
Supplementary File S4 
 
Supplementary File S4 contains a control set of 2260 spurious env/asp overlaps. The great 
majority of them (2183 cases) belong to the group M of HIV-1, while the remaining ones belong 
to the groups N, O, and P of HIV-1 and to SIV infecting chimpanzee or gorilla. A spurious overlap 
consists of an env region which overlaps with an anti-sense ORF interrupted prematurely by one 
or more stop codons and having a length ≤450 nt. The nucleotide sequence of overlap is 
reported both in the alignment format with gaps and in the format without gaps. 
 
>MH705158 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGTTGGAACGAAAGTGACACT-------------------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATAACGCTCCCGTGCAAAATAAAACAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGGGTAATGAGGTGTGAATCTAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATGAGGGCAAT----------------------------
-------------------------------------------------------------------------
----------
GAAAGTAGTGAGACGTGCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705151 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACTTGGCGGAAACTGGCAAATGGCACTTGGAGCAACATAA
ATAATGCAACG--------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTACTCTTAACAAGAGATGGTGGGAGTAGTAACAGG----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH705157 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGAAAGAGGAGAATGGCACTGTCAGCATGCAGAATG
ACACGGAG-----------------------------------------------------------------
----------------------------
TCAACTGACCCTATAACTCTCCAATGTAGAATAAAGCAAGTTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAGTAATAATAATACT-------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>MH705153 
TTCTATTGCGATACATCAGGCCTGTTTAATGGCACTTGGAGCAATACATCAGGCCTGATTAATAGCACTTGGA
GC-----------------------------------------------------------------------
----------------------------
GAGAATGACACTATAACTCTCCCATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA



TGTATGCCCCTCCCATCCAAGGAATAATAAATTGTACATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGAATAATAACAGTATA-------------------------
-------------------------------------------------------------------------
----------
AATGAGCCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTCAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---ATGGGAGCT------
---CTTCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705133 
TTCTATTGCAATACGTCAGGCCTGTTTAATAGCACTTGGAAGAATGGCACTAAAGAGGGAAATGACACTGCAA
AG-----------------------------------------------------------------------
----------------------------
TTAAGTGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTGTCTCTAAC---
ATTACAGGGATACTATTAACAAGGGATGGTGGGAATAGTAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GCCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAAAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>JQ403028 
TTCTACTGCAATACAACAGAACTGTTTAATAGCACGTGGAATGACACGAGCAACACATCGCAGGGGACAAAT-
-------------------------------------------------------------------------
----------------------------
AACAATAGTACTATTACTCTCCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAAATACAGTGCATATCAAAT---
ATTACAGGTCTACTATTAACAAGAGATGGGGGTAAGGGTAAAAGC----------------------------
-------------------------------------------------------------------------
----------
AATATTACAGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389622 
TTCTATTGCAATACATCAGACTTGTTTAATAGCAATTGGACAAATGGGAATTGGACAAATGGGATAGGCAGCA
CGGAG--------------------------------------------------------------------
----------------------------
ACTAATGACACTATAACTCTTCCATGCAGAATAAAGCAGATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGGGTAATAGAGTGTAAATCAAAT---
ATTACAGGAATAATATTAGTAAGAGATGGTGGTAAGAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GACAAGGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>DQ396400 
TTCTATTGCAATACATCAGGCCTGTTTAACAGAACTTGGAATGACACCGCTTGGAATGAAACAACTTGGAATA
ACATA--------------------------------------------------------------------
-------------------------
AATTCAAATGGAAGTATAACTCTCCAATGTAGAATAAAGCAAATTTTAAATATGTGGCAGAGAGTAGGACAGG



CGATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATCTTAACAAGAGACGGGGGGCTTGAGCTTAACAAT-------------------------
-------------------------------------------------------------------------
----------
ACGAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATACA
AAGTAATAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>FM165645 
TTCTACTGTAACACATCAGGCCTGTTTAATAGCAGTTGGGAAAATGACACTGGCAGCACGCAGGAGTCAAATA
GAACA--------------------------------------------------------------------
-------------------------
AAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGGGTAATACAGTGTCAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
CTGTTCATTGGGTTCTTAGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FM165628 
TTCTACTGCAACACATCAAGACTGTTTAATAGCAGTTGGGAACCATTAGGCCAGTATGATGACAGTCAGAGC-
-------------------------------------------------------------------------
----------------------------
AATGACACAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGGACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGGGAAATAACGTGTAGATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAATAAAACTAAT----------------------------
-------------------------------------------------------------------------
----------
GAAACCTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTTCTCATTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU191615 
TTCTACTGCAACACATCAACACTGTTTAATAGCAGTTGGCCATTAAACCAGTCTAACAGTTGGAGCAATGGCG
GA-----------------------------------------------------------------------
----------------------------
AATGACACAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGGACAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGGGTAATAATGTGTAGGTCAAAT---
ATTACAGGACTCCTATTAACAAGAGATGGTGGAAATGAAGCTAATAAAACT----------------------
-------------------------------------------------------------------------
-------
AATGAAACTGCTGAAATCTTCAGACCTGGAGGAGGGGATATGAGAGATAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTTCTCATTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH746258 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACATGGTCTAAAAATGGCACACAGCAGGTAGACAAC----
-------------------------------------------------------------------------
----------------------------
ATAACCAATCCTATAATTCTCCAATGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAGCAGGACAAGCAA



TATATGCCCCTCCCATCCAAGGACTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATGGGAATACA----------------------------
-------------------------------------------------------------------------
----
ACAAACAATGAAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAGGTAGTACAAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
CTAGGAGCT---------GTATTCATTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCT---GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>MH746253 
TTCTATTGTAATACATCAGCCTTATTTAATAGCACTTGGAATGATACCAATAATACGGGATCAAATACTGACA
ATAACACCACG--------------------------------------------------------------
-------------------------
GGGTCAAATGAAGTTATAACTCTCCCTTGCAGAATAAAACAAATTATACGTATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATTTCAGGAATAATAAATTGTACATCAAAC---
ATTACAGGACTAATATTGACAAGAGATGGTAGTAATGGTGATAAT----------------------------
-------------------------------------------------------------------------
-------------
AACAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>MH746251 
TTCTATTGCAATACATCAGCCCTGTTCAATAGTACTTGGAATGGCACTGTCACAAATGGCACACAA-------
-------------------------------------------------------------------------
----------------------------
GCAAATGGAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAGTGATAAGGTGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGAGGTGGAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGATTAGCACCTACCGAGGCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGTT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGCACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU168256 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGCATGTCAATAATACATCAAGCCTGGTTAAT----
-------------------------------------------------------------------------
----------------------------
AGCACTGGGAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATTCCAGGAATAATAAAGTGTGAGTCAAAC---
ATTACAGGACTACTATTGATAAGAGATGGTGGAATTAATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTATGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---TTTGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TTTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU168305 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAAGACTAATGGCACTAGCACTTGGAAGGAGACTA
ATGGCACT-----------------------------------------------------------------
-------GGGAGCCAGGAA------



AATAGCAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCGCAGGAGTAATAAAGTGTAACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGAAGTAATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AGCCAAGAGGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGATAACTGGAGAAGTGAATTATATAGGTACA
AAGTAGTACAAATTGAACCCCTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KP718918 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTTTAGTAATGGGAGCAGGGGCAATGAGAGCATGG
AAGATGACACC--------------------------------------------------------------
----------------------------
AATATAACTCATATAACTCTCCCATGCAGAATAAGGCAAATTGTGAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGATATAATATTAGCAAT-------------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCACTA---GGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAG---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>KP718928 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCATAGTAATGGCACTGCAAATGGCACT-------
-------------------------------------------------------------------------
----------------------------
GAAAATGCCACTATAACTCTCCCATGCAGGATAAAGCAGATTATAAATCTATGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCTATCCCAGGAATAATAAATTGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATGCTAGTGAG----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---------
GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>AM279343 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTTTAATAGCACTTGGAATGACACTATCAGCAATA
ATAAC--------------------------------------------------------------------
-------------------ACA---
GGGTCAAATGACACCATATATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGACAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAATAATACAGTGTAATTCAACC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGATTAACAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279348 
TTCTATTGCAATACATCAGGCCTGTTTGCTCAGGAGTTAAAAAATGACACAAAT-------------------
-------------------------------------------------------------------------
----------------------------



GACAATAACACAATAATTCTCCTATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCAGAGCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGAAAAAATGACAATGGA-------------------------
-------------------------------------------------------------------------
-------
ACTAATGGAACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAGAATTGAACCAGTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATC 
>FJ388894 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACCTGGAATATTAATACTATTTGGAATAACACTATGTCAA
ACAGC--------------------------------------------------------------------
-------------------ACT---
GAGTCAAACGGCACTATAGTGCTCCCATGCAGAATAAAGCAAATTGTAAATGTGTGGCAGAGAGCAGGACAAG
CAATATACGCCCCTCCCATCCAAGGAATAATACAGTGTGTCTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>FJ388903 
TTCTATTGTAACACATCGGGCCTGTTTAATAGCCAATATAACACATCAGGCCTGGTTAATAACACGCAGGAGT
CAGGAAGCACA------------------------------------------------------
GAGTCAAATGACACTGAGTCA------------
ATTGTCACAGACAATATAACTCTCCAAATCAGAATAAAGCAAATTATAAATCAGTGGCAAAGAGTAGCTCAAG
CAACATATGCCCCTCCCATCCCAGGAGTAATAAAATGTGTATCAAAC---
ATTACAGGACTAATATTAACTAGAGATGGTGGGAGTAGTAGCGGA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTTTGGGGCATT 
>FJ388909 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAATGACACCTGGAATGGCAATGACACACAAG
AGTCAAAT-----------------------------------------------------------------
-------------GAAACC------
TCGTCAAATGGCACCATAATTCCACCATGCAAAATAAAACAAATTGTAAATATGTGGCAGAGAGTACAACAAG
CAATGTATCCCCCTCTCGTCGAAGGAGTAATAAGGTGTGAATCCATC---
ATTACAGGACTACTATCAACAAGAGATGGTGGGATTAACAGCAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGTT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ388925 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAATGCCACTGCCAGCATGCAGGAGTCAAATAGCA
CAGAG--------------------------------------------------------------------
-------------------------



TCAAACGACACTACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAGTAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ388932 
CTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCCTGCCAATAACAGTACGCAGGGGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------
GAGTCAAACGACACCGTAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAG
CAATATATGCCCCTCCCATACCAGGAGAAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGTAGCAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACAGAAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCAGTATTAGGTGGACTGGGAGCT------
---GTCTTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGAAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATCGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ388938 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGGCACTACCATGCAGGAGTCAAATAACACAG
AGTCAAAC-----------------------------------------------------------------
-------------GACACT------
GAGTCAAACGACATTATAACTCTCCGATGCAGAATAAGGCAAATTATAAGAATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCACCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAGCAAGAGATGGTGGGAATAGAAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTTTGGGGCATT 
>FJ388942 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCTCTTGGCTGAAGTCAAATAGAACAGGGCCTAGCACAGAGC
CAAACAAC-----------------------------------------------------------------
-------------ACTGAG------
CCAAACAACACTATTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGTAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ388946 
TTTTATTGTAATACATCAGGCCTGTTTAATAGAACTTGGTCTACCAATACCAGCATGCAGGTGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------



GAGTTAAATGGCCCTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAATAATACC----------------------------
-------------------------------------------------------------------------
-------------
GGAAATCAAACCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAACCTCACGGTCTGGGGCATT 
>JF683737 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACGTGGAATGCTAGTGACATCACGCAGGGG----------
-------------------------------------------------------------------------
----------------------------
TTAAATGACACAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAGGCAA
TGTATGCCCCTCCCATCCAGGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGGGAATGGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>JF683759 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATACCACTGACACCATGCACGAGGAGACTAATA
CA-----------------------------------------------------------------------
-------------------------
GAGGCAAATAGTACTATTACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATACAGTGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGTAATAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCG---------
GTATTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACCATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JF683760 
TTCTATTGTAACACCTCAAAGTTGTTTAATAGCACTTGGGATCCTAATAATACCAGCACGCAGGAGTCAAATA
GC-----------------------------------------------------------------------
----------------------------
ACAAATGATAATATAATTCTCCCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAATAATAAACTGTGTATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGGGGTGTAGGTAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GCAAAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACTGGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>JF683761 
TTCTATTGTAACACCTCAAAGCTGTTTAATAGCACTTGGAATAATACCAGCACGCAGGAGTCAAATAGCACTA
AT-----------------------------------------------------------------------
----------------------------



CCAAATGATAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAAAAATAAACTGTGTATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGGGGGGGTAACAGCACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAGCCAATA---GGAGTAGCACCCACTGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGGGGCGTCA---
ATGACGCGGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>JF683767 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCTCTTGGAATATCAATGGCAGCAGGTCAAATAGCACAAGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACAGGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGAGGGGGTAACAATACA----------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAAATTTTCAGACCTGGAGGAGGAGATATGAGGGGCAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGACCCACCA---GGAGTAGCACCCAACACAGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCTGGAATAATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683779 
TTCTACTGTAACACATCAGGCCTGTTTAATAGCACTTGGTATACCAATAACAGCATGCAGCCAAAT-------
-------------------------------------------------------------------------
----------------------------
TACACAAAAACTATAACTTTGCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATACAATGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGCATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>JF683782 
TTCTATTGTAATACATCAAAATTGTTTAATACAACTTGGAATGCCAATGGCAGCGTACAGGAGTCAGTCAACA
CT-----------------------------------------------------------------------
-------------------------
GCAGGCAACACTACTATATTTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCAGGGAAGAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGAGGTAATGCAAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>JF683783 
TTCTATTGTAATACATCAAAATTGTTTAATACAACTTGGAATGTCACTGACAGCATAGAAGAGTCA-------
-------------------------------------------------------------------------
----------------------------



GGCAACACTATTATAGTCCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATCCCCCTCCCATCCGGGGAATAATAAGGTGTGAATCCAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGAGATACTGAAAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>JF683789 
TTCTATTGTAACACCTCAAAGCTGTTTAATAGCATTTGGCATCCTAATGATACCATGCAGGAGGAGACTAATA
CA-----------------------------------------------------------------------
-------------------------
AATCCAAATGCTAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTGTGGCAAAGAGTAGGGAAAG
CAATATATGCCCCTCCCATCCGAGGAAGAATAGAGTGTGTATCAAAC---
ATTACAGGATTAATAATAACAAGAGATGGTGGAAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAAATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACTGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT---------
ATGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ670523 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCCTAATAGCACTTGGAATGCCAATACCAGCATAC
AGGAG--------------------------------------------------------------------
-------------------TCA---
AATAGCACAGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAGCAGGAAAAG
CAATATATGCCCCTCCCATCCAAGGAGCAATACAGTGTATATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGTAATAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTAGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTACA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF219261 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGTGTCAAACAACACTGGGAAATATTATAGTAATA
GCACT--------------------------------------------------------------------
-------------------------
AGGGAAAATCCAAATATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAAGTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTATTTGGGCTGGGAGCT---------
GTCTTTCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AF219265 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGTAATAGCACTTGGAGTTCCAATGCCAGCACGC
AGGGG--------------------------------------------------------------------
-------------------------



TCAGAAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGATTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTACAAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAACCTCCAGACCTGGAGGAGGAGATATGGGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TGAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAGTAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM204635 
TTCTATTGTAATACATCACACCTGTTTAATAGCGCTTGGTCTGTCAATGACACCGTGCAGGAGTCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
GAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGATGTAACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAGTTCA-------------------------
-------------------------------------------------------------------------
----------
AATGAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM204648 
TTTTATTGTAACACATCAGGCCTGTTTACTGGCACTTGGAATCAGACTAATAGTACTTGGAATAGTGGCACTT
GGACT--------------------------------------------------------------------
-------------------------
AACACTACTGGCAATATAACTCTCCAATGCAGAATAAAGCAGGTCATAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGAAGGTAACAGTAGC----------------------------
-------------------------------------------------------------------------
----------
ATAAAAGATGAAACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGTTGTTGAGACTCACGGTCTGGGGCATT 
>HQ595782 
TTCTATTGCAATACGTCTAAACTGTTTAATAGCACGTGGAAAAATGAAAGCAGGCAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TCAAATGACATTATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAAAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAGAGTGTAATTCAAAC---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAATAGAACCGAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAGGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAGAATTGAACCATTG---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCTGGA---TTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGCAGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAGGCTCACGGTCTGGGGCATT 
>HQ595784 
TTCTATTGCAACACAGCAGGTCTGTTTAATAGCAGCTGGGGGAACAATGACACTGACAGCAACCAGACA----
-------------------------------------------------------------------------
----------------------------



GCAAAGATAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAACGATAAACTGTTTATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGGGGGACAAATAAGACGTGG-------------------------
-------------------------------------------------------------------------
----------
TCTCACAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>Y13718 
TTCTATTGTAACACATCAAGACTGTTTAATAGCACTTGGAATGACACTACCAGTATGCTAAATGACACGAAG-
-------------------------------------------------------------------------
----------------------------
CCAAACGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
GTAAGTAGTGAAACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>Y13717 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGATAGCAGTGCCAGCATGCAAGAGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AGCACGGCCAATATAACTCTCCCATGCAGAATAAGGCAAATTATAAATCTGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAGAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGGGTAATGGTACTGAA-------------------------
-------------------------------------------------------------------------
----------
AGTAAAAAAGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---GTCCTCCTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGGTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385459 
TTCTATTGCGATACATCAGGCCTGTTTAATAGTATTTGGAATAGCACTGCCATCAGCCAGAATGTCGAGGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGATACTATAACTCTCCCATGCAAAATAAGACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCGTCCCATTCAAGGAATAATAAACTGTACATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGGATAATGATAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAGATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCATCTTTGGGTTCCTGGGAGCA---GCCGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCACACAA---TTATTG---TCTGGTATAGTACAACAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385452 
TTCTATTGCAATACATCAGGCCTGTTTTCTGGCTCTTGGTATAATGGCACTTGGGCTAATGACTCTTGGAGTG
CTGGT--------------------------------------------------------------------
-------------------CCT---



GGGACCAATGATAATATAACTCTCCCATGCAAAATAAAGCAAATCATAAGAATGTGGCAGAGAGTGGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGAAATAAATTGTGTATCAAAC---
ATCACAGGACTATTACTAACAAGAGATGGTGGTAATAGTAGTGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATAAGAGACAATTGGAGGAGTGAATTATATAAATATAAAGTGGTAA
AAATTGAACCATTA---GGAGTAGCGCCCACCAGGGCAAGGAGAAGAGTGGTG--------------------
-------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACACCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385453 
TTCTACTGCGACACAACAGGCCTGTTTAATAACACAGAGAAA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATAATGCTCCCATGCAAAATAAGACAAATTGTACGTATGTGGCAGAGAGTAGGACAAGCAATGT
ATGCCCCTCCCATTCCAGGAGTAATAAACTGTCTATCAAAC---
ATTACAGGGCTACTGCTGACAAGAGATGGTGGGGATAGTACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGAAATTCAGACCAGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAAGAAAAAGAGCA---GGA------CTAGCAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KT152846 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGACGAAAAATGACAGCATGCAGGGGTTAAATCACA
CGGAG--------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACTCTCCCATGCAGACTAAGGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAATAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCACTA---GGGGTAGCACCCACCAAGGCAAGGAGAAGAACGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCTGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT152841 
TTCTATTGTGATACATCAGCCCTGTTTAATGGCACTTGGAATAATACCAGCATGAAGGAGTCAAATAGCACGG
AA-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGGGGATAACAGTACA-------------------------
-------------------------------------------------------------------------
-------------
AATGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAACGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GAA---GAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATA 
>KT152842 
TTCTATTGTAATACATCAGCTCTGTTTAATGGCACTTGGGGGCAAAATGCCAGCATGGAGTCAAATGGCACT-
-------------------------------------------------------------------------
----------------------------



ATAAATGACACTATAATTCTCCCATGCAGACTAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAATTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATACAGAG----------------------------
-------------------------------------------------------------------------
-------------------
GAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTGAACCACTA---GGAGTAGCACCCACCAGTGCAAGGAGAAGAACGGTG--------------------
-------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT152844 
TTCTACTGTAATACATCAGCCCTGCTTAATGGCACTTGGCAAAATGCCAGCATGCAGGAGTCAAATAGCACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACCATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGCGTATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGAATAGTAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAGTTGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAACGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GAAATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736809 
TTCTATTGTAATACATCAGGCCTGTTCAATAGCACTTGGCCTGTCAATGCCAGTGAGCAGGAGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------
GAGTCAGATGGCATTATAACTCTCCGATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAATAATAAAGTGTGTATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGAATAGTACTGTC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY736810 
TTTTATTGTAATACATCAGACCTGTTTAATAGTACTTGGAACATTGAAGGCACTGCCAGCATAAATGGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTCAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAATACTGGGAATAAT-------------------------
-------------------------------------------------------------------------
-------
AGCAGGACAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTATTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY736812 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACCTGGAAGGCCAACAATGGCACCTGGAAGGCCAACATAT
CAGAG--------------------------------------------------------------------
-------------------------



TCAAATAACACGGAGATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCCATCCAGGGAGTGATAAGGTGTGAATCAAAC---
ATCACAGGACTACTGTTAACAAGAGATGGTGGGGAGGGGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AY736815 
TTCTATTGTAATACATCAGGTCTGTTTAATAGCACCTGGGACAACAACACCGACCCAACCAACACAACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAACAGGGCAAGCAA
TGTATGCCCCTCCCATCCAAGGGGTAATAAGGTGTGATTCCAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAGTAGGTAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736813 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCAGTTGGAATAATAACACTTGGAAGGAGTCAAATAGCACGG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCTATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGGTTAATAAGCTGTAAATCAAAC---
ATTACAGGTATAATATTGACAAGAGATGGTGGGAATGGTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAGGTATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736816 
TTCTATTGTGACACATCAGGCCTGTTTACTTGGAATAGCACTTGGAATGGCACTGAGTCAAACAACACAAAG-
-------------------------------------------------------------------------
----------------------------
TCAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAGAC---
ATTACAGGACTTATACTAACAAGAGATGGTGGGAATACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457053 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCACCTGGCACTATAACAGCAATGGTACTTGGCACAATAACA
GCACAAAT-----------------------------------------------------------------
-------------AGCATG------



GACTCAAATGAAACTATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCTAATCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTCTTAACAAGAGATGGTGGGAATACTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAGATTGAGCCACTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AF457055 
TTCTATTGTAATACAACAAACCTGTTTAATAGCACCTGGAGAGGAAATAAAACTGTCAGCAATAGCACAGAGT
TA-----------------------------------------------------------------------
-------------------------
GATGAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAGTGATAACAAT----------------------------
-------------------------------------------------------------------------
----------
ATAAGTAGTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTGAAACTTGAACCACTA---GGAGTAGCACCCAACAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457070 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAGCACTGGGAATGACACTTGGAGTGGCAATG
CCAGCACG-----------------------------------------------------------------
-------------------CAG---
GAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAATAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAACAATGAAAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGGTACAAAGTAGTGA
AAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------------
-------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457077 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTCTTGGAATGACACTGCAAATGGCACTGCAATGG
AG-----------------------------------------------------------------------
----------------------------
CCAAATAGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTGTATCAAAC---
ATTACAGGACTAATATTAGTAAGAGATGGAGGGAATAATGTTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF457080 
TTCTATTGTAATACATCGGGCCTGTTTAATAGCACCTACAATGGCACTGACATCGCTGAAAATAGCACGGAG-
-------------------------------------------------------------------------
----------------------------



TCAAATGACACTATAGTTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGCGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGATGTGACTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGGATGATAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGGGCT---------
TTTGTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAAATATTGAGACTCACGGTCTGGGGCATT 
>AF457081 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACAAATGACAGTATCAGCACAAATAGCACAAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATATGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457083 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTACTTGGAATAACAGTACTTGGAATACCAGCAGGCAGGAGG
CAAATAAT-----------------------------------------------------------------
-------------AGCCCG------
GGGTCAAACGACACTATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCGGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF457084 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCAGTTGGACTGCTAGCAATGATAGCATGCAGGAGGCACATA
GC-----------------------------------------------------------------------
----------------------------
ACAGAGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGAGGGTAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCAGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCAAGTCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTTTGGGGCATT 
>AF457086 
TTCTATTGTAATACAACAAAACTGTTTAATAGCACTTGGAGTCATAATGACAGCACGCAAGAGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------



AAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATACAAGGAATAATAAGGTGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGAGGTACCAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATCAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGCAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457089 
TTTTATTGCAATACATCAGATCTGTTTAATAGTACTTGGCCTGTCAATGCCAGCATGGAGTCAAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATACAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGATCTAACAGTACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TGAAAATTGAGCCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCG---GTTACA---CTAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EU110088 
TTCTATTGTAACACATCACGCCTGTTTAATAGCACCTGGTGGGCCAATGGCACCAGGACGGGCTACAACAGC-
-------------------------------------------------------------------------
----------------------------
ACTGATGGCAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAAGAATAAGTTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGTGATAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAGAAGTTGAACCACTA---GGAGTAGCACCCACAGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU110092 
TTCTATTGTGATACATCAGCTCTGTTCAATAGCACTTGGAATGCCACTGAGTCAAATGACACAAACTCCACAG
AATCA--------------------------------------------------------------------
-------------------------
AACTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAATAGGACAAG
CAATGTATAACCCTCCCATCCAAGGAAAAATAAAGTGTGAATCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGAGAAAATAGAGAAAAT-------------------------
-------------------------------------------------------------------------
-------
AATGACAGTAGTGAAATCTTCAGACCAGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>EU110094 
TTCTATTGTAATACATCAGGCCTGTTTAGTAGCACTTGGAGTTGGAATGACACTACCAAAACAATGGAATCAA
ATAGC--------------------------------------------------------------------
-------------------ACG---



GTGTCAGATGGCACTATAAATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCCAAGGAGCAATAAGGTGTACATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAAAGATGACAGG----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022360 
TTCTATTGTAACACATCAGGCTTGTTTAATAACACTTGGGTGTTTAATAGCATTTGGGATAATAGCACTCAGG
AGTCCAAT-----------------------------------------------------------------
-------------AGCACA------
GAGTCAAATAAAACTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCTCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAATAACACG----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAAACATTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCACGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTACA---ATAGGAGCT---------
ATGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KT022361 
TTCTATTGTAATACATCAGGCCTGTTTAATTACAGCTACAGCATGCAGGAGTCAAATGATACGGAG-------
-------------------------------------------------------------------------
----------------------------
GCAAATGGCACTATAACTCTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCCATCCAAGGAGTAATACAGTGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAGTACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATATAAGTATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAATATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022363 
TTCTATTGTGACACCTCGAAGCTGTTTAATAGCTCTTGGAATGAGAGCACTTGGGATGAAAATAGCACGAAGC
CTAAC--------------------------------------------------------------------
----------------------------
AACAATGAAACTATAATTCTCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATTGAAGGAATAATAAAGTGTGACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGGATTAACACA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACTTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KT022364 
TTTTATTGTGATACCTCAGGCTTGTTTAATAGTACTTGGGAAATTGAAAACAATACTGCCAGAATAAAGCCAA
ATAAC--------------------------------------------------------------------
----------------------------



ACGGGGTTAAATATAACGCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGTATCAAAC---
ATCACAGGACTACTGCTAACAAGAGATGGTGGGAGTAAAAATAGA----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAGCATCTGTTGAAGCTTACAGTCTGGGGCATT 
>KT022365 
TTCTATTGTGATACGTCAGGCTTATTCAGTAGCACCTGGCAATTCAATGGGAGTACCTGGAACAACACAGATT
CAAACAGCACA--------------------------------------------------------------
-------------------------
GGGTCAGATGACACTATAGAACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGTTGTGTATCAAAC---
ATCACAGGACTAATATTAACAAGAGATAGT---AATAACAGAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022367 
TTCTATTGTAATACATCAGGTCTATTTAATAGCAGTTGGAATGATACTGAAATCGGGCGGGAGATAAATAGGA
CGGAG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGGGATGGTGGGGGTAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022368 
TTCTATTGTAATACAACAGACCTGTTTGATAGCATTTGGCTTTACAATGCCAGCATGCATAAT----------
-------------------------------------------------------------------------
----------------------------
GCAAATAGCACGATAACTCTCCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCGTCGAAGGAAAAATACAGTGCAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAACGATACA----------------------------
-------------------------------------------------------------------------
----------
AATGGAACCGAAATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAAGA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022369 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATTATACTAATAGCATGCAGCAGTCAAATAGCA
CAGAG--------------------------------------------------------------------
----------------------------



TCAAACGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGGCAAGCAA
TATATGCCCCTCCCATCCCAGGGGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTGACAAGAGATGGTGGGAGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGGAATGTGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCTATAGAAGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>FJ866117 
TTTTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTCACCTGACAATAGTACTGGGACTAGTACTGGGA
ATAATGAC-----------------------------------------------------------------
-------------------ACT---
GCCAGCAATGGCACTATAACTCTCCCATGTAGAATAAAGCAGATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAGTGGGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATCGAACCTCTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAGCTCACAGTCTGGGGCATT 
>KT022370 
TTCTATTGTAATACATCAGGCCTGTTTAATAGAGCTTACACTAACAGCACTTACAATAACAGCACGCAGGACA
ATGACAAT-----------------------------------------------------------------
----------AACAGCACG------
CAGGACAATGCAACTATAACTCTCCCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGCAGGGAAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAACTGTGTATCAAAC---
ATTACAGGACTAATTTTAACAAGAGATGGTGGAAAGAGTAACAGTACG-------------------------
-------------------------------------------------------------------------
-------------
GAGGGGGAAATCTTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022372 
TTCTATTGTGATACAGCAGGCCTGTTTAATAGCACTTGGAGTCACAATGACAGCATACAGGGGACAAATAGCG
CAGAG--------------------------------------------------------------------
----------------------------
TCAAATGAAACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAAGAACAATACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---GTTGGA---GTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022373 
TTCTATTGTAACACATCAAGCTTGTTTAGGGGCGCTTGGAATAGTACAACTGCAACACTTAATAGCACTGGGA
AT-----------------------------------------------------------------------
----------------------------



AGCAATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATAAAAGGAGTAATAAGGTGTAACTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAGTGATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGAACTGAAACTTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTTAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022374 
TTCTATTGTAATACAACAAAGCTGTTCAATAGCTCTTGGTCTGCCAATGCCAGTGAGTCAAATAGTACAGATG
GCAATAGT-----------------------------------------------------------------
----------------------------
ACAGATGGCACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCAATCCCATCCAAGGAAAAATAGAGTGTGCATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGTGAGCAGG----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGAGTAGCACCCCATACGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022375 
TTCTATTGTAATACATCAAAACTGTTTAATAGCACTTGGCCACAGTCAAACCACACGGAA-------------
-------------------------------------------------------------------------
----------------------------
GACAATGGAAATCTAACTCTCCCATGCAGAATAAAACAACTTATAAACCTGTGGCAAAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATACCAGGAAATATAAGTTGTGTATCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGAACACTGGGAAC----------------------------
--------------------------------------------------------------------
AATACAGAGGGAAAT---
AAAACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGCACTTGCT------GGAGCT---------
TTCTTTCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAATTGTTGAGACTCACAGTCTGGGGCATT 
>KT022376 
TTCTATTGTAATACATCAGGCCTGTTTGATAGCACTTGGTCGTTTAATAGCACACAGGAGTCAAATAACACGG
GG-----------------------------------------------------------------------
----------------------------
GAAAATGATACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTAACTCAACC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGGAGGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>KT022377 
TTCTATTGTAATACATCAGGGCTGTTCAATAGTACTTGGAATACCACGAAGGTAAATAGCACAGAG-------
-------------------------------------------------------------------------
----------------------------



TCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATAAATTGTGCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGGGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCATTTGTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGCAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866116 
TTCTACTGTGATACATCAGGACTGTTTAATAGCTCTTGGAATAATACATCGGGCCAGTTTAATAGCACTTGGA
CTGATGGC-----------------------------------------------------------------
-------------TACAAT------
AGAAAGAGCGAGAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAACAGGGCAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGGCAGGCTAACAAA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATTTAGGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTAATTGGCATGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ866118 
TTCTATTGTAATACAACAGGACTGTTCAATCTCACTTGGAATGGCACTGACAGCACAAATAGAAAT-------
-------------------------------------------------------------------------
----------------------------
GAGTCAGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACGAGCAA
TATATGCCCCTCCCATCCCAGGAGTAGTAAAGTGTAAATCAAAT---
ATTACAGGATTAATATTAACAAGGGATGGTGGAGACGACGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGGGTAGCACCCACCAAGGCAAGGAGGAGAACGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>FJ866120 
TTCTATTGTAATACATCACTCCTGTTTGAAAGCATTTGGTATGGCAATGAAAGCATAAATGCCACAGAAGAGG
CA-----------------------------------------------------------------------
----------------------------
AATGACACTATAATAACTCTCCGATGCAGAATAAAGCAATTTATAAAAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGCAATCAGGTGTAATTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGCTTAATGACAATGGAGCT----------------------
-------------------------------------------------------------------------
-------
GATGGAAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAGAAATTGAACCACTA---GGAGTAGCCCCCACTCAGGCAAGAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866121 
TTCTACTGTAACACATCAAAACTGTTTAATAGTACTTGGCATTACAATAACAGCACTGGGTATAATAATGGCA
GCCTACAG-----------------------------------------------------------------
-------------------GAG---



GAAAATAACACAGAGATAGTTCTCCTATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGGGTAGGAAAGG
CAATGTATGCCCCTCCCATCCAAGGAAGCATAAAGTGTAACTCAAAC---
ATTACAGGACTACTATTAATCAGGGATGGTGGGGTTAATACTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCGTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KT022380 
TTCTATTGTAATACATCAGGCTTGTTTAATAGGACTTGGAAAAAGGGGATAATCAAGGGCACTGCCAATAACA
CG-----------------------------------------------------------------------
----------------------------
GAGTCAGACCCTATAGTGCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGTAATGGA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG--------------
-------------------------GCGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022381 
TTCTATTGTAATACATCAGGCCTGTTTAATTACACCTATCCATCAAATCACAGTGATAAGTCAAATAACACT-
-------------------------------------------------------------------------
----------------------------
ATAAATGAGACTATAACTCTCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATTAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGT---TTTAATGGCACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGGCCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GGAAGAGAGAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCAATAGAGGCTCAACAACATCTGCTGAGACTCACGGTCTGGGGCATC 
>KT022382 
TTCTATTGTAATACATCAGGCCTGTTCAATAGTAGCTGGGGTCCAAATGACACGAAATCAGATAAC-------
-------------------------------------------------------------------------
----------------------------
TCAACTACAAATTACACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAATAGGACAAGCAA
TGTATGCCCCTCCAATCGAGGGAGAAATAAATTGTGTATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGCATAACAGTATT----------------------------
-------------------------------------------------------------------------
-------
AACAATGAAACTGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022383 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACAGCCCTTGGAATAACACTGGGGAA-------
-------------------------------------------------------------------------
----------------------------



CAAGAAGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGAATCGAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAACACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ623487 
TTCTATTGTAATACATCAAGACTGTTTAATAGCACTTGGAACAATGGCACTTGGAACAATACCAACATGCAGG
AGTCAAATAGC--------------------------------------------------------------
-------------ACGAAG------
TCAGAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATAGTGTGAATAATAGCAAA----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623481 
TTTTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATCACACTGACATAAAGGGGTCAAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAGTGAAACTATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATACCAGGAGCAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTCTTAACAAGAGATGGTGGGAATAGCAAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACAACAGAAATCTTCAGACCTGGAGGAGGAAACATGCGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT------
---GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCGACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623475 
TTTTACTGTGATACATCAGGCCTGTTTAATAGCACTTGGGGAGCCACTGACAGCATGCATGGGGCAAATGACA
CG-----------------------------------------------------------------------
-------------------------
GAGTCAAATGACACTATAACTCTCCCATGTAGGATAAAACAAATTATAAATAGGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGCAAATCAGAC---
ATTACAGGAATAATATTAACAAGAGATGGTGGGAATAATAATGAC----------------------------
-------------------------------------------------------------------------
----------
AGTAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGTATA
AGGTGGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGG---ATAGGAGCT------
---GTTTTCCTTGGATTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATA 
>FJ623476 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGAATATCACTGACAATCTCAACATAACTCAG----
-------------------------------------------------------------------------
----------------------------



TCAAATGAGAACATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAAGGGTAAGTTGTGTCTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAACAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCACTA---GGAGTAGCACCTACCCAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623485 
TTTTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTATCACAATAGCACTTGGAATGATCAAACTGACG
AG-----------------------------------------------------------------------
-------------------------
AGGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCTATCCAAGGAACAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGAGGATAGCAAT----------------------------
-------------------------------------------------------------------------
----------
ACAACAACTGAAACCTTCAGACCTAGCGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>FJ623488 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGGATAACAATACTGGCAATTGGTCTAGCAATAGCA
GCAGCATGCAG--------------------------------------------------------------
----------GGGTCAAAT------
AGCACAGATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCCCCCATCCAAGGGATAATAAGGTGTGAATCAAAC---
ATCACAGGGATAATATTAACAAGAGATGGTGGGGGTACTGAGGAT----------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAACCAGTA---GGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGCATAGTGCAACAGCAGAGT---
AATTTG---CTGAGG---GCTGTAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>FJ623478 
TTCTATTGTAATACATCAGGCCTGTTTAATCACACTTACCTGCCTAAGAGCACTTACCTGCCTAATAGCACTT
GGAATAAC-----------------------------------------------------------------
-------------AGTACG------
GGATCAAATGACAGTATAACTCTTCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCAAGGAGTAATAAAGTGTAAATCAGAT---
ATTACAGGACTAATATTGACAAGAGATGGTGGGAATAGTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ623482 
TTCTATTGTAATACATCAGACCTGTTTAATGGCAATAGCACTAGGAATGGCACTGGGAATAGCAACAGCACGC
CG-----------------------------------------------------------------------
----------------------------



GTAACTGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCGCCCATCCAAGGGGTAATAAGGTGTGTATCAAAC---
ATTACAGGATTAATATTGACAAGAGATGGTGGGAAACAGAATAATAATAGTAAT-------------------
-------------------------------------------------------------------------
-
AGTAATAGTAGTGATATTGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---
ATAGGAGCT---------GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---TTAATG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>FJ623477 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCACCTGGAATAATAGCACCTGGAATAATAATGACACTGCCC
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACAATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAACAGAACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATCACAGGACTACTATTAACAAGAGATGGTGGGATTAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCACTG---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
TTATTCCTTGGATTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ623486 
TTCTATTGTAATACATCAGAACTATTTAATAGCACTTGGAATCTTAATAGCACTTGGAATCACACTGGCAGCA
TACCGGAGTCA--------------------------------------------------------------
----------AATAGCACG------
GAGTCAAATGGCACTATAACCCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCAAAGGGACAATAAGGTGTAAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAAGGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATCAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAAAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623479 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACTTGGAATAATAGCACTTTGAATGGCACTGCCAAGCAGG
AG-----------------------------------------------------------------------
-------------------------
GTAAATGACAGCACTATAACGATCTCATGCAGGATAAAGCAATTTATAAATATGTGGCAGAGAACAGGACGAG
CAATGTATGCCCCTCCCATTCCAGGAGTAATAAGTTGTAACTCAAGC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGGATGATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>HM215275 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACTTGGGAGGCCAATAGTACTGCCAATACC----------
-------------------------------------------------------------------------



----------------------------
AGCACGACAAATATAACTCTCCCATGCAAAATAAAGCAACTTGTAAGAATGTGGCAGAGGACAGGACAAGCAT
TGTATGCCCCTCCCATCGAAGGAGTAATAAAATGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAGT----------------------------
-------------------------------------------------------------------------
----------
GCAACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCACTA---GGAGTTGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTTCCT------GGACTG------
---TTTTTCCTTGGGTTCTTAGCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT252544 
TTCTATTGTAACACATCAGGCCTGTTTAATAGTACTTGGGATGGGAATAGCACTGAGGCAAACATTACGCAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAGACTATAACTCTCCCATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTGGGACGAGCAA
TGTATGCCCCTCCTATCCCAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGGCTAATACTGACAAGAGATGGTGGGAATGAAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACAGAAATCTTCAGACCTGTAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTTTTCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>HQ540689 
TTCTACTGTAATACAACAAACCTGTTTAATAGTAGCATTCCCTTCAACGCCAGCGAGAGGGCAAATAACACCA
AT-----------------------------------------------------------------------
-------------------------
AGCACAGATGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTTATGTTAACATGGGATGGTGGGAGTAAAAATATTACTGAG----------------------
-------------------------------------------------------------------------
-------
GGCAATAGAACTGAAACCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTTGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KU921708 
TTCTATTGTAATACAGTAAATCTGTTCAATAGCTCTTGGGGTGCCAACGCCACTGAGTCAAATAGCACAGGGT
TA-----------------------------------------------------------------------
----------------------------
AATAATCAAACTATACATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCGTCGAAGGAATAATAAGTTGTGTATCAGAC---
ATTACAGGACTACTGTTAACAAGAGACGGAGGAGAAAATACAACA----------------------------
-------------------------------------------------------------------------
----------------
CATGAAATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCCCTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>KU921712 
TTCTATTGTAATACATCAAAGCTGTCTAACAGCACATTTCCACTTAATAACACTCAGAATAACAGCACGCAG-
-------------------------------------------------------------------------



----------------------------
ACAAACAGTACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGAAAAGCAA
TATATGCCCCTCCCATCTCAGGACCAATAAAGTGTACATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATGATAATAATAATGAT----------------------
-------------------------------------------------------------------------
-------
ACCAATGGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---ATTGGA---CTGGGAGCT---
------GTATTCATTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAGCC---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921727 
TTCTATTGTGACACATCAAGCCTGTTTAATAGCACTTGGAATGAGAATGACAATGTCAGCAGAACAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGTACAGAAGATATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCGA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATAACAGGACTAATATTAACAAGAGATGGTGGGAATCATAATAGT----------------------------
--------------------------------------------------------------------
ACAAATGAAACCTCC---
AGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCTCTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU921732 
TTCTATTGTAATACATCAGGCCTTTTTGATGACACTTGGAATGGCACGAAG----------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACACTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGCGAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGCATAACATTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCTCGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---ATGGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921734 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATAAGGATAATAACACCTTGAATGGCGCTGTAA
ATAAC--------------------------------------------------------------------
----------------------------
ATAACAGACAATATAACCCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCTCCTCCCATCCCAGGAGTAATAAGGTGCACCTCAAAT---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAAAGATAGCAATGAA-------------------------
-------------------------------------------------------------------------
-------------
AGTGCTGAAACCTTCAGACCTGGAGGAGGAGATATGGGGGACAACTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCAACAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAATCTTGGGA---CTGGGAGCT---------
GTTTTCGTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921738 
TTCTATTGTAACACATCAGAGCTGTTTAATAGCACTTGGAATAGGACTGACCCTGGCACTTGGAATAACACC-
-----------------------------------------------------------------------



AGCACGCAGGAGTCAAAT---------
AGCACAGATCAAAAAATAACTCTCCAATGCAGCATAAAGCAAATTATAAATATGTGGCAAAGGGTAGGACGAG
CAATGTATGCCCCTCCCATCCCAGGACCAATACAGTGTAGATCAAAC---
ATTACAGGACTAATATTAGTGAGAGATGGTGGGAATACGAATACT----------------------------
-------------------------------------------------------------------------
-------------
AGCAAGGAAACCTTTAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921746 
TTCTATTGTAACACATCAGGTCTGTTCAACAGCACTTGGGATGATACCGCCATACAGGAAAATATCACGGAGA
TCACGGAG-----------------------------------------------------------------
----------------------------
TCAAATGACACAATAACTCTCCAATGCAGAATAAGGCAATTTATAAGGATGTGGCAGAGGACAGGACAGGCAA
TGTATGCCCCTCCCATACCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGCATAGTAATAGT----------------------------
-------------------------------------------------------------------------
----------
ACTAGTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTACA---ATAGGAGCC------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU921752 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACACCAGCAATGGGAATGACACCAACATAT
CAAATAGC-----------------------------------------------------------------
-------------------ACG---
GAGAAGAATGAGAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGAAAAG
CAATGTATGCTCCTCCCATCCCAGGAATAATAAAATGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGAAAGGAGGAAAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTGTTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAG---GCTAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921756 
TTCTATTGTAACACATCAAACCTGTTTAATAGTACTTGGCTTAACAATGGCACATTAGGTAGTGACAATGGCA
TATCA--------------------------------------------------------------------
----------------------------
GATAGTAAAAACATAACTCTCCCATGCAAAATAAGGCAAATTATCAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAAATCAGAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAGTTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ATAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921759 
TTCTATTGCAGTACAAAAGGCCTGTTTAATAGCACTTGGAATGCTAATGGCACCAGGAATGACTTAGGGAGCT
CG-----------------------------------------------------------------------



-------------------------
GAATCAGATGGCACTATAACTCTCCAGTGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCGCAGGAGTAATAAGTTGTAATTCAACC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAACAATAGTACA----------------------------
-------------------------------------------------------------------------
----------
AGTGAAACTGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCGCGGAGAAGAGCGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTTCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>KU921772 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCAGTTGGAATAGCACCAGCAAGGAGCTAAATAGCACCAACA
GGGAGCTA-----------------------------------------------------------------
----------------------------
AATAACATGACTGTAACTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGATTAATATTAACAAGGGATGGTGGGCTTAATCCTACA----------------------------
-------------------------------------------------------------------------
-------
GAGAACGAAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATATGT
ATAAAGTAGTGAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921780 
TTCTATTGTAATACATCAGGCTTATTTAATGGCACTTGGACCAATGCTAGCATACAAGAAAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACGGAGTCAAATATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGACAGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAGCAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACCAGAGATGGTGGGGATAACACAACT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATCGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921783 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACTTGGGGGAATGGCACTTGGAATGCCAGCAGCCAGGGGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATACTCCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGGGATGACAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTACA---ATAGGAGCT---------
GTTTTTCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KU921785 
TTCTATTGTAACACATCAGACCTGTTTAATAGCACTTGGTATGGCAATAACACCATGCAGGGATTAAATGGC-
-------------------------------------------------------------------------



----------------------------
ACAAATGACACTATAATTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAGAGTGTGTATCAAAC---
ATAACAGGACTAATATTGACAAGAGATGGTGGGGGTAGTGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGGACAGAGGAAACATTTAGACCTGGAGGAGGAGATACGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921788 
TTCTATTGTGATACATCAAGCCTGTTTAACAGCACTTGGGAACCAAACAATGTTAGTAGCAAT----------
-------------------------------------------------------------------------
----------------------------
TTAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAGTCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAAACATAACATGTAGATCAAAC---
ATTACAGGAATAATATTAACAAAAGATAAGGATGGTATAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCAGATGAAACCTTGAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGCCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921804 
TTCTATTGTGATACATCAAGCCTGTTTACTGGTACTTGGAATGGTACTACTTGGATGAATAGCACT-------
-------------------------------------------------------------------------
----------------------------
GACACTGAAAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGGAGAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATAAATTGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAAAACTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCATCTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACGA---TTACTA---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KU921831 
TTCTATTGTAATACATCACGCCTGTTTAGTTACAGGTGCACGTTCGAAAATGAGACTAATACTTACACCTGCA
CTAAC--------------------------------------------------------------------
-ACCATGCATGAGTTC---------
AATAGCACGGCAAATATAACTCTCCAATGCAGACTAAAGCAGATCATAAGGATGTGGCAGAGGACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGGCAAATAATGTGTAGATCAAAC---
ATTACAGGGTTAATATTAACAAGAGATGGTGGGGTTGATAACAATACA-------------------------
-------------------------------------------------------------------------
----------
GATGCTACCGAAATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACATCTGTTGAGGCTCACGGTCTGGGGCATT 
>KU921835 
TTCTATTGTAACACATCAGAACTGTTTAATAGCACTTGGAGTTGGAATAACACTTGGAATAACACTCATGAG-
-------------------------------------------------------------------------



----------------------------
CCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATACAAGGAGAAATAAAGTGTGAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGT---ATGGGTAACAATGTA-------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTGGGGCAAGGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCG---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KU921841 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTGACATGAGTTCAAATAACACAGAG-------------
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATAAGACTCCCATGCAGAATAAAACAAATTATACGTATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTGATAAGATGTAGCTCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGATAGAAAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCTCGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KU921852 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGAATGACACTGTCATGTTTAATAGCACTGGGAATG
ACACTGTC-----------------------------------------------------------------
-------------GGCAGG------
GAGTCAAATGAAACTATAACACTCCAATGCAGGATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATACGGCAGGGACA-------------------------
-------------------------------------------------------------------------
-------------
GGTTCTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>KF716474 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATGGTACGGCCAGCAATGTCAGCATACCTGACA
CGGTG--------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAGGTGTGATTCAAAC---
ATTACAGGGATGATATTAACAAGAGATGGTGGTGAT-------------------------------------
-------------------------------------------------------------------------
----------
AACAGGACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCACTA---GGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>KF716475 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCACTTGGTCCCTTAACAACACTTGGTCCCTTAACAGCACGC
AGTCAAAT-----------------------------------------------------------------



-------------GACACA------
GGGATAAATGATACCATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGGGGGAATGTGAATAGCAGT-------------------------
-------------------------------------------------------------------------
----------
AATGGCAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ATTGGTGGGCTAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY322184 
TTCTATTGTAACACATCAGATCTGTTTAATGAGTCAAATAGTACGGAG-------------------------
-------------------------------------------------------------------------
----------------------------
TTAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTAACAAGGGATGGTGGGATTAATACCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF539405 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGGCAGTGAGGCAAATAGCACG----------
-------------------------------------------------------------------------
----------------------------
CCACACGAGAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAAATGTAATTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>L22943 
TTCTATTGTAATTCATCAGGCCTGTTTAATAGCACTTGGACCAACATGCAGGAGTCAAATAGCACGGAG----
-------------------------------------------------------------------------
----------------------------TCAAATGACACTATAACTCTCCCATGCAGAATA---
AAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTG
TATCAAAC---ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAACAGT-----------------
-------------------------------------------------------------------------
------------------------
GAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX168075 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGTTTAATAGCACTTGGGAGTTTAATAGCACTT
GGGAGTTT---------------------------------------------------------
AATAGCACTTGGAATAATTCA------------



AATAGCACAGAGAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGCAGGACAAG
CAATATATGCCCCTCCCATACCAGGAGTAATAAGGTGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAATAGTACAAAT----------------------
-------------------------------------------------------------------------
----------
AATACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF004885 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGTATGTTAATAGCACTTGGAATGACACTGACAGCA
CTCAG--------------------------------------------------------------------
-------------------------
GAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGTGGAAAGGATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GTAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407151 
TTCTATTGTAACACATCAGGCCTGTTTAACAGAGCTTATGGCAATGTCAGCAAGCAAGAGCCAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCTCCGGCAATATAACACTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATACAAGGAGTAATAAGATGTGACTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAAAGATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ATAACTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407162 
TTCTATTGCAATACAACAAACCTGTTTAATAGCACTTGGAATCACACTGCCAGCATGAATAGCACAGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAATTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATACTACCGGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAGTGAAATCTTCAGACCTGGAGGTGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407156 
TTCTATTGCAATACATCAAAACTGTTTAATAGCAGGTGGGAGAACAATGGCACCGCCAACATGTTGAAGAATG
ACACA--------------------------------------------------------------------
-------------------GGG---



TCAAATGAGACTACTCTGATTCTCCGATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CGATGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTACATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGTGGTGAAAACGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGGGAAAAAAGAGCA---GTTGGA---ATGGCAGCT---------
GTCTTCCTTGGGTTCTTGGGAACA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>KT008652 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGGGCACAATGCCAGCAGGCAGGAGAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAGTGACACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGGCAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAACAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407157 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCATTTGGAATGGCACGCAGGAGCCAAATAGAACGGAG----
-------------------------------------------------------------------------
----------------------------
TCAAACGATACTATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTCAAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGATAATTAACGGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTTGGA---TTCGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866112 
TTCTATTGTAATACATCAGAACTATTTAATAGCACTTGGACTTGGAAAGGCAATAATGACAGCATGCAGGGGT
TAAATAGC-----------------------------------------------------------------
-------------------ACG---
GGGTTAAACAACACTATAACTCTCCACTGCAGCATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGTGGGAATAATAACATA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCCTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAATA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGGCTCACGGTCTGGGGCATT 
>AY322190 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCATTTGGAATCACACTAATGGCACTTGGAATAGCACGGAGT
TAAAT--------------------------------------------------------------------
-------------------GGC---



AATATAACTCTCAATATAACTCTCCCATGCAGAATAAACCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATTTGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY322193 
TTCTATTGTAACACATCAAGCCTATTTAATGGCACTTGGACGGGCAATGACAGCAGGCAGGAGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AGCAGCGACACTATAACTCTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TATATGCCCCTCCCCTACAAGGAGTAATCAGATGTGATTCAAAT---
ATTACAGGACTAATCTTAACAAGAGATGGTGGGAGTCCGGATAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGTTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ396018 
TTTTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGATGACAATAATACTAGGAATAATGAGACTGCC-
-------------------------------------------------------------------------
----------------------------
AGAAATAATACTATAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGACTTAATAACAAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACGACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736811 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACATATAGCGGGAACGAAACTGTCAGCAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACAGAGTACAACATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTGTGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAATGGTGGTAATAAC-------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736814 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGGATGATAACATTAAGAATGATACTAACAGCACAC
AGGGG--------------------------------------------------------------------
-------------------------



TCAAATAGCACGGAGATAATTCTCCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAACAGGACAAG
CAATGTATGCTCCTCCAATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGGAATACTAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGTTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAAATGTTGAGACTCACGGTCTGGGGCATT 
>AF457075 
TTCTATTGTGATACATCAAGCCTGTTTAATGGCACTTTAGAGGCCAATGCCACCGTGCAAAACTTCAAT----
-------------------------------------------------------------------------
----------------------------
AGCACAGAGCATATAATTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTGTGTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCAACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAATTGGACTGGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208458 
TTCTATTGTAACACATCAGGCCTGTTCAATAGCACTTGGATTAGCAATACCAGCGTGCAGGGGTCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
GGGTCAAATGACAGTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAGTACTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAAAT---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208467 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAATTGGAATTACACTAACAGCACGCAGGAGTCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
GAGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGCGGGGACAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ATAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208448 
TTCTATTGTAACACATCAGACTTGTTTAATAGCACTTGGTATGGGAATGGGACCAGCATGCGGGAGTCAAATA
GCACG--------------------------------------------------------------------
-------------------------



GAGTCAAACGACACTATAATTCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAACTGTGTATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGTTGGAATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU749411 
TTCTATTGTAATACAACAGGCCTATTTAATAGTACTTGGAATACAACAGGCCCATTTAATAATACTTGGCCT-
-------------------------------------------------------------------------
----------------------------
GATGATGTCAATATAGTACTCCCATGCAAAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGACTAATACAATGTAACTCAAAT---
ATTACGGGGCTACTATTAACAAGAGATGGTGGGAATAATGGCACA----------------------------
-------------------------------------------------------------------------
-------------
CTTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTGCTCATTGGGTTCTTGGGGGCA---GCCGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACAGATGCTGAAACTCACAGTCTGGGGCATT 
>KX232594 
TTCTATTGTAATACAACAGGACTGTTTAATAGTACTTGGTATAAAAATGGAACGACTGAGGGAACAAATAGCA
CGGGG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACACTCCCATGCAGAATAAAGCAAGTTATAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGGATAATAAGGTGTGAATCAAAT---
ATTACGGGGCTACTATTAACAAGAGATGGTGGAAATAATACAAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCAAAGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---TTTGGAGCT---------
TTCTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCC---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATATGCTGAAACTCACGGTCTGGGGCATT 
>KX232597 
TTCTATTGTAATACAACAGGTCTGTTTAATAGTACTTGGCCTAGTAATGAGACTAAGGAAGTAAATAACACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACATTATCACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAAAGAGTAGGACAAGCAA
TATACGCCCCTCCCATCAAAGGACTAGTACAGTGTAATTCAAGT---
ATTACGGGGCTACTATTAAACAGAGATGGTGGGAATAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
GATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTAGGAGCT---------
TTATTCATTGGGTTCCTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCAGATGCTGAGACTCACAGTCTGGGGCATT 
>KX232609 
TTCTATTGTGATACAACAAACCTGTTTAATAGTACTTGGTTTGATAATGGGACTACTGAAGCAAATAGCACGG
GG-----------------------------------------------------------------------
----------------------------



TCAAGTGACATTATAACACTCCCATGCAGAATAAAACAAATTGTAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCAGAGGACTAATAAAGTGTGAATCAAAT---
ATTACGGGGCTACTATTAACCAGAGATGGTGGGCATAATAGCACAAATGCA----------------------
-------------------------------------------------------------------------
-------------
AGTAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGAGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTACTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KX232613 
TTCTATTGTAATACATCAGCCCTGTTTAATAGCACTTGGAGAGACAACCAGACAGATAACCAAACACATACAA
AT-----------------------------------------------------------------------
----------------------------
GACACTGACATTATAACTCTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAGTAATAAAGTGTACATCAAAT---
ATTACAGGACTATTATTAACAAGAGATGGGGGTGCTAACACAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACTTTCAGACCTACAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAGCTCACAGTCTGGGGCATT 
>KX232614 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACTTGGCCTGAGAATAAAAATAGCACAGGGTCAAATGACA
CAGGG--------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCAGTGCAAAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGCAATAAGATGTAACTCAAAT---
ATTACGGGGCTACTATTAACAAGAGATGGTGGGAATAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---TTCGGA---CTAGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACACCTGCTGAAACTCACGGTCTGGGGCATT 
>KX232618 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTCTAATAATGAGACTGAGGGAGCGGGG-------
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGACTAATAAAATGTAACTCAAAT---
ATTACGGGGCTACTATTGACAAGAGATGGTGGGGATTATAACACATCTACA----------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAGTATAAAG
TAGTAAGACTTGAACCACTA---GGAGTAGCACCCACCAAAGCGAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTGTTCATTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCC---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KX232620 
TTCTATTGTAATACAACAAGCCTGTTTAATAGTACTTGGCCTCATAATGAGACGAAAATAAATAGCACGGAAT
CAAAT--------------------------------------------------------------------
----------------------------



GACAATGGCACTATAACACTCCCATGCAGAATAAAGCAAATTGTAAATATATGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATAAGGTGTAATTCAACT---
ATTACGGGGCTACTATTAACAAGAGATGGGGGTGAGACTAATGGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTGTATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAAGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCAACTGCTGAAACTCACGGTCTGGGGCATT 
>KX232624 
TTCTATTGTAATACAACAGGCCTGTTTAATAGTACTTGGTATAATAATGGAACTGAGGAAGCAAATAACACGG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACACTCCCATGCAGAATAAAACAAATTATAAATGTATGGCAAAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGACTAATAAGGTGTAATTCAACT---
ATTACGGGGCTACTATTAACAAGAGATGGGGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------
----------
GACACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTGTATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGGGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTATTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCC---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KX232626 
TTCTATTGTGATACAACAGGCCTGTTTAATAGTACTTGGCCTAACAATGAAACTGGGGAAGTAAATAGCACGG
GA-----------------------------------------------------------------------
----------------------------
TCAAACGATATTATAACACTCCCATGCAGAATAAAGCAAGTTGTAAATGTATGGCAGAGAGTGGGACAAGCAA
TATATGCCCCTCCCATCCAAGGACTAATAAAATGTAACTCAAAT---
ATTACGGGGATAATATTAACAAGAGATGGTGGGAATCTTAATTCT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGAGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTACC---ATAGGAGCT---------
GTGCTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749423 
TTCTATTGTAATACATCAGGCCTGTTCAATAGCACCTGGTATCCCAATGGCACCAACATAACTAACCCA----
-------------------------------------------------------------------------
----------------------------
GGACCAGAGAATATAACCCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGGAGAGCAA
TGTATGCTCCTCCCATCAAAGGAGTAATACAATGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAGTTGAACCACTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTTTTCATTGGGTTCCTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCATCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCTCAACAGCATATGTTGAAGCTCACGGTCTGGGGCATT 
>KX983643 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGGGAGAGGAAGGGCGAAAGGACAATATCACGAAG-
-------------------------------------------------------------------------
----------------------------



TCAAATGCCACTATAACTCTCCCATGTAGAATAAAGCAAGTCATCAATATGTGGCAGAGAGCAGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTGCATCAAAC---
ATTACAGGACTACTACTAACAAGAGACGGTGGGAATACTAATACTAGC-------------------------
-------------------------------------------------------------------------
----------
GATCTACCTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>KX983542 
TTCTATTGTGATACAACAGGCCTGTTTAATAGCACTTGGAAGAATGGCACTCTCAACATGCAGGAATTAACTA
TCACAGTC---------------------------------------------------------------
ACAAACTACACAAATCTC---------
ACAGACAGTATAAATATAACTCTTCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAGG
CAATGTATGCTCCTCCCATCCAAGGAGTAATAAAATGTGTGTCAAAC---
ATTACGGGACTACTATTAACGAGAGATGGGGGGAAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAGTTGAGCCTATA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX983566 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCATTTGGGTTAATGGCACTAGGAATGACACTGTCAGC----
-------------------------------------------------------------------------
----------------------------
AATGGAACTTATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATTAGAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGGAGAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX236677 
TTCTATTGTAATACATCAGCCCTGTTTGATAGCACTTGGCGGTTTAATGGCATTGGCAGTGGAAATGACACTG
TCAATGCCACT--------------------------------------------------------------
-------------------AGA---
AGCGAGAATGATACTATAAATCTCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAGG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGTCTATTATTAACAAGAGATGGTGGGAGGGGGAATGAT----------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAGTACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>JX236678 
TTCTATTGTAACACATCAACCCTGTTTAGTAGCACTTGGGAGAACGGTACGGAACTAAACAGCACGAAG----
-------------------------------------------------------------------------
----------------------------



TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCTCCTCCAATCGAAGGAGAAATAAGGTGTCAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGAGGATATTAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU749424 
TTTTATTGTAATACATCAGAACTGTTTAATAGCACTTGGGTATACAATGCATCAGAACTTAATGGCACTTGGG
TAAACAATGCC------------------------------------------------------------
AGCATGCCAGGATCAAAT---------
AGCACAAGTGAAAATATAACTCTCCACTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAG
CAATGTACGCCCCTCCCATCTCAGGAAACATAACGTGTGTTTCAAAC---
ATTACAGGACTCATATTAACAAGAGATGGTGGGAATACCAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAATCTTCAGACCTGAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>MF565934 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACTTGGGATGGGAATAGCACTACTAACAGCACGCAGAAG-
-------------------------------------------------------------------------
----------------------------
CCAAATGGAACTATAACTCTCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGCAA
TGTATGCCCCTCCCATCCCAGGAAAAATAAGGTGTGACTCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGAAAATAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAAACCTTTAGACCTGAAGGAGGAGACATGAGGAACAATTGGAGAAGTGAGTTATATAAGTATAAAG
TAGTAAAGATTGACCCACTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX983624 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCCTCTGGATAAATGGCACCATGCTGAATGGTACCCTGAAGA
ATTCACCC-----------------------------------------------------------------
-------------------------
AGCACAAATGACACCATAACTCTCCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAAGCATAACGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATACTAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAATCTTCAGACCTGAAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KF716472 
TTCTATTGTAACACAACAGGTCTGTTTAATAGCACTTGGAGTCGGAACACAACAGATAATAACACTTGGTTTA
GGAACAATGCT--------------------------------------------------------------
-------AGCAGTAGCACA------



GGGTTAAATGGCACAATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACGAG
CAATGTATGCCCCTCCCATACCAGGAACAATAATGTGTAACTCAAGC---
ATCACAGGACTGCTATTAACAAGAGATGGTGGGAATAGTGGGAAC----------------------------
-------------------------------------------------------------------------
----------
AACAGTAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---CTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AB253421 
TTTTATTGTGATTCATCAGGCCTGTTTAATAGCACTTGGGATAACACTAACATCACGCAGCCAAATAGCACAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAGGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTGTATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGATTACCAGTGCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB287377 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGAATAATAATAATACCAGGGAGAAGATAAATGGTA
CA-----------------------------------------------------------------------
-------------------------
GAGTCAAATAGCACTATAACTCTCCATTGCAGAATAAAGCAAATTATAAATAGGTGGCAGGAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATGGGGATAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACGGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCAGGGCTAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGCAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB287379 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACCAATGAAAGCATGCAAGTAAATAGCACAGAA-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTAGCTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGTTAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
GTCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY713406 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGAATAACACTGCCAGCATGCAGAAGTCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------



GGGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAGAATGTGGCAAAGAACAGGACAGG
CAATGTATGCCCCTCCCATCAAAGGAGATATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
CCAGATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCTCTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>L07082 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACCTGGAAAAATGTAAATGGCACCATGCAGGAGTCAAGCA
GCACA--------------------------------------------------------------------
-------------------------
AAGTTAAATGACACTATAACACTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAGG
CAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGTTGGGGATAACAGT-------------------------
-------------------------------------------------------------------------
-------
ACAAATGGAACTGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCACGGCAAAAAGAAAAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MF373167 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATGAAACTACCATGCAGGAGTCAAATGGAACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAACGACAGCATAACTCTCCCATGCAGAATAAAGCAGATTGTAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAT---
ATTACAGGACTAATATTAATGAGAGATGGTGGGAATAGTAGTAGG----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>MF373168 
TTCTATTGTGATACATCAGACCTGTTTAATAGCATTTGGCCGTTTAATAGCACTCGGGGACACAATGAGACTG
AAAGATCA-----------------------------------------------------------------
-------AATAGCACAGAG------
ACAAATAACACTATTATAAAACTTCCATGTAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATTTGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MF373181 
TTCTACTGTAATACATCAGGCCTGTTTAACAGTAGTTGGGGAAATGGCACTAACAACAGCAGCACT-------
-------------------------------------------------------------------------
----------------------------



GGGGGGCAAACTATAACTCTCCCATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGAATACTATTAACTAGAGATGGTGGGCCTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAACTATAAAG
TAGTACAAATTAACCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
TTGTTCATTGGGTTCCTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATGTGTTGAGACTCACGGTCTGGGGCATT 
>MF373182 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGGGAGTAAACAACACTGATGGCAATATA-------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACGATAACTCTCCCCTGCAAAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGGGCAATAAGTTGTAATTCAACC---
ATCACAGGACTACTATTAACAAGAGATGGTGGGTACAACAACAGCACT-------------------------
-------------------------------------------------------------------------
-------
AACCAAATCGACAAAATCTTCAGACCTGCAGGAGGAGATATGCAGGACAACTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCTGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTTCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>AF069670 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGCCAAAATGACACTGGGGTATCAAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAATTCTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGGGTTGTTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF069671 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTATTTTGAATAGCACTAAGATGAATGACAATGCCAGCA
GGGAG--------------------------------------------------------------------
-------------------------
TCGTATGATGACACTATAACCCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGCAATAAGATGTAAATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGAAATAGTAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069673 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGAATGGCACTGACAGCATGCAGAAGTTAAAT----
-------------------------------------------------------------------------
----------------------------



AGCACGGGCAATATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAAATCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF107771 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTAGTTGGAATGAAAATGACACCAAAGTAAATTACAACACTG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
CGTATGCCCCTCCCATCCCAGGGGTAATACAGTGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGTGGGGTAACTAACAAT----------------------------
-------------------------------------------------------------------------
----------
ACAAATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTTGGA---CTGGCAGCT------
---GTATTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>HQ659604 
TTTTATTGTGATACATCAGGCCTGTTTAATAGCACATGGGGGGGAAATAGCACTGACAGCATACAGGAGTCAA
ATAGC--------------------------------------------------------------------
-------------------ACA---
GAGTCAAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTATATCAAAT---
ATTACAGGACTTCTATTAACAAGAGATGGTGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ659597 
TTCTATTGCAACACATCAGAATTGTTTAATAGCACTTGGGATAATAGCACTTGGGATAATAGCACTTGGGATA
ATAACATG-----------------------------------------------------------------
----------CATGAGTCG------
AATAGCACGGAGAATATAACTCTCCAATGTAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCAAAGGAGTAATAGGGTGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGAGAAGGGTAATAAC-------------------------
-------------------------------------------------------------------------
----------
AGTATCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGATTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ697994 
TTCTATTGCTACACATCAGGCCTGTTTAATTATACCTTTAATGATACCAGCACAAATAGCACGGAGTCGAAG-
-------------------------------------------------------------------------
----------------------------



TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAG
TATATGCCCCTCCCATACCAGGGATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AATACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATCGGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ698029 
TTCTATTGCAACACGGCAGGCCTGTTTGATAGCATTTGGAATGGTAGCATTGGGAATAACACTGACAATAGTA
GCATGGAG-----------------------------------------------------------------
-------------TTAAAT------
GACGATAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGTGGGGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY253305 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCCTGTTTAATGGCACCTGGAATGGCAATCACACAAACAGCA
CG-----------------------------------------------------------------------
-------------------------
GAGTTAAATAGCACTATAATTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGAGAGGAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CTAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY253314 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACTACCAACAACATGCAGGAGTCAAATGACACT-
-------------------------------------------------------------------------
----------------------------
AGCAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAGTAATAAGATGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGCGGGAATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTTAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907352 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCTATTTAACAAGTCAAATGAGAATAAGTCAAATG
AG-----------------------------------------------------------------------
----------------------------



TCAGATGTCAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAACAACAAT----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTCAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907348 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGTATGGCAATGGCAGCAAGCTGGAGTCAAATAGCA
CGGGG--------------------------------------------------------------------
----------------------------
TCAGACGACAATATAACTCTCCACTGTAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAACTGTCTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGACAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAACT---------
GTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGAAAG---TTACTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907336 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACAGCACTGGGTCAAGAAAT-------------
-------------------------------------------------------------------------
----------------------------
GACAGTGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGACAGGACAAGCAA
TATACGCCCCTCCCATCCAAGGAAGAATACAGTGTGTGTCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGAGGGATTAACAACAGT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAACCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907372 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGAACATTAATGGCAGTCGGGAGTCAAATAAAACAC
AG-----------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCTCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTTCAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KX907383 
TTCTATTGTGACACATCAAGCCTGTTTAATATCACTTGGGATAGAAGTAACGTCACGCAGGAGTTAAATAACA
CAAAG--------------------------------------------------------------------
----------------------------



TTAAATGACACTATAATTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGAGT----------------------------------------
-------------------------------------------------------------------------
-------
GAGAATGAAACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAGT
ATAAAGTGGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTCGGA---CTAGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KX907389 
TTCTATTGTAACACATCAATCCTGTTTAATAGCACTTGGAATAGCACTAGCACTTGGAATATCTCTGAGAGTG
TAAATAGC-----------------------------------------------------------------
----------AGCAGTCAG------
GAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGCATATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTGATGACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907341 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGATGACACCTCGAATCATAATACAAGTGGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGCCAATATAACTCTCCAGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGAGATAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
ACTACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAGCT------
---TTATTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KX907347 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCTGTCTAATAGTACTAACAGCACGGATAACACGG
GG-----------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATGTTAACAAGAGATGGTGGGAATAATGCTACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907364 
TTCTATTGTAACACATCAGCCCTGTTCAATAGCAGTTGGAGTAGTGTAAATGACAGCGGGAACATTAGCCCAG
AG-----------------------------------------------------------------------
----------------------------



CCAAACAAAAATATAACCCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACGGGATTAATATTAACAAGCGATTATGGAGGGACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACACATGAAATCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCAATA---GGAGTAGCACCCATCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT---------
GTCTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907412 
TTCTATTGTAACACATCAGGCCTGTTTCATAGCACTTGGTTTAATAGCACTTGGTTTAATAGCACTTGGGAAG
ACAATCAGGCA---AAT--------------------------------------------------------
-------------------------
AGCACAAATGACACTATAGTACTCCCATGCAGAATAAAGCAAATTATTAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGGGAAATAAGGTGTGAATCAAAC---
ATTACAGGGCTAATGTTAACAAGAGATGGTGGGAATAATAACAATAACAGGACA-------------------
-------------------------------------------------------------------------
----
AATGAAACCAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTA---GGACTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
ATAGGAGCT---------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907414 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTAACACTACCACTTGGGAAAACATTACCGAAA
GGCAGGAACCA--------------------------------------------------------------
----------AGCAGCAAC------
AAGACAAACGCAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACGAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGTTGTAACTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAACAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACTGAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907423 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCATTTGGGTTAAGGGCCAGGAAAGCAATCAGTCAAATAGC-
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATAGTACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGGGAAATAAAGTGTGTATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAATAACGGGATA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX907431 
TTCTATTGTAACACAACAGACCTGTTTAATAGCACCTGGAATGAGACCAGCATACAGGAAAATAGCACAGAGA
CA-----------------------------------------------------------------------



----------------------------
AACAACGAGACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCGTACCAGGAGTAATAAGGTGTGACTCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGACTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGGCCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615968 
TTCTATTGCAACACATCAGACCTATTTAATAGCACTTGGGAAAATAACCCTGTCAGCCAGGAGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------
AGGTCAAACGACACTATAACTCTCCAATGCAAAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAACTGTACATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTGGAAATGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ615970 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACTTGGAATTGGAATCACACAAACAGCTTGCAGGATTCAA
ATAGC--------------------------------------------------------------------
-------------------ACA---
GAGACAAATGGCACTATAATTCTCAAATGCAGAATAAAACAAATTATAAGGATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGATTAATATTAACAAGCGATGGCGGGAATAAGACCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTCAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615971 
TTTTATTGTAATACATCAAAACTGTTTAATAGCAGTATATCCTACAATGGCAGTACAAAGTCAGTAGAGTCAA
TA-----------------------------------------------------------------------
-------------------------
AACAGTAACGAGACAATAAGTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCGAGGAGTAATAAAGTGTAAGTCAGAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGTTACCAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAAAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTGGCACCCTCTCCTGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAACCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM204620 
TTCTATTGCAACACATCAGGATTGTTTAATAGCAGATGGGAAAATGACACGCAACCAAATAACACGCAG----
-------------------------------------------------------------------------



----------------------------
CCAAACGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCAGAGGAGTAATAAGTTGTCAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGGGGGGGGAAGAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCAACAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM204621 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGGGTAATGGCAGTTACAGCACCAATGACACAGGGG
AC-----------------------------------------------------------------------
----------------------------
GCAAATTCAAATATAACTATCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATAAGATGTATGTCAAAT---
ATTACAGGCCTACTATTAACAAGAGATGGTGGGATTAATAGGACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTATAGGAGGAGATATGATGGATAATTGGAGAAGTGAGCTATATAAATATAAAGTAG
TAAGAATTGAACCAATA---GGAGTAGCACCCAACAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTCTTTGGAATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGTTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KY658695 
TTCTATTGTAACACATCAAGTTTGTTTAAAGGCACTTGGAATAATGGCACTTGGAATGATAGCATGTCAGAGG
TAAAT--------------------------------------------------------------------
-------------AGCACA------
GAGTCAAATGACAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGGCAAG
CAATGTATGCCCCACCCATCCAGGGAGTAATAAGGTGTGAATCAAAC---
ATTACTGGACTAATATTAACAAGAGATGGTGGGAATAGTAGCGGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCA---------
CTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>KY658696 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCAATAGCACAGCAAATAGCACAGCAAAGTTTAATAGCAATA
GCACAGCA-----------------------------------------------------------------
-------------------------
AATAGCACAGCAAATATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGGCCAGGACAAG
CAATGTATGCCCCTCCAATCCAAGGGCCAATAAGTTGTAGGTCAAAC---
ATTACAGGATTACTAATAACAAGAGATGGTGGAGAAAACAATGGA----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGACCTGGAGGAGGAGAGATGAGGGATATTTGGAGAAGTGAACTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGTGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF361872 
TTCTATTGTAATACAACAAGCCTGTTTAATAGCACCTGGTATCACAAGAACAGCACGCAGGGGTCAAATGACA
CG-----------------------------------------------------------------------



-------------------------
GGGTCAGATGACACTATAACTCTCCCATGCAAAATAAAACAAATTGTAAGGATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGGAGTGAGGACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATC 
>AF361873 
TTCTATTGTAACACATCAGGCCTGTTTAACAGCACTTGGCATAGCAATGCCAGCATACAAGAGCCAAACAGCA
CAGAG--------------------------------------------------------------------
-------------------------
TCAAATGACACTATTATAACTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGAAAAG
CAATATATGCTCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGTAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCTGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAAAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM027846 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATACTACCAACATGTGGGAGCAAAATAGCACGG
AG-----------------------------------------------------------------------
-------------------------
TCAAACAATAATACTATATATCTTCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAATGATAAGGTGTGTCTCAAAT---
ATTACAGGACTAATATTAACAAGGGATGGTGGGAATATTAGTGAGAAT-------------------------
-------------------------------------------------------------------------
----------
AATGCCAGTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCAACCCCGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX877522 
TTCTATTGTGACACATCAGAACTATTTAATAGCACTTGGAATGACGCTGCCATTATGAGGGAATTAAATAGAA
CGGAG--------------------------------------------------------------------
----------------------------
TCAAACGACACCATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACGAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAGTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAGGGATGATAAC----------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAACTTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>HM215272 
TTCTATTGTAATACATCAAGCCTATTTAATAGTACTTGGTGGAGCAACAACAGCAACAACACTGACAGTGAGG
AGTCAAAT-----------------------------------------------------------------



-------------AGCATG------
GGGTTAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAAC---
ATCACAGGAATACTATTAACAAGAGATGGTGGGGATAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAAACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACAGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGGAAAAAGAGCAGTTGTTGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTTTTGGGAGCA---GCTGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>HM027824 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATGGTACCCAAATGATGGAGCCAAATAGCACAG
AA-----------------------------------------------------------------------
-------------------------
AACATTAATGATACTATAACTCTTAAATGCAGAATAAAGCAAATTATACATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCAAAGGAGTGATAAGATGTAACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGACTGAAGGGAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAGTGAAACCTTCAGACCGGGAGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATCGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JX236669 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACATTGCTGGGAACAGGACAAATGACACGAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATGTGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGCAGGAGTAATAAGATGTAACTCAAAC---
ATTACAGGATTACTATTAGTAAGAGATGGTGGAGCTACTAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTGATGAAACCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JX236671 
TTCTATTGTAATACAGCAGGTCTGTTCAATAGAAATTGGACTTGGAGTAAGGAGAATGGGACCAGAATGCAGA
ATAAAACGGAT--------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAGGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAATGTGCATCAAAC---
ATTACAGGACTACTGTTAACAAGGGATGGTGGAGATAACAAAAACAATAGTACC------
AATAGTACCAATCAAAAT-------------------------------------------------------
--------------------------
AACACTGAAATCTTTAGACCTATAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCAGTACTAGGTGGACTAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX236676 
TTCTATTGTAACACATCAAGCCTATTTAATAGCATTTGGAATGGCAGTAAATCAAATAACACGGAG-------
-------------------------------------------------------------------------



----------------------------
CCAGATAGCACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTACA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716478 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACTTGGGTATATGGTAATGGAAGCTGGGGGTCAAATAGCA
CGGGGTTAAAT------------------------------------------------------
AGTACAATGATAAATAATACT------------
ATTTTCAGTGATACCATAATTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCAAAGGAGTAATAAGCTGTAGATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGAGTAACAGCAATGCAAGT----------------------
-------------------------------------------------------------------------
-------
ACAAATGGAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAGTTGAACCACTA---GGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GCGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>KP109490 
TTCTACTGTAATACATCAGGCCTGTTCAATAGCACTTGGAATAACACCTCGCAGGCAAATAGCTCGGAG----
-------------------------------------------------------------------------
----------------------------
TTAAAGGGCAATATAACTCTCCCATGCAAAATAAAACAAATTATCAGGATGTGGCAAAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGAGGAGGACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAGTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>JF680921 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGACTAAGAATAGCAGCACTAACACTTGGAATAGTA
CTGACATCATG--------------------------------------------------------------
-------TGGGGGGTAAAT------
AACAGTGACCATAATATAACTCTCCAATGCAAAATAAAGCAAATTATAACCATGTGGCAGAGGACAGGGCAGG
CAATGTACGCCCCTCCCATCCCAGGAATAATAAACTGTGTGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGAGGAGAGTAACAGT-------------------------
-------------------------------------------------------------------------
----------
AGAGATAATGAAACCTTCAGACCTATAGGAGGAAATATGAAGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGACGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KF859745 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAACAATAGCACTCAAGAGTCTAAT----------
-------------------------------------------------------------------------



----------------------------
AGCACGGAGACTATAACTCTCCCATGCCGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCCA
TATATGCCCCTCCCATCAAAGGAATAATAAATTGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGACATAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAGTTGAACCACTA---GGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCAGTATTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716486 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTACTTGGGACCTTAATGCTACTAGGGAAGAT----------
-------------------------------------------------------------------------
----------------------------
AGCACGGAGAACATAACTCTCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAATAATAAGATGTGACTCAAAC---
ATTACAGGACTACTCTTAACAAGAGATGGTGGGAATAGTAGTACAAATGAA----------------------
-------------------------------------------------------------------------
-------------
ACTCAGGAAATCTTCAGACCTATAGGAGGGGATATGAAAGATAATTGGAGAAATGAATTATACAAGTATAAAG
TAGTAAAAATTGAACCTCTG---GGAGTAGCACCCTCCTGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>M62320 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCATTTGGAATGGCAGCATGTCAAATGACATGGGG-------
-------------------------------------------------------------------------
----------------------------
CCAAATGGCACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGTACTAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
ATCTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACAATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>L22957 
TTCTATTGTAATACAGCAGGCCTGTTTAATAGTACTTGGAATAAAAATGACAGCATAAAGTCAAATGACACAA
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACATTATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAATGGGAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCTACCCCAGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>L22951 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATGGCAATACCAGCAAGCAGGAGTCAAGTAGCA
CA-----------------------------------------------------------------------



-------------------------
GAGTCAAATGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAG
CAATATATGCCCCTCCTATCAAAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAAACCTTCAGACCTGGAGGAAGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB253429 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGTAAATGGCACTACCAGCAGCATG----------
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTACA---CTGGGAGCT---------
GTATTCATTGGGTTCTTAGGAACA---GCTGGAAGCACAATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AY494973 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCTTGGAATGAGACAAATAGCGAGACAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACGAACGCTACTATAGTGCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAAC---
ATTACAGGACTACTATTAATAAGAGATGGTGGGGTTGGTAACAATACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EU853062 
TTCTATTGTAATACATCAGACCTGTTTAATAGCACTTGGTACTTAAATGGCACTAGCACTTGGTACAATGGCA
CTGCAAAT-----------------------------------------------------------------
-------------AACGCA------
CCGTTAAATGGTAATATAACTCTCCCATGCAGAATAAAGCAAATCATAAGGATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAAAAATAGAATGTGTATCAAAC---
ATTACAGGACTCCTATTAGTAAGAGATGGTGGGAATGATGAGAATAACAACACA------------AGA----
-------------------------------------------------------------------------
-
AATAACACCCTCAAAGATGAAAAATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTAT
ATAGGTATAAAGTAGTAAGAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--
-------------------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGAACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>EU852958 



TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGGATAAAAATACCACCGTGCAGGAGTCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
GGGTCAAATGACACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAG
CAATGTATGCTCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGAATGATATTAACAAGAGATGGGGGTAATACTACCGGG----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTGTATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGTGGAATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU852954 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACCTGGTATACAAATAATACCAGCGTGCAGGAGACAAATA
GCACG--------------------------------------------------------------------
-------------------------
GGGACAAATGACACTATAATTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAG
CCATGTATGCTCCTCCCATCAGGGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGAATGATATTAACAAGAGATGGGGGTGTGAGTGTTAACAAG-------------------------
-------------------------------------------------------------------------
-------
ACAACTGAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTGTATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATTACTGGAATAGGAGCT---
------GTCTTCCTTGGGCTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484507 
TTCTATTGTAATACATCACAATTGTTTAATAGCATTTGGAATGTCACTAACAGCACAGAGTCAGAGAATAGCA
CG-----------------------------------------------------------------------
-------------------------
GGGTCAGATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCCCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGAATAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAAACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGGAACTCACGGTCTGGGGCATT 
>AF484508 
TTCTACTGTAACACATCAAGCCTGTTTAATGGCACTTGGAATGGCACTGAGAACATAACGGAGTCAAATAGC-
-------------------------------------------------------------------------
----------------------------
ATGAACGACTCTATAATACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTCAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAACAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTCCAGACCTGGAGGGGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484509 



TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGTATAATACTTGGAATAGCACTGAATCAAAAAGCA
CG-----------------------------------------------------------------------
----------------------------
GAGTCAAACGACATTACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAATGTGTAAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GAACCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTGTATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAACA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAGCA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF484512 
TTCTATTGTGATACAACAGGACTGTTTAATAGCAATTGGACTTGGAATGACACTGCCAGCATAATGGAGTCAA
ATAGC--------------------------------------------------------------------
-------------------ATG---
GAGTCAACTCAAAATATAACACTCCAATGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAGCAGGTAAAG
CAATGTATGCCCCTCCCATCCAAGGAACAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGGATAATAGAGAT----------------------------
-------------------------------------------------------------------------
----------
AATAGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTCAAAATTGAACCACTA---GGAGTAGCACGCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATTTGTTGAAGCTCACGGTCTGGGGCATT 
>EU853030 
CTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACTGTCAGCACGGAGTTAAATAGCAAGG
AG-----------------------------------------------------------------------
----------------------------
GCAAATAACAATATAACTCTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATAAATTGTGTGTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGCCTAACGATACA----------------------------
-------------------------------------------------------------------------
----------
CATGAAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAGGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484478 
TTCTATTGTAACACAACAAACCTGTTTAATAACATTTGGAGTAATGCCAGCATGCAGAAGGCAAATAGC----
-------------------------------------------------------------------------
----------------------------
ATAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTGATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484493 



TTCTATTGTAATACATCAGGCCTGTTTAATAATACTTACACTACTGACAGCATAGAGTCAAATGACACGGAG-
-------------------------------------------------------------------------
----------------------------
CCAGATGCAAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAGTCAAAC---
ATCACAGGACTACTATTAACAAGAGATGGTGGTACTAACAGTACT----------------------------
-------------------------------------------------------------------------
----------
AAAAGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAGTTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACAATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAGACTCACTGTCTGGGGCATT 
>AB098330 
TTCTATTGTAATACATCAGGCCTGTTCAATGGCACCTGGAAGCCAAACAGCACAGAGTCAAACAACACAACG-
-------------------------------------------------------------------------
----------------------------
CCAAATGACACTATAACTCTTACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGATTAACAGTATA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAAAGGCTCAACAGCATATGTTGAAGCTCACGGTCTGGGGCATT 
>GU367412 
TTCTATTGTGATACATCAGGCCTGTTTAATAGTACTTGGAATGACACTGCCACCAATCAGACTTTTGAT----
-------------------------------------------------------------------------
----------------------------
GCAAATAGCAATATAACTCTTCAATGTAAAATAAGACAAATTGTACGTATGTGGCAGAGAATAGGACAAGCAT
TGTATGCCCCTCCCATTCAAGGAGTAATAAGCTGTAAATCAAAC---
ATTACAGGGCTGCTACTAACAAGAGATGGT---ATGAATGAGAGT----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACGTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>FJ647148 
TTCTATTGTAATACATCAGGTCTGTTTAGTAGCAGGTGGTTCACTAATGGCACTAACAGCACGGAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GGCACAGGCAATATAACTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
CGTACACCCCTCCCATCCAAGGAGAAATAAGGTGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGATTAACACAACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCATCCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT183312 



TTCTATTGTGACACATCAGGTCTGTTTAATGGCAGTTGGAGTGAAAATAGCACTTGGAATAGCACTATGGAG-
-------------------------------------------------------------------------
----------------------------
GCAAATAGCACAATTATACTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAACAATACAGTGTACATCAAAC---
ATCACAGGATTAATATTAACAAGAGATGGTGGTGAGAAAAACAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACTGAAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTACA---CTAGGAGCT------
---GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KC863311 
TTCTATTGTAATACAACAGACCTGTTTAAGGGTACTTGGCATCCTGATAATAAAACTTGGAGTGATCCTTGGA
ATGCCAGC-----------------------------------------------------------------
-ATGAAGTCAAATAAC---------
ACATCAAATGTCAATATAACTATCCTATGCAAGATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGAACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTTCATCAAAC---
ATTACAGGACTACTATTAACAAGCGATGGTGGTAGGGATAATAGCAATAATACTGGTAAGGATAATAGCAATA
AAAAT--------------------------------------------------------------------
-------------
AATACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCCCGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGC---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>HM623589 
TTCTACTGCAACACATCAAGCTTGTTTAATAGGACATTTCCGGCCAACTACACGTATAATAGGACTGCTGACA
GCACA--------------------------------------------------------------------
-------------------------
CAGGGGAATACAACTATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGAAGGAGTAATAAGATGTGAATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAATGAGACAAAT----------------------------
-------------------------------------------------------------------------
----------------
GTAGAAGTCTTCAGACCAGAGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAATTACAAGGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>MH705163 
TTCTATTGCAATACAACAGCCCTGTTTAATAGCACGTGGGAGAATGAGAATGACACGGCCAACATACAGAAGA
AT-----------------------------------------------------------------------
-------------GGCACG------
GAGTCAAATGACACTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAACC---
ATTACAGGAATAATATTGACAAGAGATGGTGGGGATAGTGGGAACAAT-------------------------
-------------------------------------------------------------------------
----------
ACCAGGGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF286241 



TTCTATTGTAATACAACAAGCCTGTTTAATAGCACATGGAAGAATGGCGCCACCATACAGGAGAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
ACAAATGGAATTATGACTCTCCCATGCAGAATAAAACAAATTGTAGACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATATATTGTACATCAAAC---
ATTACAGGAATAATATTGACAAGAGATGGTGGGAGCAGTAACACC----------------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF286238 
TTCTATTGCAATACAACAGGCCTGTTTAATAGCACATGGGAAAATGGCACTAACAAACAGAATTACACGGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCCGAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAAAC---
ATTACAGGAATGATATTGACAAGAGACGGTGGGAAGAACAGTATT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAATAGCACCCACAGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---------
GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGATGTTGAGGCTCACAGTCTGGGGCATT 
>AF286237 
TTCTATTGCAATACAACAGGCCTGTTTAATGGTACGTGGTGGAACAATGGTACGTGGAACGGGCCCTACACAC
CTAAT--------------------------------------------------------------------
-------------------------
AACACCAATGGAAGTATAATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAATAATAAAGTGTACATCAAAC---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAACAATGGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAAGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY521629 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGAATGACACGGCCATCAATGACACTATCAACGTGC
AG-----------------------------------------------------------------------
-------------------------
AATTCAACTTACAATATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGGGTAATAAACTGTACATCAAAC---
ATTACAGGGCTACTGTTAACAAGGGATGGTGGGGATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>AY521631 



TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGTATAATAGTACTTGGAATAACACTGACAGCACAC
AGAAA--------------------------------------------------------------------
-------------------TCA---
AATGGCACGGAGAAAATAACTCTCCCATGCAGAATAAAACAAGTTATAAAAATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAGTAATAAAATGTGTATCAAAC---
ATTACAGGGATACTGCTAACAAGAGATGGGGGGAACCTTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCATTTGAGACGTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GTCGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCAAATGTTGAAACTCACGGTCTGGGGCATT 
>AY521630 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGAATAGCACTACCATCAAGCAGAATTTAACTAACA
AT-----------------------------------------------------------------------
----------------------------
GACACGGGGGTAATAAATCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGGGTAATAAACTGTACATCAAAC---
ATTACAGGGCTACTGCTAACAAGGGATGGTGGGGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAGAAGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACTTGTTGAAACTCACAGTCTGGGGCATT 
>AM000053 
TTCTATTGCAATACATCAGGCCTATTTAATAGCAGTTGGGCGCCCAACGGCAGTTGGATCAACAACATTGGCA
GT-----------------------------------------------------------------------
-------------------------
AGGGAAAATGACACTATGACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGAACAAG
CAATGTATGCCCCTCCTATCAAAGGAAACATAACTTGTGTATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGAACTAATGAAACT----------------------------
-------------------------------------------------------------------------
----------
AGGGAGAATGAGACCTTCAGACCTATAGGAGGAGAGATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAG--------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AM000054 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCTCTTGGCCCATTAACAGCACTACCAGCAATAACAGCACTG
CC-----------------------------------------------------------------------
----------------------------
AGTAATGAGACCATAATTCTGCCATGTAGAATAATACAAATTATAAATATGTGGCAGAGACTAGGACAGGCAA
TGTATGCCCCTCCCATCAAAGGATTAATAAATTGTGTATCAAAC---
ATTACAGGACTACTGTTGACAAGGGATGGTGGAGATAGGAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTTATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
TTCTTCCTTGGGATCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGGCAA---GTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATC 
>FJ388892 



TTCTATTGCAATACAACAGACCTGTTTAATAGCACTTGGTACACTAATGACACTGGCACAAATAGCACAGGGG
CCAATGAA-----------------------------------------------------------------
-------------------AAT---
GGGGCCAATGAAAATATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAGTGGAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGCTACAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>JF683763 
TTCTATTGCAATACAACAGACCTGTTCAGTAGCACTTGGGACGAAGATGACACTGACATCACTCTCGCCCAG-
-------------------------------------------------------------------------
----------------------------
GACAATGGAACTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGCTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TACAAATTGAACCAATA---GGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JF683798 
TTCTATTGCGATACAACAAACCTGTTCAATAGCACTTGGGACGGAAATAGCACTGTCACAAATATCACACAG-
-------------------------------------------------------------------------
----------------------------
ACCAATGAAAATATAACTTTACCATGCAAAATAAGGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGCTAACAAGAGATGGTGGAAATAAAACCAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAGTGGAACCAATA---GGAGTAGCACCTACCAGAGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAATTGGACTGGGAGCT------
---GCCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>EF545108 
TTCTATTGCAATACAACAGGCCTGTTCAATAATGCCAGCAACAATGGTACAAAC-------------------
-------------------------------------------------------------------------
----------------------------
CGCACAGACCCTATAATTCTCCCATGCAGAATAAAGCAGATTATAAATATGTGGCAAAGAGTAGGGCAGGCAA
TGTATGCTCCTCCTATCAAAGGAATCATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAAAAATGGAAGC-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAGCTCACGGTCTGGGGCATT 
>GU481566 



TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGGATGAAAATAGCACTGTCACAAATAGCACAACG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAAATATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGCAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTAATAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481615 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAACACAAGCAGCACTGTCACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAACTATAAGTCTACCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAACGGAACTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGATTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>HQ896489 
TTCTATTGCAATACAACAGACCTGTTCACAAATAGCACTCTCACAGATAACACAGAG----------------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAACTCTGCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAGTATAAGGTGTAATTCAAAC---
ATTACAGGACTACTGCTAATAAGAGATGGTGGAGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC---------
GCCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292897 
TTCTATTGCGATACAACAGCCCTGTTCAATAGCACTTGGGAAAATGGCACTGTTATAAATAGCACACAG----
-------------------------------------------------------------------------
----------------------------
GCCAATGAGACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCTATCAGAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGGAGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGGGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292899 



TTCTATTGCAATACAACAGACCTGTTCAATTGGGACGGAAATGGCAATGTTACAAACAGCACACAG-------
-------------------------------------------------------------------------
----------------------------
GCCGATGGAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAATATAACGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAGGTGGAATTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATATGCTGAAACTCACGGTCTGGGGCATT 
>HQ385841 
TTCTATTGCTATACAACAAAACTGTTCAATAGCACTTGGAACGGAAATGACACTGTTACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAATATAAGCTGTACATCAAAC---
ATTACAGGACTATTACTAACAAGAGATGGTGGAACTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385843 
TTCTATTGCAATACAACAGCCCTGTTCAATAGTACTTGGCACGAAAATAGCACTGATACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GACAATGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAAATATAAGCTGTACATCAAAC---
ATTACAGGACTACTACTAACAAGGGATGGTGGAGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385846 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGGCAATGGCACTGTCACAAATAGCACAGGG----
-------------------------------------------------------------------------
----------------------------
GACAATGAAAATATAATTCTACCATGCAGAATAAAGCAAATCATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAATTATAAAGTGTAAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGGAAATAGCAGC-------------------------
-------------------------------------------------------------------------
-------
AATGAGACCAGTGAAACCTTCAGGCCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAGT
ATAAAGTAGTACAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---
------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481434 



TTCTATTGCTATACAACAAACCTGTTCAATAGCACTTGGGGCGAAAATAGCACTGATATAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAATGTGTACATCAAAC---
ATTACAGGGCTATTACTAACAAGAGATGGTGGAGGTGGAGCTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGGGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481486 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAACGAAACTGACATTGATGCACAGGCCAATGAA-
-------------------------------------------------------------------------
----------------------------
GTCAATGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAGACTTAATGGC----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481644 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGAATGAAACAGACATTGTTACAAATATCACACAG-
-------------------------------------------------------------------------
----------------------------
GGCAATGGAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAATATAACGTGTACATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292891 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACAATAGCACTGTCACAAATAGCACAGGG----
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAACTCTGCCATGTAGAATAAAGCAAATTATAAATATGCGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATTAGAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAATAAGAGATGGTGGAGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385820 



TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGGACACAAATATCACAGAGGCCAATATCACAGAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAACTATAATTCTACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AATAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGG---TTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GCCGGCGGGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCTCAGCAACATATGCTGAAACTCACGGTCTGGGGCATT 
>JF952018 
TTTTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGGACAATAGTAGCATTGCCGAAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
GACAATGCAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAT---
ATTACAGGACTATTACTAACAAGAGATGGTGGAGATGCCGATGGAAATGGAACT-------------------
-------------------------------------------------------------------------
-------
AATAGCAACAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTACAAATTGAACCAATA---GGGGTAGCACCTACCACGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---
------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ338112 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACAATAGCACTTGGGACAAAAATGACACTAGCA
CA-----------------------------------------------------------------------
-------------------------
AATATCACACAGGTCATAACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATTAAAGGAGTTATGAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTACA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481277 
TTCTATTGCAATACAGCAGACCTGTTCAATAGCACTTGGGACACAAATAGCACACAGACCAATAGAAATATAA
CT-----------------------------------------------------------------------
----------------------------
GCCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAATTATAATGTGTACATCAAAC---
ATTACAGGACTACTCCTAACAAGAGATGGTGGAGGTGAAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGGGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>GU481544 



