
Supplementary Figures 

 

Figure S1. Comparison of amino acid sequences of five transcripts. Red words indicate four 

conserved C××C×××G motifs. 

  



 

Figure S2. Comparison of Brgolden and BrGOLDEN expression in lines ‘1900262’ and ‘1900264’. 

(a) Expression comparison of the Brgolden and BrGOLDEN in different periods of the line ‘1900264’. 

(b) Expression analysis of Brgolden in line ‘1900262’. R: roots; S: short stems; IL: inner leaves; and 

OL: outer leaves. Asterisk (*) indicates that there is a statistical difference, P ≤ 0.05, n = 3. 

  



 

Figure S3. Prediction of transmembrane helices in BrGOLDEN proteins. Analysis of 

transmembrane domains of BrGOLDENIns (a), BrGOLDENDel (b), and BrGOLDENLdel (c). Red lines 

represent the transmembrane. Blue lines represent the inside. Pink lines represent the outside. The 

abscissa indicates the amino acid site. 

 

 



 

Figure S4 Phyre2 predicts protein structure. Brgoldenwt (a) and BrGOLDENDel (b) proteins 

structure prediction; Three-dimensional (3D) model analysis of Brgoldenwt (c) and BrGOLDENDel 

(d). 

 



 



 

Figure S5. BoOR-LTR and BrGOLDEN-LTR sequence comparison. Red letters indicate different 

sites. 

 



 

Figure S6. Three transcripts of the BrGOLDEN and open reading frames of BoOR sequence 

comparison. Red letters indicated different sites. 

  



 

Figure S7. RT-PCR detection of specific regulatory elements. M: Marker 500 bp; The specific 

expressions of primers Bractin (lanes 1 and 2), CaMV 35S promoter (lanes 3 and 4), FMV 35S 

promoter (lanes 5 and 6), NOS promoter (lanes 7 and 8), NOS terminator (lanes 9 and 10) and CaMV 

35S terminator (lanes 11 and 12) were detected in the ‘1900264’ and ‘1900262’ lines. 

 

 


