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Abstract: Aging is associated with inflammation and oxidative stress in the lacrimal gland (LG).
We investigated if heterochronic parabiosis of mice could modulate age-related LG alterations. In
both males and females, there were significant increases in total immune infiltration in isochronic
aged LGs compared to that in isochronic young LGs. Male heterochronic young LGs were signifi-
cantly more infiltrated compared to male isochronic young LGs. While both females and males had
significant increases in inflammatory and B-cell-related transcripts in isochronic and heterochronic
aged LGs compared to levels isochronic and heterochronic young LGs, females had a greater fold
expression of some of these transcripts than males. Through flow cytometry, specific subsets of B
cells were increased in the male heterochronic aged LGs compared to those in male isochronic aged
LGs. Our results indicate that serum soluble factors from young mice were not enough to reverse
inflammation and infiltrating immune cells in aged tissues and that there were specific sex-related
differences in parabiosis treatment. This suggests that age-related changes in the LG microenviron-
ment/architecture participate in perpetuating inflammation, which is not reversible by exposure
to youthful systemic factors. In contrast, male young heterochronic LGs were significantly worse
than their isochronic counterparts, suggesting that aged soluble factors can enhance inflammation
in the young host. Therapies that aim at improving cellular health may have a stronger impact on
improving inflammation and cellular inflammation in LGs than parabiosis.

Keywords: heterochronic parabiosis; aging; inflammation; inflammaging; lacrimal gland;
dacryoadenitis

1. Introduction

Aging leads to an increased risk of the development of many pathologies, including
the development of dry eye disease, an ocular surface disorder [1]. Dry eye disease includes
the elevation of CD4+ T cells in the conjunctiva, higher ocular surface inflammation, a
decline in conjunctival goblet cell density, and disruption of the corneal barrier [2]. Dry eye
is more frequent in females than males, but both sexes are affected [3].

Aging affects both the structure and function of the lacrimal gland, the producer of
the aqueous layer in the tear film [4,5]. These glands suffer many age-related alterations,
such as atrophy, inflammation, and fibrosis [6]. We and others have previously reported an
increase in infiltrating mononuclear cells and the disruption of healthy cellular components,
such as acinar cells, in aged lacrimal glands [7–9]. These infiltrating mononuclear cells are
dispersed through the parenchyma of the gland but in many cases accumulate, forming foci
of lymphocytes that can be quantified in histological sections by calculating the focus score,
a measurement of total gland infiltration [10]. The enhanced infiltration of lymphocytic
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cells, including CD4+ T cells, B cells, and CD4+Foxp3+ cells is seen with aging [2,4,11].
In addition, the aged lacrimal gland exhibits a decrease in peroxidase secretion and a
reduction in afferent and efferent nerve function [4,5]. We have previously characterized
the cytokine milieu of aged lacrimal glands and observed a significant increase in B-and-T-
cell-related cytokines [12]. These include cytokines that have been implicated in lymphocyte
influx [8], such as Il1b and Tnf as broad inflammatory markers and Ciita (Class II major
histocompatibility complex transactivator) and cathepsin S (Ctss), which are involved in
antigen-presentation and MHC processing [13–16]. Furthermore, interferon-γ, secreted
by activated NK and CD4+ T cells, can cause glandular apoptosis [17–19]. B cells are a
specialized type of lymphocyte that can be divided into subsets based on extracellular and
intracellular markers and have many distinct functions. For example, marginal zone-like
B (MZB) cells are innate lymphocytes that can mount T cell-independent responses [20].
There are several markers associated with B cells, including Cxcl13 and Cxcl9, chemokines
involved in B cell migration and germinal center formation [21,22].

Parabiosis is a method first developed in 1864 to study the effect of a shared circulatory
system [23]. Since then, it has been modified to reduce pain and infection in the animals
but always involves surgically joining two animals, allowing for the development of a
shared microvasculature between them, creating a shared chimeric circulation [24]. From its
invention, parabiosis has been used to identify soluble factors that impact diseases, such as
cancer, diabetes, hypertension, and obesity, as well as biological phenomena, such as stem
cell differentiation and tissue regeneration, and factors involved in the aging process [25].
In studies of aging, heterochronic parabiosis involves pairing two mice together of different
ages, while isochronic parabiosis involves pairing mice of the same age [26].

Parabiotic studies have increased since their revival in 2005 when parabiosis was used
to investigate the aging of somatic stem cells [27]. However, few studies have investigated
the potential effects of parabiosis and shared circulation on the eye. Hamrah and colleagues
used parabiosis to study the turnover rate of bone marrow-derived cells in the cornea [28],
and Wieghofer and associates used parabiosis to map myeloid populations in compartments
of the eye [29]. In the retina, Heuss et al. made use of parabiosis to study the contribution of
circulating mononuclear cells to an optic nerve injury [30]. Finally, Li Rong used parabiosis
to investigate the mechanism of retinal aging [31]. However, the effects of parabiosis on the
aged lacrimal gland and its effect on age-related dry eye disease have not been studied.

The purpose of this work was to use heterochronic parabiosis for the first time to study
age-related dry eye disease in the lacrimal gland. We wanted to determine the role of soluble
serum factors in the development of pathologies associated with lacrimal gland aging. We
hypothesized that aged mice in heterochronic pairings would have reduced inflammation
and pathology due to beneficial soluble factors present in the young parabiont. To do
this, we made use of young PepBoy mice that carry the pan leukocyte marker CD45.1 and
aged B6 mice that carry the marker CD45.2, so that that cellular origin of the leukocyte
populations could be determined in the analysis.

Our results indicated that while heterochronic parabiosis for a period of eight weeks
was not able to reverse the immune infiltration and inflammation seen in the aged lacrimal
gland, pairing led to an increase in immune cells found in the young lacrimal gland. Our
findings suggest that the aged lacrimal gland cannot be rejuvenated with young soluble
factors, but soluble factors or cells from aged mice can lead to phenotypic features of aging
in the young lacrimal gland. The identification of these detrimental factors could lead to
targeted approaches to reduce eye aging.

2. Results
2.1. Lacrimal Gland Pathology Was Worsened in Heterochronic Young Mice

We first investigated the impact of 8-week-parabiosis on male lacrimal gland histology
using heterochronic (young [6 months]/aged [20 months]) and isochronic (young/young
or aged/aged) pairs (Figure 1). Mice were joined at the thoracic and abdominal area, skin-
to-skin. Aged non-parabiotic C57BL/6 (B6; CD45.2) male mice have increased lymphocytic
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infiltration compared to young PepBoy male mice (CD45.1), which have none (Figure 2A,B).
Similarly, isochronic aged male mice had increased lymphocytic infiltration compared
to isochronic young male mice (Figure 2C,D). Surprisingly, young isochronic mice had
focus scores greater than zero, which was not found in non-parabiotic mice (Figure 2B).
Heterochronic young glands had significantly higher focal scores than isochronic young
lacrimal glands (p = 0.047) and were not significantly different from heterochronic aged
lacrimal gland focus scores (p = 0.2759).
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parabiotic and aged parabiotic mice and found that there was some amount of fibrosis 
regardless of parabiosis. Parabiotic aged lacrimal glands had about a 36% rate of fibrosis, 
while non-parabiotic aged mice had that of about 33%. 

Figure 1. Schematic of parabiosis methodology. Mice were surgically joined at the thoracic and
abdominal area, skin-to-skin, for 8 weeks before analysis. Isochronic pairings were either young–
young (PepBoy to PepBoy) or aged–aged (B6 to B6). Heterochronic pairings were young–aged
(PepBoy to B6). All ages listed were starting ages. Created with BioRender.com.

A microscopic evaluation of HE-stained lacrimal glands showed that some aged male
lacrimal glands (regardless of pairing) had areas of fibrosis that were not only periductal
but also extended into the glandular parenchyma (Figure 2E). We confirmed the presence of
fibrosis using Masson’s trichrome stain, indicating extensive collagen deposition (Figure 2E).
We then compared the frequency of fibrosis in lacrimal glands between aged non-parabiotic
and aged parabiotic mice and found that there was some amount of fibrosis regardless
of parabiosis. Parabiotic aged lacrimal glands had about a 36% rate of fibrosis, while
non-parabiotic aged mice had that of about 33%.

2.2. Significant Increase in Inflammatory and B-Cell-Related mRNA in Aged Lacrimal Glands
Regardless of Parabiosis

Because we noted increased lymphocytic infiltration among the parabiotic groups, we
next analyzed the fold expression of several inflammatory markers via qPCR. There was
no difference in the expression of Il1b or Tnf, although the young heterochronic lacrimal
gland had the highest levels of Il1b among the groups (Figure 3A). There was a significant
increase in Ifng in the aged heterochronic mice compared to that in isochronic aged mice
(Figure 3B). Consistent with the increased focus score in the young heterochronic compared
to young isochronic groups, the young heterochronic gland showed elevated levels of Ifng
and Ciita.
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followed by post hoc Dunn’s multiple comparisons test. * = p < 0.05; **** = p < 0.0001. (E) H&E section 
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Figure 2. Heterochronic parabiosis worsens the pathology of the lacrimal gland in young hete-
rochronic mice. (A) Representative H&E-stained scans of non-parabiotic lacrimal glands, young
(PepBoy) and aged (B6). Each white circle is one focus. Scale bar is 1000 µm. (B) Representative focus
score of non-parabiotic males. Each dot represents the average of two levels (as described in the
Methods) per lacrimal gland per mouse. Mann–Whitney U test. **** = p < 0.0001. (C) Representative
H&E-stained scans of parabiotic lacrimal glands. Each white circle is one focus. Yellow asterisks
highlight areas of fibrosis. YY = isochronic young mice. AA = isochronic aged mice. YA-Y = young
mouse in heterochronic young–aged pairing. YA-A = aged mouse in heterochronic young–aged
pairing. Scale bar is 1000 µm. (D) Focus score calculated for parabiotic lacrimal glands. Each dot
represents average of two levels per lacrimal gland per mouse. Non-parametric Kruskal–Wallis test
followed by post hoc Dunn’s multiple comparisons test. * = p < 0.05; **** = p < 0.0001. (E) H&E section
of male heterochronic aged mouse lacrimal gland compared to Masson’s trichrome (MT) of the same
lacrimal gland. Blue represents collagen staining.

