
 
 

 
Figure S1 Density distribution of the expected number of fragments per kilobase of transcript 

sequence per million base pairs sequenced (FPKM) values. 

 

 
Figure S2 Expected number of fragments per kilobase of transcript sequence per million 
base pairs sequenced (FPKM) values for each sample. The expression level of each sample 
was measured from the overall discrete point of view. 


