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Figure S1. Digital microscope image of whole matrigel dome with spheroids outlined for area anal-
ysis. (A) Representative images of whole Matrigel domes of 3D organoid cultures with spheroids
outlined in pink from the four treatment groups: -DHT, +DHT, +DHT/Vehicle, +DHT/Enzalutamide.
Spheroid area was measured using the Keyence Hybrid Cell Counter at 4X magnification by outlin-
ing spheroid clusters (pink line) that were at least 50 um in size with the Free Draw Tool. PCSD1
Organoid cultures were treated with increasing concentrations of enzalutamide to determine the
effect on (B) lumen diameter (in um) and (C) cyst count. Enzalutamide at 10 pM showed significant
reduction of cyst size and number and was used in subsequent experiments. Data represent the
mean from two (n=2) experiments + SEM. A student’s t-test was used to determine statistical signif-
icance (** indicates P < 0.01). GFP fluorescence was measured using the Keyence BZX 710 micro-
scope (Keyence Corporation) on a weekly basis.
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Figure S2. Hierarchical Clustering Analysis of Gene Expression Profiles from PDX Organoids under APDT. Heatmaps organized by
hierarchical clustering analysis for differentially expressed genes in PCSD1 organoids under two androgen treatment conditions (1)
Veh (+DHT/Vehicle — 1 nM/0.1% DMSO), (2) DHT (+DHT - 1 nM) and PCSD1 organoids under two androgen deprivation treatment
conditions: (3) noDHT (-DHT) and (4) Enza (+DHT/Enzalutamide — 1 nM/1uM). Genes presented in four groups: (A) down-regulated
under APDT, high normalized read counts (RPKM), (B) down-regulated under APDT, low RPKM, (C) up-regulated under APDT,
high RPKM, and (D) up-regulated under APDT, low RPKM. To identify genes responsive to androgen deprivation, a series of queries
were applied to the read count tables. First, queries identified genes with expression change in the same direction in both experiments
1 and 2 under Enzalutamide treatment (Enza) compared to vehicle treatment (+DHT/Veh). To focus on highly responsive genes, a
minimal threshold change of abs(log2(Enza/Veh)) > 0.75 was required for a gene change to be considered "UP"- or "'DOWN"-regulated
by androgen deprivation or anti-androgen. Genes with changes below this threshold were set aside. Next, genes were ranked ac-
cording to change between treatment with Enzalutamide versus noDHT, with lower values for abs(log2(Enza/noDHT)) ratios ranked
higher. Filtered genes were then split into two groups for further evaluation and ranking: genes with all RPKM read counts below
10 were considered as low expression genes (Low), and the rest as higher expression genes (High), resulting in four groups of genes
for pathway analysis: UP, Low RPKM (98 genes); DOWN, Low RPKM (206 genes); UP, High RPKM (171 genes); DOWN, High
RPKM (312 genes).
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Figure S3. Comparative Gene Expression Proﬁling of APDT Treatment in PDOs. Hierarchical clusters were selected which show
consistent gene expression changes between different androgen signaling conditions from whole genome bulk RNASeq analysis.
Gene expression is displayed as percentage of maximum normalized reads per kilobase of transcript per million mapped reads
(RPKM). Increase intensity of blue indicates increasing mRNA expression level while increasing while represents decreasing mRNA
expression. (A) Significantly down-regulated genes with high normalized read counts (RPKM). Genes from functional categories
enriched in the differential genes marked with arrows: prostate & AR targets (red); cell division, mitosis (green); DNA damage re-
sponse (blue); WNT signaling (orange); interferon anti-viral response (pink); SARS-CoV-2 entry & response (black arrow with yellow
box) and MERS-CoV entry (black arrow with beige box). (B) Significantly down-regulated genes with low overall RPKM. Genes from
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functional categories enriched in the differential genes marked with arrows: steroidogenesis, lipid metabolism (brick red); neuronal
(black); RTK, GPCR, cytokine signaling (red); developmental transcription factors (purple); prostate & AR targets (bright red); cell
division, mitosis (green); DNA damage response (blue); WNT signaling (light orange); interferon anti-viral response (pink); circadian
cycle (orange); EMT (dark blue) and SARS-CoV-2 entry & response (black arrow with yellow box). Data represent the mean from
four independent (n=4) experiments performed in triplicate + SEM. (C) Significantly up-regulated genes with high normalized read
counts (RPKM). Genes from functional categories enriched in the differential genes marked with arrows: steroidogenesis, lipid me-
tabolism (brick red); neuronal (black); RTK, GPCR, cytokine signaling (brown); developmental transcription factors (purple); prostate
& AR targets (red); cell division, mitosis (green); DNA damage response (blue); WNT signaling (orange); interferon anti-viral re-
sponse (pink); circadian circle (dark orange) and SARS-CoV-2 entry & response & pain (black arrow with yellow box). (D) Signifi-
cantly up-regulated genes with low overall RPKM. Genes from functional categories enriched in the differential genes marked with
arrows: steroidogenesis, lipid metabolism (brick red); neuronal (black); RTK, GPCR, cytokine signaling (dark brown); developmental
transcription factors (purple); prostate & AR targets (bright red); cell division, mitosis (green); DNA damage response (blue); WNT
signaling (light orange); interferon anti-viral response (pink) and circadian cycle (orange). Data represent the mean from four inde-
pendent (n=4) experiments performed in triplicate + SEM.
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Figure S4. Gene Sets Revealed as Enriched in Differentially Expressed Genes Using Gene Set Enrichment Analysis (GSEA). (A) En-
riched GSEA gene sets for genes up-regulated under APDT (red). (B) Enriched GSEA gene sets for genes down-regulated under
APDT (blue). GSEA evaluates enrichment for sets of genes (gene sets) derived from multiple databases and from many experiments
with data deposited in public, curated repositories and reported in the literature. Since many gene sets overlap and share a functional
category theme, overlapping gene sets were downloaded from GSEA and merged to create curated sets of genes for functional cate-
gories with highly differential key regulatory genes: Interferon Signaling (102 genes), Cell Cycle (2038 genes), Circadian Clock (240
genes), Neurogenesis (1701 genes), Axon Guidance (129 genes; evaluated as a subset of Neurogenesis), Hormone Response (529
genes; including glucocorticoid response), and Steroid Receptor Signaling (385 genes). Two additional lists of genes were derived
through literature review: Prostate Stem/Progenitor (96 genes) and Neuro-Endocrine Prostate Cancer (NEPC)/Neurogenic (269
genes). Gene lists for NEPC/neurogenic and prostate stem/progenitor categories were generated from the literature[73-90]. Figure S5
provides lists of GSEA pathways enriched in significantly up-regulated genes and significantly down-regulated genes. Enriched
pathways for up-regulated genes include lipid metabolic process, development, differentiation, neurogenesis, apoptotic process,
signal transduction response to stimulus, transcription, secretion and regulation of response to stimulation. Enriched pathways for
down-regulated genes include cell cycle, cell division, mitosis, DNA/RNA metabolic process, DNA damage response, cytoskeleton,

organelles, interferon and cytokine response.
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FigureS5. Comparison of Expression Levels of Individual Genes of Interest in ADT-treated PDOs. Comparisons of gene expression
for selected genes of interested under different androgen signaling conditions are shown as bar graphs of percentage of maximum
RPKM observed for each gene. Blue bars are PCSD1 organoid samples treated with InM DHT or Vehicle (0.1%DMSO) + InM DHT.
Red bars are PCSD1 organoid samples treated with No DHT or 10eM Enzalutamide +1nM DHT. Samples from Experiment 1 are
shown on the left with white horizontal bar along X-axis and samples from Experiment 2 are shown on the right with black horizontal
bar along X-axis.
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Figure S6. Isotype control of IHC analysis of AR and TMPRSS2 expression in PCSD1 organoids.
Representative digital microscope images are shown of IHC isotype control of AR and TMPRSS2
IHC staining performed on 4% paraformaldehyde fixed, paraffin embedded 5 um. sections.
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Table S1. Androgen Pathway Directed Therapy (APDT) Response Genes. Full list of genes determined by Transcriptomics to be
significantly up- and down-regulated in response to APDT is shown.