Because we observed an increase in lymphocytic infiltration in the heterochronic
young lacrimal gland, we investigated if there was an increase in chemokines. While there
were no differences in the expression levels of Cxcl13, there were significant fold increases
in Cxcl9, a B-cell-attracting chemokine, in the young heterochronic gland (Figure 3C). Since
there was an increase in the expression of a B-cell-related chemokine, we then investigated
changes in Cd19, a gene marker for B cells. There was higher fold expression of Cd19 in
both the heterochronic young gland and the isochronic aged gland.
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Figure 3. Gene expression analysis of lacrimal glands identifies B cell and inflammatory marker
expression differences across age in the different parabiotic groups. (A) Broad inflammatory mark-
ers. (B) Antigen processing and presentation markers. (C) Chemokine and B cell markers. Each
dot represents one lacrimal gland per mouse. Non-parametric Kruskal–Wallis followed by post
hoc Dunn’s multiple comparisons test. iso = isochronic (young–young or aged–aged) pairing.
het = heterochronic (young–aged) pairing.

2.3. Increased T and B Cell Populations in Heterochronic Young Lacrimal Glands

The results from the histologic evaluation in Figures 2 and 3 suggest an influx of
different immune cell types into the lacrimal gland. To better characterize these cells, we
used flow cytometry on single cell lacrimal gland suspensions, taking advantage of the fact
that PepBoy mice (young) can be identified with the CD45.1 marker while B6 mice (aged)
can be identified with the marker CD45.2 (Figure 4A). Flow cytometry analysis confirmed
chimerism of cells into the lacrimal gland: in heterochronic young mice, 35% of immune
cells were from its B6 partner; in heterochronic aged mice, 25% of immune cells were from
its PepBoy partner.

We first investigated the broad composition of the immune cells by using B, CD3, and
CD4 antibodies. In isochronic pairings, young mice had a greater percentage of CD3+ T cells
but a smaller percentage of B cells compared to those in isochronic aged mice (Figure 4B).
In the heterochronic pairing, aged mice had a greater number of CD3+ cells from its young
partner than from its own immune system, although this was not significant (p = 0.0622).
These CD3+ cells were further divided into CD4+ and CD4− subsets. The young isochronic
gland had more CD4+ cells than the isochronic aged (p < 0.0001), and in the heterochronic
pairing, there were significantly more CD4+ cells from the heterochronic young mouse in
both glands (Figure 4C). In both heterochronic mice, there were significantly more CD4−
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cells from its own system than from its partner. Heterochronic aged mice also had a greater
increase in immune cells other than B220+ or CD3+ from its own system than from its
young partner (p = 0.0013). Significantly, heterochronic aged mice had higher populations
of B220+ cells, regardless of the source (Figure 4B).
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CD45.1 or CD45.2 and then subsequently gated on B220, CD93, IgM, and CD23 expres-
sion. B220+CD93+ were defined as developing B cells. B220+CD93− cells were further di-
vided into MZB cells (CD93−CD23−IgM+) or follicular-like B cells (CD93−CD23+IgM+) de-
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Figure 4. Flow cytometry analysis identifies changes in immune cell phenotypes and T cell subsets
across groups. (A) Representative gating strategy of the lacrimal gland population from a hete-
rochronic aged mouse stained with CD45.1, CD45.2, CD3, and B220 antibodies to identify major cell
populations. CD45.1 or CD45.2 populations were identified and the frequency of CD3+, CD4+, and
B220+ cells was calculated in each gate. (B) Cumulative data of immune cell phenotype quantification
from isochronic and heterochronic mice in single cell lysates stained with CD45.1, CD45.2, CD3,
and B220 antibodies. Each dot represents one sample. Two-way ANOVA followed by post-hoc
Šídák multiple comparisons test. ** = p < 0.01; *** = p < 0.001; **** = p < 0.0001. (C) Cumulative
data of CD4+CD3+ T cells from isochronic and heterochronic mice in single cell lysates stained with
CD45.1, CD45.2, CD3, and CD4 antibodies. Each dot represents one sample. Non-parametric Kruskal–
Wallis test followed by post-hoc Dunn’s multiple comparisons test. ** = p < 0.01; *** = p < 0.001;
**** = p < 0.0001. (D) Cumulative data of CD4−CD3+ T cells from isochronic and heterochronic mice
in single cell lysates stained with CD45.1, CD45.2, CD3, and CD4 antibodies. Each dot represents one
sample. Non-parametric Kruskal–Wallis test followed by post-hoc Dunn’s multiple comparisons test.
** = p < 0.01; **** = p < 0.0001.

The results above indicated greater influx of B cells. To better characterize these B
cells, we used B220 as a positive identifier of B cells for all subsequent subsets (Figure 5)
using flow cytometry. Immune cells isolated from lacrimal glands were stained with
CD45.1 or CD45.2 and then subsequently gated on B220, CD93, IgM, and CD23 expression.
B220+CD93+ were defined as developing B cells. B220+CD93− cells were further divided
into MZB cells (CD93−CD23−IgM+) or follicular-like B cells (CD93−CD23+IgM+) depend-
ing on the expression of CD23 and IgM. In other panels, cells were stained with CD45.1,
CD45.2, B220, and GL7 markers, the IL-10 marker, or with the CD80 marker to identify
germinal center cells, B regulatory cells, and memory cells, respectively.
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Figure 5. Flow cytometry analysis identifies changes in B cell populations across groups.
(A) Representative gating strategy of the lacrimal gland population from a heterochronic aged
mouse stained with CD45.1, CD45.2, B220, CD93, CD23, and IgM antibodies to identify MZB cells
and B follicular-like cells (Bfo). CD45.1 and CD45.2 populations were identified, from which B220+

cells were found and used to identify CD93− cells. MZB cells were labeled as CD93−CD23−IgM+,
and Bfo cells were labeled as CD93−CD23+IgM+. (B) Cumulative data of B cell phenotype quan-
tification in isochronic and heterochronic mice based on single cell lysates stained with CD45.1,
CD45.2, B220, GL7, CD93, CD23, CD80, IgM, and IL-10 antibodies. Markers for each of the sub-
sets were all B220+CD45.1 or CD45.2+ and the following: germinal center = GL7+; developing B
cell = CD93+; follicular = CD93−CD23+IgM+; marginal zone = CD93−CD23−IgM+; B regulatory = IL-
10+; memory = CD80+. iso = isochronic (young–young or aged–aged) pairing. het = heterochronic
(young–aged) pairing. Two-way ANOVA followed by post-hoc Šídák multiple comparisons test.
* = p < 0.05; *** = p < 0.001; **** = p < 0.0001. (C) Representative gating strategy of lacrimal gland pop-
ulation from a heterochronic aged mouse stained with CD45.1, CD45.2, B220, and CD138 antibodies
to identify plasma cells. CD45.1 and CD45.2 populations were identified, followed by the B220−

population, and then CD138+ cells, which were identified as plasma cells. (D) Cumulative data of
CD138+ plasma cell quantification from all parabiotic groups stained with CD45.1, CD45.2, B220,
and CD138 antibodies. iso = isochronic (young–young or aged–aged) pairing. het = heterochronic
(young–aged) pairing. Each dot represents one sample. Non-parametric Kruskal–Wallis test followed
by post-hoc Dunn’s multiple comparisons test. *** = p < 0.001.

The results were therefore normalized as a percentage of B220+ cells. As we did in
Figure 4B, cells were examined based on the expression of CD45.1 or CD45.2 to investigate
the origin of the infiltrating B cells. MZB cells were the most abundant B220+ subtype
among the subtypes (germinal center, developing B cell, follicular, memory, B regulatory,
and marginal zone). They were enriched in isochronic aged mice compared to numbers in
isochronic young mice (p < 0.001, Figure 5B). In heterochronic young mice, the highest pro-
portion of MZB cells was from the aged (B6) partner (p < 0.0001), while in the heterochronic
aged mouse, the highest proportion of MZB cells was from itself (p < 0.0001). There was
a decrease in B regulatory cells (IL-10+B220+ cells) in isochronic aged mice compared to
numbers in the isochronic young (p = 0.0184).

For the evaluation of plasma cells, single cell suspensions were stained with CD45.1,
CD45.2, B220, and CD138 antibodies. B220− cells were then gated based on the expression
of CD138 (Figure 5C). Heterochronic aged mice had a greater proportion of plasma cells
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(B220−CD138+) from themselves than from their young partner (p = 0.0079), but these did
not migrate to the heterochronic young gland (Figure 5D).