TTCTATTGCAATACAACAAAACTGTTCAATAGCTCTTGGGGCGAAAATGGCACAAATAGCATCGAG-------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAAC---
ATTACAGGACTACTACTAATCAGAGATGGTGGAACTAACAGCAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481661 
TTCTATTGCGATACAACAAACCTGTTCAATAGCACTTGGGAAGAAAAAAGCACTGTTACAAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACCAATGACACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAAATATAAGTTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAGTGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAGTAA
AAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAGGAGAATAGTGGTG--------------------
-------------------AAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGTT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>KF716491 
TTCTATTGCAATACAACAAACCTGTTCGATAGCACTTGGAATGACACTGACACAAATAGCACTGACACAAATA
GCACAGGG-----------------------------------------------------------------
----------------------------
GCCAATGAAATTATAACTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAGTTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AATGAGAATGAGATCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAGTTGAACCAATA---GGAGTAGCGCCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KF716492 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAAAGAAAATAGCACTATCACAAATAACACAACA-
-------------------------------------------------------------------------
----------------------------
GCCAATGACACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTAAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAGTGAACCTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGTGAGGAAATCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATAATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>FJ864679 



TTCTATTGTAATACAACAGAACTGTTCAATAGCACTTGGTACAAAAATGGCACTAACACAACTAGCACACAG-
-------------------------------------------------------------------------
----------------------------
ACCAGTGAAAACATAACTCTGCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGTGGAATTATAAAGTGTGAATCAAAC---
ATTACAGGATTAATACTAACAAGAGATGGTGGAGATAATAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCTGAAGGAGGAGACATAAGGGACAATTGGAGAAATGAACTATATAAGTATAAAG
TAGTAGAAATTGAACCAATA---GGAGTAGCACCTACTGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292893 
TTCTATTGCAATACCACAGACCTGTTCAATAGCACTTGGGACAAAAATGACACTATCACAAATACCCCAGAGG
TC-----------------------------------------------------------------------
----------------------------
AATGGAACTACTATAACTCTGCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAACAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGCTAATAAGAGATGGTGGAGAAACTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCAGTGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JF430898 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAGGAATGACACTGTCGCAAATATCACG-------
-------------------------------------------------------------------------
----------------------------
GCCAATGGAACTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAAATATAAGTTGTGAATCAAAC---
ATTACAGGGCTACTACTAATAAGAGATGGTGGAACTGATGACAGC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGTCCTTCAGACCCATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ834967 
TTTTATTGCAATACAACAGGCCTGTTCAATAGCACTTGGGGCAATAGCACTGACGCAAAT-------------
-------------------------------------------------------------------------
----------------------------
AGCAATGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGCGGAAATATAAGTTGTGTATCAAAC---
GTTACAGGACTACTACTAGTAAGAGATGGTGGAGGTGGAAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAAAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGAGGACTGGGAGCT------
---GCCCTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACCGTCTGGGGCATT 
>JX500696 



TTCTATTGTAATACAACAAAACTGTTCAATAGCACTTGGGACAAAAATAGTACTTGGAATGAAAATAGCACT-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAAATATAACTCTGCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAGTTATAATGTGTAAATCAAAC---
ATTACAGGTCTACTCCTAACAAGAGATGGTGGAGGTGGAGCTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCAGCTGCTGAAACTCACGGTCTGGGGCATT 
>JX500695 
TTCTATTGCAATACAACAGGCCTGTTCAATAGCACTTGGGACACAAATGGCACTGTCACAAGTAGCACAAATG
GA-----------------------------------------------------------------------
----------------------------
ACAAATAAAACTATAACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGTCTACTACTAATAAGAGATGGTGAAAGGAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTATAGGAGGAAATATGAGGGACAATTGGAGGAGTGAACTATATAAGTATAAAGTAG
TACAAATTGAACCAATA---GGACTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC---------
GCCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JX500694 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACGGAAATGGCACTGCCACAAATAAC-------
-------------------------------------------------------------------------
----------------------------
ACAGAGGACAATGTAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAGTATAAAGTGTGTATCAAAC---
ATTACAGGACTACTACTAATAAGAGATGGTGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AGGTAGTACAAATTGAACCAATA---GGAATAGCACCTACCACAGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH603967 
TTCTATTGCAATACAACACAACTGTTCGATAGCACGTGGGAAGAGAATGCCAATATCACAAATACAAATAATA
CACAG--------------------------------------------------------------------
----------------------------
AATAATGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTATAAGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTACTAACAAGAGATGGTGGAGGTACAAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTACAAATTGAACCCATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604120 



TTTTATTGTAATACAACAGACCTGTTCAATAGCGCTTGGGAAAATGGCAATGCTACAAATATCACACAGGCCA
AT-----------------------------------------------------------------------
----------------------------
GACAATGAAACTATAATTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAAAGAGTAGGACAGGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAACGTGTATATCAAAT---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCTAACAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCG---
CTAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>MH604308 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGGAAATAGCACTAGAGATGAAAATGGCAATG
ATACAGAT-----------------------------------------------------------------
-------------AGCACA------
CAGAACAATAGACCTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATAAAAGGAATTATAAGGTGTACATCAAAC---
ATTACGGGACTACTACTAATAAGAGATGGTGGAGGCGGAGCTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATAAGGGACAATTGGAGAAGTGAACTATTTAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604056 
TTCTATTGCAATACAACAGCCCTGTTCAATTGGAACGGCAATGAAACTGTTACAAATAGCACACAG-------
-------------------------------------------------------------------------
----------------------------
GCCAATGAAACTATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTACATCAAAC---
ATTACAGGACTGCTGCTAACAAGAGATGGTGGAACTAACAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AACAGCACTGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604408 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACGTGGAACGAAACTGACAGTGTTACAAATAGCACACAGG
CC-----------------------------------------------------------------------
----------------------------
AATAATGAAACTATAATTTTACCATGCAGGATAAAGCAAATTATAAGGACGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGGATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTAAAAGTAATAATGAGACA-------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604109 



TTCTACTGCAGTACAGCAGCCCTGTTCAATAGCACTTGGGACGGAAATACCACTATTGCAAATAACACACAG-
-------------------------------------------------------------------------
----------------------------
AACAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATACAAGGAGTTATAACTTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGTTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGGCCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAGTTGAACCAATA---GGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCCATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604508 
TTCTATTGCTATACAACAGGGCTGTTCAATAGCACTTGGGACGAAAATAGCACTAGCACAAATATCACACAG-
-------------------------------------------------------------------------
----------------------------
AAAAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAAGATGTGTATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGATGGAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAGTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCCATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604524 
TTCTATTGCAATACAACAAACCTGTTCAATAGTGCTTGGAAAAATGGCAGTGCTACAAATAGCACACAAGCC-
-------------------------------------------------------------------------
----------------------------
AATGGAACAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGAAACTAATAGC-------------------------
-------------------------------------------------------------------------
-------
AGCGATGAAACCGAAACCTTCAGACCTATAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604541 
TTCTATTGCAATACAACAAAGCTGTTCAATAGCACTTGGGAAAATAGCACTTGGGAAAATGGCACTGTTGCAA
AT-----------------------------------------------------------------------
-------------AGCACA------
GGGGACAATGACACTATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCAAAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGGAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGGGCA---TTTGGA---CTGGGAGCT------
---GCCTTCCTTACGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330347 



TTCTATTGCAATACCACATACCTGTTCAATAGCACTTGGGATGGAAATAGCACTGTAAATAGCACAGGG----
-------------------------------------------------------------------------
----------------------------
GGCGATAGAAATATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCGAGGAAACATAAGTTGTGAATCAAAC---
ATCACAGGACTACTCCTAATAAGAGATGGTGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AAGACTAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGGGTAGCACCTACCCTGGCCAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATAATTGGA---CTGGGAGCT------
---GCCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330348 
TTCTATTGCAATACAACAAACCTGTTCAACATAAATAGCACTGACACAAATATCACACAG-------------
-------------------------------------------------------------------------
----------------------------
GACAATGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAATGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGACAGAAAT----------------------------
-------------------------------------------------------------------------
----
GATACTAATAGTACTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---
CTGGGAGCC---------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAGCAGTATATGCTGAAACTCACGGTCTGGGGCATT 
>MH330349 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGAGTGAAAATGGCACTGCCATAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGGAACTATAACTCTGCCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGCTAACACGAGATGGTGTAGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTCTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330350 
TTTTATTGTAATACAACAGAACTGTTCAATAGTACTTGGGACGGAAATAACACTGTTACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GACAATGGCACTATAACTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAAGTTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGTTAATACCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTACAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGGGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>MH330351 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGGACAAAAATAGTACTGTCACAAATAGCACAAAC-
-------------------------------------------------------------------------
----------------------------
AGCACAGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAATAAGAGATGGTGGAAATAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAGATTGAACCAATA---GGAATAGCACCTACCAAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAGCAGCATCTGCTGAAGCTCACGGTCTGGGGCATT 
>MH330352 
TTCTATTGCAATACAACACAACTGTTCAATAGCACTTGGCCTTGGAATGACACTGTCACAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
ACCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAATAAGAGATGGTGGAACTAATAGCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330353 
TTCTATTGCAATACAACAGACCTGTTCGATAGCACTTGGGATGGAAATAACACAGATAACACTGTCACAAATA
TCACG--------------------------------------------------------------------
----------------------------
GGCAATGGAACTATGACTCTGCCATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATTGAAGGGAAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTACTAAGAGATGGTGGAATTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCCAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GCGAGAGAAAAAAGAGCA---ATTGGA---TTAGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>MH330354 
TTCTATTGCAATACAACAAGCCTGTTCAATAGCACTTGGGATGAAAATAGCACTGTCACAAACACAGAG----
-------------------------------------------------------------------------
----------------------------
GCCAATGGAACTATAATTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAGGATAAGGTGTGAATCAAAC---
ATTACAGGACTACTAATAACAAGAGATGGTGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACCAATGAAACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>MH330355 
TTCTATTGCAATACAACAAGGCTGTTCAATAGCTCTTGGGGCGAAAATAGCACTGTCACAAATAGCACAGAT-
-------------------------------------------------------------------------
----------------------------
GTCAATGGAACTATAATTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCCAGGAAATATAACATGTATATCAAAC---
ATTACAGGACTACTACTAGTAAGAGATGGTGGACAGAACAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AACACCAGTGAAACCTTCAGACCCATAGGAGGAGATATGAAGCACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATTATTGGA---CTGGGAGCT------
---GCCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330356 
TTCTATTGCAATACAACAGACCTGTTTAATAGCACTTGGGAGGAAAATAGCACTGTTACAAATAACACAAAT-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAAATATAACTCTGCCATGCAGGATAAAGCAAATTATAAATTTGTGGCAGAGAGTAGGGCGAGCAA
TGTATGCCCCTCCTATCAGAGGAATTATAAGGTGTAACTCAACT---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAATGGAAATAGTAGC-------------------------
-------------------------------------------------------------------------
-------
AACAATGAGACTGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCC---
------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MG902950 
TTCTATTGCAATACAACAAACCTGTTCAGTAGCACTTGGAACGACACTATCACAAATTTCACAGAG-------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAATTCTGCCATGCAGAATAAGGCAATTTATAAAGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGGAGCATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAAATGGAACTACT----------------------------
-------------------------------------------------------------------------
----------
GACAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MG902951 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGGAAATAACACAAATAGCACAGGG----------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCGAGGAATTATAAAGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGAAGCTAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGCGAGAGCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGGAT---GCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 



>MH330337 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGAAAATGACACTGTTACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
GCCAATGAAACTATAATTCTACCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330338 
TTCTATTGCGATACAACAAAACTGTTCAATAGCACTTGGAACGAAAATGGCACTAGGACAGATACAGATACCA
CA-----------------------------------------------------------------------
----------------------------
CAGGATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGAACTATAATGTGTATATCAAAC---
ATTACAGGGCTACTCCTAACAAGAGATGGTGGAGCTAATAACAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGAACCAATA---GGGGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT---------
GCCTTCCTCGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGGAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330339 
TTCTATTGCAATACAACAGCACTGTTCAATAGCACTTGGGGAGGAAATAACACACAG----------------
-------------------------------------------------------------------------
----------------------------
GGCAATGAAAGTATAACTCTACCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAAGGATAAGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAGTAACTAATAGCAGC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTGGTAGAAATTGAACCAATA---GGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTACA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTACAACAGCAAAGC---
AATTTG---CTAAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330340 
TTCTATTGCAATACAACAGACCTGTTCAATAGCATTTGGGAAAACGGCAATGTCACAAATAGCACAGAG----
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATAACTCTACAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGTGGAAGCATAAGGTGTGAATCAAAC---
ATTACAGGACTAATACTAATAAGAGATGGTGGATATAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATCGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 



>MH330341 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGCACGAAAATGACACTGTTACAAATAGCACACAG-
-------------------------------------------------------------------------
----------------------------
AACAATGAAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCGATCAGAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGGGCTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGTT---------
GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330342 
TTCTATTGCAATACAACAGCCCTGTTCAATAACACTGACACAAATAGCACAGAG-------------------
-------------------------------------------------------------------------
----------------------------
ACCAGTGGAAATATAACTATACCATGTAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAAATATAACGTGTGTATCAAAC---
ATTACAGGTCTACTACTAACAAGAGATGGTGGGGTAAATAACACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCCATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGAACCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>MH330344 
TTCTATTGTAATACAACAAAACTGTTCAATAGCACTTGGGACAAAAATAGCACAAGTACAAATATCACACAG-
-------------------------------------------------------------------------
----------------------------
ACAAATGGAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCAAAGGAAATATAATGTGTGTATCAAAC---
ATTACAGGACTACTACTAATAAGAGATGGGGGAGGTGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCATCAATGAAACTTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTACAAATTGAACCAATA---GGGGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCC------
---GCCTTCCTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330345 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCATTTGGAACGGAAATGACAATGGCACAAATAGTACAGAG-
-------------------------------------------------------------------------
----------------------------
GACACTGACCCTATAATTCTACCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCCAGGAAATATAAGTTGTACATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGA---ATTAATGGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCCGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>MH330346 
TTCTATTGCAATACATCAGACCTGTTC------ACACATAATATCACAGGGGCCAATGAAACAGGG-------
-------------------------------------------------------------------------
----------------------------
GCCAATGGAACTATAACTATACCATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAATTATAAGGTGTGAATCAAAC---
ATTACAGGACTATTACTAACAAGAGATGGTGGAAAG-------------------------------------
-------------------------------------------------------------------------
----------
AGCGAGAATGAGACCTTCAGACCTATAGGGGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGGACCAATA---GGAGTAGCACCTACCAGGGCACAGAGGAAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCAATTATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ616082 
TTCTATTGCAATACAACAAACCTGTTCAATGGCACTTGGTCAAAAAGCACAACGGCCAATGCAACT-------
-------------------------------------------------------------------------
----------------------------
GCCAATGAAACTATAACTCTACCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCATAGGCAATATAAGCTGTGAATCAAAC---
ATTACAGGACTGCTACTGACAAGAGATGGTGGAACAACTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCGATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAATAATTGATCCAATA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---ATTGGA---CTGGGAGTT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>DQ823357 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGGCGAAAATGGCACTATCACAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
ACCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAAGTTGTGTATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATAATTGGACTGGGAGCT---------
GCCTTCCTTGGGTTCTTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATTTGCTGAGACTCACGGTCTGGGGCATT 
>KU749399 
TTCTATTGCAATACAACAGGCCTGTTCAATAGTACTTGGGACAATAGTACTTGGGACAAAAATAGCACTGTCA
CAAAT--------------------------------------------------------------------
-------------------------
GGCACCGAGGACAATATAACTCTACAATGCAAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCAGAGGAAATATAAAGTGTACATCAAAC---
ATTACAGGACTACTACTAATAAGAGATGGTGGAAATGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCGACAGGAGGAGATATGAGAAATAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAGTTGAACCAATA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATAGTTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTA---TCTGGCATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>KU749401 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAACGGCAGCAATAGCACTGCCATGAATAGCTCA-
-------------------------------------------------------------------------
----------------------------
GGCAATGAAAATATAACCATACACTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAACATGTGTATCAAAC---
ATTACAGGGCTACTACTAATAAGAGATGGGGGAAATGGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAA---TTGCTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCAACTGCTGAGACTCACAGTCTGGGGCATT 
>KY658681 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGAACACCACTTGGAACGAAAATAGCACTGTTGAAA
GTAGTACA-----------------------------------------------------------------
-------------------------
GGGGACAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAAC---
ATTACAGGACTACTACTGGTAAGAGATGGTGGAAACACTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAGG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCAACCAAGGCACAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGTT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749402 
TTCTATTGCAATACATCAAAACTGTTCAATAGCACTTGGGACGAAAATAGCACTGCCATAAATAGTACAGAG-
-------------------------------------------------------------------------
----------------------------
GACAGTGGAATTATAACTATACCATGCAGAATAAGGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGATTAATACTAACAAGAGATGGTGGAAATATTAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAGTATAAAG
TAGTAAGCATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749403 
TTCTATTGTAATACAACAGACCTGTTCAATAGCACTTGGGACAGAAATGACACTGATGCAAATAGTACACAGG
TTGATAGTACA---CAG--------------------------------------------------------
----------------------------
GTTGATGTAACTATAACTCTACCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGGAGGAGTTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGGGATGGTGGAGCTAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTTAGACCTCTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAATACAAGTTGAACCAATA---GGAGTAGCACCTACCCCAGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 



>KU749404 
TTCTATTGCAATACAACAGAGCTGTTCAATAGCACTGAGGACAAAAATGGCACTGTCACAAAT----------
-------------------------------------------------------------------------
----------------------------
AGCAATGAAAATATAACTCTACCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAACTTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGAGATGATAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTCC
AAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------------
-------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---TTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749405 
TTCTATTGCAATACAACAGACTTGTTCAATTGGGATAGAAATAGCACTGTCCCAAATAAC-------------
-------------------------------------------------------------------------
----------------------------
ACAAGTAGCAATATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAATCAA
TGTATGCCCCTCCTATCAGCGGAAAGATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAGTAAGAGATGGTGGAGATAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTATAGGAGGAGAAATGAGGCACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCAGCCTTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KY658682 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAATGGCACTGACACAAACAGCACAGAGGAC----
-------------------------------------------------------------------------
----------------------------
AATAATGTAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCTATCAGAGGAAATATAACTTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGTAAAGAGAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAAACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAGAAATTAACCCAATA---GGAGTAGCACCTACCCCGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTAGC---CTAGGAGTT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGCATAGTACAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCAATTGCTGAAACTCACGGTCTGGGGCATT 
>KU749407 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACGACAATAGCACTGTTGCAAATATCACAAAG-
-------------------------------------------------------------------------
----------------------------
ACCAATGAAAATATAACTCTACCATGCAGACTAAGGCAAATCATAAAGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAGTTATAAAGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGTGGAGATGGAACTAAT----------------------------
-------------------------------------------------------------------------
-------
AACAGCAATAATGAGATTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCAGTTATTGGA---CTGGGAGCT---
------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>AF082486 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGAACATGGCACTGTCACAAATAGCACAATG-
-------------------------------------------------------------------------
----------------------------
GCCAATGGAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATTAAAGGAAGTATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAGTGGAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAAATTGAACCCATA---GGATTAGCACGTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCC---ATTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAAAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KY968402 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGTCTAATAATGATACTGGGGAGGGTACTGCAGATT
CA-----------------------------------------------------------------------
----------------------------
AATAACGAAACTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAACATTAGTTGCTCATCAAAT---
ATTACAGGGTTACTGTTAACAAGAGATGGTGGAGATAATGATGAC----------------------------
-------------------------------------------------------------------------
-------
CTAAACGGGACCGAGACCTTCAGACCTCAAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGTTG--------
-------------------------------CAGAGAGACAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KY968404 
TTCTACTGTAATACAACACAACTGTTTTATAGTACTTGGTTGTCTAATGGTAGTAGTTTGACAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGCTCATCGAAT---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTAGTCATAACGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY968408 
TTCTACTGTAATACAACAAAACTGTTTAATAAGACTTGGAATGGTACTTGGCTTAATAATGAGAAT-------
-------------------------------------------------------------------------
----------------------------
ACTACACAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGATAACGAGACTGGG----------------------------
-------------------------------------------------------------------------
----------------
TCGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTCAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>DQ383749 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATGGGAATGCGACTACAGATAATACT-
-------------------------------------------------------------------------
----------------------------
ACAGGAGTAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAACGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACGACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---ATAACA---ATAGGAGCT------
---ATGTTACTTGGTTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078532 
TTCTACTGTAACACATCAAAGCTGTTTAACAGTACTTGGCATAGGAATGGTACTTGGAATGGTACTAGTACT-
-------------------------------------------------------------------------
----------------------------
GAGAATAATACAATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTACATGTACATCTAAT---
ATTACAGGACTGTTATTAATAAGAGATGGTGGTAACATTAACACCACG-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTCAGCCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAGAGAGCG---GTGGGAACACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATACGTTGCAACTCACAGTCTGGGGCATT 
>AF042102 
TTCTACTGTAATTCAACACAACTGTTTAATGGTACTTGGAATGGTACTTGGATTAATGGTACTTGGAAGAGTA
GTTAT--------------------------------------------------------------------
-------------------GGG---
AATGATACTACAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACAGTAACACCACG-------------------------
-------------------------------------------------------------------------
-------
GACAACAGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGAT
ATAAAGTAGTACAAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF538307 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGCATAATAGTACTTGGAATAATAATAAAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGCACTGATCCAATCACACTTCCATGCAGAATAAAACAAAATATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAACACAGACAAT-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGAA---GTAGGA---CTAGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGAGGCTGACGGTACAG---GCCAGACAA---TTATTG---TATGATATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 



>GU367398 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTCCTCTAATGATACTTTGAATGGTACTTGGTCCT
CTAATTATAAT--------------------------------------------------------------
-TTGAATGATACTGAA---------
GGATCAGGGGACAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGTTATTATTAGTGAGAGACGGGGGTAATATCCAGAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---ATAGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU367404 
TTCTATTGTAATACAACACAACTGTTTAACAGTACTTGGAGAAAGGAGTCAAATAACACTGGAGGAAAT----
-------------------------------------------------------------------------
----------------------------
ATCACACGAAATATCACGCTCCCATGTAGAATAAGACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGACTAATTAGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTAATCAGAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAAATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF146728 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTGGGAATGATACTGAAAGGGCAA
CT-----------------------------------------------------------------------
-------------------------
AACAATACAGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAACGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATCAAGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGGGCA---------
ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGGCGCTGACGGTACAG---ACCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485974 
TTCTATTGTAATACAACAAAACTGTTTAATGGTACTTGGAATGGTACTTGGCTATCGGGGAACTGG-------
-------------------------------------------------------------------------
----------------------------
CCAAATGAAAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAGATTAGATGTGACTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTTCCGGGAATGGAACTGAG----------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGCACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGA------ATAGGAACGCTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MN485990 
TTCTACTGTGATTCAACAGAACTATTTAATAGTACTTGGAATTTTAATAATAATACTTGGTATGAGAACTCAA
ATAACACAAGT--------------------------------------------------------------
----------------------------
GACAAAGAAAACATCACACTCCCATGTAGAATAAAACAAATTAGAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGGCTAATTACATGTCAATCAAAT---
ATTACTGGGGTGCTACTAACAAGAGATGGTGGTATTAATAACACC----------------------------
-------------------------------------------------------------------------
-------------
AGGAACGAGACCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATACAAATATAAAG
TAATAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
GTGTTCCTTGGTTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485995 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTGGTCTAATAGTACTGGGAATATTACTGGA----
-------------------------------------------------------------------------
----------------------------
CAGCCAGAAAATATCACTCTCCCATGCAGAATAAAACAAATCATAAACTTGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGATAATCAAACTAAA----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAGCCATTG---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTGTTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486028 
TTCTACTGTAATACAACAGACCTGTTTTGGGGTATTTGGGACCCAAATAATAATACTTGGAATGGTAGTACAG
TGGATAAC-----------------------------------------------------------------
----------------------------------------------
ATTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTG
AAGGAAATATTAGCTGTACATCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGTGGTGGTGAAGGG----------------------------
-------------------------------------------------------------------------
-------
CCTAATGATACCGAGATCTTCAGACCTACAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTACAAATTGAGCCAGTA---GGGATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGACAGCT---
------GTGTTACTTGGGTTCTTGGGCACA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MN486034 
TTCTACTGTAATACAACAGAGCTATTTAATAGGAATATTACTGAAGAGTCAAACACTAATGGAAATAGCAGT-
-------------------------------------------------------------------------
----------------------------
AGCGCAGGAAATATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTCAATGTATATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTAAGACAAATAAT----------------------------
-------------------------------------------------------------------------
----
GAGACAAATGGGACTGAGATTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---



TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037270 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATTTTACTAGTACCTGGAATATGACTAGTGGGT
CAAATTAC-----------------------------------------------------------------
-------------------TCT---
GCAGAAAGAAATATCATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGATAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
AGCACCGAGACCTTTAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358805 
TTCTACTGTAATACAACGAAGCTGTTTACTGGTACTTTGAATAGCACTGGGACTTGGCATACAGAAAAC----
-------------------------------------------------------------------------
----------------------------
CAGACTGATACTATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGATACTATTAACACGAGATGGTGGTGGGAATGGGTCC----------------------------
-------------------------------------------------------------------------
----------
GACACCACCGCCTCCTTAACACCAGGAGGAGGAGATATGAGGAACAGTTGGAGAAATGAATTATATAATTATG
AGGTGGTAAAAATTCCACCATTA---GGAGTACCACCCACCGAGGCGAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGGGCACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTAAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692432 
TTCTACTGTAATACATCACAACTGTTTAATAGAACTTTTAATGGTACTGCAAATAAATTCAATACT-------
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACTATCACACTTCAATGTAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TATACAACCCTCCCATCAGAGGAAACATTAGTTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAACAATGGGAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGCCCGAGACCTTCAGACCTGGAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAGAGAGCA---GTGGGAGTGGTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692439 
TTCTACTGTGATACCTCACAAATATTTAATAGTAATTGGAATAGTTCTTCAAATTTTAGTCATCATGAAAAT-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAATGATAACAATGGG----------------------
-------------------------------------------------------------------------
----
ACTGAGAATGGGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTTCAAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---
GTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---



GGCGCAGCGTCA---CTCACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN692433 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGTGGGTTAATGGTACTTGGAATGATACTACAAAGT
CAAAT--------------------------------------------------------------------
-------------------------
GCAACTCAGGAACTCATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAGTAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAATGAGAGT----------------------------
-------------------------------------------------------------------------
----------
AGAACAAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637049 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTATGTTAAATGATACTAAAAGGCCAGATGAC-------
-------------------------------------------------------------------------
----------------------------
ACAAATCAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAGATGTATATCAAAT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTAATGGTAATGGTACTGAG----------------------
-------------------------------------------------------------------------
----
TGCGGTAACAATACCGAGTGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN692462 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAAAATTGGAACTAATAAGTCTATA----------
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAGACAACAATGGGTCC----------------------
-------------------------------------------------------------------------
-
GAGACCTCCAATGAGACCTACACCTCTGGACCAGGAGATATGAATATGAATTGCAATTGTGAATTATATTTAT
ATAAAGATATGGAAATGGAGCCTGTACCATTA---GCACCCACCCCGACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
GTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGGCGCTGACGGCACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGGAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692465 
TTCTATTGTAATACAACAGAGCTGTTTAAGGGTACTTGGAATGGTACTTGGAATGGTACTACTTGGGCTAATA
GTACTTGGGCT--------------------------------------------------------------
-------------AATGGT------
ACTGGGAATATGAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACCCATTAACTGTACATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTGATGGTAACGGG----------------------------
-------------------------------------------------------------------------
-------------
AGTCAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCT------ATAGGAGCT---------
GTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACTGTCTGGGGCATC 
>JN692473 
TTCTACTGTAATACATCAAAGCTGTTTAATAGGAATTGGACTGATAATAGTAATAATACTGGAAATGATACT-
-------------------------------------------------------------------------
----------------------------
GGGAATAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATTCGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATCATAACAATAGT-------------------------
-------------------------------------------------------------------------
----------
AACGGTAGTGAAATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692474 
TTTTACTGTAATACAACACAGCTGTTTAATAGCACTTGGCTGTTTAACAGCACTTGGAATCAAAGTGCTAAT-
-------------------------------------------------------------------------
----------------------------
GATGCAGACAATATCACACTCCCATGCAGAATAAAACAAATAGTAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGATAATAACACCAAC----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACATCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN692480 
TTCTACTGTAACACAGCACAGCTGTTTAATAATACTTGGCTGTCCAATAATACCTGGCTACAGAATAATACTT
GG-----------------------------------------------------------------------
----------------------------
ATTAATGGCACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGCGA
TGTATGCTCCTCCCATCGCAGGAATAATCAACTGTGTATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGAAACATAACAACAAATAGTACCTAC-------------------
-------------------------------------------------------------------------
----
TCTGAAAACAATACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAACAATTGAGCCAGTG---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTAACGCTGACGGTACAG---GCCAGAATA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ377423 
TTCTACTGTGATACAAAACCACTGTTCAATAGTACTTGGAATGATACTACAGGGTCAATTCAC----------
-------------------------------------------------------------------------
----------------------------
ATTAATGGAACTATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAGAGAACAGG----------------------------
-------------------------------------------------------------------------
-------------



ACCACCGAGACCTTTAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTA--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGGGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ377459 
TTCTACTGCAATACAACACGCCTGTTTGATAGCACTTGGAATGGTACTGCAGGAAATTGGACTGATATTACAG
GGTCAAAT-----------------------------------------------------------------
-------------------TAC---
ACTGATGAAGATAATATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCCCCCATTGCAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGCCAATAGATCC----------------------------
-------------------------------------------------------------------------
----------
GACACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KT427681 
TTCTACTGTAATACATCAACGCTGTTTAATTGGACTGAAAATTCAAATAACAAT-------------------
-------------------------------------------------------------------------
----------------------------
GCAAGTGACAATATGACAATCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAGATTAGCTGTTTATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTATCAACAGCAGCAGCAGC----------------------
-------------------------------------------------------------------------
-------
AATGAGACCTATGAGACCTTCAGACCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427673 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGAATACAACAGAGTTGTTTAATAGTACCAGGTGGA
CTAATCAA-----------------------------------------------------------------
-------------------ACT---
AGGAATGATACTGACATCATACTCCCATGTAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAAGATAAGGAACGAGACG-------------------------
-------------------------------------------------------------------------
----------
AAAAGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAGGAACAATAGGAGCT------
---ATGTTCCTTAGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427744 
TTCTACTGTAATACAACACAGCTATTTAATCATACTTGGGATGGTACTAACTGGACTGATCCTAACTGGTCGT
CAAAT--------------------------------------------------------------------
----------------------------
ACAACTAACAATATCACACTTCAATGCAGAATAAGACAAATTATAAACAAGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAA---
ATTACAGGGCTGCTACTGACAAGGGATGGTGGCAAAACGAATAGCTCT-------------------------
-------------------------------------------------------------------------
----------



AACTCCTCTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAGCTATATAAATATA
AGGTAGTAAAAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427732 
TTCTACTGTAAGACAACACAGCTGTTTAATAGCACTTGGTTAAATACTAGTATTGAGTATAATAATACTGAAG
GGGCT--------------------------------------------------------------------
----------------------------
GGAGTACCAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGAAAGAGCAA
TATATGCCCCTCCCATCCCGGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTGACACGGGATGGT---AATGGTAATCAAACAGAT----------------------
-------------------------------------------------------------------------
----------
AGCACTAACGAAACCTTCAGACCAATAGGAGGAAATATGCAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAAAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KT427721 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCAAATGAAAATAGTACTGGGGGAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGAACTGAAGACTATGTACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAATATTACTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGT-------------------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ACAGCGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427717 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATAATACTGCTTGGAATGAGACTATTGAT----
-------------------------------------------------------------------------
----------------------------
AAAAATGGAACTATCATACTTCAATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCTATTGCAGGAAATATTACATGTTCTTCAAAC---
ATTACAGGGATTTTGTTAACAAGAGATGGTGGGATGAACGTAAGC----------------------------
-------------------------------------------------------------------------
----------
GATACCACCGAGACCTTTAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGACTTGAGCCATTA---GGGATAGCACCCACCAAGTCAAGGAGAATAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACGA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAAG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427713 
TTCTATTGTAATACAACAAACCTGTTCAACAGTACTTGGAATGACACTACTGAAGGAAATAACACAGGA----
-------------------------------------------------------------------------
----------------------------
AATATAGGAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGTTACTAACAAGAGATGGTGGTAATAATGATTCT----------------------------
-------------------------------------------------------------------------
----------



AATAATTATGAAATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GCA------CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGAACA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGG---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427870 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGAATAGGGATGGTAATTGGTCTCAGGATGATACTA
AT-----------------------------------------------------------------------
-------------------------
GGGTCAAATGAAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAAGGATTTTCTGTTCATCAAAC---
ATTACAGGGCTACTCTTAGTAAGAGATGGTGGTAACCAGAGCCAC----------------------------
-------------------------------------------------------------------------
-------------
GAGAGTGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACATCATCTGTTGCGACTCACAGTCTGGGGCATA 
>KT427707 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTAATAATACTTGGAATAATACTAATAATAATAGTAGG----
-------------------------------------------------------------------------
----------------------------
AATAATGAAACATATACCATACCATGCAGAATAAAGCAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAAAGGAATAATTCACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAGTTCAGAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCAATA---GGACTAGCACCTACCAAGGCACAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427706 
TTCTACTGTAATACATCACTGATATTTAATGATACTTGGCTTAACAGGTCTGAAGAG----------------
-------------------------------------------------------------------------
----------------------------
TCAAATAAAACTATCACACTTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAACATAAACGAG----------------------------
-------------------------------------------------------------------------
----------
ACTGGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427703 
TTCTACTGTAATACAACAAAGCTATTTAATAGTATTTGGAATAATACACAGCTAGTTAATGGTACTTGGAAT-
-----------------------------------------------------------------
GATACTTACTGGAAGTCTAAA------------
GTGCCAAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACACATGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAAAGGGGAAATTAAATGCTCATCAGAT---
ATTACAGGGTTGCTACTGACACGGGATGGTGGTAACATGAGCAACAGCTCTAAC-------------------
-------------------------------------------------------------------------
----------



GACGGCTTTGAAGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AGGTAGTGAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGGGCGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>KT427873 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGGATACTAATGCAACCTTGAATGCTACAGACAGCC
AAGATGAA-----------------------------------------------------------------
----------------------------
CTTAACAAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGGCTAATTAGATGTACAACAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGCACAGGCAATAAGACT-------------------------
-------------------------------------------------------------------------
-------
CAAAATAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGGAGTGAGTTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCCAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427695 
TTCTACTGCAATACATCGGTGCTGTTTAATGATACTTGGCTGAATAATAATAAGACT----------------
-------------------------------------------------------------------------
----------------------------
GAACACCAAAATATCACGCTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGGTGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427861 
TTTTACTGTAATACAACACCGCTGTTTAATAGTACATGGTCGCTTAATGGTACTACTTGGCAGCTTAATGGTA
CTCAGAAT-----------------------------------------------------------------
-------------------------
AATGAGTCAGGAAATATCACACTCCAATGTAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACTCATAAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACAATGAAACGAAG----------------------
-------------------------------------------------------------------------
----------
AACAACTCCGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAGCCATTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427785 
TTTTACTGTAATACAACACAACTATTTAATAGTACTTGGGTTAATGATACTTTTAGTACTTGGGTTAATAATA
CTTGGGTT---------------------------------------------AATGGT---
ACTGTAAAGTCAATTAGTAAT---------------
AAAACAAATATTAATATTACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGAAATAGTGATAATAGTAGC----------------------
--------------------------------------------------------------------
AAAAATGAGACAAAT---



GAGACCGAGACTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTCAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KJ849814 
TTCTACTGCAATACAACACAGCTATTTAATTGGACAATTGGCAAGTCA-------------------------
-------------------------------------------------------------------------
-------AATATAACCCAA------
AATGATAGTGAAATTATTACAATCCAATGCAGAATAAAACAGATTATAAATAAGTGGCAGGAAGTAGGAAAAT
CAATATATGCCCCTCCTATCAGAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAAT-------------------------------------
-----------------------------------------------------
CACAATGAAACTAAAAACAAGACT---------
AAGACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTGAAAATTCAGCCATTA---GGAATAGCACCCACCAGGGCAAGGCGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427771 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCAAAGTAATAGTACTGGAAATAGTACTGAGAAT-
-------------------------------------------------------------------------
----------------------------
AATAGCACAATAATCACACTCCCCTGTAGGATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTCAATGTACATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGGTCTGATGGTGAATCTAATAAA-------------------
-------------------------------------------------------------------------
----------
ACAGAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCACTAGGGGGA---CTAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACGGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427753 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAAGTGGAATAATGGTACTTGGAATAGGAATGATA
CT-----------------------------------------------------------------------
-------GAAGGACAAGAT------
AACACTGGAGAAACTATTACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAAT---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTAATAATAATAATAGC-------------------------
-------------------------------------------------------------------------
----------
AAGAATAACGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAACGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427749 
TTCTACTGTAATACAACAGAACTGTTCTATAGTAATTGGACGTGGAATGGTACTTGGAATAGGAATGATACTG
AAGGATTA-----------------------------------------------------------------
----------------------------
CAAAATAAAACTATTATACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAAT---
ATTACAGGACTGCTATTAATAAGAGATGGTGGTAATGATACTGGAACT-------------------------
-------------------------------------------------------------------------
----------



AGTGGGACTGAAATTTTCAGACCTCAAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAACGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTCAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427826 
TTTTACTGTAATACAACAAAACTGTTTAATACTACGTGGAATATTACTGGAGAAGGAAACAACAATCTC----
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACTATCACACTCCCATGCAGAATAAAACAGTTCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGGGGACAAATTCACTGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGTCGGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGAGGAATAGGAGTT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTTTGTTGCAACTCACTGTCTGGGGCATC 
>KJ849821 
TTCTACTGTGATACAGCAAAGCTGTTTAACAGTACTTGGGAGAGGCGTAATGACACGAAC-------------
-----------------------------------------------------------------
ACTTGGGAGTCGAACAATACA------------
ATACCAAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACGAATTGAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
TCTAACAATAGTAGTAACGATACCTTCAGACCAGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTCAGCCATTA---GGAGTAGCACCCACCAGGTCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGAGG---
GCTATTGATGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427811 
TTTTACTGTAATACATCAAGACTGTTTAACAGTATTTGGAACAGTACCTGGCAGGATAATACAGCTGAAGAGT
CA-----------------------------------------------------------------------
----------------------------
AATAATACTGACATCATACTCCATTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGAAAAATTCAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAACGAGAACACT----------------------------
-------------------------------------------------------------------------
----------
AGTAACACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCGCGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427796 
TTCTATTGTAATACATCACAGCTGTTCAATAGTACTTGGAATTTCACTAGTGCTAGGAATGAGACTGAAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGTAGGATAAAACAAATTATAAATAAGTGGCAAGAAGTAGGAAAAGCAA
TATATGCTCCTCCTATCCAAGGACGAATTTACTGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTGAAAACAACCTG----------------------------
-------------------------------------------------------------------------



-------------
ACCAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCA---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX181905 
TTCTATTGTAATACAACAAAATTGTTTGATTGGAATGATACAACAAAAGTGTTTAATTGGAATAAATCA----
-------------------------------------------------------------------------
-------TGGACGTTTACA------
GAAGGCAATGACACTATTCATATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGGAGGGCTGATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGACAAGG----------------------------
-------------------------------------------------------------------------
-------------
GATAACGACACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTA--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KX181909 
TTCTACTGTAATACAGCAGAGCTGTTTAGTAATACTTGGTTAAATAAGAGTGGCAAT----------------
-------------------------------------------------------------------------
----------------------------
AACGATGGAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGATTAATTGAATGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAATAGTGCA----------------------------
-------------------------------------------------------------------------
-------
AACAATGCTAGTGAAACCTTCAGACCCGGAGGGGGAAATATGAAGGACAATTGGGGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAGCCCTTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAAAGCA---GTAACG---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181908 
TTTTACTGTGATACAACAAAGCTGTTTAATAGTACTTGGAATAATACTGGAGAGTCAAATTACACGGAG----
-------------------------------------------------------------------------
----------------------------
GGAAATGCCACTATCATACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCCTCAGTGGAAATATTAGCTGTTTATCAAAT---
ATTACAGGGGTACTATTAACAAGAGATGGGGGTAATGAAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GCCCCTGAGACCTTCAGACCTCAAGGGGGAAATATAAAGGATAATTGGGGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCCTTA---GGAGTAGCCCCCCCCAAGGCAAAGAGAAGAGTGGGG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCAATATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX181898 
TTCTACTGTAATACATCACAGCTGTTTAATTGGACTGAAAGAAATAGAAATAGCTCAGATGGGACAGGGTCAA
AT-----------------------------------------------------------------------
----------------------------
GAGACTGAGACCATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAATATTAGCTGTTCATCAAAT---
ATTACTGGGCTGCTATTAACAAGAGATGGTGGTACAAACCTGACT----------------------------
-------------------------------------------------------------------------



----
GGGTCTAACGGGACCGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAGCCAGTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACACTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATCTG---CTGAAA---
GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181899 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAATGGTATTGAGAATATTTCGAATGATACTGAGA
ATTAT--------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTC
CCATTAAAGGAAATATTAGCTGCACATCAAAC---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAACAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181913 
TTTTACTGCAATACAACACCACTGTTTAATTGGACTGAAGGGTCAAATAACACTCAATGG-------------
-------------------------------------------------------------------------
----------------------------
CCAAAGGACAATATTACACTTCAATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGACTGATTAACTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAAGTCCGGGAAAGAT----------------------
-------------------------------------------------------------------------
----------
ACTGGTCCCGAAATTTTTAGACCAGCAGGGGGAAATATGAAGGGCAATTGGGGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCCTTA---GGAATAGCCCCCCCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCC------
---ATGTTCCTTGGATTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041573 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATGGGTCAAACATCATAGGAAATGATACA----
-------------------------------------------------------------------------
----------------------------
AATGACACAGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGAAATCATACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MK041575 
TTCTACTGTAATACAACACAGCTGTTTAATAATACTTGGAATGATACTGCTTGGAATGATACTAGCTGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAATTGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTAATGACAATGACACGAATACG-------------------



-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCCATTCAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>MG571983 
TTCTACGGTAATACATCAAACCTGTTTAATAATAATATTACAGGGATTATA----------------------
-------------------------------------------------------------------------
----------------------------
AAGAATGGGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATCAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGTAATGAG----------------------------
-------------------------------------------------------------------------
----------
AGTCATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>MG571987 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGCTGCTTAATGATACTGGAAATGTTACTGTGCCAA
ACAAA--------------------------------------------------------------------
----------------------------
ACGGACGAAATTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGTTATATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGGGATGGTGGTAATAATAATCAGTCT-------------------------
-------------------------------------------------------------------------
----------
AATCAGGCTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCTAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MG571990 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATGGGTCAAACATCATAGGAAATGATACA----
-------------------------------------------------------------------------
----------------------------
AATGACACAGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGAAATCATACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MG572002 
TTCTATTGTAATTCATCACAGCTGTTTAATACAACTTGGATAAATGGCACTACAGGAAATAGAACTAATGAA-
-------------------------------------------------------------------------
----------------------------
AATGACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAACAGCAA
TATATGCCCCTCCCATTGAAGGCATGATTAAATGTTCATCAAAT---
ATTACGGGGGTGCTATTAACAAGAGATGGTGGTTATGATAACAATAGCACG----------------------



-------------------------------------------------------------------------
----------
CGCCAGAACGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCG---GTAACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JF320427 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACATGGAACGGTACAGAGGGGATAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
GCTACAGGAAATATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATTAGATGTGTATCAAAT---
ATCACAGGGATACTATTAACGAGAGATGGGGGTAATAATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATCACACCGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAGGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320424 
TTTTACTGTAGTACAACATTATTGTTTAATAGTACTTGGGGGTCTAATGAGACTAGGAATGAGACTATA----
-------------------------------------------------------------------------
----------------------------
GACAATAGCACTATCACAATTCAATGTAAAATAAAACAACTTATAAACATGTGGCAGGGGGTAGGAAGGGCAA
TGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAACAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GCAGGA---CTGGGAGCT------
---TTGTTCATTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU562236 
TTCTACTGCAATACAACGCAGCTGTTTAATAGTACTTGGTATAGTAATGGTACTTGGTCTTGGAATGGTACTA
CTTGGAATGGT---------------------------------------------ACT---
AGAGAGACAAATAGTACGGAA---------------
GGAAACGACACAATGATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGCAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGTGGACTAATCAAATGTACATCAAAT---
ATTACAGGGCTGTTAATAACAAGAGATGGGGGTCATGAAAGTAATAAAAGTAAC------TATGGT-------
-----------------------------------------------------------------
TATGAAAGTAGTAAAAGT---
GAGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATAAAA
TAGTAAGAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCC---GCA------CTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>JQ403024 
TTCTACTGTAATACAACACAACTGTTTAATAGAGATTGGAATGATACTAGTACTATTAACAGTACT-------
-------------------------------------------------------------------------
----------------------------
GAAAATAGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGACAATACCACT-------------------------



-------------------------------------------------------------------------
----------
AACACCACTGAGATCTTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403041 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGAATAGTACCGAATCAAATAATACTATA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCATGGTGGTCATAATAAGAAT-------------------
-------------------------------------------------------------------------
----
ACCACCAACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAACTTGAACCATTA---GGAATAGCCCCCACCTCGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC797225 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAATGCTACTGGTACTCAGAATACTACTGGTACTC
AGAATGAGACT--------------------------------------------------------------
----------------------------
AAAATAGGCAATATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAACTGTGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTCATTCTAAGAATACAAATAGT-------------------
-------------------------------------------------------------------------
----
ACAGATAATGATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGACG---
CTAGGAGCC---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ699978 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTATAATGGTACTTGGAGTGGTACTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAATGAGAGCGAT-------------------------
-------------------------------------------------------------------------
-------
AGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131792 
TTCTACTGTAATACATCAGAGCTGTTTAAAAGTACTTGGAATAATACTAGTACT-------------------
-------------------------------------------------------------------------
----------------------------
GGGAATGATCCTATCACGCTCCCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAAGAAGTAGGGAAAGCAA



TGTATGCTCCTCCCATTGAAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGATTGCTATTAACAAGGGATGGTGGTCATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGACCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTACAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131803 
TTCTACTGTAATACATCAAAATTATTTAATAGTACTTGGTATAATAATGGTACTTGGAATAATGCTAGTACT-
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAACAAGACTAAGGAC-------------------
-------------------------------------------------------------------------
----
AACAACACCGAGACTGAGACCTTTAGACCTGGGGGAGGAGATATGAGAGACTATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGGGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATTTG---CTGATG---
GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>EU363829 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGTATAATAATGGTACTTCGAGTGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATTAGCTGTGTATCAAAT---
ATCACAGGGTTGCTATTAACAAGAGATGGTGGTCAGAATGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAAACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATTGTGCAACAGCAGAGA---
AATTTG---CTAAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215413 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACTACTAAGATTTGGGGGAATACTACAGAAG
GT-----------------------------------------------------------------------
----------------------------
AACAATAGCACTATCATGCTCCCTTGCAAAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCGCAGGGCGAATTAGATGTGTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTCATAATGGGAACGGG-------------------------
-------------------------------------------------------------------------
-------
TCCAACGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCAATA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTGCAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>EU131802 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGGTAAT-------
-------------------------------------------------------------------------
----------------------------



ACAGGAACTACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCCA
TGTACGCCCCTCCCATTCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGAATACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGATTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGAATATGTTGCGACTCACAGTCTGGGGCATC 
>EU131804 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTATAGTAATGGTACTAGGAAGGATCCTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGGAAAGCAA
TGTATGCACCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTCGCTATTAACAAGAGATGGTGGTTATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAGGCACCATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGT---GCTATTGAGGCGCAACAACGTTTGTTGCAACTCACAGTCTGGGGCATC 
>JF932472 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGACAGGAAATGATACTAGCATTTGGAATGATACTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATCATGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932474 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATAATGATACTAGTGTTTGGGATGATA
CTACA--------------------------------------------------------------------
----------------------------
GAAAATGACATTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTCAAGGACAACTTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTTATCATAATGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ215554 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTACTTTGACTAATGATACCTGGAATGATAATCGGTCATATA
AC-----------------------------------------------------------------------
-------------------------



AATGGAACAGGTAACATCACACTCCACTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTTATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGAGGTAACAATACCGGGAAT-------------------------
-------------------------------------------------------------------------
-------
CAATCTGATACTGAAACCTTCAGACCTGGGGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAGCCAATA---GGATTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTCACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF346917 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATATTAATAGTAATGGGACTAATAATACAAAT-
-------------------------------------------------------------------------
----------------------------
AGCAATATCAATATCACACTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTACGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCACAA---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTACTAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
CATACCAACGAAACCTTCAGACCTGCAGGGGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>JX960599 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATACTTGGGATAATATTACTGGGAATAGTAATG
AGAATAAT-----------------------------------------------------------------
----------------------------
ACACAGAACAATATCACACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCGCAGGACGAATTAAATGTTCATCAGAT---
ATTACAGGACTATTATTAGTGAGAGATGGT---AATAACAATAACAAT-------------------------
-------------------------------------------------------------------------
----
ACAGATAACAAGACAGAAACTTTCAGACCTCAGGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACTACGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACAATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932497 
TTCTACTGTAATACATCACGACTGTTTAGTAGTACATGGTATACTAATGATACTCAGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTTGAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTTATAATGTAAGC----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAACCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGGGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX693642 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGTTAATGACACTAGTAATGATACTACA----
-------------------------------------------------------------------------



----------------------------
GGAAATGAAACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTGTAAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGTTCAATGAGACCTTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA------GGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693171 
TTTTACTGTAATACATCACAACTGTTTGACAGTATTTGGAATGCTACTACTGGTACTTGGAATGGTACTACA-
-------------------------------------------------------------------------
----------------------------
GGAGGTGACAATATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTTATTGTTCATCAAGT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACGAGTAAGAAT----------------------------
-------------------------------------------------------------------------
----
GAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAGCGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGA---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693309 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAAGACTAGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTCAAGGACTAATTAACTGTTCATCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGTGGTAATAATACTGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTACAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX693362 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGATAATAGTACTTGGAATGATAATGATAAGA
CA-----------------------------------------------------------------------
----------------------------
GGAGATGACAATCTCACGCTCCCTTGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTCAGAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693411 



TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAATAATAATCCTTGGAATACTACTAGTATT-
-------------------------------------------------------------------------
----------------------------
CAAAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAAT---
ATTACGGGGTTGCTATTAACAAGAGATGGTGGTAAAGGTGGGGAT----------------------------
-------------------------------------------------------------------------
----
GTGAGCAACTACACCGAGACCTTCAGACCTGCAGGGGGAAATATGAGAGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAGCAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY561237 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGCCTGCTAATGATACTTGGCATGATACTAACGGGA
CAAGTTAT-----------------------------------------------------------------
-------------ACTAAC------
GGGACAAGTGGAACTATCACACTCCCATGCAAAATAAAACAAATTATAAACTTATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGAGCACTTAATTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGACAAGAACAGCAAC----------------------
-------------------------------------------------------------------------
----
AATAGCAACAGCAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGGGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---GTGATGCTGACGGTACAG---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KR914676 
TTCTACTGTAACACAACACCACTGTTTAATAGTAGTTGGTACAAGTCAAATTGGAAAAGTCAAAGGACAAAGG
AGATTGGA-----------------------------------------------------------------
----------------------------
GGAAGGGAGACAATCACACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGGTGCTATTAACAAGAGATGGTGGTAATACCACCAAT----------------------------
-------------------------------------------------------------------------
-------------
CACTCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---TTCGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAT---GCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ388899 
TTCTACTGCAATACAACAGAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAGTACTACAA
ATGCAAAT-----------------------------------------------------------------
-------------------GCA---
ACAAATACAGCTAACCTAGTACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAATAGTAATCAGACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAGATTTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388916 
TTCTACTGTAATACAACAGGGCTGTATAATAGTACTTGGCAGTTTAATAGTACTTGGAATACTACTTGGAATC
ATACTGAC-----------------------------------------------------------------
-------------------CCT---
AATCATACTGACCCTATCACACTACCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGAACCAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTCAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF683738 
TTCTACTGTGATACTACAAAGCTGTTTAATAGTACTTGGACTGGGAATGAAACTTGGACTGGGAATGAAACTG
AAGAG--------------------------------------------------------------------
-------------------------
TCAAATAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGGTAATGGGACT-------------------------
-------------------------------------------------------------------------
-------
CAGAATCAGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---
------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683756 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACTAATAGTAGTAGTACTTGGAATAATACTGAAG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGGCAAATTAGGTGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTCATAACGGAACCAAT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JF683764 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGTTTATGAATGGGACTAATACAACTACC-------
-------------------------------------------------------------------------
----------------------------
CTTACCGCAAATGCCACAATCCCAAGCCGAATAAAACAAATTATACACAGGAGGCAGGAAGTAGGAAGAGCAA
TGTATGTCCCTGCCCTCAGAGGACCAATTACATGTATATCAAAT---
ATGACAGGGACGTTATTAACAAGAGATGGTGGTCATAACAATGGCATT-------------------------
-------------------------------------------------------------------------
----------
AATGACATTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>JF683773 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACACCTAATGGTACTTGGACATTTAATGCTGCTA
GTGGGGCT-----------------------------------------------------------------
-------------------TCA---
GGATTCAAGGGCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTATAAACAATACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGATCTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAACCAATA---GGAATTGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ416158 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGCCTTGGAATAGTACTGCAAACAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGGATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTCAGACTAACAACCAG-------------------------
-------------------------------------------------------------------------
----
ACTGGGAACCAGACCGAGATTTTCAGACCTGGAGGAGGAGATATAAAAGATAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCTCCCACTAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---CTAACA---
CTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403037 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTTTGAATGATACTAGAGGGT
CAAATAAC-----------------------------------------------------------------
-------------------ACA---
AATGGAACTGGTTATATCATACTCCCATGCAGATTAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCACAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATAGC----------------------------
-------------------------------------------------------------------------
----------
GAACCCACCCAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACAAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124803 
TTCTACTGTAATACAACAAGCCTGTTTAATAGTACTTGGTATGCAAATGGTACAAATAGCACTTGGTCTGAT-
-------------------------------------------------------------------------
----------------------------
GAGTCAGATGTTATCACACTTCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAATTGTACATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAACAAGAATGGCACTAATGAG-------------------
-------------------------------------------------------------------------
-------------
ACCTATGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCC---------



TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124751 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCGTTTAATAGTACTTGGGATAGTACTGAAGGGT
CAAATTACACT--------------------------------------------------------------
-------------------------
GTAGAAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATGCTGGCAATACTAGT----------------------
-------------------------------------------------------------------------
----------
AGCAAGAACGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGAT---TTGGGA---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124789 
TTCTACTGTAATACAACAGAGCTGTTTAACGGTACTTGGAATGGTACTTTCTTGAATGTTACTACA-------
-------------------------------------------------------------------------
----------------------------
GGGCGAGAGAATATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCAGAATGCGAGTGCG-------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCTTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KT124805 
TTTTACTGTGATACAACACAACTGTTCAACAGTACGTGGGATACAAATAATACTGGGGGAGTGAATGAT----
-------------------------------------------------------------------------
----------------------------
ACTGACGAGCCAATTACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATTCACTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAAGACAGAGAACGGGACAGAG-------------------
-------------------------------------------------------------------------
----------
AATGTTACTGAGATCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124763 
TTCTACTGTAATTCATCGACACTGTTTAATAGTACTTGGAATGAAACTATTGCAGGGATTACCAAT-------
-------------------------------------------------------------------------
----------------------------
GCAAATGAAACTATCACACTCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGGTAAT----------------------------
--------------------------------------------------------------------
CATAGCGAGAATAAT---
ACCATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAGTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------



TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124779 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAGTAATGCTACTTGGAATGAGACTACAGGT----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACGATTACACTCCAATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCGAGGACAAATAAAGTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACGAGACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGGTCTTCAGACCTATAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTTCAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTGACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124787 
TTCTACTGTGATACAACACAGCTGTTTAATAGCAATAGCACTTGGCTGTTTAATAACACTTGGAATAGTACTG
AGAATAATAAT---ACT--------------------------------------------------------
----------------------------
GAGAATAATAATATCACACTCCAGTGCAGAATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTTACTGTGCATCACAA---
ATAACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAGTGATCAG----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC596067 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATACTACTGAAGATTTAAATAAAACTAGAACTG
AA-----------------------------------------------------------------------
----------------------------
GTAAATGACACAATCACACTCCCATGTAGAATAAGACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAAACATTAGTTGTTCATCAAAC---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTCAGAATAATGTGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAATAAAAATCGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514700 
TTTTACTGTAATACGTCAAAACTGTTTGATAGTACCTGGAATGAAACTAGTATTTGGAATTATACCACTACTA
ATGAT--------------------------------------------------------------------
-------------------ACC---
ACAAAAAATGACACACTCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTCAGGGTAACGGGACC-------------------------
-------------------------------------------------------------------------
-------
GATAACACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---



------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU839598 
TTCTACTGTAATACAACAAAACTGTTTAACAATACTGGACAATTAGATAAAGAAGAAGATGAAGGA-------
-------------------------------------------------------------------------
----------------------------
GAAGAAGGCAATATCACACTTCCATGCAGAATAAGGCAATTCGTAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGGTAGTGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGAGAATGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTCAGCCATTA---GGAATAGCACCCAGCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC595164 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACAGTGGCACAA
GGGCAAAT-----------------------------------------------------------------
----------------------------
AACAGTCACATACTCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595194 
TTTTACTGTAATTCAACACAACTGTTTAACAGTGTTTGGAAGGCTAACAGTACTTGGAATAGTACTGAAGGGT
CAAATAAC-----------------------------------------------------------------
----------------------------
AATGCAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGCCAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACATCACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTAAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595151 
TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGGATATTAATGATACTTGGAATGGTACTAACGGG-
-------------------------------------------------------------------------
----------------------------
CCAGATAACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGAATTAGGTGTGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATGATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
AACCAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTCAACCATTA---GGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200350 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACCTGGAATATGAATGCTACCACAGGGAACTGGACT----
-----------------------------------------------------------------------
TATATTAAAGGGACAGAT---------
TACACTGAAGGAAACATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATAATAACAAGAGATGGTGGTATTAATAATACTACCAACGAG-------------------
-------------------------------------------------------------------------
-------------
ACCATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---ATAGGA---TTTGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU786679 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGTATGAATACGACTAAAGGGACAAATACC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAGATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGGCCAATTACATGTACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGTCAGAGCAAGAACGAA-------------------------
-------------------------------------------------------------------------
-------
AGTAACGAGACAGAGATCTTCAGACCAGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KC473841 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGAATAATACTGTAGGGTTAAATACTACA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACTATCACACTCCACTGCAGAATAAGACAAATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGTTGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACAACAATCAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200357 
TTCTACTGTAATACAACACAGCTGTTCAATAGTACTTGGGAGCCAGGGAAGAATACTACTACAGAG-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGAATTAATTGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACAATAATAAC----------------------------
-------------------------------------------------------------------------
----
CAGACAAATAGGACAGAGACCTTTAGACCTCAAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAGTTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---



CTAGGAGCT---------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGG---
GCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>KP109518 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGATACTAGTATTAGTGAAAGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
ACTACTAAAAACATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCCCAGGACCAATTCAATGTAGATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGTAATACTAGTGAT----------------------------
-------------------------------------------------------------------------
----------
AGCCAGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KY465969 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAATAAAACTGTAGTTGAGAATAATAATTATGGTT
CT-----------------------------------------------------------------------
----------------------------
GAGAATGGTACTATCACACTCCAGTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGTAATTAACTGTTCATCAAGT---
ATTACAGGGCTGTTATTAACAAGGGATGGTGGTAATAGTAAGAACACC-------------------------
-------------------------------------------------------------------------
-------
AACAGGTCATCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCAG---GCTATCGAGGCGCAACATCATCTGTTGCAACTCACCGTCTGGGGCATC 
>KC595204 
TTCTACTGTAACTCAACACAGCTGTTTAATAGTACTTGGAATAGTACTGGGAATCAGAATAATATTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTCATAACACGACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGAGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ141342 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTAAGAATGGTACCAGCGAGTTAAAT-------
-------------------------------------------------------------------------
----------------------------
ACCACTGACCCATTCATACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCGTGGACAGATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTACCAAGAGATGGTGGTAACAACAACAATGGTAGT----------------------
-------------------------------------------------------------------------
----
AACAACCGCAGTCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTCAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----



----------------------------------CATAGAGACAAAAGAGCA---GTGGGA---
CTCGGAGCT---------GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AACTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ141343 
TTCTACTGTGATACATCACAACTATTTAATAGTACTTGGAATAGTAGTACTTTGAATAATTTTACTAACGGGT
CAAAT--------------------------------------------------------------------
-------------------------
ATAACTAATGAAACTTTCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGAGTAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATCATAGTGAC-------------------------
-------------------------------------------------------------------------
----------
ACCAATCAGGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAGGTGAATTATATAAGTATA
AAGTAGTAAGAGTAGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ448819 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAGTAATAATACTTGGAAGGGTACTAAC-
-------------------------------------------------------------------------
----------------------------
ATTACAGGCAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTCAGGGAAACAACACC-------------------------
-------------------------------------------------------------------------
-------
GACAACGACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCG---
------TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF531331 
TTTTACTGTAATACAACACAACTATTTAATAGTACTTGGAATATAACAAATCTGTTTAATAGTACTTGGAATA
GTACTGAAGGG--------------------------------------------------------------
-------TCAAATAACACT------
AAAAGAAATGGCACAATCATACACCCATGCAGAATAAAACAGATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGAATAATTAGATGTGAATCAAAA---
ATTACAGGGATGATACTAACAAGAGATGGTGGTCTTGGTCGTAACATT-------------------------
-------------------------------------------------------------------------
-------
AGCAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAAAATAGAACCCTTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---TTCGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH000288 
TTCTATTGTAATACAACACAACTGTTTGATAGTACTTGGAATGAT----------------------------
-------------------------------------------------------------------------
----------------------------
ACTACAGACACAATCACACTCCCATGCAAAATAAGACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTCAGTGTACATCAAAT---
ATTATAGGGTTGCTATTAACAAGAGACGGTGGT----------------------------------------
-------------------------------------------------------------------------
----------------
ACCGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG



TACAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
GTATTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ACAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KC699040 
TTCTATTGTGATACAGCACAACTGTTTAATAGTACTTGGCCTAAGAATAGCACCAGTAGCACCAATAGCACCG
GTAAAGGG-----------------------------------------------------------------
----------------------------
GGGCCAACAACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGCGGAAACATCACATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAAGAATGAG----------------------------
-------------------------------------------------------------------------
----
ACGACCAACAGGACTCAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
GTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGTTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699032 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGCTAATGGTACTAGTCGGGATGGTACTACA-
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACAATCCAATGCAGAATAAAGCAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTTACTGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGAGATGGGGGTAATGACAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AGCACTAATGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGACTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699037 
TTTTATTGTAATACATCACAACTGTTTAATAGTAGTTGGACCAATTACACTAATGGTACTTGGGACAATGACA
CCATAATA-----------------------------------------------------------------
----------GATAACACT------
ACCACTGGAGTAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CCATGTATGCCCCTCCCATCAGAGGACTAATTCAATGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGAGGTAATAGGAATGAGAGCAAT----------------------
-------------------------------------------------------------------------
-------
GGCAAAAGCAATGAGACCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTA--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGTTGGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>MH000292 
TTCTATTGTAACACAACACAGCTATTTAATAGTACTTGGATGCCT----------------------------
-------------------------------------------------------------------------
----------------------------
AATGGTGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAACTGCTCATCAAAC---
ATTACAGGGTTACTATTAATAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----------------



AACGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTCAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAA---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699006 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGGATATTAATAGTACTATAGAGT
CAAATAAC-----------------------------------------------------------------
----------------------------
ACTGGAGAATATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATAGTAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699007 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTGAAGGGTCAAATAACACTGAAGGAAATAACA
CTGAA--------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAACGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACCCAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACATCATCTATTGCAACTCACAGTCTGGGGCATC 
>KC699025 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAGGAAAATGGCACCATTGAAGACGATGGTACA-
-------------------------------------------------------------------------
----------------------------
AAGGATACTAACATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGCAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGTTGCTGTTAGTAAGAGATGGTGGTCATAACACTGAC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGGGGAGACATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGACAAAAGAGCA---GTGGGAACACTAGGAGCA---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF706474 
TTCTACTGTAATTCAGCACCACTGTTTAATAGTACTTGGAATAGTATTGAGGGTAGTACTGAGGGTAAGAATG
AA-----------------------------------------------------------------------
-------------------------
AGCAGTGGAGGAAATATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGAGTAATTCAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTGGTAATAGTAGCAAT----------------------
-------------------------------------------------------------------------
-------



GAGAACGAGACCGAGACCTTCAGACCTGGGGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGAACACTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204630 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGGGAATAATACTGCAGGACAA-------------
-------------------------------------------------------------------------
----------------------------
GGTAATAACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACACATTTACTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTACTACCAACATAACC-------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204631 
TTTTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATGCCACTAGTACTGGGAATAACAGTATAGGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGGCACTATCACACTCCCATGTAAAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATTAGATGTGAATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTAATATAACTAGT----------------------------
-------------------------------------------------------------------------
----------
AATGGGAACGAGACCTTCAGACCCATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTCTATAAATATA
AAGTAGTACAAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>HM204636 
TTCTATTGTAAAACAACAGAGCTGTTTAATAGTACTTGGCCAGGGAATAGTACTGTGAATAATGCTACAGAAT
CA-----------------------------------------------------------------------
-------------------------
AATGACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGAAACATTAGCTGTTCATCAAAC---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAAGATCATAAC----------------------------
-------------------------------------------------------------------------
-------------
TCCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCACTG------GGAGCT---------
GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204637 
TTCTACTGTAATACAACACAGTTGTTTAATAATACACAGTGGGTTAATAGTAATAGTACAAAT----------
-------------------------------------------------------------------------
----------------------------
AGCAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCGGGACAAATTCACTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAAAAATGACACC-------------------------
-------------------------------------------------------------------------
----------



AACGGGACTGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACT---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204644 
TTCTACTGCAACACATCAAAACTGTTTAATAGTAGTTGGAGTACTAATGGAACATTGTTAAATGGAACGTGGG
TAAATGAG-----------------------------------------------------------------
-------------------ACT---
AGAATAAATGACACAATCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCTCCCCCCATCCAAGGAATAATTAACTGCTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTCATAATCAAAATAGC-------------------------
-------------------------------------------------------------------------
-------
ACCAATGACACAGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680923 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACCTGGGAGAATAATAGTACTTGGGGGAATAAT-------
-------------------------------------------------------------------------
----------------------------
ACTACAGGTACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTAATAATAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AATCAGAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCC------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF680924 
TTCTACTGCAATACAACATTACTGTTCAATAGTGATTGGTATCCTAATGATACTAGCACAGGTACTCCAGGGT
CA-----------------------------------------------------------------------
-------------------------
GATGGGAATGACTCACTCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAAAGGACAAATTAGGTGTCATTCAAAT---
ATTACAGGGATACTACTAACAAGAGATGGTGGGATTGACAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGGACTAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680933 
TTCTATTGCAATACAACACAACTGTTTAATACTACTTGGAATATTACTAATAATATTAATGTTACTAGGAATG
AT-----------------------------------------------------------------------
-------------------------
AGTGACAACAGCATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAA---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATACAAGCATTGCG-------------------------
-------------------------------------------------------------------------
----------



AACGGGTCTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAGTTCAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTC-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT------
---GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595797 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGATGGCTAATGGTACTTCAAATGGTACCGTA----
-------------------------------------------------------------------------
----------------------------
GGGAATGACACTATCATACTCCCATGTAAAATAAAACAATTTGTAAACATGTGGCAGCGAATAGGACAAGCAG
TGTATGCCCCTCCCATTAGAGGATACATTAATTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAATAGATGGTGACAGGAATGACACC----------------------------
-------------------------------------------------------------------------
-------------
CAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAACTTACAGTCTGGGGCATC 
>AJ535611 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTACACAGCTGTTGAATAGTACTGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AACACTGGCAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGTAACAGTAGCTAC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACG---CTGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286339 
TTCTACTGTAGTACAACAGAACTGTTTAATGACACTTGGGATAAGACTAGGAATAATACTGGAGAGGCA----
-------------------------------------------------------------------------
----------------------------
GATAACAGCACAATCACACTCCCCTGCAGAATAAAACAAATTATAAACAAGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAGTGTACATCAAAT---
ATTACAGGGCTAGTCTTAACAAGAGATGGTGGTAATGAGACTCAT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGCCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ207942 
TTCTATTGTAATACAACACAGCTGTTCAATAATACTTGGCTGAATAATGATACTGGGAATAGCACTAAG----
-------------------------------------------------------------------------
----------------------------
AATAATGCTACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCCTCAAAT---
ATTACAGGGCTACTATTAGTAAGAGATGGTGGTAATAGTAGTGCT----------------------------
-------------------------------------------------------------------------
-------------



GATCAGGAGATCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAACTTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGTTTGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH078546 
TTCTACTGTGATTCAACACAACTGTTCAATAGTACTTGGTGGACTAATGGTACTGAGAACGGTACTAGAGGG-
-------------------------------------------------------------------------
----------------------------
ACAATTGGCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAATAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTTATTGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAGGGACAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAACTTAAGCCATTA---GGAATAGCACCCACCAAGGCACGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAACAC---
AACTTG---CTGAAT---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839600 
TTCTACTGTAATACATCAAAGCTATTTAACAATACTTGGAATACTACTAATACTAAGAAT-------------
-------------------------------------------------------------------------
----------------------------
TGGACTGGTTTTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATCAAATGTATATCAGCT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGGAACAACAACGAGAATAAGACT-------------------
-------------------------------------------------------------------------
----
GTAGGGAATAGGACCGAGATCTTCAGACCTACAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATACA
GCTATAAAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCGAAAAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAGCACTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAAAAT---AATTTG---CTAAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303349 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAATAATAGTGTTGGAGGGTTAAATAACAGT----
-------------------------------------------------------------------------
----------------------------
AACAGTAATACTATCACACTCCCATGTAGAATAAAACAAATGGTAAACATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGCTGTTCATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACTATAGTGATAACAGT----------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCACTA---GGAGTAGCGCCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCAGCTATTGCAACTCACAGTCTGGGGCATC 
>EF694037 
TTCTACTGTATTACAACACAACTGTTTAATAGTACTTGGTGGAATGATACTGAAAGGATAAATAACATTGAAG
AA-----------------------------------------------------------------------
----------------------------
AACACAGAAAATATCACACTCCCATGCAGAATAAGGCAGATTGTAAACCTGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAATCCCAATACC----------------------------
-------------------------------------------------------------------------



-------------
ACGGAAGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACTATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGCCTGGGGCATC 
>JF680930 
TTCTATTGTAATACAACGAAACTGTTTAGCAGTAGTTGGAATGAAACTACAAATAGCACTGAAAATGGCACT-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGTCCAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTCATAACAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCCTTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGATAAAAGAGCA---GTGGGAGTATTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287372 
TTCTACTGTAATTCAACACCACTGTTTAGTAGTAATTGGACTAAGAATACTACTACCGGGTCTTGGATTGGCA
GATATGGA-----------------------------------------------------------------
-------------TCAAAT------
GAGACTGATGCAAATATTACACTCATATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGGATAAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACTAAAGAGACCTTCAGACCCCTAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATCAATATA
AAGTAGTAGGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>AB480693 
TTCTACTGCAATACATCACAACTGTTTAATAGTATTTGGATTAATGGTACTGGGAATAATACTTGGAATAGTA
CTAAGGGT-----------------------------------------------------------------
-------------CATGAA------
AGGTCAGATAACATTACCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAAA---
ATTACAGGGCTCTTATTAGTGAGAGATGGTGGTACGAATAGGACG----------------------------
-------------------------------------------------------------------------
----------
GCCAACAACGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588264 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTGGGAATAGTAGTACTGAGAATAGTA
TG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGTAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAGTGAGAGATGGTGGTGGTAATCAGACT----------------------------
-------------------------------------------------------------------------



----------
AACGGGACAGAAATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAGTA---GGAATAGCACCCGACAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB731669 
TTCTACTGTAATACATCAGCACTGTTTAATTGGAGTATTACTGGGTCAAATATTACAAAAGAC----------
-------------------------------------------------------------------------
----------------------------
ATTAATAGGTCAAATACTATCCCATGCAGAATAAAACAAATTATCAACATGTGGCAGAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGCGGGCAAATTAATTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAGTAATCAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGGTTTTCAGACCTACAGGAGGAAATATGAGAGATAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAGGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB565496 
TTCTACTGCAATACAAGACAACTGTTTAATAGTACTTGGGATAATAGTACTTGGAATGATAGTACTAGGAATA
GT-----------------------------------------------------------------------
-------------------------
ATTCATGACGAGAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAACAGTGGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAGAGAGAGATGGTGGTAACAATACGGAC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCAGTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB565478 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTATACTAATGGGAATAAGACTGAAGAATCAAAT-
-------------------------------------------------------------------------
----------------------------
AACAATGACACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACGAATTTACTGCTCATCAAAT---
ATTACAGGACTGTTATTAATAAGAGATGGTGGTAACAGTACTGAT----------------------------
-------------------------------------------------------------------------
----------
AACGAGTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ316131 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGGCTGTGAATATGACTAACGGGTCAAATATAACTA
AA-----------------------------------------------------------------------
----------------------------
GAAGGAAATACCACAACAATCCCATGCAGAATAAAACATATTATAAACAGGTGGCAAGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCGAGGGACAAATTAGATGTACATCAAAT---
ATTACGGGGCTACTATTAACAAGAGATGGGGGGACTCAGAAAAAT----------------------------
--------------------------------------------------------------



GGGAGTAACAATGGGACTCACAACAACACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTA---
GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316133 
TTCTACTGTAATACAACAAAACTGTTTGATAGTACTTGGAATGGTACTAAAGAGTGGAATGATACTAAAGAG-
-------------------------------------------------------------------------
----------------------------
TCAGATAAAAACATTACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCGTCAAAT---
ATTACAGGGCTAATATTAACAAGAGACGGGGGGGCTAACGAGACT----------------------------
-------------------------------------------------------------------------
-------
CACACCAACACTGAAACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGATGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATT 
>DQ295192 
TTCTACTGTGATACAACACAACTATTTAATAGCACTTGGACATGGAATGGTACTTGGATTAACGGGTCAACTA
AA-----------------------------------------------------------------------
-------------------------
GCTGAGAATGACACAATTGTCCTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACACATTAATTGCTCATCAAAG---
ATTACAGGACTGCTATTAACAAGAGATGGGGGGATTAAAAACAGCACGAAC----------------------
-------------------------------------------------------------------------
-------
GGGACTCAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT878039 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGTAATGGTACTAGGAAAGATCAAAATGAA-
-------------------------------------------------------------------------
----------------------------
GGAGATGACACAATTACACTCCAGTGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAGGGCAA
TGTACGCCCCTCCCATCAGAGGAATAATTAAATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAACGGGACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGCGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACGCTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTTCAACTCACAGTCTGGGGCATC 
>KT878021 
TTCTACTGTAATACAACACAGTTGTTCAATAGTACTTGGTTTCATAATGGTACTTGGAGTGGTGCTAAT----
-------------------------------------------------------------------------
----------------------------
GGGGATGAGACTATGACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGATCAATTAATTGCTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTATTACCAGCAACAAG-------------------------
-----------------------------------------------------------------------



ACTAAGAACAGCACCGAGACTGAGACCTTTAGACCGGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTA---
GGAGTAGCACCAACCAAGGCAAAGAGAAGAGTGGTG-------------------------------------
--CGGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT878029 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACTTGGCATACTAATACTACAGGGTTAAATGAAACTGAAG
GA-----------------------------------------------------------------------
----------------------------
AATAGCACAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAACAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATAACACTCAT----------------------------
-------------------------------------------------------------------------
-------
GGGAATGGGACTGAGATCTTCAGACCTCTGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAGAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF561441 
TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGTATAGTAATAATACTGAAAAGTCATATAATACTG
CA-----------------------------------------------------------------------
----------------------------
GAAAATGACACAATTACCCTCCAATGCAGAATAAGACAAATTATAAAAAGGTGGCAGGAGGTAGGAAAAGCAA
GGTATGCCCCTCTCATCACCTGCCTAATTAGATGCTATTCAAAT---
ATTACAGGGCTGTTATTGGCAGGTGATGGAGGTGAGGCAGGGAAGGATAAC----------------------
-------------------------------------------------------------------------
-------
GGGAATAAGAATGAGACCTTCAGGCCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---AGGATAGCACCCACCAGGGCAAGGAGAATAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAAGCAA---GTATTG---TCTGGTATAGTGCGACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043577 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGTCCTTGGAATAGTACTAACGGGTCAAATA
TAACT--------------------------------------------------------------------
----------------------------
GAAAGAAATATCACAACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACTCAGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAA---ACA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043581 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGATTACTAATAATTGCAATAGTACTGAAGGAT
ACAATAACACT--------------------------------------------------------------
-------------------------
GCACGAAATAGCACAATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATCAACAAGAGATGGGGGGACTGGGAACAAC----------------------------
-------------------------------------------------------------------------



-------------
GAGACTGAGATCTTCAGACCTGGGGGAAGAAATATGAGGGACAATTGGAGAAGTGAATTATATATATATAAAG
TAGTAACAATTGAGCCATTA---GGGATAGCACCCACCGGGGCAAAGAGAAGAATGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGACATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATACTGCATCATCAGAAT---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ386180 
TTCTATTGTAACACAGCACAACTGTTTAATAGTACTTGGAATGCAACAGAAATGCTTAATAGTACAGAATCAA
ATGAC--------------------------------------------------------------------
-------------------ACA---
AATAGCAACATCAACATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTCATAGCACGAACGGGACT----------------------
-------------------------------------------------------------------------
-------
GAGAACGGGAACGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGAATGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---ACCAGACAT---TTATTG---GCTGATATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744081 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGTTTAATGGTACTTGGGAGTCAAATAGCACTG
AGGGA--------------------------------------------------------------------
-------------------------
AATCCCACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCTATCAGGGGACTAATTCAATGTGTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGGAACAACACGACTGAG-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320244 
TTCTACTGTAATACATCACAACTGTTTAATGGAAGTTGGCAACCACCGCTTAATGAAACTATATTTCAATACA
ATGCTACA-----------------------------------------------------------------
-------------TGGGCA------
AAAAATGACACTAATATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACCAATCAAATGTGTATCAAAT---
ATTACAGGGTTGCTAATAACAAGAGATGGGGGTTACAACAGTAGTAGC-------------------------
-------------------------------------------------------------------------
-------
AATGAGACCAATGAGACCTTCAGACCTGCAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAGTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATA 
>JF320226 
TTCTACTGTAATACCACACCACTGTTTAATAGTACCTGGAATGCCACACAACTGGTTAATATTACTGGGAATA
TCACAGGG-----------------------------------------------------------------
-------------CTTAGT------
AATAGAACTGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCGCAGGACGAATTAAATGTTTATCAAAT---
ATTACAGGTTTACTATTAGTAAGAGATGGTGGCAATAGCAATGAC----------------------------
-------------------------------------------------------------------------



----------------
ACGGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320189 
TTCTACTGTAATTCATCAGAACTGTTTAATAGTACCTGGACCTGGAATGAGACTGAAGGGTCTATTACTGAAG
GGTCA--------------------------------------------------------------------
-------------------------
ATTACTAATGGGACAATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTGAAGGTAACACCACC-------------------------
-------------------------------------------------------------------------
----------
AATAACAACGAAACCTTCAGACCTGGAGGAGGTGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAACGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAAG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210727 
TTCTACTGTAACTCTACACAGCTGTTTAATAGTACTTGGAACAGCAGCAATTGGAATTGGAATGATACTGAAA
AG-----------------------------------------------------------------------
----------------------------
ACAAATAAAAGTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATGCTAACAAGGGATGGTAGTAATGAGAGTCAC----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGATCTTCAGACCAGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGTGGGGATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF210729 
TTTTATTGTAATACAACACGGCTGTTTAATAGTACTTGGAAGAATAATACTTGGACTAAGAATCATATTGAGA
AC-----------------------------------------------------------------------
----------------------------
GAGACTGAAACAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGATGGATTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGAAAACGGAACC----------------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTTGAAATTCAACCATTA---GGAGTAGCACCCACCACAGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF210731 
TTCTACTGTAATCTATCAAAATTGTTTAATAGTACATGGAATGATACTACTTGGAACACGACTGATGAGTCA-
-------------------------------------------------------------------------
----------------------------
AATGACACTTACATCCTGCTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAAAGGAAAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGAATGACAACAGGACT-------------------------
-------------------------------------------------------------------------



----------
CAGGGGGTCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAAG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210735 
TTCTACTGTAACACATCACACCTATTTAATAGTACTTGGAATGATACTAGTAGTTGGGATAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAAATATCACACTCCAATGTAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCAGGGCAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGGTCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAAAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---------
ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH327746 
TTCTACTGCAATACAACAAAACTGTTTAACAGTAGTTGGCCAAATAGTACTAGGAATAATACTGAAGAGTCA-
-------------------------------------------------------------------------
----------------------------
AATAGCACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACGAATTAATTGTACATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGCAATGGAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGACCTCAAGGAGGAAATATAAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAGAGAGCA---GTGGGA---ATGGGAGCT---------
TGGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGCAA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KY658690 
TTCTACTGCAATACAACAAAACTGTTTAACAGTAGTTGGCCAAATAGTACTAGGAATAATACTGAAGAGTCA-
-------------------------------------------------------------------------
----------------------------
AATAGCACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACGAATTAATTGTACATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGCAATGGAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGACCTCAAGGAGGAAATATAAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAGAGAGCA---GTGGGA---ATGGGAGCT---------
TGGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGCAA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>MF373127 
TTCTACTGTAATACAACAAGACTGTTTAATACTACTTGGAATAACACTGAGAAATCAAATCCCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCCAAC---
ATTACAGGACTGCTATTAACAACAGATGGTGGTATGAACACCAGT----------------------------
-------------------------------------------------------------------------



-------------
AATAACAAGACCTTTATACCTGCAGGAGGAGATATGAGAGACTATTGGAGGAGTGGAGTATTGAAATATGATG
TAGTAATAGTTGAGCCATTA---GGAATAGCACCAACCACGGATATGAGAAGAGTGGTG--------------
-------------------------CAGATACAAAAAAGAGCA---GAGCTA---CTACGAGCT---------
CTGTTGCTTGTGTTCTTGGGAGCA---GCAGGAAGGACGATG---AGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>MF373129 
TTCTACTGTAATACAGCAGAACTGTTTAACAGTACTTGGAGGAATGACACTGAAAGGTCAAATACCACTACA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTTCAATGCACAATAAAACGAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACAAATTAATTGTTCATCAAAA---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTGGGAACCAGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCAGCGAGACTTTCAGACCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP411829 
TGCTATTGCAAACCATCACTTCTGTTTACTGGCACATACAAGAGTAACATTAATATTTCAAATATCACCCAAT
CCTCACAA-----------------------------------------------------------------
-------------------TCC---GATGAAAGGTATATTTTAATTCTGGCTTGTATGACG---------
ATCAATGTGTGGCAGGTAGTAGGAAAAGCGATCTATTCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAA
AT---ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGCAACAGCAGTAACGAG-----------------
-------------------------------------------------------------------------
---------------
ACCGAGACTGAAATCTTCAGACCTGTGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCA------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373151 
CTCTACTGTAATTCCACACAACTATTTAATAGTACTTGGAATGGTACTGAAAGATCAAACTATTCCACTGAG-
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGCTAACAAGAGATGGAGGTCAGAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AATAGCACTGAGACCTTCAGACCGGGAGGAGGAAACATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAACA---GTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP411823 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATCACTGGAGGGTTAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCATGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTACATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACCCGGGC----------------------------
-------------------------------------------------------------------------
----------



AACGACACTGATACTTTCACACCTGGAGGGGGAGATATGAAAGACAATTGGAGTAGTGAATTAGATAAATATA
GAGTAATAGGAATAGCACCACTA---CCAGTAGCACCCACCAAGGCAAAGACAAGATTGTTG-----------
----------------------------CAGAGAGATAAAAGAGCA---GTTGGA---ATAGGATCT------
---GTGTTCCTTGTCTTCCTGGTAGCG---GCAGGAAGCACTATG---TCTGCAATGTCA---
ATGACGATGACGCTACAA---GCTCAAGAA---TTACTG---TATGTGACCGAGCGAATGCAAAAA---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373162 
TTCTATTGTAATACAACACAGTTATTTAATAGTACTTGGGAGGCTCATCAGCTTAATCAGACTTGGAATGAGC
CCCTAGGG-----------------------------------------------------------------
-------------------------
CCAAATGTTACTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAG
CAATGTTTGCCGCTCCCATCAGCGGACGAATTCAATGCAAATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTACTAACACCAGC----------------------------
-------------------------------------------------------------------------
----
GACCCCAACAGAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAGTAGTGGTA-----
----------------------------------AAGAGAGAAAAAAGAGCA---
GTGGGAGTGCTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGTTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KP411824 
TTCTACTGCAATTCAACACCACTGTTTAATAGCACCTGGGATACTAATGGGACTTGCAAGGGCTCTAATAGT-
-------------------------------------------------------------------------
----------------------------
GCTGATTGGAATGTTACTGTCCCATGCATTAGCATCCCAATTACTACAATGGGGCAGAAACTAGAACAAGCAA
TGGACGTGCGTCCCATTGCAGGAAAAGCAATATGTTCATCAAGT---
TTGTCCAAAGGTATCCTTTTAGCCAATTCCCATAATAGCATTATTGTG-------------------------
-------------------------------------------------------------------------
-------------
CCCCGGCTGGTTATGCCTAAAGGTAAAGATAAGAAGTTCAATTGGAACAGGAAAATGTATCAATGTCAAGTAC
AATGTCAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGAT---TTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373185 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGTTAATGGAACTAGGAATAATGATACTGATA
TT-----------------------------------------------------------------------
----------------------------
GGAAAGATAAACATCACACTCTCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGAAAAATTCAATGTATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTAATACCAGTGAGACCAGG----------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCT---CTGGGA---CTAGGAGCT------
---TTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>MF373186 
TTCTACTGCAACACAACACAACTGTTTAATAGTACTTGGAATGATACACAACTGTCTGATAGCACTTGGAATA
ATACAAGA-----------------------------------------------------------------
-------------------------
GGGATAAATGACACTATCACACTCCAATGTAGAATAAGACAAATCATAAACATGTGGCAGAAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAGTGACAACAAC-------------------------
-------------------------------------------------------------------------



-------
ACCACCCAGCCCGAGATCTTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGCAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGACAAAAGAGCA---GTAGGA---CTGGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KY213743 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCTGAATAATAATACAGGGTCAAAT----------
-------------------------------------------------------------------------
----------------------------
GCCACTGAACCTATCATACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCATATCAAAT---
ATTACAGGGCTCCTATTAACAAGAGATGGTGGTCAAGAGAACAAAACCGAG----------------------
-------------------------------------------------------------------------
----------
AACCACACCGAGGTCTTTAGACCCACGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---ATGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KY213745 
TTCTACTGCAATACAACACAACTATTTAATAGTTCTTGGAATAATAGTAGTTTGAATAGTACTGAGGGTAATG
GAGGG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCAAGGACAAATTAGATGCTCCTCAAAT---
ATTACAGGACTATTATTAGTAAGAGATGGTGGTAATAACAGGACG----------------------------
-------------------------------------------------------------------------
----------
GGCGGCAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248346 
TTCTACTGTGATTCAACACAACTGTTTAATAGTAGTTGGAATAGTAATTGGTCTAATAATACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGGTCAGACAACATTACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAACAGGAAAGGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACAATCAGACT----------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KJ769147 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTATAGTAATGGT----------------------
-------------------------------------------------------------------------
-ACTCGAAATGATACT---------
GTAGGAAATGGCAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------



AACAATCAGAGCAACATC---
ACCACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP109514 
TTCTACTGTAATACAACACAGCTATTTAATAATACTTGGCTTACTTGGAAGGCCAATGCAAGTGATCCTGAAA
AAAAT--------------------------------------------------------------------
----------------------------
AACACAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAAATGTGTATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTCAGGACAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACGGTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>EU578539 
TTCTACTGTAATGCAACACAACTGTTTAATAGTACTTGGCCCATTAACGGTACTTGGGAAGGATCA-------
-------------------------------------------------------------------------
----------------------------
AATAATACTAATGTCACACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAGTAACCAA----------------------------
-------------------------------------------------------------------------
-------------
AGCAACGAGACCTTTAGACCTGGAGGAGGAGACATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTAAACCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATC 
>HQ217760 
TTCTATTGTAATACAACAGAGCTGTTTAATAGTACTTGGGATGTTAATAGTACTTTGAATGTTAATAATACTT
GGAATAAT-----------------------------------------------------------------
-------------ACTGAA------
GGAGCAAGTGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGCAAGG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAG---
ATCACAGGGCTGCTATTAACAAGAGATGGT---TATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAGGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AF277071 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGAATATTAATGATACTAGGAATGAT----------
-------------------------------------------------------------------------
----------------------------
ACTACAGGGAATATCACACTCCCATGCAGAATAAGACAAATTGTGAACAGGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGGTGCTATTAACAAGAGATGGTGGTAATCACACGAGC----------------------------
-------------------------------------------------------------------------



-------------
GAAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAAAAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGACA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCC---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---CCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATCGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593267 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATGCTAATGGCACTCGGAATGATACTGGAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAA
TCTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAAG---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGATGATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ853436 
TTCTACTGTAATTCAACACGATTGTTTAGTAGTAAGTGGCATGCTAATGATAGTTGGAGTAGTAGTACTTGGA
ACGATACT-----------------------------------------------------------------
-------------------GGA---
GAGTCAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTCAATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGCAAACACGAAC----------------------------
-------------------------------------------------------------------------
----------
ACGAGCGAGGAGGTCTTCAGACCTGCAGGAGGAAATATGGGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124806 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAGTATTAATGGTACTAGGAATACTACTGAAGGGT
CA-----------------------------------------------------------------------
----------------------------
AATAGCACAGACATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGCGGGAGTGAGACT-------------------------
-------------------------------------------------------------------------
-------
AAAAACGAGACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATCAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTCACA---CTAGGAGCT---
------GTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593290 
TTTTACTGTGATACAACAGAGCTGTTTAATAGTACTTGGAATAATACTGATAGTACTCGGAATGATACT----
-------------------------------------------------------------------------
----------------------------
GAGTCAGACAAAATCACCCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTCAATGTAACTCAAGT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAACAACTCCACT----------------------------
-------------------------------------------------------------------------



----------
AATTCCACCGAGATATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGCGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACG---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577629 
TTTTACTGTAATACAACACAACTGTTTAATAGTACCTGGTGGAGGAATGGTACTGAAGTGTTTAATAGTACCT
GGTGGAGGAAT---------------------------------------------GGT---
ACTGAAGTGTCAAATAACACT---------------
CAAGGGATTGACACAATCACCCTCCCATGCAGAATAAAACAATTTGTAAATATGTGGCAGTCAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACGAATTAATTGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGTGATAGAGGTGGGCTTAATAAT----------------------------
-------------------------------------------------------------------------
----------
GCTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTAGTGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACGGTGTGGGGCATC 
>JX863967 
TTCTACTGTAATACAACACCACTGTTTAATAGCACTTGGAATGAAACTCAACTGTTTAATAGTACTTGGAATG
AAACTGAG-----------------------------------------------------------------
----------------------------
GCAAATGGAACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTTACTGTTCTTCAAAC---
ATTACAGGGCTACTGTTATTAAGGGATGGTGGTAATACCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124764 
TTCTACTGTAATACCACACAACTGTTTAATAGTACTTGGTATGCAAACAATACAAATAGTACTGAAGGGGGA-
-------------------------------------------------------------------------
----------------------------
AACAGTGGGAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCAAGGCAATCAGACC-------------------------
-------------------------------------------------------------------------
-------
AACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---
------TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124814 
TTCTACTGTAATACAACACCATTATTTAATAGTACTTGGAATAATACTAGAAATATCAGTGGTCTTGAAGGGT
CAAAG--------------------------------------------------------------------
----------------------------
GACAATGGAAATATCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTCAATGCTCATCAAAT---
ATTACAGGACTCCTATTAACAAGAGATGGTGGTACTAATGTTACT----------------------------
-------------------------------------------------------------------------



-------
GATAACACCACTGAGATCTTCAGACCTGGAGGAGAAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU331497 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTGGGAATGCTACTACTAAAG
AG-----------------------------------------------------------------------
----------------------------
TTAAATAGCACTTATACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTAATGAGAGATGGTGGTAATGAGACTGATAAA-------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ869023 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATGCTAATGGTACTCGGATTAATGGTACTAATG
TTTATGCTAAT--------------------------------------------------------------
----------GGTACTAAT------
GCAACCAACACAATTATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTTATCAAAC---
ATTACAGGGCTACTATTAGTAAGAGATGGTGGAAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGAGCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>EU578104 
TTCTACTGTAACACAGCACAACTGTTTAATACTATTTGGAATAATACTTGGAATAGTAATGGGAATGATACTG
AA-----------------------------------------------------------------------
-------------------------
GGGGATAATAAAACAATCATACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAATCATTAACTGTTTATCAAAC---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGAAATAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTCTATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---TTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU578122 
TTCTACTGTAATACAACACAACTGTTTAATAGTACGTGGAACGGTACTGATAGTAGTCCCGGGAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTGATCACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATTGTATGTAGATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTAATGGGACAGGG----------------------------
-------------------------------------------------------------------------



----------
ACAGAGAAAGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GCAGTGACACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403105 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGAAAATGGTACAAATAGTACTTGGTATGCAA
ATGGTACAAAT--------------------------------------------------------------
-------AGTACTGGAGAG------
GGAAACAGTGATATTATCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAGATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGGGCAATCAAACC-------------------------
-------------------------------------------------------------------------
----------
AACAACCAGGAGATCTTCAGACCTGTAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469749 
TTCTACTGTAATACAACAAAGTTGTTTAATAGTACTTGGCATGCGAATGGTACTATTAAAGGGACAGATAATA
CT-----------------------------------------------------------------------
-------------------------
GGAGGGAATGACACTCACACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTACGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTATGGGCGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGCTGGTAATAGCGGGAACAAGACC----------------------
-------------------------------------------------------------------------
-------
AAGAACGAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578230 
TTCTACTGTAATACATCAGGACTGTTTAATGGTACTTGGAATGGTACTAGCACTTGGAATGATACTGCAAATT
AT-----------------------------------------------------------------------
-------------------------
ACTGCAAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCCATCACAACGGCAGC-------------------------
-------------------------------------------------------------------------
-------
AACAACGACACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469754 
TTCTACTGTAATACAACAAGACTGTTTAATAGTAATTGGAATAGCAGTACTTGGAATAACACTGAAGGGTTAA
ATACCACT-----------------------------------------------------------------
-------------AACCTT------
GGAGAAAATGACACAATCATACTCCCATGCAGAATAAAACAGATTATAAACACGTGGCAGAAAGTAGGAAAAG
CAATATATGCCCCTCCCATCGAAGGACAAATTAAATGTATATCAAAT---
ATTACAGGGCTGCTATTATTAAGAGATGGTGGTATAAATGTGAGT----------------------------
-------------------------------------------------------------------------



----------
GAGACCAACGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGATATTTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATC 
>FJ469757 
TTCTACTGTAATTCCTCACAACTGTTCAGTAGTACTTGGAATAGGACTAACGGGACTTGGAATGATGTTGAAG
GGTTAAAT-----------------------------------------------------------------
-------------TACACT------
AATGGAAATGACACAATCACACTCCCATGCAGAATAAAACAATATATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGGCAACTTAATTGTTCATCAAAG---
ATTACAGGGTTGCTATTAACAAGAGATGGTGTGAACGACACCGAC----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACTTTCAGACCTCAAGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCGTTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU330538 
TTCTACTGTAATACAACAAAACTGTTTTATAGTAATTGGACTATTAATGGGACTATTGTGAGTAATTGGACAT
ATGAAAATGAC--------------------------------------------------------------
-------------------ACT---
GGAACAAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACCAATTACATGTAACTCAAGT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTATTAACAGGACCAAT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCG---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>GU330550 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATATTACTGACAGATTAAATAATAATGAAACTC
AA-----------------------------------------------------------------------
-------------------------
GGAAATGACACAACAATTCACCTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGGATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACAAATACCACTGAC-------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTGTATAAATACA
AAGTAATACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCATCAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124781 
TTCTACTGTAATTCAACACCACTGTTTAATAGTGAATGGTCAGATAATAATACTTGGAATAGTGCTGAAGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGCCACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCACCTCCCATCAAAGGAGTAATTAGCTGTACATCAAAT---
ATTACAGGACTGATATTAACAAGAGATCATAGTAAGGATAATGTA----------------------------
-------------------------------------------------------------------------



----------------
ACCTTCACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACTACAGCCAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH060766 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCAGCTAATAATACTGAAAATGAGACTAATGAG-
-------------------------------------------------------------------------
----------------------------
GCAGATAGCAATATTACACTTCAGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGTAGTAGCAGTAATGGG-------------------------
-------------------------------------------------------------------------
----
ACAGAGAATGGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAATAGTAAAAATTACACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGACA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH060965 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTACTGAGGATAATGCGACCGGCACTACC----
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAACAATCACACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCTCTAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT------
---TTGCTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469686 
TTCTACTGTAATTCAACAGCACTGTTTAATAGCAGTTGGAATAAGACTGGAGGGGGTTGGACTAAGGAGACAA
AT-----------------------------------------------------------------------
-------------------------
CACACAAACAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAACTGTACATCAAGT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAGTAATAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
GCTACAGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTATACAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469731 
TTCTACTGCAATTCAACACCACTGTTTAATAAGACTTGGAATAAGAATGATATTAGGAATAATACTACTGGGA
AT-----------------------------------------------------------------------
----------------------------
GATAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATCAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGTCATAACACAAGT----------------------------



