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Supplementary Materials: Hybridization in the Fringed Orchids:
An Analysis of Species Boundaries in The Face of Gene Flow
Simone Evans 1,2,3 ,Dennis Whigham 1 , Ida Hartvig 1,4,†* , and Melissa McCormick 1,†*

1. Supplementary Figures 1
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P. ciliaris 23(4) 11.5±2.8 14.0±1.9 12.3±1.9 7.0±1.7 25.5±3.5 13.0±1.8 58.0±11.0

P. x bicolor 12(2) 8.3±1.8 12.1±1.9 10.2±1.8 5.4±1.5 26.6±4.1 11.4±1.4 57.3±10.0

P. blephariglottis 40(6) 5.8±1.4 10.8±1.9 8.9±2.0 3.2±1.3 24.8±4.0 12.8±1.7 50.0±8.0

P. x canbyi 10(2) 7.1±2.2 7.1±1.5 6.7±0.8 4.0±0.9 10.2±4.4 9.4±1.8 31.6±3.1

P. cristata 26(4) 6.2±2.0 6.5±1.5 6.4±1.5 3.9±1.3 6.4±1.1 7.4±1.3 25.6±3.6

Figure S1. PCA of floral morphology for genetically-identified Average ± Standard deviation for
each species and hybrid. We measured two flower for every orchid, so we measured 222 flowers
from 111 orchid samples.

(

Figure S2. Principal Component Analysis (PCA) reduces the dimensionality of flower morphology
measurements, including flower width (FW), spur length (SL), inflorescence width (IW), lip length
(LL), length of the lip with fringes (LWF), lip width (LW), longest fringe (LF). Arrows represent the
correlation of variables with the two main dimensions identified.(

Figure S3. Violin plot of floral morphology. Variation in two representative morphological traits.
Dots reflect the mean value and the vertical bars display ±1SD.
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ID Renamed ID PC1 PC2 TAXA PC1 Renamed ID P. x bicolor P. x canbyi P. ciliaris P. cristatablephariglottis