2.4. Heterochronic Parabiosis in Female Lacrimal Glands Does Not Improve Lymphocytic
Infiltration or Inflammatory Marker Expression

To rule out a potential bias in male sex regarding the effects of parabiosis, we added
a cohort of female parabionts for analysis. Young female PepBoy and aged female B6
mice were surgically joined as described in the methods and in Figure 1. As with males,
female parabiotic mice were analyzed after 8 weeks of parabiosis. First, we analyzed
lacrimal gland pathology in histologic sections (Figure 6). Non-parabiotic young PepBoy
females had no immune infiltration (focal score = 0), which significantly increased with age
(p = 0.0007, Figure 6A,B). Isochronic aged female mice had significantly greater focal scores
than isochronic young female mice (Figure 6D, p < 0.0001). Heterochronic aged female mice
had significantly higher focal scores than their heterochronic young partners (p = 0.0047).
However, unlike in males, based on a Kruskal–Wallis test followed by post-hoc Dunn’s
multiple comparisons test, there were no statistical differences in focus scores between
isochronic and heterochronic young females or isochronic and heterochronic aged females.
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Next, we investigated the same set of genetic markers in the female parabiotic lacri-
mal gland as we did with male parabiotic glands via qPCR. While there was no change in 
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Figure 6. Female lacrimal gland infiltration followed the infiltration phenotype seen in aging, but
that in heterochronic pairings was not worse than that in isochronic pairs. (A) Representative H&E-
stained scans of female individual lacrimal glands, young (PepBoy) and aged (B6). Scale bar is
1000 µm. (B) Representative focus scores of non-parabiotic lacrimal glands. Each dot represents
the average of two levels per lacrimal gland per mouse. Mann–Whitney U test. **** = p < 0.0001.
(C) Representative H&E-stained scans of female parabiotic lacrimal glands. Each white circle is
one focus. YY = isochronic young mice. AA = isochronic aged mice. YA-Y = young mouse in
heterochronic young–aged pairing. YA-A = aged mouse in heterochronic young–aged pairing. Scale
bar is 1000 µm. (D) Focus score calculated for female parabiotic lacrimal glands. Each dot represents
the average of two levels per lacrimal gland per mouse. Non-parametric Kruskal–Wallis test followed
by post-hoc Dunn’s multiple comparisons test. ** = p < 0.01; **** = p < 0.0001.
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Next, we investigated the same set of genetic markers in the female parabiotic lacrimal
gland as we did with male parabiotic glands via qPCR. While there was no change in the
broad inflammatory marker Il1b, there was a significant increase in Tnf in the heterochronic
young mice compared to levels in young isochronic glands (Figure 7A). There was increased
expression of Ctss in the isochronic aged females compared to that in isochronic young
females (Figure 7B). Likewise, Ifng showed increased expression in isochronic aged glands
compared to that in the isochronic young group. Ciita levels were similar across all four
groups. When we investigated markers for B-cell-related chemokines and B cells, we found
a significant increase in Cxcl13 and Cd19 in the isochronic aged females compared to levels
in isochronic young females (Figure 7C). Interestingly, there was also significant Cd19
expression in the heterochronic aged lacrimal gland compared to that in its heterochronic
young partner, suggesting an increase in B cells in the heterochronic young lacrimal gland
that mimicked isochronic aged glands.

Int. J. Mol. Sci. 2023, 24, x FOR PEER REVIEW 9 of 19 
 

 

young females (Figure 7B). Likewise, Ifng showed increased expression in isochronic aged 
glands compared to that in the isochronic young group. Ciita levels were similar across all 
four groups. When we investigated markers for B-cell-related chemokines and B cells, we 
found a significant increase in Cxcl13 and Cd19 in the isochronic aged females compared 
to levels in isochronic young females (Figure 7C). Interestingly, there was also significant 
Cd19 expression in the heterochronic aged lacrimal gland compared to that in its hetero-
chronic young partner, suggesting an increase in B cells in the heterochronic young lacri-
mal gland that mimicked isochronic aged glands. 

 
Figure 7. Gene expression analysis of B cell and inflammatory markers in female lacrimal glands 
has similar patterns of fold expression to those in males. (A) Broad inflammatory markers. (B) An-
tigen processing and presentation markers. (C) Chemokine and B cell markers. Each dot represents 
one lacrimal gland per mouse. Non-parametric Kruskal–Wallis test followed by post-hoc Dunn’s 
multiple comparisons test. iso = isochronic (young–young or aged–aged) pairing. het = hetero-
chronic (young–aged) pairing. 

2.5. Aged Male Mice Have Worse Lacrimal Gland Infiltration and a Greater Frequency of 
Fibrosis Than Aged Female Mice 

To account for sex-specific differences, we compared our results using sex as a bio-
logical variable. The differences between male and female lacrimal gland pathology and 
the genetic expression of inflammatory markers are summarized in Table 1 and in Sup-
plemental Figures S1 and S2. Lacrimal gland total infiltration scores followed similar 
trends across isochronic aged groups regardless of sex, but young male heterochronic 
glands had greater focal scores than those of females in the same group (p = 0.0598). Aged 

Figure 7. Gene expression analysis of B cell and inflammatory markers in female lacrimal glands has
similar patterns of fold expression to those in males. (A) Broad inflammatory markers. (B) Antigen
processing and presentation markers. (C) Chemokine and B cell markers. Each dot represents
one lacrimal gland per mouse. Non-parametric Kruskal–Wallis test followed by post-hoc Dunn’s
multiple comparisons test. iso = isochronic (young–young or aged–aged) pairing. het = heterochronic
(young–aged) pairing.
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2.5. Aged Male Mice Have Worse Lacrimal Gland Infiltration and a Greater Frequency of Fibrosis
than Aged Female Mice

To account for sex-specific differences, we compared our results using sex as a biologi-
cal variable. The differences between male and female lacrimal gland pathology and the
genetic expression of inflammatory markers are summarized in Table 1 and in Supplemen-
tal Figures S1 and S2. Lacrimal gland total infiltration scores followed similar trends across
isochronic aged groups regardless of sex, but young male heterochronic glands had greater
focal scores than those of females in the same group (p = 0.0598). Aged male lacrimal
glands also had fibrosis, regardless of pairing, while aged female lacrimal glands did not
(Supplemental Figure S1C).

Table 1. Sex differences found in lacrimal gland analyses. Two-way ANOVA followed by
post-hoc Šídák multiple comparisons test. Only significant changes in qPCR results are shown.

↑↑↑ = prevalence of fibrosis.× = no fibrosis.

Parameters Sex Comparison Male Female Sex
Effect p-Value

Lacrimal gland evaluation Isochronic young focus score 0.76 0.57 M = F p > 0.99
Isochronic aged focus score 3.91 3.33 M = F p = 0.92

Heterochronic young focus score 2.1 0.68 M > F p = 0.06
Heterochronic aged focus score 3.16 2.71 M = F p = 0.97

Occurrence of fibrosis in aged lacrimal gland ↑↑↑ × M >> F p < 0.001
Gene expression analysis

in lacrimal gland Tnf in heterochronic aged mice 1.22 fold 2.34 fold F > M p = 0.043

Ctss in isochronic aged mice 2.26 fold 4.33 fold F > M p = 0.046
Ctss in heterochronic aged mice 2.15 fold 4.02 fold F > M p = 0.024
Cxcl13 in isochronic young mice 8.24 fold 0.61 fold M > F p = 0.0003

Cxcl9 in isochronic aged mice 1.18 fold 3.90 fold F > M p = 0.024

Certain genetic markers were also more broadly expressed in one sex over the other.
Tnf and Ctss were expressed at higher levels in the heterochronic aged female mice com-
pared to those in heterochronic aged male mice (Table 1, Supplemental Figure S2). Ctss
and Cxcl9 were expressed at higher levels in the isochronic aged female mice than in
isochronic aged male mice. Only Cxcl13 was expressed higher in male mice, in isochronic
young pairings.

In summary, while male mice appeared to have a worse phenotype, based on histology,
than female mice, in general, female mice had greater fold expression of inflammatory and
B-cell-related genetic markers than male lacrimal glands.

3. Discussion

Aging is a risk factor for many inflammatory pathologies, including dry eye dis-
ease [3,32]. The tear-secreting lacrimal gland contributes the aqueous portion of the tear
film [33]. In dry eye disease, its function can be severely disrupted due to the infiltra-
tion of lymphocytes, resulting in less tear secretion [34,35]. Likewise, aging results in
significant changes to the lacrimal gland, including the loss of function, acinar atrophy,
periductal fibrosis, lymphocytic infiltration, and ductal dilation [6,8,36–39]. It is therefore
important to find therapies that can address alterations to the lacrimal gland that occur
during aging to increase the lifespan of the gland. In this study, we investigated the use of
heterochronic parabiosis as a treatment for age-related lacrimal gland inflammation, since
the exchange of blood soluble factors has shown promising results in animal models of
cognitive impairment [40] and stem cell rejuvenation [41]. While we hypothesized that
heterochronic parabiosis would improve age-related changes in the lacrimal gland, instead
we found that the aged gland’s soluble factors and environment eclipsed those of the young
glands and caused phenotypic signs of aging and worsened lacrimal gland inflammation
(dacryoadenitis) in young parabionts.
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Therefore, the new findings of our study are that heterochronic parabiosis heightens
an aged phenotype in young male lacrimal gland pathology, increases the expression of
inflammatory and B-cell-related cytokine transcripts, and results in larger populations of
B cells found in the young heterochronic lacrimal gland. To our knowledge, this is the
first study investigating the use of an aging heterochronic parabiosis model in studies of
age-related lacrimal gland infiltration and inflammation.

3.1. Lacrimal Gland Phenotype

A surprising and unexpected finding in our results was that the histology of the
lacrimal gland was worsened in heterochronic young recipients. While the parabiosis
procedure resulted in a greater increase in inflammation, isochronic young male lacrimal
glands had less lymphocytic infiltration than heterochronic young male lacrimal glands.
Indeed, young male heterochronic lacrimal gland focal scores were not significantly dif-
ferent from those of their heterochronic aged male counterparts, indicating that shared
blood circulation with aged mice worsens the cellular environment of the young lacrimal
gland, resulting in significantly worse lymphocytic infiltration. Our results agree with
other studies showing deleterious effects of heterochronic parabiosis on young recipients.
Jeon and colleagues reported an increase in cell and tissue senescence after one transfusion
of aged blood to young mice [42]. They identified increased markers of kidney damage,
liver fibrosis, and the senescence-associated secretory phenotype. Similarly, Pálovics and
colleagues showed that many young tissues, when exposed to aged blood, took on an aging
phenotype [43], which agreed with prior work [44]. In aged mice, the aging phenotype
was only partially reversed in specific tissues exposed to young blood, most notably the
liver, pancreas, and tissues that rely heavily on the mitochondrial electron transport chain.
In the brain, heterochronic parabiosis resulted in positive changes for the aged recipients,
but negative changes in the young recipients, largely due to activation of cell senescence
pathways [45], impairment of neurogenesis [46], and inhibition of cognitive function [47].
Yankova et al. reported that heterochronic parabiosis resulted in a significantly shorter
lifespan for young heterochronic recipients compared to that in isochronic young mice [48].
While we did not see an improvement in the heterochronic aged gland after eight weeks
of parabiosis, we did find that aged factors from the aged lacrimal gland accelerated the
aging phenotype in the young lacrimal gland. Identifying these factors that drive the aging
phenotype in young glands could help to identify novel targets to help prevent age-related
inflammation and destruction to the eye and lacrimal gland.