-------------------------------------------------------------------------
----------
AGGGCAAATGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ216397 
TTCTACTGTAATTCAACACTGCTGTTTAATAGTAGTTGGAAGAATGAGACCAATGCTGACGGGACAGAG----
-------------------------------------------------------------------------
----------------------------
GGCAATGATACTATTACACTCCAATGCAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAAA---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAATCATACCGCC----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCGCCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAGAAGAGCA---GTGGGAACATTTGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACAGCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410636 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGGCTAAGAATGGTAGTAGGTTAAATAACAATGGTA
GTGAGTTTAAT--------------------------------------------------------------
-------CACACCGAAGAA------
AAAGGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACTAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTAATAACAAGAGATGGGGGTACGGGAAACAAGAGCGAG----------------------
-------------------------------------------------------------------------
-------
GAGAACAGGAACGAGACCTTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTCGGAGCT---
------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124758 
TTCTACTGCAACACAACACAACTGTTTAATAGTACTTGGAATGATACACAACTGTCTAATAGCACTTGGAATA
ATACAAGA-----------------------------------------------------------------
-------------------------
GGGATAAATGACACTATCACACTCCAATGTAAAATAAAACAAATCATAAACATGTGGCAGAAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATACTGACAACACC-------------------------
-------------------------------------------------------------------------
----------
ACCCAGCCCGAGATCTTCAGACCTCAAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGCAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGACAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX863968 
TTCTATTGTAATTCAACATCACTGTTTAATAGTACTTGGAGGACAAATGAAACTGCAGACTTAAAT-------
-------------------------------------------------------------------------
----------------------------
ACTACAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCGAAGGAAACATTACATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAATAATCAGAGTAAT----------------------



-------------------------------------------------------------------------
----------
GAGACGACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU577792 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTAAGTTAAATAGTACTGAGTTAAGTA
GGACTGAGTCA------------------------------------------------------
AATAACACTGCAGGCACAAAT------------
GGCACTCAAGACCCTATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAGT---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGTACTAATAATACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTAAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGGA------------TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>EF593190 
TTCTACTGTAATACAACACGATTGTTTAATAGTACTTGGGAGGCTAATGGTAATTGGACTGGAACTGAAGGAA
AT-----------------------------------------------------------------------
----------------------------
GATAATGGCACAGTCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAGATTACATGTAACTCAAGT---
ATTACAGGAATACTATTAACAAGAGATGGAGGTATCACTAACAACACC-------------------------
-------------------------------------------------------------------------
-------
GAGACCCACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH060681 
TTCTACTGTAATTCAACACCACTATTTAATAGTACACACAACAGTACTACTACAAGGTCAAAT----------
-------------------------------------------------------------------------
----------------------------
GAAACTGAACCAATCATACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGCAATAATCAGAGTAGAGAA----------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH060990 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAGAATTTTGAGGGAGGG-------
-------------------------------------------------------------------------
----------------------------
TCAGATAACAATATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGTCATAATGGTAGT-------------------------



-------------------------------------------------------------------------
----------
AATAATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTTTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410526 
TTCTATTGTAATACAACACCACTGTTTAATAATACTTGGTTTAATAGTACTAATAATTTAAATGAAACAAAGG
AC-----------------------------------------------------------------------
-------------------------
AACAACAACAACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGACTATTATTAACAAGAGACGGTGGTCATAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACGAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAAGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCATTGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF363127 
TTCTACTGTAATACAACAGACTTGTTTACTTGGAATGGTACTTGGAATGGTACTGCAGGGGCA----------
-------------------------------------------------------------------------
----------------------------
GATAACAATACAATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGATACCTTAACTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTCATAACACGAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410205 
TTCTACTGTAATACATCACAACTGTTTAATAGTAATTGGACTTGGCCTGATACTGAAGGGTCAAATGACACTA
AC-----------------------------------------------------------------------
----------------------------
ACTAACGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTAAATCAAAT---
ATTACAGGACTGCTATTGACAAGAGATGGTGGTCAGGACGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTAGGA---ATAGGAGCC---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTG---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469733 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACTAATAATACTATGGAGGGGTCACATGGTA
AT-----------------------------------------------------------------------
-------------------------
GAGACAAATGGCACTATCACTCTCCCATGCAAAATAAGACAAATTGTAAACAAGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAATAATAATAAT-------------------------



-------------------------------------------------------------------------
----------
AATACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JQ403107 
TTCTACTGTGATACAACACAACTGTTTAATAGCAGCTGGGAGGGGAATGGTACTAAAGATACTATAGAGTCAA
ATGAC--------------------------------------------------------------------
----------------------------
ACTGGAGGAAATATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTCATAACAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCGCCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259452 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACGTGGAATAATACTAGT----------------------
-------------------------------------------------------------------------
-ACTTGGAATTATACA---------
GATGAACCCGAAAATATCACCCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGCACATCAAAG---
ATTACTGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AATCGTAATGACAGCAAT---
ACGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCAGTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593275 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATAGTAATGGTACTGGGAGTGTTTGGAATAACA
CT-----------------------------------------------------------------------
-------------------------
CAAGCAAATGGCACTATCATACTCCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGAATAATTAATTGTTTATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGAGGTAGTGGTAATAATACA-------------------------
-------------------------------------------------------------------------
-------
GACAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAACTTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTTCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN024100 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAGAATGTGGAGGAAGGG-------
-------------------------------------------------------------------------
----------------------------
CCAGATAACAATATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGAGAATAACAAC----------------------------



-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTTTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216601 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAATATTGAGAATGATACGAACAGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
GAAAGTGAAACAATTATACTTCCATGCAAAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGATCAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATACAACTGAG-------------------------
-------------------------------------------------------------------------
----------
AACAATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTTTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTACTGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GCA------CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216795 
TTCTACTGTAACACATCACAGCTGTTTGATAGTACTTGGCTGTTTAATAAGACTGGGGATAATAATACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCATACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTCAATCAAAT---
ATTACAGGGGTGCTACTAACAAGAGATGGGGGTAAGAGTGGGAACGGT-------------------------
-------------------------------------------------------------------------
-------
ACTAATGAGACCGAAACATTCAGACCTGTTGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAGGTAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGCTAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT---
------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATT 
>JX863965 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGGATAATACTGCTGGGAATAATACAGCTGGA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAATAGGTGGCAAGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTCAAAATACAACT----------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAAATTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF320043 
TTTTACTGTAATACAACAAAACTATTTAATAGCACTTGGGAGCCTAATAATGTAACTGTCACTGGT-------
-------------------------------------------------------------------------
----------------------------
GATAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCGCTCCCATCAGAGGACTGATCAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGTTGATAACAATCAGACCAAT-------------------



-------------------------------------------------------------------------
----
GTGACTAATAACACAGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---
TTCGGAGCT---------TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320484 
TTCTACTGTAATTTATCAAAACTGTTTAATAGTACTTGGACTAGTAATAGTACTTGGAATGATACTGGTACTT
GGAATGAG-----------------------------------------------------------------
-------------------ACT---
GGAGAAAATGATACTATAACACTTCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAGGGACAAATTAAATGTATATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AAAGATACAGAAATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTAACG---CTGGGAGCA------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU577873 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATACTACTAGTATTTGGAATAATACTGCAGAGA
ATAATACTACA--------------------------------------------------------------
-------------GGGTCA------
AATGAAACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGATTGATATTAACAAGAGATGGTGGTAACGTTAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAAATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACCGTTTGGGGCATC 
>KT124778 
TTCTACTGTAATACGTCACAACTGTTTAATAGTACTTGGCTGGGGAATGACACTGAAAGGTTAAACAGAACTG
AAGGGTCA-----------------------------------------------------------------
-------------------------
GACAGCACTGAAGTAATCACACTCCAGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAAT---
ATTACGGGGCTACTATTAACAAGAGATGGTGGTTACAATGATACT----------------------------
-------------------------------------------------------------------------
----------
AGCCAGAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAGAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410562 
TTCTACTGTAATACAACACTGCTGTTTGATAGTACTTGGGATGATAATAATAGAAGTTTGAATTTGAATAAT-
-------------------------------------------------------------------------
----------------------------
ACTAATAGAAACATCACACTCCCATGCAAGATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTAATTCAATGTTCATCAAAT---



ATTACAGGGCTGTTATTAGTAAGAGATGGTGGCAACACTGCTAACAATACT----------------------
-------------------------------------------------------------------------
-------
GCTAACAAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469717 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTTTACTAATGGCACTTGGATTAATGGTACTGTGT
TAAATACA-----------------------------------------------------------------
-------------AATGAT------
ACTGACAAGGGAAACATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAAAGGACCAATTAACTGTACATCAAAT---
ATTACAGGGATAATAATAACAAGAGATGGTGGTAATAACACGGGCGAAAATAAA-------------------
-------------------------------------------------------------------------
----
AATAAAACTTTCACTGAAACTTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAAAAGTGAACTATATA
AATATAAAGTAGTACAGATTCAACCAATA---GAAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAGCGCTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469724 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATGATACTTGGAATGATAATAAAACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATTACACTCCAATGCAGAATAAAACAATTTATAAACCTGTGGCAGAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCCAAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTGTTAACGGGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGCACAACGAGACACTCAGACCTGGAGGAGGAGATATAAAAGACAATTGGAGAAGTGAATTATATCAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTGCAGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---CTGCTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ469747 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGATTGATGAATCATCAGGTATCGCTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAGATGAGAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCCTAGTAGTAATGAA-------------------------
-------------------------------------------------------------------------
-------
ACCAACAGGAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653159 
TTCTATTGTAATACAACACAACTGTTTAATAGTAATTGGAATGAGAGTAGTATTAATAGTACTTGGAATAGTA
CTTGGAAG-----------------------------------------------------------------
-------------TCAAAT------
GACCCAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTGGGAAAAG



CAATGTATGCCCCTCCCATCAAAGGTGTAATTCAGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAGTAATGAGACT----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGCAG---GCTATTAATGCACAACAACATTTGCTGCAACTAACAGTCTGGGGCATC 
>FJ653573 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATGACTGGTACCTGGAATGATACCTGGAATG
GTACTAAA-----------------------------------------------------------------
-------------AGGTCA------
AATGAAACTGACAATATCACACTCCCATGCAGAATAAAACAAATAGTAAACAGGTGGCAGGAAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGAGGAAGCATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGATTCATAATAGCACTGAG----------------------
-------------------------------------------------------------------------
-------
GCAAATAACACTGAGATTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653360 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGAATAATGCTGGAGTATCAAATAGTACTTGGAATA
ATGCTGGAGTA--------------------------------------------------------------
-------TCAAATCACAGT------
ACAGGAAATGAAACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTATTGATAATACAGGG-------------------------
-------------------------------------------------------------------------
-------
AGCAACGAAACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653426 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATATTACTGAAGAGACAGATAATATTACTGGAA
AGACAGATGAC--------------------------------------------------------------
-------------AATAAT------
AAAAATGACACAATAATCACACTTCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAAAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAAGGGACAAATTAGGTGTGCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACAAGAACGAT-------------------------
-------------------------------------------------------------------------
----------
AGTGACACCGAGATCTTCAGACCTGGAGGTGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAGATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578629 
TTCTACTGCAATACAACAAAACTGTTCAGTAGTACTTGGAATAGTACTACTTGGGATAGTTGGAATAGTACTG
AAACA--------------------------------------------------------------------
-------------------AAT---
AGCACTGACAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG



CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAATACAAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACCTTCAGACCTCAAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217860 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATATAGAAACAATACTTAAGCATACTAAAAATA
GTAAT--------------------------------------------------------------------
-------------------------
GACACAAACTCAACTATTACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTCATAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGACA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF689865 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATGTTACTGGGTCAAATGTTACTGGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACAATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACCAGAGATGGTGGTAATACAAATGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACATCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JF689874 
TTCTACTGTAATACAACAAAGCTGTTTACAAAGCGGTTTGATTGGAATAGGACTGAAGGGTTAAATGACACTG
CAGGAAAT-----------------------------------------------------------------
-------------------AAC---
ACTGGAGGAAATAACATCATAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGTGGACGAATTAACTGTACATCAAAC---
ATTACTGGGCTGCTATTAATAAGAGATGGTGGGATAGGCCCGGGGACA-------------------------
-------------------------------------------------------------------------
-------
GACAATACTAGTGAAACCTTCAGACCTCAAGGAGGGAATATAAGAGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCGCCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF689875 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTAAAGAAGGAAATGGA----
-------------------------------------------------------------------------
----------------------------
AATGACACAATAACCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAAT----------------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTCAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX863990 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCTACTACTTTGAATTCTACTAGTACT----
-------------------------------------------------------------------------
----------------------------
GGGAATGGGACCATCACACTCTCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTCACACAAACAACACC-------------------------
-------------------------------------------------------------------------
----------
AACAAAACTGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320363 
TTCTACTGTAACACAGCAAAACTGTTTGATACATCACAACTACAACTGTCTAATAGCAGCACTGAA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGACACACTCACAATTCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAAAGACTGAGGATAATACT----------------------
-------------------------------------------------------------------------
-------
ACTAATACTACTGAGGTCTTCAGACCTCAAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAGAACTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGATTAGGAGCG---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---ATATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320036 
TTCTACTGTAATACAACACAGCTGTTTAATATTAGTAGTACACAACTGTTTAATAGTACTTGGAATAGTACCG
AA-----------------------------------------------------------------------
-------------------GGG---
CTAAACACAAAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAAATGTATATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGGAAGATAAATGAGAGTAGG----------------------
-------------------------------------------------------------------------
-------
GCAAATGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTCTATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320502 
TTCTACTGTAATACAACAAAACTGTTTAATAGCATTTGGAATGAAACACAACTGTTTAATAGTACTTGGAATG
AGACT--------------------------------------------------------------------
-------------------------
GAAAGAGGAGTCAATATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG



CAATGTATGCCCCTCCCATCAGAGGAATAATTCAATGTACATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAAAAAAAATAATGGGAGTGAA-------------------
-------------------------------------------------------------------------
----
ACCTCCAATGGGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAA---
GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320151 
TTCTACTGTAATACAACAGAGCTGTTTAATGATACTTGGCTGAGTAATAATACTTGGCTGTCAAATTATACTG
AGAGTAAT-----------------------------------------------------------------
-------------------AAT---
AATACTGCTAAAAATATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTAATCATAACACTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF320145 
TTCTACTGTAATTCAACAAAACTGTTTAGCAGTGCTTGGTATACTAATAATACTAATAGTAGTAATACTGAAG
GG-----------------------------------------------------------------------
-------------------------
TCAAATGACACTGTTATCATACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGCAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTGTTAACAAGAGATGGTGGTCACACGGAAACTGCC-------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---GTGGGAGCT------
---GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---CTGTTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACAACTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908232 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGCAGTCCAATAGTACGGGGAATGATACTGGAGGGT
CA-----------------------------------------------------------------------
-------------------------
AATAACACTGAACCTATCACACTCCTATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTTACTGTAGATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATGTCCAGAAC----------------------------
-------------------------------------------------------------------------
----------
AACATGACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTCAGCCATTA---GGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGATGCGCAGCAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>KM353665 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGTATAATAATAGT----------------------
-------------------------------------------------------------------------
-ACTTGGAATAATACT---------



GGAGGAAATGACACATTCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAGAG
CAATGTATACCCCTCCCATCAGAGGATTAATTAAGTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGG----------------------------------------
--------------------------------------------------------
GGTGGTAACGAGAGTAATCAT---------
ACCACAGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATGGGAGCT---------
CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687750 
TTCTACTGTGATACAAAAAAGCTGTTTAATAGTACTTGGTGGGTTAATAATACTTGGAAAGGCACTAAAGGGG
ATGAG--------------------------------------------------------------------
-------------------------
ACTAGGAATGGCACAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTCAGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAATGAAACG----------------------------
-------------------------------------------------------------------------
----------
AACGGAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCGGCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204582 
TTTTATTGTAATACATCAGAACTGTTTAAAAGTACCTGGAATAGTACTGATACCTTCAACAGTACTGGAGAGA
GA-----------------------------------------------------------------------
----------------------------
GGGAATGACACAATCATTCTCCCATGCAAAATAAGGCAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGTCAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAAAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HM204589 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGGATAAGAATGGTAGTAGAATAAATGGAACTGAAG
GA-----------------------------------------------------------------------
----------------------------
GAAAGTGGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTTATTGTTCATCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTACTAATGATACTGAC-------------------------
-------------------------------------------------------------------------
-------
AAAAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTGGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY112061 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTGCTTGGCCTTGGAATGATACTGAAGGGTCAAATGACGCT-
-------------------------------------------------------------------------
----------------------------



AAAAAAGATAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAAAAATTAAATGCTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTTATGAGAACAAT----------------------------
-------------------------------------------------------------------------
-------
GAGACCAAGCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTTGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576345 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGGGGAATAGTACTTGGGGGTATAAAATGACAAATG
AC-----------------------------------------------------------------------
-------------------------
ACTGCAAAAGACAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGTTGGTGTTAACAAGAGATGGTGGTGGTGGTAGTGGTACA-------------------------
-------------------------------------------------------------------------
-------
AATAACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCAACTGTTGCAACTCACAGTTTGGGGCATC 
>EU576383 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGCATAGTAACAGTACTTGGAATGATACTGGAAAGT
CAGAA--------------------------------------------------------------------
-------------------------
AATAATACAAAAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGGGATGGAGGTCATGGAGGTAATGACAAT----------------------
-------------------------------------------------------------------------
-------
AACCAGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTAGTGGGATTCGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KX129209 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACGTGGATTGGGAATAGCACTGAAGAGTCAAAT-------
-------------------------------------------------------------------------
----------------------------
GGCACTGAAAACATCACACTCCCATGTAGAATAAAACAATTTGTAAATCTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAT---
ATTACTGGGCTGTTGTTAACGAGAGATGGTGGTCAGTCTGACAATACT-------------------------
-------------------------------------------------------------------------
-------
ACCAACGGGACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259534 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGGACTAATATT-------------------
-------------------------------------------------------------------------
-GATATTGGAAACAGT---------



ACGAAAGATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------
AATAGCAATAACACCAACGAG---------
ACCACCGAGACCTTCAGACCTACAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTCAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGTAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217957 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACCTGGAATATAACACACTTTAATAGTACCTGGAATGATA
CT-----------------------------------------------------------------------
-------------------------
GAAGGATCAAATAACATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAACAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGATTAATTCAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTAATAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217984 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTAGGGAAAATGGTAGTTGGACTAGGAATGATA
CCGCT--------------------------------------------------------------------
-------------------GCA---
AATGAGACTGAGATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTTATTCAATGTTCATCAAAT---
ATTACAGGATTGTTATTAACAAGAGATGGTGGTAATAATAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ATCAATGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689886 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTAAATATGATAATGGAACTTGGGTTAAGAAGA
ATGGCACT-----------------------------------------------------------------
-------------------GAA---
TGGGTGAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACTAATTAATTGTATATCAAAT---
ATTACAGGGATACTGCTAACAAGAGATGGTGGTCAGGTTAATGGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCAGGAGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320385 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTCGGAATGATACTAAATGGTCAAGTAACTCTA
CA-----------------------------------------------------------------------
----------------------------



GGAAATGGCACCATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGCAATAGTAATCAAACGACC----------------------
-------------------------------------------------------------------------
----
CAGACCAAAGAAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCA---------ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320150 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATACTACTGGGAGTGTGACTAATGGGTCAAATA
ACAGT--------------------------------------------------------------------
-------------------CAG---
GGAGAAAATGGTACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAGTGGAGAAATTAAATGTACATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAATAGTAGCGAC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCACAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320539 
TTCTACTGTAATACAACACAATTGTTCAATAATACTTGGAAAGGTACTGAAGAAGAGAATAGTACTAGGAAT-
-------------------------------------------------------------------------
----------------------------
AGTAATGACACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTCAATGTACATCAAAC---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAATAACACGAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGAGATCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320131 
TTCTATTGTAATACAACACAACTGTTCAATAGTACTTGGGAGAGCAATATTACTACTGGGAATTGGAGCAAAA
CTGAA--------------------------------------------------------------------
-------------------GGA---
TCAAATAACACTAACATCACACTCCCATGTAGAATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACCAATTCAATGTATATCAGAT---
ATCACAGGGCTGCTATTAACAAGAGATGGAGGTAATAACGGGGACAAT-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCGCAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---TTTCTCTTTGGGTTCTTGGCAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM638503 
TTCTACTGTAATACAACAGGGCTGTTTAGTAGTACTTGGAATGAGAGTACTACTTGGGAAAGGTCAAAT----
-------------------------------------------------------------------------



----------------------------
GACACTGAAATAATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTTACAATGGTACGAAT-------------------------
-------------------------------------------------------------------------
-------
GACACCCAGACCGAGACCTTCAGACCTCAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCTTTGGGCTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAAAG---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124801 
TTCTACTGTAATACAACCGAACTGTTTAATAGTACTTGGACTAGGAATAATGGTACCGGGTATGATGGGTCTA
ATGGCACT-----------------------------------------------------------------
-------------------------
GAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATTAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGGGGTCAAAGAAACGGG----------------------------
-------------------------------------------------------------------------
----------
AGTACTAATGAGACCTTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAATAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM354092 
TTCTACTGTGATACAACACAACTATTTAATAGTACTTGGAAAAATGGTAGCACT-------------------
-------------------------------------------------------------------------
-GGGAATGATCATGAA---------
GAGTCAAATGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATTAGAGGATACATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------------------
GATAATAGCACAAAT---
GGGACCGAGATATTCAGACCTCTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TTGTGAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687763 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATACTAATGGTACTTGGACAGGAAGTAATACT-
-------------------------------------------------------------------------
----------------------------
AATAGCAGTAACATTACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTCACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGGGATGGTGGTAGTGGTAATGACACC-------------------------
-------------------------------------------------------------------------
-------
AACAACAACACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATGGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM258901 
TTCTACTGTAATACAACACAGTTATTTAATGGTACTTGGAATGGTACTTGGAATGGTACTTGGACTGAT----
-----------------------------------------------ACTTGGAATGAT---



ACTTGGAATGAGACTCACCCA---------------
ACTAGCAACGACACTATCACACTCCCATGTAGGATAAAGCAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTACCTGTTCCTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AACCGGAATGAGACCAAT---
AGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTGGGAATGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403073 
TTCTACTGTAATACAACACAACTGTTTGATGATAATTGGCCTAATGGAACTTGGATGTATAATAGCACT----
-------------------------------------------------------------------------
----------------------------
AGAAATGACACTATCATACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTCACTGTAATTCAAGT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCACTAATAACACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403078 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGTACTGAGACTGAGAATAATACTACAGGGT
CAAAT--------------------------------------------------------------------
----------------------------
AACACTGATAATATCAGACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAGGGCATAATTAGTTGTTCATCAAAT---
ATTACAGGGCTTTTATTAACCAGAGATGGTGGTAACGGGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
AACGCCGAGATCTTCAGACCTCAAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ610064 
TTCTATTGCAATACAACAGAACTGTTTACTTGGAATTTAACACAACTGTCTGAGAATTCAACTGGG-------
-------------------------------------------------------------------------
----------------------------
AATGATGCTAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAATTGCACATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAATAACAATGACAGGACTAAC------
AATGGCAGTGATAGTAAT---AACAGTACT-------------------------------------------
--------------------------
CAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCG---GTGGGAACGCTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM259406 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATAAAAATGGCACTTTG----------------
-----------------------------------------------------------------------



AGTGAAAATGGCACTCAG---------
AATGAAACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAGAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGACTGTTGTTAACAAGAGATGGTGTT----------------------------------------
-------------------------------------------------------------------------
-
AACAAGACCTGGGGCAACGACACCTTCAGGCCTATAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCAACACGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---
ATAGGAGCT---------CTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217713 
TTCTACTGTGATTCAACACCACTGTTTAATAGGACCTGGATGGCTAATGAGACTTTGAATAGTACTACTTTGA
ATAGTACT-----------------------------------------------------------------
-------------------GGA---
GAGTCAAATAAAAATATCACACTCGCATGCAGAATAAAACAAATTATAAACATGTGGCAGCGAGTAGGGAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGGGGTCACAACAACGAGACTGGA----------------------
-------------------------------------------------------------------------
-------
GATAACAGGACTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGTA---GCGGGA---TTCGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383397 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGGTACTGACGAGTCAAATCACCATGGAGAA-
-------------------------------------------------------------------------
----------------------------
AATGACACAATCATCACACTCCGCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCGA
TGTATGCCCCTCCCATTAAAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGTAACCGG----------------------------
-------------------------------------------------------------------------
----
ACTGACAACAACACCGAGATCTTCAGACCTCAGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAGAGAGTA---GTGGGA---
ATGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACTA---TTACTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124761 
TTCTACTGTAATACAACAAAGCTATTTAATAGTACTTGGGATCGGAATGGAACACAGATAAATGACACTATC-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATCATACTCCCATGTAGAATAAAACAATTCATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGAGACATTAACTGTTCATCACAG---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCAGAGCAATGACAGC-------------------------
-------------------------------------------------------------------------
----------
AGTATGAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KM353846 



TTCTACTGTAATACATCAAAGTTGTTTAACAGTACTTGGAATGGCACT-------------------------
-------------------------------------------------------------------------
-------AAGGAATACCAG------
GGAGTGAATGGCACACTCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAGGGAAATATTAATTGCTCATCAAAT---
ATTACAGGGCTGCTATTAATGAGAGATGGTGGTAAC-------------------------------------
--------------------------------------------------------
AAGGGGAACGAAACCGATAAT---------
ACTACCGAGATCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTAACA---GTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAACCACTATG---GGCGCAGCATCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY112135 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGGATAAGGATGGGACAAGGCTTAATGACACTGGA-
-------------------------------------------------------------------------
----------------------------
GGAGATGGCAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTGTATCAAAT---
ATCACAGGGCTACTATTAACAAGAGATGGGGGTGTAGACGATACT----------------------------
-------------------------------------------------------------------------
-------------
CAAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTAGCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403070 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTGTTTAATGATACTTTGAATGATACTCAAGAGG
AGTATGGT-----------------------------------------------------------------
-------------------------
GAGAATAACGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAACATATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTAGTCAAGGCAACGGG----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGGGAAAAAAGAGCA---GTGGGAACGCTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403031 
TTCTACTGCAATACAACAAAACTATTTAATAGTACTTGGAATAGTAGTAGTAGTAGTTGGGTTATTGAGGGTC
AGGAAGAG-----------------------------------------------------------------
----------------------------
TCAAATGACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATTAGATGTTCATCAAAC---
ATTACAGGGCTATTATTAGTGAGAGATGGTGGTATTAACAAGACG----------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAAACCTTCAGACCTCAAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403085 



TTCTACTGTAATACATCACAACTGTTTAAGGGTACCTGGTTGACTAATGATACCTGGGCTAATGGTACCTGGA
CAAAT--------------------------------------------------------------------
-------------GACACT------
AGCAAAAATGACAACATCACACTCCCATGCCGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTCATTGTATATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGCCAGAATGCAACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403094 
TTCTACTGTAATACATCACGACTATTTAATAGTACTTGGAATACTAGTAGTATTTGGAATACTACTGGAAGGC
CAAATATT-----------------------------------------------------------------
-------------------ACA---
GGGAGCACTGACATTATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACGAATTCAGTGTAGCTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATAACTCA-------------------------
-------------------------------------------------------------------------
----------
GACGCACATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MH666195 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTTTGGGAATAGTACTGATAATACTCACAATATTA
CTCAGAAT-----------------------------------------------------------------
----------------------------
GGTAATGGTACTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAGATGTAACTCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAACAATGGCAGC-------------------------
-------------------------------------------------------------------------
-------
AACACTACTGAGGAGATTTTTAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGCGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCAATA---GGATTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR423482 
TTCTACTGTAATACAACGAAACTGTTTAATAGTAGTTGGAATCAGAATGCTACTAATCAGAATGCTACT----
-------------------------------------------------------------------------
-------------AACAAT------
GGAGGAAATGACACAATTACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATAAAAGGATTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGACAATAGCACA-------------------------
-------------------------------------------------------------------------
-------
AACAACAACACTGAAATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAGAGTTGAACCATTA---GGGATAGCACCCAACAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTCAGGCGCAACAGCAACTGTTGCAGCTCACAGTCTGGGGCATC 
>HM638568 



TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGTATGGTAATGAGACTAAAAATGGGACTGAAAATG
GA-----------------------------------------------------------------------
----------------------------
ACTGACACAATAATTCAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGCTGCTCGTCAAAC---
ATTACAGGACTGCTGTTAACAAGAGATGGTGGTGATAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ATGAACGAGATTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU733713 
TTCTACTGTAATACAACTAGACTGTTCAATAGTACTTGGAATGTTAGTACTTGGAATATTAGTCAGACTGAAG
GGTCA--------------------------------------------------------------------
-------------------TAC---
AACACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGATAATGTTAACAAGAGATGGTGGTAAGAATAGGACAGAG-------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGACTTTCAGACCGGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAACTATATAACTATA
AAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX140657 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGGAATGACACTTTGACTAATGGAGGATCAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACTGAAAATATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGATCTTCAGACCCGAAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAGTA---GGAATAGCACCCACAAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK164668 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGGGTAATAGTAATAATACTAACAATAATACTGGA-
-------------------------------------------------------------------------
----------------------------
GGGGAAGAAACTATCACTCTCCCATGCAGAATCAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAG---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCAACGAGAACAACGACAGTGAG-------------------
-------------------------------------------------------------------------
-------------
ATCTTCGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTCTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC935959 



TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAAGTGGGATAATGGTACTTGGAATATTAGTGGGT
TAGATAACAGT--------------------------------------------------------------
----------------------------
ACAGAACAAAATATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAGGGACAAATTCAATGTATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAAAGTGATACA-------------------------
-------------------------------------------------------------------------
-------
ACCAGGAACAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KM082006 
TTCTACTATAACACAACCCAGCTGTTTGATAGTACGTGGTTAACTAATGGTACTAGGATAAGACCAAATACTA
CTGATGGA-----------------------------------------------------------------
----------------------------
ACTAATGGAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGTGGTCATGACGGGAAC----------------------------
-------------------------------------------------------------------------
----
GAGACAAATGAGAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCAATA---GGAATAGCACCCACCATGGCAAAGAGAAGGGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCAACTGTTGCAACTCACAGTCTGGGGCATC 
>MG196775 
TTCTATTGTAATACATCAGAACTGTTTAATAGTGAGTGGCATACTAATTATACATGGAATAGTACTTACAGTA
CAATAAAT---------------------------------GGTACTTGGAATAGTACT---
GACATTGAGGGTGTA---------------------
AACGCTACTGAAAAGATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGAACAATTAAATGTGTATCAAAT---
ATTACGGGGCTGCTGTTAACCAGAGACGGTGGCAACAATGAAACC----------------------------
-------------------------------------------------------------------------
----------
AAAGCCACTGAGGTCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ182826 
TTCTACTGCAATACATCAGCACTGTTTAATAGTACTTGGAGTACTAAGAATGGTACTCAGGTGTTGAATATAA
CTAATGAC-----------------------------------------------------------------
----------------------------
ACCAGCACCAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGGTGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAATGGTAATGGCAATACCACG-------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGACCTTCAGACCTGTAGGAGGAGATATGAAGAATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTCAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGGGAT---TTGGGA---CTAGGAGCT------
---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
GATCTG---ATGAAG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MK385523 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGTAATAGTACTTGGAATGGTACTGAAGGGT
CAAATTAC-----------------------------------------------------------------
----------------------------
ACTGAAAAAAATATCATACTCTCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAATAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTAGTAATAACGAG----------------------------
-------------------------------------------------------------------------
----------
AGCCAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KM353922 
TTCTATTGCGATACAACACAACTGTTTAATAGTAGTTGGCCTTGGAATGGTACA-------------------
-----------------------------------------------------------------------
GAAGAGTCAAATAACACT---------
GAAGGAAATGACACAATCACCCTCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
AGTACCAGCAATGAGACCGAGATCTTTAGACCTGCAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354862 
TTCTACTGTAATACAACACAACTATTTAATAGTAATTGGACTGCTACTGGA----------------------
-------------------------------------------------------------------------
-AATACAAATAACACT---------
GGAGGAAATGCCACAATCACACTCCCTTGCAGAATAAAACAACTTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCAATAAGAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
GGTAGCAATGGAACTAAT---
GGAACTGAGGTCTTCAGACCTCATGGAGGGGATATAAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCAGAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587037 
TTCTACTGTAATACAACACCACTGTTTAATAATAGTCTGCTTGGCAATGGTATCAATGGGACAAAT-------
-------------------------------------------------------------------------
----------------------------
AACACAGAACCAATCGTACTTCATTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACCGATTACATGCTCATCAAAT---
ATAACAGGACTGATATTAACAAGAGATGGTGGTACAAATAGGACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTTGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX587241 
TTCTACTGTAATACGACACAACTGTTTAATAATACTTGGAATGGTACTTGGGGTGAGAATATT----------
-------------------------------------------------------------------------
----------------------------
ACCGGGAATATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTAGCTGTTCATCAGAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTCATGACAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGCGATCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---GTGCTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX587299 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGATAATACAACTGCAGGGTTAAATACC-------
-------------------------------------------------------------------------
----------------------------
ACTGAAAAAATTATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGCAGGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAAAAATCCAATGCACATCAAAC---
ATTACAGGGTTATTATTAACAAGAGATGGTGGTAACGAGAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
TATAACAATGAGACTTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCC------
---TTCTTCCTTGGGTTCTTGGGAGCG---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG900412 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGCCTTGGAATGATACTCAAGGGTCACATGAC----
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAATAATTAAATGCTCATCAAAC---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTTACGAGAGCAAT----------------------------
-------------------------------------------------------------------------
----------
AAGACTGATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCTACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---TTTGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473826 
TTCTACTGTAATTCAACACAGCTGTTTAGTAGTAATTGGACTAGGGATAATACGTCTAGTAATTGGACTAGGA
AGGATAAC-----------------------------------------------------------------
----------GATACAGAG------
CCTAATAAGACTGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACTTATTCAATGTTCATCAAAT---
ATTACAGGATTGTTATTAACAAGAGATGGTGGCGACAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---TTGGGA---ATGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



TTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KC473828 
TTCTACTGTAATACAACAAAGCTGTTTAATAGCACTCTTAATGACACTTGGAATTTTTGGAAT----------
-------------------------------------------------------------------------
----------------------------
GAAACTGGGGATATCATACTCCCGTGCAGAATAAAACAAATTATAAATCTGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAGATTAACTGCACATCAAAT---
ATTACAGGGCTACTCTTAATAAGAGATGGCGGTGATAACGGGACT----------------------------
-------------------------------------------------------------------------
-------------
GCCAGTGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGCACAAGTTGAGCCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACT---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473829 
TTCTACTGTAATACGACAGAACTGTTTAATAGTTCTTGGTATTGGAATGATACGAATGATACTTTAAAGAGC-
-------------------------------------------------------------------------
----------------------------
AATGAAGAAAATATCACACTTCTGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACCAATTAGCTGTACATCAAAT---
ATTACAGGGATACTCTTAACAAGAGATGGAGGTCAGGGTAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGATTAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCTA---TTATTG---ACTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473830 
TTCTACTGTGATTCAACACAACTGTTTAGTAGTAATTGGACTAGGAATGATAGTAGTAGTAATTGGACTAGGA
GTGATAATGAT--------------------------------------------------------------
-------------ACAGAG------
TCTAACAATACTGTGATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACTTATTCAATGTACATCAAAT---
ATTACAGGATTATTATTAACAAGAGATGGTGGTAATGGTAATAAA----------------------------
-------------------------------------------------------------------------
----
ACGAACGACACTCTGGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----
----------------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---
CTAGGAGCT---------CTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATATG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU677990 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACTTTGTATAGTAATAATACTTGGAGTAGTAATATTACAG
AA-----------------------------------------------------------------------
----------------------------
TTAAATGGCATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGTGATGAGGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AAGACTGATGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------



---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196672 
TTCTACTGTAATTCATCATCACTGTTTAACAGTACTTGGAATAATACTAGTTTAAATGGAAGTATAAGT----
-------------------------------------------------------------------------
----------------------------
TGGAATGGAAGTATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGGTGTAGATCAAAT---
ATTACAGGGCTGCTACTACTAAGAGATGGGGGTGAGGGTAATACTACT-------------------------
-------------------------------------------------------------------------
-------
GACAACACCTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACG---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196679 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGATAATAATACTGGGTTAAATACCAATGATA
CTAATACT---------------------------------------------------------------
GGG---ATAAATACCTAT---------
GGCACTAATGGAACATTCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTAAATCAAAT---
ATAACAGGGCTGATACTAACAAGAGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---ATAGGGGGATTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCACCAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KF384800 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGTACTAGTACTGAGCTAAATGAC-------
-------------------------------------------------------------------------
----------------------------
ACTACAGGAAATATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGAGTAATTCAATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGGTGGTAACGATACGATG----------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGACCTTCAGACCGGGAGGGGGAGATATGAGGGACAATTGGAGGAGTGAACTATATAGATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTG------ATAGGAGCG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF384801 
TTTTACTGTAATACATCACAACTGTTTAAGAGTACTTGGTGGACAAATAATACTCGGAATATACCA-------
-------------------------------------------------------------------------
----------------------------
CTACAAGGAAATGTCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGGAGGACTAATTAATTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATAACGAATGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TAAAAATTCAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTGGGAGCT---------



TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384803 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGGAAAATGGTACTTGGACGAATGAGAGTGGTATTG
GA-----------------------------------------------------------------------
----------------------------
GGATCAGATAATATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTTCTAATCAGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCAGGA---CTGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384804 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTTACTGATCCTTGGAATTCTCCTGGAGGGT
CAAAT--------------------------------------------------------------------
----------------------------
AACACTGGAGATATCACACTCCCATGCAGAATAAAACAAATTGTGAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCTCAGGATATATTAACTGTTCATCAAAA---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTTATAACACCACC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCTACCACGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384807 
TTCTACTGTAACACAACAACACTGTTCAATAGTACTTGGGATGGGAATGATACTACTGAAAGGTCAAAGAGTA
CTGAAGAA-----------------------------------------------------------------
----------------------------
AATGCAACAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAAAGGAAACATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAACGAGGAC----------------------------
-------------------------------------------------------------------------
----------
AGCACCAATGAGACCTTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATACA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC473835 
TTCTACTGTAATACAACACCACTATTTAATAGTACTTGGCATGGGAATGAGAGTGATAGTATAGAATCAAATA
ACAGT--------------------------------------------------------------------
----------------------------
ACAGAAGAAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTGGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAC---
ATCACAGGACTGCTATTAACAAGAGATGGTGGTAATAATAACAAG----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------



TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384808 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATAACAGTATTT
GGAATGCTACT--------------------------------------------------------------
----------------------------
CAAAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTGCATCAAAC---
ATTACTGGACTGCTATTAACAAGAGATGGTGGTAACAATGGGAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384811 
TTCTACTGTAATTCATCAAAACTGTTTAATAATACTTGGAATGGTACTAACTGGACAGATACATGGTATAATA
GC-----------------------------------------------------------------------
----------------------------
ACAAATGAAACTATCATACTCCCGTGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTAAATGTAAATCAAAC---
ATTACAGGGCTGTTGTTAACAAGAGATGGCGGTGGTGGGAGCAATGAA-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTCAACCAGTA---GGCTTGGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX156409 
TTTTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTAATAGTACTAGCAACAACACTAAAGGA-
-------------------------------------------------------------------------
----------------------------
AATGAGACTATTATCGAAATACCATGCAGGATAAGACAAATTATAAACATGTGGCAGCAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGTCATAATCAGGCC----------------------------
-------------------------------------------------------------------------
----------
AATGACAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY778615 
TTCTACTGTAATACATCAAAGTTGTTTAACAGTACTTGGAATGGCACTGAGGAAAACCAGGGA----------
-------------------------------------------------------------------------
----------------------------
GTGAATGGCACACTCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAGGGAAATATTAATTGCTCATCAAAT---
ATTACAGGGCTGCTATTAATGAGAGATGGTGGTAACAAGGGGAACGGAACC----------------------
-------------------------------------------------------------------------
-------
GATAATACTACCGAGATCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTAACA---GTGGGAGCT---



------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124768 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACTTGGTATAACAGTACATACAATGAGACTGCACCA----
-------------------------------------------------------------------------
----------------------------
GGCAATGAAACAATCACACTCCCATGCAAAATAAGGCAGTTTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTTATCAAAT---
ATTACAGGATTGATATTAACAAGAGATGGGGGTATCTATAATAAC----------------------------
--------------------------------------------------------------------
ACGAATGGGACCATT---
GGGAATGAGACTTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG196879 
TTCTACTGTAATACAACGCAACTGTTTAGGGGTAATGGTACTGGTAATGGTACTGGAGAG-------------
-------------------------------------------------------------------------
----------------------------
TCAAGTGACATTGTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCTA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTAGTAATAAAAGTAAA----------------------------
-------------------------------------------------------------------------
----------
AGTGATCCAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTCAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197013 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAATAGCACGACTAATAATGACACTGAAGGATCA-
-------------------------------------------------------------------------
----------------------------
AGTAATGCTACGATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAGATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGT---AATACCAATCACACT-------------------------
-------------------------------------------------------------------------
----------
GATGCCACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGATACAACTTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGGGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATTGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197046 
TTCTACTGTAATACCTCAAAACTGTTTAACAGTACATGGCCAAATAATACTAAAAATGCTAATATC-------
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGAGGACAACTTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTTATAATCAGGCG----------------------------
-------------------------------------------------------------------------
----------
AACAATAGCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAGAGAGCA---GTGGGA---ATGGGAGCT------



---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG197064 
TTCTACTGTAATACATCAAAACTGTTTAACAATACCTGGACTAAGGGTACTTGGAATAGTACATGGTCATGGG
CA-----------------------------------------------------------------------
----------------------------
AATGAAACTAACATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAATAATTAGATGTGCCTCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAACATGATAATATTACC----------------------
-----------------------------------------------------
ATTAATGGTAATGTCATTGACTATAAC------
ACCACCGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGTA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG197113 
TTCTACTGTAACACATCAAAGTTGTTTAATAGCACTTGGAACTATAATAATGCTACAGGAAACACTGAAGGAA
ATAGCACACAA--------------------------------------------------------------
-------------------------
GGAAATATCACACTCATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTCATAATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACAATTGAGACCTTTAGACCTACAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AAGCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM355159 
TTCTATTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATAAGACTGAAGGGCCTTGG-------------
-----------------------------------------------------------------
AATGTTACTGAAGAGTATGGG------------
AATATTACTGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGGG
CAATGTATGCCCCTCCCATCAAAGGCAAACTTCAATGTACATCAAAT---
ATTACAGGGCTCCTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
AAGGTGAATAATGAGACTGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196745 
TTCTACTGTAATTCAACACCACTGTTTAATGGGACTTGGCAGAATATGACGAATATTACT-------------
-------------------------------------------------------------------------
----------------------------
GAAAACTTAAATATCACACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAGTATTCAATGTTCATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGCATCACTAATAACACTAATAGC-------------------
-------------------------------------------------------------------------
----------
AGTAATGATGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTTTA---GGATTAGCACCCACCAGGGCAAGGAGACTAGTGGTG-----------



----------------------------CAAAGAGACAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCGACTCACAGTCTGGGGCATC 
>MG196964 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGACTGAGAATAGTACTGAAGGGTCAAAC-------
-------------------------------------------------------------------------
----------------------------
AGCACTGAAATAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGGAGAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAATATGACT----------------------------
-------------------------------------------------------------------------
----------
AATGATAGTGAGACCTTCAGACCTGTGGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTCGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTAAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG197035 
TTCTACTGTGATACAACACAACTGTTCAATATTACTTGGGATACTAACAACACTAGTAATAGCAATGGTACT-
-------------------------------------------------------------------------
----------------------------
GACGGTGATAAAATCACACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGTCTGCTGTTAGTAAGTGATAGTGGTAATCAAACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTATAGGAGGAGAGATGAGGGACATTTGGAGAAGTGAATTATACAAGTATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAG---CTGACA---TTAGGAGCT---------
TTGTTCATTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK214316 
TTCTACTGTAATACCGCACAACTGTTTAATAGTAGTTGGACTACTACTGAAAAGACAAATAACACTGAAGGAG
GA-----------------------------------------------------------------------
----------------------------
AATGACACAATAATCATGCTCCCTTGCAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAGCGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTAGCAGCAATAAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAGATCTTCAGACCTCATGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCTAGCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGACA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAACAAAGC---
AATTTG---TTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505616 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGAAAATAGTACTGGGAATAATACTGAAGAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTAGTATTAACAAGAGATGGTGGTCATACCAATAAGACTGAG----------------------
-------------------------------------------------------------------------
----------
AACAAGACTGAGGTCTTCAGACCTGTAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCAGCTGTTGCAGCTTACAGTCTGGGGCATC 
>KR182192 
TTCTACTGCGATACAACACAGCTGTTTAACAGTACTTGGTGGACTAATGAAACTTGGAAGGATATCGAAGGGT
CA-----------------------------------------------------------------------
----------------------------
AATAACACTAACATCACACTTCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTACTCACGAGGAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182242 
TTCTATTGTAATACAACACCACTGTTTAACAGTACTTGGGTGCTTAACAGTACTTTGAATAGTACTGAAGGGT
CCAATAGT-----------------------------------------------------------------
----------------------------
ACTGGACAAAATATCACACTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAA
TGTTTGCCCCTCCCATCAGAGGATCAATTCAATGTTCATCCAAC---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATGACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACTGAGATCTTTAGGCCTTGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GCAGGA---CTGGGAGCT---------
CTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATTGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATC 
>KR182343 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCCTTGGCCTGCTAATAAAACAGATGATGGCACAA
ATGCA--------------------------------------------------------------------
-------------------ACA---
GCATCAGACAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGAAGAG
CAATATATGCCCCTCCCATCAAAGGACCAATTGAATGTGTATCAAAT---
ATTACAGGGATAATATTAACAAGGGATGGTGATAAGAATAATACC----------------------------
-------------------------------------------------------------------------
-------------
TACAATGAGACCTTCAGACCTACAGGAGGAGAAATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGCTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCAA---TTACTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>KT986555 
TTCTACTGTAATACTACACAACTGTTTAATAGTACTTGGAATAAGAATAAAACTAATAATACTTGGGAAAGGA
ATGACACA-----------------------------------------------------------------
-------------------AAT---
AGTAATGAAACAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAGG
CAATGTATGCCCCTCCCATCAGAGGATTAATCAGATGTTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTCAGAGTAATGAAACAGGG----------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCG---GTCACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAA---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>KX505508 
TTCTATTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATAAGACTGAAGGGCCTTGGAATGTTACTGAAG
AGTATGGG-----------------------------------------------------------------
-------------------------
AATATTACTGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGGG
CAATGTATGCCCCTCCCATCAAAGGCAAACTTCAATGTACATCAAAT---
ATTACAGGGCTCCTATTAACAAGAGATGGTGGTAAGGTGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX027971 
TTCTACTGTAATACAACACGACTGTTCGAAAGTACTTGGCATGGAAATGAGACTTGGTATGGGAATGAG----
-------------------------------------------------------------------------
-ACTATAGAGCCAGAG---------
GCAAATGACACAATAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGATGATCAGTACAGTAAGAAT------
GAGACCTCCTGCAATAAT-------------------------------------------------------
--------------------------
ACTACTGAGACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATAGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505446 
TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGTCAAAAAATAATACTTGGGAGAAGAATGAAGACA
ATTCA--------------------------------------------------------------------
----------------------------
ATTAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATACCTCCCCAATCAAAGGACAGATTAGCTGTAACTCAAGT---
ATTACAGGGATACTATTAACAAGAGATGGTGGAAGAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGTACCATTA---GGAATAGCACCCACTGCGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT986947 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATAGTACTTGGGACAATAATAGTACTCGGAATA
AT---------------------------------------------------------------
AACAGATCAGAGGACAGATCA------------
GAGAGCGATGACACAATCACACTACCATGCAGAATAAGACAAATTATAAACAGATGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTGAATGTAACTCAACA---
ATTACAGGGCTGCTCTTAGCAAGAGATGGTGGTATCAACAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCTCAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGGA---GCGGGA---CTAGGAGCT---------
TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH264238 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGTATCTTAATGGTACTTGGAATGCAACTGAAGGGT
TAAATAAC-----------------------------------------------------------------
----------------------------
ACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACTAATTAGATGCACATCAAAC---
ATTACAGGGATAATATTAACAAGAGATGGTGGTTACGAGAACAAGACCGATAAC-------------------
-------------------------------------------------------------------------
-------
AATACTAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587339 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATGGCATACTAACGGAACAAATAGCACTGACAAT----
-------------------------------------------------------------------------
----------------------------
GGTACTGACACAATCACAATCCAATGCAGAATAAAACAAATAATAAACACGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAACTTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAGTAATACT-------------------------
-------------------------------------------------------------------------
-------
ACCAATAACACTGAGATCTTCAGACCTCAAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX505536 
TTCTACTGTAATACAACACAGCTGTTCAATAGTACATGGGATTGTACTGGAACTGCATGTACATTGAATGGA-
-------------------------------------------------------------------------
-ACTGTTCTTAATGGG---------
ATAAATAACACCAATATTACTCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAG
CAATGTACAACCCTCCCATCAAAGGAGTAATTCAATGTACATCAAAT---
ATTACAGGGATAATATTAACAAGCGATAATGGTGGGATTGGAAAT----------------------------
-------------------------------------------------------------------------
----------
AATGAAAATGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTAGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196412 
TTCTACTGTAATTCATCAAAACTGTTTAATAGTACTTGGGGAAGTACTGACGGGTCAAATAGCACTGAA----
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACAATCATACTCCCATGCAGAATAAGACAAATTATAAACAAGTGGCAGCAAGTAGGAAAAGCAA
TATACGCCCCTCCCATCCAAGGACGAATTAAATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAACAACAGTAGCAAT----------------------
-------------------------------------------------------------------------
-------
GAGAGTAGGAGTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115401 
TTCTATTGTAATTCATCATCACTGTTTAATAGTACCTGGACTAAAAATGGTACTGGTAGTTGGCAGTCTAATG
ATACT--------------------------------------------------------------------
----------------------------
CAGAATGGTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGGTTTTAACAAGAGATGGGGGGAAGGTGATTAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGAACAG---GCCAGACGA---GTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MK169417 
TTCTACTGTAATACAACACAATTGTTTAATAGTAGTTGGATTCGGAATGGTACTGATTGGACTTGGAATAGTA
CCACA--------------------------------------------------------------------
----------------------------
CAAAATGATACTATCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCTATCGAAGGAATAATTAGGTGTGTATCAAAT---
ATTACTGGGTTGCTATTAACAAGAGATGGTGGTCACAACAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AACGGTACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAGGACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK169834 
TTCTACTGTAATACAACACCACTGTTTAATCCAAATGGAATAAGAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
GACACTGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGTCAAATTAGGTGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATAATAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAGAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACT---TTTGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY736819 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATGGTAATAATACTTGGAATAATACTACAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATAACAATATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAGGACACGGACACG-------------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAACAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT------
---CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAGTCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF025753 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATGATACTGAAGGGTCAATTG
CCACTGAA-----------------------------------------------------------------
-------------GGAAAT------
ACCACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGTAATAGCAGC-------------------------
-------------------------------------------------------------------------
-------
AACTACACTTCCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCG---
------TTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGCACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH012806 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTAGTAATAGTACTGGGAGTAATAGCACTGAA-
-------------------------------------------------------------------------
----------------------------
GAAGAAAGAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATACCCCTCCCATCGGAGGACAAATTCAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTCATAGTGGGAACGAGTCC----------------------
-------------------------------------------------------------------------
-------
GAGAACAGGCCCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012971 
TTCTACTGTAATTCAACACAACTGTTTAAGAGTATTTGGCATGGGAATGAAACCACGTGGAATACAAAT----
-------------------------------------------------------------------------
----------------------------
AACACTGAAAATATCACACTCCCGTGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGCTAAGGAGAAC----------------------------
-------------------------------------------------------------------------
----
GAGACCACCTACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
ACTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012542 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAAAGGGTCAAATGACACTG
GA-----------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAATAATCAGAGCAGCGAG-------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835773 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGACAGTTAATATTTGGAATGTTACTGAAAGGT
CAAATTAC-----------------------------------------------------------------
-------------------ACT---
GAAGGAAATGACACACTCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTACTGTTAACAATAGATGGTGGTGATAATAGCACG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCGCCCACCAAGGCGAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835435 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATAATGCTACTTTGAATGTTAATAGTAATG
TTACT--------------------------------------------------------------------
-------------------------
GAAGGGTCAGAAAATATCACACTCCCATGCAGAATAAGACAAATTGTGAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAGTAACAGTAGT-------------------------
-------------------------------------------------------------------------
-------
AACACGAGCGAGGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGGACA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY331292 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCATGGTAATGAAACATCTTGGAATAATACTGAAA
AG-----------------------------------------------------------------------
----------------------------
TTAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCGAAGGACTAATTAACTGTTCATCAAGT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAAGAGCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCAGTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCA---GTGGGA---CTAGGAGCG---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289191 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTTTAATAGTACT-------
-------------------------------------------------------------------------
----------------------------
GGGAGTGAAAATATCACACTCCCATGCAGAATAAGACAAGTTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAGTAATTAAATGTTCATCAAAC---
ATTACAGGGGTACTATTAACAAGAGATGGTGGTTATGATGATAATAATACC----------------------
-------------------------------------------------------------------------
-------
GCAAACACCAACGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTC---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>KT124744 
TTCTACTGTAATACAACACCATTATTTAATAGTACTTGGGGAGCTAATAGTAATTGGACTTGGAATAATACTC
AAGAGTTA-----------------------------------------------------------------
-------------------AAT---
GGCACTCAAGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CCATGTATGCCCCTCCCATCAGAGGACTAATTAGTTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAACAACGCCACC-------------------------
-------------------------------------------------------------------------
-------
AACAATGGCACAGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCAGTA---GGATTAGCACCAACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCG---
------CTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124770 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACCTGGGAGTGGAATAATAGTACCAGAGATTGGAATAATA
CT---------------------------------------------------------------------
GAAATGTCAAATAACACT---------
GAAGGAAATGGAACTATCACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGTGGTTACAACATCAGC----------------------------
-------------------------------------------------------------------------
----------
AATAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>EU575670 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACTGAAGAGTCA-
-------------------------------------------------------------------------
----------------------------
AATAGCACTGAAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGGGGTGAGGGAGTTGAGAAA-------------------------
-------------------------------------------------------------------------
----------
AACGATACCGAGATCTTTAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---TCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU575927 
TTCTACTGTAATACCTCACAACTGTTTAATAGCTCTTGGTATTCAAATGGTACTCGGAATGGTACTGAAGAA-
-------------------------------------------------------------------------
----------------------------
TCAAATGACCTTATCACACTCCCATGCAGAATTAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACACATTAACTGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTCAGAGTAATGAAACC-------------------------
-------------------------------------------------------------------------
----------
AAGGACGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U84854 
TTCTACTGTAACACAACACAACTGTTCAATATTACTAATACTCAAAAC-------------------------
-------------------------------------------------------------------------
----------------------------
ACTACAGGAAATCACACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTAAATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGAAAACACAAACCACACA----------------------
-------------------------------------------------------------------------
-------
GACAATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835442 
TTCTACTGTAATACAACACAACTGTTTAATAATACTTGGAATGGTACTGGATGGTCAGATAACTCAGAGAACA
CT-----------------------------------------------------------------------
-------------------------
ACAGGAAACGGAACTATCACACTCCCATGCAGAATAAAACAAATTGTTAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTAATAATACCACCACGAAC----------------------
-------------------------------------------------------------------------
-------
GGGACTCAGACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CGGAGAGAAAGAAGAGCA---GCA------CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289186 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGGAAGCTAATAGTACTTGGGAAAATGATAATGAAA
GGGTA--------------------------------------------------------------------
-------------------GGT---
CACAGTAACAAGACTATCATACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAGATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAACGGTAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACCGGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAAGATAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCATTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ853463 
TTCTACTGTAATACAACACAATTGTTTAATGGTATGTGGCATGCTAATGGTACTTGGAATAGTACTTGGAATG
ATACT--------------------------------------------------------------------
-------------------GGA---
GGGTCAAATGACACTATCAGACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTCAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAGCACGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCGGGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTGGGATTAATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---ACCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124769 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGTATGCAAATGGTACTTGGTATGCAAATGGTACA-
-------------------------------------------------------------------------
-AATAGTACTGGAGGG---------
GGAAACAAGACTAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAGATTAGATGTGCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTCAGGGCAATCAGACC-------------------------
-------------------------------------------------------------------------
-------
GACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289196 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTGGAGGGTCCATTTCTGAA-------
-------------------------------------------------------------------------
----------------------------
GACTCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATAAATCAGAGC----------------------------
-------------------------------------------------------------------------
-------------
ATCAGCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU576141 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAATACTCGGACTGATGATTATCCTACTGGG-
-------------------------------------------------------------------------
----------------------------
GGGGAACAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGAGATCAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCGCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTTATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835446 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGTATGCAAATGGCACAATTAGTATTGGAGGGGGA-
-------------------------------------------------------------------------
----------------------------
AACAAGACTAATATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAGGGGCAATCAGACC-------------------------
-------------------------------------------------------------------------
-------
GACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593282 
TTCTACTGTAATTCAACACCACTGTTTAGTAGTACTTGGTATACTGGGAATAGTACCAATAGTACTAAAGGGT
TAAAT--------------------------------------------------------------------
-------------------------
AACGCTACAGAAATTATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
AATGAAGAGATTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ610043 
TTCTATTGTAATACAACACCGCTGTTTAGCAGCAGGTGGGGGCCTGACGGCACTTGGAATAGCACTTGGAACA
GTACAAGT-----------------------------------------------------------------
-------------------ACA---
ACTAACAACGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATGGTAATGAC----------------------------
-------------------------------------------------------------------------
----
ACGGATAATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTGTATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACGCTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN786752 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGCTAATAGTACTTGGGATGGTAATAGTACTA
TGGATAAAGGG--------------------------------------------------------------
-------------TCAAAT------
CACACTAACAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTTATTAGCTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAATAACAAGACAGAG----------------------
-------------------------------------------------------------------------
----
AACGAAAACAAGACTGAGATCTTCAGACCTGGAGAAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACA
AATATAGAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCGAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---
TTTGGAGCT---------TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593212 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAATACTAATGAAGGGTCAGGTAAC-------
-------------------------------------------------------------------------
----------------------------
TATGAAGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTTACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAATAACGAG----------------------------
-------------------------------------------------------------------------



-------------
AGCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GCGGGA---CTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593300 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATAGTACTGGGAATAATAATAACAGG-------
-------------------------------------------------------------------------
----------------------------
TCAGGAGAAAATATCACACTCCCATGCAGAATAAAACAATTCATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGAGAAATTCAATGCCGATCAAAT---
ATTACAGGGCTAATAATAACAAGAGATGGTGGTAACACTACTGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ153937 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGATAATACTAGTACTTGGAATAATAGTAACACTC
AGAAT--------------------------------------------------------------------
-------------------------
AAAAATGATAGGAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTATGGGACAAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACACGGGATGGTGGTAACGGTAGCGAGGCC-------------------------
-------------------------------------------------------------------------
-------
AAAAACGACACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCCATTCAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH263121 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
ACAGATCACAATATCACACTCCCATGCAGAATAAAACAATTTATAAATCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGGGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAACACG-------------------------
-------------------------------------------------------------------------
----------
GACCACTCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH263194 
TTCTATTGCAACACAACCCAGCTGTTTAATAGTACTTGGTATAATAATGAGACTACTTGGTTTAATAATGGGA
CTCAT--------------------------------------------------------------------
----------------------------
CCTAATGAGACCATCATTCTCCCATGCAAAATAAAACAAATTGTAAACCTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAGAATTATGTGTAATTCAACT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGTCCC----------------------------
-------------------------------------------------------------------------



----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TTAGGATTGAACCATTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGCTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAACAGAAC---
AATCTG---TTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH263520 
TTCTACTGTAATACAGCAAAGCTATTTAATAGTACATGGTATAGTGCAGGGAATAGCACTGATGGGGATAAAG
GA-----------------------------------------------------------------------
----------------------------
AATAATAACATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATGACAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGATCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KX984437 
TTCTACTGTAATACATCAAAATTGTTTAGTAGTACTTGGAATGGTACTACCACACTGCCTAGTAGTACTTGGA
ATACTACT-----------------------------------------------------------------
----------------------------
CAGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTACCAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGCATGAATCAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCGCCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX984699 
TTCTACTGTAATACAACAAAACTGTTTAGCAGTACTTGGTATGATAATGGAACGTCAAAAAGCACTGAAAGA-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCATACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTTCAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACGACATCGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAATTATA
AAGTGGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCG------GGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH632763 
TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGAATGTTAGTAGTATTTGGAATGTTACT-------
-------------------------------------------------------------------------
----------------------------
GAGGATAAAAATATCACACTCACATGTAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTCAGAACACAACA----------------------------
-------------------------------------------------------------------------



----------------
AGCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTAAACCATTA---GGAATAGCACCCACCAGGGCACGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTAGGA---CTGGGAGCA---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576107 
TTCTACTGTAATACAACACAACTGTTT------ACTTGGGGGAGTAATAGTACTAACATTACAGGA-------
-------------------------------------------------------------------------
----------------------------
AGTAATAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGAAGAGCAA
TGTATACCCCTCCTATCAGAGGACTAATTCAATGCTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGTATGGCAATAACAAT-------------------------
-------------------------------------------------------------------------
-------
ACCAATGATACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576084 
TTCTATTGTAATTCATCATCACTGTTTAATAGTACCTGGACTAAAAATGATACTGGTAGTTGGCAGTCTAATG
ATACT--------------------------------------------------------------------
----------------------------
CAGAATGGTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGATTTTAACAAGAGATGGGGGGGAGATGATTAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGAACAG---GCCAGACGA---GTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MH633199 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATATTACTAGTAACTCTTGGAATAGTACTAGTA
ATTAT--------------------------------------------------------------------
----------------------------
ACTAATGAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATAAGATGTTCATCAAAT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTAACAATAATGATACC-------------------------
-------------------------------------------------------------------------
-------------
AGCACCGAAGTCTTCAGACCTGGGGGAGGAGACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
ATATTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU616649 
TTCTACTGCAATACATCAGGACTGTTTAATAGTTCTTGGGATATTAATGGTTCTTGGTATGGTAATAGAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACAATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCCAAGGACTAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAGCAGTCATAGT-------------------------
-------------------------------------------------------------------------



----------
AATGGGACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTATTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469704 
TTCTACTGTAACTTAACAAAACTGTTTAATAGTACTTGGGCTTGGAATAGTACTTGGAATAGTACTGAAGGAA
AT-----------------------------------------------------------------------
----------------------------
GAAAATAATACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTACATGCTCATCACAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAACAGTGATGACACA-------------------------
-------------------------------------------------------------------------
----------
AACTATACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---TTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469725 
TTCTACTGTAATTCATCAAAACTGTTTAAGGGTACCTGGAATGGTACTACATTGTCAAATACCACTAAAGGAA
TAAATAAT-----------------------------------------------------------------
-------------------ACT---
CAAGGAGAGAAAATAATCACAATCCAGTGCAAAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACCAATTATATGTCCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCACCAAT----------------------------
-------------------------------------------------------------------------
----------
AGGACGACCGAGACCTTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAACA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN515543 
TTCTACTGTAATTCAACATCACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGGCACTGATGGGA
ATGATGCT-----------------------------------------------------------------
-------------------------
GACTCTAGAGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAAT---
ATTACTGGGCTGCTATTAACAAGAGATGGTGGTAATCACAATAACAGT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTAGGGGGACTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN515731 
TTCTATTGTAATACCGCAAAACTGTTTAGTAGTACTTGGCATGCTAATGGTACGTGGAATGGTACTTGGAATA
ATACT--------------------------------------------------------------------
----------------------------
ACAGAGCAAAATATTACAATTCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGGAGGAAAAATTAGATGCTCATCAAAT---
ATCACAGGGCTACTATTAGTGAGAGATGGTGGCAACACCACCATC----------------------------
-------------------------------------------------------------------------



-------
GGGAACACCACTGAGATTTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728412 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATATAAAGAGTAATATGACAAGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AACACTGAACCAATCACCCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGACAGGGAAAGAG----------------------
-------------------------------------------------------------------------
----
AATGATACAGAGAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTTTATA
AATATAAAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACTGCAGCAAAAAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCG---GCACTA------
GGAGCC---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA-
--GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU727880 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACACAACTGCCTAATCTTACT-------
-------------------------------------------------------------------------
----------------------------
GGGAATGAAAATATCACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TATATAACCCTCCCATCCAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTCATGGGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACCACGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATGTATTGCAGCTCACAGTCTGGGGCATC 
>DQ886031 
TTCTACTGTAATACATCACGGCTGTTTAATAGTACTTGGAATATTACTGAAGGGTCAAATAGCACTGCAGGC-
-------------------------------------------------------------------------
----------------------------
TCTAACAAGAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGATGTACATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGTGGTCATGATAATAAAACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGATCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>DQ886032 
TTCTACTGTAACACAACAAAACTTTTTAATAATAATACTGAAGGGTCAAAAAACACTGAA-------------
-------------------------------------------------------------------------
----------------------------
GACAATACCACACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCTATCAAAGGAATAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCATAACATGAATAACACG----------------------
-------------------------------------------------------------------------



-------
AATGAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCTTCCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU367399 
TTCTACTGCAATACAACAGGACTGTTTAATAGTTCTTGGAATAATGATACTATCTGGAATGATACTAGCACTG
AAGGA--------------------------------------------------------------------
-------------------------
AGGAGAAATGACACAATCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCCAAGGACTAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCTATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGGG---GTCGGG---ATCGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367403 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGGTGGAATGTCACTGAAAATGGCACTGAAGTGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAGGAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAG
CTATATATGCCCCTCCTATCAGAGGACAAATTAGCTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAACGAGGGTAAC-------------------------
-------------------------------------------------------------------------
-------
GAGACTAAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754467 
TTCTATTGTAATACAACACCGCTGTTTAATAGTAGTTGGAATGAAACTACTCTTCAGAAGGGAAATAATAGTA
CTCAG--------------------------------------------------------------------
----------------------------
GATAATGAAACTATCACAATCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTATGTGTGCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTGATGGTAATGGTACA-------------------------
-------------------------------------------------------------------------
-------
AACAATACCACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCAGCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACAGCTGTTGCAACTCACAGTCTGGGGCATT 
>KP754469 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGGATAAGGGTAATTGGAGTACAGGGACAATTGCCA
CTAAC--------------------------------------------------------------------
----------------------------
GGAAATGACACTATCATACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TCTATGCCCCTCCTATCAGTGGATACGTTAACTGTACATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAATGATAATGGTACA-------------------------
--------------------------------------------------------------------



AAAAATGGTACAAAC---
TCCACCGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754471 
TTCTACTGTAACACATCACAACTGTTTAATAGTACGTGGAATGATACTGAAAGGCCAAATAGCAATGGAGAA-
-------------------------------------------------------------------------
----------------------------
AATGACCAAAATATTACACTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTCAATGCTCATCAAAC---
ATTACAGGGATGATATTAACAAGAGATGGTGGCAATAACAGTGCC----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCATCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCAGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469744 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACTTGGGATAATGGAACAAAAACAAATACCACTGAGGGAA
GAAATAGCGAT--------------------------------------------------------------
-------------GGAGGA------
AATAGCAGCGAACCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAAACATTACATGTTCATCCAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAAGGGCAATGAGACTCAGGGC-------------------
-------------------------------------------------------------------------
-
TATGGGACTCAGGGCACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGCCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728345 
TTCTACTGTAAAACATCAAGACTATTTAATAGTACTTGGAATGGTACTTGGAATGGTACTGAAGGACCAATCT
GGAATGGTACT------------------------------------GAAAGGTCAGAA---
GGACCAATCTATGATGACCCT---------------
AAAAGAAAAGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGAAACAATAACGAGACTAAT----------------------
-------------------------------------------------------------------------
-------
ACCCCTGAGGTCTTCGAGACTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ687543 
TTCTACTGTGACTCAACAAAACTGTTTAATTTTACTTGGAATGGTACTGAAACAAATAACACTGGA-------
-------------------------------------------------------------------------
----------------------------
GGAAGTGATAAAATCATACTCCCATGCAGAATAAAACAAATTATAAAAATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATTTACTGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGCATCAACAATGAACCT-------------------------



-------------------------------------------------------------------------
----------
AACAATACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU727919 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGAGGTTTAATAGTATTTGGAGGTTTAATGATACTA
AGGAGAACAAT--------------------------------------------------------------
----------CAAACTGAA------
GGAAATGACACAGTTATCACACTCCCATGTAAAATAAAACAAATTATAAACTTGTGGCAAGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGATACTATTAATAAGAGATGGTGGTAAGAGTAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAACCATTG---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725982 
TTCTACTGTAACACAACACCACTGTTTAACAAAACACACCTGGATAGCCTGAATAGCACT-------------
-------------------------------------------------------------------------
----------------------------
ACAGACGGTAATATTACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGGTAATGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AGCAACCATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTCAGGCGCAACAACATTTGTTGCAACTTACAGTCTGGGGCATC 
>KF725986 
TTCTACTGTAATACAGCACCACTGTTTAATAGTACTTGGAATGATACCAGTGCCTGGAATATAACT-------
-------------------------------------------------------------------------
----------------------------
GATACTAGCCCACTCACAATCCAGTGCAGAATAAGACAAATTATAAATAGGTGGCAGGAAGTAGGAAAATCGA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGAAACAGGTCC----------------------------
-------------------------------------------------------------------------
----
CAGGAAAACAGGTCCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAGCGATAGGAGCT---------ATGTTCCTTGGATTCTTGGGGACA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF725988 
TTCTACTGTGATACAAAAAAACTGTTTAATAGTACATGGAATTTTAATAATACTTGGAATTCTACTCAAACA-
-------------------------------------------------------------------------
----------------------------
GGCAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATCAACTGTTTATCAAAT---



ATTACAGGGCTGATATTAACAAGAGATGGTGGTCAGAACGATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGTAAGGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATC 
>KF726003 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGTTAATGGTACTATAAAGAATAGTACTGAAGAA-
-------------------------------------------------------------------------
----------------------------
AATAACACATTAATTCAGCTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGAGTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATCTTAACAAGAGATGGTGGAAATAATAATAGTGCA-------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTTAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAGATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGCAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168260 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGGAAGGTAATAAGACTCAGACAGGTCATAGTACTC
ATAAT--------------------------------------------------------------------
-------------------------
GCTAGGAATGACACTATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCATGGACAAATTAGATGTATATCAAAT---
ATCACAGGTCTGCTATTAACAAGAGACGGTGGTATACACAACAAAACC-------------------------
-------------------------------------------------------------------------
----------
CACATGACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGGCTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGGCGCTGACGGTACAG---ACCAGACAA---TTACTG---TCTGGTATAGTGCAACATCAGAAC---
AATCTG---CTGAGG---GCTATTCAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATC 
>KT452481 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGATTTGGAATAGTACTGAAGGGTCAAACTCC----
-------------------------------------------------------------------------
----------------------------
AGTGAAGGAAACACAACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGAGTAATCAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGCAAGAACAGTAGCGAGAAC-------------------
-------------------------------------------------------------------------
-------
ACCACCACTAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCC---GTGGGA---ATAGGAGCA---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
GATTTG---CTGAGA---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452508 
TTCTACTGTGATACAACAAAACTGTTTGATAGCTCTTGGAATAAAACTGGAAGAATAGATAAAAGGAATAATA
CAGAAGGG-----------------------------------------------------------------
----------------------------
TCAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACGGATTAACTGTACATCAAAT---



ATTACAGGGCTGATATTAACAAGAGATGGTGGTCATAATGTTACA----------------------------
-------------------------------------------------------------------------
----------
ACTAAAGGGGACACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCC---GTGGGA---TTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452155 
TTCTACTGCAATACATCACGACTATTTAATAGTACTTGGTTTAAGAATGATAGTACTTGGTTTAGGAATGATA
CTGGGAAT-----------------------------------------------------------------
-------------GATACA------
GAAAAGTCAGAAAAGATCATACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGAGGACTAATTAGTTGTCCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTGGAGATAATAACAGA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACTTTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U39243 
TTCTATTGCAATACAACAAAACTGTTTAGTAGTACATATATAGTTAATAATACACATGACAGTAAT-------
-------------------------------------------------------------------------
----------------------------
ACAACAAAAATTTTAAACATCACATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACGGGACTACTACTGACACGTGATGGAGGAAATAAGACAGAAAGC-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGGCCTCAGGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAGTTAACCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTAGTGGGACTAGGAGCT------
---GTGTTCCTTGGGGTCTTGACACCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39240 
TTCTATTGCAATACATCAATACTGTTTAATACAACATACCTGGTTAATAATAATTTGACTGAG----------
-------------------------------------------------------------------------
----------------------------
AAAAATTCAACCATTATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACTCATACAATGTAACTCAAGT---
ATCACAGGACTGCTACTGACACGTGATGGAGGAGTGAGAAATGACACAAAT----------------------
-------------------------------------------------------------------------
-------
GAGACAGAGACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTCAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTACAACTCACAGTCTGGGGCATT 
>AF443090 
TTCTATTGCAATACATCACGCCTGTTTAATAGTACATACAATCCTAATAGTACATACAATAATAGTATAGAAG
GT-----------------------------------------------------------------------
-------------------------
AGGTCAAATGCAACCATTACACTCCAATGCAGAATAAAGCAAATTATAAACCTCTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGATTACTCTTGACACGTGATGGAGGTAATAATTCAACG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTCAAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTG---GGGGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443097 
TTCTATTGCAATACATCAGAGCTGTTTAATGGTACATACAACAGTACAGGAAATGATTCA-------------
-------------------------------------------------------------------------
----------------------------
AATTCAAACCTCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCCA
TGTATGCCCCCCCCATTGAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTATTATTAACACGTGATGGAGGATATGAGGCAAAT----------------------------
-------------------------------------------------------------------------
-------------
CATACTGAGATATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTGAGTCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGCTGCAACTCACGGTCTGGGGCATT 
>AF443109 
TTCTATTGCAATACATCACTACTGTTTAATAGCAGTTATAATGGTAATAGTAGTTATAATGATACAGGA----
-------------------------------------------------------------------------
----------------------------
AGCAATTCAACCATCACACTCCAATGCAGAATAAAACAAGTTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TATATGCCCCTCCCATTGAAGGAATAATAACATGTAACTCAAGT---
ATCACAGGATTACTCTTAGTGAGGGATGGAGACAATCAAACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCACAAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCT---------
ATGATCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443114 
TTCTATTGCAACACATCAAGCCTGTTTAATAATACATACCGGCCTACATACTGGCCTAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAC---
ATCACAGGACTACTATTAGTACGTGATGGAGGTAATGGAGGCAACAAT-------------------------
-------------------------------------------------------------------------
----------
ACCGCAACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KR861331 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAACATACTTGTTTAATGGTACAAATTTGGATAATGATAAT-
-------------------------------------------------------------------------
----------------------------
AGTACAAGCAACATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGTATCAATACTACA----------------------------
-------------------------------------------------------------------------
-------------
AGTAACCAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAAAGCAAGAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861314 
TTCTATTGTAATACATCAAGACTGTTTGATAGTAATGGCACTTATAATAATACAGAA----------------
-------------------------------------------------------------------------
----------------------------
TCAAACAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATGCTAACATGTAAATCAAAT---
ATCACTGGACTACTATTGACACGAGATGGAGGAGAAGGAAATCAA----------------------------
-------------------------------------------------------------------------
-------------
GGGTCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAACCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861341 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACCATCCTCAATATAAT-------------------
-------------------------------------------------------------------------
-GATACACAGAATAAT---------
TACACAGACTCAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGGGTAGGAAGGG
CAATATATGCCGCTCCCATTGAAGGAAAAATAGTATGTACATCAAAT---
ATCACAGGACTAATATTGACAAGGGATGGAGGAGAAAATAATAGA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTTAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTCAGCCATTG---GGAGTGGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861270 
TTCTATTGCAATACATCAAGACTGTTTACAAACATAGATAATAATAATACAGAAACTGAT-------------
-------------------------------------------------------------------------
----------------------------
AATGATACCACCATCACCATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTAATGAAACAAAC----------------------------
-------------------------------------------------------------------------
----------
TACAACACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTGGAGGTTAGGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCGATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861273 
TTCTATTGCAATACATCTGAGCTGTTTAATAAGCAGTTTAACAATACAAACAGTACAGAAAGTGAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
TCAAATTCAATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGACACGCGATGGAGGACCTGGAAATAGA----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACATTCAGACCCTTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAGATTCAGCCATTA---GGACTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACGGTTTGGGGCATT 
>KR861280 
TTCTATTGCAATACATCAAAATTGTTCAATGGTATATATAACAGTACAGGAAATAACAGTACAGGCAATAGTT
CAAGT--------------------------------------------------------------------
----------------------------
CAAAATAAGACCATCACCATACCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAGTACGTGATGGAGGACAAGATAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGTAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGGTCCTTGGGATCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
TTGGCGCTGACGGGACAG---ACCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATGTGTTGCAACTCACGGTCTGGGGCATT 
>KR861308 
TTCTATTGCAATACATCAAATCTGTTCAATAGTACATACCTGTCTAATGGTACACACTTGTTTAATAATACAA
ACATTACAGAC--------------------------------------------------------------
-------------------TAT---
ACAGACAATTCAACCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAG
CAATATATGCCCCTCCCATTGCAGGAACAATAACATGTAAATCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGGATCAGATCCAGATAAT-------------------------
-------------------------------------------------------------------------
----------
AAGACTGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTAAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GAAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY658708 
TTCTATTGCAACACATCACAACTGTTTAATAGTACATACAGTCCCAGTTTTAATGGTACAGAAGGTAAA----
-------------------------------------------------------------------------
----------------------------
TTAAATGGGACCATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACCTAACATGTGAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAAAACAGGTTCA----------------------------
-------------------------------------------------------------------------
----------
AATCACCCAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443084 
TTTTATTGCAATACATCAAAACTGTTTACATACCAGTCTAATAGCACATACGTG-------------------
-------------------------------------------------------------------------
----------------------------
GCTAATAGTACCATCACGCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCACCTCCCATTGCAGGAAACATAACATGTCAATCAAAT---



ATCACAGGACTACTGTTGACACGTGACGGAGGCACAGAGACAGAC----------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAGTTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC899004 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGGCCTAATGGTAATAATAATGGTACTAATGATA
CAATG--------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGGAACATAACATGTAAATCAAAT---
ATCACAGGGATACTATTGGTACGTGATGGAGGAGATAATCAGACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GCGCTCCTTGGGTTCTTGAGTACA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835522 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAATCCTAAGAGTACAGGAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAG---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAGCCCAGTGCCAAACAGT----------------------
-------------------------------------------------------------------------
----
ACAGAGACAGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTCAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGGCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215403 
TTCTATTGTAATACATCAAGCCTGTTTAATGGCACATACAATGGCACATACATGACTAATATGGCTAAT----
-------------------------------------------------------------------------
----------------------------
GATTCATCAGAAATCACAATCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGACGATCAGAGGTGTCA-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGACATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCGAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGAGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215408 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAGCAATGGTACACTCAGGTTTAATGGTACAGACT
TTAATGGTACA--------------------------------------------------------------
-------------ATGGAT------
AATTCAAGCTCAACCATCACAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAAGTAGGAAGAG



CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATTTAACAGCAGAA----------------------
-------------------------------------------------------------------------
-------
TTAAATCAGACAGAGATATTTAGACCTGAAGGAGGAAATATGAGGGACAATTGGAAAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTAATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ699950 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACCTACATGTCTAATGGTACCA
AT-----------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGAGGACCAGATAATCAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGAGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699981 
TTCTATTGTAACACATCAGGCCTGTTTAATAGTACATACATGCCTAGTGGTACATACATAACTAATGATACAA
AT-----------------------------------------------------------------------
-------------------------
AGTAGTTCAGATACAATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACGGGACTACTATTGGTACGTGATGGAGACAAAACAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGACATTCAGACCTCAAGGAGGAGACATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAGAAAGAGCAGCGGGAATAGGAATAGGAGCT---------
TTGTTCCTTGGGTTCTTGAGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC807928 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATACAATAGTACAACAGGCCTGTTTACTTATACATACA
ATGGTACT------------------------------------------------ACA---
TACAATGGTAGTGTTACAGAC---------------
AATGATAGCATCCCAATCCAAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTAGCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACAACTGTGACA-------------------------
-------------------------------------------------------------------------
-------------
CAAAAAGAGATATTCAGACCTCAAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGACTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF683757 
TTCTATTGCAACACATCAGTACTGTCTAATAGTACCCATAATAGTGGTACTGGATGGCACCTACAATCAAGTG
ATATT--------------------------------------------------------------------
-------------------------
AATTCTTATGCAACCATCGCGGTTTCATATAGAATAGGACAAATTATAAACATGTGGCGGCAGGTAGGACGAG



CAATCTATGGCCCTCCGGTGGCACGAAAAATGTCAGCCCATCCAAGT---
ACCACAGGCCTATTATTGGTATGTGATGGGGGTGAGAAGAGCTTAAATAGCACA------
AATGGCACAGGTATCACA---AAT-------------------------------------------------
--------------------------
GCCACAGAGATATTTAGACCTCAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAACA---GTAATG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JF683770 
TTCTATTGCAATACAACAAAACTGTTTAATAATACATACTGGTCTAATATTACACTGAATGGTCCA-------
-------------------------------------------------------------------------
----------------------------
CCGAACAAAACAATCATAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATTACCCTCCCATTGCAGGAAGCATAACATGCAAATCAAAT---
ATCACAGGACTACTATTAACAAGAGATGGAGGAATACATAAAACAAATAGCAGC------
ATAAATGACACAAGCACAAATAACACA----------------------------------------------
-----------------
ACTGACCCAAACATAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCTTTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAACAGCTGTTGCGACTCACAGTCTGGGGCATT 
>L22940 
TTCTACTGCAATACATCAGACCTGTTTAATAATCAGAGTATC-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATAATAACATGTAAATCAAAT---
GTCACAGGACTGCTACTGACACGTGATGGAGGGACAAATACCACA----------------------------
-------------------------------------------------------------------------
----------
ACAGAAGGAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCAGTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>L23065 
TTCTATTGTAATACATCAGCCTTGTTTAATGATTCAATTACAAATGCACCCATTAATAATTCGAGT-------
-------------------------------------------------------------------------
----------------------------
ACAGATGCAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATAGCATGTAAATCAAAT---
ATCACAGGACTGCTACTGACACGTGATGGAGGGACAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
GACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGCAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGTGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU786681 
TTCTACTGCAATACAACAAAACTGTTTAATGGCACATACAGTAATGGCACATACAGTCCGGGATATAATTCAA
GCTCA--------------------------------------------------------------------
-------------------------



CACTCAAACAACTCCATCATAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAG
CAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGCAGTAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACTAAAGAGATATTCAGACCTACAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGCAG-----------
----------------------AGAGAAAGAGAAAAAAGAGCAGTAGTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF531335 
TTCTATTGCAACACATCAGATCTGTTTAATAGTACATATTTTAATAATACATATTTTAATGGTGTATATAATG
GTACA--------------------------------------------------------------------
-------------------------
AGAGATAATGGTACCATCACACTCCCTTGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGAAGAG
CAATGTACGCCCCTCCCATTCAAGGACTTATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACTATTAACAATACA----------------------
-------------------------------------------------------------------------
-------
AATAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTA---GGAGTAGCACCTACTGATGCAAGAAGGAGAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---GTA------ATGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KU319529 
TTCTATTGCGATACATCAAATCTGTTTAATATGACATACTTGTTTAATGATTGGAGTTACGAACATAGTACTG
AC-----------------------------------------------------------------------
-------------------------
TCAGATTTCATCATCATGATCCGCTGCAGAATAACACATATAATAAACATGTGGCAGGTAGTGAGAGCAGTAC
TGTATGCCCCTGCCCTTCGCAGGCAACAGTTAAGCAAGCAATCCATC---
TACGCAGTACTACTATGGACTCGTGATGCAGCAAGTAGTTACTGG----------------------------
-------------------------------------------------------------------------
----------
CGCGAGAAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KU319530 
TTCTATTGCAATACATCAAGACTGTTTAATGGTGCATACATGTATAACAGTACTAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATTACATGTAAATCAATA---
TCACAGGATTCTATTGACCCTGATGGAGGATTGGGC-------------------------------------
-------------------------------------------------------------------------
-------------------------CAAAAACCCAAGGTTTCCAACTGGGAGAGGAACTTAGGGACA------
---------------TTGGAAATGGATCCTTTG---GGTTACCCCCTG------GCCAAAAAGGAAGGGGAG-
--------------------------------------AAAAGAAAAAAAAGGACA---GGGGTT---
TTACGAAAA---------AACTGG---------------------GCGCAGAAGCCTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319538 
TTCTATTGCAATACAACCAGATTGTTTAACAGTACAATAAAATACAACATTGGT-------------------
-------------------------------------------------------------------------
----------------------------



AATTACTTAATCATTATACTCCCATGTAGAATAAGCCAAATGTTAGGAATGGGGCAGAGGGTAGGCCAAGCAA
TGTATGCCCTTCCCATTGCAGGAAACATAACATGTATTTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGCCGAGGTATCACAT----------------------------
-------------------------------------------------------------------------
----------
AGCACAAATGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319539 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATAAGAACAATACTAATAGGACTAATACTAAT-
-------------------------------------------------------------------------
----------------------------
AGTACTTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTCTGCCCCTCCCATTCAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAACTAATAATAACGAAACAAATAATAACACAGAAGCAA
ATAAT--------------------------------------------------------------------
-------
AACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGGAGGTGAGTTATATAAAT
ATAAAGTGGTAGAAGTTAATCCATTA---GGAATAGCACGCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319540 
TTCTATTGCAATACATCAGGCCTGTTTACTAGCACAAAACTA-------------------------------
-----------------------------------------------------GAACTG---
TTTAATAGCAGTACAAATTTA---------------
AACATCACACTCCAATGCAGGATAAGAGATCAACTTGTACAACATGTGAGGCTAAAGAAGTCAGTAATGATGC
CAATGTACGCCCCTCCTATCAATGGAGATATAGCATGTAGATCAAAC---
ATCACAGGTCTACTATTGACACGTGATGGAGGCAACACCAACACA----------------------------
-------------------------------------------------------------------------
----------------
TCTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCGAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319542 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACATACAATGCTAATAGTACAAACAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAACT---
ATTACAGGAATACTATTAACACGTGATGGAGGGTATAATATTACC----------------------------
-------------------------------------------------------------------------
----------
AACGACACAAAAACATTCTTACCTGGAGGAGGAGATATGATGAACAATTGGAGAAATGAATTATATAATTATA
AAGTGGTAGAAAATAAACCATTA---GGAATAGCTCCTACTAGTGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAAAAAAAAAAGAGCA---ATATGGGGAATAGGAGCT------
---GCGCTCCTTGGTTTCTTACGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319543 
TTCTACTGCAATACATCAAATTTGTTTAATAGAACTTACCTGATTAATGGTACCTATAATAATAATAAAACT-
-------------------------------------------------------------------------
----------------------------



TCCATAAGCACCATCACACTCCACTGCAAAATAAAACAAATTATAAATATGTGTCAGGGGGTAGGACAAGCAA
TGTATGCCCCTGCCACTGCAGGAATCATATCATGTATATCAACT---
ATCGCAGTACTACTACTTGCTGGTGATGGAGGCAATGATACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTCACCCATTA---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KU319547 
TTCTACTGTGTTTCAATTCAAATATGTAATGGGGTTTACTTTACTGACACATGGACTACCTACAACTCTAATG
ATGCT--------------------------------------------------------------------
-------------------------
GATTACACAGACATCCTCACTCTGACATGCAGAATAAAACTAATTGTAAACTTGAGTCAGGAGCTGGGGCGAG
CAAGGTCTGCCCCTCCCATTGACGGATCCGTAAAATGTACATCTAAT---
TTTACAGGACTAGTATTGACACGTGCTGGAGGAAATGCCACAGGG----------------------------
-----------------------------------------------------------------
GATGTTACCGCGGAGAAT---
AACACAGAGATATTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319548 
TTCTATTGCAATACATCACAACTGTTTAATAGGACATACATGGAAACTACTATTAGCGCTGTGTCA-------
-------------------------------------------------------------------------
----------------------------
ACAAATACAAAAATCACCCTCCTATGCAAAATAAAACAAATTATTCAAATGCTTCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCGCAATGAAAGAAACATAACATGTCTTTCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAATTAACAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319549 
TTCTATTGCAAAACATCAAAACTGTTTATTAAGACTTGGAAAAGTTGGAACCATCGGAAT-------------
-------------------------------------------------------------------------
----------------------------
GATGGAACCATCATCACGATCCCATGCAGAATAAAACAAATTATACATATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGGGATGGAGGCATCAGTGACAATAACAGT----------------------
-------------------------------------------------------------------------
-------
ACCAATACCACAGAGATATTCAGACGTCAAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAATGGTG--------
-------------------------------CAGAGAGAGAGAGGAGAA---AAGAGG---CACGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF219266 
TTCTATTGCTATACTTCAAGACTGTTTAACAGTACATACCTGTTTAATGGTACTTACCTGGTTAATGATATAA
ATAGT--------------------------------------------------------------------
-------------------------



ACAGGAAATGCAACCATCATACTCCCATGCAAAATAGAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAAC---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAAAGATTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ977095 
TTCTATTGCAATACATCAGAACTGTTTAAGAATGGTACAAATAATGGTACCAATAGTACAGACTCAACA----
-------------------------------------------------------------------------
----------------------------
AATTCAACATCCATCACAATCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGTCGAGCAA
TATATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTGCTGACACGTGATGGAGGAAAAGGAGAAGAAAGT-------------------------
-------------------------------------------------------------------------
-------
GATAATAAGACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTGAGGCGAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595787 
TTCTATTGCAATACATCAAATTTGTTTAATAGGACATACAATATAACAAATTTGCTTAATGGGACATACAATA
TATCAAATTCG--------------------------------------------------------------
----------TCTGATGGG------
ACAAACAATACAATCATCAAACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTCGGGCAAG
CAATGTATGCCCCTCCCATTGCGGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGATAACACGAGATGGAGGGACTGAAGGTAACACT-------------------------
-------------------------------------------------------------------------
----------
ACAGAGATAGAGATATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595800 
TTCTATTGCAATACATCAGGATTGTTTAATGGCGTCTACATTGAGGGCAACTACACGCATAATATTAAGAAC-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCGCCCATTGCAGGAAATATAACATGTGTATCAAAT---
ATCACAGGACTACTGTTGACACGTGATGGAGGAGCCAATGTTTCA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------AGGAGAGAAAAAAGAGCA---GTG------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY255823 
TTCTATTGCAATACATCAGCCCTGTTTACAAATTCAACCATC-------------------------------
-------------------------------------------------------------------------
----------------------------



CCAAATACAACCATCACACTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAGAGATAACATGTAATTCAACT---
ATCACAGGAATACTACTGACACGTGATGGAGGCAACACCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAATCGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACGGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGTTACAG---GCCAGACAA---TTACTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCATCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KP109480 
TTCTATTGCAACACATCAAGCCTGTTTAAGGGTACATATAGGCCTAATGGTACAAGTAATTCCACT-------
-------------------------------------------------------------------------
----------------------------
TCAGGCTCTATCATCACACTCCCATGCTACATAAAACAAGTTATAAACTTGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGTAAGAGATGGAGGAAATCATGAAGAG----------------------------
-------------------------------------------------------------------------
-------
GCAAATACGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAGAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGAGTAGGAGCTGTT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109483 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATTTAATAGTACATACATGACTAATGATACAGACATGA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCTCAATCCCATGCCGCATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGAGATGGAGGAAACTCAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGCCAGAGATATTCCGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY929363 
TTCTATTGCAATACATCAAAACTGTTCAACAGTACATACTGGCAGAATGGTACATACTCATACTGGAATAATG
GG------------------------------------------------------
TCATTCCTAGAATGGAATGATACACAAAGCACT------------
CCAAATCGAAGCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATAATGTGTAAATCCAAT---
ATCACAGGAATACTATTGGAACGTGATGGAGGAAATACAAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGACATTCAGACCAATAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGGGTAGCGCCCACTAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGGGGGAATAGGAGCT------
---GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY929365 
TTCTATTGCAATACATCAGGCCTGTTTAATGCTACATACAATAGTACATCAGGCCTGTTTAATGCTACTAATC
AC-----------------------------------------------------------------------
----------------------------



ACAAATAACACCATCACCATCCCCTGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAAT---
ATCACAGGAATACTATTGACATGGGATGGAGGAGAAAATAGAACA----------------------------
-------------------------------------------------------------------------
-------
GATAATGATACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTCAGCCATTG---GGGGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KY929369 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTAATAATGAGACAAACAATAATTCAAGCTTA----------
-------------------------------------------------------------------------
----------------------------------------
ATCACAATTCCATGCAGAATAAAACAAGTTGTAAACTTGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTC
CCATAGCAGGAAACATAACATGTAATTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAGGAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAATAGAGAAATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGGAACGAACTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAATAGCGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY929370 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACTTATAATGAGACAAACAATA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACAATTCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAGGTAATCAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGATATAGAGACATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGGAGCGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX756609 
TTCTATTGCAATACCTCAAAACTGTTTAATATATCAAACCTGTCTTCTAATGATACA----------------
-------------------------------------------------------------------------
-------------------------
ACAGATAATGGCACAATCATGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACGTGTAGTTCAAAC---
ATCACCGGACTACTGTTGGAACGTGATGGAGGAAATTCAACTAATTCAACTAAT------------TCA----
-------------------------------------------------------------------------
----------
AATAGGACAGAGACATTCAGGCCTCAAGGAGGAAATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATACAACCAGTG---GGAATAGCGCCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK076687 
TTCTATGGTAATACAGCAGGCCTGTTTAATAATACATACAATATTACAACAGGCACGCTTACATACAATGGTA
AATCCCTTAAT--------------------------------------------------------------
-------------------------



GATTTAAACTCAACCATCACACTCCCATGCAGAATAAAGCAGTTTAAAAATATGTGGCAGGGGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGCATAATATTGACACGTGATGGAGGGAATGAGAGTAGTACTGAA----------------------
-------------------------------------------------------------------------
----
GTTCACAATAATACAGAGACATTCAGACCTCAAGGGGGAAATATGAGAGATAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAAAAAGAAAAAAGG---------GGC---
CTAGGAGCT---------ATACTCATTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---
GGCGTGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTGTAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069225 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATGGTACAGACAGTGGTACATACAATAGT----
-------------------------------------------------------------------------
----------------------------
ACAGGCAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCTCCTCCCATTAAAGGAAATATAACATGTATATCAAAT---
ATCACAGGGATACTACTGGTACGTGATGGAGGACTAAACACTAAT----------------------------
-------------------------------------------------------------------------
----------
GATAGTGATGAGACATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY713231 
TTCTATTGCAATACCTCAAGCTTGTTTAGCAGTATAAGCCCTAATAGTACA----------------------
-------------------------------------------------------------------------
----------------------------
AATAATACTGTAATAACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TATACGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGCACAAATACTACA----------------------------
-------------------------------------------------------------------------
-
GAAGAAGGAAAAGAAATAGAAATATTTAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGG---
CTAGGAGCT---------GCGTTCCTTGGGTTCTTGTCAGCT---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY713235 
TTCTATAGGAGACAGTCAAAATTGTTTAATCACACATACATGCAGAATGGTACACACAATGGTACAATAAAT-
-------------------------------------------------------------------------
----------------------------
GGTTCAGACCCAATCATAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACCTGTAAATCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGACTCAAAAATGATAGTAGTAAT-------------------
-------------------------------------------------------------------------
-------
GAGACAAAGATAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAGAAGAAGAGTAGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTTTGGGGCATT 
>MN703343 



TTCTATTGTAATACATCAAGACTGTTTAATGGTACATATAATACAACAGAGGAG-------------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAC---
ATCACAGGACTAATATTGGTACGTGATGGAGGAACTCATGAAAATAGT-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAGTTAGGCCTTTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGCTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCGCAGTCTGGGGCATT 
>MN703361 
TTCTATTGTAATACATCAGGCCTGTTTAATGAAAGCCGGCTTAACGAAACAGAAGGTGAT-------------
-------------------------------------------------------------------------
----------------------------
TCAAGTAAAAACATCACACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGCGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGAACGTGATGGAGGCAAAGGCAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAAATATTCAGACCTGGAGGAGGAAATATGGGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAACCATTG---GGAATAGCACCTACTGGAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGATCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AF067159 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGAGTGGTACATACATGAATTCAAGTGCAGACA
TG-----------------------------------------------------------------------
----------------------------
AATTCAAGCTACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGAACGTGATGGAGGGTCAGGGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACGGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ866133 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATATTACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGCAACCACCACCCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGACTGCTCCTGACACGTGATGGAGGGGTGAATAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACGACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AB097871 



TTCTATTGTAATACATCAGGCCTGTTTAATGGGACATACAATGATACATACAGGTCTAATGATACAGAT----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGGTACACAG----------------------------
-------------------------------------------------------------------------
----------------------
ACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTCAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894076 
TTCTATTGCAATACATCAGGACTGTTTAACAGTACATACAATAGTACATCAGGAATGTTTAACAGTACATACA
ATAGTTACAAT--------------------------------------------------------------
-------AGTGCAGGAAAT------
AATTCAAATTCAATCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCTCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGGGGAAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGGATGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KC894073 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACACAAATAATGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAACAGCACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAATCATAGCATGTAATTCAACT---
ATCACAGGATTATTATTGACACGTGATGGAGGAGACAAGAATGGG----------------------------
-------------------------------------------------------------------------
----------
AGTAAGCCAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAG---AAA--
----------------------GAAAAAACAATTCAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ444207 
TTCTATTGCAATACATCAAAACTGTTTACAGAAAGTAATTCAACCTCAAACAGCACC----------------
-------------------------------------------------------------------------
----------------------------
TCAAACACCGTACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAAATATAACATGTGAATCAAAC---
ATCACAGGATTACTATTGACGCGTGATAGA---ACAGACAATAAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTCAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894078 



