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Supplementary Table S1. List of the genes included in our custom multigene panel, and their chromosomal localization.

Ne° Name Chromosome N° Name Chromosome Ne° Name Chromosome Ne° Name Chromosome
1 ACE chrl7 25 HLA-C chr6 49 IVL chrl 73  RNF114 chr20
2 ADAM33 chr20 26 géﬁ_] chr6 50 KIR2DSI chr19 74 S100412 chrl
3 ADRB?2 chr5 27 géé_] chr6 51 LCE3B chrl 75 S10047 chrl
4 AGER chr6 28 HLA-DRBI chr6 52 LCE3C chrl 76 S10048 chrl
5 APOE chr19 29 HTR2A4 chrl3 53 MGST?2 chr4 77 S10049 chrl
6 CARD14 chrl?7 30 IFIH] chr2 54 MICA chr6 78 SLCI248 chr3
7 CCHCRI chr6 31 IFNG chrl2 55 MIF chr22 79  SLC6A44 chrl?7
8 CCL2 chrl7 32 IL10 chrl 56 MMP?2 chrl6 80 SLC9A43RI chrl7
9 CD226 chrl8 33 ILI2B chr5 57  MTHFR chrl 81  SPRRIA chrl
10 CDKALI chr6 34 IL13 chr5 58 NAT2 chr8 82  SPRRIB chrl
11 CDSN chr6 35 IL15 chr4 59 NAT9 chrl7 83  SPRR24 chrl
12 CSTA chr3 36 IL1S8 chrll 60 NFKBI chr4 84 STAT4 chr2
13 CX3CRI chr3 37 IL19 chrl 61  NFKBIA chrl4 85 TAPI chr6
14 DEFBI03A4 chr8 38 ILIB chr2 62 NOS3 chr7 86 TCF19 chr20
15 DEFBI03B chr8 39 L2 chr4 63 PGLYRP3 chrl 87 TAP2 chr6
16 DEFBI104A4 chr8 40 IL20 chrl 64 PGLYRP4 chrl 88 TNF chr6
17 DEFBI104B chr8 41 IL20RA chr6 65 POUSFI chr6 89  TNFAIP3 chr6
18  DEFB44 chr8 42 1L234 chrl2 66 PRINS chrl0 90 TNIP1 chr5
19 DEFB4B chr8 43 IL23R chrl 67 PRR9 chrl 91 TRAF3IP2 chr6
20 ERAPI chrs 44 IL28RA chrl 68 PSORSICI chr6 92 TYK2 chr19
21 FLG chrl 45 L4 chr5 69 PSORSIC2 chr6 93 VDR chrl2
22 FLT4 chr5 46 IL4R chrl6 70 PSORSIC3 chr6 94 VEGFA chr6
23 FOXP3 chrX 47 IL6 chr7 71 PTPN22 chrl 95 ZAP70 chr2
24 HLA-B chr6 48 IRF?2 chr4 72 REL chr2 96  ZNF750 chrl7
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Supplementary Figure S1. The experimental protocol used in this study.