3.2. Inflammatory Marker Expression

Heterochronic parabiosis resulted in a higher fold expression of certain inflammatory
and B-cell-related markers in the lacrimal gland, notably Ifng, Ctss, Ciita, and Cxcl9. As
aging is accompanied by increased heterogeneity and variability [49,50], we observed a
large variability in gene expression in our samples. We had previously shown an increase
in Ifng, Ctss, and Ciita in the female aged lacrimal gland [8]. Interferon-γ has been shown to
be a key player in aging and in dry eye. It exacerbates conjunctival apoptosis [19], results
in goblet cell loss [51], and is secreted by infiltrating natural killer cells and CD4+ T cells to
the conjunctiva [18], and its inhibition improves dry eye disease by increasing conjunctival
goblet cells [52,53] and preventing lacrimal gland decline and destruction [54]. The increase
in this mRNA transcript in both heterochronic recipients indicates an overall increase in
inflammation and could be a main reason for the severity of lacrimal gland infiltration
in the young heterochronic lacrimal gland. CXCL9 is a Th1-associated chemokine that
helps coordinate the migration of Th1 cells. It requires interferon-γ for induction in dry
eye disease [55]. Higher expression of Cxcl9 could have led to the greater infiltration of
lymphocytes to the lacrimal gland, as was seen with their higher focal score (Figure 2C).
Cathepsin S degrades the invariant Ii peptide in MHC II receptors for antigen docking and
eventual presentation [56]. It has been implicated in several autoimmune diseases, includ-
ing autoimmune myasthenia gravis pathogenesis [57], systemic lupus erythematosus [58],
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diabetes [59], and Sjögren Syndrome, a prototype autoimmune dry eye disease [60,61]. We
have reported previously that Ctss mRNA is increased in aged murine female lacrimal
glands [62] and that there is increased activity of the protein cathepsin S in both the tears
of patients with dry eye disease and aged mice [60,62]. Aged Ctss−/− mice had improved
corneal barrier functions and goblet cell density (both hallmarks of dry eye) compared
to aged wild-type mice [62]. It is notable that Ctss mRNA expression was increased in
heterochronic aged mice compared to that in isochronic aged mice, indicating that a marker
for dry eye disease was heightened in the heterochronic parabionts. Ciita regulates MHC
II expression [15]. Because of its main role in governing antigen-presenting cells, its pres-
ence strongly suggests that antigen-presenting cells are a key player in the pathology of
the lacrimal gland. These findings suggest that while heterochronic parabiosis did not
improve the pathology of aged lacrimal glands, it caused young lacrimal glands to develop
dacryoadenitis, indicating that the exchange of soluble factors with young mice worsened
the immune cell response in aged parabiotic glands.

3.3. Immune Cell Identification

The heterochronic aged lacrimal gland had increased proportions of specific B cell
subsets and more T cells than its isochronic counterpart. Most T cells came from the young
partner, which suggests that the young mouse provided active CD4+ T cells that circulated
throughout both glands. On the other hand, the proportion of B cells from itself and its
partner were not significantly different. This suggests that the inflamed microenvironment
of the lacrimal gland attracted immune cells indiscriminately and perpetuated inflamma-
tion, indicating that the aged microenvironment was a stronger factor than the regulation
of immune cells when it came to autoimmune destruction of the tissue. In isochronic
aged mice, there was a significant decrease in B regulatory cells compared to levels in
isochronic young mice, which might indicate that some of the autoimmune changes seen
in the isochronic aged mice were due to a lack of these B regulatory cells. However, the
proportions of B regulatory cells did not significantly change in the heterochronic mice,
suggesting that other factors are also at play. We have shown that immune cells in the aged
lacrimal glands develop ectopic lymphoid structures (or tertiary lymphoid tissue) that have
high levels of germinal centers and T follicular helper cells [12]. Here, it is possible that
these ectopic lymphoid structures drew circulating immune cells from both recipients to
reside in the lacrimal gland. The most important B cell subset was MZB cells, which were
significantly increased in isochronic aged mice compared to numbers in the isochronic
young group. In the heterochronic young lacrimal gland, MZB cells from its aged partner
were significantly more abundant than MZB cells from its own circulation, demonstrating
that aged MZB cells are very sensitive to the chemoattractant gradient. We also found that
MZB cells accumulate in non-parabiotic lacrimal glands, in contrast to B follicular cells,
which accumulate in the draining lymph nodes [12]. MZB cells produce antibodies during
infection [20]. The increases seen in both the heterochronic and isochronic lacrimal glands
here suggest dysregulation of the immune system associated with aging [63–66], resulting
in higher levels of autoreactive immune cells, including MZB cells. This could also be a
reason for the greater infiltration of lymphocytes in the heterochronic young lacrimal gland.
Taken together, these results indicate that heterochronic parabiosis results in the circulation
of active T cells from the young partner and mostly MZB cells from the aged partner to both
lacrimal glands. This resulted in the worse focal scores for the heterochronic young glands
(Figure 2C) and is potentially why the heterochronic aged focal scores did not improve
when compared to the isochronic aged scores.

3.4. Sex Differences in Parabiotic Lacrimal Glands

One limitation of this study was the limited availability of aged female mice for
analysis; therefore, we restricted our analysis in females to the focus score and gene
expression. On a histological level, heterochronic young lacrimal glands were not as
severely infiltrated as their male counterparts, suggesting that female parabiosis neither
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improved the aged mice nor worsened the young in the heterochronic pairs. However,
female lacrimal glands exhibited higher fold expression of several inflammatory markers,
including Tnf, Ctss, Cxcl9, and Cd19, suggesting a greater number of B cells infiltrating
these glands. This might suggest that while there were fewer foci in the gland, there was
an increased presence of diffuse lymphocytes to the tissue.

Both heterochronic and isochronic aged male lacrimal glands had a high prevalence
of fibrosis, which was not seen in young lacrimal glands. This finding was not seen in the
female lacrimal glands, indicating a sex-specific difference in the aging lacrimal gland. Work
investigating the role of sex hormones in the lacrimal gland also reported significant sex
differences in aging due to the effects of estrogen signaling in the male lacrimal gland [67].
When we compared the rate of fibrosis between age-matched parabiotic and non-parabiotic
mice, there was no difference in frequency. We also investigated a set of diversity outbred
lacrimal glands in our recent publication [12] to see if the incidence of fibrosis was specific
to C57BL/6J mice and found fibrosis in the aged males, but not the aged females. Other
work has identified sex differences in genetic marker expression in the lacrimal gland,
finding significant sex changes in inflammatory markers, such as CXCL9 and CXCL13 [68].
Although we did not find fibrosis in the young heterochronic lacrimal gland, heterochronic
parabiosis has resulted in liver fibrosis in young recipients [42,44]. Investigating the sex-
specific fibrosis found in the lacrimal glands may prove to be an interesting avenue of
further research.

Our findings indicate that age-related pathologies in male and female lacrimal glands
are different processes. Male mice had increased lymphocytic infiltration because of
parabiosis, while female mice had increased expression of several inflammatory cytokines.
These data suggest that female and male aged mice responded differently to parabiosis,
but aging resulted in an increase in inflammation in both sexes that was not improved with
heterochronic parabiosis.

4. Materials and Methods

All experiments were approved prior to their execution by the University of Texas
Health Science Center and Baylor College of Medicine’s Institutional Animal Care and
Use Committees. The studies also followed all guidelines for the Use of Animals in
Ophthalmic and Vision Research as supported by the Association for Research in Vision
and Ophthalmology and the NIH Guide for the Care and Use of Laboratory Animals
(NIH Publications No. 8023, revised 1978 [69]). The Ocular Surface Center, Department of
Ophthalmology, Baylor College of Medicine (Houston, TX, USA) and the BRAINS Research
Laboratory, Department of Neurology, The University of Texas Health Science Center at
Houston John P and Katherine G McGovern Medical School (Houston, TX, USA) were
where all experiments took place.