GSP_bbc_1 GSP_bbc_1 -1.7269016 -0.8139888 bic -1.7269016 GSP_bbc_1 -0.8139888

GSP_bbc_2 GSP_bbc_2 -1.4401488 -0.4829062 bic -1.4401488 GSP_bbc_2 -0.4829062

GSP_bbc_3 GSP_bbc_3 -1.6502302 -0.641396 bic -1.6502302 GSP_bbc_3 -0.641396

GSP_bic_1 GSP_bic_1 -1.7525535 -1.5755273 bic -1.7525535 GSP_bic_1 -1.5755273

GSP_bic_2 GSP_bic_2 -1.4967106 -0.9249308 bic -1.4967106 GSP_bic_2 -0.9249308

GSP_bic_3 GSP_bic_3 -2.0939503 -1.7356171 bic -2.0939503 GSP_bic_3 -1.7356171

GSP_bic_4 GSP_bic_4 -1.8904042 -2.2888701 bic -1.8904042 GSP_bic_4 -2.2888701

GSP_bic_5a GSP_bic_5a -1.6634253 -0.999909 bic -1.6634253 GSP_bic_5a -0.999909

GSP_bic_5b GSP_bic_5b -2.0576426 -2.1491416 bic -2.0576426 GSP_bic_5b -2.1491416

GSP_bic_6 GSP_bic_6 -2.930381 -0.1093306 bic -2.930381 GSP_bic_6 -0.1093306

IHA1_bic VB_bic_8 -3.8414501 -0.5451821 bic -3.8414501 VB_bic_8 -0.5451821

IHA2_bic VB_bic_6 -3.9801918 -0.5784418 bic -3.9801918 VB_bic_6 -0.5784418

VB_bic_1 VB_bic_1 -3.2257133 -2.0783038 bic -3.2257133 VB_bic_1 -2.0783038

VB_bic_3 VB_bic_3 -3.7690578 -1.4279832 bic -3.7690578 VB_bic_3 -1.4279832

VB_bic_4 VB_bic_4 -3.6276932 -1.9150263 bic -3.6276932 VB_bic_4 -1.9150263

VB_bic_5 VB_bic_5 -4.1501319 -1.1119684 bic -4.1501319 VB_bic_5 -1.1119684

VB_bic_7 VB_bic_7 -4.34799 -0.3388254 bic -4.34799 VB_bic_7 -0.3388254

BS_ble_10 BS_ble_10 -3.6886684 2.0677279 ble -3.6886684 BS_ble_10 2.0677279

BS_ble_11 BS_ble_11 -4.1434602 1.64406146 ble -4.1434602 BS_ble_11 1.64406146

BS_ble_12 BS_ble_12 -3.7803577 1.15499637 ble -3.7803577 BS_ble_12 1.15499637

BS_ble_2 BS_ble_2 -3.7294377 1.35989976 ble -3.7294377 BS_ble_2 1.35989976

BS_ble_3 BS_ble_3 -3.2692395 2.1368223 ble -3.2692395 BS_ble_3 2.1368223

BS_ble_4 BS_ble_4 -4.4623317 1.7223677 ble -4.4623317 BS_ble_4 1.7223677

BS_ble_5 BS_ble_5 -2.7003994 0.65512368 ble -2.7003994 BS_ble_5 0.65512368

BS_ble_6 BS_ble_6 -4.4477331 1.95824203 ble -4.4477331 BS_ble_6 1.95824203

BS_ble_7 BS_ble_7 -4.9009302 2.74403879 ble -4.9009302 BS_ble_7 2.74403879

BS_ble_8 BS_ble_8 -3.719149 1.12861192 ble -3.719149 BS_ble_8 1.12861192

BS_ble_9 BS_ble_9 -4.4312081 1.75846525 ble -4.4312081 BS_ble_9 1.75846525

CRA_ble_10 CRA_ble_10 -4.3840719 1.81542912 ble -4.3840719 CRA_ble_10 1.81542912

CRA_ble_11 CRA_ble_11 -3.9089728 1.25756704 ble -3.9089728 CRA_ble_11 1.25756704

CRA_ble_3 CRA_ble_3 -4.2745865 2.14138242 ble -4.2745865 CRA_ble_3 2.14138242

CRA_ble_5 CRA_ble_5 -3.9112382 1.13494605 ble -3.9112382 CRA_ble_5 1.13494605

CRA_ble_6 CRA_ble_6 -4.2245422 1.59978786 ble -4.2245422 CRA_ble_6 1.59978786

CRA_ble_7 CRA_ble_7 -3.9385071 1.54428016 ble -3.9385071 CRA_ble_7 1.54428016

CRA_ble_8 CRA_ble_8 -4.839619 1.23734826 ble -4.839619 CRA_ble_8 1.23734826

IHA10_ble VB_ble_9 -4.0599834 1.12880105 ble -4.0599834 VB_ble_9 1.12880105

IHA9_ble NAS_ble_12 -4.5611509 2.39935168 ble -4.5611509 NAS_ble_12 2.39935168

MA027_ble_7 NJT_ble_77 -4.2588874 2.85225504 ble -4.2588874 NJT_ble_77 2.85225504

