
 NC 038382 Sugarcane bacilliform Guadeloupe A virus

 Contig35 Saccharum spp. var. B46364 PAK155

 Contig36 Saccharum spp. var. BJ790038

 HQ593111 Banana streak CA virus

 Contig32 Saccharum spp. var. KN88104

 Contig39 Saccharum spp. var. LF653661

 KX066020 Canna yellow mottle-associated virus

 FJ439817 Sugarcane bacilliform Guadeloupe D virus

 Contig38 Saccharum spp. var. X100
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Supplementary Figure S1. Neighbor-joining phylogenetic trees of Caulimoviridae contigs obtained 
from sugarcane varieties (bold characters colored in red) and representative badnaviruses genome 
sequences (colored in black). Scale bars represent the number of substitutions per site; Branch label 
corresponds to the consensus support (%).