4.1. Animals

Male and female PepBoy mice 4 months of age were surgically joined to either another
PepBoy or a C57BL/6J (B6) mouse aged 18 months at the thoracic and abdominal area, skin-
to-skin. The peritoneum remained intact. Pairings were either isochronic (young to young
or aged to aged) or heterochronic (young to aged), all same-sexed. Male mice were used in
the following numbers: isochronic young (YY) = 40 pairs, isochronic aged (AA) = 35 pairs,
heterochronic young (YA-Y) = 36 mice, heterochronic aged (YA-A) = 36 mice, non-parabiotic
4-month PepBoy = 10 mice, non-parabiotic 19-month B6 = 10 mice. Female mice were used
in the following numbers: YY = 12 pairs, AA = 14 pairs, YA-Y = 13 mice, YA-A = 13 mice,
non-parabiotic 4-month PepBoy = 10 mice, non-parabiotic 21 month B6 = 14 mice. Mice
were evaluated 2 months post-surgery. Surgeries were performed at the BRAINS Research
Laboratory in the University of Texas Health Science Center at Houston John P and Kather-
ine G McGovern Medical School. After euthanasia, tissues were shared. Extra-orbital
lacrimal glands were collected and processed either for histology, gene expression analysis,
or flow cytometry.
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4.2. Calculation of Lymphocytic Infiltration

Lacrimal glands (male, number of glands: YY = 29, AA = 32, YA-Y = 20, YA-A = 20,
non-parabiotic young PepBoy = 10, non-parabiotic old B6 = 10; female, number of glands:
YY = 24, AA = 11, YA-Y = 13, YA-A = 12, non-parabiotic young PepBoy = 10, non-parabiotic
old B6 = 14) were excised, fixed in 10% formalin, paraffin-embedded, and cut into 4 µm
sections using a microtome (ThermoFisher, Microm HM 315, Waltham, MA, USA). Sections
were stained with H&E using an autostainer (Gemeni AS, ThermoFisher, Waltham, MA,
USA), and coverslips were applied (Tissue Tek Auto Cover Slipper 4764, Sakura, Torrance,
CA, USA). These procedures were performed at Precise Pathology Associates, PLLC (The
Woodlands, TX, USA). Lacrimal glands were cut into 5 different levels and each staining
level was 12 µm apart from the next one. Using a standard light microscope with a 10X
objective (Nikon, Tokyo, Japan; Eclipse E400), two blinded observers, to prevent bias,
counted lymphocytic infiltrate foci. A minimum of 50 mononuclear cells was counted as
one focus. Slides were scanned with a PathScan Enabler V (Meyer Instruments, Houston,
TX, USA) and were calibrated according to the manufacturer’s instructions (2.54 µm/pixel)
using NIS Elements software (version 5.30.05). The total area of the scanned lacrimal gland
was calculated using NIS Elements. The focus score was calculated as the total number
of counted foci on a scanned lacrimal gland per 4 mm2, to match human pathologist
standards [10].

4.3. Masson’s Trichrome Stain

Lacrimal glands (male, number of glands: AA = 4, YA-A = 4) were excised, fixed in 10%
formalin, paraffin-embedded, and cut into 5 µM sections using a microtome (Microm HM
340E; Thermo Fisher Scientific, Waltham, MA, USA). Masson’s trichrome stain kit (StatLab,
McKinney, TX, USA) was used following the manufacturer’s protocol. Using a standard
light microscope with a 10X objective (Nikon; Eclipse E400), two masked observers counted
sections for fibrosis in lacrimal gland sections (absence = 0; presence = 1). Frequency was
analyzed using Chi square analysis in GraphPad 9.1.

4.4. RNA Isolation and Real-Time PCR

We extracted RNA from excised extraorbital lacrimal glands (male, number of glands:
YY = 10, AA = 10, YA-Y = 10, YA-A = 10; female, number of glands: YY = 10, AA = 6,
YA-Y = 10, YA-A = 10) according to the manufacturer’s protocol, using a QIAGEN RNeasy
Plus Mini RNA isolation kit (Qiagen, Hilden, Germany). To generate cDNA, we measured
the concentration of RNA, calculated 1 µg of RNA for use, and then used the Ready-To-
Go™ You-Prime First-Strand kit (GE Healthcare, Chicago, IL, USA). All real-time PCR used
minor groove-binding Taqman probes, which were IFN-γ (Ifng, Mm01168134), major histo-
compatibility complex class II (Ciita, Mm00482914), TNF-α (Tnf, Mm00443258), IL-1β (Il1b,
Mm00434228), Cathepsin S (Ctss, Mm00457902), CXCL13 (Cxcl13, Mm00444533), CXCL9
(Cxcl9, Mm00434946), and CD19 (Cd19, Mm00515420). Real-time PCR reactions used Taq-
Man™ Fast Universal PCR Master Mix (2X) and no AmpErase™ UNG (Thermo Fisher
Scientific) and were all carried out on a Taqman Universal PCR system (StepOnePlus™
Real-Time PCR System, Applied Biosystems, Bedford, MA, USA). A housekeeping gene,
hypoxanthine phosphoribosyltransferase 1 (HPRT1, Mm00446968), was used to normalize
all Ct values.

4.5. Flow Cytometry

Lacrimal glands (male, number of glands: YY = 18, AA = 21, YA-Y = 19, YA-A = 18)
were excised and incubated with 0.1% collagenase IV. Cell suspensions were frozen in 1 mL
of freezing composed of 90% FBS (Gibco/ThermoFisher, Waltham, MA, USA) and 10%
DMSO (ThermoFisher, Waltham, MA, USA) and stored in liquid nitrogen until analysis
could be performed. Samples were thawed in a water bath and added to 9 mL of warmed
RPMI media (ThermoFisher), before proceeding with analysis. Single-cell suspensions
were incubated with anti-CD16/32 (BioLegend, San Diego, CA, USA) to block Fc receptors
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for 10 min at 4 ◦C and subsequently stained with one of three cocktails containing some
of the following antibodies: anti-CD45.1_PE (Clone A20, BioLegend), anti-CD45.2_BV510
(Clone 104, BioLegend), anti-CD4_FITC (Clone RM4-5, Invitrogen/ThermoFisher, Waltham,
MA, USA), anti-CD3_BB700 (Clone 145-2C11, BD BioSciences, Franklin Lakes, NJ, USA),
anti-B220_APC (Clone RA3-6B2, BD BioSciences), anti-IgA_FITC (Clone MA-6E1, Invitro-
gen/ThermoFisher), anti-CD80_PerCpCy5.5 (Clone 16-10A1, BioLegend), anti-IL-10_PE
(Clone JES5-16E3, BioLegend), anti-CD138_BV421 (Clone 281-2, BioLegend), anti-IgM_FITC
(Clone RMM-1, BioLegend), anti-GL7_PerCpCy5.5 (Clone GL7, BioLegend), and anti-
CD23_BV421 (Clone B3B4, BioLegend). Afterwards, cells were incubated with an infrared
fluorescent reactive live/dead dye diluted 1:32 (ThermoFisher) for 20 min, washed, and
resuspended in 2% formaldehyde for 15 min. Gates were determined by first finding cells
on the forward scatter area versus side scatter area, and then finding singlets based on first
forward scatter height versus forward scatter area, followed by a second doublet discrimi-
nation of side scatter height versus side scatter area. Alive cells were discriminated from
dead using fixable infrared dye versus side scatter, and then, CD45.1+ cells and CD45.2+

cells were gated for subsequent analysis. CD3+CD4+ or B220+ cells were found to calculate
the frequency of parents for combinations of subsets.

Negative controls consisted of fluorescence minus one (FMO) combined cell suspen-
sions from all animal groups. Cells were acquired with the BD Canto II Benchtop cytometer
with BD Diva software version 6.7 (BD Biosciences). Final data were analyzed using FlowJo
software version 10 (Tree Star, Inc., Ashland, OR, USA).

4.6. Statistical Analysis

We used GraphPad Prism (GraphPad Software, San Diego, CA, USA, version 9.1) to
perform all statistical analyses. The Kolmogorov–Smirnov normality test was first used.
Then, non-parametric (Mann–Whitney) statistical tests were used to make comparisons
between two groups. When possible, we used one-way or two-way ANOVA or Kruskal–
Wallis followed by post-hoc tests. p < or equal to 0.05 was considered significant.

5. Conclusions

Altogether, our results indicate that young blood shared with aged recipients does
not reduce the pathology of age-associated dacryoadenitis. The aged microenvironment
attracts immune cells that perpetuate tissue destruction and inflammation, and soluble
factors from this environment go on to increase the aging phenotype and inflammation in
the young lacrimal gland. Aged blood had a deleterious effect on the young lacrimal gland,
resulting in an increase in lymphocytic infiltration, greater expression of inflammatory
transcripts, and an increase in MZB cells. Identification of the factors that accelerated this
aging phenotype could provide a novel avenue for therapeutics related to dry eye disease.
Furthermore, there were differences in sex across experimental groups. Heterochronic
parabiosis in female lacrimal glands had higher inflammatory cytokine expression but less
foci infiltration than male lacrimal glands. The difference based on sex underscores a greater
need for investigation into sex differences in aging and in response to parabiosis. Treatments
for age-related dry eye should pursue addressing the inflamed microenvironment of the
lacrimal gland and aged soluble factors to help stop this self-perpetuating cycle.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/ijms24054897/s1.

Author Contributions: Conceptualization of parabiosis experiments, L.D.M. and M.E.M.; conceptu-
alization of effects of parabiosis on lacrimal gland, C.S.d.P.; Methodology, M.E.M., A.F.M., G.U.G.
and C.S.d.P.; Validation, A.F.M., G.U.G. and K.K.S.; Formal Analysis, K.K.S., R.S., G.G. and C.S.d.P.;
Investigation, M.E.M., A.F.M., G.U.G., K.K.S., G.G., R.S. and C.S.d.P.; Resources, L.D.M. and C.S.d.P.;
Writing—Original Draft Preparation, K.K.S.; Writing—Review & Editing, K.K.S., C.S.d.P. and L.D.M.;
Visualization, K.K.S.; Supervision, C.S.d.P.; Project Administration, L.D.M., M.E.M. and C.S.d.P.;

https://www.mdpi.com/article/10.3390/ijms24054897/s1
https://www.mdpi.com/article/10.3390/ijms24054897/s1


Int. J. Mol. Sci. 2023, 24, 4897 16 of 19

Funding Acquisition, C.S.d.P., M.E.M. and L.D.M. All authors have read and agreed to the published
version of the manuscript.

Funding: NIH EY030447 (C.S.d.P.), NIH R01NS094543 (L.D.M.), AHA 19POST34380324 (M.E.M.),
NIH/NEI T32EY007001 (K.K.S.), NIH/NEI EY002520 (Core Grant for Vision Research Department of
Ophthalmology), NIH Pathology Core (P30CA125123). Further research support was provided by
the Research to Prevent Blindness (unrestricted grant to the Dept. of Ophthalmology), The Hamill
Foundation, and The Sid Richardson Foundation. This project was supported by the Cytometry
and Cell Sorting Core at Baylor College of Medicine with funding from the CPRIT Core Facility
Support Award (CPRIT-RP180672), the NIH (CA125123 and RR024574), and the assistance of Joel
M. Sederstrom.