787 ADT RESPONSE GENES

#Genes 269 518

Direction Up DOWN

RPKM LOW HIGH Low HIGH

# Genes 98 mn 206 312
VILL DCBLD1  |NEURL3  |APPL2 FOX03 EXTL1 DHXS8 LOC1005056{NUDT10  (IRF7 IFIH1 KIF2C ORC6
BCAT1 ZEB1-AS1  |DHRS9 MTSS1 FAM129A [SULT1B1  |ABCD1 ADAP1 Cux2 SKA2 C190rf48  |ABCB6 SLC36A1
FAM113B |SEMA3E  |PLA2G2F  |WDR72 CBLB CORT HMGB3  [C150rf42  [DAPL1 VSTM2L  [ERAP2 TRIM21  |TAOK3
O3FAR1  |Cl4orf128 |LIPG LOC1004994{SOX13 HIST1H2BM | WDR76 CTSO DOCK8 PDE9A SAMHD1  |MXD3 RGS11
ABCA1 HSF4 MGLL AR PCK2 CXCL11 ARTN SPTB IFIT3 PKP1 NR4AL CRIP2 PARPY
SHISA2 EP40ONL  |ZNF365 RASSFS5 IL36RN WNT3 LOC143666 [RTELL IFIT1 KREMEN2  [TCF19 GAMT SLC10A7
NCRNA0022{SERPINB7 |TSPAN1  [SH3BP5  [SOX9 C9orf66  |CD163L1  [FBLN7 RSAD2 CCK LOC400043 [METTL7A  |BEND4
ZNF534 CIQTNF3  |UGT1A1  [FER1L4 ATP13A3  |ABCC2 ESPL1 DSC3 CACNG4  |TMSB15A  [CITED4 THOP1 ASRGL1
MECOM  |GCET2 SLCSAL PLA2G4F  |ATP8B1 PSMB8 GNN ACTR3BPS |BST2 HMGB2  [TBC1D8  |BUB1B HIST2H2BE
CA12 LNX1 NBPF7 EXPHS BAMBI HISTIH4G  [KIT RABIB ZNF3858  [FAM83D  [COL6A1  |KCNH2 NTAN1
BHLHE41  |BCAR3 FAM131B |SEMASA  |EPHAL MNS1 DHFR PHF11 IFI44L RMI2 NFYB ARRB1 KCTD3
PROX1 POGLUT1  |MUC2 FAM13A  |CAT SPSB4 ADORA1  |OSBPLIA  |MX1 CKB PANX2 ENDOG PALM
RGS16 TIMP4 C100rf10  [PIM1 ANO6 ALPK2 FAM189A2 [TCP11L1  [SCARA3 MELK LPGAT1 NPEPL1 KDM4B
FAM189A1 [GRAMD3 |PLA2G2A  |THRB PPARG ANKRD1 BEGAIN MTBP FKBPS RRM2 TACC3 SFXNS AMOT
PTPRE FAM1778 |CDKN2B  |EGLN3 NFKBIZ TRIM22 cr DUOX1 0AS2 ELOVLS DDX60 STXBPS FAM20C
LOXL1 IRAK2 ZBTB7C C200rf54  [PCDH1 CTNNA2  |DNAH9 LOC147804,1GNMT SORD E2F2 DNLZ TMEM26
TNFSF8 NTF3 SDR16C5  [PLEK2 GATA2 KCNMA1  |TTC39C WAS GABARAPL1 |C1QTNF6  [CPE ECI2 TRIM3
DIRAS2 MAN1A1 |COLSA2  |CYP3AS OSBPL1I0  |IRX3 PIGK ARSI MALT1 DTL PTPN21  |C210rf58  [C90rf80
OPN3 ZNF860 XYLT1 TNFSF15  |PLCD3 GPER PLK4 PAIP2B IFITM1 SOAT1 UNKL SKA3 GTF3A
LPAR6 LIX1L HMGCS2  |POF1B TNFRSF21 |NTF4 LOX FU37201 |SP110 CDC20 ANKH PRKAG2  |NRGN
ENG GPR98 MMP28  |VLDLR GNG12 CEP128 KIAA1377  [MMS22L  [FSTL1 CAMK2B  |STEAP4 ZNF615 SMYD2
RASALL NGEF CAPN8 RHBDL2  |ABLIM1 KCNH1 TMEMS5A  |KIAA1143  |CMPK2 CROT Cl60rf59  |HISTIH2BH |FAM134B
ADORA2B  |EEPD1 SYTL2 TRPV6 TMEM154 |FBXO15  |XRCC2 ZNF354A  |BIRCS HIURP DPP4 MSI1 ZNF238
PLA2G4C  |PPIPSK1  |POLB OSMR ATP2B1 C20rf55  |RADS51AP1 [WDR93 15G15 MKI67 ZNF613 SLC25A33 [GMPR
IKZF3 FMNL2 LSAMP CALN1 SLC12A2  |CD200R1  (BCRP3 STX2 UBE2L6 DDX58 MAOA CTsz IAH1
ITGB6 MSX2 DTX4 KIAA1211 |PPPIR3B |Cllorf53  [LRRK1 DDHD2 REEP2 NKX3-1 LOC389831 [NELL2 ISYNAL
RNF152  |C170rf109 |REG4 PAK1 CDC42EP2 |ZSCAN12  [LOC728723 |TLK2 KLK3 PRIC285  |HERC3 KIF20A GINS2
HSPG2 GPX2 ACSLS BICD1 OR56A3  |NUDT13  [LOXL2 HOXB13-AS1|UBE2C POCIA RTN1 MAPK12
CCDC89 SYTLS CABLES1  [CYP39A1 [PDZD2 LRFN2 MRS2P2  [PARP10  |GALNTL4  [NEK2 MCM10
WNT4 TNFAIP2  |OAF UBA7 C3orf33  |LOC644714 |CSorf39  [RASD1 CLGN NUDT1
ZNF573 APCDD1  [PLCD1 UGT2B10  |ZNF578 CENPI ANKRD34B [AURKA 0AS3 RAB28
RNF207 KCNKS KDELR3 FLG NR3C1 LCAS SMOC1 CCNB1 CDK1 MRPL23
ALDH3B1 ACER2 PIP CLDN8 SASS6 SLC45A1  |GP2 TYMS ZNF367 JAG2
ccz1 TSPANS  |SLFNS GUCY2D  |FANCD2  [ADAMTSL1 |LAMP3 KIF11 DISP1 IF127
FBXL13 LFNG NIPALL KIAA1324 |CDC7 LOC81691 [MLLT11 MBOAT2  [PPP3CA  |TONSL

GenelDs |PTPRN2 VCAN ENPPS ZNF114 PARD6A  |DDB2 TNC HMGCS1  |PLEKHO1 |HERC6
ARHGAP24 BTG2 ERV3-1 JAZF1 GPR156  |WDR66 GLRX ENDOD1  [NCAPG2  |TSPAN33
PLXNA2 C90rf150  (HSD3B1 MYO16 ZNF684 PNPT1 PXDN BRCA1 FAM101B  |RNASEH2A
KCNIP3 GPR110  [ABCC3 TMEM91  |ACBD7 NTSM CEPS5 H2AFX LEPRELL  |PIK3AP1
DENND2D SPNS2 ITGA2 VWASB2  |C14orf176 [VRK1 MAP2 PART1 EPN1 RNF145
FOX01 EPHB6 DUSPS RARB AKT3 REC8 HOMER2  |NUF2 NRARP CDKN2D
RAPGEFL1 EEF1A2 ENTPD3 OSCAR CCDCS0  |ZXDB PMEPA1  |TMEM150C |RILPL2 PTTG3P
SLCSA7 LAD1 2G16B CTXN3 L0C338739 [TMEM61  [TOP2A TPD52 CENPW C9orf140
ARNTL2 PTGS2 LRRN1 GYG2P1  |FBXO27  [PRKAR2B  |PPP2R2C  |PDLIMS  |TMPRSS2  [CDC25A
PPP4R1L ILIRN BCAS1 NKX3-2 PCGF5 GCNT2 STMN1 C170rf76  |IFI27L1 CCNA2
ITPR1 CDH26 EDEM1 KCNK13 CHRM4 TTLL11 Clorf116  [KLKP1 PARP14 NELF
SLC6A9 KCNN4 LAMC2 SNX24 FANCM TIFA ARHGAP11A(ZNF331 IMPA2 TFAP2C
STK10 ARHGAP26 |SRGAP3 SLITRKS PER1 KLHL25 CDCAS ZWINT CCDC1098 |AIFM2
FSIP2 DUSP6 ST6GALL TMPRSS9  |RECK L0C401093 [CALD1 KLF9 FU20021 |CENPL
D28 CAMK2N1 (LTBP1 ATOH8 NUMBL MLIP MAPK4 PLSCR1 FAMS5C  |FAM64A
AHNAK2 KIAA1462  |NPAS2 SAMD14  |FAMS4A  [CSorf34  |LOC729178 |ATAD2 ZNF618 LRIG1
XYLB TMCS RAP1GAP AKR1B1  |GSG2 RAD51 IFI6 PLK1 STAT1 SMS
TGFB3 DGAT2 PLS1 CHDS RBL1 CDADC1  |IQGAP2  [CDCA3 TGFBR1 ~ [NAAA
MICALCL LY6D ELF3 C180rf2 LMTK3 FAM160B1 |MZT2A KIFC1 ERCC6L NEURL1B
SATB1 FRY TMEM51 APLP1 FRA10AC1 |GLIS2 E2F1 ANKS3 NCAPH2  |PARVB
FOX03B RGS2 EGFR T1C32 C30rf58  |SPSB1 HISTIH2AI |RFC3 IRF9 KIAA1324L
B3GNT9 ROBO1 ADM2 T™CC3 c1aLl NCRNA0008{ZNF614 ASF1B FBXOS MIIP
C170rf57 APLN SYT1 AASS KIF4A THAP10  |FAM43A  [ANLN FANCI CCDC34
COL16A1 PCDH20  |LOC149134 MLK7-AS1 |PCYT1B ACE2 SECTM1  [PEX10 UBE2D1  |KIAAO889
RFX3 ITGB4 L0C100289255 CIB3 C7orf13  |TRAF3IP2-A§PRCL AGPAT2  [LBH ZNF761
SH3RF3 SUSD4 UGCG SP100 FAM71E1  [TAPT1 TPX2 PKMYT1  [GINS1 FANCG
FAMB86C1 DAPK1 DHRS3 BRIP1 DZIP1 L0C1001282/CPM PM20D2  |FSCN1 C9orf91
AGPAT4 0VGP1 NTN4 CDT1 MLF1IP B3GNT4  [DDX60L  |FAM149A [RAP2A TRIM36

