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	Abbreviation
	Accession number
	reference

	Deformed wing virus type A
	DWV-A
	NC_004830.2
	[6]

	Deformed wing virus type B/VDV-1
	DWV-B
	AY251269
	[7] 

	Black queen cell virus
	BQCV
	NC_003784
	[57]

	Sacbrood virus
	SBV
	NC_002066.1
	[58] 

	Israeli acute paralysis virus
	IAPV
	NC_009025.1
	[596]

	Acute bee paralysis virus
	ABPV
	NC_002548.1
	[60] 

	Kashmir bee virus
	KBV
	NC_004807.1
	[601] 

	Chronic bee paralysis virus
	CBPV
	NC_010711.1
	[621] 

	
	
	NC_010712.1
	

	Slow bee paralysis virus
	SBPV
	NC_014137.1
	[623]

	Lake Sinai virus-1
	LSV-1
	HQ871931
	[634] 

	Lake Sinai virus-2
	LSV-2
	HQ888865
	[634] 

	aphid lethal paralysis virus
	ALPV
	
	

	
	
	KJ817182.1
	[645] 

	Big Sioux River virus
	BSRV
	JF423195.1
	[634] 

	
	
	JF423196
	

	
	
	JF423197
	

	
	
	JF423198
	

	Tobacco ringspot virus
	TRSV
	JQ710729
	[656] 

	
	
	 JQ710730
	

	Halictus scabiose Adikon virus
	HsAV
	Sequence obtained from within the reference.
	[667] 

	Moku virus
	MV
	NC_031338.1
	[27] 

	Milolii virus
	MiV
	MF155030.1
	[28]
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