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García-Escudero, R.; Andrés, G.; Almazán, F.; Viñuela, E. Inducible Gene Expression from African Swine Fever Virus Recombinants: Analysis of the Major Capsid Protein p72. J. Virol. 1998, 72, 3185–3195, doi:10.1128/jvi.72.4.3185-3195.1998.



	
Upton, C. Multigene families in African Swine Fever Virus. Availabe online: https://4virology.net/organisms/dsdna-viruses/asfarviridae/ (accessed on 20 July 2020).



	
Borca, M.V.; O’Donnell, V.; Holinka, L.G.; Sanford, B.; Azzinaro, P.A.; Risatti, G.R.; Gladue, D. Development of a fluorescent ASFV strain that retains the ability to cause disease in swine. Sci. Rep. 2017, 7, srep46747, doi:10.1038/srep46747.



	
Golding, J.P.; Goatley, L.; Goodbourn, S.; Dixon, L.; Taylor, G.; Netherton, C.L. Sensitivity of African swine fever virus to type I interferon is linked to genes within multigene families 360 and 505. Virology 2016, 493, 154–161, doi:10.1016/j.virol.2016.03.019.



	
Burrage, T.G.; Lu, Z.; Neilan, J.G.; Rock, D.L.; Zsak, L. African Swine Fever Virus Multigene Family 360 Genes Affect Virus Replication and Generalization of Infection in Ornithodoros porcinus Ticks. J. Virol. 2004, 78, 2445–2453, doi:10.1128/jvi.78.5.2445-2453.2004.



	
Borca, M.; Berggren, K.; Ramirez-Medina, E.; Vuono, E.; Gladue, D. CRISPR/Cas Gene Editing of a Large DNA Virus: African Swine Fever Virus. Bio-Protocol 2018, 8, 8,, doi:10.21769/bioprotoc.2978.



	
Reed, L.J.; Muench, H. A Simple Method of Estimating Fifty Percent Endpoints. Am. J. Hyg. 1938, 27, 493–497.



	
Mitchell, A.L.; Attwood, T.K.; Babbitt, P.C.; Blum, M.; Bork, P.; Bridge, A.; Brown, S.D.; Chang, H.-Y.; El-Gebali, S.; Fraser, M.I.; et al. InterPro in 2019: Improving coverage, classification and access to protein sequence annotations. Nucleic Acids Res. 2018, 47, D351–D360, doi:10.1093/nar/gky1100.



	
Alejo, A.; Matamoros, T.; Guerra, M.; Andrés, G. A Proteomic Atlas of the African Swine Fever Virus Particle. J. Virol. 2018, 92, 92, doi:10.1128/jvi.01293-18.



	
Zhu, J.J.; Ramanathan, P.; Bishop, E.A.; O’Donnell, V.; Gladue, D.; Borca, M. Mechanisms of African swine fever virus pathogenesis and immune evasion inferred from gene expression changes in infected swine macrophages. PLoS ONE 2019, 14, e0223955, doi:10.1371/journal.pone.0223955.



	
Krug, P.W.; Holinka, L.G.; O’Donnell, V.; Reese, B.; Sanford, B.; Fernandez-Sainz, I.; Gladue, D.P.; Arzt, J.; Rodriguez, L.; Risatti, G.R.; et al. The Progressive Adaptation of a Georgian Isolate of African Swine Fever Virus to Vero Cells Leads to a Gradual Attenuation of Virulence in Swine Corresponding to Major Modifications of the Viral Genome. J. Virol. 2014, 89, 2324–2332, doi:10.1128/jvi.03250-14.



	
Sánchez-Cordón, P.J.; Jabbar, T.; Berrezaie, M.; Chapman, D.; Reis, A.; Sastre, P.; Rueda, P.; Goatley, L.; Dixon, L.K. Evaluation of protection induced by immunisation of domestic pigs with deletion mutant African swine fever virus BeninΔMGF by different doses and routes. Vaccine 2018, 36, 707–715, doi:10.1016/j.vaccine.2017.12.030.



	
Neilan, J.G.; Zsak, L.; Lu, Z.; Kutish, G.F.; Afonso, C.L.; Rock, D.L. Novel Swine Virulence Determinant in the Left Variable Region of the African Swine Fever Virus Genome. J. Virol. 2002, 76, 3095–3104, doi:10.1128/jvi.76.7.3095-3104.2002.



	
Chapman, D.A.G.; Tcherepanov, V.; Upton, C.; Dixon, L. Comparison of the genome sequences of non-pathogenic and pathogenic African swine fever virus isolates. J. Gen. Virol. 2008, 89, 397–408, doi:10.1099/vir.0.83343-0.



	
De La Vega, I.; Viñuela, E.; Blasco, R. Genetic variation and multigene families in african swine fever virus. Virology 1990, 179, 234–246, doi:10.1016/0042-6822(90)90293-z.



	
Yáñez, R.J.; Rodríguez, J.M.; Nogal, M.L.; Yuste, L.; Enríquez, C.; Rodriguez, J.F.; Viñuela, E. Analysis of the Complete Nucleotide Sequence of African Swine Fever Virus. Virology 1995, 208, 249–278, doi:10.1006/viro.1995.1149.



	
Pires, S.; Ribeiro, G.; Costa, J.V. Sequence and Organization of the Left Multigene Family 110 Region of the Vero-adapted L60V Strain of African Swine Fever Virus. Virus Genes 1997, 15, 271–274, doi:10.1023/a:1007992806818.



	
Zani, L.; Forth, J.H.; Forth, L.; Nurmoja, I.; Leidenberger, S.; Henke, J.; Carlson, J.; Breidenstein, C.; Viltrop, A.; Höper, D.; et al. Deletion at the 5’-end of Estonian ASFV strains associated with an attenuated phenotype. Sci. Rep. 2018, 8, 6510, doi:10.1038/s41598-018-24740-1.








The published version will be updated on the article webpage, with a reference to this erratum.






Reference


	



Ramirez-Medina, E.; Vuono, E.A.; Rai, A.; Pruitt, S.; Silva, E.; Velazquez-Salinas, L.; Zhu, J.; Gladue, D.P.; Borca, M.V. Evaluation in Swine of a Recombinant African Swine Fever Virus Lacking the MGF-360-1L Gene. Viruses 2020, 12, 1193. [Google Scholar] [CrossRef] [PubMed]












	
	
Publisher’s Note: MDPI stays neutral with regard to jurisdictional claims in published maps and institutional affiliations.











© 2020 by the author. Licensee MDPI, Basel, Switzerland. This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution (CC BY) license (http://creativecommons.org/licenses/by/4.0/).






nav.xhtml


  viruses-12-01307


  
    		
      viruses-12-01307
    


  




  