43893 CNGA1L LMo4 SRSF12 C9orf21  |SPRYD7 ELOVL4 PTTG1 ACOT7 UBE2E3

ALPK3 HK2 SERPINI1 USP18 Cdorf21 PBK PRDX6 RAMP1 RECQL4
L0C100287616 RCAN2 NRP1 GLTPD2 SRD5A1P1 BRP44 TRIP13 UBE2T SMC2
COL3A1 TMPRSS4  [NIPAL2 L0C389676 |LOC100128822 NPNT TNFSF12,TNHEGFL7 VWAL
P4HA3 2YX ETV4 ERAS ZNF813 | C190rf79  |IFI44 CDCA8 MAPK8IP2
MATN2 SCIN TMEM117 DISC1 NCRNA00294 WTIP GYG2 AURKB WDR34
GEMIN8P4 SPRY2 GALE CDC45 C90rf167 CBR3 ANGPT2 MCMS CHTF18
CES4A TCP11L2  [DISP2 DIAPH3 NXT2 FOXM1 TP53TG1  [KLK4 TTTY15







Prostate Stem/Progenitor

NC NC
up DOWN  HIGH Low
RPKM  RPKM
8 58
5 | 3 2 | 36
AR BIRCS  BMIL ALDH1AZ
|eTva DPP4 CARM1  ALDH8AL
ITGA2 GPER CDH1 ATXN1
PLA2G2A CTNNBL  BCL2
|soxe FOXAL  BMP4
HOXA13  BMP7
1D4 CA9
IT6A6  €D38
KRT15  CD74
KRT18 DKL
KRT19 EGF
KRT7 ETS1
LIFR ETV1
MYC FGFR2
NFE2L2  FGFR3
RB1 1GF1
SIRT1 IGF2
soxa KRT13
sp1 KRT4
STAT3 KRTEA
TACSTDZ  LIF
WNTSA MSLN
NES
NRG2
PIGR
POUSF1
PTEN
RSPO3
SNAIL
SNAI2
TGFB1
TNFRSF18
P63
TWIST1
VEGFC

WNT10B




NEPC/Neurogenic Cell Cycle
NC NC NC NC
up DOWN HIGH LoW up DOWN HIGH Low
RPKM RPKM RPKM RPKM
20 180 127 1535
6 | 14 85 95 18 109 984 551
AR AURKA  ABCC4 ADAM?7 CCNYL1 CNOT6L
GATA2 AURKB ACSL3 ASCL3 CCP110 CNTD1
GPX2 Clorfllé AMACR ASXL3 CCPG1 CNTD2
ITGA2 E2F1 ARHGAP8  CAND2 CD2AP CNTLN
PROX1 FKBPS CAMKK2 CATSPERB C€DC123 CNTRL
SOX9 FOXM1 CCND1 CDH2 CDC16 CNTROB
GNMT CCND3 CDX2 CDC23 CROCC
KLF9 CDH1 CENPN CDC25B CSNK2A2
KLK3 CDK4 CHGA CDC26 CSPP1
KLK4 CREB1 CITA CcDhC27 CTC1
NKX3-1 CREB3 CREBS CDC34 CuzZpl
NR3C1 CREB3L1 CYLD CDC37 CXCRS
PMEPA1 CREB3L2 ESR1 CDC4a2 CYLD
TMPRSS2  CREBBP ESR2 CDC5L CYP26B1
CREBL2 ETV5 CDC6 CYP27B1
CSDE1 EZH2 CDC73 DACH1
CTBP2 FHIT CDK10 DACT1
DICER1 FOXA2 CDK12 DBF4
DNMT1 FOXB1 CDK13 DBF4B
EFNA4 FOXC1 CDK14 DCDC1
ELL2 FOXP2 CDK16 DCLRE1B
ENO2 GATAL CDK17 DCUN1D3
EPCAM GATA4 CDK19 DDX11
EPN3 GLI1 CDK2 DDX4
ERBB3 GLI2 CDK20 DHFR
EVPL GLI3 CDK2AP1 DIRAS3
FOLH1 HES2 CDK2AP2 DIs3L2
FOXA1 HES7 CDK3 DLGAPS
FOXG1 HESX1 CDK4 DMC1
FOXP1 HEY1 CDKS DMRT1
GSTP1 HOXA1 CDK5R1 DNA2
HERPUD1 HOXAS CDKS5RAP1 DNMT3L
HES6 HOXB2 CDKS5RAP2 DRD2
HIF1A HOXB3 CDK5RAP3  DUSP13
HOXA10 HOXB4 CDK8 DYNC1I1
HOXA11 HOXB6 CDK9 DYNCLI2
HOXA13 HOXB7 CDKLS DYRK3
HOXA9 HOXC10 CDKN1A E2F6
D1 HOXC4 CDKN1B E2F7
D3 HOXC5 CDKN3 E2F8
1D4 HOXCe CEBPA EFHC1
ITGAB HOXC9 CENPM EGF
ITGB1 HOXD1 CENPO EPGN
JUN HOXD3 CENPV ERCC4
KLF10 HOXD4 CEP164 ERCC6
KLF13 HOXD8 CEP250 EREG
KLF16 HOXD9 CEP57 ERN1
KLF3 INSM1 CEP68 ESCO2
KLF5 KCND2 CEP78 ESPL1
KLF6 KIAAQ408 CEP85 ESRRB
KLF7 KLF1 CETN2 ETAAL
KLK2 KLF12 CETN3 EVI2B
KRT18 KLF14 CFL1 EVIS
KRT19 KLF15 CGREF1 EXD1
LEF1 KLF17 CGRRF1 EXO1
MAPKAPK3 KLF2 CHAF1A EZH2
MYC KLF8 CHD3 FAM107A

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
ABLIM1 ANKRD1 ABCA2 ABLIM2
APCDD1 ARTN ABI1 ACSL4
APPL2 ATOH8 ABI2 ACTBL2
ATP8B1 AURKA ABL1 ADAM22
BHLHE41 clatl ABL2 ADCY1
BTG2 CAMK2B ABT1 ADORAZA
COL3A1 CCK ACAP3 ADRA2B
EGFR cDC20 ACSL3 ADRA2C
EPHA1 CDK1 ACTB AGBL4
EPHB6 CHD5 ACTR2 AGER
FOX03 cIT ADAM10 AGT
FRY CTNNA2 ADARB1 AKNA
GATA2 CTsZ ADCYE ALDH1A2
LAMC2 CUx2 ADM ALK
LMO4 DHFR ADNP AMIGO1
MATN2 DISC1 ADNP2 ANKRD1
NGEF E2F1 AFG3L2 APOAL
NRP1 HMGB2 AGRN APOD
NTF3 IRX3 AGTPBP1 APOE
NTN4 JAG2 AHI1 APP
PAKL KIT AKT1 ARC
PLXNA2 MAP2 AKT2 ARHGAP33
PPARG MAPK8IP2 ALCAM ARHGAP4
PROX1 MYO16 ALKBH1 ARHGEF10
RAP1GAP NTF4 ALS2 ARHGEF2
RASAL1 NUMBL ANAPC2 ARNTL
RGS2 PDLIM5 ANK3 ARSB
ROBO1 PPP3CA ANKRD27  ARTN
SEMA3E RAP2A ANKS1A ARX
SEMASA RARB AP2A1 ASPM
SERPINIL SAMD14 APBB2 ASTN1
SOX13 SLITRKS ARF1 ATCAY
SOX9 SPTB ARF4 ATOH1
SRGAP3 STMN1 ARF6 ATOH7
SYT1 TAOK3 ARFGEF1 ATOH8
THRB TGFBR1 ARHGAP35 ATP1B2
TNFRSF21  TNC ARHGAP44 ATP2B2
UGCG VSTM2L ARHGDIA ATP7A
VLDLR WNT3 ARHGEF12 ATP8A2
WNT4 XRCC2 ARID1B AUTS2
ZNF365 ARL3 AVIL
ASAP1 AXL
ASTN2 AZU1
ATAT1 BAGALT6E
ATF1 BARHL1
ATF4 BCHE
ATFS BCL11A
ATL1 BCL11B
ATXN10 BCL2
B2M BDNF
B3GNT2 BEND&
B4GALTS BHLHA15
BACE2 BHLHB9
BAGS BHLHE41
BAIAP2 BIN1
BAX BLK

