Pyrrole-Containing Alkaloids from a Marine-Derived Actinobacterium
Streptomyces zhaozhouensis and Their Antimicrobial and Cytotoxic Activities
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Figure S1. Structures of 1-6 isolated from Streptomyces zhaozhouensis 208DD-064.



Figure S2. Comparison of chemical shifts between the new compounds (1 and 2 in CD;OD) and known analogs (3
and 4 in acetone-ds).

NMR data for compounds 3, 4 were adopted from Ref. “Novel streptopyrroles from Streptomyces rimosus with bacterial protein histidine kinase
inhibitory and antimicrobial activities”. J. Antibiot. 2000, 53, 1-11.
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Figure S3. IR spectrum of 1.
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Figure S4. HRESMS data of 1.
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Figure S5. *H NMR spectrum of 1 (CDsOD).
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Figure S6. 3C NMR spectrum of 1 (CD;0D).
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Figure S7. HSQC spectrum of 1 (CD3;0OD).
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Figure S8. H-'H COSY spectrum of 1 (CDz;0D).
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Figure S9. HMBC spectrum of 1 (CD3;0D).
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Figure S10. IR spectrum of 2.
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Figure S11. HRESIMS data of 2.
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Figure S12. 'H NMR spectrum of 2 (CD3;OD).
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Figure S13. 3C NMR spectrum of 2 (CDsOD).
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Figure S14. HSQC spectrum of 2 (CD3;0OD).
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Figure S15. *H-'H COSY spectrum of 2 (CDs0D).
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Figure S16. HMBC spectrum of 2 (CD3;OD).
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Figure S17. LRESIMS data of 3.
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Figure S18.

'H NMR spectrum of 3 (CD;0D).
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Figure S19. LRESIMS data of 4.
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Figure S20. 'H NMR spectrum of 4 (CD3;0OD).
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Figure S21. LRESIMS data of 5.
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Figure S22. 'H NMR spectrum of 5 (CD3;0OD).
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Figure S23. LRESIMS data of 6.
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Figure S24. 'H NMR spectrum of 6 (CD3;OD).
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Table S1. Results of the cytotoxicity test of 1,3 and 5.
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Adriamycin

Conc.(ug/ml) | Mean SD
3 1035 3.2
1l -3.0 369
0.3 1716 9.01
0.1 2858 816
0.03) 9599 4.69
G| 0.075
Glgg (M) 0.138
Adriamycin
Conc.(ug/ml) | Mean sD
3 -11.43 575
1 A.75 6.54
0.3 1763 6.64
0.1] a4.07 7.02
0.03| 97.35 244
Gyl 0.082
Gley (M) 0.151
Adriamycin
Conc.(ug/ml) [ Mean sD
3| 1383 4,65
1] -8.60 434
0.3 1948 819
0.1] 38.73 213
0.03| 97.75 4.40
Glgg| 0.089
Glyg (M) 0.164