NAS_ble_1 NAS_ble_1 -3.1813023 0.90734469 ble -3.1813023 NAS_ble_1 0.90734469

NAS_ble_10 NAS_ble_10 -5.1944697 1.48456429 ble -5.1944697 NAS_ble_10 1.48456429

NAS_ble_3 NAS_ble_3 -4.2600202 1.58957762 ble -4.2600202 NAS_ble_3 1.58957762

NAS_ble_4 NAS_ble_4 -4.8960944 1.87773152 ble -4.8960944 NAS_ble_4 1.87773152

NAS_ble_6 NAS_ble_6 -4.3072681 1.17131217 ble -4.3072681 NAS_ble_6 1.17131217

NAS_ble_7 NAS_ble_7 -3.9903746 0.85581375 ble -3.9903746 NAS_ble_7 0.85581375

NAS_ble_8 NAS_ble_8 -3.7101389 1.19316408 ble -3.7101389 NAS_ble_8 1.19316408

NAS_ble_9 NAS_ble_9 -5.2604014 2.23114783 ble -5.2604014 NAS_ble_9 2.23114783

NJT_ble_1 NJT_ble_1 -4.7669353 2.77434513 ble -4.7669353 NJT_ble_1 2.77434513

NJT_ble_2 NJT_ble_2 -4.6520406 3.01082237 ble -4.6520406 NJT_ble_2 3.01082237

NJT_ble_6 NJT_ble_6 -3.9700974 2.66893816 ble -3.9700974 NJT_ble_6 2.66893816

NJT_ble_7 NJT_ble_7 -4.4816199 2.86547342 ble -4.4816199 NJT_ble_7 2.86547342

NJT_ble_8 NJT_ble_8 -4.0779458 3.86564363 ble -4.0779458 NJT_ble_8 3.86564363

PON_ble_1 PON_ble_1 -4.4325681 1.49384676 ble -4.4325681 PON_ble_1 1.49384676

PON_ble_3 PON_ble_3 -3.9652605 1.10796095 ble -3.9652605 PON_ble_3 1.10796095

PON_ble_4 PON_ble_4 -3.9671109 1.59596919 ble -3.9671109 PON_ble_4 1.59596919

VB_ble_2 VB_ble_2 -5.3638582 0.23664612 ble -5.3638582 VB_ble_2 0.23664612

VB_ble_5 VB_ble_5 -3.9228467 0.19092578 ble -3.9228467 VB_ble_5 0.19092578

VB_ble_6 VB_ble_6 -3.9366589 0.10257676 ble -3.9366589 VB_ble_6 0.10257676

VB_ble_9b VB_ble_9b -4.3334762 1.40100389 ble -4.3334762 VB_ble_9b 1.40100389

IHA15_can NAS_can_44 4.96357547 4.56130783 can 4.96357547 NAS_can_44 4.56130783

IHA16_can PON_can_4 6.68619497 2.736603 can 6.68619497 PON_can_4 2.736603

NAS_can_2b NAS_can_2b 5.20039371 4.31871145 can 5.20039371 NAS_can_2b 4.31871145

NAS_can_3 NAS_can_3 0.81211522 3.24038494 can 0.81211522 NAS_can_3 3.24038494

NAS_can_3b NAS_can_3b 0.25865162 3.07153844 can 0.25865162 NAS_can_3b 3.07153844

NAS_can_4 NAS_can_4 4.87361248 5.19256997 can 4.87361248 NAS_can_4 5.19256997

PON_can_1 PON_can_1 6.41598602 2.6552404 can 6.41598602 PON_can_1 2.6552404

PON_can_2 PON_can_2 2.00605404 2.14906278 can 2.00605404 PON_can_2 2.14906278

FRE_cil_9 WSP_cil_99 -2.427982 -3.8735061 cil -2.427982 WSP_cil_99 -3.8735061

GSP_cil_1 GSP_cil_1 -2.4162684 -1.1556386 cil -2.4162684 GSP_cil_1 -1.1556386

GSP_cil_11 GSP_cil_11 -2.3093888 -1.1807261 cil -2.3093888 GSP_cil_11 -1.1807261

GSP_cil_12 GSP_cil_12 -2.4391591 -1.5755401 cil -2.4391591 GSP_cil_12 -1.5755401

GSP_cil_13 GSP_cil_13 -1.4620722 -2.2812486 cil -1.4620722 GSP_cil_13 -2.2812486

GSP_cil_2 GSP_cil_2 -1.9189647 -1.0053686 cil -1.9189647 GSP_cil_2 -1.0053686

GSP_cil_4 GSP_cil_4 -1.1746618 -0.6389477 cil -1.1746618 GSP_cil_4 -0.6389477

GSP_cil_5 GSP_cil_5 -1.9141212 -1.1815996 cil -1.9141212 GSP_cil_5 -1.1815996

GSP_cil_6 GSP_cil_6 -2.7075819 -2.2563173 cil -2.7075819 GSP_cil_6 -2.2563173

GSP_cil_7 GSP_cil_7 -1.9303789 -1.75038 cil -1.9303789 GSP_cil_7 -1.75038

IHA13_cil VB_cil_4 -2.9642301 -2.6662312 cil -2.9642301 VB_cil_4 -2.6662312

IHA14_cil SSS_cil_3 -2.5130894 -1.3255228 cil -2.5130894 SSS_cil_3 -1.3255228

SSS_cil_1 SSS_cil_1 -1.3173007 -1.1582951 cil -1.3173007 SSS_cil_1 -1.1582951

SSS_cil_2 SSS_cil_2 -2.0087888 -1.535398 cil -2.0087888 SSS_cil_2 -1.535398
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ID Renamed ID tSNE1 tSNE2 TAXA tSNE1 Renamed ID P. x bicolor P. x canbyi P. ciliaris P. cristatablephariglottis