BBS4 BMP4




NEPC/Neurogenic Cell Cycle
NC NC NC NC
up DOWN HIGH LoW up DOWN HIGH Low
RPKM RPKM RPKM RPKM
20 180 127 1535
6 14 85 95 18 109 984 551
MYHS LHX2 CHEK1 FAMSA
NR3C2 LHX3 CHFR FANCA
NUP93 LHX4 CHMP1A FANCD2
OPHN1 LHX5 CHMP1B FANCM
PARP1 LHX6 CHMP2A FAP
PPAP2A LMAN1L CHMP2B FBXL22
PRKDC LRRC16B CHMP4A FBXL7
PRR5 MMP2 CHMP4B FBXL8
PSMA1 MYT1 CHMP4C FBXO31
RB1 NCAM1 CHMPS FBXO4
RBBP& NKX2-1 CHMPB& FBX043
RBPJ NKX2-2 CHMP?7 FEM1B
REST ONECUT1 CHTF8 FER
RGS10 ONECUT2 clB1 RES’
RIPK2 ONECUT3 CINP FGF8
SEC11C PAXS CITED2 FGFR1
SIX1 PAX8 CKAP2 FGFR2
SLC25A37  PCSK1 CKAPS FHL1
SLC44A4 PGR CKS2 FIGN
SOx4 POU2F1 CLASP1 FKBPG
SPDEF POU3F1 CLASP2 FLT3LG
STEAP1 POU3F2 CLIC1 FMN2
STEAP2 POUSF1 CLIP1 FOSL1
suz12 SCGN CLOCK FOXC1
TACSTD2 SEZ6 CLTA FOXE3
TC2N SNAI1 CLTC FOXN3
TCF12 SNAIZ CNOT1 FSD1
TRIM33 SPINK1 CNOT10 FZD3
SYP CNOT2 FZD9
SYT11 CNOT3 GAS1
TP53 CNOT4 GAS2
TP63 CNOT6 GAS6
TRIM9 CNOT?7 GDPDS
TWIST1 CNOT8 GEM
UPK2 CNPPD1 GEN1
ZBTB46 COPS5 GFI1
ZEB1 CRADD GINS3
ZEB2 CREBL2 GINS4
CRLF3 GJA1
CRY1 GIC2
CSNK1A1 GLI1
CSNK1D GPNMB
CSNK1E GPR3
CSNK2A1 GRK5
CSNK2B HACE1
CTBP1 HAUS1
CTCF HAUS3
CTDNEP1 HAUSS
CTDP1 HAUS6
CTDSP1 HAUS7
CTDSP2 HECW2
CTDSPL HELLS
CTNNB1 HEPACAM2
CcuLl HERC2
cuL2 HFM1
CcuL3 HHEX
CUL4A HLA-G

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
BCL6 BMP5
BHLHE40 BMP7
BLOC1S51 BMPR1A
BLOC1S2 BMPR2
BLOC1S3 BOC
BMP6 BTBD8
BMPR1B BTG4
BNIP3 cialL1
BOK C21orf91
BSG c3
BTBD1 C5AR1
BTBD2 C8orf37
BTBD3 CABP4
BTBD6 CAMK1D
C12orf57 CAMK2A
C9orf72 CCDC88A
CALR CCKAR
CAMK2G CD38
CAMSAP1  CDH2
CAPRIN1 CDH23
CAPRIN2 CDH4
CARM1 CDHR1
CASP3 CDKL3
CASZ1 CDNF
CBFA2T2 CDON
CD9 CELSR1
cDca2 CELSR3
CDH1 CEND1
CDK16 CEP120
CDK5 CEP290
CDK5R1 CHD5
CDK5RAP1 CHD7
CDKS5RAP2 CHL1
CDK5RAP3  CHN1
CDKL5 CHODL
CEBPB CHRM1
CELSR2 CHRNA3
CERS2 CHRNB2
CFL1 CIT
CFL2 CLU
CFLAR CNR1
ClB1 CNTF
CLCF1 CNTN2
CLMN CNTN4
CLNS CNTN6
CNP CNTNAP1
CNTF CNTNAP2
COBL CcoL3al
COPS2 CPEB3
CPNE1 RBM1CPNES
CREB1 CPNES
CREB3L2 CRABP2
CRK CRB1
CRKL CRMP1
CSK CRTAC1
CSNK1D CRTC1
CSNK1E CSF1




Axon Guidance Cell Cycle
NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
13 108 127 1535
12 1 51 57 18 109 984 551
ABLIM1 PPP3CA ABL1 ABLIM2 CcuL4aB HMGNS5
EPHA1 ARHGEF12 CXCL12 CuLs HORMAD1
EPHBE CcDCca2 CXCR4 cuL7? HSPA2
NGEF CDKS DCC cuLe HUS1B
NRP1 CFL1 DPYSL2 CYP1A1 HYAL1
NTN4 CFL2 DPYSL5 DAB2IP IFNW1
PAK1 EFNA1 EFNB1 DAPK3 IGF1
PLXNA2 EFNA3 EPHA3 DCLRE1A IGF2
ROBO1 EFNA4 EPHA4 DCTN1 IKZF1
SEMA3E EPHA2 EPHAS DCTN2 IL1A
SEMASA EPHB2 EPHAG DCTN3 INCAL
SRGAP3 EPHB3 EPHAY DDB1 INHA
GNAIL EPHA8 DDIT3 INHBA
GNAI2 EPHB1 DDRGK1 INOB0
GNAI3 EPHB4 DDX39B INSM1
GSK3B FES DDX3X INSM2
HRAS FYN DHCR24 IRF1
ITGB1 L1CAM DIDO1 ITGB3BP
KRAS LRRC4AC DKC1 JAK2
LIMK1 MET DLG1 KAT2B
LIMK2 NFATS DMTF1 KATNB1
MAPK1 NFATC1 DNM2 KIAA1614
MAPK3 NFATC2 DNMT3A KIF14
NCK1 NFATC4 DONSON KIF15
NCK2 NGEF DOT1L KIF18A
NFATC3 NRAS DRG1 KIF18B
PAK2 NTN1 DSCC1 KIF20B
PAK4 NTN3 DSN1 KIF23
PAK6 PLXNA2 DUSP1 KIF25
PLXNA1 PLXNB3 DUSP3 KIF4A
PLXNA3 PLXNC1 DYNC1H1  KIF4B
PLXNB1 PPP3CC DYNC1LI1 KLHDC8B
PLXNB2 PPP3R2 DYNC1LI2  KLHL13
PPP3CB RAC2 DYNLL1 KLK10
PPP3R1 RASAL DYNLL2 KNTC1
PTK2 RND1 DYNLT1 L3MBTL1
RAC1 ROBO2 DYNLT3 LATS2
RAC3 ROBO3 DYRK1A LEP
RGS3 ROCK2 E2F3 LIF
RHOA SEMA3A E2F4 LIG1
RHOD SEMA3C E2F5 LIN37
ROCK1 SEMA3D E4AF1 LINS4
SEMA3B SEMA3E ECD LIN9
SEMA3F SEMA3G ECT2 LPIN3
SEMA4A SEMA4F EDN1 LSM11
SEMA4B SEMA4G EED LZTS1
SEMA4C SEMASB EHMT1 MAD1L1
SEMA4D SEMAGB EHMT2 MAEL
SEMABA SEMAGC EID1 MAGI2
SLIT1 SEMAGD EIF2AK4 MAP3K8
SRGAP2 SEMAT7A EIF4E MAPK15
SLIT1 EIF4EBP1 MAPRE2
SLIT2 EIFAG1 MARVELD1
SLIT3 EIF4G2 MCM8
SRGAP1 EMD MCPH1
UNC5A EME1 MCTS1
UNC5C EME2 MDM1

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
CTDSP1 CSF1R
CTNNA1 CSMD3
CTNNB1 CSPG4
CTTN CSPG5
CcuL4B CTF1
CUL7 CTHRC1
CUX1 CTNNA2
CYB5D2 CTNND2
CYFIP1 CX3CR1
DAB2IP CXCL12
DAG1 CXCR4
DAGLB DAAM2
DAPK3 DAB1
DBN1 DAGLA
DBNL DCC
DDIT4 DCDC2
DDR1 DCHS1
DDX56 DCLK1
DDX6 DCLK2
DENND5A  DCT
DGUOK DHFR
DHX36 DIO3
DICER1 DISC1
DISC1 DIXDC1
DKK1 DLG4
DLGS DLL1
DLX1 DLL3
DNM1L DLL4
DNM2 DLX2
DNMT3A DLXS
DTNBP1 DNER
DUSP10 DNM3
DVL1 DNMT3B
DvL2 DOCK10
DVL3 DOCK7
DYNLT1 DOK1
ECT2 DOK4
EED DOK6
EEF2 DPYSL2
EEF2K DPYSLS
EFNA1 DRD1
EFNA3 DRD2
EFNA4 DTX1
EHD1 DUOXA1
EIF2AK4 DYNC2H1
EIF2B1 EDNRB
EIF2B2 EFHC2
EIF2B3 EFHD1
EIF2B4 EFNB1
EIF2BS EGR2
EIF4E EIF4ENIF1
EIFAG1 ELL3
EML1 ELP3
ENAH EMB
ENC1 EMX1
EP300 EMX2
EPHA2 EN2




Home Response

Cell Cycle

NC NC NC NC

up DOWN HIGH Low up DOWN HIGH Low

RPKM RPKM RPKM RPKM
29 398 127 1535

16 13 149 249 18 109 984 551
APLN ABCC2 AACS AANAT EMLL MDM4
CIQTNF3  ACE2 ABAT ABCC2 EML4 MECOM
CYP3A5S  ADORA1  ACAAL ABCCS ENSA MEI1
DGAT2 AKR1B1 ADM ACE EP300 MICAL3
DHRS3 ARRB1 AIMP1 ACE2 EPBA1 MIS18BP1
DHRS9 CPE ALDH1A3 ACHE EPB41L2 MLF1
EGFR cTsz ALDHOAL  ACSL4 EPC1 MLH3
HSD3B1 DPP4 ARL2 ACVR1C EPS8 MLXIPL
IL1RN DUOX1  ARL2BP  ACVR2B ERCC1 MND1
ITPR1 NKX3-1  ARNT ADCYS ERCC2 MNS1
PTPRN2 PER1 ATP1AL ADH1A ERCC3 MOV10L1
RFX3 PPP3CA ATPEAP2 ADH1B ERF MRGPRX2
SDR16C5 ~ SULTIB1  BACE2 ADH1C ERH MSH3
SLCSAT BAD ADH6 ESCO1 MSH4
UGT1A1 BAIAP3 ADH7 EZR MSTO1
WNT4 BCAT2 ADIPOQ FAM32A  MSX1

