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In vitro TR/TR in presence of Myticalin A5 (E. coli system)
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Figure S1. in vitro coupled transcription/translation in presence of Myticalin A5 in an Escherichia coli

system. The positive control received water instead of the peptide. The negative control received
water instead of the peptide and the DNA template encoding the luciferase. The results are the

average of three independent experiments.

Table S1: Presence/absence patterns of myticalin genes in 20 mussel specimens collected in the Gulf

of Trieste, Italy. v: present; X: absent; M: presence of multiple amplification bands.
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Table S2. List of transcriptomes screened for the presence of myticalins.

Mytilus spp.
Species SRA datasets
Muytilus californianus SRX565219-20
Mytilus chilensis SRX1850488-9
Muytilus coruscus SRR2895130-2, SRX792025, SRX791940
Muytilus edulis SRX565221-4, ERR1414442-3, SRR1560431
Mytilus galloprovinciali SRX126947-50; SRX565225-30; SRX1246876-7; SRX1240182; SRX389462-6; SRX389338;
SRX386628
Mytilus trossulus SRX565231-2
Other mytiloids
Species SRA datasets

Bathymodiolus azoricus DRR048281
Bathymodiolus platifrons SRX1933530; SRX1933483; SRX610901-2; SRX436365
Bathymodiolus manusensis ~ SRX2481526-32

Geukensia demissa kindly provided by prof. PA Fields
Lithophaga lithophaga SRX1940727
Modiolus modiolus SRX2357782
Modiolus kurilensis SRX2481530-2
Modiolus philippinarum SRX1934914-8
Mytilisepta virgata SRX2497505; SRX2515148; SRX2515152; SRX2515284; SRX2515292
Perna viridis SRX643367; SRX643380-5; SRX1873938-47

Perumytilus purpuratus SRX2210805

Other bivalves
Species SRA datasets
Anadara trapezia SRX323049
Arctica islandica SRX687761
Argopecten irradians SRX470082
Astarte sulcata SRX644667
Atrina rigida SRX687763
Azumapecten farreri SRX404364; SRX218546
Cardites antiquata SRX687773
Cerastoderma edule SRX687776
Corbicula fluminea SRX209446
Crassostrea angulata SRX481252-4

Crassostrea corteziensis SRX641340; SRX471689
Crassostrea hongkongensis ~ SRX365659-60

Crassostrea virginica SRX551498-516; SRX118365
Cycladicama cumingii SRX687783
Cyrenoida floridana SRX687777

Diplodonta sp. VG-2014 SRX701840
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Donacilla cornea SRX687785
Elliptio complanata TSA: GAHWO00000000.1
Ennucula tenuis SRX091980
Eucrassatrella cumingii SRX687772
Galeomma turtoni SRX687768
Glossus humanus SRX687780
Hiatella arctica SRX687781
Lampsilis cardium SRX687767
Lamychaena hians SRX687779
Lasaea adansoni SRX687778
Laternula elliptica SRX1614611; SRX807593-8
Lyonsia floridana SRX687774

Margaritifera margaritifera ~ SRX687769
Mercenaria campechiensis SRX644681

Meretrix meretrix SRX666741-4
Mizuhopecten yessoensis SRX220583; SRX221165
Mya arenaria SRX687786

Myochama anomioides SRX644684
Neotrigonia margaritacea SRX644685

Ostrea chilensis SRX565248-9
Ostrea edulis SRX565250-9
Ostrea lurida SRX175407

Ostreola stentina SRX565260-1

Pecten maximus SRX497464

Phacoides pectinatus SRX687782
Pinctada martensi SRX268302

Placopecten magellanicus SRX687766
Polymesoda caroliniana SRX687784

Pyganodon grandis SRX310669-84
Ruditapes decussatus SRX348803-8
Ruditapes philippinarum SRX076440-63
Saccostrea glomerata SRX1884692-727; SRX1838009-12; SRX1797576-85; SRX964403-13; SRX878217; SRX845376
Solemya velum SRX091478
Sphaerium nucleus SRX687787
Uniomerus tetralasmus SRX310669-97
Villosa lienosa SRX101836-9

Yoldia limatula SRX687760
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Table S3. In silico prediction of myticalin biological activities.
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