TTCTATTGTAATACATCAAACCTGTTTAATATTAATATTACAGGAAATATTACAGGAAATATGACA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGTAGGGCAAGCTA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTGTTGACACGTAATGGAGGCAATGATAACAGAACAGGG----------------------
-------------------------------------------------------------------------
-------
AATAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTCAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTA------ATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC894079 
TTCTATTGCAATACATCAGACCTGTTTAATGGTACATACAGAAATGGTACATACAATCATACAGGAAGAAGT-
-------------------------------------------------------------------------
----------------------------
TCAAATGGAACCATCACCCTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGAAGGAGAAATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGTCAATCAAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894081 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACCACCCTAATGGTACATACAATGAGACAGCAGTTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATAACATGTAATTCAACT---
ATCACAGGACTATTATTGACACGTGATGGAGGAATAAATCAGACA----------------------------
-------------------------------------------------------------------------
-------------
GGAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATAAATATAAAG
TGGTGGAGATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444522 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATAATCCAAATAGTACATATAATAATTCAAGC----
-------------------------------------------------------------------------
----------------------------
TCAGACACACCACTTAGACTCTCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGAAGGAAGCATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGCTACGTGATGGAGGTCATGACGGTGACTCA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTTAGACCGGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGACGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894089 



TTTTATTGCAATACATCAGCACTGTTTAATGGTACATACAATTCTACATACAATTCTACTAGTAAC-------
-------------------------------------------------------------------------
----------------------------
CCAAACATCACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAGACATAACATGTGAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACTGCAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTCAGCCATTG---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GGTAGAGAAAAAAGAGCA---GTA------CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894097 
TTCTATTGCAACACATCACAACTGTTTAATGGTACATACTTTAATAGTACATACTTTAATGGTACATACAATG
GTACATACCCA--------------------------------------------------------------
----------------------------
AATAATACAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTATTATTGACATGGGATGGAGGAAATAATGGAGAAAATAACACA------
AGAAATGGTACAGGAAAT-------------------------------------------------------
--------------------------
GGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGATTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894084 
TTCTATTGCAATACATCAGAACTGTTTAATAATACATACTGGCCTAATAGTACTGTTACAAATGGAACT----
-------------------------------------------------------------------------
----------------------------
TTAAATGGAACCTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGATAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGTCATAACCCAGAG----------------------------
-------------------------------------------------------------------------
-------
AAGAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAGAAGTCAAGCCATTA---GGAATAGCACCCACGGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACGGTCTGGGGCATT 
>KC156114 
TTCTATTGCAACACATCAAGATTGTTTAATCATACATTTAATGAGACA-------------------------
-------------------------------------------------------------------------
----------------------------
TCAGACGAAGACATCACACTCCAATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAAGAGTAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATCAGACAGAGATATTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCGAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCG---GCA------ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156120 



TTTTATTGCAATACATCAATACTGTGGGATAGTGATAAGAGT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGACACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAAATCAAAA---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTCAGCCATTA---GGAGTTGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGGGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGCTGCAACTCACAGTCTGGGGCATA 
>HM204588 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACGTGGAATAGTACAGAAAATACTAATATA----------
-------------------------------------------------------------------------
----------------------------
CCAAATGCAACCATCTACATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGCAACTCAATT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAGGGACGATAACAATAACCAA-------------------
-------------------------------------------------------------------------
-
ACAAACCAAACAGAGATAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGATAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615984 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATACATGCCAAATAGTACAGAAAGTA
CT-----------------------------------------------------------------------
----------------------------
TCAAATACAAACATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGACGGAGGCGGAAGAGCAAAT----------------------------
-------------------------------------------------------------------------
----------
GATACTGAAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAGGTTCAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156216 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATACACAATAGTACAGATATGTATAATAGTACAGTT----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATAGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGGGATGGAGGAAACGTGAGTGGA----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTCAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 



>KC156219 
TTCTATTGCTATACATCAGAACTGTTTAATGAGACAGACAAACTGCTTAATAAGACAAAAGAGAAA-------
-------------------------------------------------------------------------
----------------------------
GACAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAATATAACATGTAAGTCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAGAGGACATTAATGGAACT----------------------
-------------------------------------------------------------------------
----------
AATAGAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAAAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615963 
TTCTATTGCAATACATCAAGCCTGTTTAATAGGACATATAATAGTACAGATATGGCCAATAGTACAGAA----
-------------------------------------------------------------------------
----------------------------
GCTAACAGTACCATCACAATCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTAACAAGGGATGGAGGAGATAATAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACGGAGACATTCAGACCTGGAGGAGGAAATCTGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTCAGCCATTG---GGAGTAGCACCCACTAATTCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>HQ615964 
TTCTACTGCAATACATCAAACCTGTTTAACAGTACATATAACAGTAACAGTACATATAACAGTACAGATACTC
CT-----------------------------------------------------------------------
----------------------------
GAGGATAAAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTATTATTAACACGTGATGGAGGAACCAACACAAAC----------------------------
-------------------------------------------------------------------------
----------
AACACAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTA---GGAGTAGCACCTACTCAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGG---------GGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204613 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACATACCTGGCTAATGGCACACGCTGGATTAATGATAGTA
CAGAA--------------------------------------------------------------------
-------------------CAG---
AATACAAGCAAAGTCATCTCACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGAAGGAAACATAAGATGTGAATCAAAT---
ATCACAGGATTGTTATTGACGCGTGATGGAGGAATAGATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGAGCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTTCAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 



>KC186690 
TTCTATTGCAACACAACAGGATTATTTAATTATATGTACAATGCTATTAATAATAGTATACAGTTTATTAATA
GTACAAACCTT--------------------------------------------------------------
-------------ACAGAA------
CCAAGTGACAACAACATCACACTTCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCTAAT---
ATCACAGGAATACTATTGACACGTGATGGGGGCAATAGTGATGAGAAGAATAAC------TCAACTAAT----
-------------------------------------------------------------------------
-------------
GACACTGAGACATTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGACCATTG---
GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGATGGAGATGCCAGGGATCAAACCCACCTCACGCT
CAGCAAGGAGAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187578 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATAATGGTACATACACTAGTGCATACAATATT-
-------------------------------------------------------------------------
-------------------ACA---
GAAAATAATTCAAGTATTACACTCCCATGCAGAATAAAGCAGATTATTAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGTGGCAATGGAATCAATGTG-------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGATATTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATACAAAG
TGGTAGAAATTCAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187323 
TTCTATTGTAATACATCAAAACTGTTTAATAATACATTTGATGGTACAAACATGATGAATAACAAT-------
-------------------------------------------------------------------------
----------------------------
ACAGATGAAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCCCCCATTAAGGGAATCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATCACAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---TTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186955 
TTCTATTGCAATACATCGCAACTGTTTAATAGTACATACCCTAATGAGACATATAATATTAATGTTAATGATA
CA-----------------------------------------------------------------------
----------------------------
AATTCAACAGAGATTGTACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACGCGAGATGGAGGACCTAATCAGACC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC187164 
TTCTATTGCAATACATCAGGACTGTTTAAAAATAGGATATACAGTAGTACATACAATGATACAGTAAATAATT
CAAGC--------------------------------------------------------------------
-------------------------
TCAGAGAACATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAG
CAATGTATGCTCCTCCCATTAAAGGAAGCTTAACATGTAACTCAAGT---
ATCACAGGGTTACTATTGACGAGGGATGGAGGCAGTGGAGACAACACA-------------------------
-------------------------------------------------------------------------
-------------
AGTACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAGTTCAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGTGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCGACTCACGGTCTGGGGCATT 
>KC186730 
TTCTACTGCAATACATCAAGACTGTTTAATGGTACATACTATAATGGTATATACAACCATACAGAGGGTAATT
CAACCATA---------------------------------------------CACTAT---
AATGGTACATACAACCATACA---------------
GAAGGTAATTCAAACATCACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGAAGGTGGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAGAGTAACATGTAAATCAAAT---
ATCACAGGACTACTATTGTTACGTGATGGAGGTAAAACAAATAACACA-------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAGG
TGGTAGAAATTAAACCATTG---GGAGTAGCTCCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGGATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC187620 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATATACAAACATGAGCAGCACAGGAAAT----------
-------------------------------------------------------------------------
----------------------------
GCAAATGCAAACATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAACAGGTGGGAAAAGCAA
TGTATGCTGCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTTCTATTGACACGTGATGGAGGAGTAGGAAACAATGAC-------------------------
-------------------------------------------------------------------------
-------
ACAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTCAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY111994 
TTCTATTGCAATACATCAAATCTGTTTAATGGTACATACAATGGTACATACATAAGTACAAAC----------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAAACATCACGCTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGGACCAAAAATAATAGCAACGAA-------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAGCCATTA---GGAATAGCACCAACTGGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KC187280 
TTCTATTGTAATACATCACAATTGTTTAATAGTACACACAAGAGTACAGCCGATCCTACAAGGAGTGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
GAAAATGAAACCATTATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTATTATTGACACGTGATGGAGAGTATAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
AACAAAAATGAAACATTCAGACCTGCAGGAGGAGACATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTG---GGAGTGGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAACA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187249 
TTCTATTGCAATACATCACAACTGTTTAATGGAACATACTATGCAAATGGGACATCCACGTCTAATGATACAG
CAGGTAAT-----------------------------------------------------------------
----------------------------
TCAAGCGACATCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGGGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTCACTCAAAC---
ATCACAGGATTACTATTGACAAGGGATGGTGGAAACAGGAATGGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACAAAG
TGGTAGAAGTTAATCCATTG---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AACCTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF502153 
TTCTATTGCAATACATCACAACTGTTCAATAGTAGCAGTAATTCAAGCTCAACCAGCAAT-------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTCAAGGAAAAATAACATGTAATTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGGGGACCTCGGAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF353063 
TTCTATTGCAATACATCAAGCCTGTTTAATAGGACATATATGGCTAATAGTACAGATATGGCTAATAGTACAG
AAACTAAC-----------------------------------------------------------------
----------------------------
AGTAACGGAACCATCACAATCCACTGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAAACACCAGTATCAGTGAG----------------------
-------------------------------------------------------------------------
-------------
AAGACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAAAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTA---GGAGTAGCACCCACTAATGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>HM638803 
TTCTATTGCAATACTGCAAGCCTGTTTAATAGTACATACAATCCTAATCCTAATGGTACAGAAGACAATTCAA
ATTCA--------------------------------------------------------------------
-------------------------
ACTTCAAATTCAAGCATCACAATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCGTTGCAGGAAATATAACATGTATATCCAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAGGGAGGTGGCACA-------------------------
-------------------------------------------------------------------------
-------
AGTAATGACACAGAGATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCAACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894127 
TTCTATTGCAATACATCAAGATTGTTTGATCCTAAAGGTACTAATGGTACA----------------------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCCAACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCAGAGACGCAAATACC-------------------------
-------------------------------------------------------------------------
----------
ACAGAGCCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM639260 
TTCTATTGCAATACATCAGGACTGTTTAATGAGACATACAATCCTAATGGTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCGCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTCAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACTCAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>KJ541837 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTTCATACAATTATAATGCTACAGCA----------------
-----------------------------------------------------------------------
AGTAATTCCAGCTCAGAC---------
AATTCCAGCTCAGTCATCAGAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGTATCACAGGACTACTGTTGGAGGA-------------------------------
-----------------------------------------------------------------
AAGGAAAATGATAAATAC---
TGGAAAGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGGATAGCACCCACTGAAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ158428 
TTCTATTGTAATACATCAGGTCTGTTTAATGTTACATACATGCCTAATGGTACA-------------------
-----------------------------------------------------------------------
GAGAGTAATTCAAATAGT---------
CAGTTAAACAATATCACAAATATCCCATCCATCACAATCCAAAAAAAAAAGATGTGGCAGAAGGTAGGACAAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCCAAT---
ATCACAGGAATTATATTGGTACGTGATGGAAGAGAA-------------------------------------
-----------------------------------------------------
GACAAGGTTAATATAGAGACAAAT---------
AAGACTGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGGATAGCACCCACCGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KJ541839 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATTCCTAATGGTACA-------------------
-----------------------------------------------------------------------
GGAAGTTACTTAAGCAGT---------
AATTCAAGCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATAATATTGACACGTGATGGAGGAAAAATCCAAAATCAA-------------------------
--------------------------------------------------------------------
AATGAGACAGACAAT---ACAACAGAAGACTATTCTAGCGTGGAAGGA---
ATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTG---
GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-------------------------------------
--GAGAGAGAAAAAAGGGAT---GTGACA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ541841 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATGCTTAATGGTACA-------------------
-----------------------------------------------------------------------
GGAAGTTATTTAATCAGT---------
AATTCAAGCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACAA-------------------------------------
-----------------------------------------------------
TCCAAAATCAAATTAGACAGTCAA---------
TCCACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGGGAT---GTGACA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ541844 
TTCTATTGTAATACATCAGACCTGTTTAAGGCGGCAGGTCCGTGGCCGTCTAAC-------------------
-----------------------------------------------------------------------
ACACCGGATCAGGATACA---------
AGTACAAATGAAAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGGAACATAATATGTAGATCAAAT---
ATCACAGGACTTCTATTAGTACGTGATGGAGGAGAA-------------------------------------
-----------------------------------------------------
GACAAACATAATACAGGGACAAAT---------
GGGACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAG
TGGTAGAACTTAAACCATTA---GGAGTAGCACCCACTGGATCCAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>KJ541848 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGCCTAAACATGCA-------------------
-----------------------------------------------------------------------
AAGTGCCATACAATCACA---------
AAGGCACACGCAATCATCACAATTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTAAAGGAAAAATAACATGTAATTCAAGT---
ATCACAGGACTGCTATTGACACGTGACGGAAGGGAA-------------------------------------
-----------------------------------------------------
AACAAAAAGAATTCAAAGGGGGGT---------
GATACAGAAACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACATCAGTTGTTGCAACTCACGGTCTGGGGCATT 
>MF373132 
TTCTATTGCAATACATCAAACCTGTTTAATAGTAGTAAAACTAATATAACAGCAAAT----------------
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACCATCACACTCCCATGCAGAATAAAACCAATTGAAACCTTGGGGCAGGGGGTAGGAAAAGCAA
TTATTGCCCCCTCCATTAAAGGAAAATTACCTGGTACTTCCAAA---
TTCCCAGGCTTACCACTGGCCCCGAGTAGGGGTGAAAAAATAGGAACCTAT---------------
GGAAATTTGGCA---AAAAGAGAA-------------------------------------------------
--------------------------------
TTTTCCCCGGGGGGGGGAGATATGAGTGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
ATCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------------------
-------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>MF373137 
TTCTATTGTAATACATCAGGCTTGTTTAATACATCAGGCCCATTTAATAATAGTGAAACAAATAACACA----
-------------------------------------------------------------------------
----------------------------
GCAAATGTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTGTTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTACTGACACGTGATGGAGGAATAAATACCACAACTAAT----------------------
-------------------------------------------------------------------------
----------
AACACATACGAACTATTCAGGCCTACAAGAAGAGACAATAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373138 
TTCTATTGCAGTACATCATCCCTGCTTAATTTTACTTGGCGAAGTTTATTTTGCCATGCCCAAGCCCCGTTCC
AGGAAACTCAT---AAT--------------------------------------------------------
-------------------------
AATAGTACAAATAACATCCCCTTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAACGGTAGGGCGAG
CAATGTATGCTCCTCCCATTGCAGGAGTAATAACATGTAATTCAAAC---
ATCACAGGACTACTACTGACACGAGATGGAGGAAATCCAACAAATAGCACTGAA-------------------
-------------------------------------------------------------------------
----
GGAAATAATGAAACTGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGTACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---



GGCGCAGCGTCA---ATAGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373139 
TTCTATTGCAATACATCGGGCCTGTTTAGTATAAATTATACAGAAAATAATACAGATAATATTCAGAGTATGG
AC-----------------------------------------------------------------------
----------------------------------------
ATCACACTCCCCTGCCCGATCAGACAAATCATAATCATGTGGCAGGGGCTAGAGGTAGCAATATCTACCCCTC
CCCCTAACGGTACAGTATCATGTACTTCTAAT---
TTCACTGGCGTAGTCCTGCTACGTGCTGGAGGGCGTCATCGGGGAAATGAA----------------------
-------------------------------------------------------------------------
----------
AGTGGGACAGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411839 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTACATACCCGCCTAACAGTACTGATACGTACATGAACAGTG
CT-----------------------------------------------------------------------
----------------------------
AATACTTCAAACATCATACTTCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTATTGCAGGGAACATAACATGTGAATCAAAT---
ATCACAGGACTGCTGTTAACACGTGATGGAGGAAACAATCAAACA----------------------------
-------------------------------------------------------------------------
-------------
GAGGAGGAGACATTTACACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGGTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373148 
TTCTATTGCAATACATCAGAACTGTTTAACGGTACATACAGCAACGGTACATACACGCCTAATAATAATGGGA
GTGAC--------------------------------------------------------------------
----------------------------
TCAAATTTGACCATCACCATCCCGTGCAGAATAAAACAAGTTGTAAATCTGTGGCAGGGAGTAGGACAAGCAA
TGGATGCCCCTCCCATTGCAGGAGCATATCGTGGGGATCAATAT---CCGAGGACTACTATTGCCCGT---
GGAGGAGGACCGAACCCCAGT----------------------------------------------------
--------------------------------------------------------------
ACCGCGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAGTTAACCCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAA---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411836 
TTCTATTGCAATACATCAAACTTGTTTAATAGTACATACAATAGTACT-------------------------
-------------------------------------------------------------------------
----------------------------
AATGATACCATCACACTCCAATGTAAGATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAGCAG
TATTCTCCTCCCCATCGCAGGCAAGACATCACATCTTATACTAC---
TATTACAGCAGTACTGCTGACGACCTGATGGAGGACGATGAAACTAATAAT----------------------
-------------------------------------------------------------------------
-------------
ACTGTAGAGACATTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAGTTAAAACATTA---GGAATAGCTCCATCTCATTCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGTGGCGTCA---



TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373152 
TTCTATTGCACTACATCACAACTGTTTACTAGTACATACATGGCTACATACATGTCTATAGCACTAATAGTAC
TTCAATTGAACCATGCACACTCGATGCAGGAAAAGACACAA--------------------------------
----------------------------------------------------------------------
ATTAACATGTGGCAGGGGGTAGGCCAAGCAATGTATGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAA
AT---ATCACGGGAATACTACTGACACGAGATGGAGGAACCAACTCCACA-----------------------
-------------------------------------------------------------------------
---------------------
AATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCG---GCA------TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATTACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373159 
TTCTATTGCAATACATCAGGGCTGTTTCGAATTAATATTTCTGATGCACATAATGATGCACATAAT-------
-------------------------------------------------------------------------
-------------------------
GACACAAATGTAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAG
CAATGTATGCTCCTCCCATTAAAGGAATAATACAATGTAGATCAAAT---
ATCACAGGACTGCTACTGACACGTGATGGTGGTAATGGTGGTAAT----------------------------
-------------------------------------------------------------------------
-------
GAAACAAATTCAGAGACGTTTAGACCTTTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTCAACCAGTA---GGAATAGCACCCACTAGAGCAAGAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373166 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATAATAATACATTTATATTTAATGGTACAGGGA
GGAAC---------------------------------------------------TAT---
ACAGGAAATGGGACTATAACC---------------
ACAGGAAATGAGACTATAACCATCCCATGCAGAATAAAACCAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCGCCCCCATTAAAGGAGTTATACAGTGTACTTCAAAT---
ATCACAGGAATATTACTGACACGTGATGGAGGAGGAAATGGAACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGTTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCTTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373169 
TTCTACTGCAATACATCAGGCCTGTTTAATAGTACATACAATAATGCATACAATAGTACTAATAGTACT----
-------------------------------------------------------------------------
----------------------------
ACAAATGACACCATCACACTTCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAAAGCAA
TATATGCTCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGATAAAACAGGG-------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373175 
TTTTATTGCAATACATCCAACCTGTTTAATAATAGTATGATA-------------------------------
-------------------------------------------------------------------------
-------------------------
AATCCAAATGTTACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGCAGGTAGGAAAGG
CAATGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAACTCAAAT---
ATCACAGGACTGCTACTGACACGTGATGGGGGAACAAATCAGACA----------------------------
-------------------------------------------------------------------------
----------
AACAGCACAGAGATATTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTAGTG-----------
----------------------------GGCAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATAGAGGTGCATCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373179 
GTCTATTGCGATACATCAGACCTGCTCACTACATCAGTTAGTGTTCAAAAAGTACTAGTTATCACT-------
-------------------------------------------------------------------------
-------------------------
AGTACAGATGCCATCATACTCCGCATGCCAAATACAACACATTATAAGCATGTGGCAGTGAGTACGACGAGCA
TTGTATGCCCCCCTCCTATGAAAGGCATGCGTAGCAGTACATGCACT---
ATCACAGGTACTACTGACCTCAGGGATGGAAGGACTGACTATCAC----------------------------
-------------------------------------------------------------------------
-------------
AGCATGTACATAGTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCAATA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373192 
TTCTATTGCAATACAACAGCCTTGTTTCATAATAATATT----------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCATGCTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTAAAGGACTAATAACATGTAATTCAAGT---
ATCACAGGAATACTACTGACACGAGATGGAGGAGATGTCAATCAAACA-------------------------
-------------------------------------------------------------------------
-------
GCAAATGAAACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCTACCCCGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGTT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411835 
TTCTATTGCGATACATCAAACCTGTTTAATGAGACAAAATTTAATAGTAGT----------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAACATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTCAAGGAACAATAAAATGTGACTCAAAT---
ATCACAGGATTACTACTAACACGAGATGGAGGCAAAAATGAAAATGAA-------------------------
-------------------------------------------------------------------------
-------------
ACACAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373198 
TTCTATTGCAATACATCAGGCCTGTTTAATGAGACAAATGGTACATATGCTACA-------------------
-------------------------------------------------------------------------
----------------------------
AATGGTACAACCATCACACTTCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATATCATGTAATTCAAAT---
ATCACAGGACTGCTACTAACCCGTGATGGAGGTAGTGGTCACAAT----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTA---GGGATAGCACCCACTAAGGCAAGAAGGATGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTGGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCATCAGCATATGCTGCAACTCACAGTTTGGGGCATT 
>HM215318 
TTTTATTGCAATACATCCAACCTGTTTAATAGTACATACATAAACAGCACA----------------------
-------------------------------------------------------------------------
----------------------------
AACATCACATACATCACAATCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTAATATTGACACGGGATGGAGGAAAAAACAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTCAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907415 
TTCTATTGCAATACATCAGGCTTGTTTAATGAAACAGGCTTGTTTAATGAAACACACAATAGTACC-------
-------------------------------------------------------------------------
----------------------------
ATGAATGATAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TCTATGCCCCTCCCATTGCAGGAAACATAGCCTGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAGCATTAATGGAAGCGAG----------------------
-------------------------------------------------------------------------
----
GATGAGAATAACACAGAAATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAA---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATC 
>KX907398 
TTCTATTGCAATACATCAAAGCTGTTTGATAGTAGTCTGTTTAATAGTACTGAAAGTAATAGTACTGGTAAT-
-------------------------------------------------------------------------
----------------------------
AATTATACTGACATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATATTATTAACACGTGATGGAGGCTATGACAACGCTACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTTTGGGGCATT 
>KX907425 
TTCTATTGCAATACAGTAGGCCTGTTTAATAAAACATACAATAGTACC-------------------------
-------------------------------------------------------------------------
----------------------------
ATGAATGGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TCTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAACACTAATGAA----------------------------
-------------------------------------------------------------------------
-------------
AGTGAAGAGATATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTTTGGGGCATT 
>KX907428 
TTCTATTGCAACACATCAGGCCTGTTTAATAAAACATACAATGATACC-------------------------
-------------------------------------------------------------------------
----------------------------
ATGAATAGTACCATCACACTCCCATGTAGGATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TCTATGCCCCTCCTATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGCACGAATGTGACA----------------------------
-------------------------------------------------------------------------
----------
AATGGCACACAGATTTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTACGGCACAAAGGAGAGTGGTG-----------
----------------------------GCGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTTTGGGGCATC 
>HQ615976 
TTCTATTGCAATACATCAAAAATATTTAATAGTATATACCAGGAGAATTACACTAACAGTGCTAATAGTACAG
AA-----------------------------------------------------------------------
----------------------------
AACAACGGCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGGGCAG
TGTATGCCCCTCCCATTCAAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTACTGACACGTGATGGAGGAATAAATGAGACA----------------------------
-------------------------------------------------------------------------
----------------
GATGAAACATTCAGGCCTATAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCG---GTAGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF526226 
TTCTATTGCCATACATCAACCCTGTTTAATAATAATATTACAAATTCA-------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTCAAGGAATAATAAGATGTAGATCAAAT---
ATCACAGGACTACTACTAACACGTGATGGAGGCACAGGGACAAATGAC-------------------------
-------------------------------------------------------------------------
-------
ACAAACACAACCGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---



------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY838567 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACACACAATACATCAAGCCTGTTTAATGGTGCATACAATA
ATGAA--------------------------------------------------------------------
-------------------------
GGAACAAATCAAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATACCATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAGAAGAAGAA----------------------------
-------------------------------------------------------------------------
----------
AATGATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGC---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463229 
TTCTATTGCTATACATCAGAATTGTTTAATAACACATACATACCTACATACATGAATAATAAAACAGAT----
-------------------------------------------------------------------------
----------------------------
GATAATTCTACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAAATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCACTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACGTGTTGCAACTCACAGTCTGGGGCATT 
>JX845587 
TTCTATTGCAATACAACACAACTGTTTTCAAACAAAAGTGTT-------------------------------
-------------------------------------------------------------------------
-------------------------
CCAACCAACAAAACAATCATACTCCTATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACAACGCAACAGGG----------------------
-------------------------------------------------------------------------
-------
GGCAACGAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACATCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463235 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACATACTATAATAGTACTAATAGTACAGAGGAGACA----
-------------------------------------------------------------------------
----------------------------
GGAAATTCAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATAACATGTAGATCAAAC---
ATCACAGGAATACTACTGGCACGTGATGGAGGAGCCTCAAATAGCACAGAA----------------------
-------------------------------------------------------------------------
----
AACTCAACTAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAGTTAAACCATTA---GGAGTAGCACCTACTAGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---



ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGGAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCGGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275648 
TTCTATTGCAATACATCAGCACTGTTTAATAGTAATATTACAAAAGATAATGATACAAAAGATAAT-------
-------------------------------------------------------------------------
----------------------------
GATACAGGAGATATTACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTGAATCAATT---
ATCACAGGACTACTACTAGTCCGTGATGGAGGCACAAATACTACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGA
TAGAAATTAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAGAGAGCA---GTAGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCCGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351220 
TTCTATTGTAATACATCAGGACTGTTTAATAATACAGAAAAC-------------------------------
-------------------------------------------------------------------------
----------------------------------
AACACCATCACACTTCAATGCAGAATAAAACAAATTATAATCATGTGGCAGGGGGTAGGGCGAGCAATATATG
CCCCTCCCATTGAAGGAAACATAAACTGTAATTCAAAT---
ATCACAGGATTACTATTGCTACGTGACGGAGGAATAACGAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369995 
TTCTATTGCGACACATCACAACTATTTAATAAGACATACAATGTTACAGATGATTCAAACACC----------
-------------------------------------------------------------------------
----------------------------
ACAGACACAAACAACACAATTCAATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATCGCAGGAAGCATAACATGTACCTCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGGGGAGGCACAAATAGCACA----------------------
-------------------------------------------------------------------------
-------
AGTAATACGGAAGAGATATTCAGACCCGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTCAGCCATTA---GGAATAGCTCCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ351223 
TTCTATTGCAATACAACAGGACTGTTTGCTAGTAAAAATGATTCAAACACAACCATCAGT-------------
-------------------------------------------------------------------------
----------------------------
ACAAACGCAACCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAGATCAAAT---
ATCACAGGATTGTTATTGCTACGTGATGGGGGAGACAATCAGACC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTG---GGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTG-----------------



----------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCG---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351227 
TTCTATTGCAATACATCAGGACTGTTTAATGGTATATACAATCCTAATGGTACAGAGAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAAGCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGATAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATATTATTGACACGTGATGGAGGAAACGATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396388 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACATGCCTAATGGTACAGAAAGCAATTCAACCATC-
-------------------------------------------------------------------------
----------------------------
ACAAAGTCAACCATCACACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAC---
ATCACAGGAATATTATTAGTACGTGATGGAGGCTACAGTAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351228 
TTTTATTGCAACACATCAAAACTATTTAATGGTACATACGAGAATAGTACAGACAAGGAGTCAAACAGC----
-------------------------------------------------------------------------
----------------------------
ACAAATTCAATCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATAACCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGA---GACAACAATAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTGG
TGGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCG---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093592 
TTCTATTGCAATACAACAAACCTGTTTATTAATACTACTGCTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AACAGTGATCACATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAGT---
ATCACAGGACTACTATTGCTACGTGATGGAGGATACAATGTTAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ275652 
TTCTACTGCAATACATCTAAACTGTTTAATAATATATACAATCCTACATATGTGAATAATGGGTCAAAA----
-------------------------------------------------------------------------
----------------------------
ATTAATGAAACCATCAGACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTACGCTCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACAAACACG----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCACGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275655 
TTCTATTGCAATACAACACAACTGTTTCAGTTTAATGAAAGTTATTCAAACACAACT----------------
-------------------------------------------------------------------------
----------------------------
GATTATGAAAACATCACACTCCCCTGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATAACCCTCCCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAAAACAAATGGCACCAACAGC-------------------
-------------------------------------------------------------------------
----
ACAGAAGAGACATCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGCTCTTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ011175 
TTCTATTGCAATACATCAAAACTATTTAATAGTACATACAATCCTGACCATAATAGTACAGGAAAT-------
-------------------------------------------------------------------------
----------------------------
ATCACAGGGGTCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCTA
TGTATGCTCCTCCCATTAAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGCAAGTCAAATGACACAATA----------------------
-------------------------------------------------------------------------
-------
GAAAACAAAAATGAAACATTTAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTACAAATTGAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AY901971 
TTCTATTGCAATACATCAAGACTATTTAATAATACATTTAATTATACAGACACAACAGAACTTAACAGCACAG
ACAGC--------------------------------------------------------------------
-------------------ACA---
GACTCAAACGAGACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGGAACATAACATGTACATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGCAAGGATAATACA----------------------------
-------------------------------------------------------------------------
----------
GGTACAAATGAGACATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA



AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGGGAAAAAAGAGCA---GCG------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>DQ164106 
TTCTATTGCAATACATCAGGACTATTTAACAGTACATTTAATGATACATACGCACCAAACAACACAGAC----
-------------------------------------------------------------------------
----------------------------
ACAAACGAGACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGGAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGCACAAAGACAGATGAT-------------------------
-------------------------------------------------------------------------
----------
AACACAACAGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATA 
>DQ093597 
TTCTATTGCAATACATCAAGACTATTTAATAGTACATACTGGGAAGGATCTAATAGTACAGGA----------
-------------------------------------------------------------------------
----------------------------
GGTGACTCAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATAGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTAGTACGTGATGGAGGCCTATCCAAAAATAAC-------------------------
-------------------------------------------------------------------------
-------
ACAAATCAAAATGAAACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGGAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAA---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901972 
TTCTATTGCAATACATCACAATTATTTAATAGTACATACTATGATGCATACAATGTTACAGGCAATGTTACAA
AC-----------------------------------------------------------------------
-------------------------
AATGATAATTCAACCATCACAATTCAATGCAGAATAAGACAATTTATAAACATGTGGCAGAAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTAGTACGGGATGGAGGCCCAAATAACGCA----------------------------
-------------------------------------------------------------------------
----------------
GCAGAAATATTCAGACCTGGAGGAGGCAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TGGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGCGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY772692 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAATGAAACAAGTAAG-------------------------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACAATCATACTCCCATGCAGAATTAAACAAATCATAAACATGTGGCAGACGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGATACATAAATTGTACATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAATAATAAAACAAAT-------------------------
-------------------------------------------------------------------------
----------
AACACAAAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATACAAATATA



AAGTAGTAGAAATTCAGCCATTG---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ351232 
TTCTATTGCAATACATCAGAGTTGTTTACATACAATTTTACAGGGAGTAGT----------------------
-------------------------------------------------------------------------
----------------------------
TCAAGCAAAAACATCACACTTCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGGGCAG
TGTATGCCCCTCCCATTGAAGGGAGCATAACATGTAACTCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGCGACAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
AGTATAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAATTAAACCATTG---GGAATAGCACCCAACACAGCAAAAAGGAGAGTAGTG--------------
-------------------------GGGAGAGAAAAGAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ164107 
TTCTATTGCAATACATCGGCACTATTTCATAGTCCTACATACAATGAGACAAAAGGT----------------
-------------------------------------------------------------------------
----------------------------
AATTCAACAACCATCACACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCTA
TGTATGCTCCTCCTATTGCAGGAGAAATAACATGTAACTCAAGC---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAGGAGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
CACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCGGAAAGGAGAGTGGTG--------------
-------------------------AAAAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCGGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGATGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369997 
TTCTATTGTAACACTTCAGAACTGTTTAATAGTACATACAATCCTACATACAATGGGACAAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACAAACATCACCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAAA---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGGGACATTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAACGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093600 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGTGAAACACAGTTTGCGGCAAACAACAGT----------
-------------------------------------------------------------------------
----------------------------
GCCAATAGTAACATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGCAGGTGGGACGAGCAA
TGTATGCCCCTCCTGTTCAAGGAAACATAATATGTAACTCTAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTTAACAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTGG



TAGAAATTAAGCCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011166 
TTCTATTGTAATACAACAGATCTGTTTAATAGTACATTTAATAGTGAATACAATAGTACAGACAGGCATAAT-
-------------------------------------------------------------------------
----------------------------
AATAATACCAATATCACACTCCAATGCAGGATAAAACAAGTGATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTATCTCAAAT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAGGAAAAAATAACACA-------------------------
-------------------------------------------------------------------------
-------
AATCAAACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAGGTGGTAGAACTCAAACCATTG---GGAATAGCACCTACTGAGGCAAAGAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCCATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ011167 
TTCTATTGCAATACATCAGGACTGTTTAATAAGAGTAATACAGACATGACTAATAAAACAGAA----------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGAACGTAGGACGAGCAA
TATATGCCCCTCCCGTTCAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGTAACGGAAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093590 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAATCCTAATAATACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCGCAGTAATCACACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGGCGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTACTGGTGCGTGATGGGGGAACAATTGGCAATGGC-------------------------
-------------------------------------------------------------------------
----------
ACAAATAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAGTTAAACCATTG---GGAATAGCACCTACTCAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011178 
TTCTATTGCAACACATCAGGCCTGTTTAATACTACAGACCTGTTTAATAATACAGACCTGTCTAATAGTACAG
GA-----------------------------------------------------------------------
----------------------------
AGTAATGAAAACATCACGCTTCCATGCAGAATAAAACAATTTGTGAATATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTCAAGGAATCATAAATTGTATATCAAAT---
ATCACAGGAATACTATTGCTACGTGATGGAGGAAACACGAGTGCTAAT-------------------------
-------------------------------------------------------------------------
-------
GGAACATTAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT



ATAAGGTGGTAGAAATTAGGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056405 
TTCTATTGCAATACATCACAGTTGTTTAATACATCATATGTGTTTAATAATACTGCTAATAATACAGAG----
-------------------------------------------------------------------------
----------------------------
GCAAATCAAAACATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGGTTACTATTGACACGTGATGGAGGAAATTCAAACGATACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCGCTA---GGAGTAGCACCCACAGAGGCAAAAAGGGGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY901980 
TTTTATTGTAATACATCACAACTGTTTAATAGTACATACAATCCTGCATACAGTCATAATGAGACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCATGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATAACACG----------------------------
-------------------------------------------------------------------------
----------
AATACAGAAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCCTGGGGTCTTGAGTTTG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTT---GCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878059 
TTCTATTGCAATACAACAAAACTGTTTAACATAACCTATAATAACAGTAATTCA-------------------
-------------------------------------------------------------------------
----------------------------
GACAACAATACCATCACGCTCCCCTGCAGAATCAAACAATTTATAAACCTGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGTCACTCAAGT---
ATTACAGGACTACTATTGACACGTGATGGAGGAACGAGTGCAAACAATGATACA------------CAA----
--------------------------------------------------------------------
GCAAGTACAAACAAT---
AATACAGAGACATTCAGACCTGGAGGGGGAGATATGAAAAACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCCTTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>DQ011174 
TTCTATTGCAATACGACAGAACTGTTTAATGATAGTAGCTCA-------------------------------
-------------------------------------------------------------------------
----------------------------------
GAAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATG
CCCCTCCCATTGAAGGAAGCATAACATGTAATTCAAGT---
ATCACAGGACTACTATTAGAACGTGATGGAGGGGAAAGCTATAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACAAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382373 
TTCTATTGCAATACATCAAACCTGTTTAATGGAAACTGGTATAGTAATGGTTCATTCCTGTTCAATGGAAGTT
GGGATAATAAT--------------------------------------------------------------
----------AATACAGAC------
ACAGAGAATTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTGGGAAGGG
CAATGTATGCCCCTCCCATCGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAGGCAATGACACA-------------------------
-------------------------------------------------------------------------
-------
GAAAATGACACAGAAATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369991 
TTCTATTGCAATACTACAAACCTGTTTAATGAAAATATAACAAGTGTAAATATAACAAGTAAAAATGAT----
-------------------------------------------------------------------------
----------------------------
TCAACAGACAGCATCACACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAACT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAACATCACGAAT----------------------------
-------------------------------------------------------------------------
----------
AACACAGAGGAGATATTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATACA
AGGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999986 
TTCTATTGCAATACATCAAAACTTTTTAATAATACATACTATAATGGTACAGGAAATGCTAACAGT-------
-------------------------------------------------------------------------
----------------------------
ACGCATGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGAAGGTAGGACAAGCAA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTACTGGTACGTGATGGAGGAGAGGCAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AACAACATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---TCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999987 
TTCTACTGCAATACAACAGGACTGTTTAATCATAGTGGGGTAAACACCAAAGAACTGCTTAATAATAATACTG
AG-----------------------------------------------------------------------
----------------------------
TCAAACACAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGTAATAATAAAAATAAAACAGAA-------------------
-------------------------------------------------------------------------
----
AATGACACAAAGATAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA



AATATAAAGTGGTAGAAATTCAACCACTG---GGAGTAGCACCCACGGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTACTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ999977 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAATGGTACGGGAAATAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAACAGAAACCATCACACTTCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAG---
ATCACAGGACTACTACTAGTACGTGATGGAGGCACATATGGAGAT----------------------------
-------------------------------------------------------------------------
----------
AACAAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGAACAATTGGAGAAGTGAATTATATAACTATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443986 
TTCTATTGCAATACATCAAAGCTGTTTACAGACATGCTTAATGACACA-------------------------
-------------------------------------------------------------------------
----------------------------
AAAGATAATCAAACCACACTCCCCTGCAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAAGCATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAAACCTAATGCCACGGCTAAT-------------------
-------------------------------------------------------------------------
----
GCCACGGTAGAGGTAGAGGTATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGGGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTA---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615951 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACCCAGCAAATAGTACAAACAGT-------------
-------------------------------------------------------------------------
----------------------------
ACTTCAAACTACATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTGTTGACAAGGGATGGAGGAAACAGTAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAGGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>JN687821 
TTCTATTGCAATACATCACACCTGTTTAGTAATAATGGTACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATTCTATCATCACACTCCCATGCAGGATAAAACAAATAATAAACATGTGGCAGGGGGTGGGACGAGCAATGT
ATGCCCCTCCTATTCAAGGAGACATAACATGTAAATCAAAC---
ATAACAGGAATACTATTGACACGTGATGGAGGAAGAAATGGCAAC----------------------------
-------------------------------------------------------------------------



-------------
ACAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCTAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC863367 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACACTTAATGATACATACACGGCTAATAGTACAAGT----
-------------------------------------------------------------------------
----------------------------
GATAACTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACCCGTGATGGAGGAACAAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTCAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894137 
TTCTATTGCAATACATCAAACCTGTTTAATGATACACATACAGCAAACATCACA-------------------
-------------------------------------------------------------------------
----------------------------
GCAAACATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGATTGCTATTGGTACGTGATGGAGGTACAAATAGAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTCAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATTGGAGCT---------
GTGCTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN681229 
TTCTATTGCGATACAACAAAACTGTTTAATACAACAAGAGGGGAGGAT-------------------------
-------------------------------------------------------------------------
----------------------------
CTTCATGAAAATACCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAAATTGTACATCAAAC---
ATCACAGGACTACTATTGACACATGATGGAGGAAACAACCCGAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAGCACGATATTCAGACCTGGAGGGGGGAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGCATCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443911 
TTCTATTGCAATACAACACAACTGTTTAACAGTACATACAATACCAATGAT----------------------
-------------------------------------------------------------------------
----------------------------
ACAAGGGTAAACATCACACTTCCATGCAGAATAAAACAGATTATCAACATGTGGCAAAGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTACTGTTAGTACGTGATGGAGGCAATAGCAGTGAC----------------------------
-------------------------------------------------------------------------



-------------
ACAACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGCAACA---GCAGGAGGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGACGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT183265 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACAATAATATATACAATACAGACAATGATACAACA-
-------------------------------------------------------------------------
----------------------------
GACAATGGAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TATACGCCCCTCCCATTGCAGGAAATCTAACATGTATGTCAAAC---
ATCACAGGACTTCTCTTGGTACGGGATGGAGGTAATCAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KC894114 
TTCTATTGTGATACATCAAGACTATTTAATGGTACATACAATGGTACAGATAGTAATCCAAACAATGGTACAG
ATAGT--------------------------------------------------------------------
-------------GATTCA------
AACTCAAATTCAAACATCACACTTCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAGAG
CAATGTATGCTCCTCCCATTGCAGGAAGCATAACATGTAAATCAAAC---
ATCACAGGATTATTATTGACGCGTGATGGAGGCAAAGAGGAAAATAGC-------------------------
-------------------------------------------------------------------------
----
ACAACTAACAGAATAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATCAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCCTGGGAGCG---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCACAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC894117 
TTCTATTGCAATACAACAAGGTTGTTTAATGGCACCTACAATAGCACCTCAAGTGATAAGTCAAACTCAAGT-
-------------------------------------------------------------------------
----------------------------
GATCAGTTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGATACATAAAATGTAGTTCAAAT---
ATCACAGGACTACTGTTGACACGTGATGGAGGTAATGGAGGTAATAATACT----------------------
-------------------------------------------------------------------------
-------
GAAAATAATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAGAAATTAAACCATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATA 
>KC894118 
TTCTATTGTAACACATCAGACCTGTTTAATAGAGTATACAATACTACAGGCACGTATAATAGTACAGAAAGA-
-------------------------------------------------------------------------
----------------------------
AGAAATTCAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGATTACTATTGACACGAGATGGAGGACAAAATATAAAAAAT-------------------------



-------------------------------------------------------------------------
-------
GAAACAAATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCTCCAACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---TTGGGA---ATGGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAT---TTGTTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATA 
>KC894120 
TTCTATTGCAATACATCAAACCTGTTTAATAATATTAGTACAGGCAAT-------------------------
-------------------------------------------------------------------------
-------------------------------
TCTGGTAACATCACACTCCCATGCCAAATAAAACAAATTGTAAGAATGTGGCAGGGAGTGGGACAAGCAATGT
ATGCCCCTCCCATTGCAGGAAGCATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGCAAAACAAATTACACA-------------------------
-------------------------------------------------------------------------
-------------
GACCTAGAGATATTCAGACCAGGAGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156115 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACCATAGTTGATGGTACTACCCTGGTTAATAGTACCATAT
TTAAT--------------------------------------------------------------------
-------------GATACC------
ATGTCTAATGGAACCATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATCTATGCCCCTCCCATTGCAGGAAACATCACATGTATCTCTAAT---
ATCACAGGACTACTATTGACACGTGATGGTGGAGGTGCCGGGGATGGG-------------------------
-------------------------------------------------------------------------
----
TCAAATGACACAGAAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCGTTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGAATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KC894124 
TTTTACTGTAATACAACAAAACTGTTTAATACAACAGAATTTAATGAAAATGAT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGATACCATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAACTCAAGT---
ATCACAGGAATATTATTGATACATGAAGAAAGGGGTGATAATCAGACAAGG----------------------
-------------------------------------------------------------------------
----------------------
ATATTCAAACCTATAGGAGGAGATATGAAGAATAATTGGAGAAGTGAACTATACAAATATAAAGTGGTAGAAA
TTAAGCCATTG---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204615 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAACAATAGTACAGGA----------
-------------------------------------------------------------------------
----------------------------
GACAATAAGACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGATTACTATTGACACGTGATGGAGGAAATACTCATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTGGAGGAGGCAATATGAAAGACAATTGGAGAAATGAATTGTATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GCAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---ACTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443547 
TTCTATTGCAATACAACAGAACTGTTCAATAATACTAATAAA-------------------------------
-------------------------------------------------------------------------
-------------------------------------
ACTGGCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCC
CTCCCATTGAAGGAAACATAACATGTAGGTCAATT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGGTATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATCAATATAAAG
TGGTAGCAATTAAGCCGTTG---GGAATAGCACCCACGCCGGCAAAAAGGAGAGTGGTGGAC---AGG-----
----------------GAAGTGGTGAAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443838 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATAATACATACCATAAT----------------
-------------------------------------------------------------------------
----------------------------
ACATCTAGTAATATCATACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGATAATAGGACTGAG----------------------------
-------------------------------------------------------------------------
----------------
TCAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAGGTGG
TAGAAATTCAACCATTA---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GGGAAAGAAAAAAGAGCAGTAGTAGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443865 
TTCTATTGCAATACATCAAACCTGTTTAATGATAGTACAAAA-------------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAGAG---
ATCACAGGACTACTATTGGTACATGATGGAGGAACAAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTCAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MN202472 
TTCTATTGTAACACATCAGACCTGTTTAATAGAGTATACAATACTACAGGCACGTATAATAGTACAGAAAGA-
-------------------------------------------------------------------------
----------------------------
AGAAATTCAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---



ATCACAGGATTACTATTGACACGAGATGGAGGACAAAATATAAAAAATGAAACA-------------------
-------------------------------------------------------------------------
-------------
AATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCTCCAACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---TTGGGA---ATGGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAT---TTGTTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATA 
>KT183218 
TTCTATTGCAATACAACAAAGCTATTCACAAACACAACC----------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATACAACCATCCTAATCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATTTCAAATGACACAAAT----------------------
-------------------------------------------------------------------------
----------
AACACAACTGAAACATTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAGCTATA
AAGTGGTAGAACTTAAGCCACTA---GGAGTAGCACCCACTGGAGCGAAAAGGAGAGTGGTGGAG--------
-------------------------ATGGAAAGATCAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GCACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623548 
TTCTATTGCAATACAACAAAACTGTTTAAGGAAGGTGAGTCAAATGCAACAGAT-------------------
-------------------------------------------------------------------------
----------------------------
TTAAATGCAACAATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAGACTCCAATAAC-------------------------
-------------------------------------------------------------------------
-------
ACAAATGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTCAGCCATTG---GGAGTAGCTCCCACTGGATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623549 
TTCTATTGCAATACATCAGGACTATTTAAGGGTACATTTAATGGTACAGAAGTTGGTACATTTAATGGTACAA
AAGTTAAT-----------------------------------------------------------------
-------------------AGT---
ACAGACACAAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAATATGTATATCAAAT---
ATCACAGGACTACTACTAGTACGTGATGGAGGCAATTTAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGACACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAACTTAAGCCATTG---GGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAA---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>HM623552 
TTCTATTGCAATACCTCACAACTGTTTAAGGGTACATACAATGGTACAGACAATACATACAATGGGACA----
-------------------------------------------------------------------------
----------------------------
AAAGAAGCAAACATCACACTTCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGCAGGCCAAATAACATGTAAATCAAAT---



ATCACAGGACTACTATTAGTACGTGATGGAGGTAAGGTAACAAAAACAAATAGT-------------------
-------------------------------------------------------------------------
-
ACCACAGATGATAAAATAGAGATATTCAGACCTTCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAAACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAAT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623555 
TTCTATTGCAATACAACAAACCTGTTTTATTATAATGGAAGTGAGAAG-------------------------
-------------------------------------------------------------------------
----------------------------
AATGACACAACCATCACCATCCAATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACACGAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTCAGCCATTG---GGAATAGCACCCAATAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGCA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGGCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623562 
TTCTATTGCAATACAACAAAACTGTTTAATGCAAGTGAGACGGCTAGAAATATTAGTAAC-------------
-------------------------------------------------------------------------
----------------------------
CCAAATGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTACTGACAAGGGATGGAGGAAACTATAGTATCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCGCATGTTGCAACTCACGGTCTGGGGCATT 
>HM623568 
TTCTACTGCAATACATCAAACCTGTTTAATTCAACAAGACTAAAACTGTTTAATTCAAGTGATCCA-------
-------------------------------------------------------------------------
----------------------------
GGCGACAAAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCCA
TGTATGCCCCTCCCATTGAAGGAAAAATATCATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGACATAGAAACACAACA-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTG---GGAGTAGCTCCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---TTGGGA---TTCGGAGCT------
---GTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623571 
TTCTATTGCAACACATCAAGACTGTTTAATGGTACATTTAATGAGACAAAGTTTAATAATACTTCAAACAACA
CC-----------------------------------------------------------------------
----------------------------
ACTCCTCAAAACATCACTCTCCAATGCAGAATAAAACAAATCATAAACACGTGGCAGGGGGTAGGACAAGCAA



TATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGAATACTATTAACACGTGATGGAGGCCAAGACACAAATGGCACAGAT-------------------
-------------------------------------------------------------------------
-
GAGACCAAAAACGACACAGAGACATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTGGTAGAAATTCAGCCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--
-------------------------------------GAAAGAGTAAGAAGAGCA---GCA------
CTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGT---AATCTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623577 
TTCTATTGCAACACATCAGGACTGTTTAAGGATACAAACGATACAAACATGTCTAATGATACAGGA-------
-------------------------------------------------------------------------
----------------------------
AAGTCTAATGAGACAACACTTCACTGCAGAATAAAACAAATAATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAGAAATAAGATGTGTATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGACAGTTAGAAAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACAGAAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAACCGCTA---GGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGGGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687726 
TTCTATTGCAATACATCAAATCTGTTTAATACTACAGGACCTACA----------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGCAACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCTCTCCCATTGCAGGAAATATAACATGTAACTCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGTCATAATGGTACA----------------------------
-------------------------------------------------------------------------
----------
TATGGTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTGGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154023 
TTCTATTGCAATACAACAGGACTGTTTAATGCAACAAACCTCAATGCAACAAAT-------------------
-------------------------------------------------------------------------
----------------------------
CCCAATGAAAACATCACACTCCCATGCAGAATAAAGCAATTTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTGTTGAAGGAATAATAACATGTAACTCAAGT---
ATCACAGGACTACTGTTGACACGTGATGGGGGAAACACAGACAAT----------------------------
-------------------------------------------------------------------------
----------
AACACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAACCATTG---GGAATAGCACCCACAAACGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204619 
TTCTATTGCAATACAACACAATTGTTTAATAGTACATATAATGTTACAGATCCGTTTAATAGTACAGAACTG-
-------------------------------------------------------------------------
----------------------------



GGTAATGATACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTGCTATTGGTGCGTGATGGAGGAAATAATAATCAG----------------------------
-------------------------------------------------------------------------
----------
ACAGGGAGAGAGATATTCAGACCTGCAGGAGGGAATATGAAAGATAATTGGAGAAGTGAATTACATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCTTTGGGTTCTTAGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JX140666 
TTTTATTGCAATACAACAAATCTGTCTAATACAAGTCTGTTTAATGACAGTAGT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAACAAAACCATCACGCTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGCAACTCAAGC---
ATCACAGGACTATTATTAACACGTGATGGAGGAAACATGAGTGGCACTGATGAAGGAAAAAACAACACGACTA
AC------------------------------------------------------------------
GGGAATAACACGACTAACGGGATTGAAATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTCAGCCATTG---
GGAGTAGCACCCACGAAGGCAAAAAGGAGAGTGGTG-------------------------------------
--GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114893 
TTCTATTGCAATACAACAGCACTGTTTAATAGGACTACATACAATACTACATACAATGGAACAGATACAACA-
-------------------------------------------------------------------------
-------------GACAAT------
GGGACAGATACAAACATCACACTTCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTACGCCCCTCCAGTTGAAGGAATCATAACATGTAACTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGTACAGGCGAAGAC----------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>JN681253 
TTCTATTGCAATACAACAAATCTGTTTAATGGAACAAAGCTGTTTAATGAAAGTGGTTCAAGTGGTTCAAAC-
-------------------------------------------------------------------------
----------------------------
ATAAGTAACTATATCATACTCCCATGCAGAATGAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTACGCCCCTCCTATTGCAGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGA---AACAACAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACTGAGCAAACATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTGGAGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCAATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681255 
TTCTATTGCAATACATCACAACTGTTTACTGGAAATGGTACAGCTAATAGTACAGGC----------------
-------------------------------------------------------------------------
----------------------------



AATACAACCATCACCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGCAACGACAACAATCAA-------------------------
-------------------------------------------------------------------------
----------
AGTAGAACAGAGACATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTAATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595752 
TTCTATTGTAATACATCACAGCTGTTTAATAGGACTGATACAGACATGCAGCAAGACAACACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAGACATAACATGCAAATCAAAT---
ATCACAGGATTAATATTGACACGTGATGGAGGTAATAGCAGCACAGGGAATGAT-------------------
-------------------------------------------------------------------------
----
AGTAATAGCCGCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTGGAGATTAAGCCATTA---GGAGTAGCACCCACTCATTCAAAAAGGAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGGA------------
ATAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615957 
TTCTATTGCAATACATCAGCACTGTTTAATGGCAATGGCACATCTGTTAATGAT-------------------
-------------------------------------------------------------------------
----------------------------
ACAACTTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAGCATGTGAATCAAAT---
ATCACAGGACTACTATTAGAACGTGATGGAGGTGGAGGCAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAG
TGGTAGAAATTCAACCATTA---GGAGTAGCACCCACTAAGACAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAC---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595760 
TTCTATTGTAATACAACAAGACTGTTTAATAATACAGAAAGTAACTCAACCATCACCGGGAAT----------
-------------------------------------------------------------------------
----------------------------
CATTCAGACACTATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATAACATGTATCTCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGCATACCAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAAATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KT183289 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACATACAATAGTACATACTATAAGAATAATAATACTAATA
GTACAGAA-----------------------------------------------------------------



----------------------------
GAAAACTCTACCATCACGCTCACATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTACTACTGACGCGTGATGGAGGAAATTCAACAGAT----------------------------
-------------------------------------------------------------------------
----------
ACTCAAACGGAGACATTCAGGCCTGAGGGAGGAAATATGAAGAACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080183 
TTCTATTGCGATACATCAGCACTGTTTAATAGTACATACAATTCTGCATACAATAAGGAGACTAATAGTACAT
ACAATAAT-----------------------------------------------------------------
-------------GGGACA------
GTAAGTAATTCAACTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAG
CAATGTATGCCCCCCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGATTACTATTAGTACGTGATGGAGGAGGCACAAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTGAGCCATTG---GGAATAGCACCCGATAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAATGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080187 
TTCTACTGCAATACATCAAGCCTATTCAATATTACATACCATAACAATGGAACAAACACTAGTACATACACAG
AC-----------------------------------------------------------------------
----------------------------
AGCAACAGCATAATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCTCCCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGCTATCTAGAGAACAATACA----------------------
-------------------------------------------------------------------------
-------
AATAATGACAAAGAAATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAGACCATTA---GGAATAGCACCCACTAAAGCAAAAAGGCTAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAACA---GCTGGAAGCGCTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623590 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACAGAAAATAATTCAATAGAAAGTAATTCCACC-------
-------------------------------------------------------------------------
----------------------------
AGTAATGCCAACATCACACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAACTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAGTAAAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623598 
TTCTATTGCAATACCACAAAATTGTTTAATAAGACTATTGCA-------------------------------
-------------------------------------------------------------------------



-------------------------------
AACGGAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTATTATTGCTACGTGATGGAGGAAGGATTAATGACACT-------------------------
-------------------------------------------------------------------------
-------
AATAACACAGAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTCAGCCATTG---GGAATAGCTCCTACTGAATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623604 
TTCTATTGCAATACATCAGGACTGTTTAATAATAGCAAAAGT-------------------------------
-------------------------------------------------------------------------
----------------------------
GATTCAAACATAACCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGCGATGGGGGATACAATGTAGACAATCAG----------------------
-------------------------------------------------------------------------
----
ACAGACAATAAGACAGAGATTTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTTGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623606 
TTCTATTGCAATACAACAAGGCTGTTTACAAATCTGAGTGCAAGT----------------------------
-------------------------------------------------------------------------
----------------------------
AGTGATTATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATAAAATGTAGCTCTAAT---
ATCACAGGACTACTATTGACGCGTGATGGAGGAATAGGAGACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>HM623584 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAGAAGTAATGCAAGT----------
-------------------------------------------------------------------------
----------------------------
TCAAGTCAAATCATCACACTCCAATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGGGATGGAGGAACAAGTGATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACAGAGACATTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAATCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623587 



TTCTATTGCAATACAACAAACCTGTTCAATTTTAATGAAACACAACTTAATGAAATACAACTTAATAATGCAA
CAGAA--------------------------------------------------------------------
-------------------AAC---
AACACAAGCACCAATATCACACTCACATGCAGAATAAAACAATTTGTAAACATGTGGCAAAGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTCATTCAAAC---
ATCACAGGACTGCTATTGACACATGATGAAGAAGAAATGAATAACGCAACT----------------------
-------------------------------------------------------------------------
----
GGGGCAAATAAAACAGAGGTATTCAGACCTATAGGAGGCAATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAGAAATTAAACCATTG---GGAGTAGCACCCACAGAGGCAAAACGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
ATAGGAGCT---------ATGTTCCTTGGGTTCCTGGGAGCG---GCAGGAAGCACTATG---
GGCGCGGTGTCA---TTGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF114886 
TTCTATTGCAATACATCAAACCTGTTTAATGGCACATACAATGGCACATATCAG-------------------
-------------------------------------------------------------------------
----------------------------
GGTAATGATACAATAACACTTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAGTGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCTCAGAAAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACCGAGACATTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTGACGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCAGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114887 
TTCTACTGCAATACAACATACCTGTTTAATAACAGTGCA----------------------------------
-------------------------------------------------------------------------
----------------------------
TCAGAGGGAAACATCACAATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCGCCCGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTAGTACGTGATGGTGGAAATGAGGACAACAGCACAGAT-------------------
-------------------------------------------------------------------------
-------
GGGAATAAGACAGAGATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284967 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACATACTATCCTAATGATACAGAGAGTAACTCAAGCAAC-
-------------------------------------------------------------------------
----------------------------
TCAAGCAACACCATCACACTTCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCAGTTGCAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAAGGGTGGTGGTACAGAA----------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTTGTAGAGATTAAACCATTG---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>KF725897 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAATCCTAATGGAACACACAGTTTTAATAATGGT-
-------------------------------------------------------------------------
----------------------------
ACCAATGGTACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGCAACAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725917 
TTCTATTGCAACACATCACAATTGTTTAATAGTACAGTCAATGGTACAATATCTAATAATACAGGCAAT----
-------------------------------------------------------------------------
----------------------------
AGTACAGACATCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAC---
ATCACAGGATTACTATTGACACGTGATGGAGGATATAACACAAGTGGG-------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACATTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAGAAATTCAGCCATTA---GGAATAGCACCCACAGGAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGGCAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>JN681257 
TTCTATTGTAATACATCAAAACTGTTTAATGAGACAGAAACGAAGTCA-------------------------
-------------------------------------------------------------------------
----------------------------
AACATCTCAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAGCATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATCACACAGAAACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681259 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGTGAACTAAGTAAG-------------------------
-------------------------------------------------------------------------
----------------------------
TCAAACGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATAACCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTATTATTGACATGGGATGGAGGAAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAAATCAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---CTGTTG---AATGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>KC154028 
TTCTATTGTAACACAACAGAACTGTTTTATAATGATTTTAATAATACAGGA----------------------
-------------------------------------------------------------------------
----------------------------
AAGAATGTAAACATCACACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAT---
ATTACAGGACTACTATTGACATGGGATGGAAACATAACAAATGAAGATAATACA------------TCT----
-------------------------------------------------------------------------
----------
AGTACAAATCATACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTG-----------
----------------------------GAGAGGAAAAAAAGAGCA---TTGGGA---ATAGGGGCT------
---ATGTTCCTTGGGATCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725924 
TTCTATTGCGATACATCAAATCTGTTCAATGAAAGTAAAAGTTGGTATTCAAACAACAGTACA----------
-------------------------------------------------------------------------
----------------------------
GACGACATAAACATCACACTCCCCTGTAGGATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAGCATAACATGTAAATCAAAT---ATCACAGGACTACTATTGGCA-----
----CGCATAACAGATAACACA---------------------------------------------------
---------------------------------------------------------
AATGGGACAGAGAAATTTAAACCTGAAGGAGGAAATATGAAGAATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTA---GGAATAGCCCCCACTGCATCAAAAAGGAGAGTGGTA-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KF725926 
TTCTATTGCTATACATCACAACTGTTTAATAGTACATACAAGACATACAATCATAGTTGGACAACA-------
-------------------------------------------------------------------------
----------------------------
GGTAATGCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAGTACGTGATGGAGACAAAAATGATACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAATTGCACCTACTGGAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGAC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725934 
TTCTATTGCAATACATCAACCTTGTTTAATAGTACATATGGGTTTAATGGTACATACAATGGGACAACA----
-------------------------------------------------------------------------
----------------------------
AACAATGATACATACACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACAAGCAA
TGTATGCCCCTCCTATTCAAGGAGTAATACAATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGTGAAGGAAATAATACAAAT----------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATACA
AGGTGGTAGAAGTTCAGCCATTA---GGAGTAGCACCCACTGCTGCAAGAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGATCCTTGGATTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KF725961 



TTCTATTGTAATACAACAAAGCTGTTTAATAGTACATACTTTCCTAATGGTACATACATGCCTAATGTTACAG
AA-----------------------------------------------------------------------
----------------------------
GATAATGGCACAATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGCGGTAGGACAAGCAA
TATATGCTCCTCCCATCGCAGGGAACATAACATGTATCTCAAAT---
ATCACAGGATTACTATTGGAGCGTGATGGAGGAAATGAAAGTAACACAGAG----------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTCAAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAG
AAGTTAAACCATTA---GGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725984 
TTCTATTGCAATACAACAAAACTGTTTAATAGGATATATTATCCTAATGGTACATACAATGGTACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGACGTGATGGAGGCAACAATAGC-------------------
-------------------------------------------------------------------------
----------
GCAGAGACAGAGACATTCAGACCTAGCGGAGGAAATATGAGGGACAACTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ACAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725994 
TTCTATTGCAATACATCAAAACTGTTTAATAGTAATTTTACAGAGAATTTTACAGAGACTTCTAATAGT----
-------------------------------------------------------------------------
----------------------------
ACAGAGGGTGACATCACACTCCAATGCAGAATAAAACAAATTATTAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATAACATGTAACTCAAGC---
ATCACAGGAATACTATTGACACATGATGGT---AACCATTCAGAAGAA-------------------------
-------------------------------------------------------------------------
-------------
GAGGTGGTGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCACTA---GGAATAGCACCCACTCAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725998 
TTCTATTGTAATACATCAAACCTGTTTAATGATACAGGGAGTAATTCA-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATTCAACCATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGCAACTCAAGC---
ATCACAGGAATACTATTGACACGTGATGGAGGAAAGGACAACAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAGACATTCAGACCTATAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTCAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---GTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109517 



TTCTATTGCAATACATCAAAACTGTTTAATAGTAATGATACAGAGAGTGATTCA-------------------
-------------------------------------------------------------------------
----------------------------
ACCACAAACATCACCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAAC---
ATCACGGGACTGCTATTGACACGTGATGGAGGAAATAACAGCACT----------------------------
-------------------------------------------------------------------------
----------
AACAACGAGGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAACGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCTAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGCAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH933706 
TTCTATTGCAACACATCAAGCTTGTTTAATGGAACATACAGTAATTACACTGATATAAACAGTTCTAGTATT-
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACGAGCAATATATGCCCCTC
CCATCGAAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGGTATTCAGACCTGGAGGAGGAGAGATGAGGGACAACTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTCATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK643550 
TTCTATTGCAATACATCACAACTGTTTAATGGTACATATACAGGCAATAACACAGAGAACAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCGAAACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAAAATAACATGTAACTCAAGC---
ATCACAGGACTACTATTGACAAGTGACAAAGGGGGTATAGGAAAT----------------------------
-------------------------------------------------------------------------
----------
AATCAGACAGAGACATTCAGACCTGGGGGAGGCAATATGAAAGACAATTGGAGCAATGAATTATATAAATATA
AAGTAGTGGAAATTAGACCATTA---GGAGTAGCACCAACTGCTGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCTTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>MN611462 
TTCTATTGTGATACAACACAACTGTTTAATCAAACACTGTTTAATGGAAGTGATTCAAACAAAACAAACATT-
-------------------------------------------------------------------------
----------------------------
GTCCTCCCCTACATTGTCCTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TATATAATCCTCCCATTGCAGGAAACCTAACATGTAACTCAAGT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAGAGAACATGACA----------------------------
-------------------------------------------------------------------------
----------
CAGGGAGCGGAAACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGATG-----------
----------------------------CAGAGAGAAAGAAGAGCAGTAGTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN097669 



TTCTATTGTAATACAACACAGTTGTTTAATGATAGCATCTCAAACGCCACTAACCTCAACATCTCAAACGCC-
-------------------------------------------------------------------------
----------------------------
ACTAACATCACACTCACACTCCCATGCAGAATCAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATCGAAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTACTGCTACGTGATGGCGGAAACACCAATAACACC-------------------------
-------------------------------------------------------------------------
----------
ACTCAGCCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCTCCCACGGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTA------CTAGGAGCT------
---TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGAAAT---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MN097680 
TTCTATTGCAATACATCAAACTTGTTTAATAGTACATACAACGGTACAGACATGGCTAATGGTACAGGAAAT-
-------------------------------------------------------------------------
----------------------------
ACTTCAGAGTACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTGAATCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAAAAGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTCAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG-----------------
----------------------CAGAAAGAGAAAAGAGCA---GTGGGA---ATGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MN097584 
TTCTATTGCAATACATCAAAGCTGTTT----------------------------------------------
-------------------------------------------------------------------------
----------CTTAATAGC------
ACAAATGACAATCACACCATAATCCCCTGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCGGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAAAAATAATGACACGGAA----------------------
-------------------------------------------------------------------------
-------------
GAGGAAGAGGTATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---TTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY162225 
TTCTATTGCAATACATCTGTACTGTTTAATGGCACATACAGTAATGGCACAAACAGTACA-------------
-------------------------------------------------------------------------
----------------------------
AATACAACAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTAATATTGACACGTGATGGAGGGCAGGGAGAGAAT----------------------------
-------------------------------------------------------------------------
----------
GACACAAATGAGATATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCT------TTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTGTAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391249 



TTCTATTGCAATACATCAGAACTGTTTAATAGTACATACATGCCTAATGGTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAGCAAAACCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTCAATCAAAT---
ATCACAGGAATACTATTGACCCGTGATGGAGGAGAAGAGTCAAAGTCA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGATATTCAGGCCTGCAGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CCGTTT---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU293444 
TTCTATTGCAATACATCAAAATTATTTAATGGTACATACAATGGTACAGAAAGTAATGGTACAAAAAGTAAT-
-------------------------------------------------------------------------
----------------------------
GATACAGAAATCATCACACTTCAATGCAAAATAAAACAAATTGTAAATATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAATAATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522721 
TTCTATTGCAACACATCAAGGCTGTTTAATGAGACAGTAAAA-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGCAACCATCACAATCCCATGCAAAATAAAACAATTTATAAACATGTGGCAAAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATCACAACAATAGC-------------------------
-------------------------------------------------------------------------
----------
CATAGCACAGAGATATTCAGACCTGGAGGAGGAGACATGAAAGATAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGCATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATA 
>AY522732 
TTCTATTGCAATACATCAATCCTGTTCAATAAGATGTACCATCCTGATGGTATAGGAAATACTTCAAATTGGA
GT-----------------------------------------------------------------------
-------------------------
AATTCAAGTTCAAACATCACCCTTCAATGCAGAATAAAACAAATTATAATCATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGCAGTAATGACACA----------------------------
-------------------------------------------------------------------------
-------------
GACCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY522734 



TTCTACTGTAATACATCAAATCTGTTTAATGGCACATACCCAGATAATGGTACAACAGGA-------------
-------------------------------------------------------------------------
----------------------------
AGTCATTCAACCATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTGCTGACGCGGGATGGAGGAAACAGAAACGAA----------------------------
-------------------------------------------------------------------------
----------
ACCAATGGCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACGGCGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACGA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ447267 
TTCTACTGCAATACATCAGGACTGTTTAATAGAAGGTATAATGGTACAGAAAATAATACTTATGATGATACA-
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACAATTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGCAGGTAGGACGGGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGATTACTATTGACACGCGATGGAGGAAATCAGACTGAGGAGGAC----------------------
-------------------------------------------------------------------------
----
AATATCACAAAGACAGAGATATTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATA
AATATAAAGCGGTAGAAATTAAGCCATTA---GGAGTAGCGCCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---
TCTGGAATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX905394 
TTCTACTGCAATACATCAAAACTGTTTAATGGTACATATAATGGTACATATAATGGTACA-------------
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACCATTACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAGAGCAA
TGTATGCCCCGCCCATTCAAGGAAATATAACATGTGAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGCACAAATAATACT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625577 
TTCTATTGCAATACATCAGGGCTGTTTAATAGAACATACCTGTCTAATGAAACATACCTGTCTAATGATACAC
TGACTAATGGT--------------------------------------------------------------
----------------------------
ACAAATAGGAATATAACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGGAAAAGTGAGGGA----------------------------
-------------------------------------------------------------------------
----
ACGAAAAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTGGGAGCT---------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---



TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625581 
TTCTATTGCAATACATCAAAACTGTTTTCAAATCGCATGTTTAACTTTACAAACAGTTCAGACACAAACACAA
ACAGT--------------------------------------------------------------------
----------------------------
TCAGGCGGCTACATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATAACCCTCCCATTGATGGAGACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGTCACGTGATGGTGGTAGTGGTAACAACTCAGGG----------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAATGAATTATATAAATACAAAG
TGATAGAAATTAAGCCATTA---GGAGTAGCTCCCACTGGTTCCAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625568 
TTCTATTGCAATACAACAAATCTGTTTAATACAACAGACCTGTTGAGTAACAATAGTACGTTAGAAAAC----
-------------------------------------------------------------------------
----------------------------
AAAACAAAAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACCCGTGATGGAGGGAGCTATAGTGATAGA-------------------------
-----------------------------------------------------
GGGAATAGTAGTGCAAATGAAACA---------
GAAAAAGAAATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGATCTTGGGAATA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---ACCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625588 
TTCTATTGTAATACATCACAACTGTTTAATGGTGTGTATAATACTTCAACCAGCAGTAATTCAACCGAT----
-------------------------------------------------------------------------
----------------------------
AGTAAGAAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAAC---
ATCACAGGATTACTATTGACACGGGATGGAGGAACAAACAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTGGAAATTCAACCATTA---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAGAAAAGAGCAGTAATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGATCTTAGGAGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229671 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAGGCCTAATAGTACATACGGGTCTAATAGTACTT
CC-----------------------------------------------------------------------
----------------------------------------
ATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGGCACAATACAACA----------------------------
-------------------------------------------------------------------------
----------
AACAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCTCCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254148 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACATGTCTAATAGTACAAAT----------------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGTAATGACACAACAGGG----------------------
-------------------------------------------------------------------------
-------
CAGAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTA---GGAATAGCTCCCACTCCGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254156 
TTCTATTGCGACACATCAAACCTGTTTAACAGCACATTTAATGTTAACAGCACATTTAATGGTACAGATAATG
CA-----------------------------------------------------------------------
-------------------------
AATAGCACACAGAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATTTCAAAT---
ATCACAGGAATACTATTAACACGTGATGGA---AATGATAATTAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATA 
>KY229510 
TTCTATTGCAAGACATCACGACTATTTAATGGCACATACAGAGGTCCTAATGATACAAAAAGCAAT-------
-------------------------------------------------------------------------
----------------------------
TTAAGTGAGACTATCACACTCCAATGCAAAATAAAACAGATTATAAACACGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCGGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTCTTGGTAAGGGATGGAGGGAATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------------
GAAGAAATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU939143 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAATCCTAATTACAATGGTACAGAAAATAAT----
-------------------------------------------------------------------------
----------------------------
TTAAACTACACCATAACACTCAATTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAATGTGTAATTCAAGT---
ATCACAGGACTACTGTTGCTGCGTGATGGAGGAATAAGTGAGAGTGAG-------------------------
-------------------------------------------------------------------------
-------
CCAAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCACTG---GGATTAGCACCCACCACAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---



ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036864 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATTTAATGGAACATACCCTAATAGTACAGACCCTAAT-
-------------------------------------------------------------------------
----------------------------
GGAAATGATACCATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTGTTGACGAGTGATTATGGAAGAAATGCAAGT----------------------------
-------------------------------------------------------------------------
-------------
AAAAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ422948 
TTCTATTGCAATACAACAAAACTGTTTCATGAGGGAAGCAGGAAAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
GATAATGATACAATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCACCTCCCATTGCAGGAAACATAACATGTAATTCAAGC---
ATCACAGGAATACTATTGGTACGTGATGGAGGTACCAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTCAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166653 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACACACTGGGCTAATGGTACTACAGACATGTCTAAT----
-------------------------------------------------------------------------
----------------------------
GATACTAAGAATATCACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAGCATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAGTCATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
GCATTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036843 
TTCTATTGCAATACATCGAACCTGTTTAATAGGCTATACCTGTTTAATAGTACATACAACTCTAATAGCACAG
AAAATTAT-----------------------------------------------------------------
-------------AATAGC------
ACAGGAAATGAGACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAAT---
ATCACAGGACTAATATTAACGCGTGATGGAGGAACGCATGAGAACAAAAGT----------------------
-------------------------------------------------------------------------
-------
TCCTCAGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGACATT 
>KY229617 
TTCTATTGCGAAACATCAGACCTGTTTAATAGTACATTTAGATTTAATGGTACAGACATACAGACCACATTTA
ATGATACA-----------------------------------------------------------------
-------------------------
TTGAATGATACACAGATCATCATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGGGTAGGGCGAG
CAATATATGCCCCTCCCATTGAAGGAAATATAACATGTGAATCAAAT---
ATCACAGGATTAATATTGACACGGGATGGAGGGAATACCACAGAT----------------------------
-------------------------------------------------------------------------
----------------
CCAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTCAGCCATTA---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAG--------------
----------------------AGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036739 
TTCTATTGCAATACATCAGGCCTGTTTAATTATACATTTACAGCTAATGATACAAAGATACAGATCACATCTA
ATGAC--------------------------------------------------------------------
-------------------------
ACACTTAATGATACACTGACCATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAATAATAGCATGTAATTCAACT---
ATCACAGGATTAATATTGACACGGGATGGAGGGAAGAATACCAGTAAC-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTA---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAG--------
----------------------------AGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329051 
TTCTATTGCGATACATCAGGCCTGTTTGATTCAAGCCTGTTGAATAAGACAGAAAATAGTACAAAGACAGAA-
-------------------------------------------------------------------------
----------------------------
AATAATACAAACATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAC---
ATCACAGGAATACTATTGACGAGGGATGGAGGAAACAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGACCTGGAGGAGGGAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAGCCATTG---GGAATAGCACCTACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329105 
TTCTACTGCAATACATCAGACCTGTTTAAGGGTGAATTTAATGGTACGCGTAATCTAGGAAATGAT-------
-------------------------------------------------------------------------
----------------------------
ACTTCAGGAAACATCACACTCAACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAACTAATGAA----------------------------
-------------------------------------------------------------------------
----------
ACTGAGAGTGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAATCCATTA---GGAATAGCACCCACTAATGCAAGAAGGAGAGTGGTGACA--------
-------------------AAAGAAGAAGTGAGAAAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACATCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329116 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACAATGATACA-------------------------
-------------------------------------------------------------------------
----------------------------
AGTGATAAAAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAGGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGTCACTCAAAT---
ATCACAGGGCTATTATTGGTACGTGATGGGGGAAACACAAACAATACTGACACA------------AAT----
--------------------------------------------------------------------
AATACTGATTCAAAT---
AGAACTGAGATATTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GCGGGA---ATAGGAGCT---------
TTACTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGATGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329220 
TTCTATTGCAATACATCAAACTTATTCAATAGATCACTGTCTAATGATACAGAAGAAGATACAGAC-------
-------------------------------------------------------------------------
----------------------------
AGTAATAGAACCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTCCTGGTGCGGGATGGAGGCCATCAAAATAGCACAGAG----------------------
-------------------------------------------------------------------------
-------
AATAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTAAACCATTA---GGAATAGCACCTACCAAGGCACGGAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329240 
TTCTATTGCAATACATCAGATCTGTTTAATTCATCAAAACTGTTTAATACAAACAATACTGAG----------
-------------------------------------------------------------------------
----------------------------
AACTTAACAATAATCACCATTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAGAC---
ATCACAGGATTACTATTGGTACGTGATGGAGGCACAGAAAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GU329324 
TTCTATTGCAATACATCAGGGTTGTTTAATGGTACATACAATAGTACAGACAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGGGGCAGCAACGCCACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTA---GGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGTATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329333 
TTCTATTGCAATACATCAAATCTGTTTAATAGACACCTGCTCAATAGTAAAGGTATGTCTAATAATACAGAA-
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACAATCATACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGGGGAAGTAGCATAAAT----------------------------
-------------------------------------------------------------------------
-------------
CAAACAGAGATATTTAGGCCTCAAGGAGGAGACATGAGGGACAACTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGATG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGCAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329368 
TTCTATTGCAATACAACACCACTGTTTAATTACAGTGCAACAGAGCTGTTTAGTAATAGTAGTAAAAACATTA
GT-----------------------------------------------------------------------
----------------------------
GAAAAGGACACCATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTGGTCCGGGATGGAGGCGTCAACAGAACA----------------------------
-------------------------------------------------------------------------
----------
AATCACAATGAGACATTTAGACCTGGAGGGGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATAAAGCCATTG---GGAATAGCACCAACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGCAG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>GU329512 
TTCTATTGCAATACAACGAACCTGTTTAAGGGTGTGTATAATGGTACTTATAATGATACTTCAACTAATACTA
AT-----------------------------------------------------------------------
-------------------------
GGAACAAGCAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATCCAATGTATATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGCAGCACAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCGATAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK749242 
TTCTATTGCAACACATCAGGGCTGTTTAAGGGAATGTACCTGGATAATAGCACAACCACAGAGAATTCA----
-------------------------------------------------------------------------
----------------------------
ACTTCGCCAAACATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGTCAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAAGATGTGAATCAAAT---
ATCACAGGAATACTGTTAACACGTGATGGAGGAGGGGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AACACAAAAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACATATGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTTGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749426 
TTCTATTGCAACACATCAGGACTGTTTAATGGTATATACAATACTACAAGTAATTCAAGTGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAATAAAAACATCACACTCCAATGCAGGATAAGACAATTTATAAACTTGTGGCAGGAGGTAGGAAAGGCAA
TGTATGCACCTCCCATTGCAGGAAACATCACTTGTAAATCAAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGAGAAGGAAAGAAT----------------------------
-------------------------------------------------------------------------
-
CAAACAAACAGTAGTCAAGAGATATTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAACTAT
ACAAATATAAAGTGGTAGAAATTAAACCATTA---GGACTAGCACCCACTCCGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR820394 
TTCTATTGCAATACATCAAGACTATTCAATGATGATGATAATGATACAGCACTGGCTAGTGATACAGCTTTAA
AT-----------------------------------------------------------------------
----------------------------
AAAAATAAAACCATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAACTCAAAC---
ATCACAGGAATACTATTAACACGTGATGGAGGAAATGGAAATCGC----------------------------
-----------------------------------------------
ACAGGAAATCAGACAGAGGCCAATCGCAAT---------
CGCACAGAGATATTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286225 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACGTTTAATGGTACAAACACTTCTAATGATAGA-------
-------------------------------------------------------------------------
----------------------------
AGTAATTCGACCATTACGCTTCAATGCAGAATAAAACAAATTACAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCTCCTCCAATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGGACAAATGACACA----------------------------
-------------------------------------------------------------------------
----------
GAGACACCAGAGACATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCACGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KJ787684 
TTCTACTGTAATACATCAGGACTGTTTAATAATACATGGAATGTTACTGCAAAGGAA----------------
-----------------------------------------------------------------
TGGGAGAATAACAGTACATGG------------
AATCAGACAAATGTAGTCAAAATCCCATGCAGAATAAAACAGATTGTAAACCTGTGGCAAACAGTAGGAACAG
CAATGTATGCCCCTCCCAGAGAAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTAATATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
AAGAATAGCTCTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATA
AATACAAAGTAGTGCAAATTGAACCAATA---GGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTA-----
----------------------------------CAAAGGGAAAGAAGAGCA---ATAGGA---



CTGGGAGTT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAG---CTACTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U88822 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGCATGGAATATATCAGGACATAGTACAGGGTTA-------
-------------------------------------------------------------------------
----------------------------
AATGATACAATCATAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGGCAAATTAATTGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTGCTAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGACACCTTTAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ277820 
TTCTACTGCAATACATCAAAACTATTTAATAGTACATGGAGTATAGAGAGTAATATTACAGAGTCA-------
-------------------------------------------------------------------------
----------------------------
AATGATAGTACAATCATACTTCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATCAGATGTTCATCAAAT---
ATTACAGGGCTACTATTGCTAAGAGATGGTGGGGTAAATAATCAT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACTG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371156 
TTCTACTGCAATACATCAGGACTGTTTAATAGAAATATTAGTACAGAGAGTACTGAAAATAGTACAGGA----
-------------------------------------------------------------------------
----------------------------
GTAAATGATACAATAACCATCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAATACTTCTTAT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ388945 
TTCTACTGTAATACATCAAAACTGTTTAATACAACATGGTCTAGTGAAACATGGGAGAATAGTACGGGAAATA
ATACC--------------------------------------------------------------------
-------------------------
GAATTAAATGGTACGATAACCATCCCATGTACAATAAAACAAATTATAATCATGTGCCAGGGAGTGGGAGTAG
CAATGTATACCCCTCCCCCTGCAGGAATAATTCAGTGTAAATCAAAT---
ATTACAATTACAGGGCTGACAAGAGATGGTGGTAATAATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
TGTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGAGCAAAGAGAAGAGTGGTG--------------



-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCCGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCGATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF219271 
TTCTACTGTAATACATCAAAACTGTTTAATAGTAATATTAGTACATCAGAAGGGGCTAATAGTACAAAGTCA-
-------------------------------------------------------------------------
----------------------------
AATAATAGAACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTTCAAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
TCTCATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCACTA---GAAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF219272 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGGGTTCAGGACTGTCTAAT----------------
-------------------------------------------------------------------------
----------------------------
GGTACTGAGAATATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATCAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGAGGTACAAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------CATAACGAGACCTTC---AGACCT---
GGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCCCTA---
GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-------------------------------------
--GAAAGAGAAAAAAGAGCA---ATTGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595791 
TTCTACTGCGATACATCAAGACTATTTAATAGTACCTGGACGAATAGTACCTGGGGGAACGATACTAGCTCAA
AT-----------------------------------------------------------------------
----------------------------
AGGAATGATACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCGAGGACTAATCAGATGCTCATCACGC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTATCTATAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
CAGGAAGAAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AGGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716476 
TTCTACTGCAATACATCAAAATTGTTTACAACAAATATAACAAGTAACACT----------------------
-------------------------------------------------------------------------
----------------------------
AGTGAAGGGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAGGAGCAA
TGTATGCCCCTCCTAGGGAAGGATTGATCACATGTTCATCAAAT---
ATCACAGGACTACTGTTGACAAGAGATCAAGAGGGCTCAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ATTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------



-------------------------GAAAGAGAAAAAAGAGCA---ATAGGC---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866137 
TTCTACTGCAATACATCAGAACTGTTTAATAATACATGGTTAAATAATACAGGGAACTGGTCATCAGAT----
-------------------------------------------------------------------------
----------------------------
AGTACAGGGATAATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACTAATCAATTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866135 
TTCTACTGCAACACATCAAGACTGTTTAATAATAGTGAATGGAAATCAAATAGTAGTACAGGGGGA-------
-------------------------------------------------------------------------
----------------------------
AATGAAAGTATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACACATCAATTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAACTAATCAG----------------------------
-------------------------------------------------------------------------
----------
AGTTCGAATGAGACCTTCAGACCTGGGGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY322189 
TTCTACTGCAACACATCAAACCTGTTTAATAGCATTTGGAATGTTACTAATGGTACTAGCCAGCTGGAGTCAA
ATAGC--------------------------------------------------------------------
-------------------ACA---
GAGTTAGCCGGAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAATAG
CAATGTATGCCCCTCCCATTGCAGGAATAATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTGCAGATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAGTTGAACCACTA---GGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866138 
TTCTACTGCAGTACATCAGAACTGTTTAATAGTACATGGAATACATCAATTAGTAGTACAAGGAATACATCAA
AT-----------------------------------------------------------------------
----------------------------
AGTACAAGGGATATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGACTAATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTGGCAAGAGATGGTGATGTAAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTCAGGAGACCCTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------



-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866141 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGGGGGATAATAATACATCAAGTGATACA-------
-------------------------------------------------------------------------
----------------------------
GAGGAAGGTAACATCACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAGATGTTCATCAAAT---
ATTACAGGATTACTGTTAACATATGATGGGGGTGTAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGC---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATCTG---CTGATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU204938 
TTCTACTGCAATACAACTGGACTGTTTAATAATAGTGTATGGAAGAATGATAGTGATACAGCAAAT-------
-------------------------------------------------------------------------
----------------------------
AGTACAGAGGTAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATCGAATGTACATCAAAT---
ATCACAGGACTATTGCTGACAAGAGATGGTGGTGTAAGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAAACCTTTAGGCCTGGAGGAGGAGATATGAGAGACAACTGGAGGAGTGAACTATACAAATATA
AGGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ659623 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGAGTGGACAGATACGACACCAAATACGACA-------
-------------------------------------------------------------------------
----------------------------
TCAAATGGTACCATCATACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTCAAGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGAAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCTGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGTGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCATCA---
CTGATGCTGACGGTACAG---GCCAAACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX907406 
TTCTACTGTAATACATCAGGACTGTTCAATAGTACATGGGATATTACGAATACTAGTAGCCCAAACAAC----
-------------------------------------------------------------------------
----------------------------
ACAGACCCAATTATCACACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGGCAAATTCTATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTGCAGATAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGTCATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------



----------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATACAGGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>HQ615975 
TTCTACTGTAATACAACAAAACTGTTTAATACAAGTGAATCAAATAGGACAGAG-------------------
-------------------------------------------------------------------------
----------------------------
GTAAATGGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAA
TCTATGCCCCTCCCATTGAAGGACACATCAACTGTTTATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGTTGCAAACAATAAG----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512899 
TTCTACTGCAATACAACAAGACTGTTCAATAGTACATGGAATACAACTACATCAAATAGTACAGAACAA----
-------------------------------------------------------------------------
----------------------------
AATGATACAAGAATACTATTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGAAGGACTAATCAGATGTACATCAAAT---
ATTACAGGACTATTGTTGGCAAGAGATGGTGGTGCAAGCAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTAGTAAGAATTGAGCCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF986106 
TTCTACTGCAATACAACAAAACTGTTTAACAGTACATGGCATAACAGTACATGGAAG----------------
-----------------------------------------------------------------
AATGATACTGCATTAAATACA------------
ACAGGGGATAAGATAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAG
CAATGTATGCCCCTCCCATTGCAGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTAAAACTAAT-------------------------------
--------------------------------------------------------------------
AATCATAGTGAGACC---
CTTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAACCACTA---GGTCTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAACGTCA---
CTGACGTTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF986033 
TTCTACTGTAATACAACAAAACTGTTTAATAACAATAAT----------------------------------
-------------------------------------------------------------------------
-------------------AGT---
ACTAATGAGACAGTAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAGCATTCGCTGTTCATCCAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-
AATAAGACTGCTCAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGT
ACAAATATAAAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--



-------------------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---
GGCGCAGTGTCA---ATGACGCTGACGGTACAG---GCCAGACAG---GTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716479 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGCAGGAAAATAGTACTCTATTAAATAAAACAAATT
AT-----------------------------------------------------------------------
-------------------ACA---
GAAGAAAATAAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAATAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACTAATCAAATGTTCCTCAAAT---
ATTACAGGACTATTGTTGGAAAGAGATGGTAGTGTTGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTCAGGAGACTGTCAGACCTGTAGGAGGAGAGATGAGAAACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTAAACCAATA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAAACAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACGATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---GTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB485651 
TTCTACTGTAATACATCAAGATTGTTTAATAGTGAATGGAGATACAATACAACAAGTAAGGAATGGAGTTCTA
ATACAACA-----------------------------------------------------------------
-------------AATAAT------
ACAGGGGTAAATGAAATCAAACTCCCATGCAGAATAAAACAGCTTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGCACTAATTAACTGTTCATCAAAC---
ATTACAGGACTATTGTTGTCAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTAATAAGAATTGAACCAATA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ320484 
TTCTACTGCAATACATCAAAACTGTTTAACAGTGCATGGAATGACAGTACATGGAATATAGGGAATAATAATA
CAGGG--------------------------------------------------------------------
-------------------------
TCAGATAATGAGACAATCATTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGATGGATCAATTGTGCATCAAAT---
ATTACAGGGCTCTTACTGGTAAGGGATGGTGGTGGTGCAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAACGAGACCTTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACATCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U08805 
TTCTACTGCAATACATCAAAATTGTTTAATCATAGTGTAGGGGAGAATAATACTCTATCAATTAGCAACGGG-
-------------------------------------------------------------------------
----------------------------
GTAAATACTAACATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGCCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCAAGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATACTAGTCAG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAA



TAAAAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GCAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852998 
TTCTACTGCAATACATCAGGACTGTTTAACACTAATGTGACATCAAATAGTACAGCAAAT-------------
-------------------------------------------------------------------------
----------------------------
CCAAATGGGAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGACTAATCAACTGCTCATCAAAT---
ATTACAGGACTATTGTTGGCAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAGCCAATA---GGTCTAGCACCTGCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX658585 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAGTGGTATAACAAATAGTACAGGAATGTTGAATAATAGT-
-------------------------------------------------------------------------
----------------------------
GATATATCAAATATCACAATCCACTGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACTAATCTACTGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGCAGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CCGAATGAAGCCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852934 
TTCTACTGCAATACATCACAGCTGTTTAATAGTACATGGGAAGCCAATACGACAGATAAG-------------
-------------------------------------------------------------------------
----------------------------
CTAAATGAGACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATCACATGTTCATCAAAT---
ATTACAGGGCTTTTATTGACAAGAGATGGTGGTACAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852982 
TTCTACTGCAATACATCAGGACTGTTTAACAATACGTTTAAATGGGAGAATGGCACTTTATTAAATACTACAG
TAAATATT-----------------------------------------------------------------
-------------ACAGAG------
AATAGTACAGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGACTATTATTGACAAGGGATGGTGGTACAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
CAGGATGATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853014 
TTCTACTGCAATACATCAGGACTGTTCAATCATAGTGTATGGAGCAATAATGGTACATGGAATACTACATCAA
TT-----------------------------------------------------------------------
-------------------------
AATAAAACAGAGAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATCAATTGTGTATCAAAT---
ATTACAGGACTATTGTTGATAAGAGATGGTGGTAATACTAATACTAGTCAT----------------------
-------------------------------------------------------------------------
-------
AATAATGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGACTTGAGCCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484502 
TTCTACTGCAATACAGCAGGACTGTTTAATAGTACATGGAACAGGACAAATAGTGAATGGATAAATAGTAAAT
GGACAAAT-----------------------------------------------------------------
-------------------AAG---
ACAGAAGATGTAAATATCACACTTCAATGCAGAATAAAACAAATTATAAACACGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCGTTAGTGGAATAATCCGATGTTCATCAAAT---
ATTACAGGACTGTTGCTGACAAGAGATGGTGGTGGTGCAGATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGGCAGAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTATAGCGCCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCCCGATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484506 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGGAAAATGGTACATTAAATAGTGCGGAG-------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCCAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGGCCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAAAGAAAAAAGAGCA---ATAGGC---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484513 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGGGGAATTCTAGTACATCAACTAGTACAGGGGTA-
-------------------------------------------------------------------------
----------------------------
AATAAGAGTACAATCACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCGAGGACTAATCAAATGTTCCTCAAAT---
ATTACAGGACTATTGTTGGTAAGAGATGGTGGTGCAACTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA



AAGTAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484518 
TTCTACTGCAATACAACAGTACTGTTTAATAGCACATGGGAAAATAATAGTACATGGGGTAATGAGAGT----
-------------------------------------------------------------------------
----------------------------
GCAATGGGTAATGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAGCTGCTCATCAAAT---
ATTACAGGATTACTGTTGACAAGAGATGGTGGTGGAAATGAAAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGTCTAGCACCCTCCAAGGCAAAAAGAAGAGTAGTA-----------
----------------------------GAAAGAGAGAAAAGAGCA---ATTGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---CTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AY304496 
TTCTACTGCAATACATCAGGACTGTTTAATGGTGTATGGAAGAATAATACATCAGATAATGAAACGGTAAAT-
-------------------------------------------------------------------------
----------------------------
GGAAGTGAGACAATAACAATCCCATGCAGAATAAAACAAATTATAAACACGTGGCAAGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATCCGATGTTCATCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTACAAATGGTGCT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAAGGAGACCTTCAGACCCGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTCTAGCACCCACCAGGGCTAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTACTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484480 
TTCTACTGCAATACATCAAAACTGTTTAATAATACATTTAATACTAGTGATTGGAGGACTTATAATACATCAA
ATAGT--------------------------------------------------------------------
-------------------------
ACAGGGAATGAGACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATTGAGGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGGGGTAATGCAAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATCAAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAGCCAATA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484485 
TTCTACTGCAATACATCAGAATTGTTTAATAATAGTGTATGGACATCAAATAATACAGGGATGTCAAATAGT-
-------------------------------------------------------------------------
----------------------------
ACAAAGGCAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATCAGATGCTCGTCAAAT---
ATTACAGGATTATTGTTGACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACAAATATA



AAGTAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484486 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATGGAGGAATGATACATCAAGTAGTACATGGAGGAATG
ATACATCAAGT--------------------------------------------------------------
-------------AGTACA------
AAGCCAGATGAGACACTCACACTCCCATGCAGGATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATCACATGTTCATCAAAT---
GTTACAGGACTATTGTTGACAAGAGATGGTGGTACACATAATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGTCAGACTGAGACCATCAGGCCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAGCCAATA---GGCCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGC---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484487 
TTCTACTGTGATACAACAGGACTGTTTAATGGTACAAATAGTACAGGGGGA----------------------
-------------------------------------------------------------------------
----------------------------
GATAATGAGACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGGCAAATCTATTGCTCATCAAAT---
ATTACAGGACTATTGCTGACAAGAGATGGTGGTAACAATGATACG----------------------------
-------------------------------------------------------------------------
-------------
GGGGAGGAGATTTTCAGACCTGTAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484519 
TTCTATTGCAACACATCAGGACTGTTTAATAGTACATGGACATCAAATAGTACATCAAATAGTACAAAGGTAA
AT-----------------------------------------------------------------------
----------------------------
AGTACTGAGCCAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCGCCCATTGAAGGACTAATTCATTGTTCATCAAAT---
ATTACAGGACTACTGTTGACAAGAGATGGTGGTACAAATAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484494 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGAATACTAGTGTATGGAGAAATGATAGTACAT
TA-----------------------------------------------------------------------
----------------------------
GATAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACGAATCAGTTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATACA



AAGTAATAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484495 
TTCTACTGCAACACAACAGGATTGTTTAATCATAGTAAATGGAATAATAATAATACATCAGAATGGAATAAT-
-------------------------------------------------------------------------
----------------------------
ACAGATAAGATAATCACACTCCCATGCAGACTAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCTA
TGTATGCCCCTCCCATTGAAGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGAGGTACAAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGAGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAACGTCG---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484497 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGAATGGACATCGTCTAAAGGTGAATGGACAGGGGTAGAAA
AGAAT--------------------------------------------------------------------
-------------------------
AGTACAAGCAGCAACAACAACCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CTATGTATGCCCCTCCCATTAAAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGCCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---GCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484498 
TTCTACTGCAATACAGCAAGATTGTTTAATTATGAATGGAGTAATAATACATTAGCTAGTACAGGGAATGACA
GT-----------------------------------------------------------------------
-------------------------
AAAGGGAATGACAGTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAGGGACTAATCACCTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAACTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTAATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484499 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTACATGGACAGGGGGTGGAAATATCACAAATATCACA----
-------------------------------------------------------------------------
----------------------------
AGTATCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCCAATGTTCATCAAAT---
ATTACAGGACTATTATTGACAAGAGATGGTGGTGCAACTAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAGTGAGACCTTTAGACCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATA



AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAACAGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U36871 
TCCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAGGAATAATAATACATCAAATAGTACAGGGGTAA
ATAGT--------------------------------------------------------------------
-------------------ACA---
GGGGAAAATGAGATAATCAAACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGGCTAATCAATTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCCAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAACTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575364 
TTCTACTGCAACACATCAGGACTATTTAATGGTACATGGAGAAATGCTACATCAAATAGTACACAG-------
-------------------------------------------------------------------------
----------------------------
CTGAATGGTACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGATTCATCAATTGTTCATCAAAT---
ATTACAGGACTATTGTTGGTAAGAGATGGTGGTAGTAATGATGAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AGGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575370 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGGAGAATGTGAATGTTACTACATCAAATAATACAG
GG-----------------------------------------------------------------------
----------------------------
CCAGATAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGGCTAATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTACTAAGAGATGGTGGTCTAAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCAATA---GGTCTAGCACCTACCAAGGCAAGGAGAAGAGTGATG--------------
-------------------------GAAAGAGAAAAGAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACAATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---GTATTG---TTTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>EF575429 
TTCTACTGCAATACATCAGGACTGTTTAATAATACATTTAATACTAAGAATAGTACAGAGGTAAATAGTAAT-
-------------------------------------------------------------------------
----------------------------
GGGACAGAGGTAATCATACTCCCATGCAGAATAAAACAAATTACAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTGAAGGACTAATCAGCTGTTCATCAAAT---
ATCACAGGACTATTGTTGACAAGAGATGGTGGTAATATAACTAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAG



TAGTAAGAATCGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575482 
TTCTACTGCAATACATCACGCCTGTTTAATAGTACATGGAATAATAATACAGGGGATATAGGGAGTAGTGAT-
-------------------------------------------------------------------------
----------------------------
ACAAATAAGAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAAAAATCCAGTGTAGATCAAAT---
ATTACAGGGCTCTTACTGACAAGAGATGGTGGTGCAGATGCTAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCATCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAGG
TAGTAAGAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAGAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
TTAACGCTGACGGTACAA---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403079 
TTCTACTGCAATACATCAGGACTGTTTAATAATATATGGAATGGCACTTGGAATGGCACTTTAAATAGTACA-
-------------------------------------------------------------------------
----------------------------
GGGAGAGAGAATATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAGTAATTAATTGTACATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGCTAATGAGAGT----------------------------
-------------------------------------------------------------------------
-------
CAGAATAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGTCTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AY773338 
TTCTACTGTAATACATCAAGGCTGTTTAATAATACATGGAATGGTACAACATGGTCAAATAAGACAGAC----
-------------------------------------------------------------------------
----------------------------
ACCAATGGGACAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCCCCCATAGAAGGACTACTTAGATGTTCATCAAAT---
ATTACAGGGTATATATTGACAAGAGATGGTGGTTATACCAGTTCT----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGCGACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGAGAATTATATACATACAAAG
TAGTACAAATTGGACCAATA---GGAGTAGTGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGGG---GTT------------------------
------------TTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGTCGCTGCCGGTACAG---GCCAGACAG---GTATTG---TCTGGTACAGTGCAACAGCAAAGC---
AATTTG---CTCAGG---GCTATATCGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY773340 
TTCTACTGTAATACATCAAGGCTGTTTAGTAATACATGGATGGTACATGGGATAATAATACATGGT-------
-------------------------------------------------------------------------
----------------------------
TCAAATCAGACAGTCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGAACAATTAGGTGTTCATCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGTGGTAATAATAGTTCT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG



TAATACAAATTGAACCAATA---GGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTAGAGTGCAACAGCAAAAC---
AATTTG---GCCAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY773341 
TTCTACTGTAATACATCAGGGCTGTTTAATAATACATGGGATAATAGTAATAGGACATGGTCAAATAAGGGAG
CA-----------------------------------------------------------------------
-------------------------
TGGTCAAATCAGACAGTCACACTCCCATGCAGAATACGACAAATTATATACATGTGGCAGAAAGTTGGAAAAG
CAATGTATGCCCCTCCCATACAAGGAACACTTAGATGCTCATCAAAT---
ATTACAGGACTACTATTCACAAGAGATGGTGGTAATAATAGTTCT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGCGGAGGAGATACGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TACTACAAATTGAACCAAGA---GGAGCAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGCA---ATACGA---CTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
GAGACGCGGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATACTGCAACAGCAAAAC---
AATTTG---CTCAGG---GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF633445 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACATGGAATAGGACAGGGAATAATAGTAGTAGTACAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAGACAATCACACTTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTGACAAGGGATGGTGGTGATAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
TCTCACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAACCAATA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GCAAGGGAAAAAAGAGCA---ATAGGA---CTAGCGAGC------
---TGGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCT---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ900266 
TTCTACTGCAATACATCAGGATTGTTTAATAACAGTGATACC-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAACAGAACTATTACTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCTGTTGCAGGAAAAATTACCTGTAACTCAAAC---
ATTACAGGCCTACTATTGACAAGAGATGGTGGTAATAATAGTCAT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTGGCG--------------
-------------------AGAGGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAGCAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ900267 
TTCTACTGCAATACATCAAAATTGTTTAATAATAACACAGAA-------------------------------
-------------------------------------------------------------------------
----------------------------
CCCAATGGCACTATCACTCTTCCATGTAAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCTATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGCTTACTATTGACAAGAGATGGTGGTACGAATCAGAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTACTGAGACATTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAATATAAAG



TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACGAGTGGTGGAG-----------
----------------------AAAGAGAGACCAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ189088 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGATGAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAAACA
ATCACCCTCCCCATGCAGGAAACATTACCTGTGGTTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTACTGGGAATTGCACTGATGGT-------------------
-------------------------------------------------------------------------
-
GGTACTGGGAATTGCACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAAGCAAGAAGACAAGTGGTA--
-------------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGGAGCT---------TTGTTCATTGGGTTCTTGGCAGCA---GCAGGAGGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---
TCTGGAATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MH746263 
TTCTACTGCGATACATCACAACTGTTTAATGAGTCA-------------------------------------
-------------------------------------------------------------------------
-------------GCAGGT------
CAATTCAATGGAACTATCATTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCTGCTCCTGTTGCAGGAAACATTACCTGTAACTCAAAT---
ATCACAGGCCTATTGTTAACAAGAGATAGACATGGTGAGGCTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAGAATTGAGCCACTA---GGGGTAGCACCTACCAGGGCAAAAAGACGAACGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---ACTATTGAAGCGCAACAACACCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH746246 
TTCTACTGCGATACATCAAAATTGTTTAAT-------------------------------------------
-------------------------------------------------------------------------
-AATAATACAAAAGCATCA------
GCATCCAATGGCACTATCACTATCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATTACCTGTCGTTCAAAC---
ATTACAGGCCTACTATTGATAAGAGATGGTGGTAGTAATCAGAAT----------------------------
-------------------------------------------------------------------------
----------
AATTCTGAGGAGATCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAGCCGCTA---GGAGTAGCACCCACCAAGGCAAGAAGACCAGTGGTG-----------
----------------------------AGCAGAGAAAAAAGAGCA---GCAGGA---ATAGCAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771006 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCACTCTCCCATGTCAAATAAAACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGAAGGGAACATTACCTGTAACTCCAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGAATAATGATACTGAG----------------------
-------------------------------------------------------------------------
-------



AATAAAGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---
------GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTAAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771008 
TTCTACTGTAATACATCAGGACTGTTTAAATTCAATGCCTCATCCGGTGAG----------------------
-------------------------------------------------------------------------
----------------------------
AATAGTACAAATATCACTCTCCCATGTAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCTATTGAAGGAAAAATTTATTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACTAGAGATGGTGGTACTAATGATACT----------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCACAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849782 
TTCTACTGCAATACATCAGAACTGTTTAATGACACAGGCAAT-------------------------------
-------------------------------------------------------------------------
-------------------GAC---
ACTAGTGCCGCTACTATCACTCTCCCATGTAAAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAGTGTATACTGCTCCCATTGCAGGAAACCTTGCCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------------------
CAGGACAATAATAGT---
ACTACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------CAGAAGCAAAAAAGAGCA---GTGGGG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TTTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427774 
TTCTACTGCAATACATCAAAACTGTTTAATGACAATAGCACTCAAAAATCC----------------------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCACTCTCCCATGTCGAATAAAACAAATGGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGGAACATTACCTGTAATTCAAAT---
ATTACAGGTCTACTATTGGTAAGAGATGGTGGAAATGGTGGAAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAATAAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTCAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>MG365768 
TTCTACTGCAATACAGCAGGACTGTTTAACAACACTGAT----------------------------------
-------------------------------------------------------------------------
----------------------------
AAGAATATCACTATCACTCTCCCATGTCAAATAAAACAGATCATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGTCTGATATTGACAAGAGATGGTGGCAATAGAAATGATACT-------------------------
-------------------------------------------------------------------------
----------



AATTGCACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGACAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTGCTCATTGGATTCTTGGGAGCA---GCAGGAAGCACTAGG---GGCTTAGCCTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KU749396 
TTCTACTGCAATACAACAAAACTGTTTAATAATACAAGATAC-------------------------------
-------------------------------------------------------------------------
-------------------------
AATGATACTATCACTCTCCCTCTCCCATGTCAAATAAAACAAATAGTGAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATACCTCTCCCATTGCAGGAAACATTACTTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATACTGATAAT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TTTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MG365764 
TTCTACTGTAATACATCAGGACTGTTTAATAATAAC-------------------------------------
-------------------------------------------------------------------------
-------------------ACA---
GAATCCAATGACACTATCACTCTCCCATGTCGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCGCTCCCATTGCAGGAAACCTTGCCTGCAGCTCAAAC---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAGTAATGGGACTAGTAAT-------------------
-------------------------------------------------------------------------
----------
GGGACTACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGACCAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGAATAATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181923 
TTCTACTGCAATACATCAAGACTGTTTAATGACACAAAA----------------------------------
-------------------------------------------------------------------------
----------------------------
TTCAATGACACTATCGTTCTCCCATGTCGAATAAGACAACTGGTAAGACTGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGTTCCCATTGCAGGAAGCATTACCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGCATAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATAAAACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACTGGGGCAAGGAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---GTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGACGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181926 
TTTTACTGCAATACATCAGGCCTGTTTAATGACTCAATAATA-------------------------------
-------------------------------------------------------------------------
-------------------------
AATGGCACTGAGAGTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCGTTCCTATTGCAGGAAACATTACCTGTATTTCAAAT---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGTCTGAACAATGATACT-------------------------
-------------------------------------------------------------------------
----------



AATCAGACTGAGACCTTCAGACCTGGGGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCCCTA---GGGGTAGCCCCCCCCAGGGCAAAAAGACAAGTGGTA-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCAATATG---GGCGCGGGGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181925 
TTCTACTGCAATACATCAGCTCTGTTTAATAATGAAACAGGATCCAATGACACTACAGGA-------------
-------------------------------------------------------------------------
----------------------------
TCCAATAGCACTATCACTCTCCCATGTAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGGCGAGCAA
TGTATACCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTTATGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACCAGTGGTG--------------
-------------------------AGGAGAGAGAAAAGAGCAGCAGTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MK041565 
TTCTACTGCAATACAACAAATCTATTTGGTGACACAATGGTAAATAAC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAGATGACACAATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCAATCCTGTTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAATAAAACA----------------------------
-------------------------------------------------------------------------
----------
GATGAAACTGAGACCTTTAGACCAGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACTAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAACT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACATCACATGTTGCAGCTCACAGTCTGGGGCATT 
>AY173958 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGGATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCTATGTCGAATAAAACAAATGGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATCTCAGGAAACATTACCTGTAACTCGAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AGGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGAGCGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JF683771 
TTCTATTGTAATACATCAGAATTGTTTAATAATAGTAACTCA-------------------------------
-------------------------------------------------------------------------
----------------------------
AACAATGGCACTATCACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTACCTGTAACTCAAGT---
ATTACAGGCCTACTATTGACAAGAGATGGTGGTCAAAGTAATAAGAGTAAA----------------------
-------------------------------------------------------------------------
-------



GATAATGGGAGTGAGATCTTCAGACCTGGGAGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAAT
ACAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTA--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---
------GTGTTCCTTACGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAGCAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM068554 
TTCTACTGCAATACATCAAAACTGTTTAACAACACAGAATTCAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GTCAGTGACACTATCATTCTCCCATGTCGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTAATCCTATTGCAGGAAACATCACCTGTAACTCAAGT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTAACGGGAATGAAACTGAG----------------------
-------------------------------------------------------------------------
-------
AATAATGATACTGAAATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAGAGAGCA---GCGGGA---ATGGCAGCT---
------TTGCTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>JX140671 
TTCTACTGTAATACATCAAAACTGTTTAATGAAACAGAATCCGGTAACACA----------------------
-------------------------------------------------------------------------
----------------------------
CAGAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGACACATTACATGTAATTCAAGT---
ATTACAGGGCTACTACTAATAAGAGATGGTGGTCAGCATAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGATGCTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AGGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGAGTACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ883138 
TTCTACTGTAATACATCAAAACTGTTTAATGAAAAAGAACTCAATAACACA----------------------
-------------------------------------------------------------------------
----------------------------
CAGAATGACACTATCATACTCCCATGTAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACATGTCATTCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTCAAAGGAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGATCTTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AGGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ979023 
TTCTACTGCAATACATCAAAATTGTTTACAAATAACATAAGC-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGGACTATCACTCTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATACCGCCCCCATTGCAGGAAACATTACATGTAACTCAAAT---
ATTACAGGCTTACTCATAACAAGAGATGGTGGTCAGGAGGGGCGTAAT-------------------------
-------------------------------------------------------------------------
----------



GATACTGAAGAAATATTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTAAACCACTA---GGAATAGCACCCACCGAGGCAAGGAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGACTT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCACAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ979024 
TTCTATTGCAATACAACAAAATTGTTTAATGGTAGTGGAAACAATGACATTATC-------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCACTATCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGACAAATTACCTGTAACTCAAAT---
ATTACAGGCATAATATTGACAAGAGATGGTGGTAACAAAAATGAGACTAAT----------------------
-------------------------------------------------------------------------
-------
AAAAATGGGACTGAGATCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTCTATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGACGAGTGGTG--------
-------------------------------ACGAGAGAAAAAAGAGCA---TTGGGA---ATGGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATCTG---CTGAAG---GCCATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF075703 
TTCTACTGCAATACATCACTACTGTTTAATAATACAGTACCT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCACTCTCCCATGTCGAATAAAACAATTTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTGCTATTGACAAGAGATGGTGGTCAGAGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGATTCTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGCCCAAAAGACCAGTGGTG-----------
----------------------------AGGAGAGAAAGAAGAGCA---GTGGCA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGCAG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KU168276 
TTCTACTGCAATACATCAGGGCTGTTTAATAATACAGGAACT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACTATCACTCTCCCATGTCAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATGT
ATGCTGCTCCCATTGCAGGAAACATTACCTGTAGATCAAAC---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAGTACTAAT----------------------------
-------------------------------------------------------------------------
----------
GGTAGTATTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATACA
AAGTAGTAGAAATTCAACCACTA---GGAATAGCACCCACCGAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ACAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AJ249238 
TTCTACTGCGATACATCAGGATTGTTTAATGAAAGTGAAAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TACAATGGCACTATCATTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATTCCGCTCCCATTGCAGGACGCATTAACTGTAACTCAACT---
ATTACAGGCCTACTATTAACAAGAGATGGTGGTCAGAGTAATGATACT-------------------------
-------------------------------------------------------------------------
----------



AATAGGACTGAGACTTTCAGACCTGAGGGAGGAAACATGAAAGACAATTGGAGAAATGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTAGATTCTTGGGAGCA---GCAGGAAGCAACATA---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGAATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY231157 
TTCTACTGCGATACATCACAGCTGTTTGATAGTACAGTACTT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACCATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAATGT
ATGCTGCGCCCATTGCAGGAAGCATTACCCGTCATTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAGTAGG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACCAGTGGTG-----------------
----------------------AAGAGAGAAAAAAGAGCG---TTGGGA---ATGGGAGCT---------
TTGTTTCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KU168274 
TTCTATTGCAATACATCAGAGTTGTTTAAAACTAATATA----------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATAACACTATCACTCTCCCATGTAGAATAAAACAGATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGATTACTATTGACAAGAGATGGTGGTCAGGATAATAAAAATGGG----------------------
-------------------------------------------------------------------------
-------
ACTAATAGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGACTT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AB485659 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAGCACGAGCCCCGAAGGAGTGTTTAACACGAGC-------
-------------------------------------------------------------------------
----------------------------
CACAAAGGAAATATCACTCTCCTATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGCCAAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGCTTACTATTGACAAGAGATGGTGGTCAGAATAATGAG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAAAGACAAGTGGTG-----------------
----------------------AAGAGAGAAAAACGAGCA---GCGGGA---TTAGGACTT---------
TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236605 
TTCTACTGCAATACAACACAACTGTTTAACTACACAAGATATTCCAATGGCACTATCATTTTCGGT-------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TATATGCCGCTCCAATTGCAGGGAACATCACCTGTCACTCAAAT---
ATTACAGGCCTACTATTGACAAGAGATGGTGGTAGTGGCAATGGTACT-------------------------
-------------------------------------------------------------------------
-------



GACAATAGAAGTGAGATCTTCAGACCTGGAGGGGGAAACATGAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCACTA---GGAATAGCACCCACCAGGGCACACAGACGAGTGGTG--------
-------------------------------AAGAGACAAAAAAGAGCA---CTCGGA---ATGGGAGCC---
------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGAATAGTGCAACAGCAAAAT---
AATTTG---CTGATG---GCCATTAAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KU168275 
TTCTACTGCAATACATCAGGGCTGTTTAATAATACAGTACTC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAACACTACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTATTATTGACAAGAGATGGTGGTGAGAATAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATACAAAGTAG
TAGAAATTCAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------------
----------------------AAGAGGGAAAAAAGAGCA---GTTGGA---ATGGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH705144 
TTCTACTGCAACACAAGTAAGCTGTTTAACACAACTTGGCTAAATAATAAAACGGAACACAATGGCATTATCA
ACAGC--------------------------------------------------------------------
----------------------------
AGCACTGAAATTATGGTGCTTCCGTGTAGAATAAGACAATTTGTAAACATGTGGCAAAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGGGTAATTCAGTGTAAATCAGAT---
ATCACAGGTCTACTATTGACAAGAGATGGTGGTAATACTGGTAATAAT-------------------------
--------------------------------------------------------
ACAGGAGGTGATGGTAAT------------
AATACCGACATCCTCAGACCTACAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAA-----------
-------------------GGAAAAGAAAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY371158 
TTCTACTGCGACACAACAGCACTGTTTAACACAACATTACTTAACACAACAATGGAT----------------
-------------------------------------------------------------------------
----------------------------
AATAATGGTACTATCATTATTCCATGTAGAATAAAACAAATTGTAAACGTGTGGCAAAGAGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTCAGTGCAACTCAAAT---
ATCACAGGTCTACTATTGACAAGAGATGGTGGAAGTAAGGCAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGACATCCTCAGACCTATAGGGGGAGAGATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTCAACCACTA---GGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAGAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140672 
TTCTACTGCAATACATCAGCTCTGTTTAATACAGAAGCTCTGAAAAATAACACAGGT----------------
-------------------------------------------------------------------------
----------------------------
CAAAATGGCACTACCACCATTTATTGTAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTCAGTGTAACTCAAGT---
ATCACAGGTCTAATATTAACAATAGATGGT---AATAGAACAAAT----------------------------
-------------------------------------------------------------------------
----------



AATAAGAGTGAGACCCTCAGACCTGGAGGGGGAGATATGAAAGACAATTGGAGAAGTGAACTGTATAAATATA
AGGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGACGAGTGGTG-----------
----------------------------AGCAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAAGCGCAGCAGCACTTGTTGCAGCTCACAGTCTGGGGCATT 
>KU749420 
TTCTACTGTAACACAAGCAGACTGTTTAATAACACACTGTTTAATAACACACAGCTTAATAACACA-------
-------------------------------------------------------------------------
----------------------------
GAAGGAGGGAACATTACTCTTCCATGTAGAATAAAACAATTTGTAAACATGTGGCAAAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCTGGAAGAATTCAGTGTATCTCAAAT---
ATCACAGGTCTACTATTGACAAGAGATGGTGGTACTAATGATACGTCT-------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGGGGAGACATGAGAGATAATTGGAGAAGTGAACTGTATAAATATAAGG
TAGTAAAAATTGAGCCACTA---GGAGTAGCCCCCACTAGGGCAAAAAGGCGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AJ277824 
TTCTACTGCAACACAGATGAGCTGTTTAATAACAGCTTGTTGAATAACACA----------------------
-------------------------------------------------------------------------
----------------------------
AAAAAAGAAAATATCACTCTTCCATGTAGAATAAAACAATTTGTAAACATGTGGCAAAGGGTAGGACAAGCAA
TGTATGCCCCTCCTATAGCCGGACAAATTCAGTGCAACTCAAGT---
ATCACAGGTCTACTATTGACAAGAGATGGT---AACAAAAATGGG----------------------------
-------------------------------------------------------------------------
----------------
TCCGAGACCCTCAGACCTGGAAGGGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAG
TAAAAATTGAACCCCTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------------
----------------------AAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AJ249237 
TTCTACTGCAACACAACTATTCTGTTTAATCACACAAGAGTAAATGACATTCTGTCTAATAATCACACGAGA-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCACTCTTCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATTGCCGGAAAAATTCAGTGTAACTCAAAT---
ATCACAGGTCTACTATTAACAATAGATGGTGGGGAGGGAAATGAG----------------------------
-------------------------------------------------------------------------
----------------
TCCGAGACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF377956 
TTCTACTGCAACACAGTAGCTCTGTTTAATGCAACTAACATGACTAATGCAATGAACAGG-------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCATTATCACTCTTCCATGTAGAATAAGACAAATTGTAAACATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCTGGACAAATTCAGTGTAACTCAAGC---
ATCACAGGTCTAATATTGACAAGAGATGGTGGGAAAAATAATACC----------------------------
-------------------------------------------------------------------------
-------------



AATAATGACACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAG-----------
----------------------AGAGAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054264 
TTCTACTGTAACACAACAAAGCTGTTTAATTCAAGTCTGCTTAACAGTACAAGTACAAATGAAAGTATACCTG
AG-----------------------------------------------------------------------
----------------------------------------
ATTATTCTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAGCAGTGTATTCCTCCC
CCATTGCAGGGAAAATTCAGTGTATCTCAAAT---
ATCACAGGTCTATTATTGGTGAGGGATGGTGGTAATACATCCCAC----------------------------
-------------------------------------------------------------------------
----------
AATGACAATGACACCCTCAGACCTATGGGGGGAGATATGAAAGCCAATTGGAGAAGTGAACTGTATAAATATA
AGGTAGTAAAAATTGAGCCACTA---GGAATAGCACCCTCCAGGGCAAAAAGACGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCT---GTGGGA---ATAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KF725967 
TTCTACTGTAATACAACAGATCTGTTTAATATAACAGCTCTGGTTAATAAC----------------------
-------------------------------------------------------------------------
----------------------------
ACAGGGAACAATATCACTATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATAGCCGGAAGAATTCAGTGTAACTCAACT---
ATCACAGGTCTACTATTAACAAGAGATGGTAGAAATGATACAAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAGCTATATAAATATAAGGTAGTGA
AAATTGAACCACTA---GGAGTAGCACCCACTGAGGCAAGAAGACAAGTGGTA--------------------
-------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGACGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>AY371121 
TTCTATTGTAATACATCAGAACTGTTTAATATTAATATATCAAATAGTAGTACAAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
GAGAATGAAACTATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCTATCGCCGGAAACATTACATGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATACTAGGGAT----------------------------
-------------------------------------------------------------------------
----------
AATACCTCAGAGATCTTCAGACCTGGAGGAGGAGAAATGAGAGACAATTGGAGAAATGAATTATATAATTATA
AAACAGTAAAAATCAAATCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389367 
TTCTATTGTAATACATCAGGCCTGTTTAATATATCATATAATAGTACAGAGAATAGTACTTATAATGAA----
-------------------------------------------------------------------------
----------------------------
GGGAATGAGACTTATACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATTACATGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGAGAATGATAATAAT-------------------------
-------------------------------------------------------------------------
----------



AACAGTAGTGAGGTCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATAAAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTAGTTGGACTAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCACAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389365 
TTCTATTGTAATACATCAGACTTGTTTAATATCAGTACAACAAATAGT-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATTACATGCAGGTCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGGTGGAGGTAAT----------------------------
-------------------------------------------------------------------------
----------
CAAACAAATGAAACCTTCAGACTTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAGATTAAACCACTA---GGAATAGCACCCACCAAGTCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>AM279346 
TTCTATTGTAATACATCAAAACTGTTTAATCCTAATGGTACAGAG----------------------------
-------------------------------------------------------------------------
----------------------------
AATGAGACTCATATCACAATCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGACAGTAGGAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GACAGTGAGATCGTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATAAAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---ATGGGAGCT---------
TTTCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATT 
>JF327806 
TTCTATTGTAATACATCAAAATTATTTACATCAAACCTGACA-------------------------------
-------------------------------------------------------------------------
-------------------------
TCAAATAATGACACTATCATGCTCCCATGTCAGATAAAACAAATTGTGAGAATGTGGCAGGGAGTGGGACAAG
CAATGTATGCCCCTCCCATCGCAGGAGAAATTACATGTAGATCAAGT---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAATGATAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
ATTGGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTAAACCACTA---GGAATAGCATCCACTAGGGCAAGGAGAAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------TTTGGAGCT------
---ATCTTCCTTGGGTTCTTAGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY231155 
TTCTATTGTAATACATCAAGTCTGTTTACTAATTGGGAGAATATGACA-------------------------
-------------------------------------------------------------------------
----------------------------
AATCAGACTAATCACACAATCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTGAATGTAGCTCAAAC---
ATTACAGGACTACTGTCGACAAGAGATGGTGGGAAGAATGATAATGGA-------------------------
-------------------------------------------------------------------------
-------



AGTGAGAATTTTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATATGT
ATAAAACAGTAAAAATCAAATCACTA---GGAGTAGCACCCACCAGGGCACGAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTTGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY231156 
TTCTATTGTAATACATCAGGACTGTTTAATAGTAGTAATCTGTCTAATAGTAGTAACAAT-------------
-------------------------------------------------------------------------
----------------------------
GAGACCGATATTATAACGCTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATAGAAGGAAACATTACATGTATATCAAAT---
ATTACAGGACTATTATTAACAAGGGATGGTGGGAAGACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>EF033660 
TTCTATTGTAATACATCAGGATTGTTTAATAGTAGTAACCTTAAAAGTAGTAACCTGACT-------------
-------------------------------------------------------------------------
----------------------------
GGTAATGAGACCATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAG
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTATATCAAAC---
ATTACAGGACTACTAATAACAAGAGATGGTGGGAATAATAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAGACCTTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GTCAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCTACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022379 
TTCTATTGTAATACATCTAGATTGTTTAATGATAATATTACACATAATAATAGTGCATCTAATAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTAAGGGAAACATCACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAA
TGTATGCCCCTCCTATCGCAGGAGAACTTACATGTAAATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGACTCATAAAAAT----------------------------
-------------------------------------------------------------------------
----------
AATAAAAGTGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTAAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAAAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>JN248582 
TTCTATTGTAACACAACAGGACTGTTTAATAATAGTACATTGGAGCTTAATAACACT----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAACTGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAGATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGAATAATGATACT----------------------------
-------------------------------------------------------------------------
----------------



CATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAACTATATAAATATAAAATAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGGGAAAAAAGAGCAGTAGTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069947 
TTCTATTGTAATACATCAGGATTGTTTAATGATAGTGCATCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCACACTCCCATGTAAGATAAAACAAATAGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGT
ATGCCCCTCCCATCGCAGGAAACATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGAAATGATGGGGCTAATAGC----------------------
-------------------------------------------------------------------------
-------
ACAAATCAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAATAGTAAGAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---
------GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATA 
>KY229519 
TTCTATTGTAATACATCAGAACTGTTTAATCCTAATACCCTGAATAGTAATAGTAGT----------------
-------------------------------------------------------------------------
----------------------------
GATCAGTCTAACATCACCCTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCGA
TGTATGCCCCTCCCATTGCAGGAGAGATTACATGTAGATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGAAATCACCAGAACATT-------------------------
-------------------------------------------------------------------------
----------
AGTGGAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGCGGTG-----------
----------------------------GAGAGAGAAAGAAGAGCA---GTTGGA---ATGGGAGCT------
---TTACTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ATCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>KY229535 
TTCTATTGTAATACATCAGGACTGTTTATGAATAACCTGACTAGTGGTAGT----------------------
-------------------------------------------------------------------------
----------------------------
GATCAGGATAACATCACCCTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCGA
TGTATGCCCCTCCCATTGCAGGAGAGATTACATGTAGATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGAAGTAACAATAACAAT-------------------------
--------------------------------------------------------------------
GATTCCAATAACAAT---
GGAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAATCCACTA---GGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGGG-----------
----------------------AAAGAAAGAGAAAGAAGAGCA---GTTGGA---ATGGGAGCT---------
TTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAGCTTACAGTCTGGGGCATT 
>KU168273 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATCTGGTATGTTAACGGGACAAATGGGACCGTACTAAATG
GAACAATTACT--------------------------------------------------------------
-------------GGGACC------
GGACTAAATGGAACAATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGGGGAGATATTACATGCGAATCAAAT---
ATTACAGGACTAATATTAACAAGTGACTATGTTAATACAACAGATACA-------------------------
-------------------------------------------------------------------------
----------



AATGGAAGTGTTACCCTCAGACCTACAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCACTA---GGAATAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCT------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AF005496 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTAGTTGGGAAATGCATACTAATTACACATCAAATGACACAA
AG-----------------------------------------------------------------------
----------------------------
GGAAACGAAAACATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAAACATTATGTGTGTATCAAAT---
ATTACAGGACTAATATTGACAATTGACGAGGGTAACGCGTCTGCA----------------------------
-------------------------------------------------------------------------
-------------
GAAAATTATACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGAATAGCACCCACCAAGACAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TCTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATACAGGCGCGACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KY392776 
TTCTATTGTAATACATCAAAACTGTTCAATAGTAGTGAAAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGCAAACATCACACTCCCATGTAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGCAGGAAACATTACATGCATGTCAAAT---
ATTACAGGATTAATATTGACACGTGATGGGGGAGTTAACAATAACAATGACAGT-------------------
-------------------------------------------------------------------------
-------
ACTAATAATACAGAAATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGCTATATAAAT
ATAAAGTGGTAAAAATTGAGCCACTA---GGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>KU168280 
TTCTATTGCAATACATCACAACTGTTCAATAATAGTTGGAATGGAAGTAGTTGGAATAACAATGCT-------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATCACAATTCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCCA
TATACGCCCCTCCCATCGCAGGAAACATTACATGTGTATCAAAT---
ATTACAGGATTAATATTAACACGTGATGGGGGACAGGGAGGAAAT----------------------------
--------------------------------------------------------------------
GAGACAAACAAGACT---
GAGGCTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGGAGGTTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCG------GGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAT---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>GU237072 
TTCTATTGTAATACATCAAGCCTGTTCAATAGTAGCTGGAGTAGTAAGAATGATACAAATAGC----------
-------------------------------------------------------------------------
----------------------------
ACAGCAAATTACACAATCATCCCATGTAAAATAAGACAAATAGTGAGAATGTGGCAGAAAGTAGGACAAGCAA
TATATGCCCCTCCCATTGAAGGAAACATTACATGCTCATCAAAT---
ATTACAGGATTAATATTGACACGTGATGGAGGAGACAAGAACAGCACTAGC----------------------
-------------------------------------------------------------------------
-------



AACAACAGTACTGAGATCTTTAGACCCACAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAGATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>AJ249239 
TTCTACTGCAATACAACAAAACTGTTTAATGAGACAGGGGAG-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGTACTATCACACTCCCATGTAGAATAAAGCAGATTATAAACATGTGGCAGAAAGTGGGAAAAGCAATAT
ATGCCCCTCCCATTGCAGGAAGTATTAACTGTAGCTCAAAT---
ATTACAGGAATGATATTGACAAGAGATGGTGGTAATAATACTCAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAG
TACAGATTGAACCACTA---GGAATAGCACCCACCAGGGCCAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---------
GTGTTCTTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAACATCTGTTACAGCTCACGGTCTGGGGCATT 
>MH746262 
TTCTATTGCAATACAACACAACTGTTTAATGGC----------------------------------------
-------------------------------------------------------------------------
----------------------------
ACGATTGGCAATATCACACTGCCATGTAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGAATACTTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATCATACGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U51188 
TTCTATTGCAATACAACAGCACTGTTTAATAGTACTTGGATAAATGGAACCATGCAGGAGGTTAATGGCACA-
-------------------------------------------------------------------------
----------------------------
AACTCAGGCAATATCACACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGAAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTATTAATCAAAATCAG-------------------------
-------------------------------------------------------------------------
-------
ACTAACAAAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112863 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGAACCACGAAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCATAATTCTATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGAGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGAGTTAATAGGACA----------------------------
-------------------------------------------------------------------------
-------------



CATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAATGAATTATATAAATATAAAA
CAGTACTAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036528 
TTCTATTGCAATACAACAAGATTGTTTAATAATACTTGCATAAACAATGAAACCATAGAG-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTCAGAACATCACAATTCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAGTTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAAGACG----------------------------
-------------------------------------------------------------------------
-------------
AATGAGGAGATCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAGTTATACAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>HM215415 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGCATAGAGGAGTGCAATGAAACCATTTGC-------
-------------------------------------------------------------------------
----------------------------
TACAATGAAACCACTTATCTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAA
TGTATGCTCCTCCTATTGAGGGAAAAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
ACAGGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF835503 
TTCTATTGTAATACATCACAACTGTTTAATACAACACAACTTAAACGGTTTAATAATGGTGGG----------
-------------------------------------------------------------------------
----------------------------
GGTAGTGACACTATCATACTTCCATGTAAGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTCATAATGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835505 
TTCTATTGCAATACATCACAACTGTTTACTTGGAAAGAAAATGAAACCATAAATGGG----------------
-------------------------------------------------------------------------
----------------------------
GGTAATGGTAGTATCACACTTCAATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAA
TGTATGCTCCTCCCGTCAATGGAACTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGAGAGT-------------------------
-------------------------------------------------------------------------
----------



AATACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835527 
TTCTATTGCAACACATCAAACCTGTTTAATACAACATACCTTAATAGTAGCACA-------------------
-------------------------------------------------------------------------
----------------------------
GAAAATAACAATATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGCTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGGAATGGTACAGAGGGG----------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATTTGCTGCAACTCACAGTCTGGGGCATT 
>JX112809 
TTCTATTGCAATACAAGCCAACTGTTTAATGCTACTTACGGAACAAATGAAACCACGCGTACG----------
-------------------------------------------------------------------------
----------------------------
CGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGAGGGGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112813 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACTTGGACAGGAAATGAAACCATAAATGAGAAT-------
-------------------------------------------------------------------------
----------------------------
GGGACTACTAAAATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATGGTAATCAT----------------------------
-------------------------------------------------------------------------
-------------
ATAAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112814 
TTCTATTGCAATACAAGCCAACTGTTTAATAAAACTTACTATGGAAATGAAACTACTTCCATAGGGAATACC-
-------------------------------------------------------------------------
----------------------------
ACGAATAACACTATCGTACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAAGTCT----------------------------
-------------------------------------------------------------------------
----------



CAGGTGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JX112820 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGGAAAGAAATGGAACCATGAGGGGGCATAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGCAGGAAGTATTAATTGTACATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTTATGATGCGGAGAAT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCATGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112823 
TTCTATTGCAATACAAGCCAACTGTTTAATGATACAGGAAATGAAACCATAGGGAAT----------------
-------------------------------------------------------------------------
----------------------------
AATAGTAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGCGGTACTAATGGTAATAATACTAAT------------AAT----
-------------------------------------------------------------------------
----
ACCACTAATAATACCGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GACAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCATCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112826 
TTCTATTGCAATACAAGCAAACTGTTTAATTTTACTTTCCCAAGAAATGAAACAGGGGAG-------------
-------------------------------------------------------------------------
----------------------------
AATGATACAACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGGATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCATAATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
ATTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112835 
TTCTATTGCAATACAAACAAACTGTTTAATGTAACTTACAATGAAAAGAATACCACAGGGGGG----------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCATACTCCTATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGTGGTACTAATAGG----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112844 
TTCTATTGCAATACAACAAACCTGTTTAACAGTACTTGGGAAAATGGAACCACGGAGGGTAAT----------
-------------------------------------------------------------------------
----------------------------
GGCACCGAGAAGATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTTATAATAATGCG----------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GU475036 
TTCTATTGCAATACAACAAAACTGTTTAATAGGAATAATAAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
TATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGTGGAAGCATAAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTCATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTGATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475019 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCATAAACAATGCAAGCACAAAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAAATATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTACTTGTAGATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATCATAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960627 
TTCTATTGCAATACAACAAACCTGTTCAATAGTACTTGGAAAAATGAGACCATGGAGGGAGGTAATGAT----
-------------------------------------------------------------------------
----------------------------
AATTACACTAAAATCATACTTCCATGCAGGATAAAGCAAGTTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATATAACT----------------------------
-------------------------------------------------------------------------



----------------
GAAGAGACTTTCAGACCTGGAGGAGGAGATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960615 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAAACCACGGAGGGAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATTATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATAGAACCACTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960639 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATTATACTCCCATGCAGGATAAAACAAATTGTAAACCTGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAAAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACA----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960632 
TTCTATTGCAATACAACAAGGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGGAAATGAGACCATGG
GGGAAGGTAAT--------------------------------------------------------------
----------------------------
AATAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAATAGTTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTCAAGAAGATAAT----------------------------
-------------------------------------------------------------------------
-------
GGAACAAATAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTA--------
-------------------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH672757 
TTCTATTGCAATACAACAAAGCTGTTCAATGGTAATGGCACTAAAAATGGTAGTGAGACA-------------
-------------------------------------------------------------------------
----------------------------
AACAGTAGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATCATAATAAT----------------------------
-------------------------------------------------------------------------



-------------
ACTACCGAGATTTTCAGACCTGGAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112798 
TTCTATTGCAATACAACAAAACTGTTCAATAATGAAACCATG-------------------------------
-------------------------------------------------------------------------
----------------------------
AAAGAGGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACTTGTGGCAAGGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTCAATGTGTATCAAAT---
ATTACAGGAATAATATTAACAAGGGATGGTGGTAATCAAAGTAATAGTAATGTA-------------------
-------------------------------------------------------------------------
-------------
ACTAGAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112799 
TTCTATTGTAATACAACAAAATTGTTTAATAAGACAGAGAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGAACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTACTTGTAGATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGGTTATGATACA----------------------------
-------------------------------------------------------------------------
-------------
TCTCCCGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC870041 
TTCTATTGCAATACAACAAAACTGTTTAATAAGACTTTCGATAAGAACATAGAA-------------------
-------------------------------------------------------------------------
-AATGACACCATGGAT---------
GGCAGTAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGGGGAAAAATTCATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------
ACTGATAATAACGAGACCTTCAGACCTGGAGGGGGAAACATAAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGGGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH672923 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTATCATAATTCCATGCAAGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATTAGTGGAGTAATTAAGTGTCATTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATGCA----------------------------
-------------------------------------------------------------------------



-------------
AATAACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655206 
TTCTATTGCAATACTAGCAGACTGTTTAATGCTACTTATTATAAAAATGGAACCACAGAGAATGGAACCACAG
AGGGG--------------------------------------------------------------------
----------------------------
AGTAATCACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATGCTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGGAATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG655209 
TTCTATTGCGATACAACAAAACTGTTTAATAGTACAGGAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACCATTATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAGAATTGAGTGTAGATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCATAATATAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCAGGAGGAGGAAATTTAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655214 
TTCTATTGCAATACAACAAAGTTATTTAATAGTACAGAAAATGGAACCAGGGAAGAGGGT-------------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATTATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGCCAAGCAA
TGTATGCTCCTCCCGTCAGAGGAAACATTAATTGTGTATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTATTAAGGGAACT----------------------------
-------------------------------------------------------------------------
-------------
CACAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>MG655215 
TTCTATTGCAATACAACACAATTGTTTAATAATAATTCCACG-------------------------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTGTCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGAATGATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTTATAGTAATACA----------------------------
-------------------------------------------------------------------------



-------------
ACTAACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------ACTAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>DQ234790 
TTCTATTGCAATACAACACAACTGTTTGATAGTAGTTGGAATACAACAACAACCAATAGGGAG----------
-------------------------------------------------------------------------
----------------------------
AACCGTAGTAATTTCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAACAGGAAAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTCAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGGGTCT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTTAGACCTGGAGGAGGAGATATAAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF859741 
TTCTATTGCAATACAACAAAATTATTTAATCACACAAACAATGACACCATGCAG-------------------
-------------------------------------------------------------------------
----------------------------
TATAATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTGGGACAAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGATCTTCAGACCTCAAGGAGGAAATATAAAGGACAATTGGAGAAGTAAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH327759 
TTCTATTGCAATACAACACAATTATTTAATAAC----------------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGGTACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAAAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGGGCAAATAGCACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACTTCAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACGGCGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH078562 
TTCTATTGCAATACAACACGATTATTTAATTGCACAAACAATAATAACACG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTAACAAGGGATGGTGGTCAGACAAACGATACG-------------------------
-------------------------------------------------------------------------



-------------
AACTACGAAACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373160 
TTCTATTGCAATATAACAAAACTGTTTAATAGTACTTGGGGGAGTAATGGCACTTGGAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
TACAATAACGATACCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAACAACCAGGACAAGCAA
TGTATGCTCCTCCCGTTCAGGGAGTAATTAATTGTATATCAAAT---
ATTACAGGACTAATATTGACAAGAGATGGTGGTATTAATACTACA----------------------------
-------------------------------------------------------------------------
-------------
ATTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411840 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACTTACAATGGAACTGAAACCGGGAAAGAG----------
-------------------------------------------------------------------------
----------------------------
GGTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGCGATTATGGTGGTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411841 
TGCTACTGCAACCCCCTGCAACTGTTTAATAATAAGACTCATACTAATGGT----------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCGCTATTGTACTTCTACGGATAATTAAGATAATGAAAATGATGAACCTGGGAGGAGGAGCAGCA-
--CAGGCTCCGCCTGCTCCTCGAAGTAGTATATGTGTTATTTCA---
GTTTCAAGAATAACACTGATACTAGTGGGTGGTGATGATGATAATAATAAT----------------------
-------------------------------------------------------------------------
----------
AATAACCGCCAGAGCTTCGGACGAGCGGGAGGATGGATGAGGTACGATTATGGATATGAAGTATTACAATATG
AACTAGTACGAATAGTACCA------------CCACCAACAACAACAACCATGGTGGAGATG-----------
-------------------AGAAAAAGAGAAAAAGGAAAAAGAGCA---GTGGTA---ATAAGAGTT------
---TTGATCATCGGAGGAATAGGAACA---GCA------------------GCGGCACCA---
TTATCGCTGACGGCGATG---GCCCAGCAG---ATATTG---TCATGGATATTGAGACAGCGGAGG---
CTGCTG---CTGATG---AGTATTAAGTTGATGGAGCATCAGCAGCAGCTCACCTGCTGGGCCATC 
>KP411842 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACTTACAATGGAACTGAAAGTACCGAAGGGTCAAATGAG-
-------------------------------------------------------------------------
----------------------------
GGTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGCGATTATGGTGGTAGTAATACA----------------------------
-------------------------------------------------------------------------



-------------
CAGAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213735 
TTCTATTGCAATACAACAAAACTGTTTAATAGTCCTTGCCTGAAAAATGAAGAAAATGGAACA----------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCACTATCATACTTCCATGTAAGATAAAGCGAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAA
TGTATGCTCCTCCCATCAGCGGAATCATTAGGTGTAACTCAACT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAACCTTAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACTAATGAAACCCTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213733 
TTCTATTGCAATACAACAAAACTGTTTAATAACACTTGCATAAATGGAACAATGGAAAATGAG----------
-------------------------------------------------------------------------
----------------------------
AGTAATAGCACTATCATACTTCCATGCAAGATTAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTCAG----------------------------------------
-------------------------------------------------------------------------
-------
CCGAATGATACGGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KY213722 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATGAAAACATAACCACGGGGGGGTCTA
AT-----------------------------------------------------------------------
-------------------------------
AACACTCACACTGTCATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGT
ATGCTCCTCCCATCAGGGGAAACATTACTTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ATTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952667 
TTCTATTGCAATACAACAAAACTGTTTAATAATACGTGCATAGGAAATGAAACCATAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTGTGAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTTATAATAATAATACT-------------------------
-------------------------------------------------------------------------



----------
AAGGCTAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ953089 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCAAGGAAGAGTGT-------
-------------------------------------------------------------------------
-AATAAATTCAAGAAA---------
GAGTGTAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATTAGAGGAAGAATTAATTGTGTATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGTAGTATTAATAGGAAT-------------------------
-------------------------------------------------------------------------
----------
TATGAGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ953475 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGAAACCGAGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
AATAATAACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGCGATGAATGAG----------------------
-------------------------------------------------------------------------
-------------
ACCTATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168264 
TTCTATTGCAATACAACAGACCTGTTTAATAAAACTTACAGAGGAAATGAAACTGGGGAAGAGAGT-------
-------------------------------------------------------------------------
----------------------------
AATGGCACTAATATCATACTTCATTGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGTTGGGTAATACA----------------------------
-------------------------------------------------------------------------
----------
AGTAACAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY358059 
TTCTATTGCGATACAACAAAACTGTTTAATAATACTATAAAA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGAACCATAACGCTTCCATGCAAGATAAAGCAAGTTGTAAACATGTGGCAGGGAGCAGGACAGGCAATGT
ATGCTCCTCCCATCAAGGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATCAAAACGCG----------------------------
-------------------------------------------------------------------------



----------------
ACTGAGATTTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358068 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGGAAACATAGGGGAGTATAATTACA
CGGGGTAT-----------------------------------------------------------------
-------------------AAT---
TACACGGGTAATAATACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTACGGAT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ314732 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGGTAGGAAATGAAACCAAAAAGGGGGATAATGGCA
CTATAAGAAAT--------------------------------------------------------------
-------GAAACCAAAAAG------
GGGGATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGAGGTAATAATGACTCG-------------------------
-------------------------------------------------------------------------
----------
AGTCAGAACGAGACCTTCAGGCCTGGAGGGGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447561 
TTCTATTGCAATACATCAAACCTGTTTGATAGAAATGAAACCACGAGTAAT----------------------
-------------------------------------------------------------------------
----------------------------
GGCACTGGCACTATCATACTTCCTTGCAAGATAAAGCAAATTGTACGCATGTGGCAGAGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATCAATTGTGTATCAAAT---
ATTACAGGAATTCTGTTGACAAGAGATGGTGGTAATGGTAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATCAGACAGAGATCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX447855 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTACGGAGAAAATGGAGAAAATGAAACCATGGGGGGG-
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGTAAGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTACGCTCCTCCCATCAGTGGAAGAATTAATTGTAGATCACAA---
ATTACAGGAATACTATTGATAAGAGATGGTGGTTATGATCGTGTT----------------------------
-------------------------------------------------------------------------



----------------
AACGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTTACAGTCTGGGGCATT 
>JX448022 
TTCTATTGCAATACAACATCACTGTTTAATGATACTTGCATAGGAAATGAAACCAAGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATACAACTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAGGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATGAT----------------------------
-------------------------------------------------------------------------
-------------
TCTAGTGAGATCTTCAGACCTGGAGGAGGGGATATAAGAGACAAATGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACCAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743764 
TTCTATTGCAATACAACACAACTGTTTAATCTTAATAATGCTACTGACAGA----------------------
-------------------------------------------------------------------------
----------------------------
GAAAATAAAAATATCACACTTCCATGCAGGATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTCTCCAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTCACAATGATACT-------------------------
-------------------------------------------------------------------------
-------
AATAATAATACTGAGACCTTTAGACCCGCAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCACTG---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GACAGACCGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743781 
TTCTATTGCGATACAACAAAACTGTTTAATAATAATTGCACACAAAATGCAACCGATCAGGATGAAAAAAAG-
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTCTCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCGTCCGTGGAAGTATTACTTGTGTATCAAAT---
ATTACAGGAATAATACTGACAAGAGATGGTGGTACTCATAAGAATGGTACT----------------------
-------------------------------------------------------------------------
----
GCTGATAATACAACCGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---
GGCGCGGCGGCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446699 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGCTTCAAAAATCATAACACCACTGAGGCCACTCAGG
AGTGTAAT-----------------------------------------------------------------
----------GACACTATC------
ACAACAGATGGCAAGATCATACTTCACTGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATACTGGTAAAAATTATACA------------AAT----



-------------------------------------------------------------------------
-------
GGTACCAGGAAAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446736 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCTTGCATAAAAAATGAAACCAATGGGAAC----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCTATCTTCCTTGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGAATCAAAT---
ATTACAGGAATACTATTGACAAGTGATGGGGGTAACATGACCGGA----------------------------
-------------------------------------------------------------------------
-------------
AACAACAAGACCTTCAGACCTGCAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGGGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447312 
TTCTATTGCAACACAACAAAACTGTTTAATTGGACAGAAGGTGAAACCATAGAGAAT----------------
-------------------------------------------------------------------------
----------------------------
AGCACGGAGAATATCATGCTGCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCATGATGGTAATAATACAAAT------------AAT----
-------------------------------------------------------------------------
----
ACAAATAATAATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447646 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCTTAAATGAAACCAAG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTGTCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAATATTACTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGGGGGGAAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------------
-------------------GAGAGAAAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN944659 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAGAGAAAATGAAACCATAGAGGAGCATAATGGC-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGAGGTCATAATACGAGT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691090 
TTCTATTGCAATACAACAAAACTGTTTAATAATACCTGCATAAATGAAACCATGAGGGGAAGCAATGAAACCA
GG-----------------------------------------------------------------------
-------------------------
GAGTGTAATAACACTATTACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAATAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTGGG----------------------------
-------------------------------------------------------------------------
-------------
AATGACGAGATTTTCAGACCTGCAGGAGGAAATATAAGGGACAATTGGAGAAATGAATTATATAAGTATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446728 
TTCTATTGCAATACAACAAAATTGTTTCATAGTAATTGGACAACAACAAATGGCACTATAGAAAGGTACAAT-
-------------------------------------------------------------------------
----------------------------
GACAATGAAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTCTTCATAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AACGATACAGAGACATTCAGGCCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAGATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447013 
TTCTATTGCAATACAACAAAACTATTTAATGGTAATGGGACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACCATCTATCTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGAGGATGCATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGGTGGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAACAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCACTA---GGACTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447057 
TTCTATTGCAATACAACACGACTGTTTAATCATTCTCACAATGAAACCTGGAAGGAGAAG-------------
-------------------------------------------------------------------------
----------------------------
TATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAGATTGAGTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATCAAACT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGATCTTCAAACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCACTA---GGATTGGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447480 
TTCTATTGCAACACAACAAAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCATAGCGGGCTATGAT----
-------------------------------------------------------------------------
----------------------------
AATAACAGCAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATACTTCTCCCGTCAGTGGAAGAATTAATTGTATCTCAAAT---
ATCACAGGAATACTATTAACAAGAGATGGTGGTGGTAATCATAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TACAACTTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691006 
TTCTATTGCAATACAACACAACTGTTTAATAATAATTGTACAAATGAAACCATGAATGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTGATGGCAATATCACACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGTTGTGTGTCAAAT---
ATTACAGGGATACTACTGACAAGAGATGGTGGTCATAATGGTAGT----------------------------
-------------------------------------------------------------------------
----------
ACAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGGATAGCACCTTCCTGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916573 
TTCTATTGCAATACAACAACACTGTTTAATAATACTTGCATAAAAAATGAAACCGCGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCACACTTCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATCAGTTGTGAATCTAAT---
ATTACAGGATTACTACTGACAAGAGATGGTGGAAGCAATATTAATACT-------------------------
-------------------------------------------------------------------------
-------
ATTAATAAGAATGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447074 
TTCTATTGCAACATAACAACACTGTTCAATACTACCTACTTA-------------------------------
-------------------------------------------------------------------------
-------------------AAT---
CAAACCACAGGAAAGTATACACTTCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAG
CAATGTATGCTCCTCCCATCAGGGGAACAATTAATTGTATATCAAAT---



ATTACAGGAATATTATTGACAAGAGATGGTGGTATGAATATAAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447303 
TTCTATTGCAATACATCACAACTGTTTAATTACACAACAGATGCAGACATGAGGAACAAGACAGCCATA----
-------------------------------------------------------------------------
----------------------------
AAAAATAGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGAGCAGAAGAATGAGAGT----------------------
-------------------------------------------------------------------------
----------
AGGCGAAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACATCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447335 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTGTTAATGGCACTATCACACTTCCTAAT----------
-------------------------------------------------------------------------
----------------------------------------
GGCACACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAAGGGGTAGGACAAGCAATGTATGCTCCTC
CCATCAATGGAAGCATTAATTGTGTATCAAAC---
ATTACGGGACTACTATTAACAAGGGATGGTGGTAATCAGGGTAATCAT-------------------------
-------------------------------------------------------------------------
-------
ACTAATGATACTGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388161 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGCATGGGAGATATGCCCAAGGATGGGTGTAATGGCA
CTTTC--------------------------------------------------------------------
-------------------------
AATGGCACCGGCACTATCATACTTCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAAGGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAGGACTCATAAC-------------------------
-------------------------------------------------------------------------
-------
GGGACTAAGGAAGAGATCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916591 
TTCTATTGCAATACAACAAAACTGTTTAATGAGACTTACCTGAATGGGTCTACTTACCTGAATGAG-------
-------------------------------------------------------------------------
----------------------------
TCTACTGGCTATATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGGACTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916581 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACCTGGGCCAAGGAGGGGTGGAATGGCACTAATTATAATG
ACACTTATTAT--------------------------------------------------------------
----------AATGGCACT------
AATTATACTGGCAATATCACACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAATAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAACGATTCAGTGTGTATCAGAA---
ATTACAGGAATACTATTGACAAGAGATGGTGATATTACTAATGCG----------------------------
-------------------------------------------------------------------------
-------------
GCTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF680932 
TTCTATTGCAATACAACAAAGATGTTTAATGCGACAGAAAATGGAACCAGGGAAGGG----------------
-------------------------------------------------------------------------
----------------------------
AATAACAATACGATCATAATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGAAATGAGGATAATCAT-------------------------
-------------------------------------------------------------------------
-------
AGTAAGGACAACGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT185951 
TTCTATTGCAATACAACAAAACTGTTTAATGGTACTTACCCGAAAAATGGAACAGATGGAACA----------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCATACTCCCATGTAGGATAAAGCAAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTGAGTGCTACTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAGCAATAGT-------------------------
-----------------------------------------------------------------
GATGGTGGTAATATTAGC---
AATAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185973 
TTCTATTGCAATACATCAAAACTGTTCAACAATACTTGCAGAGAAGATAGCACGAAGGAGGGGTGTAATGAT-
-------------------------------------------------------------------------
----------------------------------------
ACCATACTGCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCATCAGTGGGAGTATCAACTGTATATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTTACAACAATAAGAGTAATGGG-------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185837 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAGGGAAC-------------------------------
-------------------------------------------------------------------------
----------------------------
TATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGCAACATTACTTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGCGAATCAGACTAATGAG----------------------
-------------------------------------------------------------------------
-------------
ACCGATGAGACCTTCAGACCGGGAGGAGGAGATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGATCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989500 
TTCTATTGCAATACAACAAAACTGTTTAATAGGACTTACCCAGGAAATGATACCACTGAGGGG----------
-------------------------------------------------------------------------
----------------------------
CAGAATGGCACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGACCGATTAACTGCTCATCAATT---
ATTACAGGAATACTATTGACAAGGGATGGTGGTAGTAGTACTCAAAACGAG----------------------
-------------------------------------------------------------------------
----
ACTCAAAACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATA 
>MG989502 
TTCTATTGCAATACAACAAAACTGTTTAATGGTACTTACCCGAAAAATGGAACAGATGGAACA----------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCATACTCCCATGTAGGATAAAGCAAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTGAGTGCTACTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAGCAATAGTGATGGT-------------------
-------------------------------------------------------------------------
-
GGTAATATTAGCAATAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989521 
TTCTATTGCAATACATCAAAACTGTTCAACAATACTTGCAGAGAAGATAGCACGAAGGAGGGGTGTAATGAT-
-------------------------------------------------------------------------
----------------------------------------



ACCATACTGCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCATCAGTGGGAGTATCAACTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTTACAACAATAAGAGTAATGGG-------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230418 
TTCTATTGCAATACAACAAGCTTGTTTAATAAAACTTACATAGGAAATGAAACCAGAAATGAAACCCATGATG
GG-----------------------------------------------------------------------
-------------------------
GGGAGTAATAAAACTATTACACTTCCATGCAAGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAGTAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCAGGGTGGTCATAATAAT----------------------
-------------------------------------------------------------------------
-------
ACAACTGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989579 
TTCTATTGCAATACAACAAAATTGTTTAATGGAAACCATAGCAAGAGT-------------------------
-------------------------------------------------------------------------
----------------------------
GGTAATGACAGCATCGTACTTCCATGTAAGATAAAGCAGATTATAAACCTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGGATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAGCTCACAATGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAAATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCTCTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989561 
TTCTATTGCAATACAACAAAACTATTTAATAATACTTGCATAAATGAAACCACGGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCTATCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGGATTACTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTGATAATGCTACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTTTAAATATA
AAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF957493 
TTCTATTGCAATACAACAAAATTATTTAATGGTACAGAAAATGGAACCATGGAGGGGAATACTGAC-------
-------------------------------------------------------------------------
----------------------------



ACTAATGGCACTATCATCCTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAACATTAGTTGTGAATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTGGTAGTTATACTAATGAT-------------------
-------------------------------------------------------------------------
-
AGTGATGCTAATAATACAGAAATCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989524 
TTCTATTGCAATACAACACAACTTTTTAATAGTACTAGTACTAACAAC-------------------------
-------------------------------------------------------------------------
----------------------------
TCAGAAGGGAATATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGTAA
TGTATGCTCCTCCTGTCCAAGGGCGAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCATAACGGGACATCC-------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACATTTCGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTA--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989535 
TTCTATTGCAATACAACAAAACTGCTTAATAATACTTGTATAAAAAATCACACCCAGAAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACAGTATCATACTTCCATGCAGAATAAAGCAGTTCATCAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGTAACTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAGTGAAATCTTCAGACCAGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989548 
TTCTACTGCAATACAACACAACTATTTAATGGTACTGGT----------------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATAGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATCAATTGTATATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTCATAATAATGGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGGGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989534 
TTCTATTGCAATACATCAAAACTGTTTAATAGAACATATGAGTTTAATAGAACACATGAGGGAAATGATACCA
TG-----------------------------------------------------------------------



----------------------------
AATGATACCACTATCATAATTCCATGCAAAATAAAGCAAATAATAAGAATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAAAATTCAGTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGGTGGGAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGGATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAAACACAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989537 
TTCTATTGCAATACAACAAAACTGTTT----------------------------------------------
-------------------------------------------------------------------------
-GATAATGAAACCACAGGG------
CCGTGTAATGACACCATTATACTTCCATGCAGAATAAAGCAAATTATAAGAATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATCATAATGGG----------------------------
-------------------------------------------------------------------------
-------
AACAATAGTACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTGTTTAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>MG989554 
TTCTATTGCAATACAACACAACTGTTTAATAGTAATGAAACT-------------------------------
-------------------------------------------------------------------------
-------------------------
ACCTATAATAAAACTATCATACTTCCATGCAGGATAAAGCAGATTATAAGATTGTGGCAGGGAATAGGACAAG
CAATGTATGCTCCTCCCATTAGTGGAACAATTAATTGTGTATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGAGATGGTGATAATACTAGT----------------------
-------------------------------------------------------------------------
----------
AGTAAAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCTCCAAGGCACGGAGAAGAGTGGTG-----------
----------------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX848346 
TTCTATTGCAATACAACACAACTGTTTAATAAGACTGACATAGAAAATGAAACCAAGGAGGCTAAT-------
-------------------------------------------------------------------------
----------------------------
GCTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTCAGAACGAGAACGGG----------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952820 
TTCTATTGCAATACAACAGGACTGTTTAATAATTGCACAGGAAATGAAACC----------------------
-------------------------------------------------------------------------



----------------------------
TGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAACAATTAATTGTCTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATATTAAGAAT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACGGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215432 
TTCTATTGCAATACATCAAAACTATTTAATAGTACAAAAAATAGTACTTGTGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCATACTTCCATGTAAGATAAAGCAATTTATAAACATGTGGCAGAACCCAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTG---GGAATAGCTCCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY444805 
TTTTATTGCAATACAACACAGTTGTTTAATAGTACTTGGAGAATAAATGAAACTATGGGGGAGTCTAATGAC-
-------------------------------------------------------------------------
----------------------------
ATAAACTCAAATATCACACTTCCATGCAGGATAAGGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGATGAAGCAATTCAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCATAATGTGAGT----------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTGCAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185251 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCATAAAAAATGAAACCACGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTGATGGCACTATCACACTGCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGAGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTCATAATACG----------------------------
-------------------------------------------------------------------------
----------
ACGACTAATGAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGGAAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGATAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FN432728 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGACAGCAATAGCACTGTTAGCTCAGATGACAGTG
ATACT--------------------------------------------------------------------



-------------------------
AATGACAATGTCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCGAAGGAGTAATACAGTGTGAATCAAAC---
ATCACAGGACTACTATTAACAAGAGATGGAGGGAATGAGAATAATACAAAC----------------------
-------------------------------------------------------------------------
-------
ACAACTAAAGGAGAAGTTTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATACAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCACCTGCAAGAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTCGGC---CTAGGAGCT---
------TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>HQ912710 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGAATAACAATAGCATTGCCAACTCAACAGAT----
-------------------------------------------------------------------------
----------------------------
AGCAAGAGCACCATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTAATTCAAGC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGTGTAGCACCCACCCATGCAAAAAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGGGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ313242 
TTCTATTGCAATACACCGATACTGTTTAATAGCACCTGGGAGTACAATAGCACTTGGGGTAACTATAGCTCAA
ATTAC--------------------------------------------------------------------
-------------------ACA---
GGGTCAAATGACATTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAGTTAAGGTGTGAATCAAAC---
ATTACAGGATTATTATTAACAAGGGATGGAGGGACTAATAGTACAAAT-------------------------
-------------------------------------------------------------------------
----------
GAGACTTTCGAGACTTTTAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH746242 
TTCTATTGCAATACATCAGCACTATTTAATAGTAGTTGGAATAGCACTACTTGGAATAGCACTCGAAATACCA
ATGCTAGCTCA--------------------------------------------------------------
-------------------------
AATGACACAGAACCTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGGATAGGACAAG
CAATGTATGCCCCTCCCATCAAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGACAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MH746250 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAAATGGAATACTACCACTAGGAATTGGATTGACA
TCTCA--------------------------------------------------------------------



-AATAACACAGACACTGTC------
TCAAATAACACAAATATAACTCTCCAGTGCAGAATAAAACAATTTGTAAATATGTGGCAGAGGGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAGATAAGATGTAACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAACAGTGGT----------------------------
-------------------------------------------------------------------------
----------
GATGCAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAACCAATA---GGTCTGGCACCCACCCCTGCAAAACGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---TTCTTCCTTGGGTTCTTGGCAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>MH078536 
CTCTATTGCAATACATCAGGCTTGTTTAATAGCACTTGGGAAAACAATACTAACATA----------------
-------------------------------------------------------------------------
----------------------------
ACCAACTCCAATATAACGCTCAAATGCCAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAATATAACATGTGTATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGGGAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCGAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTTCTTGGGTTCTTAGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH078539 
TTCTATTGCGATACATCAGAGCTGTTCAATAGGACTTGGGTGTGGAATGACACTGTTGACAATAACACAGTTA
ACAAT--------------------------------------------------------------------
-------------AGCACA------
GATGACAATAGCACAATAACTCTCCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAGTAATAGTAGTAATAAT-------------------
-------------------------------------------------------------------------
-------
GGCACAAGGGAAGAAACTTTCAGGCCTGGAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAATACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---
------CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>HQ912707 
TTCTATTGCAATACATCAACACTGTTTAATAGCACTTGGAATGGCAATGACACTGCCAGCTCAAATTACACAG
GA-----------------------------------------------------------------------
----------------------------
TCAAATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCCA
TGTATGCCCCTCCCATCAAAGGAAAAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAAAGAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AATACAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTCAAAATTGAACCACTA---GGTGTAGCACCTAACCGTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTTGGAGTTGGACTGGGAGCA------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAAAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513199 
TTCTATTGCAATACAACAAAGCTGTTTAATAGCACTTGGAATAATGATAACTACAATGTCAGCGCAAACCTCA
CAGAG--------------------------------------------------------------------



-------------------GAA---
AACAGAAAGGAAAACATAACTCTCCACTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAAACATAACTTGTGGATCAAAC---
ATTACTGGGCTACTATTAACAAGAGATGGAGGGAATAATGGTACA----------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCAACCCCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU168265 
TTCTATTGTTATACATCAAAATTATTTAATAGCATTTGGAGGAGCAATGACACTTGGAGGAGCGATGGCAATG
ACCAT--------------------------------------------------------------------
----------------------------
ACAAAGGAAACCATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGTAGGGAATAATATG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGGCCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCTATGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAACAGCTGTTGAGGCTCACGGTCTGGGGCATT 
>MK086123 
TTCTATTGCAATACAACAGACCTATTT------TCTTGGAATAGTAGTAACCCATGGAAGAACATAACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACAGTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAA
TGTATGCCCCTCCTATACCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGCGG---GCCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371122 
TTCTATTGCAATACAACAAGCCTGTTTAATAGCACTTGGCATGACAATGACACTGCCAGCTCAAACCAC----
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCCCAGGAGAAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATGTGACG-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACTTTCAGGCCTGAAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGTGTAGCACCTACCCCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---CTG------GGAGCTGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371123 
TTCTATTGCAATACAACAGACCTATTTAATAGCACTTGGAACGAAACCACAGAGTCAAAT-------------
-------------------------------------------------------------------------



----------------------------
GGCAATATGAATCTAACAATCCCATGCAGAATAAAACAATTTGTGAATTTGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGGTAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTTCAAATTAAACCACTA---GGTGTGGCACCTACCCATGCAAAACGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371124 
TTCTATTGCAATACATCACAACTGTTTAATAGAACTTGGGGTAATAATAGCACCTGGGGAAACGAGACAGGGG
AG-----------------------------------------------------------------------
----------------------------
GGCAATATAACTATCACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTAACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAGATGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY371131 
TTCTATTGCGATACATCAGGACTGTTTAATAGCACTTGGGACAGCACTTGGGGCAATAACAATGACAGCTCAG
AG-----------------------------------------------------------------------
----------------------------
GCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGGGATGGAGGGCCTGATAGTCCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATAGAACCAATA---GGTGTGGCACCCACTTATGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---TTTGGA---GTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201498 
TTCTATTGCAATACATCACAACTATTTAATAGCACTTGGGATGGTCCATTTAATAGCACTTGGAATGACAATA
GCACAGAC-----------------------------------------------------------------
-------------------ACA---
GAGTTAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTGCTATTAACAAGGGATGGAGGGAATAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAGGTAG
TACAAATTGAACCACTA---GGTGTGGCACCCACCCGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATC 
>GU201499 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGATTAATGGCACTAGCAATTGGATTAATGACACTT
GGACTAAT-----------------------------------------------------------------



-------------GGCAAT------
GAGGATGATAATAAAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTCATTCAAAT---
ATTACAGGTCTACTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
GCTGCAAATGAAACCTTCAGGCCTACAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCAAACAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371137 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTATAGCAATAATGCCAACTTA----
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTACAGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAAC---
ATAACAGGATTACTATTAACAAGAGATGGAGGGACAAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAACCAGTG---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT------
---GCGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AY371132 
TTCTATTGCAGTACATCAAGACTATTTAATAGCACGTGGGATAATAGCACGTGGAATAACAATACCACT----
-------------------------------------------------------------------------
----------------------------
GACACAGATGACATAACTCTCCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCGAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGAAATAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCACTA---GGTGTGGCACCCACCCGTGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAACA---GTAGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201500 
TTCTATTGCAATACATCAAAACTGTTTAATAGCATTTGGTCTAACAATACATCAAAATCGTTTAATAGCACTT
GGCTTAACAGT--------------------------------------------------------------
-------------AGCATT------
GGGAATGACAGTAGCATAACTCTCCAATGCAGAATAAAGCAATTTGTAAGTATGTGGCAGAGAGTAGGACAAG
CAATGTATGCTCCTCCCATCCCAGGAGAACTAAGGTGCGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAGGTAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCCAGGCAAAAAGAAGAGTGGTG--------------
-------------------------AATAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371134 
TTCTATTGCAATACATCACAACTGTTTAATAGCACTTGGAAATCTAATAGCACTTGGAACAGCACTAGGAACA
AT-----------------------------------------------------------------------



----------------------------
AACACTGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAATAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAGAGTGTAAATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGCGAGGGCCTGAT----------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATAGAGCCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTTGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371136 
TTCTATTGCAATACATCAAAGCTATTTAATAGCACTTGGACTTGGACCAATGACACTGCCAGCTCAAATGACA
CAAAG--------------------------------------------------------------------
-------------------------
GGGTTAAATGACACTATAACGCTCCAATGCAGAGTAAGGCAAATTGTAAGAATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGACAAATAATAAA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACATTTAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371138 
TTCTATTGCAATACATCAGAACTATTTAATAGCACTTGGGCACATGACACAAATAACACAGGGTTG-------
-------------------------------------------------------------------------
----------------------------
GATAATGGCAATCTAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGGACAGGACAAGCAA
TGTTTGCCCCTCCCATCCAAGGAGAAATAAAGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAACAATGGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCCATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY371142 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGAAAATGGAACTTTAACCAGCTCAAACCACACAA
GG-----------------------------------------------------------------------
----------------------------
TCAAATGGCACCATAACCCTCCAATGCAAAATAAGGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGACGGGGACATAAGGTGCGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAGTAAAAATAGC----------------------------
-------------------------------------------------------------------------
----------
ACAAATAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAGAAGTTGAACCAATA---GGTGTAGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371125 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGACTTGGAATAGTGATAATAACACTGGATATAGCA
AC-----------------------------------------------------------------------



-------------------------
AACACTAGTGAACTTATAACTCTCCAATGTAGAATAAAGCAGATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGAGGAATAATAAAATGTGAATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGAGGAAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAA
TACAAATTGAACCATTA---GGTGTGGCACCCAACAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATTGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371126 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACTTGGATTAGCAATAGCACTTGGAATAGCAGTAGCAGTA
CA-----------------------------------------------------------------------
----------------------------
GGGTCAGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGATGTAACTCGAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGGATAGAGGGAATAGTGGT----------------------
-------------------------------------------------------------------------
----
GGTGCAAATGGGACCGAAACTTTCAGGCCTGGAAGAGAAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAGGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCCATGCAAAAAGAAGAGTAGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
ATGGGAGCT---------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCCGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371127 
TTCTATTGCAACACAACAGACTTATTTAATAGCACTTGGGATAACAGTAGCATTGAGACTAACTATAGCACTG
GG-----------------------------------------------------------------------
-------------------------
AATAACAATGAAACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGGTTACTATTAACAAGAGATGGAGGGAACAATACTGAGGCA-------------------------
-------------------------------------------------------------------------
----------
AATGAGAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAGCCACTA---GGTGTGGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTTGGA---ATGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371139 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCATTTGGAGTACCAATAGTACTGGGAATAACAATAGCACT-
-------------------------------------------------------------------------
----------------------------
GGGGATGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGCAACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGTTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCAGTTGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371140 



TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAGTAACAATGACACTGCCAGCTCAAACCACACAG
GG-----------------------------------------------------------------------
----------------------------
TTAAATAACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGAGGGAGTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGTTGGACTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371146 
TTCTATTGCAATACAACAGCACTATTTAATAGCACTTGGTTTGGCAATGAGACTGACAGCTCAAACCATACAA
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATAACGTGTAAATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGAGGAACTAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCACTA---GGTGTGGCACCTACCCCTGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371128 
TTCTATTGCAATACATCAAAACTGTTCAATAGCATTTGGACTTTGGAGAATGGCAATTGGACTAACAATAGCA
CAGAA--------------------------------------------------------------------
-------------------------
AATGGAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAATGTGTAATTCAAAT---
ATCACAGGACTACTATTAACAAGAGATGGAGGGAACAGTGGTGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTGAAGATTAACCCACTA---GGAGTAGCACCCACCAATGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371129 
TTCTATTGCAATACATCAGAACTATTTAATAGCACTTGGGGTAATAGCACTTGGGATAATAGCACTTGGGATA
ACAGC--------------------------------------------------------------------
-------------------------
TCAAATTATGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGAGCAGTAATGGTACA-------------------------
-------------------------------------------------------------------------
-------
AATGAGACAAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGT
ACAAGGTAGTACAAATTGAACCATTA---GGTGTGGCACCCTCCCATGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATGGGAGCT---
------TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371130 



TTCTATTGTAATACAACAAAACTATTTAACACTGCCAGCTTAAATGACACAGAG-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACAGGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAACAATAGGAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTGGCACCCACCCGTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>GU201513 
TTCTATTGCAATACATCAAGACTATTTAATAGTACTTGGACTAGCAACTCTACAACAAATTCAACT-------
-------------------------------------------------------------------------
----------------------------
GCTAATGAAATTATAACTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGACGGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGATACAAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAGTATAAGG
TAGTAAAAATTGAACCAATA---GGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201514 
TTCTATTGCAATACATCAGAGTTGTTTAATAGCATTTGGAATAACAATGGCAGCATTTGGTATAACAATGACA
CTGCTATCAAT--------------------------------------------------------------
----------AACACAGAG------
CCAAAGAATAAGACTCTAACTCTCCAATGCAGAATAAAGCAGGTTATAAAGATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGATTCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGAGGGAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
GATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371141 
TTCTATTGCAATACATCAGGACTGTTTAATAGCAGTTGGGATAGCAATAGCACTGAGGAAACCAATAATTCAG
AA-----------------------------------------------------------------------
----------------------------
AATAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGGAA
TGTATGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGAAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATCAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ313247 



TTCTATTGTAATACAACAGATCTGTTTAATAGCACTTGGGCTAATAATAGCAATAAGTGGGACTCAACAGCCC
CA-----------------------------------------------------------------------
----------------------------
GAGAATGGCACTATAACTCTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGAGACATAAGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGAAAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
GAGCCCAGTGAGACCTTCAGGCCTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---TTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>MK086121 
TTCTATTGCAATACATCAAATTTATTCAATAGCACTTGGAATAGCACTTGGGGTAATAACACTTGGAATAGCA
GTAGC--------------------------------------------------------------------
----------------------------
ACTAATATTAATATAACGCTTCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGACAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTGACAAGAGATGGAGGGGGGACAGAGACC----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>EU513187 
TTCTATTGCAATACAACAGCACTATTTAATAGCACTTGGGATAACAATAGTACTAGGGAAGACAATAACTCAA
CA-----------------------------------------------------------------------
----------------------------
GGGAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTGAGGATGTGGCAAAGATCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTAAATCAAAT---
ATCACAGGACTACTATTAACAAGGGATGGGGGGAATAATGAAAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513195 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGGGTAGCAATAACACTTGGGATAACAGC-------
-------------------------------------------------------------------------
----------------------------
ACGGAGCAAAATATAACTCTCAGATGCAAAATAAAGCAGATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGATGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGGGTAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCA------CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513189 



TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGCACAATAGCACTTGGACCAATAGCACCACTGGCT
CAAATGGC-----------------------------------------------------------------
-------------------ACA---
GAGTCAAATGACACTATAACTCTCCAATGCGAAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATCCCAGGAGTGATAAGGTGTGAATCAGAC---
ATTACAGGACTACTATTAACAAGAGATGGACCGAATAGTACACAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TACAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTGG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513196 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGTATAGCAATAGCACTAACAGCTCAAATCACACAA
AT-----------------------------------------------------------------------
----------------------------
GGCACAGATGATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGAGGGAATAATGGTAGT----------------------------
-------------------------------------------------------------------------
----------
AAAGCAAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCAATA---GGTATAGCACCCACCCATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>EU513191 
TTCTATTGCAATACATCAAAACTGTTTAGTAGCACTTGGGATAATAGCACTTGGGGTAATAACACTTGGGGTA
ACAGCACT-----------------------------------------------------------------
-------------------GGG---
GACAACAATGAGACCATAACCCTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGCAAGTAGGACGAG
CAATGTATGCCCCTCCCATCCAAGGAGAGATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGCTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGGAGTGAATTATATAAGTATAAAG
TTGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513184 
TTCTATTGCAATACATCAAAACTATTTGATAGCATTTGGAATAGAACTAATGGGTCAAATTACACAAGGTTAG
GTGATGAC-----------------------------------------------------------------
-------------------ACA---
GAGACAAATGACCCTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGGGGAGAAATAAAATGTGAATCAAAC---
ATTACAGGACTGCTATTAACACGAGATGGAGGAAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ATGAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCACTA---GGTGTGGCACCCACCTTTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATA 
>EU513193 



TTCTATTGCAATACATCAGGACTGTTTAATAGCACCTGGTGGGATAGCAACAATAGCACTGAGAATATAACTC
AC-----------------------------------------------------------------------
----------------------------
AGAAAAGAAAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTGGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGGTTAATAATAATAAC-------------------------
-------------------------------------------------------------------------
-------
ACAAACAAAACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTGAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>EU513186 
TTCTATTGTAATACATCAAGCCTATTTAATTATACATTTAGCAATAGCACTGAGGATAACAACCCA-------
-------------------------------------------------------------------------
----------------------------
AGTAATGCCACAATAACTCTCCAATGCAGAATAAGGCAAGTTGTAAATATGTGGCAGAGAGTAGGACTAGCAA
TGTATGCCCCTCCCATCAAAGGAAAACTAAGATGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GCAACTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTGAACCCCTA---GGTGTGGCACCCACCTATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGGAAAAAGAGCAGTAGTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705136 
TTCTATTGCAATACCTCAAATCTATTTGATAGCGCTTGGGAAGCAAACTCAAATCACACAGAGTCAAATGAC-
-------------------------------------------------------------------------
----------------------------
ACAAGGGCAAATATAACTCTCCAATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGATGGGAACAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGG
TAGTACAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCCTAGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>MH460467 
TTCTATTGTAATACATCAGGACTATTTAATTATAGTTGGAATACATCAGAACCAACCAATAATTGGAATAGTA
GTGCTCAG-----------------------------------------------------------------
----------------------------
GATAACGATACCATAACTCTCCAATGCAGAATAAAGCAAATAGTAAATATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGACAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTTTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCAGTAATTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513198 



TTCTATTGCAATACCTCAAACCTGTTTAATGGCACTTTGTATAACAACACCTGGATGTTTAATGGCACTTTGT
ATAATAATACT--------------------------------------------------------------
----------AACGAGAGC------
TCAACATCAGGTACTATAACTATCAAGTGCAGAATAAAGCAAATCATAAATATGTGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGAGAGGCTGGAAAAAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTATAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACACCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JF706407 
TTCTATTGTGATACATCAAGACTGTTTAATAGCACTTGGCCTAATAGCACATGGGACAATAATACTCAAAAGA
ATGAG--------------------------------------------------------------------
-------------------------
AATGACACAGGGTACTATACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCCAGGAGAAATAAGTTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTATAAATGAGACCTTCAGGCCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AAGTGGTACAAATTGAGCCAATA---GGAATAGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCAGTAGTTGGA---CTAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JF706428 
TTCTATTGCAATACATCAGGACTATTTAATGGCACTTTGAATGGCACTGAAACTTGGAATAACACTTGGGGTG
ACAGTAGC-----------------------------------------------------------------
-------------AATGAG------
AATGAAAATGAGAATATAACTATCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATCAAAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGAGGGTAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU168310 
TTCTATTGCAATACATCACAACTATTTAATAGCACTTGGAACAACACCAATATCAGCTTAAATGAC-------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAATATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAACACTAAAGTGTAAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGGAGAGCAATAATACA-------------------------
-------------------------------------------------------------------------
----------
AATACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTGTTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN687776 



TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGACTAATGAGACAAATCACACAGCTAGC-------
-------------------------------------------------------------------------
----------------------------
ATAGATAGAAATATAACTCTCCAATGCAGAATTAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGAGGGACAAATAGTTCA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT---------
TTTATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX140646 
TTCTATTGCAATACAACAGAATTATTTAATAAGACTTTTAATGATACTGATCTAAAGTTAAATAGCAGTAGCA
TTAAGGAG-----------------------------------------------------------------
----------------------------
TCAAATGATACTATAACTCTCCAATGTAGAATAAAGCAATTTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCTCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGTCTACTATTAACAAGAGATGGAGGGGGTAATGAAAGCACA-------------------------
-------------------------------------------------------------------------
----------
AGAGATAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAACCAATA---GGAGTGGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGGGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACACCTGTTGAAACTCACAGTCTGGGGCATT 
>JX140647 
TTCTATTGTAATACATCAGGACTATTTAATAGTAGTTGGACCGCGAACGACATTTTGAATAACAGTACTGCTA
GCTCAAAT-----------------------------------------------------------------
----------------------------
AACACAGAAGTTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAAT---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATAATATGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TACAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGGCATT 
>KF859739 
TTCTATTGCAGTACATCAGCACTGTTTAATAGCACTTGGCTGTTTAATGAAACTTATAGCACTTGGCATAGCT
CTTGGAACAGT--------------------------------------------------------------
----------------------------
AGCGCTGAGAATATAACTCTCCAATGCAGAATAAAGCAATTTGTGAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATTCGAGGAATGATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAAAAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAATAAAAATAGAACCACTA---GGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749419 



TTCTATTGCAGTACATCAAGCCTGTTTAATAGCACTTGGAATAATAGCATTGGGGATAATAGCACTAGGGAT-
-------------------------------------------------------------------------
----------------------------
GACAATAGCACTATTACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAAGTGTGAATCAAAT---
ATTACAGGACTATTATTGACAAGAGATGGTGGGAGAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGGGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGGTGTTGAGACTCACGGTCTGGGGCATT 
>MK086109 
TTCTATTGCAATACATCTAACCTATTTAATAGCACTTGGGGGAGCAATACCACTACCAGCTGGAATACCAGCT
CAATTGGC-----------------------------------------------------------------
----------------------------
ACAAATGAAACTATAACTATCCAGTGCAGAATAAAGCAGATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAAAAATAAGGTGTAACTCAAGC---
ATTACAGGACTGCTATTAACAAGAGATGGAGGGAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCATGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGGTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>MK086113 
TTCTATTGCAATACAACAAAACTATTTAATAGCATTTGGAGTAAGAATAGTGGGAATTGGAGTAGTACAAATG
GG-----------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCCATCCGAGGAAACATAACGTGTGGATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGATGGAGGTGCACAT----------------------------
-------------------------------------------------------------------------
----------
AGTCCCAATGAAACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAGTATA
AGGTAGTACAAATTAAACCATTA---GGTGTAGCACCCACCCAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGCGG---GCCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086125 
TTCTATTGCAATACATCAGGCCTATTCAATAGCACTTGGCACAATAGCACTTGGGATAGTAATGAAACTGCCA
GTGCA--------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCGATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTCCAGGAGTAATAAGATGTGAGTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGAAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGTAAATGAGACATTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAGCCACTA---GGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTA-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGT---
AATTTG---CTGCGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ912706 



TTCTATTGCAATACAACAGAACTATTTAATAGCACTTGGAACGTAACTGCCAGCTCAAACTACACAGAGTCAA
AC-----------------------------------------------------------------------
----------------------------
TCAAATGACAGTATAACTCTCCCATGCAGAATAAAACAAATTGTGAATTTATGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCACTA---GGTGTGGCACCCACCCAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279349 
TTCTATTGCAATACATCAGGCCTGTTTAATAACACTTTGAATAATAACACTTGGACTTGGGATAATAGCACA-
-------------------------------------------------------------------------
----------------------------
AAGGATGACAATATAACTCTCCGATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTGATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAATAATAATAGC----------------------------
-------------------------------------------------------------------------
----------
ACAACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCACTA---GGTGTAGCGCCTACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AM279361 
TTCTATTGCAATACATCAGCACTGTTCAATAGCACTTATGACAATAGCACTTGGAATGACAGTACAAATACCA
GCTCA--------------------------------------------------------------------
-------------------------
GAGACAAATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATCAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGTTGTTGAAACTCACAGTCTGGGGCATT 
>AM279360 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACGTGGAATAGCAGTACTGGGAATAACAATGTCAGC----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACCCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAAAAAGTAGGACAAGTAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAT---
ATTACAGGACTATTATTAACAAGAGATGGAGGAAATAATAATGAAACA-------------------------
-------------------------------------------------------------------------
-------
GAGAATGGGACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG---GAG--
-------------------------------AGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279358 



TTCTACTGCAATACATCAGCACTGTTTAATAGCACTTGGAATAACACTTTGGATACTAACAATAGCACTCAG-
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGACAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGAGGGAACAGTGATGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGAGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>AJ286133 
TTCTATTGTAATACATCAGAACTATTTAATAGCATTTGGAATATTAATAGCACTTGGAATAACAGTGACACTG
CCAGC--------------------------------------------------------------------
-------------------TCG---
AAGCCAAATGACACTATAACTCTACAATGCAGAATAAGGCAAATTGTAAGAATGTGGCAGAAAGTAGGACAAG
CAATATATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGAAGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GCAAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCACTA---GGCGTGGCACCCACCTGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTTTTAGGAGCA---GCAGGAAGCACTATG---GGC---CGGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF377955 
TTCTATTGTAATACATCAGCACTGTTTAATAGTACTTGGTTTAGCAATAGTACTGGGGATAACAATAGTTCAA
CA-----------------------------------------------------------------------
----------------------------
GGGAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTGACAAGAGATGGAGGGAATAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAGCCACTG---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279352 
TTCTATTGCAATACATCAGGACTCTTTAATAGCACTTGGAATAGCAATGACACTGACAGATCAAACCACACAG
GA-----------------------------------------------------------------------
----------------------------
CCACATAACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGCGAAATAAGGTGTGTATCAAAC---
ATTACAGGATTACTACTAACAAGAGATGGAGGGATCAGTAATAAG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTAAACCACTA---GGTGTGGCACCAGACCGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY271690 



TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAGTAGGAATAGCACTGATAACAGCACTTGGAATA
TCAATGACACT--------------------------------------------------------------
----------GTCAGCTCA------
AATCACACAGGAAATATAACTCTCCAATGCAGAATAAGGCAAGTTGTAAGAATGTGGCAGAGGGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATTAAGTGTAAATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGAGGGACAAAAAATCAGAATGCAAGT-------------------
-------------------------------------------------------------------------
-
GAGGAATTTAATACAACTGAGGTATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCGTGCAAAAAGAAGAGTGGTG--
-------------------------------------CAGAAAGAAAAAAGAGCA---GTTGGA---
CTGGGAGCT---------TTCTTCCTTGGGTTCTTAGGAGTT---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAAG---
GCTATAGAGGCTCAACAACATATATTGAGACTCACGGTCTGGGGCATT 
>HQ700002 
TTTTATTGCAATACATCAAAGCTGTTTAATAGCACCTGGCCTGGGAATATCACTGGGAATAACTATACCAGCT
CA-----------------------------------------------------------------------
-------------------------
AACTCAAGTGACAATATAGCTCTCCAATGCAGAATAAGACAAATTGTAAATATGTGGCAGAAAGTAGGAAAAG
CAATATATGCTCCTCCCATCCCAGGAGAAATAAAGTGTGAATCAAAC---
ATTACTGGACTACTACTAACAAGAGATGGAGGAAACAATAATGCA----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAGAATTAACCCACTA---GGTATAGCACCCACCCACGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAGTTCACAGTCTGGGGCATT 
>JF683758 
TTCTATTGCAATACATCAGGACTGTTTAATAGCATTTGGGATAATAACAGCACTTGGAATGGGAGC-------
-------------------------------------------------------------------------
----------------------------
AACTCAGGCAATATAACTCTCCCATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAAC---
ATTACTGGACTACTATTAGCAAGAGATGGAGGGGATGGTACTGAG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGCATAGCACCCACCCGGGCAAAAAGAAGAGTGGTG--------------
-------------------------AGCAGAGAGAAAAGAGCA---GTTGGA---ATGGCAGCT---------
ATCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAGCACATGTTGAGACTCACGGTCTGGGGCATT 
>JF683786 
TTCTATTGCAATACATCAAAGTTGTTTAATAGCAGTTGGGGAAACAACACTGCCAGTAACCATACAGAGGCAA
GT-----------------------------------------------------------------------
-------------------------
GGAGAAAATGACACTATAACTATACAATGCAGAATAAAGCAAATTATAAATCTATGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
GGTGCAGATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTTGCACCCACCCGTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGACAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTATCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 



>JF683792 
TTCTACTGCAATACAACAAACCTGTTTAATAGCACTTGGAATAGCACTTGGTATAATAATGGGAGTAGCGCCA
AC-----------------------------------------------------------------------
-------------------------
AATATAACTCACACTATAACTCTCCCATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCAATCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGAGGGAATAATAACTCA----------------------------
-------------------------------------------------------------------------
-------------
AATGAAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCAGTTGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>JF683795 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGGATAATAGCACTTGGAATACCACTGCAAATTACA
CA-----------------------------------------------------------------------
-------------------------
GAGTCAAGTGACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAAATGACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TGGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>JF683799 
TTTTATTGCGATACATCAAGACTGTTTAATAGCACTTGGGATACTAGCACTGGGTATGACAATAGCAGCAGA-
-------------------------------------------------------------------------
----------------------------
GACAATGACACTATAACTCTCAAATGCAAAATAAGGCAAGTTGTAAGGATGTGGCAAAGAGTAGCACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTAACTCAACA---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAGTAGTGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KT124792 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGATCAATGGGAGCTGGGTCAATAATGATACCTGGG
CCAAT--------------------------------------------------------------------
-------------------AAT---
GATACCTCAAAAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCAAAGGAGAAATAAGGTGTAGATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GGAAATGAGACATTCAGGCCGGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACACATGCAAGGAGACAAGTAGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 



>L22939 
TTCTATTGCAATACATCAAGTCTGTTTAATAGCACTTGGAATAGCAGCTCAATTCACACAAATTACAGCTCAA
AT-----------------------------------------------------------------------
----------------------------
GACACAGACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCTCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAGTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY151002 
TTCTATTGCAATACAGCAGGCCTGTTTAATAGCACTTGGGATGATAACAATAGCACAGGGTCAAACACAAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACATTATAACTCTCCAATGTAGAATAAAGCAACTTATAAATATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATCCGAGGAATAATAAGGTGTAACTCAAAC---
ATTACTGGATTACTATTAACAAGAGATGGAGGGAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MK177825 
TTCTATTGCAATACATCACAACTGTTTAATAGCACCTGGAATGAACATAACATTACCAACTCAACCTTTACAG
AG-----------------------------------------------------------------------
----------------------------
GACAATACAACTCTCACTCTCACATGTAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAAATGTAATTCAAAC---
ATTACTGGATTACTGTTAACACGGGATGGAGGGAAGAACACTGAG----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAGAAATTAAACCACTA---GGTGTAGCACCCTCACCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAG---TTATTG---TCTGGTATAGTGCACCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MK177826 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACCTGGGAGAATGAAAATAACACTACCAACTCAAACTCTG
CA-----------------------------------------------------------------------
----------------------------
GAGAATATAACTCTCACTCTCCCATGTAGAATAAAGCAAGTCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAATGTAATTCAAAC---
ATTACTGGATTACTGCTAACACGGGATGGAGGGAATAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCTATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAAATGTTGAGACTCACGGTCTGGGGCATT 



>KY989950 
TTCTATTGTAATACATCAAAATTGTTTAATAGCACTTGGAATACCAGCCACACAGAG----------------
-------------------------------------------------------------------------
----------------------------
TCAGGTGACAATATAACTCTCCCATGCCGAATAAAACAAATTGTAAGGATGTGGCAGAATGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGAGGAAAATAGGAATGGGACA------------
AACGGGAATGGG---ACA-------------------------------------------------------
--------------------
AAGGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATACAAGTATAAAG
TAGTAAAAATTGAACCAGTA---GGTGTAGCACCTACTCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTA------CTTGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAACAACTGTTGAGGCTCACGGTCTGGGGCATT 
>MF157740 
TTCTATTGCAGTACATCAGAACTGTTTAATAGCACTTGGAAACGGGTTAATAACACTACTACTTGGAATAGCA
CTGCCAAC-----------------------------------------------------------------
-------------------------
TCAACAAATGACCCTATAACTCTCCGGTGTAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGAACAAG
CAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGCATGATGATGGGACAGAT----------------------
-------------------------------------------------------------------------
----------
GAGACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>MH742763 
TTCTATTGCAATACATCAGAATTATTTAACAATAACACAGAATTAAACAATGGCACTGCCGGC----------
-------------------------------------------------------------------------
----------------------------
GTAAATGACACTATAAAACTCCCATGCAGGGTAAAGCAAATTGTAAGAATGTGGCAGAAAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTAACTCAAAC---
ATTACAGGACTACTGTTAACAAGGGATGGAGGGAATACTAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GAGGAGGAGATATTTAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCATTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---CTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH742765 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGAATAACAGTACTGGCACTTGGACTGACACTAACA
ATAGCAGTTCA--------------------------------------------------------------
-------------------------
GAGTCAAATGGCACTATCACTCTCAAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATGCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTCTCTTTGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 



>MH742766 
TTCTACTGCAATACGACAGACCTGTTTAACAGCCAGTGGCCCACTAACAACTCAGAG----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAATATAAGTTGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AAGACAAATGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH742768 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGTTTAACAATGGCACAAACGCCACAAACAACGAAG
CA-----------------------------------------------------------------------
----------------------------
ATGAATGACACTCTAACTCTCCAATGCAGAATAAAGCAAATTGTGAGAATGTGGCAGACAGTAGGACAAGCAA
TGTATGCCCCTCCCATCTCAGGAGAGATAAGGTGTAATTCAAAC---
ATTACTGGGTTGCTATTAACAAGGGATGGAGGGGAGGATAATAGTACAAAAAAT-------------------
-------------------------------------------------------------------------
----------
GAGACAAAGGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTCTA---GGTGTAGCACCCACCCGTGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTAACAGTCTGGGGCATT 
>MH742770 
TTCTATTGTGATACATCAGGTCTGTTTAATAGCGTTTGGGATAGGAATGGCACTACTTGGAATAGCAACACCA
CAAGT--------------------------------------------------------------------
----------------------------
GACACTGATGATATAATTCTCTCATGCAGAATAAGACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTGATAAACTGTGAATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGAGGGACTAATAGGGGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACTTTCAGGCCTGTAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>MH742762 
TTCTATTGCAATACATCAGACCTGTTTAATGCATCAAGCACT-------------------------------
-------------------------------------------------------------------------
----------------------------
TGGGGTAACAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTCCAGGAGAAATAAGGTGTGAATCAAAC---
ATAACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTA---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 