BMP& ADORA1
cacozL ADRA2C
CAMK2G AGT
CAPN10 AGTR1

CDK16 AKR1B1
CLCN2 AKR1B10
CLOCK AKR1B15
comT AKR1C3
CPT1A ALDH1A1
CREB1 ALDH1A2
CRY1 ALDH8A1
CRY2 ANO1

CYP1A1 APOA1
CYP2R1 ARNTL
DGAT1 AWAT2

DGKQ BCO2
DHCR7 BLK
DHRS11 BMPS
ECE1l BMP8A
ECE2 CI1QTNF1
EDN1 C1QTNF3
ENSA CACNA1C
ENY2 CACNA1D
FAM3B CACNA1E
FDX1 CACNA1H
FOXA1 CACNA2D2
FURIN CARTPT
FZD4 CASR
GHR CCKAR
GLUD1 CCLs
GLUL CD38
GNAS CFTR
HADH CGA
HIF1A CHD7

HMGCR CHST8
HMGN3 CHST9
HPN CMA1

HSD17B11 CNR1
HSD17B12 COLQ

HSD1784  CORIN
ICA1 CPLX1

FBXL12 MSX2
FBXL18 MTBP
FBXL3 MYB
FBXO6 MYBL1
FBXO7 MYO16
FBXW11 MYOCD

FBXWS5 NAE1
FBXW7 NANOS3
FEN1 NCAPG

FGFR1I0OP  NCAPH
FIGNL1 NDC80

FKBPL NEK1
FLCN NEK10
FLNA NEK11
FOXA1 NEK3
FOXG1 NEK9
FOX04 NES
FZR1 NME7

GADD45A  NOTCH1
GADD45B  NOX5
GADD45G  NPAT
GADD45GIPINPM2
GAK NPR2
GAR1 NR2E1
GAS2L1 NR4A3
GATAG NSL1

GBF1 NUP107
GIGYF2 NUP155
GIPC1 NUP35
GIT1 QOFD1
GMNN ORC1
GNAI1 ORC4
GNAI2 PARD3B

GNAI3 PARDBGA
GOLGA2 PARDEB
GORASP1  PARD6G
GORASP2  PARP3

GSK3B PAX6
GSPT1 PCGF2

GTF2H1 PCGF6
GTPBP4 PDE3A

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
EPHB2 EOMES
EPHB3 EPHA10
ERBB2 EPHA3
ERBB3 EPHA4
ERCC2 EPHAS
ERCC3 EPHAG
ESRP1 EPHA7
ETVE EPHA8
EXT1 EPHB1
EZR EPHB4
FA2H EPO
FARP1 ERBB4
FARP2 ERCC6
FBXO38 ETV1
FBX045 ETV5
FBXO7 EVX1
FBXWS8 EYAl
FEZ2 EZH2
FGF13 F2
FKBP4 FAIM
FLNA FAIM2
FLOT1 FAT4
FMR1 FBX031
FOXA1 FES
FOXG1 FEV
FRS2 FEZ1
FUT9 FEZF1
FZD1 FGF5
FZD4 FGF8
FZD5 FGFR1
GAB2 FGFR2
GAK FIG4
GBA2 FKBP1B
GDF11 FLRT1
GDI1 FLRT2
GIGYF2 FLRT3
GNAI1 FN1
GNAI2 FOXA2
GNAI3 FOXB1
GOLGA4 FOXD1
GORASP1 FOXN4
GPC1 FRYL
GPC2 FSCN2
GRB10 FSTL4
GRB2 FYN
GRB7 FZD2
GRN FZD3
GSK3A FZD7
GSK3B FZD8
GSTP1 FZD3
HDAC1 GAB1
HDAC11 GABRAS
HDAC2 GALR2
HDACS GAS6
HDACE GAS7
HES6 GBX1
HEXB GBX2




Home Response

Cell Cycle

NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
29 398 127 1535

16 13 149 249 18 109 984 551
IDE CPLX3 HAUS2 PDGFB
ILDR1 CRABP1 HAUS4 PDGFRB
IRS2 CRABP2 HAUSS PER2
ITPR3 CRHR1 HBP1 PHC1
ITSNL CRYM HCFCL PHC3
JAGN1 CYBSR4 HDAC1 PIAS1
KCNS3 CYP11A1 HDAC3 PIBF1
KDM5B CYP17A1 HDAC8 PIF1
KIF58 CYP19A1 HECA PIK3C3
KLF7 CYP26A1 HERCS PIK3R4
LRPS CYP26B1 HEXIM1 PINX1
LYN CYP27A1 HEXIM2 PIwIL2
Mcu cyp2781 HINFP PIWIL3
MECP2  CYP27C1 HIPK2 PIWILA
MED1 CYP2D6 HIRA PKD1
MIDN CYP2s1 HMG20B  PKHD1
MYRIP CYP3A4 HNRNPU  PKN2
NADK CYP3A7 HRAS PLAGLL
NFKB1 CYP46A1 HSF1 PLCB1
NLGN2 DDO HSPI0AAL  PLK3
OXCT1 DHRS2 HSPIOABL  PLK4
PARK7 DIo1 HSPAIA  PLKS
PCSK6 DIO2 HSPA1B PML
PCSK7 DIO3 HTRA2 PNPT1
PFKFB2  DKK3 HTT POLAL
PEKL DKKL1 HUS1 POLE2
PHB DOC2B D1 POM121
PHPTL DRD2 D3 POM121C
PIM3 DUOX1 D4 POTL
PLEKHAL  DUOX2 1K POU4FL
POR DUOXA1 Ik PPM1D
PPARD DUOXA2 INCENP PPP1R1C
PPP3CB  ENPEP ING1 PRDM11
PPP5C EPHAS ING2 PRDMS
PRKCA ESR1 ING4 PRDM3
PSMD9 EXOC3L1 INSR PRIM1
PTPN11  FAM3D INTS3 PRKAA2
RAB11B  FDXR INTS7 PRKAG3
RAB11FIP1 FFAR2 1POS PRKAR2B
RAB11FIP3 FGA IPO7 PRKCB
RAB11FIPS FGB IQGAP1  PRKCE
RAB1A FGFR1 IRF6 PRR11
RAC1 FKBP1B ITGB1 PSMB10
RAF1 FOXA2 IMY PSMB11
RAP1A FOXD1 JTB PSMBS
RDH11 FOXEL JUN PSMB9
RDH13 FOXL2 JUNB PSMC1
RDH14 FSHB JUND PSMC6
RDH16 GAL KANK2 PSME2
REST GCG KAT2A PTEN
RETSAT GCNT4 KATS PTPRC
SAFB GDF9 KATNAL  RABGC
SCARBL  GFI1 KCTD11  RADS1
SCPEP1  GHRHR KHDRBS1  RADS51B
SERP1 GHRL KIAAO753  RADS1D
SGPLL GIPR KIF13A RADS4L
SIDT2 GIAL KIF2A RADOB

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
HIF1A GCM1
HIPK1 GCM2
HIPK2 GDF5
HMG20B GDF&
HPRT1 GDF7
HRAS GDNF
HSP90AA1 GDPD5
HSP90AB1 GFI1
HSPAS GFRA1
HTRA2 GFRA3
ID1 GHRL
ID3 GJAL
D4 GIC2
IDH2 GLDN
IER2 GLI2
IFRD1 GLI3
IFT140 GNAT1
IFT20 GNAT2
IFT27 GNRH1
IGSF9 GPM6B
IL6ST GPR157
ILK GPR17
INPPSF GPR173
IQGAP1 GPR183
IQSEC1 GPR37L1
IRS2 GPRC5B
IRX2 GPRIN1
ITGA3 GRIN1
ITGA6 GRIN2A
ITGB1 GRIP1
ITM2C GSX1
ITSN1 HAP1
JUN HDAC10
KANK1 HDAC9
KCTD11 HECW1
KDM1A HECW2
KDM4C HERC1
KIDINS220 HES2
KIF13B HES7
KIF1A HEY1
KIF3A HHIP
KIFSB HMG20A
KIF5C HMGB1
KLF7 HOOK3
KRAS HOXB3
KREMEN1 HOXC10
LAMAS HOXD1
LAMB2 HOXD3
LDB1 HOXD9
LDLR HS6sST1
LEF1 IFT172
LEMD2 IFT88
LG4 IGSF10
LIMK1 IHH
LIMK2 ILIRAPL1
LLGL1 1133
LLPH 1L34




