Supplemental Figure S1. Methyl erythritol phosphate (MEP) pathway enzymes and
intermediates. Pathway and enzymes abbreviations follow KEGG pathway map 00900.
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Supplemental Figure S2. S-Adenosyl-L-methionine (SAM) pathway enzymes and
intermediates. KEGG EC numbers represent enzymes. Figure based on KEGG pathway may
00270. Red text indicates enzymes missing from wEsol genome.
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