>MH000309 
TTCTATTGCAATACGACAGACCTGTTTAACAGCAAGTGGTTCAGT----------------------------
-------------------------------------------------------------------------
----------------------------
AACAACGGCATTATAACTCTCCAATGCAGAATAAAGCAATTCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCTCAGGAATTATAAATTGTACATCAAAC---
ATTACAGGACTATTATTAACCAGAGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAATAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>MH742757 
TTCTACTGCAATACAACAAACTTGTTTAACATCAGCCTGGGGAACAGTACCACTAACAGCTCAGAG-------
-------------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGATATAAGTTGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGACAAGAGATGGAGGGAAT----------------------
-------------------------------------------------------------------------
----
GTGACTAATAATACTGAGATTTTTAGGCCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAGAATTGAACCAATA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAACGGTG-----
----------------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---
CTGGGAGCT---------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGG---
GCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY231152 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGAATACCAATGACACTTGGAATATCAATAACACTG
ACACA--------------------------------------------------------------------
-------------------------
GAGTCAAATGACACTATAACTATCCAATGCAGAATAAGGCAAGTTGTAAAGATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCGAAGGAGTAATAAGTTGTAAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATCATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTATTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCGGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY231153 
TTCTATTGCAATACATCAAAACTGTTTGATAGCACTTGGTATAGCAATGATAGCACTTGGTATAGCAATGACA
CCAGCTTAAAC--------------------------------------------------------------
-------------CACACA------
GAGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAAGGTAGGGCGAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGATAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>MH742764 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGAATAATAGCACTTGGGATAATAACACTAGAGATA
ACAAT--------------------------------------------------------------------
-------------AACAAT------
GCCACAAATGATACTATGACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAACAATAAAGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTAAACCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------ATGAGAGAAAAAAGAGCA---GCA------CTGGGAGCT---------
ATTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AF321079 
TTCTATTGCAATACAGCATCACTGTTTAATAGCACTTGGTATAGCAATGGCAGCTCAAACTACGCAGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGGAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACCTTTAGGCCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCCGTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATCGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AB286856 
TTCTATTGCTATACATCAGACCTGTTTAATAGCACTTGGCCCAATAACACTGCAGAGTCAAATAGCACAGGGT
CAATA--------------------------------------------------------------------
-------------------------
AGGTCAAATGAGACTATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCAGAGGAGAAATAAGGTGTGATTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGAATAATAGTGAGAGT-------------------------
-------------------------------------------------------------------------
-------
GCAAATGGAACTGAAATTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGATTAGCACCCACTAGAGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTTGGC---CTGGGAGCT---
------TTATTCATTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB286857 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGGAGAATAATACTAGCACAGCCAGCTCAACAAATG
TTAGCTCA-----------------------------------------------------------------
-------------------ATA---
AATGACACTGACATTATAGAACTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCTCCTCCCATTCCAGGAGTAATAAGGTGTGATTCGAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAAGAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
GCTACAAATGAGACCTTCAGGCCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTACTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>AB286859 
TTCTATTGTAATACAACAACACTGTTTAATAGCACTTGGGATGACAATAACACTGCCAGCTCAAACTACACAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAACTCAAGC---
ATTACTGGACTACTATTAACAAGAGATGGAGGAAGTAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB286862 
TTCTATTGCAATACAACAAATTTGTTTAATAGCACTTGGGAAAAGAAAAAGGGCACTTGGAATGATACCACTG
CCAAC--------------------------------------------------------------------
-------------------------
CCACCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAATAATAAGTTGTAATTCAAGC---
ATCACAGGATTACTATTAACAAGAGATGGGGGTGAGGGGAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AGGAAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAAAAATTGAACCACTA---GGTGTGGCACCTACCTATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---GTCTTACTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>AB286863 
TTCTATTGCTATACATCAGAACTGTTTAATAGCACTTGGAATAATAATACTGGCAGCCCAAACAGC-------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTTCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGGCAAGCGA
TGTATGCCCCTCCCATCCCAGGAGAGCTAAGGTGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATACTAATAATACA-------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAAACCTTCAGGCCGGGAGGGGGAGATATGAGGGACAATTGGAGAAGCGAACTATACAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCACCCACCCCGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB231895 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGTATAGCGATACCACTGCAAACCAAACAGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACCATAACTCTACAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGGACAGGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATCACTGGATTACTATTAACAAGAGATGGAGGGAATAAGAATCAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCAATA---GGTGTAGCACCCTCTCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTTTGGGGCATT 
>AB231896 
TTCTATTGCGATACATCAGGGCTGTTTAATAGCACTTGGGATAACATTACCAGTACAAATGGCACAAAGGTAA
AT-----------------------------------------------------------------------
----------------------------
GAAACTGAAACTATAACTCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAGAACTACGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATCGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAACCACTA---GGTATAGCACCCTCCAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB231898 
TTCTATTGCAATACATCAAGACTGTTTAATAGCAATTGGAAAAACGGTACTGCCAGCTCAAATGGCACT----
-------------------------------------------------------------------------
----------------------------
GCAAATGACATTATAACTCTCCAATGCAGAATAAGGCAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAAAAATACTAGT----------------------------
-------------------------------------------------------------------------
----------
GGTGTAAATGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAATAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---ATAGGTGGACTGGGAGCT------
---GCCCTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAAAGGCTCAACAAGAACTGTTGAGACTCACGGTCTGGGGCATT 
>AB049811 
TTCTATTGCAATACATCAGAACTGTTTAATAGGAATTACAATAGGTCTAGCAATAGCACTTGGAATTACAATA
GTTCTAGCAAG--------------------------------------------------------------
-------------GGCACA------
GAGTCAAATGGCACTATAATTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAGTAAGGTGTGTCTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATGGTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAAGCTCAACAACATATGTTGAAGCTCACGGTCTGGGGCATT 
>AB485633 
TTCTATTGTAAGACATCGAGACTGTTTAATAGCACTTGGCAGTTTAATAGCACTTGGAAGAGCATTCGGGATG
GC-----------------------------------------------------------------------
-------------------------
AATGACAATGACACTATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCGAGGAGTAATAAACTGTCTATCAAGC---
ATTACAGGACTACTGCTAACAAGAGATGGTGGTGGGAATGGGAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAAGGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTGAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAAAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385450 
TTCTATTGCAATACATCAGAACTGTTTACTAGCACTTGGCCCAATGAGAATAATAGCACCGAGACCAATAATA
CTGCCAAC-----------------------------------------------------------------
-------------------TTA---
AATAATACAGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGACAGTGGGACAAG
CAATGTATGCCCCTCCCATCAAAGGGGTAATAAATTGTAAATCAAAC---
ATTACAGGACTATTATTAATAAGAGATGGAGGGAAAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCAATA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGTG---------
TTTATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATC 
>HQ385451 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACCTGGGTGAATAACAGTAGCACTGAGGGTGCCAGTAACA
ATGCCAGC-----------------------------------------------------------------
-------------------TCA---
GATGCAAATGACACTATAACTCTCCAATGCAGGATAAAGCAAATTATAAATCTGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGAGGGTATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---ATGGGAGCT------
---CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385460 
TTCTACTGCAATTCATCAGCACTGTTTGATACAACATGGAACGCCACTACATGGAATAATACCATAGAGTCAA
ATAATACC-----------------------------------------------------------------
-------------------ACA---
GGGCCAAACGATACAATCACACTCCACTGCAGGATAAAACAGATTATAAACATGTGGCAGACAGTAGGACAAG
CAATGTACGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATGGTAATAGTAGT-------------------------
-------------------------------------------------------------------------
-------
GGTGGTGCAAATGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---
------TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGGCATT 
>HQ385446 
TTCTATTGCAATACATCAGGACTGTTTAACATTTGGGAGAAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAATGT
ATGCCCCTCCCATTGCAGGAAAAATAGAGTGTGAGTCAAAC---
ATTACAGGACTACTGCTAACAAGAGATGGAGGAAATAATAATAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATAAAAGTGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGATAGTAAAAATTGAACCACTA---GGTGTGGCACCCACTCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ385447 
TTCTATTGCAATACAACAGCACTGTTTTATGGTACATTGTATAACAATGACACTTGGGATAGAAATAGCACTT
GGGAT--------------------------------------------------------------------
-------------------AAC---
AACAACTCAACAAATATAACTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCCGAGGAAAAATATGGTGTGAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGGGGGAATGATAATGCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGCGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385462 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGCCAGAGGCAAATGCCACACAGTCAAATACCACAC
AG-----------------------------------------------------------------------
----------------------------
TCAAATAGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGGTTATTGTTAACAAGAGATGGGGGAAATAATAGTGGAAAT-------------------------
-------------------------------------------------------------------------
-------
AATGGTGAACCTGATATTTTCAGGCCCGAAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTG---GGTATAGCACCCAGCCATGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAC---GCCAAACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385455 
TTCTATTGCAATACAACAGCCCTGTTTAACACAACTTGGATCAATGGCACTGACAGCTCAAACAAC-------
-------------------------------------------------------------------------
----------------------------
AGCACAGAGTCTATAACGATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAA
TATATGCCCCTCCTATCCCAGGAACAATAAGGTGTGAATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGAGGAAAGAATAGAACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACTTTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCTACCTATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>HQ385457 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACTTGGAATAACAATAGCACTGGGGATAACAAT-------
-------------------------------------------------------------------------
----------------------------
AGCTCAACACCAATAATTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACATTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCTACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385449 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACTTGGAATAACATTAATAGCACTGGGTATAACCTCACAG
GG-----------------------------------------------------------------------
----------------------------
TCACAGGAAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTAACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAATGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATACAAACGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385454 
TTCTATTGCTACACATCAAACCTGTTTAACAGTACTTGGGATGACAACAGTACTTGGGATAACAATACTACTT
GGGATAAC-----------------------------------------------------------------
-------------AGCACG------
ACAGAGGACACCAACATAACTCTCCAATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGACATAAAGTGTGAATCAAAC---
ATTACTGGATTATTGTTAACAAGAGATGGAGAGAATAATACTATG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078541 
TTCTACTGTAATACATCAGCACTGTTTAATAGCACTTGGAATTGGAATAATAACACTTGGGGGACCAATGAGA
GCAGCTCACAG--------------------------------------------------------------
-------------GCAAAT------
GACACTGGTGAACCTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACGAG
CAATGTATGCCCCTCCCATCCCAGGAGTCATAAGGTGTGAGTCAAAC---
ATTACAGGCCTACTGCTAACAAGAGATGGAGGAAGTACTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGATAATTGGAGGAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCTACTCGTGCAAGAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACAGATGTTGAGGCTCACGGTCTGGGGCATT 
>MH078542 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATAGTAGTCAG----
-------------------------------------------------------------------------
----------------------------
AGTAATGAGAATATAACCATCCCATGCAGAATAAGACAAATTGTACATCTGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCGGGAGTAATAACCTGTACATCAAAT---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCATCAGGCCTCAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH078544 
TTCTATTGTAATACAACAAAATTGTTTAGTAGCACTTGGGCTAATAATAGCACTTTGGGTAATAGCACTGAGG
ATAAC--------------------------------------------------------------------
----------------------------
AACAATACTACTATAACTCTCCAATGTAGAATAAAGCAAATTGTGAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAGAAATAAGTTGTGTATCGAAC---
ATTACTGGACTTTTATTAACAAGAGATGGAGAGGGTAGTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTGAACCACTA---GGTATAGCACCTACTCATGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK397970 
TTCTATTGCAATACATCACAGTTGTTTAATAGCACTTGGGAGAACGGGGAATTAAATGGCAGTATA-------
-------------------------------------------------------------------------
----------------------------
TCAGATGGCAATATAACGATCCCCTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAGATAAGGTGTCAATCAAAC---
ATTACTGGACTAATATTAACAAGAGATGGAGGTAAAAATGAGACA----------------------------
-------------------------------------------------------------------------
-------------
CATACTGAGACCTTCAGGCCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCCATAGAGGCTCAACAACAGATGTTGAGACTCACGGTATGGGGCATT 
>KF561435 
TTCTATTGCAATACATCAAAATTGTTTAATAGCACTTGGGACAACAATAGCACTTGGGACAACAATAGCACTT
GGGAAAACAAT--------------------------------------------------------------
----------AGCAATACC------
AACTCAAGTGGCACTATAACTTTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCTTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAAT---
ATTACAGGATTATTGTTAACAAGAGATGGAGGGAATAAGAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGTATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT------
---GTCCTCTTGGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ168577 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTGGGGATACCAATACCACTGCCAAC-------------
-------------------------------------------------------------------------
----------------------------
TCAACAGGAACTATAGAGCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAATAATAAGGTGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGATTGAGAATGCA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACAAAAGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTC------GTTGGAGCT---------
CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ168578 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGAATACCAGCTCAATCCACACAGAGCAAAATGCA-
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAAC---
ATTACAGGAATATTATTAACAAGAGATGGAGGAAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAACTTGAACCACTA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTA------CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JN248580 
TTCTACTGCAATACATCAGCACTGTTTAACAACAGCTTAACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGAACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACTAGCAATGT
ATGCCCCTCCCATCCAAGGAAACATAACATGTAATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAGGAATAATGAG----------------------
-------------------------------------------------------------------------
----
AATAGTAGTGAACCTGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATCGAACCACTA---GGTGTAGCACCTACTAAAGCAAAAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCCGGA---
CTGGGAGCT---------TTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGA---
GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389630 
TTCTATTGCAATACATCATCACTGTTTAACGGCACCTGGAGGGCCAATGGCACTGACAATAACACTTTCAAC-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATAATTATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGTTGTATTTCAAAC---
ATTACGGGATTACTATTAACAAGAGATGGAGGGGAGCGTAACGAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACCTTCAGGCCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCTCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTAGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>KX389629 
TTCTATTGCAACACATCAGGACTATTTAATAGCAGTTGGCCTAACAATAGCACTTGGAATAATATA-------
-------------------------------------------------------------------------
----------------------------
ACAAATGACAATATAACTCTCCAATGCAGAATAAAGCAATTTGTCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGTATGATAATAGTACC-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAACATTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTGTATAAGTATA
AAGTAGTAAAAATTGAACCGCTG---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------



---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAAG---GCCATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>JN248585 
TTCTATTGCAATACATCAGGACTGTTTAATAGTAATTGGCATAGAAATACTACTAATGATACTTGGTATACTA
ACGAC--------------------------------------------------------------------
-------------------ACA---
GCAAACAGCAGCACTATAACTATCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAG
CAATATATGCTCCTCCCATTGCAGGAAAAATAGAGTGTAAATCAAAC---
ATTACTGGACTATTATTAATAAGAGATGGGGGGAATACGAATACTAGC-------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACTTTCAGACCTGTAGGAGGAGAGATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTCTTCTTTGGGTTCTTAGCAGCA---GCAGGAAGCACCATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>JN248589 
TTCTATTGCAATACATCAGACCTGTTTAATAGCAGTTGGGATAATAACAATAACACTGATAGCTCAAACCACA
CAGGG--------------------------------------------------------------------
-------------------------
TCAGGTAACGATACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAACTGTGAATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGAGAGAATAATACTAAG----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGTACAAGG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAGAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN248590 
TTCTATTGCAACACATCAAAACTGTTTAATAGCACTTGGTTGTCTAATAGCACTTGGAACACTACTGGCAAC-
-------------------------------------------------------------------------
----------------------------
CAAAATGAAAATATAACACTCCAATGTAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCCAAGGAGAAATAAAATGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGACGGAGGGGAGAGTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN248592 
TTCTATTGCAATACAACACCACTGTTTAAGAGCGTTTGGAATAAAAATGGGAGCACTTGGAACAGCAATACCA
CTAACAGT-----------------------------------------------------------------
-------------------ACA---
GAGTCAAATAACACTATAACCCTCCAGTGCAAAATAAAGCAAATTATAAATCTGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCCCCCATCCCAGGAGTAATAAGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGGGGAAATATTGATGAT----------------------------
-------------------------------------------------------------------------
----------
GATGCAAATGAGACTTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------



---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCGATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KX389617 
TTCTATTGCAATACAACAGGACTGTTTAATAGCACGTGGACTAGCAGTGGCCATGGCACTTATAACATCACTG
ACAGCTCA-----------------------------------------------------------------
-------------------AAA---
AACCTCACAGAGGACATTACACTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAAAGTAGGGCAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAGTTGCAACTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGAGGGAATAATAATGAT----------------------------
-------------------------------------------------------------------------
-------------
TCAACAGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTATAGCACCTACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGGA---TTTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX389614 
TTCTATTGCAATACATCAAAACTGTTTGATAGCACTTGGCCTACAAATAGCACT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTTCAATGCAGAATAAAGCAAATAATCAATATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATCAAAGGAGCACTAAATTGTTCTTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGATAAGGAATGATACA-------------------------
-------------------------------------------------------------------------
----------
GATAAGAATGAGACTTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTCGGA---ATGGGAGCT------
---GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389610 
TTCTATTGCAATACATCAAAACTGTTTAATAGCAGTTGGAGTAACGACAGTAACACTGACAACAATGACAATA
ACACTGAC-----------------------------------------------------------------
----------------------------
AACTCTAGCATTATAACTCTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATTAGTTGTAATTCAAGC---
ATTACAGGACTATTATTAACAAGAGATGGGGGAAATAAGAGTGAA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAGAATTGAACCATTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX389643 
TTCTATTGCAACACATCGAACCTGTTTAATAGCAGTTGGGAGAACGGTACCAGATTAAACAACACAAAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAATTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCCTCCTATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATCACTGGACTATTATTAACAAGAGATGGAGGGGAAAATAGTTCA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTTG
TAAAAATTGAACCACTA---GGTGTAGCACCCTCCCGTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------



GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX389644 
TTCTATTGCAATACATCAGGACTGTTTAATAACACGTTTAATCATGAAACGTTTGATAGCAATATGACGACTG
ATAAC--------------------------------------------------------------------
----------------------------
AGCACAGGAAATATAACTCTCCCATGTAGAATAAGACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGCGGAGTAATAAGGTGTAATTCAAAT---
ATTACTGGACTAATATTAACAAGAGATGGAGGGAATAACAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCAATA---GGTGTGGCACCCACCTATGCAAGAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAACA---GTTGGA---CTGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>KY953197 
TTCTATTGCAACACAACACAACTGTTTAATAGTACTTGGGGACTGATTAATAATACTATTTGGGGAAGCTACA
ATAGTAGCTAC---AAT--------------------------------------------------------
-------AGTAGCCAGATA------
AAGGAAAATGATACCATAATTCTCCCATGCAGACTAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATCCAGGGAGTAATAAAGTGTTATTCAAAC---
ATTACAGGATTACTGTTAACGAGCGATGGAGGGTTTAGGAATACA----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGATCGTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTATGCCACTA---GGTGTAGCACCCTCCTATGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
ATGTTCGTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGA---
AATTTG---CTGAAT---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KY953198 
TTCTATTGTGATACATCAAACCTGTTTAATAGCACTTGGGATAATATCACTAGGAACAATAGCACTTGGGACA
AGAGC--------------------------------------------------------------------
-------------AATACA------
GAGTCAAATGACACTATAACACTCCAATGCAAAATAAAACAGATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCGCAGGAGAAATAAGGTGTGAATCAAAT---
ATTACTGGATTATTATTAACAAGAGATGGAGGGGATATAAATGAG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGGCCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCCCTA---GGTATAGCACCTACTCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389647 
TTCTATTGCAATACATCAGGACTGTTTAATAGCGCTTGGAGGATTAATGGCACTGTTAACCATACAGAATCAA
ATACCAACCAT--------------------------------------------------------------
----------------------------
ACAAATAACACCATAATTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGGGTAGGACAAGCAA
TATATGCCCCTCCCATCCGAGGAATCATAAGGTGTGTATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGAGGGAATGAGGCAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------



CTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX389649 
TTCTATTGCAATACATCAGGACTGTTTAGTAGCGTTTGGAAGAACGAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGCAACGATAACTCTCCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGCAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTACTAAGAGATGGAGGAGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGTATAGCACCTACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------ATGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTACTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF069933 
TTCTATTGCAGTACATCAAAACTTTTTAATAGCACTTGGAATAACAGTAACATTAGCAGCTCAAATAACACAG
AT-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAGGAGATGGAGGGGAAAATAATGGGACA-------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGCACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069941 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAATAATAACAATTGGAATACCACTAGCAATAACA
GCTCA--------------------------------------------------------------------
-------------------------
AAGTCAAATGAAATTATAAAACTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCACCCTAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAAGCATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAAGCACTA---GGTGTAGCACCTACCTATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>L39106 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGATAATAGCAATAGCACTGCCAACCACACAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAGATGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT---------



GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGCGGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX232598 
TTCTATTGTAATACAACAGGACTATTTAATAGCGCTTGGCAATTTAATAGCGCTTGGCAGGAGAATGACACTG
AA-----------------------------------------------------------------------
----------------------------
ACAGAGGGAAATATAACTCTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCAAGGAGTAGTAAAGTGTGAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGGAATTAAGAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGTGGACTGGGAGCT---------
GCATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGG---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KY658712 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAATGCAACAAATCCATCTAATAGCAGCTAT----
-------------------------------------------------------------------------
----------------------------
GGCAACGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGGAACAACTAATAGCTCG-------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGTATAGCACCCACCCCTGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGT---GTGGGAGCT---------
GTATTCCTTGGGTTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232616 
TTCTATTGTGATACAACACAACTATTTAATAGCACTTGGAATACAACACAACTCAACAATGACAACGAGACAG
AG-----------------------------------------------------------------------
----------------------------
GACAATACAACTCTTACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCCAGGAATAATAGAGTGTGAATCAAAC---
ATTACTGGACTACTGTTGACAAGAGATGGGGGAAATAGTGATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCGAATGAAACTTTTAGGCCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
TTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232622 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAATAGCAATGGCACTTGGAATAGCACTGGGAAGG
ACAATAGCACT--------------------------------------------------------------
-------------------GGA---
ACAGGGAACGATACAATAACTCTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAG
CAATTTATGCCCCTCCTATCCCAGGAGTAATACAGTGTGAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGGAGTTAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAGTA---GGTGTAGCACCCAACCGTGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------



TTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAC---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KP411845 
TTCTATTGTAATACTTCAGGCCTGTTTAACAGCACTTGGGATGGCACAGCACAAAGCAACACAGAT-------
-------------------------------------------------------------------------
----------------------------
GATGATGACACTATCCTTCTCCCGCGAAAAATAAATATAATTATAAATATGAGGAGAAGAGTAGGACTATCAA
TATCTGCTCCTCCTAGACGAGGAACAAGGAGGTGTACTTCTATT---
ATTACAGTACTACTATTAACAGGAGGTGGGAGTACTACTAATACT----------------------------
-------------------------------------------------------------------------
-------------AATGATGACATCTTG---
CCTGCAGGAGGAGAAAAGATGAACTACTGTAGAAGAGAACAATATATATATAAAGTAGTAATAATAGCAGCAT
TA---GTAGCAGCACCCCCCCCCTCCTCAAGAAGAGTAGTG--------------------------------
-------CTGAGAAAAAAAAGAGCA---GCAGTA---GTAGTAGCA---------
GTCGTCTTTGTCGTCTTAAGAGCA---GCAGGAAGCAGTATG---
ATCGCGTCGTCGATAATGATGATGACAGTAGAC---GCATACCAG---TGTTTG---
TCTGGTATAGTGCAACAGCAGTAC---AATTTG---CTGTAT---
GCTAATGAGGTTCAACAACATCTGTTGAAACTCTCATTTTGGGGCATT 
>MF373200 
TTCTATTGCAATACATCAGCATTGTTTAATAGCACTTGGGTTAATAACACTTGGAATAACGAGATCAACGAG-
-------------------------------------------------------------------------
----------------------------
ACCAACAAGACCATAACTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGCAATAAAATGTGAATCAAAC---
ATTACAGGACTACTACTGACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACTTTTAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCAGTCGTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTTGTTGGA---ATGGCAGCT---------
GTTTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>AF107770 
TTCTATTGCAATACATCAAATCTGTTTAATAGAACTTGGAATCATAATGGCACTTGGAATGCACCAGGACCGT
TTAATGACACT------------------------------------------------------
GAGGATAAAACAATAAATGGC------------
ACTGAGGATAAAACAATAACTCTCCAATGCAGAATAAAGCAAATTGTGCGTATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCACTTGTTGGA---CTGGGAGCT---------
TTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HM215281 
TTCTATTGCAATACAACACCACTGTTTAATAGCACTTGGTACAGCAATAACACTGCCAATAGCTCAAACAGCA
CA-----------------------------------------------------------------------
-------------------------
GAGTTAAATGGAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAACTATGTGGCAAAGGGTAGGACAGG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGGGAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATACAAATGAGACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215292 
TTCTATTGCGATACATCAAAACTGTTTAATAGCACTTGGACCAAAAATAGCACTTGGAACACTACAGAA----
-------------------------------------------------------------------------
----------------------------
TTAGGTGGCAATATAACGCTCCAGTGCAAAATAAAGCAAATTATAAATACGTGGCAAAAAGTAGGACTAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATGCA----------------------------
-------------------------------------------------------------------------
----------
AGTGAGACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTAAACCACTA---GGTGTCGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGCAA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT223759 
TTCTATTGCAATACATCAAAGCTGTTTAATAGCACTTGGAATGCCACTGACATCAATAGCAATGTCAGCACAG
ACTCAGGG-----------------------------------------------------------------
----------------------------
AAAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGCGTAGGGCAAGCAA
TGTATGCCCCTCCTATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAAGGAAAACAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACTTACAGGCCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTGAAAATTGAACCATTT---GGTATAGCACCCACCCTTGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACACTTGTTGAGACTCACAGTCTGGGGCATT 
>KT223760 
TTCTATTGCAACACATTAGGACTGTTTAATAGCACTTGGAACTGGGAATGGCACTTGGATAACAATAGCTCAA
TT-----------------------------------------------------------------------
----------------------------
AGCTATGCTCGTGTAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGGGAACTAAGGTGTGATTCAAAT---
ATTACAGGACTATTATTAACAAGAGATGGGGGA----------------------------------------
-------------------------------------------------------------------------
-
AAAATAATACTAATGAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAATTTGAACCACTA---GGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---
ATGGGAGCT---------CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGT---AATCTG---CTGAAG---
GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AJ251056 
TTCTATTGCAATACAGCAGAACTGTTTAATAGCACTTGGGCTAGCAATACTAATGGCATTTGGGCTAGCAATA
TAAATGCTAGC--------------------------------------------------------------
----------AATAACAAG------
GACGCAAATGACACTATAACTCTCAAATGCAAAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGACAAG
CAATATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGATTCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGAGGGGATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTGATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAACTATATAAGTATAAAG



TAGTAAAAATTGAACCACTA---GGTGTAGCACCCTCCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>AJ251057 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACTTGGAATGGCACTAGCAGCTCAAACCACACATGG----
-------------------------------------------------------------------------
----------------------------
GTAAATGACACTATAACTCTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCAGGGAGAAATAAAGTGTGTATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGTGTAGCACCCTACCGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215264 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGACTAGCAATAACACTTGGGGTAGCAGTAGCTTA-
-------------------------------------------------------------------------
----------------------------
AATCACACAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGGGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAATAAGAGATGGA---ATTGTTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGGGTAGCACCTAACCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTTCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HM215290 
TTCTATTGTAATACATCAGCACTGTTTAATAGCACTTGGAATGGCACTGACAGTGCAAACAAGACAAAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTACATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGAGGGAATACTAGTGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215291 
TTCTATTGCAATACATCAAAACTATTTAATAGCACTTGGAATAGCACTGAAAATAACAATACCAGTGAC----
-------------------------------------------------------------------------
----------------------------
ACAAATGGTATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATATGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGATAATGATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG



TAGTACAAGTTGAACCACTA---GGTGTGGCACCCACCCATGCAAGAAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---GTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215293 
TTCTATTGCAATACATCAAAGCTGTTTAATAGCACTTGGGGTAACAATACCACTAACAGCTCATCAGAATCAA
AT-----------------------------------------------------------------------
----------------------------
AACAATGACACTCTAATTCTCCAATGCAGAATAAGACAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGAGGGATTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCAATTGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JX447154 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAATCACAGGAGCACTTGGAATAGCACTGATCACA
ATATCTCT-----------------------------------------------------------------
-------------------GAC---
AGCTCAAACCCCAATATAACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACTGGACTGTTATTAACAAGAGATGGAGGAAATGAGAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAGTG---GGTGTAGCACCCTCCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>KF716488 
TTCTATTGCAACACCTCAGGACTGTTTAATAGCAGCTTCAATAGTAGCAGCATCAATGACACAGACACAGAG-
-------------------------------------------------------------------------
----------------------------
TTAACTGGCAATATAACTCTTCCATGCAGAATAAAACAGATTGTAAATATGTGGCAGAAGGTAGGAAAAGCAA
TGTATGCCCCCCCTATTGAAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGAGGGGGCAATACAACA----------------------------
-------------------------------------------------------------------------
----------
GAGGAGACGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AGGTAGTGAGAATTGACCCAATA---GGTGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGTT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---TTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY444811 
TTCTATTGCAATACATCGGGACTGTTTAATAGTACTTTTAATAACACTCAGGCCAACTCAAGTTACACCTCAG
GG-----------------------------------------------------------------------
----------------------------
ACAAATGATACTATACTTCTCCAATGCAGAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGATACTAGTGAT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA



AAGTAGTAAAAATTGAACCAATA---GGTATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCCATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>DQ869018 
TTCTACTGCAATACAACAGCACTGTTTAATAGCACTTGGGATAGCAATACCACTGCCAGCGAAGAGTCAAATA
GC-----------------------------------------------------------------------
-------------------------
ACCATAGATGACATTATAACTCTCCAATGCAGAATAAAGCAAGTTGTAAACATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGATAATAATAAC----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCGCTA---GGAGTAGCACCCTCCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCCATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>JF320297 
TTCTATTGCAATACATCAGAACTATTTAATAGCAGTTGGAATAATGACACTGCCAGCTCAAATAACACAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCCCCCATCAAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGGATAATAATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGTGTAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTATAGCGCCCACCCATGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736840 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGGACAATAGCACTGTCAACACAAATAATATCACAG
AG-----------------------------------------------------------------------
----------------------------
CCAAATGATACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCAAAGGAATCATAAGGTGTGATTCAAAC---
ATTACTGGATTACTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGATCCAATA---GGGGTGGCTCCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAAAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU168266 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGAATGTGACCACCAGCCTCAACCAGAGTGAA----
-------------------------------------------------------------------------
----------------------------
GCGGACGTAAATATAACTCTCCCATGCAAAATAAAACAAATTGTACGTATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTAATTAACTGTACATCAAAC---
ATCACAGGGCTACTGCTAACAAGAGACGGGGGGAGGGATAATGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACGTTCAGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG



TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCAAATGTTGAAACTTACGGTCTGGGGCATT 
>KU168267 
TTCTATTGCAATACATCAGATCTGTTCGATAGCACTTGGACTTCAAACCACACCTCAAACCACACAGGGTCAG
ATGAGACC-----------------------------------------------------------------
-------------------ATA---
ACGTCAAATGACACTATAATTCTCCAATGTAGAATAAAGCAAATTGTAAGGATGTGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGCAAACAGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGACTACTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>MF510462 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACTTGGGATAACAATACCAACAGTTCAAACTTCACA----
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAGAATAAGATGTGAATCAAAT---
ATTACTGGACTACTATTAACAAGAGATGGAGGAGAAGGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGGACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF082485 
TTCTACTGTAATACAACAAAACTGTTTGATAGCACTTGGAATGGTACTGAAGAGTTAGATAACACT-------
-------------------------------------------------------------------------
----------------------------
GAAGGAGATATAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCGGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTTACCAGAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
GTCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388917 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACACTGAAAAATGGTACATTCATTCCGGGTACAAAT----
-------------------------------------------------------------------------
----------------------------
TCTAATTCAAACATCACACTCCAATGCAGACTAAAACAATTTGTAAGGATGTGGCAGGAAGTGGGACAAGCAA
TGTACTCCTCCCCAATGGAAGGGAAAATTTACTGCAGCTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTAATAATGGTGATGAC-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATA



AAGTAGTAAGGATTGAACCAATA---GGAGTAGCACCCACTGAAGCAAGGAGACGGGTGGTG-----------
----------------------------CAGAGAGAAAAACGAGCA---GTGGGA---ATAGGAGCC------
---GTGTTCCTTGGGTTCTCGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>JN687742 
TTCTATTGTAGCACAACAGCACTGTTTAATAGTACCTGGACGTATAATGGTACCTGGACTACCAATGGCAGCA
CTGAG--------------------------------------------------------------------
-------------------------
ACAGATGACACAATCATTACACTGCAATGCAGAATAAGACAAATTGTAAACCTGTGGCAGGCAGTGGGACAAG
CAATGTACGCCCCCCCCATTGCAGGAAACATTACCTGCAGCTCAAAT---
ATTACAGGAATGATATTGACAAGAGATGGTACTAATAGTACTAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGATACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGATTGAACCAATA---GGAGTAGCACCCACTAGGGCAAGGAGACGAGTGGTG-----------------
----------------------CAGAGAGAAAAACGAGCA---GTAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>JX140648 
TTCTATTGCAACACAACAGAACTGTTTAATAGTACCTGGACACTGAATAATAGTACCAATAGCAGCATTGAGA
CA-----------------------------------------------------------------------
----------------------------
AATGGCACAACTATTATACTGCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGAAGTGGGACAAGCAA
TGTACGCCCCCCCCATTGAAGGAAGCATTAAATGCAGCTCAAAT---
ATTACAGGAATGATACTGACAAGAGATGGTGGTAATAGTACTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGATTGAACCAGTA---GGAGTAGCACCCACTAAGGCAAGGAGACGAGTGGTG-----------------
----------------------CAGAGAGAAAAACGAGCA---GTAGGA---CTGGGAGTG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>JN687748 
TTCTATTGCAACACATCACAGCTGTTTTTAGGTAATGGTACAAATAGTACAAACACAAATAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACTATTGAACTCAAATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGAGTGGGACAAGCAA
TGTACGCCCCACCCATTGCAGGGAGCATTAGCTGCAGCTCAAAT---
ATTACAGGATTAATATTGACAAGAGATGGTGGTAATGATACTGGG----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAA
TAGTAAAGATTGAACCAGTA---GGAGTAGCACCCACTAGGGCCAGGAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAACATCTGTTGAGGCTTACGGTCTGGGGCATT 
>AF119820 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATACATGTTTAATAGTACAAATAGGACAAACACAACCA
AT-----------------------------------------------------------------------
-------------------------
GGAACAAACTCAACCATCACGCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAG
CAATGTACGCCCCTCCCATTGCAGGGAGCATTAACTGCAGCTCAGAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTATAAGTAATAATAATGAG----------------------
-------------------------------------------------------------------------
-------
ACTAATGATAATGAGACCCTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGTACTATATAAAT



ATAAAGTAGTAAAGATTGAACCAGTG---GGAATAGCACCCACGGGGGCAAGGAGACGAGTGGTG--------
-------------------------------CAGAAAGAAAAACGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>KU168269 
TTCTATTGTAATACATCCAATCTGTTTAATAGTAATATAACAGAGAATGATACAACAAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACAATATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTAATGGTGGGAATGATACC-------------------------
-------------------------------------------------------------------------
----------
AATAGCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAACTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCCATGCAAGAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT------
---CTTCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGCAA---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286852 
TTCTATTGTAATACATCAAAACTATTTAATAGTACTTTTTCTAATGATAATTCCACAGATAATGATACCTCTT
TA-----------------------------------------------------------------------
-------------------------
GAAAATAATGGTACCATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAGG
CAATGTATGCCCCTCCCATTGAAGGAAACATTACATGTATATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGCACAATGGGCACAATCAG-------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAGAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTAGTG-----------
----------------------------GGCAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF069934 
TTTTATTGTAATACATCAGAGCTGTTTACTAATACATCAACTAAGAATGGG----------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACACCCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGAGACAAGCAA
TGTATGCCCTTCCCATTGCAGGAAACATTACGTGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGG---AATAATGACAGT----------------------------
-------------------------------------------------------------------------
-------------
CACACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCTGGGCGAGGAGAAGAGTAGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGGACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCACCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ288981 
TTTTATTGTAATACATCACAACTGTTTAACAGTAGTAACCTTAATAATAATAGCTCAGAT-------------
-------------------------------------------------------------------------
----------------------------
AATAATGGGACCATCACACTCCCATGTAGGATAAATCAAATTATAAGAATGTGGCAAAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGCATAATGACACTGAA----------------------------
-------------------------------------------------------------------------
----------------------
ATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAA



TTAAACCACTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTAGTG-----------------------
----------------GGGAGAGAGAAAAGAGCAGTTGTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAACG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCACCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU363837 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACACAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACGATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACGACAAATACTATA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC492737 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACATGTTTAATGGTACAAGGGGTAATTCAAGC----
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACCTAACATGTAGATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAGACAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAGATATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX392379 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGGAATGGTACATACATGCCCAATGGTACCACAA
AT-----------------------------------------------------------------------
----------------------------
AATTCAAGCTACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAACAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835494 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTTCAATAATACAGACATATTTAATGGTACAG
GAAAT--------------------------------------------------------------------
----------------------------
AGTTCAAAAGTCATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAGCATAATAATAGT-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA



AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GCAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835511 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACATATAATGGTACATACATACATAATGATACACAAGGT-
-------------------------------------------------------------------------
----------------------------
AATTCAACTGTCTTTACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATACTAGTACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAATGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346907 
TTCTATTGTAATACATCAGGCCTGTTCAATAGTACATACCTGTTCAATAGTACATACATGTCTAATGGTAGTT
CAAACTCA-----------------------------------------------------------------
-------------------AAC---
AACACAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTCCGTGATGGAGGAGATCAAAAATCAAATGAGACA------------GAG----
-------------------------------------------------------------------------
-
AATGGGACAGAGACTGAGGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGGGGA------------
CTAGGAGCT---------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>JF346913 
TTCTATTGTAATACAACAGGCCTGTTTAAGGGTACATACAACCCTAATTACACAAACCCTAATGGTACAGGGA
GT-----------------------------------------------------------------------
-------------------------
AATTCAAGCTCAACCATCACAATACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGGTACGTGATGGAGGATACACAAATAAGACA-------------------------
-------------------------------------------------------------------------
----------
AATCATACAGAGATATTCAGGCCGGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTATGGGGCATT 
>EU363847 
TTCTATTGTAATACCTCAAAACTGTTTAATGGTACATACAACAATGGTACATACAATGGTACATACGGT----
-------------------------------------------------------------------------
----------------------------
ACGGAAAGTAATATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAACT---ATCACAGGCTACTAT---
GTACGTGATGGAGGAACAGGAAATGGGACA-------------------------------------------
--------------------------------------------------------------
GATAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835500 
TTCTATTGTAATACATCAGGCATATTTAATAGTACATACAATGAGACATACCAAGGTAACTCA----------
-------------------------------------------------------------------------
----------------------------
ACTAACTTAAACATCACAATTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAATAAATGTAACAAAT-------------------------
-------------------------------------------------------------------------
-------
AGAACAGATCAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGGGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCC---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835507 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGACAGCCTAATGGTACATACGTGTTTAAAGGAG
ATTCA--------------------------------------------------------------------
-------------------AAC---
TCAAACATTACAACCATTACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGGTCAAATGATACA----------------------------
-------------------------------------------------------------------------
----
GAGACAAATAAAACAGAGACATTTAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAA---
GCTATAGATGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835509 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACATACAATCCTAATGGTACAAATTATAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGTTACGTGATGGAGGAACTTCAGATTCAAGT-------------------------
-------------------------------------------------------------------------
----------
AATACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF835534 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATACATGCCTAATGGT----
-------------------------------------------------------------------------
----------------------------
ACAGGAACAAACATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGATTACTCTTGGTACGTGATGGAGGAAAGAGAAATGGTACA-------------------------
-------------------------------------------------------------------------
----------



AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTAGTAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835545 
TTCTATTGTGATACGTCAGACCTGTTTAATGATACATACAATGACAAGTTTAATGGTACAACAGGTGAT----
-------------------------------------------------------------------------
----------------------------
TCAAACAAAACCATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGTAATGGGACAGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAACTATATAAATATA
AAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTTGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>HQ699961 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTAATATTACAAAAGATAACTCAAGCTCAGATAAT-------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGTCATCATACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTCTTAGTACGTGATGGGGGATACACAAATGGCACA-------------------------
-------------------------------------------------------------------------
-------
GAGAGTAATAACGAGACATTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATGGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215416 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACGTACAATGGTACATACAGGGGTACAGGAGATAAT----
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAGCATGTAACTCAAGT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAAGCCCAAATAATCCAGAG----------------------
-------------------------------------------------------------------------
----
ATTCCAAATAATACAGAGATATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTCAACCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCATTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HQ700001 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGGTTAATGGTACATACATGTTTAATGGTACAG
AGATGTTTAAT------------------------------------------------------
AGTACAACAGGTAATTATTCA------------
GGCTCAAACTCAAACATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAGAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAAGAGAGCCAAAT----------------------------
-------------------------------------------------------------------------



----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTACTGGGAGGACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGAAAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250369 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAATAGTACATTAGACCTGTCTAGT----------
--------------------------------------------------------AGT---
ACATACAATAGTACAAAAGAT---------------
AATTCAAGCTCCCCCATCACAATCTCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
ATAGGACCAAAAGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTCAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820846 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACGAGCTAAATGGTACAGAAAGT-
-------------------------------------------------------------------------
----------------------------
AATTCAAGCTTAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTCAAGGAAACATTACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAGCAAATCAGACA----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCAGTA---GGAATAGCCCCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AJ866553 
TTCTATTGCAATACATCAGACCTGTTTAATAGCATTTGGAATAGCACTAGGGAAAATACAAATAACACAAATG
CA-----------------------------------------------------------------------
----------------------------
AATTACACAGATTACATTATCCCATGCAGAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCCAGGAGTAATAAGCTGTACATCCAAT---
ATTACAGGACTAATAATAACAAGAGATGGTGGGAGTAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
GGGAGTGAAACCTTCAGACCTACAGGAGGAAATATGAAAAATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATA 
>AY093603 
TTCTATTGCAATACAACAAACCTATTTAATTGGAATAACACTAAGGATATCATGCCAAAT-------------
-------------------------------------------------------------------------
----------------------------
GGCACAAAGAATTACTTTATCCAATGCAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCCAGGAATAATAGAGTGTGTATCAAAC---
ATTACAGGACTAGTATTAACAAGAGATGGTGGGACTGGCAATACA----------------------------



-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTAAAACTCACAGTCTGGGGCATT 
>AY093604 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACGTGGAAAAATGGCACTAATATACAGGGGTCAAATGGCA
CT-----------------------------------------------------------------------
----------------------------
GGATCAAATTACACACAGATCCAGTGCAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAGGGTGTATATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGACAATACAGGT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAAACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY093607 
TTCTATTGCAATACATCAAGCCTATTTAATAGCACTTGGGATGAAAATAACACTAAAAGTGCACAGGGGCCAA
AT-----------------------------------------------------------------------
----------------------------
GGCACGGCCAATATCACAATCCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTATATCAAAC---
ATTACAGGACTAATATTAATAAGAGATGGGGGGAATGAGAGCGCT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTATAGGAGGAGATATGAAGAATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---TTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MN178644 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTAGTTGGATAGGAAATGAGACTAGGAATGAGACCATAGAGG
AAGGT--------------------------------------------------------------------
----------------------------
CATGATAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACAAGCAA
TGTATGCTCCTCCAGTCAGAGGAATAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAATGATAGGACT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACTTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------AGTAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF289548 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGACATCAAATAATACAAGTACAGGGGTA-------
-------------------------------------------------------------------------
----------------------------
AATGGGAGTACAATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGACTGATCAATTGTTCATCAAAT---
ATTACAGGACTAGTGTTGACAAGAGATGGTGGTGCGAATAATAAT----------------------------



-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCAATA---GGTCTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCGGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAGCAACAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF289549 
TTCTACTGCAATACAACAATACTGTTTAATAATAGTGAATGGACATCAAATAATACAGGTAATACAAGTTCAG
GG-----------------------------------------------------------------------
-------------------------
GTAAATGATAGTACAATCATAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATATATGCCCCTCCCATTGCAGGACTAATCAGCTGTTCATCAAAC---
ATAACAGGACTATTGTTGACAAGAGATAGAGATGGTGGTGCAAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ACAAAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF289550 
TTCTACTGCAATACATCAAAACTGTTTAATAGCAGTATAGAGATATCAAATACAAGTATAGGT----------
-------------------------------------------------------------------------
----------------------------
AATACAAGTATAATCAAACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGATTAATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTGCAAATAATAGTAAT-------------------------
-------------------------------------------------------------------------
----------
CAGAGTGGGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGGATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
TTGACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY371149 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGAGTAGGGAGAATGGCAATGGCACAGACAATTGGA
ATATCACAACA--------------------------------------------------------------
----------AACCACACG------
AGCTCCAATGACACTATAACTCTCCCATGCAAAATAAAGCAAATTGTACATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGTGTCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAGAGATACAAAT----------------------------
-------------------------------------------------------------------------
----------
CATACTACCGATACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATA
AAGTAGTGGCAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGG---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAAG---GCTATCGAGGCTCAACAGCAACTGTTGAGACTCACTGTCTGGGGCATT 
>KP718935 
TTCTATTGCAATACATCAAACCTGTTTAATAGCAGTTGGAAAATTGGAAATAGCACTGCAAATAACACTGGC-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCAATGTAGAATAAAGCAAATTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAAAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAGTGCA----------------------------



-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTACAGGAGGAGATATGAAGGACATTTGGAGAAGTGAATTATATAAGTATAAAGTAG
TGGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATTGAGGCTCAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>KP718938 
TTCTATTGCAATACATCACAACTGTTTAATAGCACTTGGGATAACAATACAACTTGGGATAACAATACAACAC
AGAATAAT-----------------------------------------------------------------
----------------------------
AGCAGTAAGAATATAACTCTTCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAACAGATGGT---ACGGGAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCGTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAGTATAAAG
TAGTGGAGATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAACT---------
TTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAAGCTCAACAGCAACTGTTGAAGCTCACTGTCTGGGGCATT 
>KY658700 
TTCTATTGCAACACAACAAAGCTGTTTAATAGCACTTGGCAGTTTAATGATACTAATGGTACTTGGCGGGAAA
ATGGCACT-----------------------------------------------------------------
-------------------GAA---
GACAAAAATGACACTATATATCTTCCATGCAGAATAAAGCAGATTGTAAGACTATGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTAATTCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGACAGTCAAATGAGTCA-------------------------
-------------------------------------------------------------------------
----------
AAGGTTAATGAGACCTTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAGGTATA
AGGTGGTGGAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCTCAACAGCAATTGTTGAGACTCACTGTCTGGGGCATT 
>AF069945 
TTCTATTGTAATACATCAAGTCTGTTTAATAGCACTTGGGAAAATGAAAATACAACTAGCAATGGGACTGAG-
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATCTGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAACTTAACATGTAACTCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAAAAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
CATAATGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGGACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
GATTTG---CTGAAG---GCTATAGATGCACAACAGCAACTGCTAAAACTCACTGTCTGGGGCATA 
>AF408631 
TTCTACTGCAATACATCAAAACTGTTTAATGACACAACAACC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATTATTCTCCCATGCAAAATAAAACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATCGCAGGAAGCATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGACTAATATTACTAATCAG------------ACT----



-------------------------------------------------------------------------
-
GAGACTAATCAGACTACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGAAGACAAGTGGTG--
-------------------------------------AGAAGAGAAAAAAGAGCA---GTGGGA---
ATGACAGCT---------GTGTTCTTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF408629 
TTCTACTGCAATACATCAAAACTGTTTGATGAAGGACTGTTTAATACAACAGAT-------------------
-------------------------------------------------------------------------
----------------------------
GACAATGACACTATTATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTAACTGTAACTCAACT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGGAAAAATACTACT----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTCAACCACTA---GGAGTAGCACCCACCACGGCAAAGAGACAAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY037266 
TTCTACTGTGATACATCAAAACTGTTTCATGACACGCTGATTAATACCAATACATCCGATGACACT-------
-------------------------------------------------------------------------
----------------------------
GCTAATGGCACTATAACTCTCCCATGTAGAATAAAACTAATTGTAAACCTGTGGCAGGAAGTGGCACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCGTTACCTGTAACTCAAGT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAAGAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGACACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCTCCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF385936 
TTCTACTGCAATACATCAGGACTGTTTAATGATACAATATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGATACTATTATTCTCCCATGTAAAATAAAACAAATTGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGAAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCTTAATGAGACT----------------------------
-------------------------------------------------------------------------
----------
AATCAGACTGAAACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AACTTG---CTGCAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054280 
TTCTACTGCAATACATCAAAACTGTTTAATAACACAAAAATT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATTACTCTCCCATGTCGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---



ATTACAGGTCTGCTATTAACAAGAGATGGGGGACAAAGTTATAATAGTACTAAT------------AAC----
-------------------------------------------------------------------------
-
AGTACTATTAATAGGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG--
-------------------------------------AAGAGAGAAAAAAGAGCA---
GTAGGAGTAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN235963 
TTCTACTGCAATACATCAGGACTGTTTAATAATGACACAGTA-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATTACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTGGTCATAGTAATGAA-------------------------
-------------------------------------------------------------------------
-------
ACTAATCAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCGGCTCACAGTCTGGGGCATT 
>AY037272 
TTCTACTGCAATACATCAGGACTGTTTAATGAAAGCCTGATTAATGTCACA----------------------
-------------------------------------------------------------------------
----------------------------
CAACCCAATGACATTACTCTCCCATGTCGAATAAAACAAATTGTAAACCTGTGGCAGAAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTATCTGTATCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTCCTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCGGGGCAAAAAGACAAGTGGTA--------------
-------------------------AAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ACAGCGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY371154 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCGCTTGGAGAAATGATACTAACAGCACGCAGGTTTCGGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACTCTCCCATGCAGAATAAAGCAATTTGTAAAGCTATGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGCGAATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGCTGAGGGTAATAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCAGCAGAGCAAGGAGAAGAGTGGTA--------------
-------------------------GCAAGAGAAAAAAGAACA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAGAAC---
AATCTG---CTGATG---GCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ845388 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCACTTGGGAAGGGAACAATACCAGCACGCAAGGGTCAAATG
ACACA--------------------------------------------------------------------
-------------------------
GGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAATTTGTAAATATATGGCAGAGAGTAGGACAAG



CAATATATGCCCCCCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAATGATACTACT-------------------------
-------------------------------------------------------------------------
----------
AGGGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---GCA------CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGATG---GCTATACAGGCTCAACAGCATATGTTGAAACTTACGGTCTGGGGCATT 
>DQ845386 
TTCTATTGCAATACATCAGAACTGTTTAATAGTGCATGGAGAAATGGGACCAGAGTGCGGGGGTCAACTAAC-
-------------------------------------------------------------------------
----------------------------
ACAAGTGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAAATTATGGCAGAGAGTAGGGCAGGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAATAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCAGCAGAGCAAGGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AACCTG---CTGATG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>DQ845387 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGACAAATGACACTAACAGCACGCAGGGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GACACAACGCCCATTATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTGAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGTAATAACAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAACTGGAGGAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCACTA---GGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------ACGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>MH705141 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCAGTTGGGAAAATGACAATGCCAGCACAGGGTCAAATAACA
CAGAG--------------------------------------------------------------------
----------------------------
TCAAATGCCAATATAACTCTCCCATGCAAAATAAAGCAATTTGTAAATGTATGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGATTAATAAGATGTGAATCAAAT---
ATTACAGGACTATTATTAACAAGAGATAATGAGGGTAATAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCCGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GCAAGAGAAAAAAGAGCAGTTGTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAGAAC---
AATCTG---TTGATG---GCTATAGAGGCTCAACAGCATTTGTTGAAGCTCACGGTCTGGGGCATT 
>KP718924 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGGAATCTAACAATACCAGCACGTCGGGGTCAAATG
ACACAGGG-----------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAAGATGTGGCAGAGAGTAGGACAAGCAA



TATATGCCCCTCCCATCCCAGGAGTAATACAGTGTAATTCAAAC---
ATTACAGGACTACTATTAGCAAGAGATGGTGGGGATGATAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTA--------------
-------------------------GCAAGAGAAAAAAGAGCA---ATCGGAGGACTAGGGGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718926 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGGACAACTACACGCAAGGGTCAAATGAC-------
-------------------------------------------------------------------------
----------------------------
ACAGAGGACCCTATAGTTCTCCCATGCAGAATAAAGCAATTTGTAAATATATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAATTGTAGCTCAAAC---
ATTACAGGACTACTATTAACAAGAGATAATGATGAGGGTAGTAAT----------------------------
-------------------------------------------------------------------------
----------
AGGGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCAGCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCAATAGTTGGA---ATAGGAGCT------
---CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF460972 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCACTTGGGAAAATGACACTGTCAGCACGCAAGGGTCAAATG
ACACA--------------------------------------------------------------------
-------------------------
GGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTATCAAGAGATGGTGGTGTGGGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGGACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCAGCAGAGCGAGGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---GTAGTTGGACTAGGGGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAGAAC---
AATCTG---CTGATG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF460974 
TTCTATTGCAATACATCAACCCTGTTTAATAGCACTTGGGCAAATGACACAAAGGCAAATGACACAGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAATAAGTGGCAAAGAGTAGGACAATCAA
TGTATGCCCCTCCCATCCAAGGAACAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGTGATAATAGCCTA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------ACAAGAGAAAAAAGAGCA---GTGGGA---CTAGGGGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF450097 
TTCTATTGTAATACAACAAAATTGTTTAACAGTACTTGGACTGTGAATGGAACTACAAATACTACAAAT----
-------------------------------------------------------------------------
----------------------------
AACAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGCGGTCAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAATAGTAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JN248351 
TTCTACTGTAATACATCACAACTGTTTAATAGTACATGGAATAATACTGCAGGAAATTCTAATAATGAT----
-------------------------------------------------------------------------
----------------------------
ACCAATACCACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAATATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTCATAACAATGTTAGC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCACAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KT022406 
TTCTATTGCAATACATCAAGCCTGTTTAATGGCACATGGAACAGGGCTAACTACACAATGGAG----------
-------------------------------------------------------------------------
----------------------------
AATGACACTATTATGAATATCACATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAAAC---
ATTACAGGAATAATATTGACAAGAGATGGTGGGAACGGGAACAACAGT-------------------------
-------------------------------------------------------------------------
-------
ACCAACAGTACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY945736 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACGTGGACCAACGACACGTGGGGGGAAAATGGCACTGCCA
ACGAC--------------------------------------------------------------------
-------------------TCA---
AAGTCAAATGACACTATAATGCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAATAATAAAGTGTACATCAAAC---
ATTACAGGAATAATATTGACAAGAGATGGTGGAGAGAACGATAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCCAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGACAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AF286239 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACGTGGCCTGCCAATGCATCAAGGGAGAATGAGGAG----
-------------------------------------------------------------------------
----------------------------
AAAGATCGCAATGTGACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAA



TGTATGCCCCTCCCATTAACGGAACAATAAAGTGTACATCCAAC---
ATTACAGGAATGATATTAACAAGAGATGGG---AACAGTGGGGGCAAT-------------------------
-------------------------------------------------------------------------
----------
GCAACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAACTAGAACCACTA---GGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGGGAAAAAAGAGCA---GCA------GTTGGACTG------
---TTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>EU581825 
TTCTACTGCAATACATCAGGATTGTTTAATAACTCAGTATTC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATAACACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTGCCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGACGGTGGTTGTCAGAACCAGAGCAAT----------------------
-------------------------------------------------------------------------
-------
ACTAACTGTACAGAGACCTTCAGACCTTGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGACAAAAGAGCA---GTGGGA---TTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCTAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY037281 
TTCTACTGCAATACATCAAAACTGTTTAATGACTCCCGGGATAATGACACAGAA-------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTGTTTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGGAAATGGT----------------------------
-------------------------------------------------------------------------
----------
AGTGGACCAGAAATCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGCAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU581827 
TTCTACTGCAATACATCAGGATTGTTTAATGACACAGTATCT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCCATGTAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGAAGAGCAATGT
ATGCCGCTCCCATTGCAGGAAAAATTACCTGTAACTCAAGT---
ATTACAGGTCTTCTATTGACAAGAGATGGTGGTAGTAATACAACA----------------------------
-------------------------------------------------------------------------
----------
GGCAACACAGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAACCAATA---GGAGTAGCACCCACCCCGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GCA------TTAACAACT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>KP718931 
TTCTATTGTGATACAACACAACTGTTTAATAGTACCTGGGATAAGAGTACCTGGAATAACACCAATAGCAGCT
ATGAGGGA-----------------------------------------------------------------
-------------------------
AATGGAGATGATACTATTACATTGCAGTGCAAAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAG



CAATGTATGCCCCTCCCATCGCGGGAAATATTACATGTGTATCAAAT---
ATTACAGGACTAATATTGACAAGTGACTTTGTTAATGCAACTACA----------------------------
-------------------------------------------------------------------------
----------------
GATGTGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TGAAAATTGAACCACTA---GGAGTAGCACCCTCTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF377959 
TTTTATTGTAATACAACAAACCTGTTTACATGGGATAGCACCACCAATGGCACCAATGGCAACTACACAGTAA
GT-----------------------------------------------------------------------
----------------------------
AATAATGATACTATTACACTGCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCTCCTCCCATCGAAGGAAGCATTACATGTGTATCAAAT---
GTTACAGGACTAATATTGACAAGTGACTTTGTTAATAAGTCAACA----------------------------
-------------------------------------------------------------------------
-------------
GAGGAGGTGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCACTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU743963 
TTCTATTGCAATACATCAGGACTGTTCAATAGCACTTGGACTGACAACACGACAGAATTAAATAGCACGGATG
GC-----------------------------------------------------------------------
----------------------------
AATATAACTCATATAATTCTTCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGATTACTATTGACAAGAGATGGTGGGGTTACTGATAACAGT-------------------------
-------------------------------------------------------------------------
----------
ACAGAAGATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGCTGGACTTGGAGCT------
---GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAT---GCTATAGAGGCTCAACAGAATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371165 
TTCTATTGTAATACAGCAAGCCTGTTTAACAGTACTTGGGGACCAGGGTCAAATAACACGAATGACCCTAGTA
AC-----------------------------------------------------------------------
----------------------------
ACGAGTGACACTATAATTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATTTAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---TTTGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>JN864049 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGCATAATAATGACACTGGCAGTGGGGCAGAGTACC
AGAGC--------------------------------------------------------------------
----------------------------
ACGAATGATAGTATAACTCTCCCGTGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA



TGTATGCTCCTCCCATCCCAGGAATAATAGAGTGTAAGTCAAAC---
ATTACAGGACTACTGTTGACACGAGATGGTGGAAATGGTAGTGAC----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGGGTGGTGGAA---AGA--
-------------------AAGGTGGTGGAGAGAAAGAAAAGAGCA---ATTGGA---TTTGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTT---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAAATGTTGAAACTCACGGTCTGGGGCATT 
>JN864050 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGTATCCAAATGGCAGCATGACAGGGTATACAAATG
ACACAAAT-----------------------------------------------------------------
----------------------------
GACAATGGCACCATAATTCTCCCTTGCAGAATAAAGCAGGTTATAAATATGTGGCAGAGAGCAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGATAAACAGTACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACTTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCCACTCAATGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGAATATGTTGAGACTCACGGTCTGGGGCATT 
>JN864051 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATTGGAATGACACTGTCAACACGACAGAGAACA
ATGAT--------------------------------------------------------------------
----------------------------
ACAAACGGCACTATAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATACGATGTGAGTCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGGACTAATGACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCTAAATGAGACTTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCGCCCACCAAGGCAAGGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---TTTGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGTAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>JN864058 
TTCTATTGCAATACATCAGGCCTGTTCAATAGCACTTGGAATAATAGCACTTGGAATACAACAGACATGTTTA
ATAGCACT-----------------------------------------------------------------
-------------------GGG---
AATGAGAATGAGAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGATTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAGACTTTTAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>FM877780 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAAAAATGGAGTTTGGGAAAGGGGCAGGATGAACC
AGACA--------------------------------------------------------------------
-------------------AAT---
GACACGAATGAAAACATAACACTCCCATGCAGGATAAAACAAATTGTAAACATATGGCAGGAAGTAGGACAAG



CAATGTATGCCCCTCCAGTTGCAGGAGAGATACAGTGTGTAACAAAC---
ATTACAGGAATAATATTGACAAGAGATGGGGGAATTAATAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATACAAATATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCGACAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATGTGTTGAAGCTCACCGTCTGGGGCATT 
>FM877781 
TTCTATTGTGATACATCAGGACTGTTTAATAGCAGTTGGCCAATTAATAGCAGCTGGCCAACTAATAACAGTG
AG-----------------------------------------------------------------------
----------------------------
ACAAATGAAACAATAACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAGAGATACAGTGTATATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGGGGAAATAACAGTAAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TTCAAATTGAACCGCTG---GGAGTAGCACCCAGCGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATGGCAACT---------
CTTTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>FM877782 
TTCTATTGTAACACATCAGGCCTGTTTAATAGAACTTGGAAAGATGGCAATTGGACCACCCAGGAAAATGGG-
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAACATAACACTCCCATGCAGGATAAAACAAATTGTACGCATGTGGCAAGAAGTAGGACAAGCAA
TGTATGCCCCTCCTGTCGCAGGAATGATACAGTGTATATCAAAT---
ATTACAGGATTAATATTGACAAGAGATGGGGGGAAAGATAAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAGCCACTA---GGATTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>AM851091 
TTCTATTGCGATACAAAAGAACTGTTTAATAGTACCTGGAATAAGAGCACCAATGGCACCTGGACTAAGAACA
GCACCACTGGC--------------------------------------------------------------
-------------GAGACA------
GGGAACACAGCAAATATTACACTGCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCTATTAGAGGAATAATTCAGTGTGAATCAAAT---
ATTACAGGGATACTATTGACAAGAGATAGG---CATAATCATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF804811 
TTCTACTGTAATACATCACTGCTGTTTAATACTACTTGGGAGAAGCATAATACCACTCAACCTTGGATAATGA
AAAATGAACCT--------------------------------------------------------------
-------------GGGTAT------
GATGTGAATAGGAATATCACACTCCACTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG



CAATGTATGCCCCTCCCATCAGTGGAATAATTAACTGTTTATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGAGGTCCAAACGGGACC----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAGACCTTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGAAGTGTATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGTC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AY455778 
TTCTACTGCAATACAACACAGCTGTTTATTAGTACTTGGCTGTATAATACTACTTGGACACGGCCGAGTCAAA
AG-----------------------------------------------------------------------
----------------------------
TGCTATGATACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGAAATAACAACGACACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EF158043 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATATCAATGGCAGCGGAGGGTTTAATAGC----
-------------------------------------------------------------------------
----------------------------
ACAAATGACAACATAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGGTAATGCGAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTGTTCATTGGGTTTTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATGTGTTGAGGCTCACGGTCTGGGGCATT 
>EF158040 
TTCTATTGTGATACATCAGGTCTGTTTAATAGCGCTTGGAATGGCACCAATGGCAACGAAATGTCAAATATC-
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATCAGGTGTGTATCAAAC---
ATTACCGGACTATTGTTAACAAGAGATGGTGGTCAGGATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF158041 
TTCTATTGTGATACATCAGGCCTGTTTAACAGTACCTGGAATATCACTGACATAGGAGAGCCAAATAGCACAA
AT-----------------------------------------------------------------------
-------------------------
AGCACAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG



CAATATATGCCCCTCCCATCCGAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTACTAATAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCTGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGCGAATTATACAAATATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT------
---ATGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF158042 
TTCTATTGTAATACATCAGGACTGTTTAACAGCACTTGGAAAATCAATGCCAGCGAAGAGTTAAATAGCACAA
AT-----------------------------------------------------------------------
----------------------------
GACAATGTAACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAGGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATTAGGTGTGTATCAAAC---
ATTACAGGAATATTGTTGACCAGAGATGGTGGTAGAGTTAATGAA----------------------------
-------------------------------------------------------------------------
----------
AGTCTAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GQ477443 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCACTTGGAATATCAGTGGCAGCGAAGAGTTAAATAGC----
-------------------------------------------------------------------------
----------------------------
ACAAATGACATAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTATGGCAGAGAATAGGGCAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATTAGGTGTGAATCAAGC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTTAATGGGAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGCGAAGTGAATTATACAAATATAAAG
TAGTAGAACTTGAACCACTA---GGAGTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTAGGAGCT---------
ATGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GQ477442 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATATCAATGGCAGTGAAGGGGTAAATAGC----
-------------------------------------------------------------------------
----------------------------
ACAAATGTCAATATAACTCTCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATGGTAATGACAGT-------------------------
-------------------------------------------------------------------------
----------
CAGGCTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>GQ477446 
TTCTATTGTAATACATCAGGCCTGTTTAACAATAGCCTGTTTAACAGCAGCGGAGAGTCA-------------
-------------------------------------------------------------------------
----------------------------
GATAGCACAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA



TGTATGCCCCTCCCATCCGAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCTAATGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>GQ477448 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCACTTGGGATAATAGCACTTGGTATAACAATGGCAGCCAAA
GGTCA--------------------------------------------------------------------
-------------------AAT---
AGCACAAGTGGCATTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAGAAATCAAGTGTATATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATCATGATGGTAAT-------------------------
-------------------------------------------------------------------------
----------
GAGAGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAAG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACAGTCTGGGGCATT 
>AB703608 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCACTTGGAATACCAATGGCAGCGAAGGGTCAACAGAC----
-------------------------------------------------------------------------
----------------------------
ACAAGTGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCGAGGAGAAATCATGTGTAAATCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTGGTGGTAATCAG----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---TTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703615 
TTCTATTGTAATACATCAAACCTGTTTAGTAGCACTTGGTTTATCAATGGCAGCGGAGAGTCACATAATAAAA
ATGGC--------------------------------------------------------------------
----------------------------
ACTAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATTAGGTGTGTATCAAAC---
ATTACAGGACTGTTGTTGACAAGAGATGGTGGTGTTAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703609 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACTTGGAATATCAATGGCAGCGGAGGGTTAGATAAC----
-------------------------------------------------------------------------
----------------------------
ACAAATGATAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGCAA



TGTATGCCCCTCCCATCCGAGGAGAAATCAGGTGTGTATCAAAC---
ATTACCGGACTATTGTTGACAAGAGATGGTGGTAATAATAGTGAG----------------------------
-------------------------------------------------------------------------
-------------
AGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
ATGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCCATCGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>AB703611 
TTCTATTGTAATACGTCAGGTCTGTTTAACAGTACTTGGAATGTCACTGGCAGCAAAGAGTCACATAGC----
-------------------------------------------------------------------------
----------------------------
CCAAATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGGGTTAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGGAATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTGAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703612 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCTATCAATGGTAGCAGCGAAGGGAAAAATAGC-
-------------------------------------------------------------------------
----------------------------
ACAGATGACACTATAACTCTCCCACGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAGAAATCAGATGTGTATCAAAC---
ATTACAGGAATATTGTTGACAAGAGATGGTGGTGAGGGGAATCAGACTGAGGGG------
AATCAAACTGAGGGGAAC-------------------------------------------------------
--------------------------
CGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGACGTTGAGACTCACGGTCTGGGGCATT 
>AB703613 
TTCTATTGTAATACATCGAGCCTGTTTAACAGCACTTGGTATAACAATGGCAGCAAAGAGTTAAATAGC----
-------------------------------------------------------------------------
----------------------------
GCAAATGGCATTATAAAACTCCCATGTAGAATAAAGCAAATTATAAATACGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATTAGGTGTGAATCAAAC---
ATTACAGGACTATTGTTGACAAGAGATGGTGGAAATGATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---TTTGGA---CTGGGAGCT---------
TTGTTCGTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703614 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCGCTTGGAATATCACTGGCAGCAGCGAAGGGTTAAATAGT-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAAGCAA



TGTATGCCCCTCCCATCCAAGGAGTAATCAGGTGTGAATCAAAC---
ATTACAGGACTATTGTTGACACGAGATGGTGGTAATAATAGGAATGAGAGT----------------------
-------------------------------------------------------------------------
-------
GAAAATGAGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAAAGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT---
------GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF087995 
TTCTATAGCGATACATCAGGCATGTTTAATAGCACTTGGGATAACAATAGCACTTGGAATAACAATAGCAGCA
TGACAGGG-----------------------------------------------------------------
-------------TCAAAT------
AACACAAATGACAATATAACACTCCCGTGTAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCGCAGGAATAATAAGGTGTGAGTCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGGAATACTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCACTA---GGTGTGGCACCCACCCGTGCAAAAAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTTGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EF087994 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGGGGTATAACAATAGCAACGTGACAAGGTTAAATA
AC-----------------------------------------------------------------------
----------------------------
ACGAATGACACTATAATTCTCCCGTGTAAAATAAAGCAAATTATAAAGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAGGATAAGGTGTGAGTCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGGAAAAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCACTA---GGTGTGGCACCCACCCGAGCAAAGAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EF116594 
TTCTACTGCAATACATCAGGCCTGTTCAATAGTACATGGAACACTACTACCAGCACGCAGATTCCAAATAGGA
CT-----------------------------------------------------------------------
----------------------------
ACAGATGGGAATATAACTCTCCCTTGCAGAATAAAGCAAATTGTCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCCAAC---
ATTACAGGACTAATGTTAACAAGAGATGGTGGGATTAACAAAACA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AACCTG---CTAAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718917 
TTCTATTGCAATACAACAAAACTGTTCAATCACCTGTTCAATAATAGTGAGTGGGACAATGCAGCTAACAGC-
-------------------------------------------------------------------------
----------------------------
ACGAATGAGAGTATAACTCTCCCTTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA



TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAGATCTAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGAAGCAACAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTGAAAATTGAACCAATA---GGAGTAGCACCCACCGGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGC---CTAGGAATT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAACACATGTTGAGACTCACGGTCTGGGGCATT 
>AF377957 
TTCTATTGCGATACAACAGGCCTGTTCAATAGTAGTTGGAGCTACAATGGCACGAGTTGGAATAAGACCACTA
CAAAT--------------------------------------------------------------------
-------------------GGC---
ACTACAAATGGCAATATAACTCTCCATTGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCTAAC---
ATTACAGGATTGCTATTAACAAGAGATGGTGGGACAAACAATAGT----------------------------
-------------------------------------------------------------------------
----------
AACACTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCTACCGGGGCAAGGAGAAGAACGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTTTTTCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683745 
TTCTATTGCAATACAACAAACCTGTTCAATAGTGTTTGGACAGACGGGAAATGGAATAATACCATGAACAGCA
GTCAA--------------------------------------------------------------------
-------------------------
TCAGATAGTAATAATATAACTCTCCATTGCAAAATAAAACAAATTGTAAGGATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGTAATAAACTGTATATCCAAC---
ATTACAGGACTGCTATTAACAAGAGATGGTGGGCTAAGTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGATCCACTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
ATGTTCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ213783 
TTCTACTGCAATACATCAAAACTGTTTAATGACACAGCTTCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGTACCATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATACCGCTCCCATTGCAGGAGACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAAAAATAATGGAAGTTGT-------------------
-------------------------------------------------------------------------
-
ACAGAGGCAACTTGTACACAGATCTTCAGACCTCAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGCAGCT---------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ213780 
TTCTACTGCAATACATCAAAACTGTTTGATAACATAGAAAAC-------------------------------
-------------------------------------------------------------------------
-------------------------------



AATGGAACTATCATTCTCCCATGTAAAATAAAACAAATAGTAAACATGTGGCAAGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTGTCTGTAACTCAACT---
ATTACAGGTCTACTCTTAACAAGAGATGGTGGTCATGGTAATGGCACA-------------------------
-------------------------------------------------------------------------
-------
ATCAATAAGACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGATAAAAGAGCA---GTGGGA---ATGGCAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU735535 
TTCTACTGCAATACATCAAATCTGTTTAATGACACGATAGGC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATAATTCTCCCATGTAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCTGCTCCCATTGCAGGAAACATTGCCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAGTGGAAGTAATGGT-------------------------
-------------------------------------------------------------------------
-------
ACTAATCAAAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GCA------CTAGGAGTT---
------GTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGAATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735538 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAAATTGAAGCTAATCACACAAATGCTAAT-------
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATTCTCCCATGTAAAATAAAACAGATGATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTGCCCCCGTGGCAGGAAACATTATCTGTAACTCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAATAAGACTCATAAT-------------------------
-------------------------------------------------------------------------
-------
GATACTAGGAATGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735537 
TTCTACTGCAATACATCAGGATTGTTTGATAATAACACAGGGACTGAC-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATCACTCTCCCATGTAAAATAAAACAAATAGTAAATATGTGGCAAGAAGTAGGACGAGCAA
TGTATGCCGCCCCCATTGCAGGAAACATTACCTGTAACTCAAGT---
ATTACAGGACTACTATTGACAAGAGATGGTGGTCAGAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGACG---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU170155 
TTCTACTGCAATACAACAGAACTGTTTAATGACACAGAATCC-------------------------------
-------------------------------------------------------------------------
----------------------------



AATAACACTATCATTACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCTGCTCCCATTGCAGGAAACATTACCTGTTCATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCTGGCTAATCAGACT-------------------------
-------------------------------------------------------------------------
-------
GGAAATCAGAATGACACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAGCCATTA---GGAATAGCACCCACCACAGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTG------------------
------------------------------------GGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU170139 
TTCTACTGTAATACAACAATACTGTTTAATGAAACAGGATTTAATGACACAAGA-------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACCATTACTCTCCCATGTCGAATAAAACAGATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATACTGCTCCCATCGCAGGAAACATTGCTTGTTCATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGACTACTGAC----------------------------
-------------------------------------------------------------------------
----------
AATCAGACTGACACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCATTA---GGAATAGCACCCAATAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG------------------
------------------------------------------------GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>FN392874 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGTCTGACAAAAATAATACAGACAGCAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATAGCACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCTCCTCCCATCCGAGGAATAATAAAGTGTACTTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGTTAATAATAGTACA-------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACAAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAGCAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FN392876 
TTCTATTGCAATACATCAGGCCTGTTTAATACCACTTGGTACAACAATGGTTCAGACACTTGGTACAATGGTA
CAAAT--------------------------------------------------------------------
----------------------------
AGCACGGAGCCAATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATACAATGTAACTCAAGC---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAG
TACAAGTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGGGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAGAAC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU448295 
TTCTATTGTAATACATCACAATTGTTTAATAGCACTTGGAGCCACAATGATACAGGCAGCACGAAGGAG----
-------------------------------------------------------------------------
----------------------------



TACAATGGCACTATACAACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACGAGCAA
TGTTTGCCCCTCCCATCCAAGGAGCAATAAGGTGTGAATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGTAATGCAAATGAGGCT-------------------------
-------------------------------------------------------------------------
-------
AGAAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTACAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCAGTTGTTGGA---CTGGGAGCT---
------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---TTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>DQ358801 
TTCTACTGCAATACATCAGGACTGTTTCAGTTTAATGACACAGAT----------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGATAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AATGATATTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAATCCATTA---GGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGCAGTT------
---ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358802 
TTCTACTGCGATACATCAACACTGTTTAATGACAATGACACAGTA----------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCACTCTCCCATGTAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAGAAATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGCCGAAATATTAGTACT-------------------------
-------------------------------------------------------------------------
----------
GATCAGCCTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCACTA---GGAGTAGCACCCACCGAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAAAAAAAAGAGCA---GCGGGA---ATAACAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---
GCAGGAAGCACTATGGGCGCAGCCTCAATGACGCTGACGGTACAGGACCAG---ACGAATTAT---
TGGACTTGGCCATATTGCAGTCCGCGGGAACAA---TCTGCT---GAGAGG---
ACTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365771 
TTCTACTGCAATACATCAAAACTGTTTAATAATGACACAGGATCCAATGACACTACAGGA-------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCACTCTCCCATGTAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAGAATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCACACTAGTACTAATGAGACT-------------------
-------------------------------------------------------------------------
----------
AATCAGACTGAGACCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAGCCACTA---GGAGTAGCACCCTCCAGGGCAAAAAGACCAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026456 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGGATCC-------------------------------
-------------------------------------------------------------------------



----------------------------
AACAATGAGACTATCATTCTCCCATGTAGAATAAAACAAATGATAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCCCCCGTTGCAGGAAACATTACCTGTAACTCGAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCCTGGTAATAAG----------------------------
-------------------------------------------------------------------------
----------------
ACTCAAATCTTCAGACCTGGGGGAGGAGATATGAAAGACAACTGGAGAAGTGAATTATACAAATATAAAGTAG
TAGAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------------
----------------------ACGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026458 
TTCTACTGCAATACATCAGGACTGTTTGATGAATCAATATTCAATAACACAGAC-------------------
-------------------------------------------------------------------------
----------------------------
AACAGTGACAACATCACTCTCCCATGTCAAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCCCCCGTTGCAGGAAGCATTACCTGCAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGACAGAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026459 
TTTTACTGCAATACATCAGGACTGTTTAATAATAATATCACACAA----------------------------
-------------------------------------------------------------------------
----------------------------
TCTAAGGACATTATCACCCTCCCATGTCGAATAAAACAAGTGGTAAACCTGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCCCCCATTGAAGGAATAATTACCTGTAACTCAAGT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGGTAATAGTACT-------------------------
-------------------------------------------------------------------------
-------
GATAATAACACTGAGATCTTTAGACCTGGGGGGGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAGCCACTA---GGAGTAGCACCCACCGGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAGAAAAGAGCA---GTAGGGCTACTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026460 
TTCTACTGCAACACATCAAGACTGTTTAATGACACAGGATCCAGA----------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAATATTACCTGTAATTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATCAGACTGAGAGT-------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAGTTATATAAATATA
AGGTAGTAGAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAGAAGACGAGTGGTGGCGAGAGAA--
-------------AAAAGAGCAGTGGTGGCGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---ATGTTCATTGGTATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849798 
TTCTACTGTAATACAACAGTACTGTTTAATAGTACATGGAATGAGACAAATATT-------------------
-------------------------------------------------------------------------



-AATCAAGAGTCAAAT---------
AACTCAACTGACATAATCACACTCCGATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGATACCTTAATTGTTCATCAAAT---
ATCACAGGGCTGATATTAATAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------------------
AATAACAGCACAAAT---
GAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175883 
TTCTATTGCAATACAACAAAACTATTTAATGATACTTGCATAGAAAATAATACCAGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATCACGCTATCATACTTCCATGCAGGATAAAGCAGATCATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGAAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
GATGGTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTG---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT------
---CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>AF192135 
TTCTATTGTAATACATCAGGATTGTTTAATAAATCATTATTGAATGAGACTAGTAATGAGACTACAGATGGT-
-------------------------------------------------------------------------
----------------------------
GCAAATAATACTATCACACTCACATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATTACATGCACATCAAAT---
ATTACAGGATTGCTATTGACACGTGATGGGGGATATACAAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGATTTTCACACCTACAGGAAGAAATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTGAAGATTGAGCCAATA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTAGGAATAATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCACCTGTTGAGACTCACTGTCTGGGGCATT 
>JN417239 
TTCTATTGCAATACATCACACCTGTTTAATAGCACTTGGAATAACAGCACACAGGTGTCAAATAACACACAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAGATTACATGTTTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACTTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCGGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN882655 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATGACACTAGTACTTGGAATGAC----------
-------------------------------------------------------------------------



----------------------------
ACTGATAGGAATGTAACTCTCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGAGCGAGCAA
TGTATGCCCCTCCCATCCGAGGAGACATAAAATGTGCATCAAAC---
ATCACTGGACTACTACTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTAGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTTTGGGGCATT 
>KC898985 
TTCTATTGTAACACATCAGGCCTGTTTAATAGTACATACATACTTAATGGTACATACATGTACAGGGCTAATG
GTACAGACAAG---------------------------------------------AAT---
ACGACTGATGGTACAATTAGT---------------
AATCCAAACTCAACCATCACAATCCCATGTAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTGGGACAAG
CAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGTGGAGAGAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCATTG---GGGGTAGCACCCACTAAAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGATCTTGAGTGTA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899008 
TTCTATTGTGATACATCAGGCCTGTTTAATGGTACATATGGTACATACGATCCTAATGGCACAGAAGGTAATT
CAAGC--------------------------------------------------------------------
-------------TCAGAA------
GGTAATTCAAAATTCATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACTCAAAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AAAAATGAAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX679207 
TTCTATTGTAATACATCAAGACTATTTAATAGTACATACATGTCTAATGGTACATACACATACACAATTAATA
GT-----------------------------------------------------------------------
----------------------------
AACATCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGATCAAATGAGACT----------------------------
-------------------------------------------------------------------------
-------------
CAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTACTGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870044 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACATACCTGCCTAATGGCACA-------------------
-----------------------------------------------------------------------



TTCATGACTAATGATACA---------
ACTTATAGCCCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTACGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAAG---
ATCACAGGACTACTATTGGTAAGGGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
CTACCAAATAAGACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGCATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN230353 
TTCTATTGCAATACATCAGCACTATTTAATAGCAGTTGGAATAGCACTGGGAATAGCACTGGGGTGAAT----
-------------------------------------------------------------------------
----------------------------
ATCACTGACCCTATAAGACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCCCAGGAGTAATAAGGTGTAATTCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGAGGGACTGGGACTAACAGT-------------------------
-------------------------------------------------------------------------
-------
ACAAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCGGGGCAAAACGAAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCAGTCGTCGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCAGCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAAACTCACGGTCTGGGGCATT 
>KC899009 
TTCTATTGTAATACATCAGGTCTGTTTAATGGAACATACATGCCTAATGGTACAATGGATAGTCCA-------
-------------------------------------------------------------------------
----------------------------------------
AGCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTC
CTATTGAAGGAAACATAACATGTCAATCAAAT---
ATCACAGGAATACTATTGGTACGGGATGGAGAGTTAAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870043 
TTCTATTGTAATACATCAGGCCTGTTTAAGGGTACATACACTAATGGT-------------------------
-------------------------------------------------------------------------
----------ACATTAAGT------
AATTCAAGCTCAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGT----------------------------------------
-------------------------------------------------------------------------
-
ACTTCTAATAATAATACAGAGGTATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGCATAGTGCAACAGCAAAAC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN251903 



TTCTACTGCAATACATCAGGACTGTTTAATAACACACTGTTAAATGTAAATGAAACAGGA-------------
-------------------------------------------------------------------------
----------------------------
TCTAATAACACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGACTAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAATGAGACTGTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCTCTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGCAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATC 
>AB845347 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAGAAATAAAACCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAGTGGCAATATCACTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGCATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU749388 
TTCTACTGTGACTCCACTCCACTGTTTAATAGTACTTGGAATGGTACTGAAGAAATAAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACGATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTCAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGATTCTATTAACAAGAGATGGTGGTAGTGGCAACGAG----------------------------
-------------------------------------------------------------------------
----
ACGAACAACAAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTGGCACCAACCCATGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAT---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358811 
TTCTACTGTAACTCAACACAACTGTTTAATAGTACTTGGTATGGTAATGAAACTTGGAATGGTACTGAAAAAT
TCAAT--------------------------------------------------------------------
-------------------------
GAGGAAAATGACACAATCAGCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATGTTAACAAGAGATGGTGGTCATAACAATGACACG-------------------------
-------------------------------------------------------------------------
-------
CACCAGATGACAGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KJ671535 
TTTTATTGCAATACATCAAGATTGTTTACTGGCACAGTGGTCAATGGCACT----------------------
-------------------------------------------------------------------------
-CTCACTAATGCCACT---------
ATCACTAATGGCACTATCACTCTCCCCTGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGACGAG
CAATGTATGCCGCTCCTGTTGCAGGAAGCATTAACTGTACATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGGGGT----------------------------------------
-----------------------------------------------------------------
AAGGATAATCAGACTAAT---
AAGAATGAGATCTTTAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGGCAAGTGGTG--------------
-------------------------AAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCTAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ671537 
TTCTATTGCAATACATCAGGACTGTTTAATGACTCAAAATTCAATGACTCAAAATTC----------------
-----------------------------------------------------------------------
AATGGCAATTTCTCTTCC---------
AATGACACTAGCACTATCACTATCCCATGTAGAATAAAACAAGTCATAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCTGCTCCTATTGCAGGAAACATTATCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
CAAACAAATAATACAAACGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTAAGTTAT
ATAAATATAAAGTAGTAGAAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCACAAAGACGAGTGGTA--
-------------------------------------AAGAGAGACAAAAGAGCA---GTGGGA---
ATGGGAGCT---------TTGTTCATTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTA---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK341078 
TTTTATTGTAATACTTCACAACTGTTTAATAGTACTTGGATCAATAGTATTTGG-------------------
-------------------------------------------------------------------------
----------------------------
AGCAATGACACAATCATACTTCCATGCAGAATAAGACAAATTATAAACTTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGTGGACCTATTAAATGTTCATCAAAT---
ATTACAGGTCTACTACTAACAAGGGATGGGGGTCAGAGTAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGGGGAGGGAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAACTTAAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGATA--------------
-------------------------GGGAGACAAAAAAGAGGG------------CTAGGCGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGATGCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>GU595149 
TTCTATTGTAATACAGCACAACTGTTTAATAGTACTTGGACGAATGGTACTGAACAGACAAATAGCACTATA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAT---
ATTACAGGTCTACTACTGACAAGGGATGGGGGTCAGAATAATGAT----------------------------
-------------------------------------------------------------------------
----------
ACTAAGAATGAGACCTTCAGACCTGGGGGAGGGGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------GGGAGACAAAAAAGAGGA------------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU992930 
TTCTATTGTAATACTTCAAACCTGTTTAATAGTACATACTACTCTAATGGTACATACTCTAATGGTACAGTAG
ACAAT--------------------------------------------------------------------
----------------------------
TCAAGCTCATCCATCACGATTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAGTTGGAAATGATACAGAG----------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGCAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY037271 
TTCTACTGCAATACATCAAAACTGTTTAATAACAACACAGAA-------------------------------
-------------------------------------------------------------------------
----------------------------
TTCAATAACACTATTATTCTCCCATGTCGAATAAAACAGATGGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTAACTGTAGCTCAAAT---
ATTACAGGTTTACTATTGACAAGAGATGGTGGTATAAATATAACA----------------------------
-------------------------------------------------------------------------
----------
AGTGGTCAGGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTAAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF372649 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGAATTCCACTTCAATTGCAAATTTCACAGAG----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATTACTATCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAAAGGAAAGATACAATGTAACTCAACC---
ATAACAGGACTCATATTAACAAGAGATGGAGGTAATGGTAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAGTACA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCG---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH666154 
TTCTATTGCAATACATCAGGACTGTTTGATAGTACTTGGAATACATCAAGACTGTCTAATGGTACTTGGAATG
AT-----------------------------------------------------------------------
-ACATCAAGAGAATCTAAT------
AACTCAGTCAATAACATAACTCTTCAATGCAGAATAAGGCAAATTGTAAGAATGTGGCAGAGAGTAGGGCAAG
CAATGCATGCCCCTCCCATCCGAGGAGAAATAAGATGTGTATCAAAC---
ATTACTGGACTACTATTAACAAGGGATGGAGGGACGACTAATGAGACAGAG----------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCAACTATGGAAGAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH666157 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACTTGGAATGCCAATGGTAGCAATGATAGCCTAAAC----
-------------------------------------------------------------------------
----------------------------
CACACTGGCAACATAACTCTCAATTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TTTATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACTGGAATATTATTAACAAGAGATGGAGGGAAAAGTAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTAGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTTTGGGGCATT 
>MH666161 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAACAATACTTGGAAAGATACATCAGAATAT----
-------------------------------------------------------------------------
----------------------------
AATGGATCTACCATAACTCTCCAATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGATGTGCATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGGATAATAGTGGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGAGGGAGGAGATATGAAAGACAATTGGAGAAGTAAATTATATAAATATAAAG
TAGTGAAAATTGAACCACTA---GGTGTAGCACCCACCTATGGAAGAAGGAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAACTGTTGAGACTCACAGTCTGGGGCATT 
>MH666156 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACTTGGAGCAATACGAGCAATACATCAGGACCTAATACC-
-------------------------------------------------------------------------
----------------------------
TCAGACGCTGACATAACTCTCCAATGCAGAATAAGGCAAATTATAAGGATGTGGCAGAGAGTAGGGCAGGCAA
TATATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGTATCAAAC---
ATTACTGGACTACTATTAACAAGGGATGGAGGGACTGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTT------CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH666155 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGACCAATACATCAGGCATTAAT-
-------------------------------------------------------------------------
----------------------------
AGCTCAGAACCTATAATTCTCCAATGCAGGATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGGGATGGAGGGAATGATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGTGTAGCACCCGGCCAGGCAAGGAGAAGAGTAGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>KF850149 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAA----------------------
-------------------------------------------------------------------------
-ACCATGGAGAGGGAT---------
AATAAGACTGAGATCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAAGGGATTAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
CATAATGGTACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAACTTGAACCACTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>MG518476 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAAACCATGGAGAGGAATAAT----
-------------------------------------------------------------------------
----------------------------
AACACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACCTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAGATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY371145 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGGAAATGAACACAACCAGCTTAGGG----------
-------------------------------------------------------------------------
----------------------------
TTAAATGATACTATAATTCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCCATCCCAGGAAAAATAAGGTGTCAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGACTAGTAACAATACAGAG----------------------
-------------------------------------------------------------------------
----
ACTAGTAACAGTACAGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGGAGGGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
CTGGGAGCT---------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KP718921 
TTCTATTGTAATACAACAGAACTATTTAATAGCACTTGGGAGAGTAGCAATAGCACTAACAGCTCAAGTGCA-
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACTATAACTCTCAAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAGATACTAATAGT----------------------------
-------------------------------------------------------------------------
----------
AATAATAGTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTTGGACTACTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>KP718922 
TTCTATTGCCATACATCAAACCTATTTAATAGCACTTGGAAAGAGAACACAACAGAGTCAAGTGGCAATATA-
-------------------------------------------------------------------------
----------------------------
ACAAGTGGCAATATAACTCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGAAAAGCAA
TGTATGCCCCTCCCATTCCAGGAGTGATAGAGTGTAGGTCAAAC---
ATTACAGGGCTCCTATTACAAAGAGATGGAGGGAAAAATAATACAAATAAT----------------------
-------------------------------------------------------------------------
----------------------
ACCTTATGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATACAAATATAAAGTAGTGAAAA
TTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGGGTGGTG-----------------------
----------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>JF683748 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGACTGCCAATGGTGGCAGGCTGCGGGAAGATAGTG
CA-----------------------------------------------------------------------
-------------------------
AAGTCAAACAGCACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGGGGAGTAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACAGCGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTTTGGGGCATT 
>MK086114 
TTCTATTGCAATACAACAAACCTGTTTAACAGCATTTGGAATTACAATAGCACTGGGAATCACAGTGACAGCA
TGACAAATAAC--------------------------------------------------------------
----------------------------
ACGGATGGCAATATAATTCTCCAGTGCAGAATAAAGCAAATTATAAATATGAGGCAGAGAGCAGGAAAAGCAA
TATATGCCCCTCCCATTCGAGGAAGAATACAGTGTGAGTCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAATAATGCTAGT----------------------------
-------------------------------------------------------------------------
----------
AATTCAAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---TTTGGA---TTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGAATATGTTGAGACTCACAGTCTGGGGCATT 
>MF373389 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACTAATGGTACATTTAATTATAATGGTACATCTA
ATTAT--------------------------------------------------------------------
-------------------ACA---
GAAAGTAATGTGACCATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTGGGAAGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTGTTAGTACGTGATGGAGGATATGCAAAGGATGCA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTGAAGCGAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAGAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX159285 
TTCTACTGCGATACAACAAAATTGTTTAATGAGAGACAGAAAATGGATCACGGAAGA----------------
-------------------------------------------------------------------------
-------------------------
GCTATAATGGCTACTATCTTACATCCATGTAGGATAAAACAAATTGTAAACATCTGGCAGCGAGTGGGACAAG
CAACGTGCTCCTCCCATGCTGCAGCAAACATATCATGTCAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAATGATACAGAG----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGGCCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAAGCAAAGAGAAGAGTGGTA--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN452901 
TTCTATTGTAATACATCAAGCCTGTTTAATGGTACATACAATAGCAGTAGGCCAAACAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAATCATCATAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAA
TGTACGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATCTTATTGACAAGGGATGGTGGTAATGATACCGTGAGTAGG----------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACCTTCAGACCTGGAGGAGGCAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH682099 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACTCGTCTAATAGTACATTTAATAATACAGAA----
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACAATCCCATGCTACATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGACCAGAGTCAAATTGTACAAAG-------------------
-----------------------------------------------------------------ACA---
GGATCAGAGTCAAATTGTACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAGCCATTG---
GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-------------------------------------
--GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY371167 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATGACACTGGCAGCATGCCAGAGTCAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACGAATGGCAATATAACTCTCCAGTGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAACAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTACTGACAAGAGATGGTGGGACTCCTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCG---GTTGGA---TTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>FJ388953 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCATGCCAATGACAGTTTGCAAGAGTCAAATGACA
CA-----------------------------------------------------------------------
-------------------------
ACAATAAAGAAGAATATAACTCTCCAATGCAGAATAAAGCAGATTATAAATCTGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAAC---
ATAACAGGACTAATATTAACAAGAGATGGTGGAGGTAATAACACAGCT-------------------------
-------------------------------------------------------------------------
----------
CGTGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KR017779 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAAGATTAATAGCACTTGGAATAGC----------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATAACTCTCCTGTGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGATGTGAATCAAAC---
ATTACAGGGATACTATTGACAAGAGATGGCGGGGAGGATTCTAAT----------------------------
-------------------------------------------------------------------------
----
AAGACTAATGAAACAGAAATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGGGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
CTGGGAGCT---------GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCCATAGAAGCTCAACAGCATGTGTTGAGACTCACAGTCTGGGGCATT 
>U76035 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAAAAATAGCACCAGCATAAATGACACGGTG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGTGGGTAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GCGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GTCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH327751 
TTCTATTGCAATACAACAAAATTGTTTAATTGCACAGACAATAATAACACATACACA----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCGTACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAATAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGGACAAATAGCACT----------------------------
-------------------------------------------------------------------------
----------
AATAGAAATGAGACCTTCAGACCTCAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTACAAATTGAACCACTA---GGAGTGGCACCCACTAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411826 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATAGCACTGAAGAGTCAAGTACCCCTAAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATTACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAAC---
ATCACAGGGCTACTGTTAACAAGAGATGGCGATCAGAACGACAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACTTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAA
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAAGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358069 
TTCTATTGCAACACAACAGATCTGTTCAACACAACAAAACTAAATGAAACCACGTTAAATAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATAGCACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAAGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATCAGACTAATAAT-------------------
-------------------------------------------------------------------------
----
CAGACTAACAAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989522 
TTCTATTGCAATACATCACGACTGTTTAATAATACTTGTGCAAAAAATGTAACCCAGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTATCATACTCCCATGCAGGATAAAGCAAATAGTAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAATTGCATATCAAAT---
ATTACAGGAATACTGTTGACAAGAGACGGTGGTAAGGACGGTGATAATGGT----------------------
-------------------------------------------------------------------------
----
ACTCATAATGGGAGCGAGATCTTCAGACCTACAGGAGGAAATCTAAGGGACAATTGGAGAAATGAATTATATA
AATATAAGGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTAGTG-----
----------------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG989595 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGGGAATGATTCTGACAAGAATAATAACAATA
ATAAT--------------------------------------------------------------------
----------------------------
GACAATGACACAATCATACTCCCATGTAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCTCCTCCTATCAGTGGACAAATTAACTGTTCATCAAAG---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGGTAACGGTACC-------------------------
-------------------------------------------------------------------------



-------------
AGGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCT---GTAACA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989556 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGAATGGAACAAACAATACAGGAGGG----------
-------------------------------------------------------------------------
----------------------------
GATACTGGCACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGCAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACCAATTAATTGTATGTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAGTTAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
CATACTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAAAAATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGACCCACTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989612 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAATACTGGAGAGTCAAATGAGATCTCTACA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGGAAAGCAA
TGTATGCTCCTCCCATCAGTGGTCAAATTAACTGCTCATCAAAT---
ATTACAGGGCTACTATTATTAAGAGACGGTGGTAACCAGAACAATAGCGCC----------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCA---GCA------CTAGGAGCG---------
GTGTTCCTTGCGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KF250395 
TTCTATTGTAATACATCACAACTGTTTAATAGTACATGGAAGAATCACACTGGTACATATGAGACGAATGATA
CAAGTAACAAT--------------------------------------------------------------
----------------------------
CCAAACATCACAATCACAATTCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTCGGGCGAGCAA
TGTATGCCCCTCCCATTCAAGGAACCATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAAATGGAAATATGACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250398 
TTCTATTGTAATACATCAGGCCTGTTTAATGAGACAGACATGCTGCGTATTACA-------------------
-------------------------------------------------------------------------
----------------------------
GAAGGTAATATCACCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGAAAAGCAA
TGTATGCCTCTCCCATCAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACATGATCAAGTA------AATTCA----------------------------
-------------------------------------------------------------------------



-------------
ACCAATATGACATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAATCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAG---AGA-----
-------------------GAAAATAAGAGAGAAAAAAGAGCG---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY200514 
TTCTATTGCAATACATCAAGCCTGTTTAATGGGACATACATGTCTGATGGTACACCTACTGGTATACTTAATG
GTACAAAC-----------------------------------------------------------------
----------------------------
GATAATGAGACCATCACAATTCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAAGGTGGGACGGGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAACAGTGTCAAATAATACA----------------------
-------------------------------------------------------------------------
----
GAGTCAAATAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTGAACCACTA---GGAATAGCACCTACCATGGCAAAAAGAAGAGTGGTG-----
----------------------------------GACAGACAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG519330 
TTCTATTGCAATACAACAAACCTGTTTAATAATGATTGCATAAACAATACCACAGCGGGGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAGACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTCATAACACAAGCGCA----------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACCTTTAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGGGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTAAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN336531 
TTCTATTGCAATACATCAAAATTGTTT---AGCACCAGGGAAGGG----------------------------
-------------------------------------------------------------------------
----------------------------
CTTAATAGCACTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAAAGGAAGCATTAATTGTTATTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAGTACG----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------------
-------------------GATAGAGAAAAACGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU820848 
TTCTATTGTAATACATCGAAACTGTTTAATGGTACATACAATACAACAAGTAATTCAAGTAATGGTACATACA
ATACAACA-----------------------------------------------------------------
-------------------AGT---
AATTCAAGTTCAGTCATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCACCCATTGAAGGAAATATAACATGTAGATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGT-------------------------------------



-------------------------------------------------------------------------
----------
AATACCACCGAGACATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTAGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>MH327758 
TTTTATTGCAATACATCAGGCCTGTTTAATAAGACATACCCGTCTAATAGTACAGTTAATAATACAGAA----
-------------------------------------------------------------------------
----------------------------
ACTGATTCGATCATCACGATCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGATTAAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGGTATTCAGGCCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAGATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GCGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250401 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACTCGTCTAATAGTACATACAATGATACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATCACAATCCCATGCAAACTAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAGGAACAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCAGAGGAGATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTGGCACCCACCCCTGCAAAGAGAAGCGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACATCATATGTTGCAACTCACGGTCTGGGGCATT 
>AJ508597 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACAGAACTGCTTAATAGTACATCT----------------
-------------------------------------------------------------------------
----------------------------
AATAATACTGCAATCACACTCCGATGTAGAATAATACGAATTATAAGGATGTGGCAGAGAGTGGGACAAGCCA
TTTACGCCCCTCCCATTGAAGGATACATTACATGTACATCAAAT---
ATAACAGGATTACTATTTACAAGAGATGGA---AATAACAATGAC----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAGTTAAACCACTA---GGAATAGCACCCAACAAGGCAAGGAGAAGAGTAGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAACA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ508595 
TTCTATTGTAATACATCAGGCCTGTTTAATATGTCAGGGAGTAGTAATATATCAGGGAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAGACCATCACACTCCCATGTAGGATAAAACAAATTGTAAGGATGTGGCAGAGAGTGGGACAAGCCA
TTTATGCCCCTCCCATCGCAGGATACATTACATGCACATCAGAC---
ATTACAGGACTACTATTTACAAGAGACGGGGGTCATCACAGCAGT----------------------------



-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCGGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAGAGCAAGGAGAAGAGTAGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168299 
TTCTATTGCAATACAACAGCATTGTTTAATAGCTCTTGGGATGCCAACACACTAAGTAATAGCACT-------
-------------------------------------------------------------------------
----------------------------
GTAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGGTTACTATTAACAAGAGATGGAGGGAACACAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ATAACTGAGACTTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAACATATGTTGAAGCTCACGGTCTGGGGCATT 
>AJ866554 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGAATAGTTGGGATAATAGCACTTGGAATAGTACCA
GCTCAAACGAC--------------------------------------------------------------
-------------ACATGG------
CCAAAGGGGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAAGTGTGTATCAAAC---
ATTACTGGACTAATATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAGAGCGAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCTTCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTATTGAAACTCACGGTCTGGGGCATT 
>AJ866556 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGGTAGGGGTTAATGGCAATTGGAGCAATACCAGCT
CAAACAAC-----------------------------------------------------------------
-------------------ACA---
GGGTTAAATGACATTATAACTCTTCGATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGAACTAAGGTGTGACTCAAAC---
ATTACTGGATTACTATTAACAAGAGATGGAGAGGGTGATACTAAG----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATTTGTTGAGACTCACGGTCTGGGGCATT 
>AJ866558 
TTCTATTGCAGTACATCAGCATTGTTTAATAGCACCTGGATGATGGTTAATGGCACCTGGAGCGACACTGCAA
ATGACACAGAG--------------------------------------------------------------
-------------GCAAAT------
AACAATATAACTCATATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCTATCCAAGGAAAAATAAGTTGTAATTCAAGC---
ATTACAGGACTGCTATTAACAAGAGATGGAGGAGGGAATAATACT----------------------------