GSP_bbc_1 GSP_bbc_1 -4.759158 -10.019632 bic -4.759158 GSP_bbc_1 -10.019632

GSP_bbc_2 GSP_bbc_2 -5.544657 -16.475498 bic -5.544657 GSP_bbc_2 -16.475498

GSP_bbc_3 GSP_bbc_3 -6.140376 -15.90999 bic -6.140376 GSP_bbc_3 -15.90999

GSP_bic_1 GSP_bic_1 -13.765396 -8.52404 bic -13.765396 GSP_bic_1 -8.52404

GSP_bic_2 GSP_bic_2 -8.807105 -13.430443 bic -8.807105 GSP_bic_2 -13.430443

GSP_bic_3 GSP_bic_3 -7.157115 -9.846079 bic -7.157115 GSP_bic_3 -9.846079

GSP_bic_4 GSP_bic_4 -12.871905 -6.148002 bic -12.871905 GSP_bic_4 -6.148002

GSP_bic_5a GSP_bic_5a -12.00203 -6.1525326 bic -12.00203 GSP_bic_5a -6.1525326

GSP_bic_5b GSP_bic_5b -12.669879 -15.872384 bic -12.669879 GSP_bic_5b -15.872384

GSP_bic_6 GSP_bic_6 -14.260982 -11.779137 bic -14.260982 GSP_bic_6 -11.779137

IHA1_bic VB_bic_8 -19.934786 -15.133253 bic -19.934786 VB_bic_8 -15.133253

IHA2_bic VB_bic_6 -20.52371 -13.544647 bic -20.52371 VB_bic_6 -13.544647

VB_bic_1 VB_bic_1 -16.496454 -13.403812 bic -16.496454 VB_bic_1 -13.403812

VB_bic_3 VB_bic_3 -17.77448 -15.384701 bic -17.77448 VB_bic_3 -15.384701

VB_bic_4 VB_bic_4 -20.068537 -18.955498 bic -20.068537 VB_bic_4 -18.955498

VB_bic_5 VB_bic_5 -18.410358 -18.865353 bic -18.410358 VB_bic_5 -18.865353

VB_bic_7 VB_bic_7 -21.806854 -14.857644 bic -21.806854 VB_bic_7 -14.857644

BS_ble_10 BS_ble_10 -34.47453 14.700784 ble -34.47453 BS_ble_10 14.700784

BS_ble_11 BS_ble_11 -26.650393 7.0880523 ble -26.650393 BS_ble_11 7.0880523

BS_ble_12 BS_ble_12 -27.424765 6.7641196 ble -27.424765 BS_ble_12 6.7641196

BS_ble_2 BS_ble_2 -22.730818 11.595834 ble -22.730818 BS_ble_2 11.595834

BS_ble_3 BS_ble_3 -30.78229 11.637229 ble -30.78229 BS_ble_3 11.637229

BS_ble_4 BS_ble_4 -21.068975 12.505783 ble -21.068975 BS_ble_4 12.505783

BS_ble_5 BS_ble_5 -29.605955 12.876918 ble -29.605955 BS_ble_5 12.876918

BS_ble_6 BS_ble_6 -32.287586 13.097238 ble -32.287586 BS_ble_6 13.097238

BS_ble_7 BS_ble_7 -33.192135 13.714041 ble -33.192135 BS_ble_7 13.714041

BS_ble_8 BS_ble_8 -30.49345 10.020445 ble -30.49345 BS_ble_8 10.020445

BS_ble_9 BS_ble_9 -20.967558 11.68541 ble -20.967558 BS_ble_9 11.68541

CRA_ble_10 CRA_ble_10 -35.341663 5.2165713 ble -35.341663 CRA_ble_10 5.2165713

CRA_ble_11 CRA_ble_11 -35.72348 -0.1281916 ble -35.72348 CRA_ble_11 -0.1281916

CRA_ble_3 CRA_ble_3 -33.296284 2.4713473 ble -33.296284 CRA_ble_3 2.4713473

CRA_ble_5 CRA_ble_5 -36.805576 3.965349 ble -36.805576 CRA_ble_5 3.965349

CRA_ble_6 CRA_ble_6 -37.44886 2.5651138 ble -37.44886 CRA_ble_6 2.5651138

CRA_ble_7 CRA_ble_7 -38.66705 3.0994833 ble -38.66705 CRA_ble_7 3.0994833

CRA_ble_8 CRA_ble_8 -30.124681 1.4035493 ble -30.124681 CRA_ble_8 1.4035493

IHA10_ble VB_ble_9 -22.797518 -14.646523 ble -22.797518 VB_ble_9 -14.646523

IHA9_ble NAS_ble_12 -27.045315 -3.693102 ble -27.045315 NAS_ble_12 -3.693102

MA027_ble_7 NJT_ble_77 -39.19071 -5.4546866 ble -39.19071 NJT_ble_77 -5.4546866

