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Figure S1. Results of the initial virtual screening of the L1600 Kinase Inhibitor Library

(TargetMol).
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Figure S2. Molecular docking analysis of the best (green) and the worst (yellow)
stereoizomers for asiatic (A), and malinic (B), acids binding to the LBD of the RORy

receptor. Hydrogen bonds are represented as dark blue dotted lines.
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Figure S3. Effect of asiatic (A) and maslinic (B) acids on the expression of selected
genes in human Th17 cells. Human naive CD4+ cells were treated with increasing
concentrations of asiatic and maslinic acid acids and cultured under Th17 polarizing
conditions for 5 days. Then, cells were collected for RNA extraction. The expression
of the IL17A, IL17F, IL21, and IL22 genes was determined by real-time RT-PCR.
The results were normalized to the housekeeping genes HPRT1, HMBS, and
RPL13A. An asterisk indicates a statistically significant difference at p < 0.05
compared with control cells. The data are presented as statistical dot plots with the

median value (bars) from seven independent cultures (n = 7).
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Figure S4. Ursolic acid analogs do not alter the expression of the RORyT and APOD
genes in human Th17 cells. Human naive CD4+ cells were treated with increasing
concentrations of ursolic (A), corosolic (B), oleanolic (C), asiatic (D), and maslinic (E)
acids and cultured under Th17 polarizing conditions for 5 days. Then, cells were
collected for RNA extraction. The expression of the RORyT and APOD genes was
determined by real-time RT-PCR. The results were normalized to the housekeeping
genes HPRT1, HMBS, and RPL13A. The data are presented as statistical dot plots

with the median value (bars) from seven independent cultures (n = 7).
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Figure S5. The analysis of IL-17 production in supernatants of Th17 cells cultured in
the presence of increasing concentrations of asiatic (A) and maslinic (B) acids for 5
days was determined using the Quantikine Human IL-17 Immunoassay kit (R&D
Systems). The data are presented as statistical dot plots with the median value (bars)

from seven independent cultures (n = 7).
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