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Figure S1. Possible primer combinations tested with 5*10° ASFV molecular standard. FP1/RP3 had the fastest
TT and maximal fluorescence signal.
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Figure S2. The three best primer combinations tested with 5*10° ASFV molecular standard.
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Figure S3. The two best primer combinations were tested with 5*10** ASFV molecular standard. FP1/RP3 was
confirmed to perform best.

Table S1. ASFV positive samples. ASFV Genotype and sample matrix were listed.

Sample Matrix Genotype RPA
ID
Result TT (min)
1 Spleen I pos 2.35
2 Lung I pos 3.05
3 Macrophage culture I pos 3.01
4 Macrophage culture I pos 3.43
5 Spleen I pos 4.73
6 Lung I pos 4.76
7 Macrophage culture I pos 3.72
8 Blood I pos 4.73
9 Blood I pos 4.76
10 Blood I pos 3.35
11 Blood I pos 4.66
12 Blood I pos 3.06
13 Blood I pos 4.83
14 Blood I pos 4.76
15 Blood I pos 4.80
16 Blood I pos 4.81
17 Blood I pos 5.01
18 Blood I pos 3.05
19 Blood I pos 3.40
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Figure S4. RPA assay using 10% of the ASFV molecular standard based on Wang et al. 2020. Background was

very high and only 10° showed a late weak signal.