Institutional Review Board Statement: The Institutional Animal Care and Use Committees at the
University of Texas Health Science Center and Baylor College of Medicine approved all animal
experiments (protocols AWC 21-0089 and AN-7342). All studies adhered to the Association for
Research in Vision and Ophthalmology for the Use of Animals in Ophthalmic and Vision Research
and to the NIH Guide for the Care and Use of Laboratory Animals (NIH Publications No. 8023,
revised 1978).

Data Availability Statement: Data are contained within the article or supplementary material.
Further inquiries can be directed to the corresponding author.

Acknowledgments: We gratefully acknowledge Kevin Tesareski for the histology preparation.

Conflicts of Interest: C.S.d.P was a consultant to Spring Discovery from May to August 2022. All
other authors have no competing interests.

References
1. Baudouin, C.; Irkec, M.; Messmer, E.M.; Benitez-Del-Castillo, J.M.; Bonini, S.; Figueiredo, F.C.; Geerling, G.; Labetoulle, M.; Lemp,

M.; Rolando, M.; et al. Clinical impact of inflammation in dry eye disease: Proceedings of the ODISSEY group meeting. Acta
Ophthalmol. 2018, 96, 111–119. [CrossRef] [PubMed]

2. McClellan, A.J.; Volpe, E.A.; Zhang, X.; Darlington, G.J.; Li, D.Q.; Pflugfelder, S.C.; de Paiva, C.S. Ocular Surface Disease and
Dacryoadenitis in Aging C57BL/6 Mice. Am.J. Pathol. 2014, 184, 631–643. [CrossRef] [PubMed]

3. Moss, S.E.; Klein, R.; Klein, B.E. Prevalence of and risk factors for dry eye syndrome. Arch. Ophthalmol. 2000, 118, 1264–1268.
[CrossRef] [PubMed]

4. Rocha, E.M.; Alves, M.; Rios, J.D.; Dartt, D.A. The aging lacrimal gland: Changes in structure and function. Ocul. Surf. 2008,
6, 162–174. [CrossRef] [PubMed]

5. de Souza, R.G.; de Paiva, C.S.; Alves, M.R. Age-related Autoimmune Changes in Lacrimal Glands. Immune Netw. 2019, 19, e3.
[CrossRef]

6. El-Fadaly, A.B.; El-Shaarawy, E.A.; Rizk, A.A.; Nasralla, M.M.; Shuaib, D.M. Age-related alterations in the lacrimal gland of adult
albino rat: A light and electron microscopic study. Ann. Anat. 2014, 196, 336–351. [CrossRef]

7. Coursey, T.G.; Bian, F.; Zaheer, M.; Pflugfelder, S.C.; Volpe, E.A.; de Paiva, C.S. Age-related spontaneous lacrimal keratoconjunc-
tivitis is accompanied by dysfunctional T regulatory cells. Mucosal Immunol. 2017, 10, 743–756. [CrossRef]

8. de Souza, R.G.; Yu, Z.; Hernandez, H.; Trujillo-Vargas, C.M.; Lee, A.; Mauk, K.E.; Cai, J.; Alves, M.R.; de Paiva, C.S. Modulation of
Oxidative Stress and Inflammation in the Aged Lacrimal Gland. Am. J. Pathol. 2021, 191, 294–308. [CrossRef]

9. Bian, F.; Xiao, Y.; Barbosa, F.L.; de Souza, R.G.; Hernandez, H.; Yu, Z.; Pflugfelder, S.C.; de Paiva, C.S. Age-associated antigen-
presenting cell alterations promote dry-eye inducing Th1 cells. Mucosal Immunol. 2019, 12, 897–908. [CrossRef]

10. Fisher, B.A.; Jonsson, R.; Daniels, T.; Bombardieri, M.; Brown, R.M.; Morgan, P.; Bombardieri, S.; Ng, W.F.; Tzioufas, A.G.; Vitali,
C.; et al. Standardisation of labial salivary gland histopathology in clinical trials in primary Sjogren’s syndrome. Ann. Rheum. Dis.
2017, 76, 1161–1168. [CrossRef]

11. Trujillo-Vargas, C.M.; Mauk, K.E.; Hernandez, H.; de Souza, R.G.; Yu, Z.; Galletti, J.G.; Dietrich, J.; Paulsen, F.; de Paiva, C.S.
Immune phenotype of the CD4(+) T cells in the aged lymphoid organs and lacrimal glands. GeroScience 2022, 44, 2105–2128.
[CrossRef] [PubMed]

12. Galletti, J.G.; Scholand, K.K.; Trujillo-Vargas, C.M.; Yu, Z.; Mauduit, O.; Delcroix, V.; Makarenkova, H.P.; de Paiva, C.S. Ectopic
lymphoid structures in the aged lacrimal glands. Clin. Immunol. 2023, 248, 109251. [CrossRef] [PubMed]

13. Hsieh, C.S.; deRoos, P.; Honey, K.; Beers, C.; Rudensky, A.Y. A role for cathepsin L and cathepsin S in peptide generation for
MHC class II presentation. J. Immunol. 2002, 168, 2618–2625. [CrossRef] [PubMed]

14. Shi, G.P.; Villadangos, J.A.; Dranoff, G.; Small, C.; Gu, L.; Haley, K.J.; Riese, R.; Ploegh, H.L.; Chapman, H.A. Cathepsin S required
for normal MHC class II peptide loading and germinal center development. Immunity 1999, 10, 197–206. [CrossRef]

http://doi.org/10.1111/aos.13436
http://www.ncbi.nlm.nih.gov/pubmed/28390092
http://doi.org/10.1016/j.ajpath.2013.11.019
http://www.ncbi.nlm.nih.gov/pubmed/24389165
http://doi.org/10.1001/archopht.118.9.1264
http://www.ncbi.nlm.nih.gov/pubmed/10980773
http://doi.org/10.1016/S1542-0124(12)70177-5
http://www.ncbi.nlm.nih.gov/pubmed/18827949
http://doi.org/10.4110/in.2019.19.e3
http://doi.org/10.1016/j.aanat.2014.06.005
http://doi.org/10.1038/mi.2016.83
http://doi.org/10.1016/j.ajpath.2020.10.013
http://doi.org/10.1038/s41385-018-0127-z
http://doi.org/10.1136/annrheumdis-2016-210448
http://doi.org/10.1007/s11357-022-00529-z
http://www.ncbi.nlm.nih.gov/pubmed/35279788
http://doi.org/10.1016/j.clim.2023.109251
http://www.ncbi.nlm.nih.gov/pubmed/36740002
http://doi.org/10.4049/jimmunol.168.6.2618
http://www.ncbi.nlm.nih.gov/pubmed/11884425
http://doi.org/10.1016/S1074-7613(00)80020-5


Int. J. Mol. Sci. 2023, 24, 4897 17 of 19

15. Masternak, K.; Muhlethaler-Mottet, A.; Villard, J.; Zufferey, M.; Steimle, V.; Reith, W. CIITA is a transcriptional coactivator that
is recruited to MHC class II promoters by multiple synergistic interactions with an enhanceosome complex. Genes Dev. 2000,
14, 1156–1166. [CrossRef]

16. Muhlethaler-Mottet, A.; Otten, L.A.; Steimle, V.; Mach, B. Expression of MHC class II molecules in different cellular and functional
compartments is controlled by differential usage of multiple promoters of the transactivator CIITA. EMBO J. 1997, 16, 2851–2860.
[CrossRef]

17. Coursey, T.G.; Henriksson, J.T.; Barbosa, F.L.; de Paiva, C.S.; Pflugfelder, S.C. Interferon-gamma-Induced Unfolded Protein
Response in Conjunctival Goblet Cells as a Cause of Mucin Deficiency in Sjogren Syndrome. Am. J. Pathol. 2016, 186, 1547–1558.
[CrossRef]

18. Chen, Y.; Chauhan, S.K.; Saban, D.R.; Sadrai, Z.; Okanobo, A.; Dana, R. Interferon-gamma-secreting NK cells promote induction
of dry eye disease. J. Leukoc. Biol. 2011, 89, 965–972. [CrossRef]

19. Zhang, X.; Chen, W.; de Paiva, C.S.; Corrales, R.M.; Volpe, E.A.; McClellan, A.J.; Farley, W.J.; Li, D.Q.; Pflugfelder, S.C. Interferon-
gamma exacerbates dry eye-induced apoptosis in conjunctiva through dual apoptotic pathways. Investig. Ophthalmol. Vis. Sci.
2011, 52, 6279–6285. [CrossRef]

20. Martin, F.; Oliver, A.M.; Kearney, J.F. Marginal zone and B1 B cells unite in the early response against T-independent blood-borne
particulate antigens. Immunity 2001, 14, 617–629. [CrossRef]

21. Ansel, K.M.; Ngo, V.N.; Hyman, P.L.; Luther, S.A.; Forster, R.; Sedgwick, J.D.; Browning, J.L.; Lipp, M.; Cyster, J.G. A chemokine-
driven positive feedback loop organizes lymphoid follicles. Nature 2000, 406, 309–314. [CrossRef]

22. Brandes, M.; Legler, D.F.; Spoerri, B.; Schaerli, P.; Moser, B. Activation-dependent modulation of B lymphocyte migration to
chemokines. Int. Immunol. 2000, 12, 1285–1292. [CrossRef] [PubMed]

23. Bert, P. Expériences et considérations sur la greffe animale. J. L’anatomie Physiol. 1864, 1, 69–87.
24. Kamran, P.; Sereti, K.I.; Zhao, P.; Ali, S.R.; Weissman, I.L.; Ardehali, R. Parabiosis in mice: A detailed protocol. J. Vis. Exp. 2013.

