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GO-081078F Geranylgeranyl- diphospate 15135477
geranylgeranyltransterase activity _ B
GO:0046905 phytoene synthase activity _ 151.35477
GO-:0010484 H3 histone acetyltransferase activity _ 121.08382
GO:0004789 thiamine-phos phate diphosphorylase activity _ 75.67739
GO:0017169 CDP-alcohol phosphatidyltransferase activity _ 71.22577
GO:0004337 geranyltranstransferase activity 63.72832
GO:0016756 glutathione gamma-glutamylcysteinyltransferase activity _ 44.84586
G0:0032296 double-stranded RNA-s pecific ribonuclease activity - 38.27362
GO:0004525 ribonuclease Il activity - 38.27362
GO:0022889 serine transmembrane transporter activity - 36.91580
GO:0015194 L-serine transmembrane transporter activity - 36.91580
GO:0017091 AU-rich element binding - 29.10669
GO:0015175 neutral amino acid transmembrane transporter activity - 25.65335
GO:0016755 transferase activity, transferring amino-acyl groups - 24.21676
GO:0005315 inorganic phosphate transmembrane transporter activity - 22.84600
GO:0008139 nuclear localization sequence binding - 20.87652
GO:0016891 endoribonuclease activity, producing 5'-phosphomonoesters il  13.70290
GO:0005048 signal sequence binding - 13.35483
May vs Jul (molecular function)
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GO:0004337 geranyltranstransferase activity _ 130.15700
GO:0005315 inorganic phosphate transmembrane transporter activity _ 4666006
G0:0004012 phospholipid-translocating ATPase activity _ 45.60829
GO:0005548 phospholipid transporter activity 43.47041
GO:0005267 potassium channel activity - 40.72277
GO:0005249 voltage-gated potassium channel activity - 39.88682
GO:0022843 voltage-gated cation channel activity - 38.16332
GO:0005261 cation channel activity - 32.85364
GO:0022832 voltage-gated channel activity - 28.66040
GO:0005244 voltage-gated ion channel activity - 28.66040
GO:0005319 lipid transporter activity - 22.25685
GO:0004659 prenyltransferase activity - 20.10555
CO:0015079 potassium ion transmembrane transporter activity - 19 88510
GO:0022836 gated channel activity - 19.76128
GO:0005216 ion channel activity - 18.32744
GO.0005253 anion channel activity - 17.664 16
GO:0008308 voltage-gated anion channel activity - 17.66416
GO:0022838 substrate-specific channel activity - 16.58978

Jul vs Sep (molecular function)



GO:0030581 symbiont intracellular protein transport in host

GO:0080034 host respuﬂse to induction by symbiont
of tumor, nodule or growth in host
GO:0051708 mtrdcellufdr protein ernspurt in uther
organism involved in symbiotic interaction

G0:1902583 multi-organism intracellular transport

GO.0046937 phytochelatin metabolic process

GO:0046938 phytochelatin biosynthetic process

GO:0044766 multi-organism transport

G0:1902579 multi-organism localization

GO0:0043966 histone H3 acetylation

GO:0090342 regulation of cell aging

CO:0042724 thiamine-containing compound biosynthetic process
GO:00092 28 thiamine biosynthetic process

GO:0032329 serine transport

GO:0015825 L-serine transport

GO:0051205 protein insertion inte membrane

GO:0034476 U5 snRNA 3-end processing

GO:0071047 polyadenylation-dependent mRNA catabolic process
GO:0071042 nuclear polyadenylation-dependent mRNA catabolic process
GO:0034473 Ul snRNA 3-end processing

GO:0071035 nuclear polyadenylation-dependent rRNA catabolic process

GO.004 8207 vesicle targeting, rough ER to cis-Golgi
GO:0090114 COPIl-coated vesicle budding
GO:0048199 vesicle targeting, to, from or within Golgi
GO.0006903 vesicle targeting

GO:0048208 COPIl vesicle coating

GO:0051668 localization within membrane
GO:0051650 establishment of vesicle localization
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G0:1902591 single-organism membrane budding _ 113.17417
GO:0090342 regulation of cell aging _ 112.16369
GO:0006901 vesicle coating _ 107.55422
GO:0006900 membrane budding _ 88.46714
CO:0048194 Golgi vesicle budding _ 68.27355
GO:0051205 protein insertion into membrane _ 61.58007
GO:0045038 protein import into chloroplast thylakoid membrane _ 52.34306
GO:0045332 phospholipid translocation _ 38.61373
G0:0015914 phospholipid transport _ 36.80371
GO0:0034204 lipid translocation _ 35.96088
GO:0042391 regulation of membrane potential _ 34.43622
GO:0097035 regulation of membrane lipid distribution _ 31.83024

Jul vs Sep (biological process)

Supplementary Figure S3. GO enrichment of target genes in May vs. July and July vs. September.