Home Response

Cell Cycle

NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
29 398 127 1535
16 13 149 249 18 109 984 551
SIN3A GLPIR KIF3A RARA
SIRT3 GNB3 KIF38 RASAL
SLC16A1  GPLD1 KLHDC3  RASSF4
SLC25A5 GPR27 KLHL18 RBL1
SLC2A1  GPR68 KIHL21  RBM7
SLCA4A4  GRP KIHL22  REC8
SLCO4A1  HCAR2 KLHLO RFPLL
SMAD2 HFE KPNB1 RFWD3
SMADA  HNF1A KRT18 RGS14
SNAP23  HNF1B L3MBTL2  RHEB
SNX19 HNF4A LAMTOR1 RIFL
SNX4 HSD17B1 LAMTOR2 RNASEH2B
sox4 HSD17B14 LAMTOR3  RNF112
SREBF1  HSD17B3 LATS1 RNF2
SRI HSD17B6 LBR RNF212
STARD3  HSD1787 LCMT1 ROCK2
STARD3NL HSD1788 LEMD2 ROPN1B
STATSB  HSD3B2 LEMD3 RPA3
STC2 HTR2C LIG3 RPA4
sTUB1 IL11 LIG4 RPRM
STX1A ILDR2 LINS2 RPS27L
STX4 INHA LLGLL RTTN
STXBP3 INHBA LLGL2 RXFP3
SYBU INHBB LMLN SASSE
SvT7 IRS1 LMNA SDCCAGS
TARDBP  ISL1 LMNB1  SETDB2
TM7SF3  ITPR1 LPINL SFI1
TMF1 ITPR2 LPIN2 SH3GLB1
TRERFL YD LRPS SHCBPIL
TRPMA  JAK2 LRPG SIPAL
TSPO KALRN LRRCC1  SIX3
UBE2Q1 KCNB1 LSM10 SLC26A8
VAMPS  KCNC2 LYN SLC38A9
YWHAH  KCNG2 LzTS2 SLC39A5
ZMPSTE24  KCNJ11 MAD2LIBP SLC6A4
KLK& MADD SLFN11
LEP MAEA SLxa
LHB MAP2K1  SMARCD3
uF MAP2KE  SMC1B
LMO3 MAP4 SMOC2
LRP1 MAP9 SMPD3
LRP5L MAPK1  SOX11
LTBP4 MAPK13 SPAG8
MAFA MAPK14 SPAST
MME MAPK3  SPC24
MTNR18 MAPK6  SPC25
MYB MAPK7 SPDYA
MYOSA MAPREL  SPDYC
NDUFAF2 MAPRE3  SPHK1
NKX6-1 MARK4  SPICE1
NMB MASTL SPIN2B
NMU MAU2 SPRY1
NNAT MAX SSTRS
NOS2 MCM3 ssx21p
NPFF MCM4 STAGL
NPPA MCM6 STAG3
NROB2 MCM7 STAG3L1

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314

41 40 630 684
LMTK2 INHBA
LRP12 INPP5J
LRPE INSM1
LRP8 INSM2
LSM1 IRX3
LYN IRX4
LYPLA2 IRX5
MACF1 IRX6
MAN2A1 ISL1
MANF I1SL2
MAP1B ITGAL
MAP1S ITGA4
MAP2K1 ITPKA
MAP3K13  ITSN2
MAP4 JAK2
MAP4K4 JAM3
MAPK1 KALRN
MAPK3 KATNB1
MAPKE KCNIP2
MAPK7 KCNJ10
MAPK8IP3  KEL
MAPT KIAAQ319
MARK2 KIF20B
MBD1 KIFSA
MBOAT?7 KIRREL3
MDM2 KIT
MECP2 KLF15
MED1 KLK6
MED12 KNDC1
MEGF8 L1CAM
METRN LAMAL
METTL14 LAMA2
METTL3 LAMA3
MIB1 LAMC3
MICALL1 LEP
MICALL2 LEPR
MINK1 LGALS1
MMD LG4
MOB2 LGR6
MOV10 LHFPL5
MPP5 LHX2
MTCH1 LHX3
MTMR2 LHX4
MTOR LHXS
MTPN LHX6
MuULl LIF
MXRA8 LINGO1
MYCBP2 LMX1B
MYEF2 LPAR3
MYH10 LRIG2
MYO6 LRP1
NAB1 LRP2
NAB2 LRP4
NAGLU LRRC4C
NAP1L1 LRRC7
NAP1L2 LRTM2
NAPA LRTOMT




Home Response Cell Cycle Neurogenesis
NC NC NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low up DOWN HIGH LOW
RPKM RPKM RPKM RPKM RPKM RPKM
29 398 127 1535 81 1314

16 13 149 249 18 109 984 551 41 40 630 684
NR1D1 MCMBP STAG3L2 LMTK2 INHBA
NRSAL MDC1 STAG3L3 LRP12 INPP5J
0OSM MDM2 STARD9 LRPE INSM1
PASK MECP2 STEAP3 LRP8 INSM2
PAX8 MED1 STIL LSM1 IRX3
PCLO MED25 STK10 LYN IRX4
PCSK1 MEN1 STK33 LYPLA2 IRX5
PCSK4 MEPCE STOX1 MACF1 IRX6
PDGFRA METTL3 STRADB MAN2A1 ISL1
PER1 MGA STXBP4 MANF I1SL2
PER2 MIF SUGT1 MAP1B ITGAL
PLA2GE MIS12 SUSD2 MAP1S ITGA4
PLB1 MITD1 SYCE2 MAP2K1 ITPKA
PNPLA4 MLH1 SYCP3 MAP3K13  ITSN2
POMC MLST8 SYNE1 MAP4 JAK2
PPARGC1A MNAT1 TAF1 MAP4K4 JAM3
PRKCE MNT TAF1L MAPK1 KALRN
PRLHR MSH2 TALL MAPK3 KATNB1
PTPRN MSH6 TAS2R13 MAPKE KCNIP2
PTPRN2 MTA3 TBCE MAPK7 KCNJ10
RAB11FIP2 MTOR TCF7L2 MAPK8IP3  KEL
RAB8B MUC1 TDRD1 MAPT KIAAQ319
RAPGEF3 MuUs81 TDRD12 MARK2 KIF20B
RAPGEF4 MXx2 TDRD9 MBD1 KIFSA
RASL10B MYBBP1A  TDRKH MBOAT?7 KIRREL3
RBP1 MYC TERF1 MDM2 KIT
RBP4 MYH10 TERF2 MECP2 KLF15
RDH12 MYH9 TERT MED1 KLK6
RDHS5 MYO19 TEX11 MED12 KNDC1
REN MZT1 TEX12 MEGF8 L1CAM
RFX3 NAA10 TEX14 METRN LAMAL
RFX6 NAASO TEX19 METTL14 LAMA2
RIMS2 NACC2 TFDP2 METTL3 LAMA3
RPEGS NASP TFDP3 MIB1 LAMC3
RPH3AL NBN TGFB1 MICALL1 LEP
SCG5 NCAPD2 TGM1 MICALL2 LEPR
SCT NCOR1 THAPS MINK1 LGALS1
SIRT4 NDE1 THOCS MMD LG4
SLC16A10 NDEL1 TIPIN MOB2 LGR6
SLC16A2 NEDDY TLK1 MOV10 LHFPL5
SLC25A4 NEK4 TLK2 MPP5 LHX2
SLC30A8 NEK6 TMEM67 MTCH1 LHX3
SLC5AS NEK7 TNF MTMR2 LHX4
SLC5A7 NF2 TNKS MTOR LHXS
SLC9B2 NFE2L1 TP53 MTPN LHX6
SLCO1C1 NHP2 TP73 MuULl LIF
SMPD3 NIN TRIM71 MXRA8 LINGO1
SNAP25 NIPBL TTBK1 MYCBP2 LMX1B
SOX11 NLE1 TTC28 MYEF2 LPAR3
SOX8 NMEG TTK MYH10 LRIG2
SRD5A1 NOLC1 TTN MYO6 LRP1
SRD5A2 NOP10 TTYH1 NAB1 LRP2
SSTRS NOTCH2 TUBA3C NAB2 LRP4
STAR NPM1 TUBA3D NAGLU LRRC4C
STXBP4 NR2F2 TUBA3E NAP1L1 LRRC7
STXBPSL NSFL1C TUBA4B NAP1L2 LRTM2
SULT1B1 NSMCE2 TUBA8 NAPA LRTOMT




Steroid Receptor Signaling Cell Cycle
NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
27 301 127 1535
14 13 146 155 18 109 984 551
AR ABCC2 ABCA2 AANAT NSUN2 TUBAL3
ATP2B1 BRCA1 ABCA3 ABCC2 NUBP1 TUBB1
EGFR HMGB2 ABHD2 ACR NUDC TUBB2A
ENG KLF9 ADAM9 ACSBG1 NUDT15 TUBB2B
FOXO01 LBH ADM ACTA1 NUDT16 TUBBE
HSD3B1 LOX AIFM1 ADIPOQ NUDTE TUBE1
ILIRN NKX3-1 AKAP13 AGL NUMAL TUBG2
PAK1 NR3C1 ALAD AGXT NUP133 TUBGCP3
PCK2 NR4A1 ARID1A AKR1C3 NUP153 TUBGCPS
PPARG PER1 ARRB2 ALDH3A1 NUP160 TXNLAB
PTGS2 PMEPAL ATP1AL ALPL NUP188 UBD
TGFB3 RARB AXIN1 ANXA3 NUP205 UHRF1
THRB TYMS BAD APOA2 NUP210 usP2
UGT1A1 BCL2L11 AQP1 NUP214 USP3
BMP6 ARG1 NUP37 USP37
CA2 ARNTL NUP43 Usp44
CAD ASS1 NUPS0 USP51
CALCOCO1 ATP1A2 NUPS54 VCPIP1
CALM3 ATP1A3 NUP62 VRK1
CALR AVPR1A NUP85 WDHD1
CARM1 BCHE NUP83 WDR62
CASP3 BCL2 NUP93 WDR76
CASP9 BGLAP NUP98 WEE2
CBFB BMP4 NUPR1 WHAMM
CBX3 BMP7 0ODF2 WHAMMP3
CCND1 CALCR 0IPS WNT10B
CDKN1A CATSPER2 OPTN WNT4
CFLAR CATSPER3 ORC2 WNT9A
CLDN4 CATSPER4 ORC3 WRAPS3
CLOCK CATSPERB ORC5 WRN
CNOT1 CATSPERG 0SGIN2 XRCC2
CNOT2 CAV1 PAF1 YAF2
CRY1 CCNE1 PAFAH1B1 YTHDC2
CRY2 CD38 PAK4 ZBTB49
CTNNB1 CDK7 PARD3 ZFHX3
DAXX CDO1 PAXIP1 ZFP36L2
DDIT4 CNGA3 PBRM1 ZNF655
DDRGK1 COL1A1 PBX1 ZNF703
DDX17 CPS1 PCID2 ZWILCH
DDX5 CSN1S1 PCM1
DDX54 CYBA PCNA
DNAJAL CYBB PCNP
DSG2 CYP7B1 PCNT
DUSP1 DAB2 PDCD2L
EDN1 DNMT3B PDCD4
EGLN2 DSG1 PDCD6IP
EIF4E ENG PDS5A
EIFAEBP1 EPO PDS5B
EP300 ESR1 PDXP
ERRFI1 ESR2 PEA1S
ESRRA ESRRB PELO
FBX032 ESRRG PES1
FKBP4 FAM107A PGGT1B
FOXA1 FHL2 PHACTR4
FOXP1 FLT3 PHB2
GBA FOSB PHF13
GLB1 FOSL1 PHF20