NAS_ble_1 NAS_ble_1 -27.63906 -0.7034249 ble -27.63906 NAS_ble_1 -0.7034249

NAS_ble_10 NAS_ble_10 -34.120884 0.60952187 ble -34.120884 NAS_ble_10 0.60952187

NAS_ble_3 NAS_ble_3 -29.954315 -1.470647 ble -29.954315 NAS_ble_3 -1.470647

NAS_ble_4 NAS_ble_4 -29.203619 -3.6746247 ble -29.203619 NAS_ble_4 -3.6746247

NAS_ble_6 NAS_ble_6 -32.449665 0.20582934 ble -32.449665 NAS_ble_6 0.20582934

NAS_ble_7 NAS_ble_7 -30.901516 -1.9997941 ble -30.901516 NAS_ble_7 -1.9997941

NAS_ble_8 NAS_ble_8 -31.103645 -4.8809743 ble -31.103645 NAS_ble_8 -4.8809743

NAS_ble_9 NAS_ble_9 -33.82536 -2.9038827 ble -33.82536 NAS_ble_9 -2.9038827

NJT_ble_1 NJT_ble_1 -36.59927 -5.933731 ble -36.59927 NJT_ble_1 -5.933731

NJT_ble_2 NJT_ble_2 -38.927944 -4.6882377 ble -38.927944 NJT_ble_2 -4.6882377

NJT_ble_6 NJT_ble_6 -37.85135 -6.9478774 ble -37.85135 NJT_ble_6 -6.9478774

NJT_ble_7 NJT_ble_7 -39.618164 -2.9419951 ble -39.618164 NJT_ble_7 -2.9419951

NJT_ble_8 NJT_ble_8 -41.195995 -2.1126647 ble -41.195995 NJT_ble_8 -2.1126647

PON_ble_1 PON_ble_1 -23.50469 1.6487607 ble -23.50469 PON_ble_1 1.6487607

PON_ble_3 PON_ble_3 -26.608639 2.3003154 ble -26.608639 PON_ble_3 2.3003154

PON_ble_4 PON_ble_4 -24.473469 1.6784635 ble -24.473469 PON_ble_4 1.6784635

VB_ble_2 VB_ble_2 -23.659376 -16.9626 ble -23.659376 VB_ble_2 -16.9626

VB_ble_5 VB_ble_5 -22.804598 -10.704201 ble -22.804598 VB_ble_5 -10.704201

VB_ble_6 VB_ble_6 -20.790054 -16.975748 ble -20.790054 VB_ble_6 -16.975748

VB_ble_9b VB_ble_9b -21.532587 -11.843649 ble -21.532587 VB_ble_9b -11.843649

IHA15_can NAS_can_44 13.871576 15.080136 can 13.871576 NAS_can_44 15.080136

IHA16_can PON_can_4 17.945068 9.412035 can 17.945068 PON_can_4 9.412035

NAS_can_2b NAS_can_2b 12.4601 16.71937 can 12.4601 NAS_can_2b 16.71937

NAS_can_3 NAS_can_3 10.969727 14.175856 can 10.969727 NAS_can_3 14.175856

NAS_can_3b NAS_can_3b 10.217426 14.624302 can 10.217426 NAS_can_3b 14.624302

NAS_can_4 NAS_can_4 13.947058 16.11299 can 13.947058 NAS_can_4 16.11299

PON_can_1 PON_can_1 18.022882 10.499508 can 18.022882 PON_can_1 10.499508

PON_can_2 PON_can_2 16.654812 9.5554085 can 16.654812 PON_can_2 9.5554085

FRE_cil_9 WSP_cil_99 4.2843313 -43.89843 cil 4.2843313 WSP_cil_99 -43.89843

GSP_cil_1 GSP_cil_1 -6.443181 -8.747596 cil -6.443181 GSP_cil_1 -8.747596

GSP_cil_11 GSP_cil_11 -4.859089 -4.822963 cil -4.859089 GSP_cil_11 -4.822963

GSP_cil_12 GSP_cil_12 -5.6703196 -5.2087035 cil -5.6703196 GSP_cil_12 -5.2087035

GSP_cil_13 GSP_cil_13 -11.6271 7.624456 cil -11.6271 GSP_cil_13 7.624456

GSP_cil_2 GSP_cil_2 -9.317587 -11.946184 cil -9.317587 GSP_cil_2 -11.946184

GSP_cil_4 GSP_cil_4 6.7688646 14.756784 cil 6.7688646 GSP_cil_4 14.756784

GSP_cil_5 GSP_cil_5 -14.252253 -3.7729146 cil -14.252253 GSP_cil_5 -3.7729146

GSP_cil_6 GSP_cil_6 -8.237874 -3.8502257 cil -8.237874 GSP_cil_6 -3.8502257

