTGTTGAGT TGATGATCATCATTCTTCTCGGGACAGACAGAGGCAAAGTGACCCT TCTTGTGGCAGTGAAMGCACTCGATTT

BoOR-LTR GAGAGTAATCCTTCTTCTCTTTATTTCTCTCACCTCCGTTGCTACTACCACGCCCCCTTCCTCTGTTCCCACGACCCCTATTGGAACCTCGTCCTCTGCCTTTGGTTCCATGATCGGAGT
GOLDEN-LTR  GAGAGTAATCCTTCTTCTCTTTATTTCTCTCACCTCCGTTGCTACTACCACGCCCCCTTCCTCTGTTCCCACGACCCCTATTGGAACCTCGTCCTCTGCCTTTGGTTCCATGATCGGAGT

BoOR-LTR AGAGGAGCTTGCCATTATCTTCAAGTTTCTCTCCTCGCATTCTCTCTTCTCCACGCAAGCGTTCCTCAAATGCTTTGAGGCGACCTACCACATCTTCGTACCTTGTGTTGTTTAGGTCAA
GOLDEN-LTR  AGAGGAGCTTGCCATTATCTTCAAGTTTCTCTCCTCGCATTCTCTCTTCTCCACGCAAGCGTTCCTCAAATGCTTTGAGGCGACCTACCACATCTTCGTACCTTGTGTTGTTTAGGTCAA

BoOR-LTR GAACTTGTTCTAGTGTTGCTGAGAGCTGAAGAAATTTACTTGGCAGACATGATAGAAACTTCTTTACTAGTTTTGCT TCCTCTATCGTATGGCCGAGTGATGCAACTGTTCCTGCAAACT
GOLDEN-LTR GAACTTGTTCTAGTGTTGCTGAGAGCTGAAGAAATTTACTTGGCAGACATGATAGAAACTTCTTTACTAGTTTTGCTTCCTCTATCGTATGGCCGAGTGATGCAACTGTTCCTGCAAACT

BoOR-LTR CTGATAATTTTCCGGAGAACGTATCTATCGAATCAGTATCTTTCATTCTCAGATGATCGAACTCAATAGACTATCCACTCAATCATCAGTGTGTGCAGGCGTGCTTCTATTACTCGATCA
GOLDEN-LTR  CTGATAATTTTCCGGAGAACGTATCTATCGAATCAGTATCTTTCATTCTCAGATGATCGA— —=ACTCAATCATCAGTGTGTGCAGGCGTGCTTCTATTACTCGATCA

BoOR-LTR GCTCCAATATTCATTGCTTTCAATGCTTCCCACATACCTTTAGGAGAGTCTTGCTCCCCAACTTGTAGGATTAAGTTCTCTGGAATTCCTTGAAACAAGAGAATCGTAGCTAGGTCATTC
GOLDEN-LTR GCTCCAATATTCATTGCTTTCAATGCTTCCCACATACCTTTAGGAGAGTCTTGCTCCCCAACTTGTAGGATTAAGTTCTCTGGAATTCCT TGAAACAAGAGAATCGTAGCTAGGTCATTC

BoOR-LTR TTCTTTTGGTCCTTTGATCCTGGATCAATGGTTTCCCATACCTCATGAAACCTAAATAGAACCTTCATCCTTAAAGACCAGACAGCATAGTTCGTTGTTGTGAGCATTGGTGTTTTGACA
GOLDEN-LTR  TTCTTTTGGTCCTTTGATCCTGGATCAATGGTTTCCCATACCTCATGAAACCTAAATAGAACCTTCATCCTTAAAGACCAGACAGCATAGTTCGTTGTTGTGAGCATTGGTGTTTTGACA

BoOR-LTR GAGGGTGGTAACGCGCTTAGCTTCATAGCTGGTTTTGTCTCTGAATCACTCATGATTAGATTAACTCATGCTCTGATACCAAATAAAGTCGCAGAATCCGAACTTGGTATGATCGTATGA
GOLDEN-LTR  GAGGGTGGTAACGCGCTTAGCTTCATAGCTGGTTTTGTCTCTGAATCACTCATGATTAGATTAACTCATGCTCTGATACCAAATAAAGTCGCAGAATCCGAACTTGGTATAATCGTATGA

BoOR-LTR ACACAAACTTAATAAAACTTTTGCTTTGTCTTATTAATCTTTCTTAGCTTTCTTCTTCTTTTTTCTTATTAAAAACTCTCTTACACTTAGGCTTCTTATATAGGCAATAGAAATCTTAAC
GOLDEN-LTR  ACACAAACTTAATAAAACTTTTGCTTTGTCTTATTAATCTTTCTTAGCTTTCTTCTTCTTTTTTCTTATTAAAAACTCTCTTACACTTAGGCTTCTTATATAGGCAATAGAAATCTTAAC

BoOR-LTR TTATCCTATTACATATTAATCTAGGAATCTTTAACTTAGCTTATCTTTATCCTAAATCTATTTGTATAAGTTATTCCTCTTTCCTTTTTGAATAACTTATTACTCAAGTAACTTTGAAGC
GOLDEN-LTR TTATCCTATTACATATTAATCTAGGAATCTTTAACTTAGCTTATCTTTATCCTAAATCTATTTGTATAAGTTATTCCTCTTTCCTTTTTGAATAACTTATTACTCAAGTAACTTTGAAGC

BoOR-LTR TTATCC
GOLDEN-LTR  TTATCC
sekokokokk

Figure SS. BoOR-LTR and BrGOLDEN-LTR sequence comparison. Red letters indicate different

sites.