-------------------------------------------------------------------------
-------------
GCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAGAAAAGAGCG---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AJ866555 
TTCTACTGCAATACAACACAACTGTTTAATAGCGCTTGGTTTAATGGCACTTGGGTATACAACAATAACACCA
ATGTC--------------------------------------------------------------------
-------------------------
AGCTCAGGGTCAAATATAACTCTCCCATGCAGCATAAAGCAAATTGTGAGAATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAT---
ATTACAGGACTAATCTTAACAAGAGATGGGGGGAACGATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GTAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCAGTAGTTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGTTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF184155 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGTATAAAAATAGCACTTGGTATAGCAATAGCACTG
CCAGCTCAAAC--------------------------------------------------------------
-------------CACACA------
GAGTTAAATAGCACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAGTAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACACCTGAGATCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385445 
TTCTATTGCAATACATCAAGCCTATTTAATAGCACTTGGAATACATCAAGCATTAGCATTGAGAATAGTACCG
AT-----------------------------------------------------------------------
-------------------------
TACTCAAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAATAATAAGCTGTAATTCAACT---
ATTACTGGACTACTATTAACAAGAGATGGAGGAAATACTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGGCCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAAAATTGAACCACTA---GGTGTAGCACCCACTCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>GU201497 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGTATAATGACACTAGAAGGCCCAACTACACAGAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGGCACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAATTCAAAC---
ATTACAGGAATACTATTAGTAAGAGATGGAGGGGTTAATACTAGT----------------------------



-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>JN864047 
TTCTATTGCAATACATCAGGCCTGTTTAATGGCACTTGGGATAAATCTTACAACATGACAGAG----------
-------------------------------------------------------------------------
----------------------------
TTGACTGGCACTATAATTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAAGAATAAAGTGTGAGTCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGAAGTAATAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAGTGAGATTTTTAGACCTGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAGAAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---TTTGGAGCT---------
GCCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>JN864052 
TTCTATTGCAATACATCACAACTATTTAATGGCACTTGGTCTAATAACACTGGGAATGGGAATGCTACCAGCT
CA-----------------------------------------------------------------------
----------------------------
AATGAAACTATAATAACTCTTCCATGTAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGGAATAAGGTGCGACTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGAACGAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
CATCAGACATTCAGGCCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCAATA---GGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCCGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JN864053 
TTCTATTGCAATACAACAAACCTGTTTAATAGCACTTGGTATAACAATGACACTAGTGCTTGGTATAACAATG
GCACAGGACCA------------------------------------------------------------
TACAATGGCACAGGACTA---------
TGGATAAATGGCACTATAATTCTCTCGTGTAGAATAAAGCAAATTGTAAACATGTGGCAAAGAGTAGGACAAG
CAATGTATGCTCCCCCCATCCGAGGAAGAATAGAGTGTCAATCAAAC---
ATTACAGGACTACTGTTGACAAGAGATGGTGGGGAGCATAATAATACTAATAAT------
AATAATACTAATAAT----------------------------------------------------------
--------------------------
AATACTGAGATTTTTAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---TTTGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>DQ826727 
TTCTATTGCAATACATCAGGCTTATTTAATAGTAGTTGGACAGGAAATAACACAGAAAATAACACTGCA----
-------------------------------------------------------------------------
----------------------------
CTGAATGGCACTATAACTCTCCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGCACATCAAAC---
ATTACAGGATTAATACTGACAAGGGATGGTGGAAACCATGGAAATAGT-------------------------



-------------------------------------------------------------------------
-------
AGTTATAAAAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTACAAATTGAACCAGTA---GGTGTGGCACCCACCCATGCAAGAAGAAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078538 
TTCTATTGCAATACATCAGGACTGTTCAATAAGAATTGGACATATGATAACAGCAATATCACCTCAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACAGAATCAACTATAACTCTCCCATGCAACATAAGGCAAATTGTAAAGATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCTATCGCAGGAAACATAAGTTGCAACTCAAAC---
ATTACTGGATTACTCTTAACAAGAGATGGAGGGAATAATACACAT----------------------------
-------------------------------------------------------------------------
-------
AAGAATAAGACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGTATAGCACCCTCCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---
------GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---CTATTG---TCTGGTATAGTACAACAGCAGAGT---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAAAACATGTTGAGACTCACGGTCTGGGGCATT 
>AY371143 
TTCTATTGCAGTACATCACCACTGTTTAATAGCACTTGGGACAGTAATAACACTGCCAGTTCAAACCACACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACATTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAAACATAACTTGTGAATCAAAC---
ATAACAGGACTACTATTAACAAGAGATGGAGGGGCTACTAATAGT----------------------------
-------------------------------------------------------------------------
----------
ACAACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGCGC---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716465 
TTCTATTGCAATACATCACAACTGTTTAATGGCACTTGGTTTAATGACACTTGGAACAACAATACCAATGACA
AC-----------------------------------------------------------------------
----------------------------
AGCTCAGAATTTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTAATTCAAAC---
ATTACTGGACTACTATTAATAAGAGATGGAGGGAATAATAATATT----------------------------
-------------------------------------------------------------------------
-------------
ATGAAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTATTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>FJ670515 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACTTGGTACGGTAATGGCACTAACAATACAACTGACACGG
GG-----------------------------------------------------------------------
----------------------------
TCCAATGATACTATAAGTCTCCCATGCAGGATAAAACAAATTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCAATTCAAGGAATAATAAACTGTAAATCAAAC---
ATTACAGGGCTACTGCTAGTAAGAGATGGTGGGAATGGGAATGGTACA-------------------------



-------------------------------------------------------------------------
----------
AATGAGACCGAGACGTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAGACTCACGGTCTGGGGCATT 
>KU685587 
TTCTATTGCAGTACATCAGGATTGTTTAATATGACTTGGTATAAGAACAGCTCAGAGTCAAATAGCACTGAC-
-------------------------------------------------------------------------
----------------------------
AGGCCTGGAAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATAAGTTGTGTGTCAAAC---
ATTACTGGAATACTATTAACAAGAGATGGAGGGAAAAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GAAAAGGAGATCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TAGTAGAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>KR067669 
TTCTATTGTAATACATCAAAACTGTTCAATAGCACTTGGCCGGTTAATAGCACTTGGCATAATAGAACTAACA
TTGACAGT-----------------------------------------------------------------
----------------------------
TCAAATGGCACAATAACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAAAGTAGGGCAAGCCA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAGTAGTAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ATGAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGGGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KR067670 
TTCTATTGCAATACATCAAAACTGTTTAGTGGCTCTTGGAATGATAGCTCTTTGAATGATAGTAATACAAATG
GAAAC--------------------------------------------------------------------
-------------------------
TCAAGTGAAACTACTATAATTCTCCCATGCAAAATAAGACAAATTGTACGTATGTGGCAGACAGTAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAGCAATAAATTGTACATCAAAC---
ATTACAGGGCTACTGCTAACGAGAGATGGTGGGGATGAACCAGAG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACGTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KR067667 
TTCTATTGCAATACATCAAACTTGTTTAACAGTACTTGGTATAGTAACGGTACCAACAGTACTGAGAAAAAT-
-------------------------------------------------------------------------
----------------------------
AATGACACCAACATAACTCTCCAATGTAGAATAAGACAAATTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATAACTTGTATATCAAAC---
ATTACAGGACTGTTGTTAACAAGAGATGGAGGGGATAATAGTACA----------------------------



-------------------------------------------------------------------------
----------
AATGCAACTGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAACCGCTA---GGAGTAGCACCCAACAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CCGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGGTGTTGAGACTCACGGTCTGGGGCATT 
>KR067671 
TTCTATTGTAATACAGCAGAGTTGTTTAATAGCACTTGGAATAATGATACTATGAGCTCAAATGACACTAGC-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAGGCAAATTATAAAGATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAACAAGGGATGGAGGGAATGGGAATAAT----------------------------
-------------------------------------------------------------------------
----------
GATCCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCGCCCACCCATGCAAGAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATTTGTTGAGACTCACGGTCTGGGGCATT 
>MH078547 
TTCTATTGCAATACATCAGCATTATTTAATAGCACTTGGAATAAGCCTTGGAATAATTCAATGAATAACACTG
AGGGAGGG-----------------------------------------------------------------
----------------------------
TCAAATGACATTCTTACTCTCAAATGCAAGATAAGGCAAGTTGTAAGAATGTGGCAAAGAGTGGGACAAGCAA
TGTATGCCAATCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATAACAGGACTACTATTAACAAGAGATGGAGGGAATAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGTGTAGCACCTACCCGTGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAGCT---------
GTCTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078549 
TTTTATTGCAATACATCAAGCCTGTTTAATAGCAGATGGTATAATGGAACTAACACTGCAAACAACACAGATG
AC-----------------------------------------------------------------------
----------------------------
AATGCTGATAATATAACACTCCCATGCAGACTAAAACAAGTGATAAGAATGTGGCAGAAAGTAGGGCAAGCAA
TGTATGCCCCTCCTATCAAAGGAGAAATAAGGTGTGTCTCAAAT---
ATTACTGGACTACTATTAACAAGAGATGGAGGGTATGGAGGGAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAGATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATA
AAGTAGTAAAAATCGAACCACTA---GGGGTGGCACCCACCCGAGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGTTGACGGTACAA---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>MH078550 
TTCTATTGCAACACAGCAGGCCTGTTTAATGGTACTTGGGCTAATGATACTTGGGATCAAGGAAATGGCACGA
AA-----------------------------------------------------------------------
----------------------------
GAAAATGACACTATAACTCTCCAATGCAAAATAAAACAAGTTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAGAAATAAGATGTGGATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGAATACTAATAAT----------------------------



-------------------------------------------------------------------------
-------------
ACAGAGGAGACGTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAAGCTCACAGTCTGGGGCATT 
>KX389616 
TTCTATTGCAACACATCAAAACTGTTTAATAGTATTTGGGATAACAATGCCACAAAAAATAATATTACTGACA
AAAATGGT-----------------------------------------------------------------
----------------------------
ATTAATGATACTATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTCCAGGAGTAATAAACTGTACATCAAAC---
ATTACAGGGATATTGCTAACAAGAGATGGTGGCAATAATAGTGAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAATGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGCACAG---GCCAGACAA---CTATTG---ACTGGTATAGTACAACAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCTCAGCAGCAAATGTTGAGACTCACAGTCTGGGGCATT 
>KU168304 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAGTAATCTAAATGACACAAATGGCACAAATCCAG
AGCCAAAT-----------------------------------------------------------------
----------------------------
GACACTCACACTCTAACTATCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGAGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATACAAAGGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAAGCTCACAGTCTGGGGCATT 
>EU513188 
TTCTATTGCAATACATCAGAACTGTTTAATAGCAATTGGACTAATACTAATAACAATACCAATAATGCCAGCT
CA-----------------------------------------------------------------------
-------------------------
GAGGCAAATGGCAATATAACTCTCACATGCAAAATAAAGCAAATTATAAATATGTGGCAAAGAGTGGGACAAG
CAATGTATGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGATTATTATTAACAAGAGATGGAGGGTTTAGGAATGATACA-------------------------
-------------------------------------------------------------------------
-------
AATGAGACCTATGAGGCCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACTCATGCAAAAAGAAGAGCGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTTGGG---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513185 
TTCTATTGCAGTACATCAAATCTATTTAATAGTACCTGTACAAATAATAACGGCACTGCAAATTGTACAAATA
CAAATGGG-----------------------------------------------------------------
-------------------ACA---
GCATTAAATGAAACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAGGATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGAATAATATTAACAAGGGATGGAGGGGATAGTAATGATACA-------------------------



-------------------------------------------------------------------------
----------
AATGGAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTGCAACTTGAACCATTA---GGTGTGGCACCTACCCAGTCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>EU513194 
TTCTATTGCAATACATCAGGACTGTTTAACAGCACTTGGTGGAATAACAATAACAGT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATAACATTACCACTCTCCAATGCAGAATAAAGCAGATTGTGAATCTGTGGCAGAGAGTAGGAAAAGCAA
TGTATAACCCTCCCATCCAAGGAGTAATAAGGTGCGAATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGAGGGCTTAATGATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAGGTACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513183 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCACTTGGAATTGGAATGGCACTAGCATACAGGGGCCAAATG
ACACG--------------------------------------------------------------------
-------------------------
CAGTCAAATGGCACTATAACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAGTCAAAC---
ATTACAGGACTACTATTGGTAAGAGATGGTGGGAATAATAGTGGT----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAAACCTTCAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU168307 
TTCTATTGCAATACATCAGACCTGTTTGATAGCACATGGCCTAACAATAGTAGTAACAATAGCACTAAC----
-------------------------------------------------------------------------
----------------------------
AATAGCACTACCATAACTCTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAACAGGGCAAGCAA
TGTATGCCCCTCCCATCCCAGGACTAATAAGGTGTGAGTCAAAC---
ATTACAGGACTGCTATTGACAAGAGATGGAGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAACTATAAAG
TAGTAAAAATTGAACCAGTA---GGCATAGCACCCACCAAGGCAAAAAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACAGTTGTTGAGACTCACAGTCTGGGGCATT 
>AM279362 
TTCTATTGCAATACATCAGGCCTATTTAATAGCATTTGGTCTTGGAATACTAGCACTTGGAATTATACCAACT
CAAATTCC-----------------------------------------------------------------
-------------ACAGGG------
TTAGATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCAAAGGAATGATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGGAAGACTAATGATACT-------------------------



-------------------------------------------------------------------------
----------
AATACAACTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTAAACCATTG---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---AGCGCAGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279356 
TTCTATTGCAATACATCAAAACTATTTAATAGCACTTGGTATAGCAATGGTAGTGCCAGCTTAGATCACACAA
AT-----------------------------------------------------------------------
----------------------------
AAAGATGAAAATATAACTCTCCTATGTAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGAGGGAAAGATAATAGTACA-------------------------
-------------------------------------------------------------------------
-------
AATAGTACACAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTACAAATTGAACCAATA---GGTGTAGCACCCACACATGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT---
------TTCTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AM279363 
TTCTATTGCAATACATCAGGATTATTTAATAGTACTTGGAAATCTAATAGCACTTGGGACAATAACACTGACA
CAGGG--------------------------------------------------------------------
-------------------------
TCAAACAATATAACTCTCACCCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTCCTATTAACAAGGGATGGAGGGAATACTAGCACA----------------------------
-------------------------------------------------------------------------
----------------
GATGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KM606636 
TTCTATTGTAATACATCAAATCTGTTTAATAAAACCTTTAACCACAACTCAACAGGGTCAAATTCAACAGAG-
-------------------------------------------------------------------------
----------------------------
TCAGATAGGACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATAAAGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGGTGAATAATGGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAACGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AB052867 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACTTGGAATGACAATAGCACTTGGAATGACAGTAGCTCAA
ATTAC--------------------------------------------------------------------
-------------------ACA---
GAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGAGGAGTGATAAGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGGATTAATAATAGT----------------------------



-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTA--------------
-------------------------ACAAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTAAAA---GCTATAGAGGCTCAGCAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385444 
TTCTATTGCAATACATCAGACCTGTTTAATAGTACTTGGCTAAACTCAACTGTGGAA----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGAGACTATAATTCTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCACCTCCCATTCAAGGAGTAATAAACTGTGTATCAAAC---
ATTACAGGGATACTGCTAGTAAGAGATGGTGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGCTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGACGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAGT---
AATTTA---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KR067668 
TTCTATTGCAATACATCAGGACTGTTTAATAGCGCTTGGAACAGTAGCACTTGGAACAATACCCTGACCAAC-
-------------------------------------------------------------------------
----------------------------
AATACTGGCAATATAACGCTCCACTGCAGAATAAAGCAAATTATAAATAAGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCCCCCATCCCAGGAGTAATAAGGTGTGAGTCAAAC---
ATCACAGGATTACTACTAACAAGAGATGGAGGAAACAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGGCCTGAAGGAGGAGATATAAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAGTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAGAAAAGAGCA---GTCGGA---CTGGGAGCT---------
GTCTTCCTTAGGTTCTTAGGAGCA---GCAGGAAGCACCATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749413 
TTCTATTGTAATACAACAAGCCTGTTTAATAGTACTTGGTATAATAATGAGACTGAGAACACAAATAGCACGG
GA-----------------------------------------------------------------------
----------------------------
TCAAATGAAACCATAACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGACTAATACAATGTAACTCAAAT---
ATTACGGGGATACTATTAACAAGAGATGGTGGGAATAACGGATCA----------------------------
-------------------------------------------------------------------------
-------------
TCTAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAAAATTGAACCATTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTGCTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATATGCTGAAACTCACAGTCTGGGGCATT 
>KX232596 
TTCTATTGTAATACAACACAGCTATTTAATAGCACTTGGAATATAACAGGACTATCTAATAGCAATTGGACAG
GTAAT--------------------------------------------------------------------
----------------------------
GACACTAGCAATATAACTCTTCCATGCAGAATAAAGCAAGTTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCCAGGAATAATACAGTGTCAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGGAAATAATAATAAT----------------------------



-------------------------------------------------------------------------
----------
AGTTCGAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAGTATA
AAGTAGTAAAAATTGAGCCATTA---GGTGTAGCACCCACTCCTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGTGGACTGGGAGCT------
---GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTAAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KY658718 
TTCTATTGTAATACAACAGGACTATTTAATAGCACTTGGATGGAAAATAGCAGCATTTGGGAAAGCAATGGCA
ATAAA--------------------------------------------------------------------
----------------------------
ACAAATGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTGGGACAAGCAA
TTTATGCCCCTCCCATCCCAGGAATAATACAGTGTGAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGAAATTAATAGTTCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCAGTA---GGTGTAGCACCCACCCGTGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGTGTACTGGGAGCT---------
GCATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACGG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232617 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAAAGGAAATATCACTTGGGAGAGCAATGGCAATA
AA-----------------------------------------------------------------------
----------------------------
ACAAATGACAGTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCCAGGAGTAATAACGTGTGAGTCAAAC---
ATTACTGGACTACTATTGACAAGAGATGGGGGAAATAATAATAATAGA-------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCCCTGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGTGGACTGGGAGCT---------
GTATTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACATCAAATGTTGAGACTCACGGTCTGGGGCATT 
>KX232623 
TTCTATTGTAATACAACAGGCCTGTTTAATAGTACTTGGCCTAGGAATGAGAATGAGACTAGGGAAGCAAATA
GCACAGGG-----------------------------------------------------------------
----------------------------
TCAGATGACATCATAACACTCCCATGCAGAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGGGCAAGCAA
TATATGCCCCTCCTATCCCAGGACTAATAAGATGTAACTCAAGT---
ATTACGGGGCTACTATTAGTAAGAGATGGTGGAAATAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---TTTGGA---TTAGGAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAGCAGATGCTGAAACTCACGGTCTGGGGCATT 
>KX232627 
TTCTATTGTAATACAACAAAACTATTTAATAGTACTTGGGGCAATGGCAGTGAACCAGAG-------------
-------------------------------------------------------------------------
----------------------------
GTAAACAATACCATAACCCTGCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGACAAGCAA
TTTATGCCCCTCCCATCCCAGGAAGAATAAAGTGTGAATCAAAC---
ATTACTGGACTACTATTGACAAGGGATGGGGGACAGAATAATAGG----------------------------



-------------------------------------------------------------------------
-------------
TCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCCATGCAAGAAGGAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---ATTGGTGGACTGGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>HM215282 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGTATAACAATAGCAATAACAACAATGCCAGCTCAA
ACCCC--------------------------------------------------------------------
-------------------ACA---
GAGTTAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAGAGTGTAAATCAAAC---
ATTACAGGATTGTTATTAACAAGAGATGGAGGGAATAGTAATGGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAAAGGCTCAACAACATCTGTTGAGGCTCACGGTCTGGGGCATT 
>KR017777 
TTCTATTGCAATACATCAAAGCTGTTTGAAGGTTGGATTTGGAATCATAGCAATGGGAGTTGGGAAAGGAATA
ATAAA------------------------------------------------------------------
ACAAATGATGAAAATAAA---------
ACAGAGGATGGAAATATAATTCTCCCATGCAAAATAAAGCAAATAGTAAGAATGTGGCAGAGAGCAGGACAGG
CAATGTATGCCCCTCCCATCAAAGGATTAATAAATTGTAAATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGA---ACACATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGGCCTATAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGGAAATTAAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749421 
TTCTATTGTAATACATCAAAGCTATTTAATAGCACCTGGAATAGCACTGGGGAGAATCAGAAAATT-------
-------------------------------------------------------------------------
----------------------------
AGGAATGGGACTCTCATCCTCCCATGCAGAATAAAGCAAATTGTACGGATGTGGCAGAGAGTAGAACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAGATGTCATTCAAAT---
ATTACAGGAATACTGTTAACGAGAGATGGCGGGGGTAACGAGACA----------------------------
-------------------------------------------------------------------------
----------------
AAGGAGACCTTCAGACCTGTAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAGCCAATA---GGAATAGCACCCTCCAGGGCACGAAGAATAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>GU201504 
TTCTATTGTGATACAGCAGAACTATTTAATAGTACTTGGGAAAGGGAAAATGGCACTCGGAGAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCACTGGGAATATAAATCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAATAATAGAATGTAAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGAGCTAATAACAGT----------------------------



-------------------------------------------------------------------------
-------------
GCAGAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGGGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KR017773 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGAATAGCACTGGGAATAATAATAATATC-------
-------------------------------------------------------------------------
----------------------------
AGCTCAGACAATATCACTCTCCCATGCAGAATAAAGCAAATTGTGAGGCTATGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCGTCTCAGGAGTAATAAGATGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAAGAAAAATAAGAGT-------------------------
-------------------------------------------------------------------------
----------
AGTGACCCTGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KR017772 
TTCTATTGCGATACATCAGATCTGTTTAATAGCACTTGGGACAATAATACTGTCAGCCCAAACGACACAGAG-
-------------------------------------------------------------------------
----------------------------
GCAAAAGACAATATAACCCTCCAGTGCAGAATAAAGCAGATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACTGGACTACTATTAGTAAGAGATGGAGGAATTGATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACTAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GQ372986 
TTCTATTGCAATACAACAGATCTGTTTAATAGCGCCTGGAATGCCAGCTCAACCTGGCCCAAC----------
-------------------------------------------------------------------------
----------------------------
TCAACAGGTAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTCTTAACAAGAGATGGAGGGACTAACACTAACAGT-------------------------
-------------------------------------------------------------------------
-------
AGTGGTGCAAACGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---TTTGGAGCT---
------GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>AB231894 
TTCTACTGCAATACAGATGAACTGTTTAATAGCACTTGGAATAGTAGCACTTGGAATAGTAGCAGTACTACC-
-------------------------------------------------------------------------
----------------------------
GATAGCTCAAATATAACTCTCCACTGCAGAATAAAACAAATTATAAATATGTGGCAGACAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATACAGTGTAACTCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGAGGAAAGGATAATAGTACTGAG----------------------



-------------------------------------------------------------------------
-------
ACTAATAATACTGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCAATA---GGTGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>AY521632 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGTTGGAGTTGGAATGACACTACAAATTTAACGGAA----
-------------------------------------------------------------------------
----------------------------
TCAAATGGTACTATAAATCTCCCATGTAAAATAAAACAAATTATACGTATGTGGCAGAGAGTAGGGCAAGCAG
TGTATGCCCCTCCCATCCAAGGAGTAATACGCTGTAAATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGAATGATAATGAT----------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAGAAGTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGCGCA---GCTGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGCATAGTACAACAGCAGAGT---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>AY521633 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGATTCGGTATGCCAATGGCACCGTGCAGAACAATG
GCACG--------------------------------------------------------------------
-------------------------
GAGCCAAATGGTATTATTCCTCTCCAATGCAGAATAAGACAAGTTGTACGTATGTGGCAGAAAGTACGACAAG
CAATATATGCCCCTCCCATTAGAGGAGTAATATGCTGTGTATCCATC---
ATTGCAGGGCTACTACTAACAAGAGATGGTGGGGATAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGAAGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAGAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCACCTGCTGAAACTCACAGTCTGGGGCATT 
>JN864055 
TTCTATTGCGATACAACAGAATTATTTAATAGTACTTGGGAGACTAATAACACTGCCAGCTCCAATACC----
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGACAACTGAGACA----------------------------
-------------------------------------------------------------------------
----------
AATAATAAAGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GCTTTCCTTGGGTTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ388896 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCTCTTGGTATAACAATGGCACTGCCATCTCAAACCACACAG
GGTCAAAT-----------------------------------------------------------------
-------------GGCACT------
GGGTCAAATGGCACTATCACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAAAGTAGGACAGG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGATGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAGTAATAATAATACAAAT----------------------



-------------------------------------------------------------------------
-------
GAGACTAAGACTAAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGT
ATAAAGTAGTAGAAATTGAACCACTA---GGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---
------TTGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>DQ926899 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGGGCAATAACACCTGGGACAATAACACTGCC----
-------------------------------------------------------------------------
----------------------------
AGCTCAGAAAATATAACTCTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCGAGGAATAATAAGTTGTAAATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAAATATAATGATAGC-------------------------
-------------------------------------------------------------------------
----------
AATGCAACTCAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACACATGCAAGAAGAAGAGTGGTG-----------
----------------------------GGGAGAGACAAAAGAGCA---GTTGGA---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>JN882651 
TTCTATTGCAATACGACAAGCCTGTTTAACAACAGCCAGTGGCCATTTAATGGGAGTAGTAACCCTGTC----
-------------------------------------------------------------------------
----------------------------
CCTAATGGCACCATAACTCTCCAATGCAGAATAAAGCAATTCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAAATATAAGTTGTATGTCAAAC---
ATTACAGGACTACTATTAATAAGAGATGGAGGGAATGGTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAATA---GGTATAGCACCCACCCATGCAAGAAGAAGGGTGGTG--------------
-------------------------GGGAGAGACAAAAGAGCA---GCTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH666158 
TTCTATTGCGATACATCAGGACTGTTTAATAGTTCTTGGAATGGCACTAGTCCTAGGAATGATACT-------
-------------------------------------------------------------------------
----------------------------
ACCAATAGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCCGAGGGGTAATAAGGTGTGAATCAAAC---
ATTACTGGACTATTATTAACAAGAGATGGAGGGAATAAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGATCCTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTGAAAATTGAACCACTA---GGTATAGCACCCAACCGTGCAAAAAGAAGAGTAGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTTTGGGGCATC 
>JN882653 
TTCTATTGCAATACATCAATACTGTTTAATGGTACATTTAATGGTACAGAATTTAATGATACAGAAATTAAC-
-------------------------------------------------------------------------
----------------------------
AATACAACCACACTCCGACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATCAACTGTTTCTCAAAT---
ATTACAGGGCTACTATTAGTAAGAGATGGAGGGACTAATAATAGT----------------------------



-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAGCAGCAAATGTTGAGGCTCACGGTCTGGGGCATT 
>JF683752 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATACCACTGATACTTGGAATAACACTTATAGC-
-------------------------------------------------------------------------
----------------------------
CACAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGGCGGGCAA
TGTATAACCCTCCCATCCCAGGAGAAATAAAGTGTGCATCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGGAGTAATAATATT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCACTG---GGTGTAGCACCCACCCCTGCAAAAAAAAGAGTAGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCCTAGGACCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>MH666162 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGATCAACTTAGATAAC-------
-------------------------------------------------------------------------
----------------------------
TTAAATGGCAGCATAACTCTCCAATGCAAAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCAAAGGAATGATACAGTGTAGATCAAAC---
ATTACTGGACTAATATTAACAAGAGATGGAGGGAATACTGAGAATGCT-------------------------
-------------------------------------------------------------------------
----
ACTGATAATGATACAGAGATCTTCAGGCCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTG-----
----------------------------------GAGAGACAAAAAAGAGCA---GTTGGA---
CTGGGAGCT---------GTCTTCCTTGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGA---AATTTG---CTGCAA---
GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>JF683766 
TTCTACTGCAATACATCAACACTATTTAATAGAACATGGAATGGTACCACATGGAAT----------------
-------------------------------------------------------------------------
----------------------------
AACACAGCAAATAGTACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATAAATTGTACATCAAAT---
ATTACAGGGCTACTACTGACAGTAGATGGTGGTAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATTCAGAGACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB231897 
TTCTATTGCAATACATCAACACTGTTTAATAGCACTTGGATTAGGAATAGCTCAAATAGCACTTGGAATAGCT
CTGCCTCGAAC--------------------------------------------------------------
-------------AGCACA------
GAGTTAAATAGCAATATAACTCTTCAGTGCAGAATCAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCAATCGCAGGAGACATAAGGTGTGAATCAAAC---



ATTACTGGACTACTATTAACAAGAGATGGAGGGCATGAGACTGAG----------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCATTA---GGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCGACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>AB480046 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACCTGGTATGGAAATGGCAATGACACCACAAATGGCACGA
TTCTA--------------------------------------------------------------------
-------------------CAT---
GGTAATAGAACTCATATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAAAGGAATAATAAAATGTACATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAATTGTTGGA---CTGGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAAC---
AATCTG---CTAAGG---GCCATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>MK086119 
TTCTATTGCAATACAACAGACCTATTT------TCTTGGAATAGTAGTAGCCCATGGAAGAACATAACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACAGTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAA
TGTATGCCCCTCCTATACCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGATACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTCTGCTGACGGGCTC---ATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086120 
TTCTATTGCAATACAACAGACCTATTT------TCTTGGAATAGTAGTAGCCCATGGAAGAACATAACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACAGTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAA
TGTATGCCCCTCCTATACCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGCGG---GCCATAGAGGCTCAGCAACATCTGTTGAAACTCGCGGTCTGGGGCATT 
>KR017771 
TTCTACTGTAATACAACAAATCTGTTTAATAATCTGTTTAATAATACAGAA----------------------
-------------------------------------------------------------------------
----------------------------
GACAATGGTACAATCACTATTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATAGCCGGAAAAATTCAGTGTAACTCAACT---



ATCACAGGTCTACTATTAACAAGAGATGGTGGTAATACTAATGTG----------------------------
-------------------------------------------------------------------------
----------
ACTGTGACTGAGATCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATA
AGGTAGTGAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTA-----------
----------------------------ACCAGAGCAAAAAGAGAC---ATGGGA---ATAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>MK086117 
TTCTATTGCAATACAACAGACCTATTT------TCTTGGAATAGTAGTAGCCCATGGAAGAACATAACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACAGTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAA
TGTATGCCCCTCCTATACCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGATACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGCGG---GCCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086118 
TTCTATTGTAATACATCAGAACTATTTAATAGCACATGGAATAGTAGCACTCCTAGCACT-------------
-------------------------------------------------------------------------
----------------------------
GGAAATAGAACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAGAATGTGGCAAAAGGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAAATATAAGTTGTAACTCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGAGTGGACAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTAAACCATTA---GGTGTGGCACCCACCCAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAGAA---TTATTG---TCTGGTATAGTGCGACAGCAGAGC---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MK086115 
TTCTATTGCAATACAACAAGACTATTTAATAGCATTTGGAGTAGGAATGAGACTAAGAATGACAATGACACTT
GGAGTAAT-----------------------------------------------------------------
-ATCACTAATAGCACTGCC------
TGGACAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTACGCCCCTCCCATCCAAGGAGAAATAAAGTGTGAGTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGAGGTGCACATGGTGAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTAAACCATTA---GGTGTAGCACCTACACATGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>MK086126 
TTCTATTGTAATACAACACCACTATTTAATAGCACTTGGAAGAGCAATGACACTGCCAGTTCAAAC-------
-------------------------------------------------------------------------
----------------------------
CCAAATGACACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCTCAGGAAACATAATGTGTAACTCAACC---



ATTACAGGAATACTATTAACAAGAGATGGAGGGATTAATAATACA----------------------------
-------------------------------------------------------------------------
----------
GAGGAGGAGGAGACGTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAGCCACTA---GGTGTGGCACCCACCTATGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN864057 
TTCTATTGCAATACAACAAGACTGTTTAATAGCATGTGGATCAAAAATGTCAGCAGTGACACTTGGAATAACA
ACATCACTAGT--------------------------------------------------------------
-------------------------
GATAACAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGAATTAAGGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGAGGGGATACTAATAAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAG
TGAAAATTGAACCACTA---GGTATAGCACCCACCCCTGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTAATG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>MK086116 
TTCTACTGTAATACAACAGTTCTGTTTAATACCACAGGG----------------------------------
-------------------------------------------------------------------------
----------------------------
TTAAAAGACAGTATCACTATTCCATGTAAAATAAAACAAATCATAAACATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTCAATGTAACTCAAGT---
ATTACAGGTCTACTCTTAACAAGAGATGGTGTTAATGATACAAAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGGTAG
TGCAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCACAAAGACGAGTGGTA-----------------
----------------------CAGAGAGAAAAAAGAGCAGTAGTGGGA---CTAGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TATGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY371147 
TTCTATTGCAATACAACAACACTATTTAATAGCACTTGGGATACAAATAGCACTTGGAATACCAGCATAAGCA
GCACA--------------------------------------------------------------------
-------------------------
GGGTCAAATGACACCATAACTATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAAAGATACAGTGTAAGTCAAAC---
ATTACAGGATTACTATTGACAAGAGATGGTGGGGGTGATAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTTAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAACTTGAACCACTA---GGTGTAGCACCCACACAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTATTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>AB480048 
TTCTATTGTAATACAACAGGACTGTTTAATATATCAAGTAATGAACTAAATAATACATTAGATAATAAT----
-------------------------------------------------------------------------
----------------------------
AACAATGAGAGTATCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCACCTCCCATTGCAGGAAGAATTCAATGTAAATCAAAC---



ATTACAGGAATACTATTAACAAGAGATGGTGGAGAAGGAGAGAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACTAAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAACAGTAAAAATCAAATCACTA---GGAATAGCACCCACCAGGGCAAGGAGACGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCTGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ866557 
TTCTATTGCAATACATCACAACTGTTTAACAGTACTTGGAGTAACAATGGCACTGCCATCCACACAGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGCCTACTATTAACAAGAGATGGAGGGAATAGTAATAATAGT-------------------------
-------------------------------------------------------------------------
----------
AATACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAGAATTGAACCACTA---GGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATA---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCACCAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH667256 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGAACAATAGCACTTGGGATAACAATAACACT----
-------------------------------------------------------------------------
----------------------------
GGGAATGAGAATATAACTCTCCAATGCAAAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATAAAGTGTGTATCACAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
CAGGAGGAGATTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACTATGGCTAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ388944 
TTCTATTGCAATACAACATTACTATTTGATAGCACTTGGTATGGAAATGGCTCTGACATCGACAAAATAAATA
AAACA--------------------------------------------------------------------
-------------------------
ATGTCAAATGAAACTATAATTCTCCCATGCAGAATAAAGCAAATTGTACGCATGTGGCAGAGAGTAGGACAAG
CAATGTACGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGGGTAACGGTAGC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGTGTAGCACCCAACAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACACTTGTTGAGACTCACGGTCTGGGGCATT 
>DQ313254 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGTATCGGAATGGCACTGCCATCAGGCAGAACGGCA
CG-----------------------------------------------------------------------
-------------------------
GGGTTAAATGATACTATAACTCTCCCATGCAGAATAAGGCAAATTGTACGTACATGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAGTAATAAAATGTGAATCAAAC---



ATTACGGGGCTACTGTTAACAAGAGATGGTGGGAATAATAGTAGTAAT-------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGGAAGACAATTGGAGAAGTGAATTATACAACTATA
AGGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTAGTG-----------
----------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGGACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCACCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AM279364 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGAATGACACTAGCATCAATGAGAACTACACGGAT-
-------------------------------------------------------------------------
----------------------------
CCAAATGCAACTCTTATTCTCCTATGCAGAATAAAACAAATTGTGCGTATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATTCCAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGGAATAATACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGGACAGATGAGACGTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAGTTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---CTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGATG---GCCATAGAGGCTCACCAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>KR017778 
TTCTATTGCAATACATCACGATTGTTTAATAGCACTTGGACTGGGAATAACACTACTTGGAGTATCAGCAGCG
AGAACGATACT--------------------------------------------------------------
-------------------------
GGGAAAGATGATCCCATAATTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATATACACTCCTCCTATTCAAGGAGAACTAAGGTGTGACTCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGGAATAACAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TGGAGATTAAGCCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACAGTGCAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATAGAAGCACAACAGCAGCTGTTAAAACTCACTGTCTGGGGCATA 
>EU513192 
TTCTATTGTAATACATCAGACCTGTTTAATTGGGAGAATGACACCTTGCAGGGGCCAAATAAGGCTGTG----
-------------------------------------------------------------------------
----------------------------
TCAAATGATAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCCAAGGAGTAATAAGGTGTAACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAACAATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
CCGACTGAGACCTTCAGACCTGAAGGAGGGGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------ACGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAGAAC---
AACCTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>AY894995 
TTCTATTGTAATACAACAAAATTATTTAATGGTATCTGGAATAAAACAGGTAGTACCACATATAACTATACAA
ATAGC--------------------------------------------------------------------
-------------------------
ACAGAGAATGATACTATTACACTGCCATGCAGAATAAAACAAGTTGTAAGAATGTGGCAGAGGACAGGACAAG
CAATGTATGCCCCTCCTATCCAGGGAATAATAAGGTGTGCATCTAAC---



ATTACAGGAATAATATTAACAAGAGATGGTGGGAATAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GCAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTGAAAATTGAACCACTA---GGAGTAGCACCCACTAGGGCAAGGAGGAGAGTAGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTGGGA------------------------GGCGCAAAATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>AY371163 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAGAAACATTAATGGCACTTGGAATAGCACTGGCA
ACACA--------------------------------------------------------------------
-------------------------
GAGTTAAATAGCACTATAATTCTCCTGTGTAGGATAAAACAAATTGTAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTGATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGAATGAGAATAATATTAAT----------------------
-------------------------------------------------------------------------
-------
ACAAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATCGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---
------GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>FM877779 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACGTACTTGAATATAACA----------------------
-------------------------------------------------------------------------
----------------------------
AAGGGAAACATAACAATGCTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TATATGCCCCTCCTATTGCAGGAAAGATACAGTGTGTATCTAAT---
ATAACAGGACTAATATTGACAAGAGATGGGGGAAATGAAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
CTTTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCACATGTTGAAGCTCACAGTCTGGGGCATT 
>FM877778 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACTTGGCTGGTTAATAGCACTAGGGAGAATGGCACGAGC-
-------------------------------------------------------------------------
----------------------------
ACCATGGGAAACATAACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCTGTCGCAGGAATGATACAGTGTGTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGGGGAAGTAATGATAATAGTACT----------------------
-------------------------------------------------------------------------
-------
GATAATAATACTGAGACCTTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTACAACTTGAACCACTA---GGATTAGCACCCACCGAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---
------CTTTTCCTTGGGTTTTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGTGTCA---
ATGACGCTAACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>FM877783 
TTCTATTGTAATACATCAGGCCTGTTTAATAACGAGTGGAATAGCACTTGGAAGAATAGCACTTGG-------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACCATAACACTCCCATGCAGGATAAAACAAATAGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCTGTCGCAGGAATGATACAGTGTGCATCAAAT---



ATTACAGGACTAATATTGACAAGAGATGGGGGAGAGAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTACAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATGGGA---ATGGCAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACTGTACAG---GTCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FM877784 
TTCTATTGCAATACCTCAGGTCTGTTTAATAGCACTTGGAATGGAACTACAAGTGGGTCAAATGTCAAT----
-------------------------------------------------------------------------
----------------------------
ACAACTGGCAATATAACACTACCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCCAGGAATAATACAGTGTATATCAAAT---
ATTACAGGGTTATTAATAACAAGAGATGGTGGAAATAATGCAACT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAAGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCGGGCATAGTGCAACAGAAAAAC---
AACTTT---CTGAAG---GCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCGGGGGCATT 
>KT022402 
TTCTATTGTAACACATCAGGCCTTTTTAATAGCAAGTGGCATAGGGATAACAATAGCAGCATTGGGTATAGCA
ATAATAGCACA--------------------------------------------------------------
-------------------------
GAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTATAAAACTGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAAT---
ATTACAGGTCTCATATTAACAAGAGATGGGGGAAATAACAATGCA----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGGTTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGCAA---GCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>KT022407 
TTCTATTGCAATACATCAAGCTTGTTTAATAGCACATGGAACGGCACTGCACGGGATAACAAAAAC-------
-------------------------------------------------------------------------
----------------------------
TCAAATGATACTATGACTCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAATGATACAGTGTACATCAAAC---
ATTACAGGAATAATATTGATAAGAGATGGGGGTAATCTCAGTGCG----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGTAGCACTATG---AGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022386 
TTTTATTGTAACACATCAGGTCTGTTCAATAGCTCTTTCAAGAGCTCTTGGAAGGTTAATGTGTCAAAT----
-------------------------------------------------------------------------
----------------------------
GACAATAGCACTATAACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGTGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTGAGTCAAAC---



ATTACAGGACTAATATTAACAAGAGATGGAGGGAAAGTGGACAAT----------------------------
-------------------------------------------------------------------------
-------
GACAATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGCGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---
------TTCTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AACTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KU749429 
TTCTATTGTGATACATCAATCCTGTTTAATAGCACTTGGTATCACAATGGCAGTATCTTGCAGAAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACGGATAATATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCAAAGGACCAATAGTGTGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGACGGTGGCACGGATGACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGG---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KU749427 
TTTTATTGCAATACAACAGAGTTGTTTAATGGCACATGGAGTAATGGCACTGAATGGAGCAAGGGCAATGTCA
GC-----------------------------------------------------------------------
----------------------------
ACAAATGGCAATATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGATACTAGCAGTGCA----------------------------
-------------------------------------------------------------------------
----------------
GATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTATAAGTATAAAGTAG
TAAAGATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGACAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGATACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAGCAGCAACTGTTGAGGCTCACGGTCTGGGGCATT 
>AF457088 
TTCTATTGTAACACATCAGGCCTGTTTAATAATAGTGTTTGGAATAGCACTACCGTCACGCAGGAGTCAAATA
GCACG--------------------------------------------------------------------
-------------------------
GAGTCAAATGGCAATATAACTCTCAATTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCTATTCCAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAAGAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCC---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623492 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACATGGAATAGCACATGGGAGAATAACATTAATGAC----
-------------------------------------------------------------------------
----------------------------
ACGAAGCCAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAG
TATATGCTCCTCCCATCCAAGGAGTAATAAGGTGTATATCAAAC---



ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAGTAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAACT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACTGTCTGGGGCATT 
>AY945739 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACTTGGTATGCCAATAGCAGCATGCAAGGGTCAAATGACA
CG-----------------------------------------------------------------------
-------------------------
GAGTTAAATGGCACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTAAATCAAAT---
ATCACAGGACTACTGTTAACAAGAGATGGAGGGAAGGGAAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACTTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KC473836 
TTCTACTGTAACACATCAGACCTGTTTAATAGCACTTGGAATAGCACTGAGTCAAATAGCACAGAGGCAGAGT
CA-----------------------------------------------------------------------
----------------------------
AACAATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATACGCCCCTCCCATCCCAGGAGTAATAAAGTGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGTATTAACAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCTCCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTAACC---CTAGGAGCT------
---CTATTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU220698 
TTCTATTGTAATACATCACAACTGTTTAATAGCACTTGGGACAAAAATGGCACTTGGATCAATGGCAGCGCAG
AC-----------------------------------------------------------------------
-------------------------
ACAACAAATGGAACTATCACTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGCGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAGAATGTAGATCAGAG---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATGAGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
TCAGCAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTAGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCT------CTAGGAGCA---------
GTCCTTTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>DQ083238 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGAATTCCAGTACGCAGGGGACAAATAACACAGAG-
-------------------------------------------------------------------------
----------------------------
CTAAATGACACGATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATAAAGTGTGTATCAAAC---



ATTACAGGACTAATATTAACAAGAGATGGTGGGATTAATAGTACA----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAACGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAAATGTTGAGACTCACGGTCTGGGGCATT 
>AF067156 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACTTGGAATGCCAGCATGCAGGAGTCAAATAGCACGGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATAATTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGT---AAAAGTAGTAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAGATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGCGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457061 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGGCTGGTATAATAACACTTGGAATAATAGCACTT
GGAATAAC-----------------------------------------------------------------
-------------AGTGGC------
AACACACAGGAGAATATAACTCTTCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGTAGGGACAGACAATAAG----------------------
-------------------------------------------------------------------------
-------
ACAAATGACACAGAAATATTCCGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF457087 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACACTGCCATCGAGGCTAAGTCAAATAACA
CG-----------------------------------------------------------------------
-------------------------
GAGACAGACGGTATTATAACTCTCCAATGCAGAATAAAGCAACTTATAAATATGTGGCAGAGGGTAGGACAAG
CAATATATGCCCCTCCCATCCCAGGATTAATAAGGTGTGAATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAATAATGGTGGGAATAAT----------------------
-------------------------------------------------------------------------
----
AGCAGTGAAAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATTAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---
CTGGGAGCT---------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022391 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCGCTTGGGCAGCCAATAGCACTTGGACAGCCAATGACACTG
AC-----------------------------------------------------------------------
-AGAAATCAGGTAGAT---------
AACAATAATGACACCATAACTCTCCCATGTAAAATAAAGCAAATTATAAATATGTGGCACAGAGTAGAACAAG



CAATATATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGTTAGGGTTGAC----------------------------
-------------------------------------------------------------------------
-
AATACAAGTAATACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
ATAGGAGCT---------GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---GTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTAAGG---
GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022393 
TTTTATTGTAACACATCAGGCCTGTTTAATAGCAGTTGGGCAAATAACACAGAGTCAAACAACACAGAG----
-------------------------------------------------------------------------
----------------------------
TTAAACAGAACTATAACGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGATTAATATTGACAAGAGATGGTGGGGATAATAGTATA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGAATAGTACAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022395 
TTTTATTGTAATACATCAGGACTGTTTAATGAGAGTTGGGTAAATGGCACTGAACCAAGTAGCAATGATACT-
-------------------------------------------------------------------------
----------------------------
GATATGACTCCCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAGGCAC
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAACTCAAAC---
ATTACCGGACTACTATTAGTAAGAGATGGAGGGTCTCTTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GCTGGA---ATAGGAGCT---------
TTGCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022408 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGAATAGCACAGAGCGGTCTAGAAATAGCACTAACA
GCACAGGG-----------------------------------------------------------------
----------------------------
GAAGGTAGAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTGTATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAACAATACAAGT----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022413 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCGCTTGGAATCACACTCACAATGACAGCATACAGGGG----
-------------------------------------------------------------------------
----------------------------



TCAAATGACACTCTAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGGGAGTAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAGATGAAATCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>FJ623489 
TTCTATTGTGACACATCAGGCCTATTTAATAGCACTTGGTATGGGAATGGGACCAACACAACGGAACCAGATA
GC-----------------------------------------------------------------------
----------------------------
ACAAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCCATCCCAGGAGCAATAAGCTGTACCTCAAAC---
ATTACAGGATTATTATTAACAAGAGATGGTGGGTATAATAGCACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATTTAAGTACAAGGTAG
TACAAATTAAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
TTCTTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215276 
TTCTATTGTGATACATCAATCCTGTTTAATAGCACTTGGTATCACAATGGCAGTATCTTGCAGAAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACGGATAATATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCAAAGGACCAATAGTGTGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGACGGTGGCACGGATGACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGG---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KF716469 
TTCTATTGTAATACATCAGGCCTGTTTAATCATACATACAATCACACGCAGGAGGCAAATGGCACGGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAATGTGTATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGGAAATAACAGGACAGAG----------------------
-------------------------------------------------------------------------
-------------------
GAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTGAACCACTG---GGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTG--------------------
-------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716471 
TTCTATTGTAATACATCAGGCCTGTTTAATCATACATACAATGACACGCAGGAGGCAAACAGCACGGGG----
-------------------------------------------------------------------------
----------------------------



TTAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAATGTGTATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGGAAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAAGGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTG---GGGGTAGCACCTACCGAGGCACGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921793 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGGGTAATACCAGTGTGCCAGAGTTAAATAGCACGG
AGGCAAATAGC---ACG------GAG-----------------------------------------------
-------------------------
CAAAACAATATAACAATAACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGAGATAAGGTGTATATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAATAATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATA
AAGTGGTAAAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAACA---GTAGGA---CTAGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921796 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGGATAGCAATAACAGCGAGCAAGAGTCAAATAGCA
CTGAGTTA-----------------------------------------------------------------
----------------------------
AACAATATAACTCTAACTCTCCACTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTGATAAGATGTGTATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGGATCATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGCGCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---ATAGGA---ATGGGAGCC------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAAACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KU921839 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACTTGGAATTCCACTAACATGCAGGAGCTAGATAGCACAG
AG-----------------------------------------------------------------------
----------------------------
GCAAATGGTACTATAATACTCCCATGCAAAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATACCCCTCCCATACCGGGAGTAATAAATTGTGAATCAAAC---
ATCACAGGATTAATATTAACAAGGGATGGTGGCCCTAATAACGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTCTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATCGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KU749431 
TTCTATTGTGATACAACAAGCCTGTTTAATAGTACTCACTCCCCTAACGACACGCAGGGTGACCAGGAGTCAA
AT-----------------------------------------------------------------------
----------------------------



TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGAGATATAAGGTGTAGCTCAAAC---
ATTACAGGATTATTATTAACAAGAGATGGTGGGATTAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
ACTACTAATGAAACCTTCAGACCTAGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AGGTAGTAAGAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ396022 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGTATAATGGCAGCATGTCAAATAGCACGGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACAATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTGTATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGACAGCACAAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF457064 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACAGTGACAGCATGCAGGGGCCAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
AAGTCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGCCTAATATTAACAAGAGATGGTGGGGATAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU749428 
TTCTATTGCAACACATCACAGCTGTTTAATTCATCACTGCTCAATAGTACAGAAAGTATTAATGAAACAAGT-
-------------------------------------------------------------------------
----------------------------
GGTAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGGGCAA
TGTATGCCCCTCCCATTAGAGGAATAATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAATGAGAAAAAT----------------------------
--------------------------------------------------------------------
AACTCAGAGGCAAAT---
AACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>KX983685 
TTCTATTGTAATACATCAGGCCTGTTTAATAACACATGGGCTAATAACAATTGGACTGACAGCACAAATTAC-
-------------------------------------------------------------------------
----------------------------



ACAAATGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAATGTGTAGGTCAAAC---
ATTACAGGCCTACTATTAACAAGAGATGGAGGGAATACAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGCAACTGAAACCTTCAGACCTGGGGGAGGAAATATGAGGGATAATTGGAGAAGTGAGCTATATAAATATA
AAGTAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCGAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GCCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>U88823 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACCTGGAGTAAAAGAAATGGCACCTGGCAGTCAAATGGC-
-------------------------------------------------------------------------
----------------------------
ACAGAATTAAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAATAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTATTAAAACTCACAGTCTGGGGCATT 
>MF373141 
TTTTATTGTAATACATCAGTACTTTTTAACAGAAGTATAACAGGCAATATCACAAACCTAACAGAAGTA----
-------------------------------------------------------------------------
----------------------------
AACAGTACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTCAAGGATTCATAAAATGTGAATCAAAT---
TTCACAGGACTACTCCTGACACGTGATGGAGGGAATATTAGTACA----------------------------
-------------------------------------------------------------------------
-------------
GAGAACGAGACATTCAGGCCGGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCCATAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373155 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACTTGGAATGATACCACTTTGAACAGCACCACTGAGTTAA
ACAAC--------------------------------------------------------------------
----------------------------
ACATATGAAAATATAACTCTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGACTACTGTTAACAAGCGATGGTGGGAATAAAAGTACT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCTGAAAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GCGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>AF071474 
TTCTATTGTGATACATCAGGGCTGTTTAATAGCACCTGGCCGTTTAATAGCACAAACAGCACAGGG-------
-------------------------------------------------------------------------
----------------------------



CCAAATGGCACTATAACTCTCCAATGCAGAATCAAGCAAATTATAAGGATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGAAATAAACTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATATTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGCAGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGC---ATGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>AY253318 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATAGCAATGCCAGCATGCAGACGTCAAATGGTA
CG-----------------------------------------------------------------------
-------------------------
GGGTTAAATGACACTATAATTCTTCTATGTTGTATAATACAACTTATTATTATGTGGCGGAGAGCAGGACGAG
CAGTATTTGCCCCTCCTATCCTACGAGGAGTAATGTGGGGATCATAC---
ATCACAGGGCTACTATTATCAACAGATGGTGGGGATGGTACACAT----------------------------
-------------------------------------------------------------------------
----------------
GAAGAACTCTTCGTACCTGGACGAGGAGATATGAAGGTCAAGGGCAGAAGCAAATTCTATTTGTATAAAGTTG
TAAAAATTGAACCTGTA---CGTGTAGCACCCACCCCTGCCAACACAAAAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGCA---ATAGGAACT---------
GGATTTGTTGGGTTTTTAGGATCA---GGAGCAAGCACTATG---GGTGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTTACGGTCTGGGGCATT 
>AY253315 
TTCTATTGCAACACAACAGACCTGTTTAATTGGAATAATGACACCAGGCAGAAGCGAAATAGAACAGAG----
-------------------------------------------------------------------------
----------------------------
TCAGATAACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGCAATAAGGTGTGACTCAAAC---
ATTACAGGACTAATATTAGCAAGAGATGGGGGTAACACAAATGAA----------------------------
-------------------------------------------------------------------------
----------
AGTGAAGAGGAAATCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AAGTAGTGAAAATTGAGCCACTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY253319 
TTCTATTGCAACACATCAGGCCTGTTTGATAGCATTTGGAATGACACTGACAGCATGCAGGGGTTAGATAGCA
TG-----------------------------------------------------------------------
-------------------------
GAGTCAGATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAGAGTGTACATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAGG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAAAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY734552 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCATTTGGAACAATACCAGCACGCAGGAGTCAAATAGCACGG
AA-----------------------------------------------------------------------
----------------------------



TCAAATGACACTATAACTATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATGATAAGGTGTGAATCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGAATGAGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCGTTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATA 
>AY734553 
TTCTATTGCAACACATCAAGCCTGTTTAATAGCACTTGGAATGGCACTACTGATAATGGCACTGGCAGCACAA
AC-----------------------------------------------------------------------
-------------------------
AGCGCAAATAGCAATATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTGATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACACATGTTGAAACTCACAGTCTGGGGCATT 
>AY734562 
TTCTATTGTGATACATTTGAACTGTTTAATAGCACTTGGAATCTCACTGCCAGCATGCAGGGGTCAAATAGA-
-------------------------------------------------------------------------
----------------------------
ACGGAGGGCAATATAACACTCCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAAC---
ATCACAGGACTATTATTGACAAGTGATCATGGTAATGGTAGTCCA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734554 
TTCTATTGTAACACATCAGGACTGTTTAATAGCACTTGGAATAGCAATGACAACGTGCAGGAGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------
AAGTCAAACGACACTATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACGAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTAATTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGAGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY734555 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATACTAACACTTTGAATAGCAGTAACAGCATGG
AG-----------------------------------------------------------------------
-------------------------



GAGTCAAATGACAATATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAATGAGAGATGGTGGGAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAGAAATTAAGCCATTA---GGAATAGCACCCAACAGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAT---TTACTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX907342 
TTCTACTGCAATACATCAGGTCTGTTTAATTATACAGAAGGTACTTTAAATAGTACAATCAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACAGAACCAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAACCATAACATGTAGATCAAAC---
ATTACAGGACTACTATTGACACGTGATGGAGGATGTCATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TGTACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAACCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907377 
TTCTATTGCAACACCACAGAACTGTTTAATAGAACATACTGGTCAAATGAGACAGGAAGCAATTCAAACAATT
CAAGCAGT-----------------------------------------------------------------
----------------------------
TCAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGAGAAT-------------------------------------
-------------------------------------------------------------------------
----------
AACGGTACAGAAACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KX907379 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGGACAACAGTAGCATCACACAGAATTACACGGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAGACTATAACTCTCCAGTGCAGAATAAAACAAATTGTAAACGCGTGGCAGAGAGTAGAACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAATAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTGAAAACGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907409 
TTCTATTGTAACACATCATCCCTGTTTAATAGTACTTGGCAGGTCAGCGGGCAGGGGTTAAATAGCACGGAG-
-------------------------------------------------------------------------
----------------------------



TTAGGTGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGCGAATCAAAC---
ATAACAGGACTAATATTAACAAGTGATTATGGGAATAGTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGAAAATTGAACCAATA---GGAGTAGCACCCACCAAAGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>KX907362 
TTCTATTGTGACACATCAGACCTGTTTAATAGCACTTGGCCTAGCAATACCAATAACAGCATACAGGAGTCAA
ATAGCACA-----------------------------------------------------------------
-------------------------
GAGCCAAACGCCACTATAACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATGATAAAGTGTAACTCAAAC---
ATTACAGGACTCATATTAACAAGAGATGGTGGAAATGATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTGCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907381 
TTCTATTGTAATACATCAGGTCTGTTTAATAGCACTTGGTCTAACAGCACGCAGGCGTCAAATGACACAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAACTGTATATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAACAATGGA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATC 
>KX907386 
TTCTATTGTAATACATCAAACCTGTTTAATGACACTTGGCCTATGTCAAATAACACGGAG-------------
-------------------------------------------------------------------------
----------------------------
TCAGATGACAACATAACCCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGGGGAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
ACTGGTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAACTTGAACCCCTA---GGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>KX907429 
TTCTATTGCAACACATCAGGTTTGTTTAATAGCACTTGGGATATCAATGACACTGCCAGCGTGCAGGTGTCAA
ATGGCACG-----------------------------------------------------------------
-------------------------



AAGTCAAACAGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGGCAAG
CAATATATGCCCCTCCCATCCAAGGAATGATAAGGTGTGTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGATAGCAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAACTTGAGCCATTA---GGAATAGCACCCAACAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615972 
TTTTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTTTTAATAGCACTGGAAATAATTACAGCATGA
ATAGCACCAAT--------------------------------------------------------------
-------------GACACT------
ATAACTAACGACACTATAATTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAGG
CAATGTATGCCCCTCCCATTCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGTAATAATGGGTCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGCAAAAAGAACA---GTAGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGTATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HM204625 
TTCTATTGTGACACATCAGGCCTGTTTGATAGCCAGGCAAATAGA----------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATAAATTGTACATCACAT---
ATTACAGGATTAATATTAACAAGAGATGGTGGTAATGATACAACT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAA
AAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------------
-------------------GGGAGAGAAAAAAGAACA---GTTGGA---CTAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KY658699 
TTCTATTGTAACACATCAGGCCTGTTTGATAACAACACGCTGACAAATACA----------------------
-------------------------------------------------------------------------
----------------------------
ACGCAGGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATTAAAGGAGTAATAAAGTGTGAATCAAAT---
ATTACAGGATTAATATTAACAAGAGATGGTGGTAATACTAATGATAGCGAT----------------------
-------------------------------------------------------------------------
-------------
GAAATTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF361876 
TTCTATTGTAATACAACAGACCTGTTTAATAGCACCAGGTACCGGGTTAATAGCACTTGGAATATGCAGGGGT
CAAATAGT-----------------------------------------------------------------
-------------------ACG---



GAGTCCAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTATGTCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGGAATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF361879 
TTCTATTGTAATACTTCAGGCCTGTTTAATAGCACTTGGAACATTACCAGCACACAGAAGTCAAATAGCACGG
AG-----------------------------------------------------------------------
-------------------------
TCAAATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGCAATAGGGTGTAAATCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGGGAGAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAATTGTTGAGACTCACGGTCTGGGGCATT 
>HM215279 
TTCTATTGCAATACATCAGACCTATTTAATGGCACGTTTAATGAGACATCAGGCCAGTTTAAT----------
-------------------------------------------------------------------------
----------------------------
AGCACATTTAATAGTACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTCGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTATATCGAAT---
ATCACAGGACTAATATTAACAAGAGATGGTGGGAATACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAAGGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215315 
TTCTATTGTGATACATCAGCCCTGTTTAATAGCACTTGGAATAACAGCACGAGGAACAGCATGGAGTGG----
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCTA
TGTACGCCCCTCCCATCCAAGGAACAATAAGTTGTAACTCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGGGGGAAGGACACCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTTAGACCTGGAGGAGGAGACATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>HM215322 
TTCTATTGTGATACATCAGACCTGTTTAATAGCACTTGGAATTATACTAGTATCACGTCAAATAGCACGGAG-
-------------------------------------------------------------------------
----------------------------



TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGAAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTATGTCAAAC---
ATTACAGGACTACTGTTAGTAAGAGATGGTGGGATTAATAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF484491 
TTCTATTGTAATACATCAGGTTTGTTTAATAGCTCCTGGGCAAATAACACTGACAATAGCAATAACACTGTCA
AT-----------------------------------------------------------------------
----------------------------
AGCACGGACATTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTGATAAGGTGTGAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGCTACTAGCATT----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGGGGAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF484501 
TTTTATTGTAACACATCAGGCCTGTTTAATCACACTTACACTTGGTATAATGGCAGCTTGCAGGAGTCAAATA
GC-----------------------------------------------------------------------
-------------------------
ACGGGGTCAGACAACATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGACAAG
CTATGTATGCCCCTCCCATTCGAGGAGTAATACAGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAATAATGAT----------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAACAATTGAACCACTA---GGAGTAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>FJ647147 
TTCTATTGCAATACATCAGGCCTGTTTAACAGCACTTGGGAGTTTAACAACCCTTTTAATGAAACTGAGTGGC
CA-----------------------------------------------------------------------
----------------------------
CAAAATAAAACTATAATTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAGGCGA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTAATTCAACC---
ATTACAGGACTATTCTTAACAAGAGATGGTGGAAATACTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAATAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT183118 
TTCTACTGCAATACATCAGGCCTGTTTAATGACACATTTATGCCCAATAATACGGCTAATAGTACTAAGAATG
AAACA--------------------------------------------------------------------
----------------------------



CAGGAAAAGAATATAACTATCTCATGCAAAATAAAACAAATTATAAGAATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGATTAATAAAATGTGAATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAACAATACTAAC----------------------------
-------------------------------------------------------------------------
-------------
AGTACAGAGGTCTTCAGACCTGGAGGGGGAAATATGAAGGACAAGTGGAGAAGTGAATTATATAATTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCAGTAGTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGGCATT 
>GU201611 
TTCTATTGTAACACAACAGACTTGTTTAATAGCAGTTGGGCTAACAATGGCAGCAGGCTGGGGCCAAATGGTA
CA-----------------------------------------------------------------------
----------------------------
GAGTCAGACATTATAACTATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TATATGCCCCTCCCAGAAAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAGCAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGGGTAGCACCTACCCCGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KF114883 
TTCTATTGCAATACATCAAATCTATTCAATAGTACATACAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------
GAAACAACCATCACAATTCACTGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGGCTACTACTGACCCGTGATGGAGGCATAAACACAACAGAAAACGGC------ATAAACACA---
ACA----------------------------------------------------------------------
--------------
GGAAAAGAGATATTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTGGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCGAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGGGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329121 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCAGTTGGAAAATTGAGAATGGCAATGCCACGCTAAATAGCA
CG-----------------------------------------------------------------------
-------------------------
TGGCCAAATGGCACCATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGACAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAATAATGGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAAAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>JF680922 
TTCTATTGCAACACATCAGGACTGTTTAATAGCACTTGGTTTCAGAATGGCACTAACATTACACAGGGG----
-------------------------------------------------------------------------
----------------------------



TCAGATGGCAATATAACTCTTCATTGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCAAGGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGTACCAATGTGACG----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAAATCTTCAGGCCTGGAGGGGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>AF457056 
TTCTATTGTGATACATCAGGCCTGTTTAATTACACGTTTTATCCCAATGGCAGCTTGCAGGGGGAATCAAATG
AC-----------------------------------------------------------------------
----------------------------
ACGCAGGAGAAGATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGAGATACTGGGGAC----------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022400 
TTCTATTGTAACACAGCAGGCCTGTTTAATAGCACTTGGAATAGTAGCACTTATAGTAACAATGCCAGCGGGC
AGGAG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCGAAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATGCTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>KT022401 
TTCTATTGCAACACAAATGAATTGTTTAATAGCACTTGGTTTTTGAACACTACTAATACCAGCACGTGGGAGT
CAAATGGG-----------------------------------------------------------------
-------------------------
ACGAGGTCAGAAAATATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCGAGGAGTAATAAACTGTACATCAAAC---
ATTACAGGACTAATATTAACGAGAGATGGTGGGGTTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>KT022414 
TTCTATTGCAATACATCAAGACTGTTTAATAGCATTTGGGAGCATAATAGCACTTGGACCAATACACGGGGA-
-------------------------------------------------------------------------
----------------------------



TCAAATAGCACAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGCAGGAGCAATACAGTGTGCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATCATAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGGCAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749430 
TTCTATTGCGATACAGCAAAACTGTTTAATAGCACGTGGGAGTACAATGGCACTGAATACAACATGACCAAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGGAAATCTGACTCTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGGAAGAATACCAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCACTA---GGAGTAGCACCCACCGCAGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGACAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KF716470 
TTCTATTGTAATACATCAGGCCTATTTAATAGTACTTGGCATTGGAATAATACTGATACTAATGGCACCAATG
GT-----------------------------------------------------------------------
----------------------------
ACTAATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGGGTAATAAAATGTGTATCAGAC---
ATTACAGGACTCCTATTAACAAGAGATGGTGGGGTCAATAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCAATAATGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921717 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATAGCACTTGGAATGGCAATGACAGCAGCACA-
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATAACTTTACAATGCAAAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCCCCCATTCAAGGAGTCATAAATTGTAAATCAAAC---
ATTACAGGATTGATATTAACAAGGGATGGTGGAAACACTACCAGC----------------------------
-------------------------------------------------------------------------
-------------
AGTGAGGAAATTTTCAGACCTGGAGGGGGAGATATAAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTTTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU921730 
TTCTATTGTAATACATCAAAACTGTTTAATAGCACTTGGTATAATTCCACTAATACCACTTGGGAGGATGAC-
-------------------------------------------------------------------------
----------------------------



GGCACACAGAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAACAGGACGAGCAA
TGTATGCCCCTCCCATCCGAGGAGTAATACAGTGTAGGTCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAATGATAATGATACC-------------------------
-------------------------------------------------------------------------
----------
AGTAACAATGAAACCTTCAGACCTGGAGGTGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAGGAGGATAGTGGTA-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921766 
TTCTACTGCAATACATCAAATCTGTTTAATGGTACATGGATAGTAAATAATACAAATAGTACAAATAATGCAG
ATACA--------------------------------------------------------------------
----------------------------
TCAAATAGTAATATTACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TCTATGCCCCTCCTATTGCAGGACTAATAAAATGTTCATCAAAT---
ATTACAGGAATATTGTTAACAAGAGATGGTGGTGCAAGTCATAAT----------------------------
-------------------------------------------------------------------------
----------
AATCAGAGTGAGACCCTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGGCTTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF075702 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGTAAATGGCAGCAGGGAATCAAATAGCACA----
-------------------------------------------------------------------------
----------------------------
GATAATGATACTATAACTCTCCCGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCTTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAATAATACCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCATCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGGCA---
GCAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ659612 
TTTTATTGTAATACATCAGACATGTTTAATAGCACTTGGAATTGGAATAGCAGTGCCAACATGATGGAGTCAA
ATAGCACCAGC--------------------------------------------------------------
-GTGCAGGGGCCAAAT---------
ATAACTGAGCAAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCTATCAAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGGGGAAAAAGTAACAACACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTGGAAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------AAGAGAGGAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>KX907397 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACGTGGAACAATAGCATGTGGAACAACATGCTGACTTGGA
ATGCC--------------------------------------------------------------------
-------------------------



ACGGGGAAGTACATTATGACTCTCCCATGTAAAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACTAATTCAATGCTCATCAAAT---
ATTACTGGACTATTATTAACAAGAGATGGGGGTGTAAATAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAGTGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCAATA---GGTCTGGCACCTACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGAGAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KX907350 
TTCTATTGCAATACATCAAACCTGTTTAACGGCACTTGGAATGGTAGCACTTGGGATAGCCCTTGGAATAGGA
ATAAC--------------------------------------------------------------------
----------------------------
AGCAATGAAAATATAACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATCACAGGACTACTATTAACACGTGATGGAGGAGAAAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGACATTCAGGCCGGTAGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAAATGTTGAGACTCACAGTCTGGGGCATT 
>KX907351 
TTTTATTGTAACACATCAGGCTTGTTTAATAGCTCTTGGTCTTGGAATGGTACCAATAACACGGAGTCAGGTA
AC-----------------------------------------------------------------------
----------------------------
ATAAATGTCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTGATACAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGTACCTGTTGAAGCTCACGGTCTGGGGCATT 
>KX907353 
TTCTATTGTAACACATCAAAGTTGTTTGACAGCAGTTGGCCAAAAACAAATAGCACGGTGCAGGAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACAGACAATATAACGCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGAAGTAATACCAAT----------------------------
-------------------------------------------------------------------------
-------------
GCAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907419 
TTTTATTGTGACACATCAAACCTGTTTAATAGCAATTGGACTGTGACTGACAGCGAACCGAAGCTAAATAGCA
CGGAG--------------------------------------------------------------------
----------------------------



CCAAACGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAGAGTGTAAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGTGGGCCTCCTAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCCACCGGGGCACGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>KX907370 
TTCTACTGCAATACAACAAATTTGTTTAATGCAACAAAATGGTTTAATAGGAGTATAGAGGAAAGTGCAAATG
CAAATGAC-----------------------------------------------------------------
-------------------ACA---
AGTGAGAATTCCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGGCAAATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGT---AATAATAGTCAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
AAATTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGGCAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215280 
TTCTACTGCAATACATCACAACTGTTTAATACTACATGGAGTAAAAATGGTACATCAAATAGTACAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATAATAGTACAATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATTTTAACAAGAGATGGTGGAAATAATAACAAA----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAACTCTCAGACCTGGAGGTGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KF716489 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTATCCTAATAGTACTTTGAATGATAGTACTGGAA
AG-----------------------------------------------------------------------
----------------------------
TATAATAAGACAATAACACTCCCATGTAGAATAAAGCAAATTGTAAACATGTGGCAAAGAGTAGGACAAGCAA
TATATACCCCTCCCATTGCAGGAATAATAAAGTGTGTATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGTATGAGTAACACAAAT-------------------------
-------------------------------------------------------------------------
----------
AACACAACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAGTATA
AAGTAGTAGAAATTAAACCACTA---GGAATAGCCCCTAGCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTACTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>EU110096 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAATAGCAATAGCACTTGGAATAGCACTGCCACGC
AGGAGTCAAAT--------------------------------------------------------------
-------------AACACG------



GAGTTAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATACAGTGTAAATCAAAC---
ATTACAGGAATGATATTGACAAGAGATGGTGGAAATAGTACAGAGACT-------------------------
-------------------------------------------------------------------------
-------
TCCAATAATAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACAAAAGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTGGGAGCT---
------CTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>DQ912822 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGAACAAAACTGACAGTGGCAGCATGCAGGGATCAA
ATAGC--------------------------------------------------------------------
-------------------------
ACAACAAGTGACGTTATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATGATAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF457058 
TTCTATTGTAATACATCAGGACTGTTCAATAGTACTGTGAATACTTTGAATATTAGCACTTGGAATTACAATG
AG-----------------------------------------------------------------------
-------------------------
TCAGATAACACTACTATACAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTGGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAGTCATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAAATAGTACC----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAAAGAAACCTTCAGACCTGGAGGGGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAT---GCCAGACAG---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF457082 
TTCTATTGCAACACATCAGACCTGTTTAATAGCAATTGGACTTGGGATAGTAATAATGGCACTATGAAGGAGG
TAAATAGC-----------------------------------------------------------------
-------------------ACG---
GGGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCAAAGGAGTAATAAACTGTGTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022385 
TTCTATTGTAATACAACAGCCCTGTTTAATAGCATTTGGAATGATACTGGCCTTAATAATAAAACTTGGGATA
CAAAT--------------------------------------------------------------------
-------------------------------



ACAAATGATACTATAATCCCATGCAGAATAAAGCAAATTATACGAATGTGGCAGAGAGTAGGACAAGCAATGT
ACGCCCCTCCCATCCCGGGAGTGATAAAGTGTATATCTAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGACAGGGCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTTGGA---CTGGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022387 
TTCTATTGTAATACAACAGAACTGTTTAATAGCACCTGGTTTAATAGCACTTGGGACAGCACGCAGGCGCCAA
ATAGCACG-----------------------------------------------------------------
-------------------------
GATTCAAATGACACTATAACCCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCACAGAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGGGCA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAGCAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022388 
TTCTATTGTGACACATCCAGCCTGTTTAATAGCACTTGGGATACCGATGACACCAGGCGAGAGTTAAATAGCA
CAGAG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTAAATCAAAA---
ATTACAGGACTAATATTAACAAGAGATGGTGGTAAGAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCATTA---GGAGTAGCACCCACAAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAAACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022389 
TTCTACTGCAATACATCAGCACTGTTTAATAGGACTTATAATATATCAGAACTGGGTAATACTAATAATATAT
CAGATACTAGT--------------------------------------------------------------
-------------------------
AATACATCAAAGGTTATCCCACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGCAAAG
CAATATATGCCCCTCCCATTGCAGGAATAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGATGACAAGGGATGGTGGTGAATATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTCGAACCATTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT022390 
TTCTATTGCAATACATCAGGACTGTTTAATACATTAAATAGTACAGGGATA----------------------
-------------------------------------------------------------------------
----------------------------



AATGAGACTACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCCACTGTTCATCAAAC---
ATTACAGGACTATTATTGACAAGAGATGGTGGTAATGATGGTGCA----------------------------
-------------------------------------------------------------------------
-
AATATTACTAATCAGAATGAGACTTTTAAACCTGAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAAAGACAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022392 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCACTGTCAAACAGGAGTCAAATGGCACAGAG----------
-------------------------------------------------------------------------
----------------------------
TCAAATGATACTATAATTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGTCTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGTTAATAGCAGTGCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022394 
TTCTACTGCAATACATCAAGACTGTTCAATAGTACATGGGTATTAAATAGTACATCAAATAGTACATGGACAT
TAAATAGTACA--------------------------------------------------------------
----------ACGGGAGAT------
AGCAGTACATCAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACAGGAACAG
CAATATACGCCCCTCCCATTGAAGGACTAATTCACTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAACCCTAATGAGACAAGG----------------------
-------------------------------------------------------------------------
-------------
GAGAATGAAACCTTTAGACCAGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KT022396 
TTCTATTGCAGCACATCAGGCCTGTTTAATGGCACTTGGACTTGGACTAATGACACTGGGAGTAATAACAATG
TCAGCCAGCAA--------------------------------------------------------------
-------------------------
GAGTTAAATGACACTATAACTCTCCCATGCAAAATAAAGCAAGTTATAAATATGTGGCAAAGGGTGGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTATCAAGAGATGGTGGAGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022399 
TTCTACTGCAATACATCAAATCTGTTTAAGGGGACATTTAATGGGACATCAAATAGTACAGGGAATAAT----
-------------------------------------------------------------------------



----------------------------
GAGAATCAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATTAAATGCTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTACAGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GATAGTGAGACCATCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022409 
TTCTACTGTAATACAACAGGCCTGTTTAATAGCACTTGGAAGTTTAATAGCACTTGGGAGCAAGGGTCAAATA
CCACGGAG-----------------------------------------------------------------
----------------------------
ACAAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATCATAAACATGTGGCAGACAGTAGGACAAGCAA
TGTATGCTCCCCCCATCCCAGGAGTAATAAAGTGTAGATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAATAATAACAAT----------------------------
--------------------------------------------------------
GGAAGTGGAAATAATAACAAT---------
GGAAGTGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCCCTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022410 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATTTAACTGCCAACAGGCAGGGACCAAATAGCA
CGGAG--------------------------------------------------------------------
----------------------------
TCAACTGACACCATAACTCTACAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCAATCCAGGGAGTAATAAGGTGTGCATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGCT----------------------------------------
-------------------------------------------------------------------------
-------
GGCAGTGACAGTGAAACCTTCAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTATTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACTGTCTGGGGCATT 
>KT022411 
TTCTACTGTAACACATCAAATCTGTTTAATAGCACATGGACTAATAGTACATGGAATATAACAGAAGAGGCTA
AT-----------------------------------------------------------------------
----------------------------
AGTACAGAGCCAATTATACTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGCATAATAAGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAGGTGG
TAAAAATCGAGCCACTA---GGAGTAGCACCCACAAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623491 
TTCTATTGTAACACCTCAGGCCTGTTTAATAGCGCTTGGTCGGGCAATACCAGTAATACCAGAACCAATAGT-
-------------------------------------------------------------------------



----------------------------
GCAGAAGCCAATATAACTCTCCAATGCAGGATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCTCAGGAGTAGTAAGGTGTAAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGGTAATGGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP174771 
TTCTATTGTAACACATCAGGCCTATTTAATAGCACGTGGGATGCGAATGCCACCATGAATGCCAACAGTACGG
AGTCA--------------------------------------------------------------------
----------------------------
AATGACACAACTATCACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATACTAACAAGAGATGGGGGAAGTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTTGGC---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921707 
TTCTACTGTAATACATCGAACCTGTTTAATAGCACTTGGTACAGTAACGGTTCGATGCCAAATATC-------
-------------------------------------------------------------------------
----------------------------
ACTACTGGCAATATAACTCTCCCGTGCAGAATAAAACAAATTATAAAGATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGACTCAAAC---
ATTACAGGATTACTACTAACAAGAGATGGTGGGAGTACTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCAATTATTGGA---CTGGGAGCT---------
GTATTCGTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>KU921719 
TTCTACTGTAATACATCAGGCTTGTTTAATAGCACTTGGTTTAGCAATGTCAGCTTGCAAGAAAATAGCACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAGTGGCAATATAACTCTCCACTGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCTCGGGAAAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGGGATGGTGGGAATAGTGACAATACA-------------------------
-------------------------------------------------------------------------
----------
AGTACAGATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTTGGG---CTGGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAAAGTCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921749 
TTCTACTGCAATACATCAAGCCTGTTTAGGAGTACATGGGAAAATAGTACTACATTAAATAGTACAGGG----
-------------------------------------------------------------------------



----------------------------
GGAAATGAGACAATTACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGGAAGGCAA
TGTATGCCCCTCCTATTGAAGGACTAATCTCCTGTTCATCCAAT---
ATTACAGGGCTATTATTAACGAGAGATGGT---AATAAAAATAGT----------------------------
-------------------------------------------------------------------------
----------
CAGAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCACGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCG------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAGAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU921798 
TTCTATTGTAACACATCAGGCCTGTTTCATGGCAAATGGTCTAATGGCACTTGGACTAGGAATGACACT----
-------------------------------------------------------------------------
----------------------------
GCAAACGACACTATAAGGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATAAAAGGAGTAATAACATGTAGATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAACGAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAATTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTC---------GGAATG---------
GTCCTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGAACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921799 
TTCTATTGTGACACATTAGGCCTGTTTAAAGGCACTTGGTCTAATGGCACTTGGTCTAATGGCAATTGGACTA
GGAATGACACT--------------------------------------------------------------
-------------------------
GGCAGCAACAACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCCATAGAAGGAGTAATAAGATGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAAGAATGAGCTA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGGGGA---GTTGGA---ATAGGAGTT---------
GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGGCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACACCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921805 
TTCTATTGTGACACATCAAGACTGTTTAATGGCGCTTGGTCTGGGAATGACACTAGCATTGAACAGGAGCAAA
AT-----------------------------------------------------------------------
----------------------------
GGAACCGACCCTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAGTAATAAGATGTGAATCAAAT---
ATTACAGGATTAATATTAACAAGAGATGGGGGACTTAATAATACAAAT-------------------------
-------------------------------------------------------------------------
----------
AAAGATAATGAAACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCACTA---GGAGTCGCACCCACCAGAGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921813 
TTCTATTGTAATACATCAAGCTTGTTTGGTAGCACTTGGGTCCCTAATAGCACTGTGGACACCAACAGTACCA
ACAGC--------------------------------------------------------------------



-------------------------
ACGCAGGGGACAACTATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAG
CCATGTATGCCCCTCCCATTGCAGGAACAATCAGCTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
CATAATGAGACTTTCAGACCTGGAGGGGGAGATATAAGAGACAATTGGAGAAGTGAATTATACAAATACAAAG
TAGTAAGAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AF407149 
TTCTATTGTAATACATCAGGCCTGTTTGATAGCACTTGGAATGACACTGACAGCAGACAG-------------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGCAATAAGGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAACAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF457059 
TTCTACTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATAGTACTAGCACTGGGCACAATGCCAGCGGGC
AG-----------------------------------------------------------------------
-------------------------
GAGATAAATGACACTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAAG
CAATGTATGCCCCTCCCATCAAAGGAGCAATATGGTGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGAGGACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGTACTGAAACCTTCAGACCTGGAGGAGGAAACATGAAGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAACTTGAACCATTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457073 
TTCTATTGTAACACATCAGACCTGTTTAATAGCACCTGGAACAGCACCACACTGGAGTCAAACACCACAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTTTAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTAATTCAACA---
ATTACAGGGCTACTATTAACAAGGGATGGTGGAAAGGATAACAGTAGT-------------------------
-------------------------------------------------------------------------
-------
GAGAGTAGTGAAGAAATCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208501 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGTTGGAATCACACTGTCAGCAGCATGCAGGAAG
CAAATGGC-----------------------------------------------------------------



-------------------ACG---
GAGTCAAATGGCACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCCCGGCGAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---------
GTCTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAACAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>DQ187009 
TTCTATTGTAATACATCAGGCCTGTTTTCCAGCACGCAGGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAGTGATCCTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCAAGGAGAAATAAGGTGTAAATCAAAC---
ATTACAGGAATAATATTAACAAGAGATGGTGGGCTTGGTACTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTTACA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF075701 
TTCTATTGTAACACAACAGGCCTGTTTAATAGCACGTGGAATGACACTGCCACAGAGCAGAAG----------
-------------------------------------------------------------------------
----------------------------
CCAAACGACACTATAAGACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACGAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAATTGTGTATCAGAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGTA---GCTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF071473 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACTGACAGCATGCAGGAGTCACATAGCA
CG-----------------------------------------------------------------------
-------------------------
GAGACAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGGGGTAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGCAACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCAGTA---GGAATAGCACCCAACAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGTT---------
GTCTTCTTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY253316 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGAGCATGAACAATAATACATCAAATAGTACAGGG-
-------------------------------------------------------------------------



----------------------------
GTAAATGAGAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCTCCTCCCATTGAAGGAATAATCAGCTGTTCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAACAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATGAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATGTGTTGAGACTCACGGTCTGGGGCATT 
>KX907376 
TTCTATTGTAATACATCAGGCCTGTTTAGTAGCACTTGGAATGTCACTTACAATAATAACACTTGGAATGCCA
CTCAGGTG-----------------------------------------------------------------
-------TCAAATAGCACA------
GAGCCAAATGGCACTATAGTGATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATTCCAGGAAAAATACAGTGCATATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGACACTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ATGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCGCAGAGACGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>KX907355 
TTCTATTGTAACACATCAGGCCTGTTTAGCAGCATTAGCCGATTTAATAACAATAGCGAAATAAATAGCACAG
GG-----------------------------------------------------------------------
----------------------------
TTAAACGGCACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTCAATCAAAC---
ATTACAGGAATAATATTAACAAGAGATGGTGGGATTAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAAGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907361 
TTCTATTGTAACACATCAAAGTTATTTAATAATGGCACTGCCAAC----------------------------
-------------------------------------------------------------------------
----------------------------
ATAGATGACTCTATAACTCTCCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGAGAACAGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAACAATAGAGTGTATATCAAAC---
ATTACAGGACTGCTATTAACAAGAGATGGTGGGAGTGATAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAGCGCTGACGGAACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGAATATGTTGAGGCTCACAGTCTGGGGCATT 
>HQ615969 
TTCTACTGCAATACATCAGGACTATTTAATAGTACATGGTTAGCAAATGGGACACCAAATAGTACAGGGATA-
-------------------------------------------------------------------------



----------------------------
AATGAGAGTACAATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATACTAATGGA----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAGG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTTGGA---TTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGCATAGTGCGGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCAGCTGTTGAAACTTACGGTCTGGGGCATT 
>KY658698 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTGCTTGGAATAACACTAACCTCTTGACAAATAGCACAGGG-
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATAACTCTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGAGGGGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAGGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAACTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATGGCAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF442565 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGGGCAACAATACCAGCATATTAAATGGCACGG
GG-----------------------------------------------------------------------
----------------------------
TCAAACGACAATACAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTGTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTAATGATGGTAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF442570 
TTCTACTGTAACACATCAAACCTGTTTAATAGCACTTGGAATAATGACAATGCCACACAGTTAAATAGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAACGAAACTATAACTCTTCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAG
TATATGCCCCTCCCATTCAAGGAGTAATAAAATGTGAATCAAAC---
ATTACAGGAATAATATTAACAAGAGATGGTGGAAATAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAAATGTTGAAACTCACAGTCTGGGGCATT 
>AF442566 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTAATGGCACTAGGAAGGACAATGACAGCAGGC
AGAAA--------------------------------------------------------------------



-------------------------
ACAAATGACACTATAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATTTGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCGAAGGAATAATAAGATGTAACTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGCGAATCTAATAACAAA-------------------------
-------------------------------------------------------------------------
-------
ACTGAAGAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGTA---GCT------TTTGGAGCT---
------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>HM027851 
TTCTATTGTAACACAACAAACCTGTTCAATAGCACCTGGGAGAACGGCAAGCAGACATCAAATAGCACA----
-------------------------------------------------------------------------
----------------------------
AACAATGACACTATAACTCTCCCATGTAGAATAAAACAAATTGTAAATATGTGGCAGAGAACAGGACAGGCAA
TATATGCCCCTCCCATCCAAGGAATAATAAGGTGTAACTCAACC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAGAAGAGCA---GTTGGA---CTGGGAGTT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGCATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>HM027850 
TTCTATTGTAACACATCAGATCTGTTTAATGGCAGTTGGAATAACACAATGCAGGGGTCAAATAACACGGGG-
-------------------------------------------------------------------------
----------------------------TCAAATGACACTATAACTCTCAAATGTAGAATA------------
-------------------------------------------------------------------------
--ATAACAGTACAA---------------------AATGAAACTAAA--------------------------
-------------------------------------------------------------------------
------------------------
ACCTTTAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAA
TTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM027864 
TTCTACTGTAATACATCAGGCCTATTTAATGGCAGTTGGAGTAGAAATGATACTACAAATGACACAGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTACAATGTAGAATAAAACAATTTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGACCAATCACGTGTAACTCAAAT---
ATAACAGGACTATTGTTGACAAGGGATGGTAGTGGTAATCAAAAT----------------------------
-------------------------------------------------------------------------
----------
AATGATACCGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>HM027870 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGATAGCAATGAGCTTAATAGCACTTTGAATGGCA
CT-----------------------------------------------------------------------
-------------------------



GAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAGG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAACATTACCAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAAATCTTCAGACCGGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAAAGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JX658625 
TTCTACTGTAATACATCAAAACTGTTTAATAATAGTATAGGGAGGAATGCTACTACATCAAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACAGAATCTATAACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAAATGTGAATCAAAT---
ATTACAGGGCTATTGTTGACAAGAGATGGTGGTAATACTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---GTACTG---TCTGGTATAGTGCAGCAACAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM027827 
TTCTACTGTAATACATCAGGCCTGTTTAATGGCACCTGGAATAGTAATGATACTATAAATGAAACAGAG----
-------------------------------------------------------------------------
----------------------------
ACAAATGACATTATAATTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGACCAATCACGTGTAACTCAAAT---
ATAACAGGACTATTGTTGACAAGAGATGGTGGTGAAGAGAAAGAGAAA-------------------------
-------------------------------------------------------------------------
----------
CAGAATAATGAGACCTTTAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>HM215273 
TTCTATTGTAATACATCAGGATTGTTTAATAGCACTCATCCTATCAACAGGACGACAAATAGCACAGAG----
-------------------------------------------------------------------------
----------------------------
AACAATGGAACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAATAATAAGGTGTACATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGAATCATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAAAGATAATTGGAGAAGTGAACTGTATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGGGTGGTG-----------
----------------------------AAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---GTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215274 
TTCTATTGTAATACATCAAGCTTGTTTAATAGCACCTGGAACAAGAACAGTGACACCTGGAACACCACCAGGA
ACGTG--------------------------------------------------------------------
-------------------------



CCTAAGTTAGAACCTATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCGAACAGGACAAG
CAATGTATGCCCCTCCCATCCAGGGAGTAATAAGGTGTAACTCAACC---
ATTACAGGACTCCTATTAACAAGAGATGGTGGGCTTAATAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACCTATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATAAAG
TAGTAAGAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAGCT---------
GTATTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAAAAC---
AAGTTG---CTGAGA---GCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>JX236674 
TTCTATTGCAACACATCAGACCTGTTTAATAGCAGTTGGAAGAACAGTACCAGCATACATAACAGTACC----
-------------------------------------------------------------------------
----------------------------
AGCAATGACACTATAACTATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCGGGAAAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAATCCAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAATTAGTAACAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATAAAAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATCGAGCCAATA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT------
---GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGT---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KF859746 
TTCTATTGTAATACATCAAGCCTGTTCAATAGCACGTGGCCTGCTAATGACAGCATGCAGGCAAATAGCACGG
AAAAT--------------------------------------------------------------------
----------------------------
AGCACGGAGATGATAAAACTCTCATGCAACATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
CATATGCCCCTCCCATCAAAGGAATAATAAAGTGTGAATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAATAATAACAATGGA-------------------------
-------------------------------------------------------------------------
-------
AACAATAAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTAAGGATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGACGAATGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGC---CTGGGAGCT---
------GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTCTGGGGCATT 
>KF859747 
TTCTACTGTGATACATCAGGCCTGTTTAATAGTACTTGGAATACCACTGACACTGGCAGCATAAACTCAAAT-
-------------------------------------------------------------------------
----------------------------
AGTACAGATAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTACGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGTAACAGTACAAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GAATTGAACCACTA---GGAATAGCACCCAACAGGGCCAGGAAAAGAGTGGTG--------------------
-------------------GGAAGAGAAAAAAGAGCA---GTTGGA---ATTGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGATGTTGAAACTCACAGTCTGGGGCATT 
>KP109491 
TTCTATTGTAATACATCAGACCTGTTTAATAGCACCTGGCCCAGGGATGCCTGGAATAGCAGCAACCAGACTG
GGACAAGG-----------------------------------------------------------------
----------------------------



GACAATATAAATATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAAACATAACTTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGCTAATAATGAA----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
TTGTTCATTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>KF716487 
TTCTATTGTAATACAACAAAATTGTTTGATAGCACTTGGAACAAAACCACTTGGAACACAACGAGCACAGGGG
AGACAAAT-----------------------------------------------------------------
----------AACACAGGG------
GAGACAAATGACACTATAACTATCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGGACAGGACAAG
CAATATATGCCCCTCCCATTCAAGGAATAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGCCTGGTAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAACA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716490 
TTCTATTGTAATACAACAAACCTGTTTAATACTACTTGGAGTAATGGCAGCCTGGTTAATATTACGGAGTCAA
ATAAT--------------------------------------------------------------------
-------------------GCT---
ACAAATAATGCTACGATTCTTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTACATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGAATATTACTAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATCTTTAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAATTGCTGGA---ATAGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716482 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCAGCTGGGATGGCAACAGCGAGGATAACAATACTCAG----
-------------------------------------------------------------------------
----------------------------
GGAACTGACACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAGGATGTGGCAAAGAACAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAACAATAAAGTGTCAATCAAAC---
ATTACAGGGCTATTATTGACAAGAGATGGGGGGAGTGAAAGTACA----------------------------
-------------------------------------------------------------------------
----------
AATGAAAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP109493 
TTCTATTGCAACACAACAAGGCTGTTTAATAGCACTTGGAGTAATGACACTTGGGATAATAGCACTTGGGATA
AA-----------------------------------------------------------------------
----------------------------



TCAAACAACATTATAAATCTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACGAGCAA
TGTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGTAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGCTGTTGGA---CTGGGAGCG---------
TTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KY580490 
TTCTATTGTGATACAGCAGAACTGTTTGATAGCGCTTGGAATAGTAGTAGCAATTGGACTATAACTGACAAGT
CA-----------------------------------------------------------------------
----------------------------
AATAATACCAATATAACCCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTACATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGAGACTAACAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTGAAGAAACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KP109497 
TTCTACTGTAATACATCAGGGTTGTTTAATAGTACATGGAGAAGGAACAGTACAAATGGTACATGGGAAAGTG
ATATATCAGGG--------------------------------------------------------------
-------------------------
GTAAATGAGAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAG
CAATGTATGCCCCTCCCATTCCAGGATCAATTAATTGTTCATCAAAT---
ATTACAGGATTATTGTTGACAAGAGATGGTGGTACAAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCAATA---GGTCTGGCACCCACCAAGGCACAAAGAAGAGTGGTG--------------
-------------------------GCAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716484 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACATGGGAAAGGAATATGACATCAAATAGCACAGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACCATAACTCTCCAATGCAGAATAAAGCAGATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTCCAGGAGAAATAAGGTGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGGCAGAACGATACAGGA----------------------
-------------------------------------------------------------------------
-------
GGAGGAGGAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGT
ATAAAGTAGTAAAGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GCGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---
------GCGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAGCA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTA---CTGAAG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY352657 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGAGGAATGATTATCCATCAAATAGTACAGGAG
TA-----------------------------------------------------------------------
----------------------------



AAGGAGAGCGTAATCACACTCCCATCCAAAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAACAGCAA
TGTATCCCCCTCCCATTGAAGGACTAATCAAATGTTCATCAAAT---
ATTACAGGACTATTATTGACAAGAGATGGTGGTGTCAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAACCACTA---GGTCTGGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>U36883 
TTCTACTGCAATACATCAGGACTGTTTAATGGTACATGGAGTAATGGTACATGGAGTAATGATACATCAAATA
GTGCA--------------------------------------------------------------------
-------------------------
AATGGAAATGGTACAATCACTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGACGAATCCAATGTGAATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGCGGTCAGACCAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAGTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---TTAATG---GCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ579955 
TTCTATTGCAACACATCAGGCCTATTTAATAGCATTTGGGAGAATGGCACT----------------------
-------------------------------------------------------------------------
-TTGAAAAGCAATGAC---------
AGCATGTCAAACAACATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-
AATAATAACAATGAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCAGTTGTTGGA---
ATAGGAGCT---------GTCTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTAACGCTGACGGTACAG---GCCAAGCAA---TTATTG---
TTTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484503 
TTCTATTGTAACACATCAGGCCTGTTTAATAACAGTTGGAATGGCACGCAGATGTCAAATAGCATGAAG----
-------------------------------------------------------------------------
----------------------------
CCAAATGACACCATAACTCTCCAATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCTATCCGAGGAGTAATAAGGTGTGTATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGCTGAGGATAAGGAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAAGGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484521 
TTCTACTGCAATACATCACAACTATTTAATAGAACATGGAATGATAGTATATCAAATAATGCATGGAAGAATA
ATAGT--------------------------------------------------------------------



-------------------ACA---
GGGGAAAATGACACAATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGTCTAATCAGATGTTCCTCAAAT---
ATTACAGGACTATTGTTAGTAAGAGATGGTGGAAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGGAGAGTGGTA--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAAAT---CTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484522 
TTCTACTGCAATACATCAGGACTGTTTAACAATAGTGTATGGACATCAAATAGTACGATAGGG----------
-------------------------------------------------------------------------
----------------------------
GCAAATGGGACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATCAACTGTTCATCAACT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAACTGGAGAAATGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTTTGGGGCATT 
>AF484482 
TTCTACTGCAATACATCAGAACTGTTTAATAGTGAATGGAAAAATGGGACTACATCAAACAGTACA-------
-------------------------------------------------------------------------
----------------------------
AGAAATAGGACAATCACACTCCCATGCAGAATAAAACAAATCATCAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAAAGGACTAATCAATTGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTACAAATCAAAGT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACTTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATACAAATATAAAGTAG
TAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---ACCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484479 
TTCTATTGTAACACATCAGGGTTGTTTAATAGCACTTGGACGGGTAACAACGCTGCCAACAGC----------
-------------------------------------------------------------------------
----------------------------
ACGGAGGGCAATATAACTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAATGTGTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGATCAAATGGAACT----------------------------
-------------------------------------------------------------------------
-------------
GGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAGTTGAGCCACTA---GGGGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAGACTCACAGTCTGGGGCATT 
>AF484517 
TTCTATTGTAACACATCAGGCCTGTTTAACAGCACTTGGACAAATGGCACTATGCAGGGGTTAAAT-------
-------------------------------------------------------------------------



----------------------------
GGCACAGGAAACATAACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCCAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAGTTGAACCAATA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484488 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACTTGGAATAGTACTAAGGAAAATGATACTGACAGC----
-------------------------------------------------------------------------
----------------------------
GGGAGTGGCACCATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCAGAGGAGTAATAAGGTGTGATTCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGAGGGGATAGTAACAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAGCCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484492 
TTCTATTGTAACACATCAAAGTTGTTTAATAGCACTTGGGGGGAAAATAGCACTTGGGGGGAAAATAGCACTA
GCATA--------------------------------------------------------------------
-------------------------
GAGTTAAATGACACTATAACTCTCCCGTGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAGTGATAAGGTGCGAGTCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTAAAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AATCAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAGTTATATAAGTATA
AAGTAGTAAAAATTGAACCTTTG---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484496 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGGACAGCAAGACAAATTACACGGAGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AGCACTACTAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTGTGTCAGAC---
ATTACAGGACTACTATTAGTAAGAGATGGTGGTCCTGGAAATACA----------------------------
-------------------------------------------------------------------------
----------------
TCTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAGGTGAATTATATAAGTATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>KJ948659 
TTCTATTGTAACACATCAGAACTGTTTAATAGCACTTGGAATGACACTAAC----------------------
-------------------------------------------------------------------------



