Study of origin

# Samples per Patient

Profiled for copy number alterations
Profiled for mutations

Profiled for structural variants

I Truncating Mutation (unknown significance)

MRPL13 17%*
RPLS8 15%*
SRP9 15%*
PABPC1 15%*
RPS27 13%*
RPL30 13%*
SSR2 13%*
RPL7 11%*
RBMS8A 11%*
RPL19 8%*
RPL23A 5%*
EIF4A3 5%*
RPL35A 2%*
RPL18A 1.9%*
RPL13 1.8%*
RPS9 1.8%*
RPS11 1.8%*
RPS18 1.7%*
RPS6 1.5%*
RPL27 1.4%*
RPS13 1.4%*
RPL10 1.3%*
SSR4 1.2%*
RPS19 0.8%*
RPS3A 0.7%*
RPS14 0.7%*
RPS23 0.6%*
RPL17 0.6%*
RPS27A 0.6%*
RPL37A 0.6%*
RPL3 0.5%*
RPS25 0.5%*
RPL31 0.5%*
Genetic Alteration I Inframe Mutation (unknown significance)
I No alterations

Study of origin I Adenoid Cystic Carcinoma of the Breast (MSKCC, J Pathol. 2015)
I Breast Cancer (MSK, Cancer Cell 2018)
I Breast Cancer (SMC 2018)
I Breast Invasive Carcinoma (Broad, Nature 2012)
I Juvenile Papillomatosis and Breast Cancer (MSK, 2020)

I The Metastatic Breast Cancer Project (Provisional, February 2020)

# Samples per Patient 0‘ 5

Profiled for copy number I Yes - No
alterations
Profiled for mutations I Yes - No

Profiled for structural variants I Yes

- No
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I Missense Mutation (unknown significance) I Splice Mutation (unknown significance)

I Structural Variant (putative driver) I Structural Variant (unknown significance)

~ Not profiled

I Breast Cancer (METABRIC, Nature 2012 & Nat Commun 2016)
I Breast Cancer (MSK, Nature Cancer 2020) I Breast Cancer (MSKCC, NPJ Breast Cancer 2019)
I Breast Fibroepithelial Tumors (Duke-NUS, Nat Genet 2015)

I Breast Invasive Carcinoma (Sanger, Nature 2012)

I Metaplastic Breast Cancer (MSK, 2021)
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I Amplification I Deep Deletion

I Breast Invasive Carcinoma (British Columbia, Nature 2012)
I Breast Invasive Carcinoma (TCGA, PanCancer Atlas)

| Metastatic Breast Cancer (INSERM, PLoS Med 2016)



