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Figure S1: Expression of ERAP1 and ERAP2 by MOLT4 cells. Panel A, western blot using anti-
ERAP1 and anti-ERAP2 antibodies from lysate from MOLT4 cells. Recombinant ERAP1 and
ERAP2 were used as positive controls to evaluate the amount of proteins detected in the
lysate. Panel B, quantification of ERAP1 and ERAP2 expressed in MOLT4 cells.
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Figure S2: Distribution of lengths of peptide eluted from the MHC class | molecules on the
surface of MOLT-4 cells. Peptides have been grouped as common in both the inhibitor and
control condition, peptides unique to the control condition and peptides uniquely detected
when the cells were incubated with DGO11A.
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Figure S3: SeglLogo plots of 9mer peptides discovered to bind onto MHCI alleles expressed
by MOLT4 cells. Data adapted from http://hlathena.tools/ .
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Spectral Characterization of DG011!

1H NMR (200 MHz, DMSO-d®/2% TFA) & 0.83 (dd, J = 5.4, 11.9 Hz, 6H), 1.06 — 1.32 (m, 1H),
1.33 = 1.59 (m, 2H), 1.67 - 2.26 (m, 4H), 2.56 — 2.94 (m, 3H), 3.19 — 3.43 (m, 1H), 3.44 —3.78
(m, 2H), 4.05 — 4.39 (m, 1H), 6.94 — 7.59 (m, 7H), 7.96 (d, J = 7.7 Hz, 1H), 8.24 (br s, 3H); 13C
NMR (50 MHz, DMSO-d®/2% TFA) & 22.4, 23.1, 25.4, 29.9, 30.3 (d, Upc = 92.0 Hz), 31.7, 31.9,
37.7,37.8, 43.4, 43.7, 48.5 (d, 1JPC = 95.5 Hz), 55.6, 62.3, 126.5, 128.6, 128.8, 141.1, 172.3,
174.2, 174.3; 3'P NMR (81 MHz, DMSO-d®/2% TFA) & 41.6; HRMS (m/z): [M - H]- calcd. for
C1sH31N30sP-, 412.2007 found, 412.2005.
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Structure-Activity Relationships of Phosphinic Pseudotripeptide Inhibitors of Aminopeptidases That Generate
Antigenic Peptides. J. Med. Chem. 2016, 59 (19), 9107-9123.
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Figure S5: ES-MS spectrum of DG011
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