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Figure S1: Protein filtering, identification and quantification across replicates using SILAC-complemented 
chemoproteomics to map polarized protein distributions across the apicobasal surfaceome. (A) Assembly of a canine 
in silico surfaceome list for data filtering using UniprotKB entries annotated as “Cell membrane”, “GPI-anchor”, and 
“secreted” for Canis lupus familiaris (CANLF), as well as the predicted surface proteins contained in the bronze set of 
“Surfy” (Bausch-Fluck et al. 2018). (B) Overlap of identified proteins across replicates and (C) a low median absolute 
deviation (with a median of 5%) shows high reproducibility of the apicobasal protein quantification based on SILAC-
complemented chemoproteomics. 

 

 

Figure S2: Quantitative apicobasal distribution (AP/BL ratio) of selected protein classes on filter-grown MDCK cells 
based on SILAC-complemented chemoproteomics: (A) active transporter proteins, (B) solute carrier proteins, (C) G-
protein coupled receptor proteins. Classification according to the Gene Ontology and KEGG pathway databases (n=4, 
with 2 SILAC forward and 2 reverse experiments). 
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Table S1: List of all cell surface proteins quantified across the apicobasal surfaceome of filter-grown MDCK cells 

based on SILAC-complemented chemoproteomics. Apicobasal protein distribution is presented as apical 

fraction (AP) of the apicobasal protein pool [AP/(AP+BL)] across 4 replicates (2 fw=SILAC forward; 2 rv=SILAC 

reverse experiments), where “NaN” represents non-detected/quantified proteins in a specific replicate and 

variation is given as median absolute deviation (MAD). Colour-scale indicates descending apical fraction from 

red to green.   

 



 

 
 



 

 
 



 

 
 



 

 
 



 

 
 



 

 
 


