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Figure. S1 Validation of small RNA HTS by RT-PCR of the rootstock plantation pools for the presence 

of GVT. Amplification was done using two different sets of primers, amplifying 303 or 904bp product. 

Sample numbers together with the plantation codes are used. M-GeneRuler 100bp Plus, -C/+C 

negative and positive controls using water or cDNA prepared from a virus infected plant. 

 

 

Figure S2. GVT specific RT-PCR test of individuals at the vineyards. Amplification was done using 

primers, amplifying a 904bp product. Sample numbers together with the plantation codes are used. 

M-GeneRuler 100bp, -C/+C negative and positive controls using water or cDNA prepared from a virus 

infected plant. 
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Figure S3. GVT specific RT-PCR test of individuals at the rootstock collections. Amplification was 

done using primers, amplifying a 904bp product. Sample numbers together with the plantation codes 

are used. M-GeneRuler 100bp, -C/+C negative and positive controls using water or cDNA prepared 

from a virus infected plant. 

 