BoOR
GOLDEN,,
GOLDEN,,
GOLDEN,,,

BoOR

GOLDEN,,,
GOLDEN,,
GOLDEN,,,

BoOR
GOLDEN,,,
GOLDEN,,
GOLDEN,,,

BoOR
GOLDEN,,
GOLDEN,,
GOLDEN,,,

BoOR

GOLDEN,,,
GOLDEN,,
GOLDEN,,,

BoOR
GOLDEN,,
GOLDEN,,
GOLDEN,,,

BoOR
GOLDEN,,
GOLDEN,,
GOLDEN,,,

BoOR
GOLDEN,,
GOLDEN,,
GOLDEN,,,

ATGTCTTGTTTGGGTAGGATCTTGTCTGTTTCCTACCCACCGGATCCGTACGGTTCGCGTCTTTCAGTGTCAAAGCTGTCTTCACCAGGGAGAAACCGAAGGCTGAGATGGCGTTTCACG

ATGTCTTGTTTGGGTAGGATCTTGTCTGTTTCCTACCCACCGGATCCTTCCGGTTCGCGTCTTTCAGTGTCAAAGCTGTCTTCACCAGGGAGAAACCGAAGGCTGAGATGGCGTTTCACG

ATGTCTTGTTTGGGTAGGATCTTGTCTGTTTCCTACCCACCGGATCCTTCCGGTTCGCGTCTTTCAGTGTCAAAGCTGTCTTCACCAGGGAGAAACCGAAGGCTGAGATGGCGTTTCACG

ATGTCTTGTTTGGGTAGGATCTTGTCTGTTTCCTACCCACCGGATCCTTCCGGTTCGCGTCTTTCAGTGTCAAAGCTGTCTTCACCAGGGAGAAACCGAAGGCTGAGATGGCGTTTCACG
*

GCCTTGGACTCAGACTCTTCCTCCCTCGATTCTGATTCCTCCGACAAATTCGCTGCCGGCTTTTGTATCATAGAAGGACCTGAAACAGTACAGGACTTTGCCAAAATGCAATTACAAGAG
GCCTTGGACTCAGACTCTTCCTCCCTCGATTCTGATTCCTCCGACAAATTCGCTGCCGGCTTTTGTATCATAGAAGGACCTGAAACAGTACAGGACTTTGCCAAAATGCAATTACAAGAG
GCCTTGGACTCAGACTCTTCCTCCCTCGATTCTGATTCCTCCGACAAATTCGCTGCCGGCTTTTGTATCATAGAAGGACCTGAAACAGTACAGGACT TTGCCAAAATGCAATTACAAGAG
GCCTTGGACTCAGACTCTTCCTCCCTCGATTCTGATTCCTCCGACAAATTCGCTGCCGGCTTTTGTATCATAGAAGGACCTGAAACAGTACAGGACT TTGCCAAMATGCAATTACAAGAG

ATTCAAGACAACATTAGAAGCCGTCGAAACAAGATCTTCTTGCACATGGAAGAGG TACGGAGGCTAAGAATACAACAACGGAT TAGAAACACAGAGCTTGGAATCATAGACGAAGAGCAA
ATTCAAGACAACATTAGAAGCCGTCGAAACAAGATCTTCTTGCACATGGAAGAGGTACGGAGGCTAAGAATACAACAACGGAT TAGAAACACAGAGCTTGGAATCATAGACGAAGAGCAA
ATTCAAGACAACATTAGAAGCCGTCGAAACAAGATCTTCTTGCACATGGAAGAGG TACGGAGGCTAAGAATACAACAACGGATTAGAAACACAGAGCTTGGAATCATAGACGAAGAGCAA
ATTCAAGACAACATTAGAAGCCGTCGAAACAAGATCTTCTTGCACATGGAAGAGGTACGGAGGCTAAGAATACAACAACGGAT TAGAAACACAGAGCTTGGAATCATAGACGAAGAGCAA