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
NCDN LTA
NCK1 LTK
NCK2 LZTS1
NCKAP1 MAG
NCKIPSD MAGI2
NCOA1 MAP1A
NCS1 MAP6
NCSTN MATN2
NDE1 MCF2
NDEL1 MDGA1
NDRG1 MDGA2
NEDD4L MEF2A
NF1 MEF2C
NF2 MEIS1
NFATC3 MET
NFE2L1 MFSD2A
NFE2L2 MFSD8
NFIB MKS1
NGRN MME
NIF3L1 MMP24
NIN MNX1
NIPBL MT3
NME1 MTR
NME2 MYB
NOTCH2 MYO16
NOTCH3 MYO7A
NPTN MYO9A
NR2F2 MYPN
NR2F6 NANOS1
NRBP2 NAV1
NRXN3 NAV2
NSUNS NAV3
NUMB NCAM1
NUP133 NCKAPIL
QOPA1 NDRG4
OPHN1 NEDD4
P2RX4 NEFH
PACSIN1 NEGR1
PAFAH1B1 NEK3
PAK2 NEO1
PAK4 NEUROD4
PAKE NEXN
PALLD NFASC
PAQR3 NFATS
PARD3 NFATC1
PBX1 NFATC2
PBX2 NFATC4
PBX3 NGEF
PCM1 NGFR
PDLIM7 NKD1
PEX13 NKX2-1
PEX7 NKX2-2
PHGDH NKX2-5
PICALM NKX2-8
PICK1 NKX6-1
PIGT NKX6-2
PIK3CB NLGN1




Steroid Receptor Signaling Cell Cycle
NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
27 301 127 1535
14 13 146 155 18 109 984 551
GOT1 FOXH1 PHF23
GSTP1 FOX01 PHF8
HDAC1 GHRHR PHGDH
HDAC6 GJB2 PHIP
HNRNPU GNRH1 PIAS4
IDH1 GPAM PIM2
IGFBP2 GPR83 PIM3
KANK2 GRIP1 PIN1
KATS HNF4A PKD2
KCTD6 HNFAG PKIA
KDM3A HNMT PKP4
KDM5D HSD3B2 PLD6
KRAS HTR1B PLK2
LATS1 ICAM1 PLRG1
LEF1 IGFBP7 PMF1
MDM2 ISL1 POCS
MED1 JAK2 POGZ
NCOA1 LMO3 POLA2
NCOA2 LOX POLD2
NCOA3 METTL21C POLD3
NCOA4 MSTN POLD4
NCOR1 MYOD1 POLDIP2
NCOR2 NEDD4 POLE
NPC1 NKX2-2 POLE3
NR1D2 NODAL POLE4
NR1H2 NOTCH1 PPAT
NR2C1 NPAS4 PPM1A
NR2C2 NROB2 PPM1G
NR2F2 NR1D1 PPME1
NR2F6 NR1H3 PPP1CA
NR3C2 NR1I2 PPP1CB
NRIP1 NR1I3 PPP1CC
PARK7 NR2E1 PPP1R10
PARP1 NR2E3 PPP1R12A
PCNA NR2F1 PPP1R12B
PGRMC2 NR4A2 PPP1R13B
PHB NR4A3 PPP1R15A
PHB2 NR5A1 PPP1R9B
PIAS2 NR5A2 PPP2CA
PPARD NRBAL PPP2CB
PPP1R9B NTRK3 PPP2R1A
PPP5C OR51E2 PPP2R1B
PRMT2 OXT PPP2R2A
RAN OXTR PPP2R2D
RARG PADI2 PPP2RSA
RB1 PAPPA PPP2R5B
RBBP7 PAQR7 PPP2R5C
RBFOX2 PAQR8 PPP2RSD
RELA PCK1 PPP2R5E
REST PDCD7 PPPSC
RHOA PER1 PPP&C
RNF14 PFKFB1 PRCC
RNF4 PGR PRIM2
RNF6 PIAS1 PRKAAL
RPS6KB1 POU4F2 PRKAB1
RWDD1 PPARA PRKAB2
RXRA PPARGC1A PRKACA

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
PIK3R1 NLGN3
PIN1 NLGN4X
PITPNA NNAT
PLAA NOS1
PLCG1 NOTCH1
PLK2 NPHP4
PLXNA1 NPTX1
PLXNA3 NR1D1
PLXNB1 NR2E1
PLXNB2 NR2E3
PPP1CC NR2F1
PPP1R9B NR4A2
PPP2R5B NR4A3
PPP3CB NRAS
PPP3R1 NRCAM
PPT1 NRK
PQBEP1 NRL
PRKCA NRN1L
PRKCH NRP2
PRKCI NRTN
PRKCZ NRXN1
PRKD1 NTF3
PRMT1 NTF4
PRMTS NTN1
PRPF19 NTN3
PSAP NTNS
PSEN1 NTNG2
PTCH1 NTRK2
PTK2 NTRK3
PTK2B NUMBL
PTK7 OLFM1
PTPN11 oLIG1
PTPN9 OLIG3
PTPRA OoMG
PTPRF OMP
PTPRK ONECUT2
PTPRM OPALIN
PTPRS OPRM1
RAB10 OSTN
RAB11A oTP
RAB13 P2RY12
RAB17 PARD6B
RAB21 PAX2
RAB35 PAX6
RAB3A PBX4
RABBA PCDH12
RAC1 PCP4
RAC3 PCSK9
RACGAP1 PDE6C
RANBPS PDZD7
RAP1A PER2
RAPGEF1 PHACTR1
RAPGEF2 PHOX2A
RB1 PIK3CA
RBFOX2 PIK3CD
RBPJ PITX2
RDH13 PLA2G10




Steroid Receptor Signaling Cell Cycle
NC NC NC NC
up DOWN HIGH Low up DOWN HIGH Low
RPKM RPKM RPKM RPKM
27 301 127 1535
14 13 146 155 18 109 984 551
RXRB PPARGC1B PRKACB
SAFB PTAFR PRKAG1
SAFB2 PTGER2 PRKAR1A
SDC1 PTN PRKCA
SIRT1 PTPRU PRKCD
SKP2 RAMP2 PRKDC
SMARCA4  RARA PRMT1
SMYD3 RARB PRMT2
SRC RORA PRMTS
SREBF1 RORB PRNP
STRN3 RORC PRPF19
TADA3 RUNX1 PRPF40A
TAF7 SCGB2A1 PRRS
TFAP4 SCGB2A2 PSMA1
TGFBR2 SERPINF1 PSMA2
THRA SLIT2 PSMA3
TSPO SLIT3 PSMA4
TXNIP SOX10 PSMAS
UBAS SOX30 PSMAG
UBE2I SPARC PSMA7
UBE2L3 SRD5A1 PSMB1
UBE3A SSTR2 PSMB2
UBRS SSTRS PSMB3
UFM1 STAR PSMB4
usps8 TFPI PSMB5
WBP2 TGFB1 PSMB6&
WNT78B TGFB1I1 PSMB7
YAP1 TGFB3 PSMC2
YWHAH TH PSMC3
ZBTB7A TLR2 PSMC4
ZFP36 TNF PSMC5
ZFP36L1 TP63 PSMD1
TPH2 PSMD10
TRIMG3 PSMD11
TRIM68 PSMD12
TRIP4 PSMD13
UCN PSMD14
ucpP3 PSMD2
UFSP2 PSMD3
VDR PSMD4
ZFP36L2 PSMD5
PSMD6
PSMD7
PSMD8
PSMD9
PSMEL
PSME3
PSME4
PSMF1
PSMG2
PTCH1
PTP4Al
PTPN11
PTPN3
PTPNGE
PTPRK
PTTG2

