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Figure S1. Distribution of genotyping array SNPs that map to linkage groups (405_1 to 405_12) in radiata pine
mapping population 268405 x 268345. Approximate linkage group sizes in cM are in parentheses.
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Figure S2. Distribution of genotyping array SNPs that map to linkage groups (55_1 to 55_12) in radiata pine

mapping population 850055x 850096. Approximate linkage group sizes in cM are in parentheses.