GAACACGAACTA CCTAACTTCCCCTCCTTCATCCCATTCTTACCTCCATTGACTGCTGCCAATTTGAGAGTCTATTACGCA
GAACACGAACTAAAGTCGCAGAATCCGAACTTGCTTATCCAACACGAACTACCTAACTTCCCCTCCTTCATCCCATTCTTACCTCCATTGACTGCTGCCAATTTGAGAGTCTATTACGCA
GAACACGAACTAAAGTCGCAGAATCCGAACTTG ACTGCTGCCAATTTGAGAGTCTATTACGCA
GAACACGAACTAAAGTCGCAGAATCCGAACTTG

sopokiokkokiolok

ACTTGCTTCTCACTCATTGCTGGGATTATCCTCTTCGGTGGCCTACTAGCTCCTACTCTAGAGCTGAAGCTAGGTATAGGGGGCACATCATATAMGATTTCATTCAAAGCCTTCATCTA
ACTTGCTTCTCACTCATTGCTGGGATTATCCTCTTCGGTGGCCTACTAGCTCCTACTCTAGAGCTGAAGCTAGGTATAGGGGGCACATCATATAAAGATTTCATTCAAAGCCTTCATCTA
ACTTGCTTCTCACTCATTGCTGGGATTATCCTCTTCGGTGGCCTACTAGCTCCTACTCTAGAGCTGAAGCTAGGTATAGGGGGCACATCATATAAAGATTTCATTCAAAGCCTTCATCTA
CTAGAGCTGAAGCTAGGTATAGGGGGCACATCATATAAAGATTTCATTCAAAGCCTTCATCTA

CCTATGCAATTGAGTCAAGTAGACCCAATAGTGGCGTCATTCTCTGGAGGAGCTGTTGGTGTGATCTCAGCTTTGATGGTAGTTGAAGT TAACAACGTGAAGCAGCAAGAGCACAAGAGA
CCTATGCAATTGAGTCAAGTAGACCCAATAGTGGCGTCATTCTCTGGAGGAGCTGTTGGTGTGATCTCAGCTTTGATGGTAGTTGAAGT TAACAACGTGAAGCAGCAAGAGCACAAGAGA
CCTATGCAATTGAGTCAAGTAGACCCAATAGTGGCGTCATTCTCTGGAGGAGCTGTTGGTGTGATCTCAGCTTTGATGGTAGTTGAAGT TAACAACGTGAAGCAGCAAGAGCACAAGAGA
CCTATGCAATTGAGTCAAGTAGACCCAATAGTGGCGTCATTCTCTGGAGGAGCTGTTGGTGTGATCTCAGCTTTGATGGTAGTTGAAGT TAACAACGTGAAGCAGCAAGAGCACAAGAGA

TGCAAATACTGTCTAGGAACTGGGTATCTAGCATGTGCCCGTTGCTCTAGCACAGGTTCTCTTATTATATCTGAACCAGTCTCAGCTATTGCTGGAGGGAACCATTCTGTATCAACATCC
TGCAAATACTGTCTAGGAACTGGGTATCTAGCATGTGCCCGTTGCTCTAGCACAGGTTCTCTTATTATATCTGAACCAGTCTCAGCTATTGCTGGAGGGAACCATTCTGTATCAACATCC
TGCAAATACTGTCTAGGAACTGGGTATCTAGCATGTGCCCGTTGCTCTAGCACAGGTTCTCTTATTATATCTGAACCAGTCTCAGCTATTGCTGGAGGGAACCATTCTGTATCAACATCC
TGCAAATACTGTCTAGGAACTGGGTATCTAGCATGTGCCCGTTGCTCTAGCACAGGTTCTCTTATTATATCTGAACCAGTCTCAGCTATTGCTGGAGGGAACCATTCTGTATCAACATCC

AAMCCCAAAGATGTTCAAACTGTTCTGGTGCTGGAAGGTGATGTGTCCCACATGTCTGTGCACAGGAATGGCTATGGC TAGCGAGCACGACCCTCGTATTGATCCCTTCCTTTGA
AMMACCGAAAGATGTTCAAACTGTTCTGGTGCTGGAAAGGTGATGTGTCCGACATGTCTGTGCACAGGAGTGGCTATGGCTAGCGAGCACGACCCTCGTATTGATCCCTTCCTTTGA
AAAACCGAAAGATGTTCAAACTGTTCTGGTGCTGGAAAGGTGATGTGTCCGACATGTCTGTGCACAGGAGTGGCTATGGCTAGCGAGCACGACCCTCGTATTGATCCCTTCCTTTGA
AMMACCGAAAGATGTTCAAACTGTTCTGGTGCTGGAAAGGTGATGTGTCCGACATGTCTGTGCACAGGAGTGGCTATGGCTAGCGAGCACGACCCTCGTATTGATCCCTTCCTTTGA

Figure S6. Three transcripts of the BrGOLDEN and open reading frames of BoOR sequence

comparison. Red letters indicated different sites.



Figure S7. RT-PCR detection of specific regulatory elements. M: Marker 500 bp; The specific
expressions of primers Bractin (lanes 1 and 2), CaMV 35S promoter (lanes 3 and 4), FMV 35S
promoter (lanes 5 and 6), NOS promoter (lanes 7 and 8), NOS terminator (lanes 9 and 10) and CaMV
35S terminator (lanes 11 and 12) were detected in the 1900264’ and ‘1900262’ lines.