[CrossRef]
25. Eggel, A.; Wyss-Coray, T. A revival of parabiosis in biomedical research. Swiss Med. Wkly. 2014, 144, w13914. [CrossRef]
26. Conboy, M.J.; Conboy, I.M.; Rando, T.A. Heterochronic parabiosis: Historical perspective and methodological considerations for

studies of aging and longevity. Aging Cell 2013, 12, 525–530. [CrossRef] [PubMed]
27. Conboy, I.M.; Conboy, M.J.; Wagers, A.J.; Girma, E.R.; Weissman, I.L.; Rando, T.A. Rejuvenation of aged progenitor cells by

exposure to a young systemic environment. Nature 2005, 433, 760–764. [CrossRef]
28. Hamrah, P.; Zheng, L.; Mantopoulos, D.; Turhan, A.; Andrian, U.H.v. Physiologic Homeostasis and Turnover of Corneal Bone

Marrow-Derived Cells: Lessons from the Parabiosis Model. Investig. Ophthalmol. Vis. Sci. 2011, 52, 1114.
29. Wieghofer, P.; Hagemeyer, N.; Sankowski, R.; Schlecht, A.; Staszewski, O.; Amann, L.; Gruber, M.; Koch, J.; Hausmann, A.; Zhang,

P.; et al. Mapping the origin and fate of myeloid cells in distinct compartments of the eye by single-cell profiling. EMBO J. 2021,
40, e105123. [CrossRef]

30. Heuss, N.D.; Pierson, M.J.; Roehrich, H.; McPherson, S.W.; Gram, A.L.; Li, L.; Gregerson, D.S. Optic nerve as a source of activated
retinal microglia post-injury. Acta Neuropathol. Commun. 2018, 6, 66. [CrossRef]

31. Rong, L. Exploration of Molecular Mechanism of the Retina Aging. Ph.D. Thesis, The Hong Kong Polytechnic University, Hong
Kong, China, 2021.

32. Schein, O.D.; Hochberg, M.C.; Munoz, B.; Tielsch, J.M.; Bandeen-Roche, K.; Provost, T.; Anhalt, G.J.; West, S. Dry eye and dry
mouth in the elderly: A population-based assessment. Arch. Intern. Med. 1999, 159, 1359–1363. [CrossRef] [PubMed]

33. Nakamura, S.; Kinoshita, S.; Yokoi, N.; Ogawa, Y.; Shibuya, M.; Nakashima, H.; Hisamura, R.; Imada, T.; Imagawa, T.; Uehara,
M.; et al. Lacrimal hypofunction as a new mechanism of dry eye in visual display terminal users. PLoS ONE 2010, 5, e11119.
[CrossRef] [PubMed]

34. Draper, C.E.; Adeghate, E.; Lawrence, P.A.; Pallot, D.J.; Garner, A.; Singh, J. Age-related changes in morphology and secretory
responses of male rat lacrimal gland. J. Auton. Nerv. Syst. 1998, 69, 173–183. [CrossRef] [PubMed]

35. Kojima, T.; Wakamatsu, T.H.; Dogru, M.; Ogawa, Y.; Igarashi, A.; Ibrahim, O.M.; Inaba, T.; Shimizu, T.; Noda, S.; Obata, H.; et al.
Age-related dysfunction of the lacrimal gland and oxidative stress: Evidence from the Cu,Zn-superoxide dismutase-1 (Sod1)
knockout mice. Am. J. Pathol. 2012, 180, 1879–1896. [CrossRef]

36. Bromberg, B.B.; Welch, M.H. Lacrimal protein secretion: Comparison of young and old rats. Exp. Eye Res. 1985, 40, 313–320.
[CrossRef]

37. Draper, C.E. Effects of age on morphology, protein synthesis and secretagogue-evoked secretory responses in the rat lacrimal
gland. Mol. Cell. Biochem. 2003, 248, 7–16. [CrossRef]

38. Draper, C.E.; Adeghate, E.A.; Singh, J.; Pallot, D.J. Evidence to Suggest Morphological and Physiological Alterations of Lacrimal
Gland Acini with Ageing. Exp. Eye Res. 1999, 68, 265–276. [CrossRef]

39. Obata, H.; Yamamoto, S.; Horiuchi, H.; Machinami, R. Histopathologic study of human lacrimal gland. Statistical analysis with
special reference to aging. Ophthalmology 1995, 102, 678–686. [CrossRef]

40. Villeda, S.A.; Plambeck, K.E.; Middeldorp, J.; Castellano, J.M.; Mosher, K.I.; Luo, J.; Smith, L.K.; Bieri, G.; Lin, K.; Berdnik, D.; et al.
Young blood reverses age-related impairments in cognitive function and synaptic plasticity in mice. Nat. Med. 2014, 20, 659–663.
[CrossRef]

http://doi.org/10.1101/gad.14.9.1156
http://doi.org/10.1093/emboj/16.10.2851
http://doi.org/10.1016/j.ajpath.2016.02.004
http://doi.org/10.1189/jlb.1110611
http://doi.org/10.1167/iovs.10-7081
http://doi.org/10.1016/S1074-7613(01)00129-7
http://doi.org/10.1038/35018581
http://doi.org/10.1093/intimm/12.9.1285
http://www.ncbi.nlm.nih.gov/pubmed/10967023
http://doi.org/10.3791/50556
http://doi.org/10.4414/smw.2014.13914
http://doi.org/10.1111/acel.12065
http://www.ncbi.nlm.nih.gov/pubmed/23489470
http://doi.org/10.1038/nature03260
http://doi.org/10.15252/embj.2020105123
http://doi.org/10.1186/s40478-018-0571-8
http://doi.org/10.1001/archinte.159.12.1359
http://www.ncbi.nlm.nih.gov/pubmed/10386512
http://doi.org/10.1371/journal.pone.0011119
http://www.ncbi.nlm.nih.gov/pubmed/20559543
http://doi.org/10.1016/S0165-1838(98)00026-5
http://www.ncbi.nlm.nih.gov/pubmed/9696274
http://doi.org/10.1016/j.ajpath.2012.01.019
http://doi.org/10.1016/0014-4835(85)90015-6
http://doi.org/10.1023/A:1024159529257
http://doi.org/10.1006/exer.1998.0605
http://doi.org/10.1016/S0161-6420(95)30971-2
http://doi.org/10.1038/nm.3569


Int. J. Mol. Sci. 2023, 24, 4897 18 of 19

41. Ma, S.; Wang, S.; Ye, Y.; Ren, J.; Chen, R.; Li, W.; Li, J.; Zhao, L.; Zhao, Q.; Sun, G.; et al. Heterochronic parabiosis induces stem cell
revitalization and systemic rejuvenation across aged tissues. Cell Stem Cell 2022, 29, 990–1005. [CrossRef]

42. Jeon, O.H.; Mehdipour, M.; Gil, T.H.; Kang, M.; Aguirre, N.W.; Robinson, Z.R.; Kato, C.; Etienne, J.; Lee, H.G.; Alimirah, F.;
et al. Systemic induction of senescence in young mice after single heterochronic blood exchange. Nat. Metab. 2022, 4, 995–1006.
[CrossRef] [PubMed]

43. Palovics, R.; Keller, A.; Schaum, N.; Tan, W.; Fehlmann, T.; Borja, M.; Kern, F.; Bonanno, L.; Calcuttawala, K.; Webber, J.; et al.
Molecular hallmarks of heterochronic parabiosis at single-cell resolution. Nature 2022, 603, 309–314. [CrossRef] [PubMed]

44. Rebo, J.; Mehdipour, M.; Gathwala, R.; Causey, K.; Liu, Y.; Conboy, M.J.; Conboy, I.M. A single heterochronic blood exchange
reveals rapid inhibition of multiple tissues by old blood. Nat. Commun. 2016, 7, 13363. [CrossRef] [PubMed]

45. Ximerakis, M.; Holton, K.M.; Giadone, R.M.; Ozek, C.; Saxena, M.; Santiago, S.; Adiconis, X.; Dionne, D.; Nguyen, L.; Shah, K.M.;
et al. Heterochronic parabiosis reprograms the mouse brain transcriptome by shifting aging signatures in multiple cell types.
bioRxiv 2022. [CrossRef]

46. Smith, L.K.; He, Y.; Park, J.S.; Bieri, G.; Snethlage, C.E.; Lin, K.; Gontier, G.; Wabl, R.; Plambeck, K.E.; Udeochu, J.; et al. beta2-
microglobulin is a systemic pro-aging factor that impairs cognitive function and neurogenesis. Nat. Med. 2015, 21, 932–937.
[CrossRef]

47. Villeda, S.A.; Luo, J.; Mosher, K.I.; Zou, B.; Britschgi, M.; Bieri, G.; Stan, T.M.; Fainberg, N.; Ding, Z.; Eggel, A.; et al. The ageing
systemic milieu negatively regulates neurogenesis and cognitive function. Nature 2011, 477, 90–94. [CrossRef]

48. Yankova, T.; Dubiley, T.; Shytikov, D.; Pishel, I. Three Month Heterochronic Parabiosis Has a Deleterious Effect on the Lifespan of
Young Animals, Without a Positive Effect for Old Animals. Rejuvenation Res. 2022, 25, 191–199. [CrossRef]

49. Mitnitski, A.; Howlett, S.E.; Rockwood, K. Heterogeneity of Human Aging and Its Assessment. J. Gerontol. A Biol. Sci. Med. Sci.
2017, 72, 877–884. [CrossRef]

50. Nguyen, Q.D.; Moodie, E.M.; Forget, M.F.; Desmarais, P.; Keezer, M.R.; Wolfson, C. Health Heterogeneity in Older Adults:
Exploration in the Canadian Longitudinal Study on Aging. J. Am. Geriatr. Soc. 2021, 69, 678–687. [CrossRef]

