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Figure S1. PCR Products scheme. All PCR products contain the sequence CACC for directional 

cloning, the ATG to open the ORF, the sequence encoding the different CP truncated versions and a 

sequence encoding the amber stop codon to close the ORF. 

 

 

Figure S2. Plasmids. Left: PENTR™/D-TOPO®. It shows the GTGG sequence for directional cloning 

of the PCR product, flanked by the restriction sites Not I and Asc I, terminators T1 and T2, the origin 

of replication pUC, the sequences for cloning Gateway attL1 and attL2 and the target-flanked 

kanamycin resistance gene for the restriction enzyme BspHI. Right: pEAQ-HT-Dest1. The region 

involved in Gateway recombination is between the UTR regions. The chloramphenicol resistance 

gene (CmR) is shown in yellow, the cell proliferation control gene (cddB) in red, both flanked by attR 

regions (blue), which recombine with the AttL regions in the pENTR vector.  
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Figure S3. CP domains distribution. Schematic representation of the reported CP regions, both those 

solved by CryoEM, and the non-solved. These are represesented as discontinuous lines. Amino acids 

involved on each region are also described. 

 

Figure S4. Schematic representation of deletion mutants.  
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