GSP_cil_7 GSP_cil_7 -11.314644 6.873294 cil -11.314644 GSP_cil_7 6.873294

IHA13_cil VB_cil_4 -16.066257 -23.404913 cil -16.066257 VB_cil_4 -23.404913

IHA14_cil SSS_cil_3 -9.26767 -2.8462796 cil -9.26767 SSS_cil_3 -2.8462796

SSS_cil_1 SSS_cil_1 -1.7606502 -1.3964415 cil -1.7606502 SSS_cil_1 -1.3964415

SSS_cil_2 SSS_cil_2 -2.4989913 -1.9440724 cil -2.4989913 SSS_cil_2 -1.9440724
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Figure S4. Labeled PCA and tSNE plots of SNP datasets. Sample identifier contains a site acronym,
species acronym (cil = P. ciliaris, bic & bbc = P. x bicolor, ble = P. blephariglottis, can = P. x canbyi, cri = P.
cristata), and a sample number.
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Figure S5. Bayesian posterior probabilities provide robust support for the branching patterns of the
phylogenies. Clades containing parent species from sites with a single species (A,B,C,E,Jb) have a
posterior probability of 100, aside from Da(52) and Jb(86).
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Figure S6. Optimal K clusters calculated with the Evanno method.

k=2                        k=3                           k=4                        k=5

Figure S7. Results of ten STRUCTURE runs for k clusters 2-5.
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Acronym County State Site Details P. bleph P. ciliaris P. x bicolor P. cristata P. x canbyi

NAS Worcester

MD

Sympatric P. cristata and
P. blephariglottis.

Morphology
(n = 8)
Genomic
(n = 10)

NA NA Morphology
(n = NA)
Genomic
(n = 6)

Morphology
(n = 6)
Genomic
(n = 5)

NJT Worcester

MD

Sympatric P. cristata and
P. blephariglottis.

Morphology
(n = 6)
Genomic
(n = 5)

NA NA Morphology
(n = 8)
Genomic
(n = 7)

NA

VB Hazleton

PA

Sympatric P. ciliaris and P.
blephariglottis.

Morphology
(n = 8)
Genomic
(n = 5)

Morphology
(n = 6)
Genomic
(n = 5)

Morphology
(n = 6)
Genomic
(n = 7)

NA NA

GSP Brunswick

NC

Sympatric P. ciliaris and P.
cristata

NA Morphology
(n = 3)
Genomic
(n = 9)

Morphology
(n = 6)
Genomic
(n = 10)

Morphology
(n = NA)
Genomic
(n = 6)

NA

SSS Brunswick

NC

Sympatric P. ciliaris and P.
cristata

NA Morphology
(n = 6)
Genomic
(n = 7)

NA Morphology
(n = 6)
Genomic
(n = 5)

NA

WSP Frederick

MD

Allopatric P. ciliaris NA Morphology
(n = 8)
Genomic
(n = 13)

NA NA NA

LI Brunswick

NC

Allopatric P. cristata NA NA NA Morphology
(n = 6)
Genomic
(n = 10)

NA

BS Columbus

NC

Allopatric P.
blephariglottis

Morphology
(n = 6)
Genomic
(n = 11)

NA NA NA NA

PON Chatsworth

NJ

Sympatric P.
blephariglottis and P.
cristata

Morphology
(n = 4)
Genomic
(n = 3)

NA NA Morphology
(n = 6)
Genomic
(n = NA)

Morphology
(n = 4)
Genomic
(n = 3)

CRA Chatsworth

NJ

Allopatric P.
blephariglottis

Morphology
(n = 8)
Genomic
(n = 7)

NA NA NA NA

Figure S8. Summary of orchids sampled at each site for morphological and genomic analyses.


	Supplementary Figures