51. De Paiva, C.S.; Villarreal, A.L.; Corrales, R.M.; Rahman, H.T.; Chang, V.Y.; Farley, W.J.; Stern, M.E.; Niederkorn, J.Y.; Li, D.Q.;
Pflugfelder, S.C. Dry eye-induced conjunctival epithelial squamous metaplasia is modulated by interferon-gamma. Investig.
Ophthalmol. Vis. Sci. 2007, 48, 2553–2560. [CrossRef]

52. Volpe, E.A.; Henriksson, J.T.; Wang, C.; Barbosa, F.L.; Zaheer, M.; Zhang, X.; Pflugfelder, S.C.; de Paiva, C.S. Interferon-gamma
deficiency protects against aging-related goblet cell loss. Oncotarget 2016, 7, 64605–66461. [CrossRef] [PubMed]

53. Zhang, X.; de Paiva, C.S.; Su, Z.; Volpe, E.A.; Li, D.Q.; Pflugfelder, S.C. Topical interferon-gamma neutralization prevents
conjunctival goblet cell loss in experimental murine dry eye. Exp. Eye Res. 2014, 118, 117–124. [CrossRef] [PubMed]

54. Pelegrino, F.S.; Volpe, E.A.; Gandhi, N.B.; Li, D.Q.; Pflugfelder, S.C.; de Paiva, C.S. Deletion of interferon-gamma delays onset and
severity of dacryoadenitis in CD25KO mice. Arthritis Res. Ther. 2012, 14, R234. [CrossRef] [PubMed]

55. Coursey, T.G.; Bohat, R.; Barbosa, F.L.; Pflugfelder, S.C.; de Paiva, C.S. Desiccating stress-induced chemokine expression in the
epithelium is dependent on upregulation of NKG2D/RAE-1 and release of IFN-gamma in experimental dry eye. J. Immunol.
2014, 193, 5264–5272. [CrossRef]

56. Plüger, E.B.E.; Boes, M.; Alfonso, C.; Schröter, C.J.; Kalbacher, H.; Ploegh, H.L.; Driessen, C. Specific role for cathepsin S in the
generation of antigenic peptidesin vivo. Eur. J. Immunol. 2002, 32, 467–476. [CrossRef]

57. Yang, H.; Kala, M.; Scott, B.G.; Goluszko, E.; Chapman, H.A.; Christadoss, P. Cathepsin S is required for murine autoimmune
myasthenia gravis pathogenesis. J. Immunol. 2005, 174, 1729–1737. [CrossRef]

58. Rupanagudi, K.V.; Kulkarni, O.P.; Lichtnekert, J.; Darisipudi, M.N.; Mulay, S.R.; Schott, B.; Gruner, S.; Haap, W.; Hartmann, G.;
Anders, H.J. Cathepsin S inhibition suppresses systemic lupus erythematosus and lupus nephritis because cathepsin S is essential
for MHC class II-mediated CD4 T cell and B cell priming. Ann. Rheum. Dis. 2015, 74, 452–463. [CrossRef]

59. Hsing, L.C.; Kirk, E.A.; McMillen, T.S.; Hsiao, S.H.; Caldwell, M.; Houston, B.; Rudensky, A.Y.; LeBoeuf, R.C. Roles for cathepsins
S, L, and B in insulitis and diabetes in the NOD mouse. J. Autoimmun. 2010, 34, 96–104. [CrossRef]

60. Hamm-Alvarez, S.F.; Janga, S.R.; Edman, M.C.; Madrigal, S.; Shah, M.; Frousiakis, S.E.; Renduchintala, K.; Zhu, J.; Bricel, S.; Silka,
K.; et al. Tear cathepsin S as a candidate biomarker for Sjogren’s syndrome. Arthritis Rheumatol. 2014, 66, 1872–1881. [CrossRef]

61. Klinngam, W.; Janga, S.R.; Lee, C.; Ju, Y.; Yarber, F.; Shah, M.; Guo, H.; Wang, D.; MacKay, J.A.; Edman, M.C.; et al. Inhibition of
Cathepsin S Reduces Lacrimal Gland Inflammation and Increases Tear Flow in a Mouse Model of Sjogren’s Syndrome. Sci. Rep.
2019, 9, 9559. [CrossRef]

62. Yu, Z.; Li, J.; Govindarajan, G.; Hamm-Alvarez, S.F.; Alam, J.; Li, D.Q.; de Paiva, C.S. Cathepsin S is a novel target for age-related
dry eye. Exp. Eye Res. 2022, 214, 108895. [CrossRef] [PubMed]

63. Blaeser, A.; McGlauchlen, K.; Vogel, L.A. Aged B lymphocytes retain their ability to express surface markers but are dysfunctional
in their proliferative capability during early activation events. Immun. Ageing 2008, 5, 15. [CrossRef] [PubMed]

64. Alam, I.; Goldeck, D.; Larbi, A.; Pawelec, G. Aging affects the proportions of T and B cells in a group of elderly men in a
developing country–a pilot study from Pakistan. Age 2013, 35, 1521–1530. [CrossRef] [PubMed]

65. Aydar, Y.; Balogh, P.; Tew, J.G.; Szakal, A.K. Altered regulation of Fc gamma RII on aged follicular dendritic cells correlates with
immunoreceptor tyrosine-based inhibition motif signaling in B cells and reduced germinal center formation. J. Immunol. 2003,
171, 5975–5987. [CrossRef] [PubMed]

http://doi.org/10.1016/j.stem.2022.04.017
http://doi.org/10.1038/s42255-022-00609-6
http://www.ncbi.nlm.nih.gov/pubmed/35902645
http://doi.org/10.1038/s41586-022-04461-2
http://www.ncbi.nlm.nih.gov/pubmed/35236985
http://doi.org/10.1038/ncomms13363
http://www.ncbi.nlm.nih.gov/pubmed/27874859
http://doi.org/10.1101/2022.01.27.477911
http://doi.org/10.1038/nm.3898
http://doi.org/10.1038/nature10357
http://doi.org/10.1089/rej.2022.0029
http://doi.org/10.1093/gerona/glw089
http://doi.org/10.1111/jgs.16919
http://doi.org/10.1167/iovs.07-0069
http://doi.org/10.18632/oncotarget.11872
http://www.ncbi.nlm.nih.gov/pubmed/27623073
http://doi.org/10.1016/j.exer.2013.11.011
http://www.ncbi.nlm.nih.gov/pubmed/24315969
http://doi.org/10.1186/ar4077
http://www.ncbi.nlm.nih.gov/pubmed/23116218
http://doi.org/10.4049/jimmunol.1400016
http://doi.org/10.1002/1521-4141(200202)32:2&lt;467::AID-IMMU467&gt;3.0.CO;2-Y
http://doi.org/10.4049/jimmunol.174.3.1729
http://doi.org/10.1136/annrheumdis-2013-203717
http://doi.org/10.1016/j.jaut.2009.07.003
http://doi.org/10.1002/art.38633
http://doi.org/10.1038/s41598-019-45966-7
http://doi.org/10.1016/j.exer.2021.108895
http://www.ncbi.nlm.nih.gov/pubmed/34910926
http://doi.org/10.1186/1742-4933-5-15
http://www.ncbi.nlm.nih.gov/pubmed/19014641
http://doi.org/10.1007/s11357-012-9455-1
http://www.ncbi.nlm.nih.gov/pubmed/22810104
http://doi.org/10.4049/jimmunol.171.11.5975
http://www.ncbi.nlm.nih.gov/pubmed/14634109


Int. J. Mol. Sci. 2023, 24, 4897 19 of 19

66. Della Bella, S.; Bierti, L.; Presicce, P.; Arienti, R.; Valenti, M.; Saresella, M.; Vergani, C.; Villa, M.L. Peripheral blood dendritic cells
and monocytes are differently regulated in the elderly. Clin. Immunol. 2007, 122, 220–228. [CrossRef]

67. Bai, Y.; Yang, X.; Lu, X.; Zhong, X.; Lubahn, D.; Reneker, L.W. Accelerated Aging in the Lacrimal Glands of Estrogen-deficient
Aromatase (Aro) and Estrogen Receptor (ER) Knockout Mice. Investig. Ophthalmol. Vis. Sci. 2021, 62, 707.

68. Tellefsen, S.; Morthen, M.K.; Richards, S.M.; Lieberman, S.M.; Rahimi Darabad, R.; Kam, W.R.; Sullivan, D.A. Sex Effects on
Gene Expression in Lacrimal Glands of Mouse Models of Sjogren Syndrome. Investig. Ophthalmol. Vis. Sci. 2018, 59, 5599–5614.
[CrossRef]

69. Council, N.R. Guide for the Care and Use of Laboratory Animals, 8th ed.; The National Academies Press: Washington, DC, USA, 2011.

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

http://doi.org/10.1016/j.clim.2006.09.012
http://doi.org/10.1167/iovs.18-25772

	Introduction 
	Results 
	Lacrimal Gland Pathology Was Worsened in Heterochronic Young Mice 
	Significant Increase in Inflammatory and B-Cell-Related mRNA in Aged Lacrimal Glands Regardless of Parabiosis 
	Increased T and B Cell Populations in Heterochronic Young Lacrimal Glands 
	Heterochronic Parabiosis in Female Lacrimal Glands Does Not Improve Lymphocytic Infiltration or Inflammatory Marker Expression 
	Aged Male Mice Have Worse Lacrimal Gland Infiltration and a Greater Frequency of Fibrosis than Aged Female Mice 

	Discussion 
	Lacrimal Gland Phenotype 
	Inflammatory Marker Expression 
	Immune Cell Identification 
	Sex Differences in Parabiotic Lacrimal Glands 

	Materials and Methods 
	Animals 
	Calculation of Lymphocytic Infiltration 
	Masson’s Trichrome Stain 
	RNA Isolation and Real-Time PCR 
	Flow Cytometry 
	Statistical Analysis 

	Conclusions 
	References