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
RELA PLA2G3
RERE PLAG1
REST PLKS
RGS3 PLXNA2
RHOA PLXNA4
RHOD PLXNB3
RHOG PLXNC1
RHOH PLXND1
RNF10 PMP22
RNF6 POU3F1
ROCK1 POU3F2
ROGDI POU4F1
RRN3 POUA4F2
RTN4 POUA4F3
RYK PPP1R9A
SCARB2 PPP3CC
SCRIB PPP3R2
SCYL1 PRDM1
SDC2 PRDM12
SDC4 PRDM13
SEC24B PRDM16
SECISBP2 PRDM&
SEMA3B PRDM8
SEMA3F PREX1
SEMA4A PREX2
SEMA4B PRKG1
SEMAA4C PRRX1
SEMA4D PRX
SEMABA PSD
SERPINE2 PSPN
SETX PTEN
SGK1 PTN
SH3KBP1 PTPRD
SH3RF1 PTPRG
SHC1 PTPRO
SIAH1 PTPRZ1
SIN3A RAC2
SIPA1L1 RAP1GAP2
SIRT2 RAPH1
SIX1 RARA
SKI RARB
SKIL RASA1
SLC11A2 RASAL1
SLC25A46  RASGRF1
SLC44A4 RASSF10
SLC4A7 RELN
SLCSA3R1  RET
SUT1 RGMA
SMAD4 RGS14
SMARCE1  RHEB
SMO RIMS1
SMURF1 RIMS2
SNAPIN RND1
SNPH RND2
SNW1 RNF112
SNX3 RNF157
SOD1 RNF165




Cell Cycle

up

DOWN

NC NC
HIGH Low
RPKM RPKM

Neurogenesis

127

1535

18

109

984 551

PUM1
RAB11A
RAB11FIP3
RAB11FIP4
RAB1A
RAB1B
RAB2A
RAB35
RABBA
RABGAP1
RACGAP1
RAD1
RAD17
RAD21
RAD23A
RADS0
RAD54B
RAD9A
RAE1
RALA
RALB
RAN
RANBP1
RANBP2
RANGAP1
RASSF1
RASSF2
RB1
RB1CC1
RBBP4
RBBP7
RBBP8
RBL2
RBM14
RBM38
RBX1
RCBTB1
RCC1
RCC2
RDX
RECQLS
REEP3
REEP4
RFC1
RFC2
RFC4
RFC5
RHOA
RHOB
RHOC
RHOU
RING1
RINT1

RIOK2
RIPK1

RMI1
RNF167

NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
SORL1 ROBO2
SOX4 ROBO3
SPAGY ROBO4
SPEN ROCK2
SPG11 ROM1
SPINT1 ROR1
SPOCK1 ROR2
SPTAN1 RORA
SPTBN1 RORB
SPTBN2 RP1L1
SRC RPE6S
SRF RPGRIP1
SRGAP2 RPGRIP1L
SRRT RPSEKAS
5518L1 RSPO2
$518L2 RTN4IP1
STAT3 RTN4R
STK11 RTN4RL1
STK24 RTN4RL2
STK25 RUFY3
STRN RUNX1
STX3 RUNX2
STXBP1 S1PR5
STYXL1 SAMD14
SUFU SARM1
SUN1 SATB2
SUN2 SCARF1
SUZ12 SCLT1
SYNE2 SCN1B
SYT17 SCRT1
SZT2 SCYL3
TANC2 SDCCAGS
TAOK1 SDK1
TAOK2 SDK2
TBC1D24  SEMA3A
TBCD SEMA3C
TCF12 SEMA3D
TCF3 SEMA3E
TCTN1 SEMA3G
TDP2 SEMAAF
TEAD3 SEMA4G
THOC2 SEMASB
TIMP2 SEMAGB
TMEM106B SEMAGC
TMEM30A SEMAGD
TMEM98  SEMA7A
TNFRSF12A SERPINF1
TOP28B SEZ6
TOPORS SFRP2
TOR1A SH3GL2
TPPP SH3GL3
TPRN SH3TC2
TRAK1 SHANK2
TRAK2 SHANK3
TRAPPC4  SHC3
TRAPPC9  SHOX2
TRIM11 SIX3




Cell Cycle

up

DOWN

NC
HIGH
RPKM

NC
Low
RPKM

127

1535

18

109

984

551

RNF168
RNF4
RNF8
ROCK1
RPA2
RPL23
RPL24
RPL26
RPRD1B
RPS15A
RPS27A
RPS3
RPS6
RPS6KAL
RPSBEKA2
RPSBKA3
RPS6KB1
RPTOR
RRAGA
RRAGB
RRAGC
RRAGD
RRM1
RRP8
RRS1
RSF1
RSPH1
RTKN
RUVBL1
RUVBL2
RYBP
SAC3D1
SBDS
SCRIB
SDCBP
SEC13
SEHIL
SENP2
SENPS
SENP6
SERTAD1
SET
SETD2
SETMAR
SFN
SFPQ
SGSM3
SH2B1
SIAH1
SIAH2
SIK1
SIN3A
SIRT1

SIRT2
SIRT?

SKIL
SKP1

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
TRIM32 SIX4
TRIO SLC12A5
TRIOBP SLC1A3
TRIP11 SLC4A10
TSC1 SLCeA4
TSKU SLC8A3
TSPO SLC9AE
TTL SLIT1
TUBB3 SLIT2
TUG1 SLIT3
TULP3 SLITRK3
TWF1 SLITRK4
TWF2 SLITRKS
UBAG SLITRK6
UBB SMARCD3
UBE3A SNAP25
UBE4B S0s1
UHMK1 SOX10
ULK1 SOX11
UNK SOX6
UQCRQ SOX8
Usp21 SPAST
USP33 SPINKS
USP9X SPTB
usT SPTBN4
VANGL2 SPTBNS
VAPA SRCIN1
VASP SRGAP1
VAX2 STAP1
VCL STAR
VEGFA STMN2
WASF3 STMIN3
WASL STMIN4
WDR1 STX1B
WDR5 SYN1
WEE1 SYNGAP1
WNK1 SYT2
WNT11 SYT4
WNT5A TAL1
WNT5B TBC1D23
WNT7B TBR1
XBP1 TBX20
XRCC5 TBX6
XRN2 TCF4
YAP1 TERT
YTHDF1 TGFB1
YTHDF2 TH
YWHAE TIAM1
YWHAG TIAM2
YWHAH TLR2
YWHAZ TLR4
ZCAH2 TLX2
ZFYVE27 TMC1
ZHX2 TMEFF1
ZMIZ1 TMEM108
ZMYND8 TMEM132E
ZNF335 TNF




Cell Cycle

up

DOWN

NC
HIGH
RPKM

NC
Low
RPKM

127

1535

18

109

984

551

SKP2
SLC16A1
SLC2A8
SLC9A3R1
SMAD3
SMARCAS
SMARCAD1
SMARCB1
SMC1A
sSMC3
SMC4
SMC5
SND1
SNX18
SNX33
SNX9
SON
S0X15
SOX4
SPECCIL
SPIN1
SPIREL
SPIRE2
SPTBN1
SRC
SRPK2
SRSF5
SSNAL
STAG2
STAG3L4
STAMBP
STAT3
STATSB
STK11
STRADA
SUmMo1
SUN1
SUN2
SUV339H1
SUV339H2
suzi2
SVIL
SYcp2
SYF2
SYNE2
TACC1
TACC2
TADA3
TAF10
TAF2
TAF6
TAOK1
TAOK2

TARDBP
TBCD

TBRG1
TBRG4

Neurogenesis
NC NC
up DOWN HIGH Low
RPKM RPKM
81 1314
41 40 630 684
ZNF609 TNFRSF1B

ZSWIM4 TNIK

ZSWIM6 TOX
TP53
TP73
TREM2
TRIM46
TRIM67
TRPCS
TRPC6
TRPM1
TRPV4
TTBK1
TTC21B
TTLLL
TUBB2A
TuBB2B
TULP1
TWIST1
UCHL1
UCN
ULK4
UNC13A
UNCS5A
UNCS5C
USH1G
USH2A
VASH2
VAX1
VEGFC
ViM
VTN
WASF1
WDPCP
WDR36
WDR62
WNT1
WNT108B
WNT16
WNT2B
WNT3
WNT3A
WNT4
WNT8B
WNT9A
WNT9B
XK
XRCC2
ZDHHC15
ZEB1
ZEB2
ZFHX2
ZFHX3

ZNF488
ZNF536

ZNF804A
ZSWIMS










Cell Cycle

NC NC
up DOWN HIGH Low
RPKM RPKM
127 1535
18 109 984 551

YY1AP1
ZBTB17
ZC3HC1
ZFP36L1
ZFYVE19
ZFYVE26
ZMPSTE24
ZMYND11
ZNF16
ZNF207
ZNF268
ZNF318
ZNF385A
ZNF503
ZNF830
ZW10

Table S2. Selected pathway categories of interest with numbers of differentially expressed genes in
APDT-signature from PDX PCSD1 organoids.

Differential NO CHANGE
(# Genes) (% Genes)

Total #

Catego Fold Pvalue UP DOWN Total % HIGH LOW Total o ~ Cenes

gory Enrichment ° ° with

Reads

Interferon 49 2.0E-08 0 18 18 28 40 21 61 77.2 79
Signaling

Cell Cycle 17 1.5E-07 18 109 127 7.8 985 519 1,504 922 1,631

Circadian 1.6 9.3E-02 7 8 15 7.2 113 79 192 92.8 207
Clock

Prostate Stem 5 g 11E-02 5 3 § 121 2 3 58 879 66
/Progenitor

NEPC 22 1.9E-03 6 14 20 10.0 85 95 180 90.0 200
/Neurogenic

Neurogenesis 13 3.3E-03 41 40 81 59 627 655 1,282 941 1,363

Axon 24 3.2E-02 12 1 13 111 50 54 104 899 117
Guidance

Hormone 15 3.3E-02 16 13 29 7.0 149 236 385 93.0 414
Response
Steroid

Receptor 1.8 3.2E-02 14 13 27 8.4 146 148 294 91.6 321
Signaling

ALL 1.0 na 269 518 787 46 7581 863 1621 954 17,004
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