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Figure S1. Histogram analysis of the possession rates of TFBS matrices in the archetype NCCRs.  
TFBSs in the NCCR sequences of 49 JCV isolates from the urine of healthy individuals were identified, 
and the numbers of each matrix in the entire virus population were counted. The results of analyses 
of TFBS matrices in the forward strand of the NCCR (left) and its complementary reverse strand 
(right). Red bars indicate the number of TFBS matrices possessed by > 95% of archetype JCV isolates. 