-------TGGCAGGGATCA------
AATGACACGGAGAACATAACGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CGATATATGCCCCTCCCATCCAAGGAGTAATACAGTGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGG----------------------------------------
-------------------------------------------------------------------------
-
AAGAATAACAGTAATAATGAAACCTTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGT
ATAAGTATAAAGTAGTAAAAATTGAACCCTTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTTTTCCTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---CTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JF683744 
TTCTACTGCAATACATCACGGCTATTTAATAATAGCGCAGCATCCAAT-------------------------
-------------------------------------------------------------------------
----------------------------
GGTACTATCCCTATCACAATCCCATGTATCATAAACATGTGGCAGGGAGTGGGGCAGGCAATGTATCAGGCAA
TCTATGCTGGAAACATTGCAGGAAAAATAAATAGTACATCCATT---ATT------------
TCAGCAAGAGATGGGGCCAGAGATGGAGGCAATGAT-------------------------------------
-----------------------------------------------------------------
AGTAACTATACTGAAACCTTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAAT
ACAAAGTAGTAGAAATTAAACCACTA---GGAGTAGCGCCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AGAAGAGAAAAAAGAGCG---GCA------CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY371164 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCCAATGGCACTGGGCCTAATAATGGCACTTGGA
GC-----------------------------------------------------------------------
-------------------------
AGTGAAAGTGACATTATACAACTCCCATGCAAAATAAAGCAAATTATAAATGTGTGGCAGAGAACAGGACAAG
CAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTTTTAACAAGAGATGGTGGGAATGGTGGGAATGAT-------------------------
-------------------------------------------------------------------------
-------
ACCAATCACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAGAGAGCA---GTCGGA---ATAGGAGCT---
------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>KP718932 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACGTGGAATAACACTGGCAGCATGCAAGACAATAATAGTG
AC-----------------------------------------------------------------------
----------------------------
ACTACTGGCACTATAATTCTCCCGTGCAACATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGACTCAAAC---
ATTACAGGGATGTTATTGACAAGGGATGGCGGTCTTAATGATAGT----------------------------
-------------------------------------------------------------------------
----------------
GCAGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAAGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>GU332510 
TTCTACTGTAACACAACCCAGCTGTTTAATAACATAAGAGGA-------------------------------
-------------------------------------------------------------------------



-------------------------------
AATGACACTATCACCCTACCATGTAGAATAAAACAAATTGTAAATATGTGGCAGGGGGTAGGACAAGCAATGT
ATGCTTCTCCCATTGCCGGAAAAATTCAGTGTAACTCAACT---
ATCACAGGTCTCATATTGACAAGAGATGGTGGTAATACCACCAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACCGACACCCTCAGACCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAGG
TAGTGAAAATTGAGCCAATA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AGGAGAGAAAAAAGGGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KY392772 
TTCTATTGTAATACCTCAGGCCTGTTTAATAGCACTTGGGTCAAGAATGGTACAGACATGAGGGCAATTGACA
CA-----------------------------------------------------------------------
-GGATTAAATGACACA---------
GAATCAAATGGCACTATAACTCTTCAATGCAGAATAAAGCAAATTATAAGAATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAACTCAAAC---
ATTACAGGATTACTACTAACAAGGGATGGTGATAAAAACACTAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTCA
AAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>EU191618 
TTCTATTGCAGTACATCAGGCCTGTTTAATAGCACTTGGGAAAATGGCACTCAGGTGGCAAATGACACGGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAATGATAAGATGTGAATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGTTGGGAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCAGCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GCGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACATCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>EF025170 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGCCTAATGGCACTCGGAGCGAAGAGGACAAT----
-------------------------------------------------------------------------
----------------------------
GAAACTGACATTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTTTTAACAAGAGATGGTGGGAATGATAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
CACACTGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAACCCATTA---GGGGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGCGTC---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>GU332511 
TTCTATTGTGATACATCAGAGCTGTTTAATAGTAGTCTCATTGGTGATAATCTAACTAGTAGTAATACATCT-
-------------------------------------------------------------------------



----------------------------
GATAATAAAACAATCACACTTCAATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAAATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAGCAGTAAA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGACACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT---------
GTTCTCCTTGGGTTCTTATCAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTGTAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX422197 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAAGAACAATGGCAATGGCACTTGGAGGGAAAATA
GCACTGGGGAT--------------------------------------------------------------
-------------------------
GATAATACAGGCAACATAACTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACTGGGCTATTATTAACAAGAGATGGAGGAAATACTAATAATACA-------------------------
-------------------------------------------------------------------------
-------------
ATTAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AF457062 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACCTGGCCCTGGGAGAAGTTAAACAGCACAGATAATAGTA
GC-----------------------------------------------------------------------
----------------------------
ACAGATGACAATATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCCCAGGAGAAATAAGATGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KY392771 
TTCTATTGTAATACAACAAAGTTGTTTAATAGCACCTGGTATAATATCAATAGTACATGGAATACCAATAGCA
GTACT--------------------------------------------------------------------
-------------GGGAAT------
CACACCAATGATACCATTATACTGCCATGTAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGAGGAGAGATTAATTGCAGCTCAAAT---
ATTACAGGAATGATATTGACATTTGACCGTCTGAATAAGAGTGAG----------------------------
-------------------------------------------------------------------------
-------------
GTGAATGTGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAGACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGTGGACTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC186563 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGAGTAATACTACTGTGGCAAATAATACGGGG----
-------------------------------------------------------------------------



----------------------------
GTAAATGGAACTATAATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGATTAATAAATTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTCAGAAGAATGGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGATACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAGATTAGACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCACAACAGCATCTATTAAAGCTCACTGTCTGGGGCATT 
>GU201508 
TTCTATTGCAATACATCACTCCTGTTTAACAGCACCTGGATGGTGAATGGCACTGGGGTCACCAATGGCAATA
AT-----------------------------------------------------------------------
-------------------------
GTCACCAATGACATTATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAG
CAATGTACGCCCCTCCCATCCGAGGAATCATAAATTGTGTATCAAAC---
ATTACAGGACTACTCTTAACAAGAGATGGTGGTAGCAGCCAAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGATCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGACCCAATA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---CTTGTTGGACTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATTTGTTGAGACTCACGGTCTGGGGCATT 
>KP718927 
TTCTATTGCAATACAACACAACTGTTTAATAGTACCTGGCAAGAGGGCACCAACAACAGCAATGCAGGT----
-------------------------------------------------------------------------
----------------------------
AATGATACTACTATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGCGATAAAGTGTGTATCTAAC---
ATTACAGGACTAATATTGACAAGAGATGGTGGGAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCATCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAACAG
TGAGAATTGAACCACTA---GGAATAGCACCCACTCATGCAAGGAGAAGAATGGTG-----------------
----------------------AACAGAGAAAAAAGAGTA---GCTGGA---ATGGGAGCT---------
GTCTTCTTTGGGTTCTTAGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAT---GCTATAGAGGCTCAACAGCAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718919 
TTCTATTGCAATACATCGGGCCTGTTTAATAGCACTTGGGGAACTGGGGACTACACTGCAGGAAATGACACTG
TA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATAACTCTCCGGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAAT---
ATTACAGGACTACTCTTGACAAGAGATGGTGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCTACCCAGGCAAAGAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---TTAGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KY359380 
TTTTATTGCAATACATCAGGCCTGTTTACTAATGGCACAAATATAACT-------------------------
-------------------------------------------------------------------------



----------------------------
ACAAATATAAATATAACTCTCCCGTGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCCGGAGTAATAAGATGTGACTCAAAC---
ATTACAGGACTACTGTTAACAAGAGATGGTGGAATTAACAATGAC----------------------------
-------------------------------------------------------------------------
----------
AGTAATACTGAGGTCTTCAGGCCTACAGGAGGAGATATGAGGGACAATGGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAACTTGAACCCCTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>KJ849789 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACACAGCCA-------------------
-------------------------------------------------------------------------
-GATAACACAACAGAT---------
AACACAACAGAGTTCATAACTCTGCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCAAGGAATAATAAATTGTACATCAAAT---
ATTACAGGGCTAATATTAACAAGAGACGGT-------------------------------------------
-------------------------------------------------------------------------
-
AATCCTAATGCGAGTAGTGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCTGGGCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---
CTGGGAGCT---------GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAAG---
GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ388929 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTACAATGGGACAGAGGAGGCAAATGAAAATGACACTA
AG-----------------------------------------------------------------------
----------------------------
GCAAATGACACTATAATACTTCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCAAGGAGTAGTACAGTGTAATTCAAGC---
ATTACAGGATTATTATTAACAAGAGATGGTGGTAGTAAAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACTGGGGAAACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCG---------
GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTATTA---TCTGGCATAGTGCAACAGCAGAGA---
AATCTG---CTGCAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTTTGGGGCATT 
>EU191612 
TTCTATTGCGATACAACAAAATTGTTTACAAACTTGTCTACAAATAGCACGGGGTTGGATGATAATAGCACGG
GG-----------------------------------------------------------------------
----------------------------
TCGAATGATACCATAATTCTCCCGTGCAGAATAAAACAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCCGAGGAGTAATAAGGTGTAACTCTAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATGGGAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAGAGGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAAAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069672 



TTCTATTGTAATACATCAAGCCTGTTTAACAGCACGTGGAGTAACGATAACAACACTCAGGGGTCAAATAGCA
CA-----------------------------------------------------------------------
-------------------------
GAGACAAAAGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGTGGAGATGCCGGGGAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAGTATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------------
----------------------AAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF411965 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACATTTGATAACACATCTCTGGTTAATGGCACGGGTAATA
GTACCAAC-----------------------------------------------------------------
-------------ACACAG------
GGGGCAAATGACACTATATATATTCCATGCAGAATAAAACAGATTATAAACATGTGGCAAAGAGTGGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAAC---
ATTACAGGAATGCTATTAACAAGAGACGGTGGGTCTGAAAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAATTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCTGGA---ATAGGAGCT---------
GTCCTCCTTGGCTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGAAA---TTATTG---ACTGGCATAGTGCGGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>U86778 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAGGGCATACACGACTAATGGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AATGACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTATTATTGCTACGTGATGGAGGAAAAGAAGACAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAGATGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGCCACCCAGGAGAGTGGTG--------------
-------------------------GAGAGAGGTGGAAGAACA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTCGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>L22955 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATCCTAATAGTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAGACTTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAAAC---
ATTACAGGAATAATATTGTCAAGAGATGGTGGGAACAGTGGGAACAGT-------------------------
-------------------------------------------------------------------------
-------
ACCAATGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAACTAGAACCACTA---GGAGTAGCACCCACCAAGCCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086111 



TTCTATTGTAATACATCAAGCCTGTTCGATAGTGCTTGGCTTAATAATGAAACTGGCATCGGGCAAAACATCA
CAGAG--------------------------------------------------------------------
----------------------------
TCAAATAATACTATAACTCTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGGCAAGCAC
TGTATGCCCCTCCTATTCCAGGAAACATAACCTGTAGATCAAAC---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGGAATAATACGAGTGATAATGGT-------------------
-------------------------------------------------------------------------
----------
ACAGTTATTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCACTA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCTCAGCAGCTCATGTTGAAACTCACGGTCTGGGGCATT 
>HQ385818 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGAATGGTACTTTTGCCAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTGGTAACAGCACA-------------------------
-------------------------------------------------------------------------
-------
GAGAACGAGACTGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAGTTGAGCCATTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGC---CGGGGAGCT---
------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCTCAGCAACATATGCTGAAACTCACGGTCTGGGGCATT 
>MN485971 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTATTTGGAATAGTAGCACTTGGAATAATAATAGCACTGGGA
ATAACAGCACA---CAG------GAG-----------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAGTATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAGATTGCATGTTTATCACAA---
ATTACAGGACTAATATTAACAAAAGATGGTGGTGCAAAAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACTTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GTAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AJ277825 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGCCTTAACAGCAGCGCGCCAGATGACACAGAA-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAGGGCAGGACGAGCAA
TATATGCCCCTCCCATCCAAGGAATAATAAGGTGTAATTCAAGC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGATAACAATACG----------------------------
-------------------------------------------------------------------------
-------------
CATAATGAAACCTTCAGACCTGGAGGTGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCGACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ595799 



TTCTATTGTAACACATCAAGACTGTTTAATAGCACTTGGCATGATAACAGCACGCTAGAGTCAAATCAAACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAACGATACTATAATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCCCCCATTCAAGGAGTGATAAGGTGTGTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
GCAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTAGGA---CTAGGAGCT---------
GTTTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY322191 
TTCTATTGTACTACCTCAGGCCTGTTTAATGGCACTTGGGACAGCAAGCAGAAGTCAAATAGCACGGAG----
-------------------------------------------------------------------------
----------------------------
TCAGATGACACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCTATCCAAGGAATAATAAGTTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN977603 
TTCTATTGCAACACATCACAGCTGTTTAATTCATCACTGCTCAATAGTACAGAAAGTATTAATGAAACAAGT-
-------------------------------------------------------------------------
----------------------------
GGTAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGGGCAA
TGTATGCCCCTCCCATTAGAGGAATAATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAATGAGAAAAATAACTCA----------------------
-------------------------------------------------------------------------
----
GAGGCAAATAACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTCTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCGTCG---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY887516 
TTCTATTGTGATACAAAAAACCTGTTTAATAGCACTTGGAACGACAGTAACATCAACATCACACAGGAGTCAA
ATGAC--------------------------------------------------------------------
-------------------ACA---
GATTCAAAAGGCAATATAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATATATGCCCCTCCCATCCCGGGAGTAATAAGATGTGAGTCGAAC---
ATTACAGGAATAATATTAACAAGAGATGGTGGGAATGTTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 



>HQ540690 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACTCTACTAATGGAAATTGGACTCAAAACGAAA
CTGAC--------------------------------------------------------------------
-------------------------
AATAAGACTGAAACTATAAGTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATACAAGGAGTAATAAGCTGTAACTCAAGC---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTTACAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
TTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093606 
TTCTACTGCAATACATCAAGATTGTTTAATAGCACATTTAAGGTCAAGGACACAGATAATAATGCTGGGGACA
AC-----------------------------------------------------------------------
----------------------------
ACAGAAGAGGATATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAGC---
ATCACAGGAATACTATTGACAAGAGATGGGGGGGAGTCTGATAAC----------------------------
-------------------------------------------------------------------------
----------
AAAACAGAAGAGGTCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAATTATA
AGGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTAGTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---ACTGGCATAGTGCGGCAGCAAGGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACTGTCTGGGGCATT 
>HQ540691 
TTCTACTGCAATACATCAGGCCTGTTTAAGGGCACATTTCAGGTTAATGACACGGGTAATAGTAACAGCACAC
AG-----------------------------------------------------------------------
-------------------------
GGGGCAAATGACACCATAACTATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAAGAGTGGGACAAG
CAATGTATGCCCCTCCCATTGAAGGAGTAATAAAATGTAAGTCAAAC---
ATTACAGGAATGCTATTGACAAGAGACGGCGGGGCTGAAAGCAAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGGTCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAATTATAAAGTAG
TAAAAATTGAACCAGTA---GGAGTAGCACCCGCCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCGGCAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ595773 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAAGAATGACACTTGGGAGTCAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATATATCTTAATTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAATGATTACATGTATATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGGCTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------ACAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 



>HQ595793 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATAACAGCACACAGGTGTCAAATGACACACAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATAACTCTCCAATGCAGGATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGAAGGAAATATTACATGTTTATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGCAAATACTACT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACTCTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCACTG---GGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACTTGTTGCAACTCACAGTCTGGGGCATT 
>L22942 
TTCTACTGCAATACATCAAAACTGTTTAATAGTGTATGGGGAAATTCAAGTAATGTGACAAAGGTAAATGGGA
CA-----------------------------------------------------------------------
-------------------------
AAGGTAAAAGAGACAATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGACTCATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGAAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAGCGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ208482 
TTCTACTGTAACACATCAGAACTGTTTAATAGTGTATGGGCAAATGATAGTACAGAAAATAATAGTACATGGA
AC-----------------------------------------------------------------------
----------------------------
AATGAGAGTATAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGATACATCAACTGTTCATCAAAT---
ATTACAGGACTATTGCTGACAAGAGATGGTGGTATAAATAATAATAGT-------------------------
-------------------------------------------------------------------------
----------
CATGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAAAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGGCGCTGACGGGACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U36866 
TTCTACTGCAATACATCAGACCTGTTTAATAGTACATGGGAGAGTAATAATACATCAAATAGTACAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATAATGGTACAATCATACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAATAATCACGTGTAGATCAAAT---
ATTACAGGGCTATTACTGACAAGAGATGGGGGTAGTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GAAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTGTAGAGGCTCAACAGCATATGTTGAAACTCGCGGTCTGGGGCATT 



>AY444799 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACGTGGAATGTCAATACCAGCGTGCAGCAGTCAAATATCA
CGGGC--------------------------------------------------------------------
-------------------------
AATATCACGGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAAAAATAAAGTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTCCTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCAGCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371160 
TTCTATTGTAATACATCAGGCTTGTTTAACAGCACTTGGTATAAGGAGACTGCCCCTGTCAGCAGAACAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
GACACAAGTGACAATATAACTCTCCCGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGACTATTATTGACAAGAGATGGTGGGATTAGCAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACTTTCAGACCTACAGGAGGAGAGATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTTGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGAATCTGTTGAGACTCACAGTCTGGGGCATT 
>MK086110 
TTCTATTGCAACACATCAAACTTGTTC------AATTGGAATGGTACTTGGAATGGTAACACAACA-------
-------------------------------------------------------------------------
----------------------------
GGCAATGACACGATAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAGAAATAAAGTGTGAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGTGGGAACAGTACAGAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCAACAAGGCACGGAGGAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCAATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF377958 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACTTGGGACAAGAATGGCACGTGGGTTAATGGCCACACAG
GG-----------------------------------------------------------------------
-------------------------
TCAGATAATGACAATATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCTAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAGAAATTGAACCACTA---GGTGTAGCACCCAACCATGCAAGAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 



>MH705142 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCAAGTGGGAAAGTGAATACAATGCCAGCGAGAATGAACAAA
AG-----------------------------------------------------------------------
----------------------------
AGTGACACTAATATAACTATTCCATGTAGAATAAAGCAATTTGTAAATGTATGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCAGTCCAAGGAGAAATAAGATGTGACTCAAAC---
ATTACAGGACTACTATTAGAAAGAGAATATGGGGATCATCATAATGGG-------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTACAGGAGGAGACATGATGAACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCCAGCGGAGCAAGGAGAAGAGTGGTG--------------
-------------------------GCAAGAGAAAAAAGAGCA---CTTGGAGGACTAGGGGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>AY371162 
TTCTATTGCAATACAACACAACTGTTTAATAGTACCTGGGAAAATGACACCCTGAAGGGAGCGGCA-------
-------------------------------------------------------------------------
----------------------------
GGTAATGATACTATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTAATATTGACAAGAGATGGTGGGAGTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCATCAGACCTGGAGGAGGGGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---TTGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGGGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>MH705135 
TTCTATTGTGATACATCAAGCCTGTTTAATAGCACTTGGTCCTGGGAAAATGGCAATTGGTCTTGGAATAATA
ATGACACGACC--------------------------------------------------------------
----------ACCATGAAC------
GAGATAAATACAAATGTGACTATCCCATGCAGAATAAAGCAAATAGTAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAATAATAAATTGTGTATCAAAC---
ATTACAGGACTATTATTGACAAGAGATGGTGGGAGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAGGGCCAGGAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---ATGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069932 
TTCTATTGCAATACATCAGGCTTGTTTAATAGCACTTGGACAAATGGGACAAACAGCACGGGG----------
-------------------------------------------------------------------------
----------------------------
ACTAATGACAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAGAGTGTAAATCAAAT---
ATTACAGGAATACTATTAATGAGAGATGGTGGTGCTAATGATACA----------------------------
-------------------------------------------------------------------------
----------
GCTAACAGTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGGGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 



>AF069939 
TTCTATTGCAACACATCAGGACTGTTTAATAGCACTTGGGATAACAACAACATTGCCAGCTCAAACCACACAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAAT---
ATTACTGGACTCCTATTAACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GCGAGAAAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGTTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KT427849 
TTCTACTGCAACACAATACAGCTGTTTAATAGTACTTGGTTCAATGAGAATAGTACTTGGTTCAATGAGAGTG
GTACAGGG-----------------------------------------------------------------
-------------------------
TCAAACACTGAAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAATAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACGAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTGGTAAGAGATGGTGGTGATGGGAACGCG----------------------------
-------------------------------------------------------------------------
-------------
ACAGCAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCATTA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427790 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAGACCTAATATTACAGGAAACCATAGTGAAATA-
-------------------------------------------------------------------------
----------------------------
GAAAATTCGACCATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGACTACTACTAACACGGGATGGAGGAGGCAATGTCAAT----------------------------
-------------------------------------------------------------------------
----------
GACAGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGCGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC898981 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATAATGGTACATACATGTTTAATGGTACAAACC
TGTCTAAT---------------------------------------------------------------
GAGACACAAGAGTATTAT---------
AATTCAAGCTCAGTCATTACAATCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGGCGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGCACGTGATGGAGGAACAAAAAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 



>KF835539 
TTCTATTGTAATACTTCAGGCCTGTTTAATGGTACATACCTGCCTAATGGTACATACATGCCTAATGATATAC
AAGAT--------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACCAAGAAAAAACAGGAAAT------------AAT----
-------------------------------------------------------------------------
-
ACAACAAATGATACAACAGAGACATTCAGACCTCAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTAGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGCAA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898983 
TTCTATTGTAATACATCAAAGCTGTTTAATGGCACATACAATGGCACAGACATGACTAATATGATTAAT----
-------------------------------------------------------------------------
----------------------------
AGTTCAGCAGTAATCATAATCACATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAAATCAAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGAGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM776938 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACTGGCCTAATGGTACATACATGTATTATAAAACAA
AC-----------------------------------------------------------------------
----------------------------
AATGATTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCCTAGGTAATACTACA-------------------------
-------------------------------------------------------------------------
-------
GATAATACTACAGAGACGTTCAGACCCCAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTCAGCCGTTG---GGAATAGCACCCACTAAAGCAAAGAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250381 
TTCTATTGTAATACATCAGGTCTGTTTAATGGTACATACAATAGTACAAGA----------------------
-------------------------------------------------------------------------
-------TACAATAATACA------
AGGGAGAATGGAACCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGA----------------------------------------
--------------------------------------------------------------------
ACAAATCAAAGTAAT---
ACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF250382 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATACCATAATGGTACATAC-------------------
-----------------------------------------------------------------------
ACATTTAATGGTACAGAA---------
GGTAATGCAAGCTCAATCATCATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAAATTAGAATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGG----------------------------------------
-------------------------------------------------------------------------
----
ATAAATACTACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAGTTCAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---
CTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATCTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>KC898988 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACACGAATGGTACATACATGTTTAATGGTACGATAG
GTAAT--------------------------------------------------------------------
----------------------------
TCAAGTTCAGACATCACAATTCAATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGGGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGTGCA---GCCGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899010 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTACTAAACGAGACTTTGAGAAACCTTGGA
GTGATGATAAC--------------------------------------------------------------
----------------------------
AGAACAGGCATTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCCACT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAAATACTACAGGGAAAAATGAT-------------------
-------------------------------------------------------------------------
-------
ACAAATAATATAGAGATATTCAGGCCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GTGGGGGCGTTTGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC807955 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACAATGGTACATACATGTTTAATGGTACAATGGTTG
ATAATATA-----------------------------------------------------------------
-------------AATAGG------
ACTTCAGACTTAAACTTCACAATCCCATGCAGGATAAAGCAAATTATAAATCTGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAGAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATGGGACAGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATCAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTGTTCCTTGGGGTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC807982 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCCTACATACAATGATACAGAGAATAGT----
-------------------------------------------------------------------------
----------------------------
TCAAATGAAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGCACGTGATGGAGGAAAAGGTAATGAGACAGAT----------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAAATATTTAGACCTCAAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF250399 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGATACAGACATGTCTAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGAGACAAAT----------------------------
-------------------------------------------------------------------------
----
GTTACAAATAACACAGAGACATTCAGACCTCAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250405 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAACAATACAGCCAATAATTCAAGC----------
-------------------------------------------------------------------------
----------------------------
TCAAACAGCACAATCATAATCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATATTATTGATCCGTGATGGAGGAAATGGAAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAGACATTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATAGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MK792287 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACTGGTCTAATGGTACATACAAGATCAATGATACAT
ACAAAGTT-----------------------------------------------------------------
-AATGATACAGAAAGT------------
AAGTCAATCATCTTCCAAATCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGAAGAGCAT
TTTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGGCAGCCAAAAAATGGT-------------------------
-------------------------------------------------------------------------
----
ACAAATAGTACAGAAGAGATATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACA
AGTATAAAGTGGTAGAAATTCAACCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----



----------------------------------GGAAGAGAAAAAAGAGCAGTATTTGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU839599 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACCCACGTATGAACAGTACAGGAGAT----------
-------------------------------------------------------------------------
----------------------------
AATTCAAGTGTAATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTAATACTGACAAGGGATGGTGGTAACATAACAAAT----------------------------
-------------------------------------------------------------------------
----------
AACACAGAAGAAAAATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTGAGCCATTA---GGAATAGCACCTACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>EU000514 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAACAGTAGTAGTACTTGGACTACT----------
-------------------------------------------------------------------------
----------------------------
ACAGGAAATATCACCACAATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAGATGTACATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTTATGAGAACAAGACA-------------------------
-------------------------------------------------------------------------
-------
GGGAACAGGACAGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB097873 
TTCTATTGTAATACAACACAACTGTTTAATAGTAGTTGGAATGAGACTGATATTGGGAATAATACTAGTACTG
GG-----------------------------------------------------------------------
----------------------------
AATGATACTACTATCATGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGTTACTATTGACAAGAGATGGTGGTCATAATGAGACT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MF373189 
TTCTACTGTAATACATCAAACCTGTTTAATACATCAAACCTGTTTAATACTGATGATAATGCAACTGGA----
-------------------------------------------------------------------------
----------------------------
AAAAGTGACACTATCACTCTCACATGCCCAAGAAAACTAATTATAAACATGTGGCAGGAATTAGGGAAAGGGA
AGGATGCGCCTCCCATTCCAAGCCAAAGACAATGTACATCTTCC---
ATTACCGGACTGCTATTGCTAATAGATGGAGGTTTAGACAACACC----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGAGGAGGAGATATAAGAGATAATTGGAAAAGTGGAATATATAAATATTATG



CATTAAAAATAGAACCATTA---GGAATATCACCCAACACTGCAACGAAAACAGTGATG--------------
-------------------------CTAAGGGAACAAAGAGTA---ATGAGA---ACAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT183077 
TTCTACTGTAATACATCAAAACTGTTTAATACTACACTGTTTAATAAGAATAGTACTACACTGACTTGGAATG
ATACTGAC-----------------------------------------------------------------
----------------------------
ACTGCAGAAAATATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCTCCTCCCATCAGTGGACTAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAATAAGAGATGGGGGTAATGATAATCAG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATACAAATATAAAGTAG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAATAGGGATGGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849787 
TTCTACTGCAATACATCAGGACTGTTTAATTACTTCAATAATAACACCAAT----------------------
-------------------------------------------------------------------------
-AATAACAAATCCTCT---------
TCTGATGACACTCATATCACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCTAATCCCATTGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGCCTACTATTGACTAGAGATGGTGGT----------------------------------------
--------------------------------------------------------
CATAATGATAATACTACTAAT---------
CGGACTGAGATCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACAAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AGCAGACACAGAAGAGCA---GTGGGA---TTTGGAGCT---------
GTGTTCCTTGGGTTCTTGTCGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849800 
TTCTACTGCAATACATCACAACTGTTTAATGAGACA-------------------------------------
-------------------------------------------------------------------------
-------------------------
ATAAGCAATGACACTATCAAACTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCACTCCCATTGAAGGAAACATTACCTGTAACTCAAAC---
ATTACAGGTCTACTATTGACAAGGGATGGTGGT----------------------------------------
-----------------------------------------------------------------
CAGAATAATGATACCAAT---
AAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAAAAAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTTTGGGGCATC 
>KY968400 
TTCTACTGTAATACAACACAACTATTTAATACTACTTGGAAAAATAATAATACTGAAGAGACAAATAGCACTA
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGCAGAATAAAACAGATCATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGCGGAAAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTATTCATAACAATAGC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGCGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037267 
TTCTACTGTAATACAACACCGCTATTTAATAGTACTTGGCCGTCTAATAATACTCAGAATAATACTGAC----
-------------------------------------------------------------------------
----------------------------
CCTGGAAGAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAAAGGACTAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTATTAACATTCGATGGTGGTAAACCGAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACTTTCAGACCAGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCAACAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY968405 
TTCTACTGTAATACAACACCACTGTTTAATAGCACTTGGAATAGGACTAATAGCACTTGGAATAGGAATGGGA
ATAGT--------------------------------------------------------------------
----------------------------
ACTAATGGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAGTTAACTGTTCATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTAGTCAG-------------------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCAACAAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078535 
TTTTACTGCAATACAGCAGGATTGTTTAATAACATAAAA----------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGAACAATCATACTCCCTTGCAGAATAAAACAAATAATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGCGGACGAATCAACTGTTCATCAAAT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGCTATCAAAATGATAGT-------------------------
-------------------------------------------------------------------------
----------
AATGCTAGTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AF408628 
TTCTACTGTAACTCAACACCGCTGTTTAATAGTACTTGGCATACAAATGGTACTAGTACTTTAGAGTCAAATG
CCACT--------------------------------------------------------------------
-------------------------
GAAGGAAACGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTGTTAATAAGAGATGGTGGTAATCAGAATCAGACA-------------------------
-------------------------------------------------------------------------
-------
GGGGATCAGACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT---
------ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037278 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAAAAGAA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATTATTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACAAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTTCCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AGGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGACGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY037283 
TTCTACTGCAATACATCAAGACTGTTTAATGACACACTGTTTAATGATACAGAA-------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGAAACTATTATTCTCCCATGTAAAATAAAACAAGTTGTAAACCTGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAGCCATTACCTGTAACTCAACT---
ATTACAGGTCTATTATTGACAAGAGATGGTGGTCAGAGTAATGATACTAAT----------------------
-------------------------------------------------------------------------
-------
GGTACTAAGATTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------
-------------------------------AGGAGAGAAAAAAGAGCA---GCA------TTGGGAGCG---
------TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358803 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAGTACTGCAGGGAGCAACACTGAT-------
-------------------------------------------------------------------------
----------------------------GGAAGTGACGCCATCATACTCCTATGCCGAATA---
AACAATTATACATGTGGCAGAAGTAGGAAAAGC---
ATGTTTGCCCCTCCCATCAGCGGACAAATCAGATGCTCATCAAAT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTCAGAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAGATATA
AAGTGGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCTTGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ358804 
TTCTACTGCAATACATCAGGACTGTTTGATGAAACAAAATTTAATGACACAGAATCC----------------
-------------------------------------------------------------------------
----------------------------
AATAACGCCACTATCACTCTCCTATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAGCATTACCTGTAACTCAACT---
ATCACAGGTCTATTATTGACAAGAGATGGTGGTCAGAATACTACG----------------------------
-------------------------------------------------------------------------
----------
AATAGTACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGAATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358806 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTACCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAATATGTGGCAAGGAGTGGGGCAAGCAATGT
ATGCCGCTCCCATTGCAGGAAATATTACCTGCAGATCAAAT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTGATGCTAATCAGAATGAT----------------------
-------------------------------------------------------------------------
-------
CCCAATGGAAATGAGACCTTTAGACCTGGGGGAGGAAATATGAAAGACACCCGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGCACGTTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTGTTGAAGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ358812 
TTTTACTGCAATACATCAGAACTGTTTAATAACACAAAAAAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACCATCATTCTCCCATGTAAAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAATGT
ATGCCAATCCCATTGCAGGAAAAATTAACTGTAACTCAAAT---
ATTACAGGTCTATTATTGACAAGAGATGGTGGTAATCAGGCTAATGAGACTAGT------------GGT----
-------------------------------------------------------------------------
-
ATTCAGACTAATGGGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTG--
-------------------------------------CAGAGAGCAAGAAGAGCA---GTGGGA---
ATAGGAGCT---------CTTTTCATTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAAAAC---AATTTA---CTGCAG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365770 
TTCTACTGCAATACATCAGGGCTGTTTAATGAAACAAAC----------------------------------
-------------------------------------------------------------------------
----------------------------
TTTAATGACACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCAATCCCATTAAAGGAAACATTACCTGCAGCTCAAAT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTCAGAAGAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATCAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------ACGAGACAAAAAAGAGCA---GCA------ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCCGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATA 
>JN692449 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATTTGAATGCCACTGGAAAGTCTAATTACACAG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTAGTAACAACACCAAC----------------------------
-------------------------------------------------------------------------
-------------



GAAAGCGAGATCTTCAGACCTGGAAGAGGAAATATAAAGAACAATGGAAGGAGTGAACTATACAAATATAAAG
TAGTAAAAATTCAGCCATTA---AGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACC---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>EF637052 
TTCTACTGCAATACATCAGGACTATTTAATAACGCACTGTTTAATGACACAGGAGTCAATAATGGC-------
-------------------------------------------------------------------------
----------------------------
AGTGATGACAATATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATACTGCTCCTATTGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTTCTATTGACAAGGGATGGTGGTAATAATGGTGAT----------------------------
-------------------------------------------------------------------------
----------
AATCAGACTCAGATTTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------ACAAGAGAAAGAAGAGCA---GCA------GTGGGACTG------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH938678 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGCACTAATAGTATTAAT-------------
-------------------------------------------------------------------------
----------------------------
AAGACTGGTACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTCATAATCAGACT----------------------------
-------------------------------------------------------------------------
----------------
GCTGAAACCTTCAGACCTGGAGGAGGAGATATGAAAGACAACTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAGCCACTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTAGTG-----------------
----------------------CAGAGAGAAAAGAGAGCA---GTGACA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JN692456 
TTCTACTGTAATACATCAGCACTGTTTAATAGTACTTGGCCGTCTAATAGTACTTGGAATGATACTGACAATA
AA-----------------------------------------------------------------------
-------------------------
GGAAATGATACTATCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACAGCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATTTAAATATAAAGTAA
TAAGAATTGAACCATTA---GGAATAGCCCCCACTCAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF804808 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATAATAGCAATAGTACTTGGAATAGGA
ATGATAGCACT--------------------------------------------------------------
-------AATACTTGGGAT------
AGTGCTAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACGGGGCTGATATTAACAAGAGATGGTGGGTCCAATCACAGC----------------------------
-------------------------------------------------------------------------
-------------



TCCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCCCCCAACAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HM026455 
TTCTACTGCAATACATCAGAATTGTTTACTGACAAAAAATTCAATGCC-------------------------
-------------------------------------------------------------------------
----------------------------
ACCCATGGCACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACCTATGGCAGGAAGTAGGAAGAGCAA
TATATGCCGCTCCCATTGAAGGAAACATTACCTGTAATTCAAAT---
ATTACAGGTCTACTACTAACAAGAGATGGTGGTCAGAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN687738 
TTCTACTGTGACACAACACAGCTGTTTAATAGTACTTGGAATATTACTAAAACAGATAATAGCTCTTGGAGTG
GT-----------------------------------------------------------------------
----------------------------
ACAACTCAGAATATCACACTCCCATGTAGAATAAAACAATTCATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTAACGAATCCCTA----------------------------
-------------------------------------------------------------------------
----------
AAAGACATCGAGATCTTCAGACCTGTAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAGCCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTAACG---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ236610 
TTCTACTGTAATACATCAGGACTGTTTAATACATCAAGACTGATTATTAATGACACTTCCCCT----------
-------------------------------------------------------------------------
----------------------------
CTCAATGACACTATCATTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCTAATCCAATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGAAAGAAAGATAAT----------------------------
-------------------------------------------------------------------------
----------
CAGACTGACGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCTCCCACAAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CGGAGAGACAAAAGAGCA---GTGGGA---TTTGGAGCT------
---TTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG365769 
TTCTACTGCAATACATCAGAACTGTTTAATGAAACACTAACAAAAACCAAT----------------------
-------------------------------------------------------------------------
----------------------------
GACAATAACACAATCACTCTCCTATGTCAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTTTACTATTGACAAGAGATGGTGGTAGAACTACCAAG----------------------------
-------------------------------------------------------------------------
----------



AATGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAAAAACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTG---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCAGTAGTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427871 
TTCTACTGTAACACATCAAAACTGTTTAGTAGTACTTGGAATAGTAGTACTTTGAATAGTACTGGAGAGTCAA
ATAAC--------------------------------------------------------------------
----------------------------
ACTGAGGACACAATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGGGGTCATAACACGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGACGACCGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCTAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT427779 
TTCTACTGCAATACATCACAGCTGTTTAATGACACAGAATCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATAGCATTATTACTCTCCCATGTAGAATAAAACAAATAGTAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTGCTACTAACAAGAGATGGTGGCCAGGATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATCAGAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGATAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGAAGACGAGTGGTG-----------
----------------------------CAGAGAGAGAAACGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849813 
TTCTACTGCAACACATCAAAACTGTTTAATGACACAGAA----------------------------------
-------------------------------------------------------------------------
-------------------------
TTCAATAATGACACTATCACTCTCCATTGTCAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCGCTCCCGTTGCAGGAAACATTACCTGTAACTCAACT---
ATCACAGGTTTAATACTGACAAGAGATGGGGGT----------------------------------------
--------------------------------------------------------
GGTAATGGTAATGAAACTAAT---------
TCGACTGAGACTTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAAAGACGAGCGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427651 
TTCTACTGTAACACATCCCGACTATTTGATGATAGTTGGAATGGTACTTGGTCAAAGAACACT----------
-------------------------------------------------------------------------
----------------------------
ACTATAGAAAATATCACACTCCCATGCAGAATAAAACAAGTTGTAAACCTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCGCTCCCATCAAAGGACTACTTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAGCAAGAGATGGTGGTTATAATGTTGAT----------------------------
-------------------------------------------------------------------------
----------



AACAATACAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849794 
TTCTACTGCAATACAACACTATTGTTTAACGAAGAATTAAATAACACTGGC----------------------
-------------------------------------------------------------------------
-------ACTGATGACACT------
GGCACTAACGACACTATCATTCTCCCATGTAAAATAAAACAAATAATAAACATGTGGCAGGAAGTGGGACGAG
CTATGTACGCTGCTCCCATTGCAGGAAACATTACCTGTTACTCAAAT---
ATTACAGGTCTACTATTGGTAAGAGATGGTGGTAATACT----------------------------------
--------------------------------------------------
AATGATGGTAATACTACTAGTGGTAAT---------
AAGACCGAGATCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAATAGAAATAGAACCACTA---GGGGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427660 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACAATAGTTAATAATACAATGCAGAATAAGACT-------
-------------------------------------------------------------------------
----------------------------
GGGAATGGTAATATCACACTCCCATGCACAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTACATCAAAT---
ATTACAGGTCTACTATTGACTAGAGATGGGGATCAGAATGACAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTCAGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAA
GAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181927 
TTCTATTGCAATACATCAGGCCTGTTCAATATGTCCCATAACAATGGCAATGAC-------------------
-------------------------------------------------------------------------
-------------------------
ACAACCACTGTCACTATCACCCTCCCGTGTCGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCGCTCCCATTGCAGGAAGCATTACCTGCAAATCAAAT---
ATTACAGGTCTGCTATTGACAAGAGATGGTAGTAGCAATAATAGTACT-------------------------
-------------------------------------------------------------------------
-------
CATAATAACACTGAGACCTTCAGACCTGGGGGAAAGAATATAAAAGACAATTGGAGAAGTGAACTGTATAAAT
ATAAAGTAATAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACGAGTGGTG--------
-------------------------------ACGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------TTGTTCCTTAAGTTCTTAGGAGCA---GCAGGAAGCACTATA---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK041580 
TTCTACTGCAATACATCAGGACTGTTTAATGAGACA-------------------------------------
-------------------------------------------------------------------------
-------------------------
GAATTCAATGGTACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCGCTCCCATCGCAGGAAACATTACCTGCAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------



GCTACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AGGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AF005495 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTAGAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCCATGTCGAATAAAGCAAATTGTAAATATGTGGCAGGAAGTGGGGCGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATCAG----------------------------
-------------------------------------------------------------------------
-------------
ACGGAGGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY455784 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAAGATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCACTCTCCCATGTCGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAATGT
ATGCCCCTCCCGTTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAAACAGAATGGTACT-------------------------
-------------------------------------------------------------------------
----------
AATCAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAAGA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY455785 
TTCTACTGCAATACATCAAAACTGTTTAATAACATAGGAGAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCATTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTTTACTATTGACAAGAGATGGTGGTCAGACTAATGAA----------------------------
-------------------------------------------------------------------------
----------
ACTAATACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---CAAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY455780 
TTCTATTGCGACACATCACAACTGTTTAATAACACAAAAGTC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCACCCTCCCGTGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGT
ATGCCGCTCCTATTGCAGGAAACATTACCTGTAATTCAAGT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGCTAATAGG----------------------------
-------------------------------------------------------------------------
----------------



ACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAGAAGACAAGTGGTG-----------------
----------------------AGGAGAGAAAGAAGAGCA---GTGGGAATGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY771592 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTTGGTATAATAATGTGAATGAT----
-------------------------------------------------------------------------
----------------------------
ACTAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCAT
TTTATGCCCCTCCTATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTCAGAATAGTCAG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAGTTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAGAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>AY771593 
TTCTACTGTAATTCAACTCAACTGTTCAATAGTACTTGGCTCAATAATACTTGGTATAATACTACTTGGGAAG
GAAAT--------------------------------------------------------------------
-------------------------
AGCACTGAAGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTCGTCAGAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGCTACTGACACCTTAACAGCTGGAGGAGGAAATATGAACGACTGTTGGAGAGGTGAATTTTATTATTATA
AAGTAGTAATAGTTGCGCCAATA---GGAGCACCCCCCCCCCAGGCAAAGAGAATAGTGGTG-----------
----------------------------CAAAAAGAAAAAAGAGCG---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGTCA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY536233 
TTCTACTGCAATACATCAGGACTGTTTAATGAAACAAGGTTTAATAACACAACA-------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACCATTATTCTCCAATGTAAAATAAGACAAATAGTAAACCTGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGAAGGAAATATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTAGTCAGGCT-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY536238 
TTCTACTGCAATACATCAGAACTGTTTAATAACACAGAAACCAATAGCACAAACACCAATGGCACAGAA----
-------------------------------------------------------------------------
----------------------------
ACCAATGGCACTATTATTCTCCCATGTAGAATAAAACAAATTGTGAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATTACCTGCAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTAGTAAT----------------------------
-------------------------------------------------------------------------
-------------



AATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAAATTCAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGACCAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAACATATATTGCAGCTCACAGTCTGGGGCATT 
>KU749408 
TTCTACTGCAATACATCAGGACTGTTTAATAACTCACTGCTCAATGACACAAAATCCAATAATGACACAGGA-
-------------------------------------------------------------------------
----------------------------
TCCAATAATACTATTACTCTCCCATGTAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTCAGAATAATAAGAATGAGACC------------TTC----
-------------------------------------------------------------------------
-------------
AAGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ853621 
TTCTACTGTAATACATCAGAACTGTTTAATAACACAATATCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGGCACTATCATTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGGTAAGAGATGGTGGTAATCGTAATCAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTA-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JX140661 
TTCTATTGCAATACATCAGGACTGTTTAATAACATAAAAATT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGTACTATTACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCAATCCCATTGCAGGAAACATTACCTGTAGCTCAATT---
ATTACCGGTCTGTTATTGACAAGAGATGGTGGTAATCAGACTGGTAATAAT----------------------
-------------------------------------------------------------------------
----------
AGTTATATTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAGAGAGCA---CTAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCCATTGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ904244 
TTCTATTGCGATACATCTAAATTGTTTAAAGTGTTTAATGACACCAATGGCACAAAAGCCAATAAT-------
-------------------------------------------------------------------------
----------------------------
GACACAGACCCTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGACGAGCAA
TGTATGCTAATCCCATTGAGGGAAACATCACCTGTAGATCAAAT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTAATCATAATAATGATAGT----------------------
-------------------------------------------------------------------------
----



CAGGATAATCAGACTGAAATCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGGCAAGTGGTG-----
----------------------------------AAGAGAGAAAAAAGAGCA---ATGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB480301 
TTCTACTGCAATACATCAGGATTGTTTAATGACACAGAAACC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGATACTATCATTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAGT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGATTGGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN251899 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAAGACTGTTAAATGACACA-------------------
-------------------------------------------------------------------------
----------------------------
TCCAATAACACTATTGTTCTACCATGTCAAATAAAACAAATTGTAAACTTATGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAATATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCACAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JN251905 
TTCTACTGTGATACATCAAAACTGTTTAATGAGACAAAATTCAATGACACTAGTGAA----------------
-------------------------------------------------------------------------
----------------------------
GGTAGTCCTAATATTACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAGCCATTACCTGTAACTCAAAT---
ATTACAGGTCTCCTATTGACAAGAGATGGTGGTAATACTACTAAT----------------------------
-------------------------------------------------------------------------
----------
CAGACTATTGAGATCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATGGCAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY781128 
TTCTACTGCAATACAACACAACTGTTTAATGACGCAGTATCT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AGTGACACTATTATTCTCCCATGTAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAATATTACCTGTAACTCAAAC---
ATTACAGGTCTATTATTGGTAAGAGATGGTGGTAATAATAATCAGACT-------------------------
-------------------------------------------------------------------------



----------
AATAATACTGAGACCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---GTGCTCATTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN235953 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAATATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCATCCTCCCGTGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATGGA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCAGTAATGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GTAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF726017 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGACTGCTTAATAGTACTTGGAATAGTACTGAAG
GGTTAAAT-----------------------------------------------------------------
-------------GACACT------
GTAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAATTTGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCCCCCATCAGTGGAAACATTAGATGTTCATCAAAT---
ATTACAGGTCTATTACTGACAAGGGATGGGGGTCAGGGTAATTCAAGTAAT----------------------
-------------------------------------------------------------------------
----------
AGTACTACGGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATCAAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGACAAGTGGTG-----------
----------------------------AGGAGAGAAAAAAGAGGC------------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK086130 
TTCTACTGTAACACAACAAGGCTGTTT------GAGGAGAATAATAATGCAACACAGAAAAAT----------
-------------------------------------------------------------------------
----------------------------
AATGAAACTATTATCACTCTTCCCTGTAGAATAAGACAACATGTAAACATGTGGCAAAGAGTGGGACGAGCAA
TGTATGCCCCCCCCATTGCTGGAATAATTCAGTGTAACTCAAAT---
ATCACAGGTCTACTATTAACAAGAGATGGT---AATAACACTGGA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGACACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGG
TAGTAAAAATTGAACCACTA---GGAATAGCACCCTCCAAGGCAAAAAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>U39253 
TTCTACTGCAATACATCAAAACTGTTTAGTACATCAAATAGTACATGGGTA----------------------
-------------------------------------------------------------------------
----------------------------
AACAAGACTACAATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATTGAAGCACTAATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAATAATAGT----------------------------
-------------------------------------------------------------------------



-------------
CAGGAGGAGATCTTCAGGCCTGGAGGTGGAGATATGAGAGACAATTGGAGGAGTGAATTATACAAATATAAAG
TAATAAGAATTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCAGGTATAGTGCAACAGCAAGAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY074891 
TTCTACTGTAACACATCAGGACTGTTTAATAGTATAAGTATAAGTGAATCAAATAGTACAGGG----------
-------------------------------------------------------------------------
----------------------------
GTAAATGGTACAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAGGGACTAATCCAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATAATAGTCAG----------------------------
-------------------------------------------------------------------------
----------
ACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAGATATA
AAGTAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------ACAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921741 
TTCTACTGCAAGACATCAGAACTGTTTAATAGTACATGGACATTAAATAGTACAAGTGAAGGGACATCAAATA
GTACAAAG-----------------------------------------------------------------
-------------------ATA---
ACAAATAGTACAAATATAACACTCCCGTGCAGAATAAAACAAATTATTAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACTTATCAAATGCTCATCAAAT---
ATTACAGGAATATTGTTGACAAGAGATGGTGGTACAGATAATCAGACAAATGAG-------------------
-------------------------------------------------------------------------
----------
ACCTTCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACGATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAG---CTAATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373183 
TTCTATTGCAATACATCAAGCCTGTTTCATGAGAACATCACTGCAAACAGCACAAACAGCACAGAT-------
-------------------------------------------------------------------------
----------------------------
GTAAATAAAAACATCACACTTCAATGCAAAATCAGACAAATTGTAAGAATGTGGCAAGGGATAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATAAATTGTAAATCAAAT---
ATCACAGGGCTGTTGCTGACACGTGATGGAGGCCCCAACAACCGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACATTTAGACCTCAAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTGGGGCACAGAGGAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GCAACA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253309 
TTCTACTGCAATACATCAGGGCTATTTAATAATAGTGAGTGGACATCAAATAGTACAAATAGTACATCAAATA
GTACA--------------------------------------------------------------------
-------------------------
GGGGGAGATGATGTAATCACACTCCAATGCAAAATAAAACAGATCATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGCCAAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTCAGAATAAGAGT----------------------------
-------------------------------------------------------------------------



-------------
CAGGAGGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGGATTGAACCACTA---GGTCTAGCACCCACCAGGGCACAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGC---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCGGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>HQ615974 
TTCTACTGCAATACAACACCACTGTTTAATAATAGTGTATGGTCAAGTAATACAAGTATAGATACAAGTACAA
ATAATACA-----------------------------------------------------------------
-------------------GAG---
GGAAATAATGGGACAATCATACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAAAAAGTAGGAAAAG
CAATATATGCCCCTCCCATTGCAGGACTAATCAATTGTCACTCAAAT---
ATTACAGGAATATTGTTGACAAGAGATGGTGGTAACAATATTAATCAGACTAAG------
AACAATAGTAGTCAGACTGAGAGC-------------------------------------------------
-----------------
AATAGGAGTCAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCAATA---GGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---
GGCGCAGCGTCG---GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484500 
TTCTACTGCAATACATCAGGGATATTTAATAGTACATGGGAGGCTAATAATACAGCAAATAGTACAGGG----
-------------------------------------------------------------------------
----------------------------
GTAGATAAGAATATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAACAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAAATGTACATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAGAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAT---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373188 
TTCTACTGCAATACATCAGAGCTGTTTAATGAAACAGAAAAC-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATTATTCTCCCATGTAGAATAAAACAAATGATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCTATTGCAGGAAACATTGTCTGTAACTCATCT---
ATTACAGGTCTACTATTGACAAGAGATGGGGGTAATAATGATAAT----------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTCAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------TTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU166607 
TTCTATTGCAACACATCAGAACTGTTTAATGATACATACAATAATACTACT----------------------
-------------------------------------------------------------------------
----------------------------
CCAAATGGGACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCCCCCATTGCAGGAAACATTATCTGTAACTCAAGT---
ATTACGGGGCTACTATTGACAAGAGATGGTGGTAAAAATAAAACT----------------------------



-------------------------------------------------------------------------
-------------
GGAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTCTATAAATATAAAG
TAGTAGAAATTCAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGACAAGTGGTG--------------
-------------------------AGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392768 
TTCTACTGCGACACATCAGGATTATTTAATGTTACATATGAGGTCAATAGTTCAAACCAAATTAATAATGCT-
-------------------------------------------------------------------------
----------------------------
ACTAATAATAACATCACACTTCCATGTAAAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAATAATAACATGTGTATCAAAT---
ATTACAGGTCTACTATTGACTCGTGATGGAGGTCAAAATAACTCA----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGACCTTCAGACCAACAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---CTGGGAGCT---------
GTGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286849 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATTACAGCCTGTTTAATAGTACATATTACAATGGTA
CATAC--------------------------------------------------------------------
-------------------------
AATAATAATACCAACATCACCCTCCAATGCAGGATAAGACAAATTGTAAACATGTGGCAAGAGGTAGGAAAAG
CAATGTATGCTGCTCCCATTCAAGGAAGCATAACATGTGCATCAAAC---
ATCACAGGGTTACTCTTGACACGCGACGGAGGCAATGGAGAGACA----------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGATTTTCAGACCTCAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTGAACCACTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GCGTTCTTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAGCGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AJ277819 
TTCTACTACAACACAACAGATCTGTTTAATAACATGGAAAAAACT----------------------------
-------------------------------------------------------------------------
----------------------------
AACAATAACACTATCATTCTCCCATGTAAAATAAGACAATTTGTAAACATGTGGCAAAGAGTGGGACGAGCCA
TGTATGCCCCTCCCATTGCCGGACAAATTCAGTGTAATTCAAAG---
ATCACAGGTCTACTATTGACAAGAGATGGTGGAGAGAATACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGACCCTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGG
TAGTAAGAATAGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------CAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MN485986 
TTCTACTGCAACACCTCACAACTGTTT------ACATGGTCAGATAATAGCACAGGGATA-------------
-------------------------------------------------------------------------
----------------------------
AATGATAGCACAATCGTACTCTCTTGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCTA
TGTATGCCCCTCCCATTGCAGGAAAAATCAGTTGTTCATCAAAA---
ATTACAGGGCTGTTATTGACAAGGGATGGTGGTAAAGAGACTAACGAGACCTCC-------------------



-------------------------------------------------------------------------
-------
GCTCACGAGATAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCCCTT---GGAATAGCACCCACTAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ670527 
TTCTACTGCAACACATCATCCCTGTTTAATGGGACATGGACTAATAATACATGGCACAATATTACA-------
-------------------------------------------------------------------------
----------------------------
TGGAACACAAATATGACAATCCCATGCAAAATAAGGCAAATTGTAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACACATCAACTGTTCATCAAAT---
ATTACAGGACTACTATTGATAAGAGATGGGGGTAAAGGACAGAATCAG-------------------------
-------------------------------------------------------------------------
-------
AGTAATCAGAGTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCTCTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ388908 
TTCTACTGCAATACATCAAAACTGTTTAATAGGACATGGGATACAGGGAATACTACAGAACAGGGTATTAGTA
TA-----------------------------------------------------------------------
-------------------------
GGGTCAAATGATATAATCATACTCCCATGCAAACTAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGAGAAATCAAATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGAAATATTAATGGAAGT-------------------------
-------------------------------------------------------------------------
-------
AGTAATCAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAACAATTGAACCAATA---GGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGG---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>KX579838 
TTCTACTGCAATACATCAGAACTGTTTAATTGGGATAATAGTACAAAGAGTACTGTAAATGGA----------
-------------------------------------------------------------------------
----------------------------
ACAAAATTAAATATAACTATCCACTGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTCAATGTATATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAGTGATTCTAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAGTTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GACAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN337382 
TTCTACTGCAATACATCAGGACTGTTTAATAGAGCATTTAATAATACAACATGGGATACTAGTACAGGGAGTG
CTAGA--------------------------------------------------------------------
----------------------------
TTAAATAATACAATAACCATCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTACATTTGACAGCAGATTGGGTTGGAAATGAGTCTGTG-------------------------



-------------------------------------------------------------------------
-------------
TCTAGAGTAATTTACAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY352655 
TTCTATTGCAACACAACAAAACTGTTTAATAGTAGCTGGAAACATGACAATAACACCAATAACACCTGGAATA
GAACTAATGGT------------------------------------------------------------
AAAATCGATGGCCGCTAT---------
ACAGAAAATGATACTATTACACTGCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTGGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAAATATTACATGTGTATCAAAT---
ATTACAGGACTAATATTGACAAGGGACCATCCGAGTAATAAT-------------------------------
-------------------------------------------------------------------------
----------------------
ACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAA
TTGAACCACTA---GGAGTGGCACCCTCCGAGGCAAGGAGAAGAGTGGTG-----------------------
----------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC---------
ATGATCTTTGGGTTCTTGGGAGCA---GCTGGGAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATACAAGCGCAACAGCATATGTTGCAGCTTACTGTCTGGGGCATT 
>KU310619 
TTCTATTGTAATACATCAGAACTGTTCAATCTATCAAGATTGTTCAATGGCAGTGGGGAAGAGACTAGC----
-------------------------------------------------------------------------
----------------------------
AATAAGACTCATATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGCAGGAAACATCACATGCACATCAAAT---
ATTACAGGATTATTATTGACACGTGATGGGGGACCCAGTAATGGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGGAGTGAGTTATATAAATATAAAG
TAGTAGAGATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF286236 
TTCTATTGCAACACATCAGAGCTGTTTACTGGTATTTGGAATGGTACTTGGGATAAGAATTGCACTAGCACTG
AGAGT--------------------------------------------------------------------
-------------------------
AATTGCACTGGAAATATTACACTCCCATGCAGGATAAAACAAGTGGTAAGAACATGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCTATCGAAGGGACAATTAGGTGCTCATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATGGCAATGCA----------------------------
-------------------------------------------------------------------------
----------
ACTCAAAATGAGACCTTTAGACCTGGAGGAGGAGACATGAAAGATAATTGGAGAAGTGAATTGTATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATGGGAGCT------
---TTGTTTCTCGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN617377 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGGATAATAATGGTACTGAGATTAATACTACAGGAA
CTACA--------------------------------------------------------------------
----------------------------
GGAAATGACACTATCATTCTCCCTTGCAGAATAAAACAACTTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGAATAATTAGATGTTCATCGAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAACAATCAGAGCACT-------------------------



-------------------------------------------------------------------------
-------------
ATCAATGAGACTTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACTATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215251 
TTTTATTGTAATACATCAAAACTATTTAATAGTAGTTGGTGGTTTAATACTACAAATAGCATAGGAATAAATA
CAAATAGC-----------------------------------------------------------------
-------------------ACG---
GAAATAAATGATACTATCATACTTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAATATTACATGTGTATCAAAC---
ATTACAGGCTTATTACTGACACGTGATGGGAAATATAGGCCAAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACTAATGAGACCTTCAGACCTACAGGAGGAGAAATGAGGGACATTTGGAGAAATGAATTATATAATTATA
AGGTAGTGGAGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAGAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>HM215249 
TTCTATTGTAATACATCAGGATTATTCAATAAGAGTTGGGGGAGTTGGGAGCCTAATACTACAGAGGTTAATA
ATGTA--------------------------------------------------------------------
-------------------ACT---
AAAGAAAATGGTACTATCACACTTCAATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAG
CAGTGTATGCCCCTCCCATTGCAGGAAATATTACATGTACATCAAAC---
ATTACAGGCTTATTACTGACACGTGATGGGGGTAACAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACATTTGGAGAAGTGAATTATATAATTATAAGA
TAGTGGAGATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>KY392780 
TTTTATTGTAATACATCAGGATTGTTCAATGGCACTAGGTTCAATGGCACTAGGACAAATGGC----------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACTATCACACTCCCATGTAAAATAAAACAAGTTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TTTATGCCCCTCCCATCGCAGGAAACATTACATGCTCATCAAAT---ATTACAGGATTAATATTAACA-----
-------CATGAAAGTTCT------------------------------------------------------
---------------------------------------------------------
AATGATACAGAAATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTGAAGATTGAGCCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATAGCTGGA---ATAGGGGCT------
---GTCTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>FN392873 
TTCTATTGCAATACATCAGGACTGTTTAATGACAGTTGGTCTAATGGCAGTTGGTCCAAAAACAGTACAGAC-
-------------------------------------------------------------------------
----------------------------
AGCACACAGAACATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTCGAGGAATAATAAACTGTAAATCAAAC---
ATTACAGGACTACTACTAACAAGAGATGGGGGAGATAATAACAGT----------------------------
-------------------------------------------------------------------------



-------------
ACAAATGAGACCTTCAGACCGGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAATAAAAATTGAACCACTA---GGGGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGGGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATAGAGGCTCAACAGCACCTGTTGAAACTCACAGTCTGGGGCATT 
>KY392773 
TTCTATTGCAATACAACACAGCTATTTAATAGCACCTGGGAGAAAAACACAACCAGTGAAGGCTATAGACAGA
TAAATAAC-----------------------------------------------------------------
-------------ACAACA------
AATGATACTACTACTATTGTGCTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTAGGACAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTACATGTGAGTCAAAT---
ATTACAGGACTAATATTGACAAGCGACTTTGTTAATCAGTCTAAG----------------------------
-------------------------------------------------------------------------
-------
GATAGTGATAGTGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGTACCACTA---GGTGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAGCAGAA---GACAGTGGCAACGAGGCT---
------GTCCTCTTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATA 
>JF706452 
TTCTATTGCAATACATCAGCGCTATTTAACAGCTCTTGGGAACCCAACAAAACTAACACAACTAACACATCAA
TG-----------------------------------------------------------------------
----------------------------
TTAAATGGCAATATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGCAGGGCGAGCAA
TGTACGCCCCTCCCATTGCCGGAAAAATTCAATGTAACTCAAAT---
ATCACAGGTCTCATATTAACAAGAGATGGTGGTAATAATAGTAAGACAAGT----------------------
-------------------------------------------------------------------------
----
AATGAGACTGAGACTGAGACCTTCAGACCTGGAGGGGGAGACATGAGAGACAACTGGAGAAGTGAACTGTATA
AATATAAGGTAGTGAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGACATGTGGTG-----
----------------------------------CAGAGAGCAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAAGCTCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KP718920 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACATGGACATATAATGATACTAAAAATAACACTGACAGCC
AGACAGGG-----------------------------------------------------------------
----------------------------
TCAAATGACAACATAACTCTCCCATGTAGGATAAAGCAAATTATAAATATGTGGCAGAGAACAGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGACTAATATTGACAAGAGATGGTGGGGTTAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCAGCAGGGCAAGGAGAAGGGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATTGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683772 
TTCTATTGCAATACATCCAAACTGTTTAATGGTACATGGTTTAATGGCACATGGGTTAATGGCACATGGTACA
ATAATACACTA--------------------------------------------------------------
-------GACAGCAATGAC------
ACAGAGAATGGGACTATAACTCTCCCATGCAAAATAAGACAAATAGTAAGAATGTGGCAAAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGGGTAATACATTGTCAATCAAAC---
ATTACAGGACTACTATTAACGAGAGATGGAGACAAGAAT----------------------------------



-------------------------------------------------------------------------
-------------
GAAACTGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT---------
ATCTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---GCTGGCATAGTGCAACAGCAGAGT---
AATCTG---CTGAAA---GCTATAGAGGCCCAACAGCAACTGTTGAGGCTCACAGTCTGGGGCATT 
>JX140679 
TTCTATTGCAATACAACACAACTGTTTGATAGCAGTTGGGGTATCAATGACACTGTCAGCAATAGCAATGACG
CTGAC--------------------------------------------------------------------
----------------------------
AGCGATGACAACATAACTCTTCAATGCCGAATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCGAGGAAACATAAGTTGTCACTCAAAC---
ATTACAGGGCTACTATTAACAAGAGACGGAGGGAACAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTGAACCACTT---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAAAATCTGTTGAGACTCACGGTCTGGGGCATT 
>JF680905 
TTCTATTGCAATACATCAGGACTGTTTAATAGCTCTTGGAATAGCACTGACAACTCAAACCACACAGGGTTA-
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCAAGGAGCAATAAGATGTAATTCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAAATCTTCAGACCTGAGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCACTA---GGTGTAGCACCCTCACGTGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAACATATATTGAAACTCACGGTCTGGGGCATT 
>MH078558 
TTCTATTGCAATACATCAAATCTGTTTAATAGGACTTACAGCAGGGGGATGAACGGCACTTGGGAGACAAATG
ACACAGGG-----------------------------------------------------------------
----------------------------
ATAAATGACACTAAAAGCCTTCAATGTAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCCAGGAGTAATAGAGTGTAAGTCAAAC---
ATTACAGGACTACTATTGACAAGAGATGGGGGTGCTAATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AGGACTGAGGAAACATTTAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGTACA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGGGAAAAGAGCA---GTCGGA---ATGGGGGCT------
---TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAGAGT---
AATCTG---CTGAGA---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH078559 
TTCTATTGCAACACATCAGATCTGTTTAATAGTACTTGGGATAAGAACACTACTTGGAATAACAACTATCAGA
AT-----------------------------------------------------------------------
----------------------------
GAGAATGACAATATAACTCTCCCATGCAGAATAAAACAATTTGTACATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATTCAAGGAGTAATAAAATGTAAATCAAAC---
ATTACTGGAATACTATTAACAAGTGATGAAGGTTTTAAAAACACA----------------------------



-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCTCCTGGGCAAGGAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTACAACAGCAGAAC---
AATCTG---CTGAAG---GCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>JF680912 
TTCTATTGCAATACATCAACCCTATTTAATAGCACATGGAATTGGAATGGCACTCAGAACATAACT-------
-------------------------------------------------------------------------
----------------------------
GGCACTGCAAATCACATTATCCCATGCAAAATAAAGCAAATTGTGAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGCGGAATGATACAATGCAATTCAAGC---
ATTACAGGACTATTGTTAACAAGAGATGGAGGGAACAGAAACAAT----------------------------
-------------------------------------------------------------------------
----------
TCAGACAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU168285 
TTTTATTGTAACACAACTACGCTATTTAATCATACTTTTTCTTGTAACAATTCCACCTGTCAGAACATGTCTG
GCAGTGAC-----------------------------------------------------------------
----------------------------
ACTTCTAGCAATGACACTATACCTTGCAGGTTGAAACAGATAGTAAGGTCATGGATAGGGGGAGAGTCGGGAT
TCTATGCACCTCCCATCAAGGGTGCCCTAAATTGCACCTCACAA---
ATAACTGGAATGATTTTACAACTGGACTATCCATGGAACAACACAGAGGGAAAG-------------------
-----------------------------------------------------
GCCACAAATAACACAAAAAACAAT---------
ACCAACGTCATATTTAGACCAACAGGGGGAGATATGAAAGATATATGGAGGACTAAATTATTTAACTATAAGG
TAGTAAAGGTAAAACCTTTT---AGTATAGCACCTACAAAAGTTGCAAGACCAGTCATAGGAACT--------
-------------------GGCACTCATAGGGAGAAAAGGGCA---GCAGGT---ATGGCAATG---------
CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCGAAGT---TTAATA---AAGGGTATAGTGCAACAGCAGGAT---
AAACTG---CTGAGA---GCAATACAGGCCCAGCAACACTTGCTGAGGTTATCTGTATGGGGCATT 
>KU168294 
TTTTATTGCAACACATTTGAGTTGTTTAATTATACTTTTAGATGTAGAGGGTCCAACTGTACTTCTGAAAATA
GC-----------------------------------------------------------------------
----------------------------
ACCCAAATAAATGGAACAATACCTTGCAAGATAAAACAAGTAGTAAGGACATGGATGGGGGGAAGGTCAGGAC
TCTATGCACCTCCCATTAAAGGTGAACTAACATGTGAATCAAAC---
ATAACTGGAATGCTACTACAAAGGGATCAACCATGGAACCAAACATGTAACAGC-------------------
-------------------------------------------------------------------------
----------------------
ACATTTAGACCAATAGGGGGAGATATGAGAGATATATGGAGAACTAGCTTATACAACTACAAAGTAGTAAAAA
TAAAACCTTTT---AGTGTGGCACCTACAAGAATTGCAAGGCCAGTCATAAGTCTT-----------------
----------AGATCTCCTAGAGAAAAAAGGGCA---GCAGGA---TTGGGAATG---------
CTATTCTTGGGGGTGCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGTGTCA---
ACGACACTGACGGTACAG---ACCCAAAAA---GTGTTA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACATTTGCTGAGGCTATCTGTATGGGGCATT 
>KU168284 
TTTTATTGCAACACATCTGGGTTGTTTAATCATACTTTTGAGTGTATAGAGCACAACTGTACTTCTAAAATTA
ATAGCACCCAT--------------------------------------------------------------
-------------GAAAAT------
AGCTCCCAAAGAAATGGAACAATACCGTGCAGGATAAGACAGGTAGTAAGAGCATGGATGGGGGGAAGGTCAG
GACTCTATGCACCTCCCATCAAAGGTATCCTAACATGTCAATCAAAT---
ATAACTGGAATGCTACTAGAAAGGGATGAACCATGGAACCAAACA----------------------------



-------------------------------------------------------------------------
-------
GGCACAAATAACAGCACATTTAGACCAACAGGGGGAGATATGAGAGATATATGGAGAACTAGCTTATACAATT
ACAAAGTAGTAAGAATAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGACCAGTCATAAAAGCT--
-------------------------------CCTAGAGAAAGAAGGGCA---GCAGGA---TTGGGAATG---
------CTATTCTTGGGGGTGCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGTGTCA---
ATGACACTGACGGTACAG---ACCCAAAAC---GTGTTA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCACCACTTGCTGAGGCTATCTGTATGGGGCATT 
>AY532635 
ATCTATTGTAATACTTCCAGATTATTCAATGAGAGCATGAATACAAATGGGACT-------------------
-------------------------------------------------------------------------
-------------------------------
AATGGGACTATTACTCTGCCCTGTAGAATAAGACAAATTGTAAATTTGTGGACAAGAGTAGGAAAAGGAATTT
ATGCACCGCCAATTCGGGGAAATCTTACCTGTAACTCCACT---
ATTACTGGACTGATTCTAGAACATAGTGGTGGCAGTAAT---------GGC----------------------
-------------------------------------------------------------------------
----------------------
ACAGTATATCCCACAGGAGGAAACATGGTCAATCTCTGGAGACAAGAGTTGTATAAGTACAAAACAGTCAGTA
TAGAACCCATA---GGAGTAGCACCAGGTAAAGCTAAAAGACGCACAGTG-----------------------
----------------AGTAGAGAAAAAAGAGCAGCCTTTGGA---CTAGGTGCG---------
CTGTTTCTGGGGTTTCTTGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGGACA---TTGTTA---TCTGGGATAGTGCAACAGCAGAAT---
AATCTG---GTGAGA---GCAATAGAGGCGCAACAACATTTGTTGCAACTCTCAATCTGGGGCATT 
>GQ324959 
TTCTATTGTAACACTTCCAAATTATTTGATAAAAATTTACTTAACAAGACA----------------------
-------------------------------------------------------------------------
-------------------------------
AACGAGACTATTGTTCTGCCCTGTAGAATAAAACAGATTGTAAACTTGTGGACAAGGGTAGGAAAAGGGATTT
ATGCACCACCAGTTAGGGGAAATCTTACCTGTAACTCCAAT---
ATTACTGGACTGATTCTAGAGTATAGTGGTAACAGTGGTAACGAA----------------------------
-------------------------------------------------------------------------
----------------------
ATGGTGTATCCCTCAGGAGGACACATGGTTAATCTTTGGAGACAAGAGTTGCATAACTACAAAGTAGTTAGTA
TAGAACCCATA---GGAGTAGCACCAAGTAAAGCTAAAAGGCACACAGTG-----------------------
----------------AGTAGAGAAAAGAGAGCAGCCTTTGGA---CTAGGTGCG---------
CTGTTTCTTGGGTTTCTTAGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGGACA---TTATTA---TCTGGGTTAGTGCAACAACAGAAT---
AATCTG---TTGAGA---GCTTTAGAGGCGCAACACCATTTGTTGCAACTCTCAGTCTGGGGCATT 
>AJ006022 
TTCTATTGTAACACTTCCAAATTATTTAATGAGGAATTACTTAACGAGACA----------------------
-------------------------------------------------------------------------
-------------------------------
GGTGAGCCTATTACTCTGCCTTGTAGAATAAGACAGATTGTAAATTTGTGGACAAGGGTAGGAAAAGGAATTT
ATGCACCACCAATTCGGGGAGTTCTTAACTGTACCTCCAAT---
ATTACTGGACTGGTTCTAGAATATAGTGGTGGGCCTGACACCAAGGAA-------------------------
-------------------------------------------------------------------------
-------------------
ACAATAGTATATCCCTCAGGAGGAAACATGGTTAATCTCTGGAGACAAGAGTTGTATAAGTACAAAGTAGTTA
GCATAGAACCCATA---GGAGTAGCACCAGGTAAAGCTAAAAGACGCACAGTG--------------------
-------------------AGTAGAGAAAAAAGAGCAGCCTTTGGA---CTAGGTGCG---------
CTGTTTCTTGGGTTTCTTGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGGACA---TTATTA---TCTGGGATAGTGCAACAGCAGAAT---
ATTCTG---TTGAGA---GCAATAGAGGCGCAACAACATTTGTTGCAACTCTCAATCTGGGGCATT 
>HQ179987 
TTTTATTGTAACACCAGCAGCCTGTTTAACTTTAGTTATACTTGGAATGACACCACCTGGCGGGCTGCAGGCA
ATCATAAT-----------------------------------------------------------------
----------------------------
ACAAGTGAAAATATAACACTGTCTTGTAGACTGAAGCAAGTAGTTAATTCATGGATGAGAGTGGGATCAGGCT
TGTTTGCGACACCTATTGAGGGGGAATTAAAGTGTCAATCCAAC---
ATTACAGGTTTAATGTTAGAAAGAGAACTACCTTACAAT---GACAGC-------------------------



-------------------------------------------------------------------------
----------
AGCAAGAACACCACTTTAAGTCCTATAGGGGGAGACATGACAAATATCTGGAGAAGTGAGTTATATCCCTACA
AAGTAGTTCAAGTAAAAGCTCTG---GCCGTGGCACCTACAAAAATTTCCAGACCTACAATTATGGCT-----
-------------------CATGATGGACATAGGAAGAAAAGGGCA---GCAGGC---CTAGGAATG------
---CTATTCCTTGGGTTTCTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGGGA---
ATCACGCTGACGGTACAG---GCCAAGCAA---TTATTG---CATGGTATAGTGCAGCAGCAGAAC---
AATATG---CTAAGA---GCTATAGAGGCACAGCAAGAATTGCTGAGACTCTCTGTGTGGGGCATA 
>KY953207 
TTTTATTGTAACACCAGTAGCCTGTTTAATTATAGCTATACTTGTAATACCTCGGGTGCATGTATCATTAATC
CTACAGGTAAT--------------------------------------------------------------
----------------CACACA---
GGTGAGAACATGATAATAACACTACCTTGTAGACTAAAGCAAGTAGTTAATTCATGGATGAAAGTGGGATCAG
GCTTGTTTGCGCCACCTATCGAGGGACAATTGCAGTGCCACTCCAAC---
ATTACAGGTTTAATATTAGACAGAGCATCACCTTATAATGTCAAC----------------------------
-------------------------------------------------------------------------
----------
AGCAGTAACACCACTTTAAGTCCTACCGGGGGAGAAATGAGAAATATCTGGAGAAGTGAGTTATATCCCTACA
AGGTAGTTCAAGTAAAAGCTCTG---GCTGTGGCACCTACAAGGGTCTCCAGACCTACAATCATGGCT-----
-------------------CATGATGCTCATAGGAAAAAAAGGGGA---GCAGGC---CTAGGAATG------
---CTATTCCTTGGGTTCATGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTTACGCTGACGGTACAG---GCCAGGCAA---TTATTG---CATGGTATAGTGCAGCAGCAGAAC---
AATATG---CTACGA---GCTATAGAGGCACAGCAAGAATTGCTGAGACTCTCTGTGTGGGGCATA 
>JQ866001 
TTCTATTGTGACCTCAAAAATTGGACAAACAATGGCATCGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
ATCGATGGAATGCTGATAGCACCATGTCGACTTAGACAGATAGTAAATCATTGGGGAATAGTATCCAGGGGAA
TTTATCTCCCTCCCAGGGAGGGACAGGTCAAATGTGTATCTAGT---
ATTACAGGATTCATAATGACAGCTGAGACGAATGACACTGAT-------------------------------
-------------------------------------------------------------------------
----------------
GGCACTATCACACCCACCTTCTCTGCAAAGGTGGAAGACTACTGGAAAGTAGAAATGAGTAGATACAAAGTAG
TGGAGATACAGCCATTA---TCAGTGGCACCCACTAAAGGAAAAAGACCAGTAGTTGGTGAC-----------
----------CCAGAAGCAAAAAGTAGAAGTAAAAGAGAA---ATAGGA---ATGGGAATG---------
ATCTTTATGGGATTTCTCAGTGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAA---GCCAGAGGA---TTGCTC---TCTGGTATAGTACAGCAGCAAGCA---
AATTTG---CTGCAG---GCAATAGAGGCTCAACAACATTTGTTGCAGCTCTCGGTGTGGGGCATA 
>JX178450 
TTTTATTGTGAGACATCTTCATTGTTTAATGCTACAATAGATATTACACCAAATACTACACTGAATGAGACGA
CCTGGGATTAT---CCA------GCT-----------------------------------------------
-------------GAGAAC------
AATATTAACCAAGAAATGATAATCCATTGTAGAATAAAACAAATTGTATCAATGTGGCAGAGAGTGGGAAAAG
GAATATTTTCTCCTCCTATTAGAGGAACCATTCAATGTAACTCCACT---
ATTACAGGACTACTGCTAACTCGCGATGGTAATAACAAAGCAGATAGTGAGAACAAAACAAGGATTGAAACAG
GACAG------------------------------------------------------------
AACAAAGCAGAAGAGATTAATAGGACTGACATTTTTAGACCTGCAGGAGGAGAAATGAGAGACAATTGGAGAA
GTGAATTATATAGATACAAGGTGGTGAAAATTGAACCACTA---
GGACTAGCACCCACCAAGGCAAAAAGAAGGACTGTA-------------------------------------
--AATAGAGAAAAAAGAGCA---CCAGGA---CTAGGACTG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACTTGTTGCAACTCTCAGTCTGGGGCATT 
>EF535993 
TTTTATTGTAACACCACCCCATTGTTCAATAACAGTTGGACAAATACAACTAGCTCAGATATA----------
-------------------------------------------------------------------------
----------------------------
AATAGCTCAAATATAATAATAAACTGTAGAATAAGGCAAATTGTAAACTCCTGGATGAGAGTGGGCAAGGGAA
TTTACGCCCCACCAATTAGAGGAACTATAAGTTGCACATCAAAT---
ATTACTGGGCTCCTGCTCGAGTTAGACAGAGGACTCCCGAGAAATGGGACTAAT------ACCAATAAC---



AAG----------------------------------------------------------------------
--------------------
TTAACACTATACCCTACAGGAGGAGAGATGAGAGATTTGTGGAGGCTGGAATTACATAAATACAAAGTAGTCA
GCATAGAACCCATA---GGAGTGGCACCAAGTAAAGCTAAAAGGCACACAGTG--------------------
-------------------ACAAGAGAAAAAAGAGCAGCCTTTGGA---CTAGGTGCG---------
CTGTTTCTTGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCCGGCAA---TTATTG---TCAGGGATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCAATAGAGGCGCAACAGCATTTGTTGCAACTCTCAGTATGGGGCATT 
>DQ373065 
TTTTACTGTAATACCAGTCAATTGTTTACAAATCAAAATGGCAACACAACTGGCAAT----------------
-------------------------------------------------------------------------
----------------------------------------
ATCACCTTACAATGCAGAATAAGACAAATTGTAAATTTATGGACAAGAGTAGGAAAAGGAATTTATGCTCCGC
CAATTAAAGGACCTATTAACTGTCTCTCTAAC---
ATCACTGGGATAATACTTGACTATACAAAGTCTGGAACTGAGAAGTAC-------------------------
-------------------------------------------------------------------------
----------------------
ACCATATATCCCACAGGGGGAGACATGACTAACCTCTGGAGGCAGGAGTTGTATAAGTATAAGGTGGTCAGCA
TAGAACCCATA---GGAGTAGCACCAGGAAAAGCTAAAAGACACACAGTG-----------------------
-------------ACTAGACAAAAAAGAGCAGCC---TTTGGA---CTAGGTGCG---------
CTGTTTCTTGGGTTTCTTGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGGAAA---TTATTA---TCTGGGATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGA---GCAATAGAGGCGCAACAACACTTGCTGCAACTCTCAGTTTGGGGCATT 
>DQ373064 
TTTTATTGTAACACCTCGGCCTTGTTCAATGACACCTTGTTACGCAATAAAACCTTGCTCAATGAAACC----
-------------------------------------------------------------------------
----------------------------
TTGCACAATAACTTGACACTACCTTGTAGGATTAGACAAATTGTAAACCTATGGCTAAGAGTAGGAAAGGGAA
TATTTGCTCCACCTATTAGAGGTAACATCCGCTGTAATTCCACT---
ATTACTGGGTTGATCCTAGAAAAACACACAAACACAGACAAT-------------------------------
-------------------------------------------------------------------------
-------------------
ATCACCTTCCGTCCAATAGGAGGGGATATGACAGACATCTGGAGAAGTGAATTATATAACTATAAAATAGTAA
AAATTGAACCATTA---GGAGTAGCGCCTACCAGGGCGAGAAGGAGGACTGTG--------------------
-------------------GATAGAGAAAAAAGAGCA---GCAGGG---CTGGGAGTG---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACACTTGCTGCAACTCTCAGTCTGGGGCATC 
>EF535994 
TTTTACTGTAATACATCAAACTTATTCAATCAATCCACTATT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACAATATTACACACATTCCGTGCAGAATAAGACAAATTGTAAATCAGTGGCAAGGAGTAGGAAAAGGAATCT
TTGCACCTCCTATTAGAGGAACAATTCAATGTAATTCCACA---
ATCACAGGCCTACTCTTAACAAGAGATGGTAAAAATGAGACT-------------------------------
-------------------------------------------------------------------------
-------------------
GAAACTTTTAGACCTACAGGAGGAGACATGAGAAATAATTGGAGAAGTGAATTATACAAATACAAGGTAGTAA
AAATTGAACCCCTA---GGATTAGCACCAACCAAGGCAAAAAGGAGAACAGTG--------------------
-------------------CAAAGAGAAAAGAGGGCA---GTAGGA---CTGGGAGTG---------
ATGTTCCTTGGATTCATGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGAAAT---CTACTC---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCTCAGTCTGGGGCATT 
>AF115393 
TTTTATTGCAATACTACTACATTGTTTAATTATACGTGGAAAAACAACAATATAACTAAGGGA----------
-------------------------------------------------------------------------
-------------------------------
GATAACACCACCTTCTTCCCATGTAGAATAAGGCAAATTGTAAACTCCTGGATGAGAGTGGGGAAGGGAATTT
ATGCCCCACCAATTAGAGGAGTTATAAGTTGCACATCAAAC---
GTTACTGGGATTATACTTGAGACAGGGCATGGCATCAACAACAGCATCACCAAC-------------------



-------------------------------------------------------------------------
-------------------
ATCACGCTATACCCTACAGGAGGAAACATGGTAGACTTGTGGAGGCTTGAATTGCATAAATACAAGGTAGTTA
GCATAGAACCCATA---GGAGTAGCACCAAGTAAAGCTAAAAGGCACACAGTA--------------------
-------------------TCAAGAGAAAAAAGAGCAGCCTTTGGA---CTGGGTGCG---------
CTGTTTCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGGTGCTGACGGTACAG---GCCCGGCAA---TTATTG---TCAGGGATAGTGCAACAGCAGAAC---
AACCTG---CTGCGA---GCAATAGAGGCGCAACAGCATTTGTTGCAACTCTCAGTTTGGGGCATT 
>AJ271369 
TTTTATTGTAATACCACTCCACTCTTCAATAAGTTTAATTATACTTGTGATAACCAAAACAACTGCACCAGAA
ATAACACAAAT--------------------------------------------------------------
----------GACACAAAC------
TCAGACAATAGTACACTAACAATATCATGTAGAATAAGGCAAATTGTAAACTCCTGGATGAGAGTGGGGAAAG
GAATCTATGCCCCACCAATAAGAGGGAACATAACATGCATATCAAAT---
ATAACTGGACTCCTCCTCGAAGCAGGAGGAAAATGGGAAAACAATACT-------------------------
-------------------------------------------------------------------------
-------------------
ATAACAGTGTACCCTTCAGGGGGAGAAATGAGAGACTTGTGGAGGCTTGAATTAAACAGGTATAAAGTAGTTA
GCATAGAACCCATA---GGAGTAGCACCAACTAAGGCTAAAAGGCACACGGTG--------------------
-------------------GCAAGAGAGAAAAGAGCAGCCTTTGGA---CTAGGAGCA---------
CTGTTCCTCGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGGTGCTGACGGTACAG---GCCCGGCAC---TTGTTG---TCAGGGATAGTGCAACAGCAGAAC---
AACCTG---CTGCGA---GCAATAGAGGCGCAACAACATTTGTTGCAACTCTCAGTTTGGGGCATC 
>AF382828 
TTTTATTGTAATACATCAAGATTAATTACCTGTAACAGTAGTGACACAAGTGAG-------------------
-------------------------------------------------------------------------
----------------------------------------
TACATTCTCCCATGCAAAATTAGGCAAGTAGTAAATTCTTGGATGAGAGTGGGGAAAGGTATCTTTGCCCCGC
CTAGAAGAGGAACTATAACCTGTAATTCCACC---
ATTACAGGACTCCTCTTAGAAGTACAGAATGGCACGGGGAAC-------------------------------
-------------------------------------------------------------------------
----------------
AACACAGAAGTTTACCTGTCAGGGGGAGATATGAGAGATATTTGGAGGAGTGAATTATATAAATATAAAATAG
TAAAAATTGAGCCACTG---GGGGTGGCACCAACAAAAGCAAAGAGGTACACAGTGGCA---AAA--------
----------------GCACTTGATAGATCCAAAAGAGCAGCCTTTGGA---CTGGGGGCG---------
CTGTTTCTTGGATTCCTTGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCT---
GTGATGCTGACGGTACAA---GCTCGAAAC---CTGCTT---TCGGGAATAGTGCAGCAGCAAAAT---
AACTTG---CTGCGA---GCCATAGAAGCTCAGCAACACCTGCTGCAGCTATCAGTCTGGGGCATA 
>AF447763 
TTTTACTGTAATCTCACAAATTGGACTAATACCTGGACAGCTAATAGAACCAATAAT----------------
-------------------------------------------------------------------------
----------------------------
ACTCATGGTACTCTTGTTGCACCATGCAGACTGAGGCAGATAGTAAATCATTGGGGTATAGTGTCAAAAGGGG
TTTACCTTCCCCCAAGGAGGGGAACAGTAAAATGTCACTCAAAC---
ATCACAGGACTTATCATGACAGCAGAAAAAGACAAC-------------------------------------
-------------------------------------------------------------------------
-------------
AATAATAGTTATACCCCCCAATTTTCTGCTGTAGTAGAAGACTATTGGAAAGTAGAATTAGCAAGATATAAAG
TGGTGGAAATTCAGCCCTTG---TCAGTGGCTCCA---AGGCCAGGAAAAAGGCCTGAAATT---AAG-----
----------------GCCAATCATACTAGGTCAAGAAGAGAT---GTGGGC---ATAGGACTG---------
TTGTTTCTTGGATTTCTTAGTGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAGGA---TTACTC---TCTGGTATTGTACAGCAGCAACAA---
AACCTG---CTTCAG---GCCATAGAAGCGCAACAACACTTGTTGCAGCTCTCTGTATGGGGCATT 
>DQ374657 
TTTTATTGTAATCTTACTGGTTGGACAAATCCCTGGAACAACACAAACCAC----------------------
-------------------------------------------------------------------------
----------------------------
AGAAATGGAACTCTAGTAGCACCATGTAGACTTAGACAAATAGTTAATCATTGGGGGATAGTATCTAAAGGAA
TTTATCTTCCTCCAAGGAGGGGAACATTAAAGTGCAATTCAAAT---
ATTACAGGACTTATTATGACAGCAGAAAAAGGA----------------------------------------



-------------------------------------------------------------------------
-------------
GGTAATAACACAGTTCCTACATTCTCCGGTAAAGTAGAAGACTATTGGAAAGTAGAGTTAGCAAGGTATAAAG
TAGTAGAGATTCAGCCCTTG---TCAGTGGCTCCT---AGGCCAGGAAAGAGGCCTGAAATT---AAG-----
----------------GCTAACCACACTAGATCAAGAAGGGAT---GTTGGC---ATAGGACTG---------
TTGTTTCTTGGATTTCTCAGTGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAGGG---TTACTC---TCTGATATTGTACAGCAGCAACAA---
AACCTG---CTGCAG---GCCATAGAGGCGCAACAACATCTGTTGCAGCTCTCTGTGTGGGGCATC 
>DQ374658 
TTTTATTGTAATCTTACAACTTGGACAGGTAACTGGACACGTAACAGGACACATCAGACAAGTGCCCTG----
-------------------------------------------------------------------------
----------------------------
AACAAAACACATCTATTAGCACAATGTAGGCTTAGACAGATAGTTAATCATTGGGGTATAGTATCTAAAGGAA
TTTACCTCCCTCCAAGGAAGGGACATATAAAGTGCGTTTCAAAC---
ATCACAGGACTGATTATGACAGCAGAAGGAGGAAACAGCAACAGA----------------------------
-------------------------------------------------------------------------
-------------------------
ACCCCCACATTCTCCAGTAAGGTAGAAGACTATTGGAAAGTAGAATTAGCAAGGTATAAAGTGGTGGAGATTC
AGCCCTTG---TCAGTGGCTCCT---AGGCCAGGAAAAAGGCCTGAAATT---AAG-----------------
----GCTAATCACACTAGATCAAGAAGGGAT---GTTGGC---ATAGGACTG---------
TTGTTTCTTGGATTTCTCAGTGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
CTAGCGCTGACGGCACAG---GCCAGAGGG---TTACTC---TCTGGTATTGTACAGCAGCAACAA---
AACCTG---CTGCAG---GCCATAGAGGCGCAACAACATCTGTTGCAGCTCTCTGTGTGGGGCATC 
>JN091691 
TTTTACTGCAATCTGACAAATTGGACTAGCCCAGATTACATTGGCAAGAATGGCAGC----------------
-------------------------------------------------------------------------
----------------------------------------
ATTGTAGCACAATGTAGACTTAGACAGATAGTTAATCATTGGGGTATAGTATCTAAAGGAATTTATCTTCCTC
CAAGAAGAGGAACAATAAAATGTACATCAAAC---ATTACGGGGTTAATCCTTACAGCAGAAGGCGGA-----
-------------------------------------------------------------------------
------------------------------------------------
AATGAAACTATAACACCTACATTCTCCAGTAAAGTAGAAGATTATTGGAAAGTAGAATTGGCAAGATATAAAG
TAGTGGAAATTCAGCCCTTG---TCGGTGGCTCCA---AGGCCAGGGAAAAGGCCTGAGATT---AAG-----
----------------GCTAATCATACTAGGTCAAAAAGAGAT---GTTGGC---ATAGGGCTG---------
TTATTTCTTGGATTTCTCAGTGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAGGG---TTACTC---TCTGGTATTGTACAACAGCAACAA---
AACTTG---CTGCAG---GCCATAGCAGCGCAACAACATCTGTTGCAGCTCTCTGTGTGGGGCATT 
>JN091690 
TTCTATTGCAACCTCACTAACTGGACAAATATAACGTGGCTAGAGACGTGGCTAAAGACTAACAAT-------
-------------------------------------------------------------------------
----------------------------
AGTTCCCGTCCCCTTGTAGCACCATGTAAACTTAGGCAGATAGTAAACCATTGGGGTATAGTATCTAAAGGTA
TCTACCTACCTCCTAGAAGGGGAAATTTAACATGCAGATCTAAC---
ATTACAGGGTTCATTACGACATGGGATAATGAC----------------------------------------
-------------------------------------------------------------------------
-------------
ACGGAGAACGTGCTTGTTACCTTTTCAGCCAAAGTAGAAGACTATTGGAAGGTAGAAATGTCACGATACAAAG
TAGTGGAAATTCAGCCCTTG---GCCATAGCTCCT---ACTACAGGAAAAAGGCCGGAGATT---AGA-----
----------------GCCAATCACACAAGGTCAAAAAGAGAT---GTTGGC---ATAGGACTG---------
TTGTTCCTGGGATTTCTCAGTGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAGGA---TTGCTC---TCTGGTATTGTACAGCAGCAGCAC---
AACCTG---CTGCAG---GCCATAGAAGCTCAACAGCACTTGTTACAGCTTTCTGTGTGGGGCATT 
>AF103818 
TTTTATTGTAATACAATTCCCCTATTTAACATGACCTACAACAATACC-------------------------
-------------------------------------------------------------------------
----------------------------
GACAACACCACTATCACACTTAAGTGTAGAATAAGACAAATTGTAAATCAGTGGATGAGAGTAGGAAAAGGAA
TCTTTGCCCCACCAATCAAAGGTGTGCTAAGTTGTAACTCAAAT---
ATAACGGGAATGATTCTTGACATAAGCATAAGCGCAGTCAATAACGATAGTAGG------------AAT----
-------------------------------------------------------------------------



-------------------
ATAACAGTGATGCCTACAGGAGGAGATATGACGGCTTTATGGAAAAATGAATTACATAAGTATAAGGTGGTCA
GCATAGAACCTATA---GGAGTGGCACCAGGTAAGGCCAAAAGGCATACAGTG--------------------
-------------------AAAAGAGAAAAAAGAGCAGCCTTCGGA---CTAGGTGCA---------
CTGTTCCTGGGGTTTCTTGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAGTGCTGACGGTACAG---GCCCGACAA---TTATTG---TCAGGGATAGTGCAACAGCAGAAT---
AATCTG---CTAAGA---GCAATAGAGGCCCAACAGCATTTATTGCAACTATCAGTTTGGGGCATT 
>FJ424866 
TTCTACTGTAATACCACTAAAATGTTTAGCTACAATTGCACAACAGAGGGTTGCAATACCACTGAAACAAGCA
AT-----------------------------------------------------------------------
-------------------------
ACCACTGAAACAACTAAATATATTCCCTGCCATCTAAAACAGGTAGTCAGGTCCTGGATGAGAGTAGGCTCAG
GCCTATTTGCTCCGCCTATTAGGGGAACTCTAAGATGTATATCTAAC---
ATTACAGGAATAATATTACAAAGGGATGCACCCCTAAAAACTGAT----------------------------
-------------------------------------------------------------------------
-------------
GAGAACAGCACCTTAAGACCAATAGGAGGTGACATGACAAACATTTGGAGGAGTGAACTGTACCCCTACAAGG
TGGTGAGGGTCAAGGCATTG---ACTGTGGCACCAACAAAAGCAAAGAGGCCTGTTATTGGC-----------
----------------------CATAACAGGGAAAAACGTGCA---GCAGGC---CTGGGAATG---------
CTGTTTCTTGGGTTCATGAGTGCA---GCAGGAAGCACGATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGGCAA---GTCTTG---CATGGTATCGTGCAGCAGCAAAAC---
AACATG---CTGAGA---GCTATAGCAGCTCAGCAAGAATTGCTGAGACTCTCTGTTTGGGGCATA 
>KP004990 
TTTTATTGTAATACCTCTAAACTCTTCAACTATACCTATGTCTGTAATCAGACAGATCAAGGTAATGCTAATT
ATTCCTGTCAT--------------------------------------------------------------
-------AGTACTAGTACA------
TTAGAAAATGGAACCTTAGTAATACCCTGCAAATTAAGGCAGGTAGTTAATTCATGGATGAGAGTGGGATCAG
GACTTTTTGCACCACCTGTCCCGGGAAGCCTAACGTGCCACTCCAAT---
ATCACAGGTCTAATCCTTCAAAGGGACTGGCCACTAAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACGACTACTATTTTGAGGCCTGAAGGAGGAGACATGAAAGACATCTGGAGAAGTGAGCTATATCCATATAAGG
TAGTCCAAGTAAAAGCTTTG---GCTGTGGCACCTACAAAAATCTCCAGACCAACAATTATGGCA--------
----------------CAGACTCATCAGAGGGAAAAAAGAGGA---GCAGGC---CTCGGAATG---------
CTATTCCTTGGGTTCATGAGTGCA---GCAGGAAGCACGATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAA---GCCAAGCAA---TTATTG---CATGGTATAGTGCAACAGCAGAAT---
AATCTG---CTCAGA---GCGATAGAGGCACAGCAAGAATTGCTGAGGCTCTCTGTGTGGGGCATA 
>HQ615979 
TTCTATTGTAACACAACAGCCCTGTTTAATCATAGTATCACTGCAAATAGCACAGAGTCAGATAATGGCACTA
TA-----------------------------------------------------------------------
-------------------------
ACTCATAATGGCACTATAACTCTCCCATGTAGAATAAAGCAAATTATAAAAATGTGGCAAAGAACAGGACAAG
CAATATATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAACAGTACAGAT-------------------------
-------------------------------------------------------------------------
----------
AACAGCACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCTAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGTATT 
>HQ834965 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACAAAAATGGCACTGGCACAAGTACGGGG----
-------------------------------------------------------------------------
----------------------------
GCCAGTGACAATATAACTCTGCCATGCAAAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAAC---
ATTACAGGACTACTGCTAACAAGAGATGGTGGAACTAATAGCAGC----------------------------
-------------------------------------------------------------------------



----------------
TATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCTACCGGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCCCAGCAGCATCTGCTGAAACTCACGGTCTGGGGTATT 
>KY658684 
TTCTACTGTAATACCTCAGAACTGTTTAGTAGTACTTGGAATGAAACTAATGGATCAAGTACTTGGAATGGTA
CT-----------------------------------------------------------------------
----------------------------
CAGAATGAAACTATCACACTTCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGCAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAAAGGACCAATTGTATGTGTATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTAGTCAGAGCAACCAGACT-------------------------
-------------------------------------------------------------------------
----------
GACCAGCCTGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAGTA---GGAATAGCACCCACTAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>DQ358808 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGTCGCGTAATAGTACTAATGGTACTTGGACGCTTA
ACAGTACT-----------------------------------------------------------------
-------------------TAT---
ACTACAGAGAATATCACAATACTCCCATGCAGAATAAAACAATTATAC---
AGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAGGAACAAGTCC----------------------------
-------------------------------------------------------------------------
----------------
GACGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCAATTCAGGCACAACAGAGCCTGTTGCAACTCACAGTCTGGGGCGTC 
>JN692461 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATTAAGAGTAATAATACTTGGAGCAGTAATTGGA
CT-----------------------------------------------------------------------
----------------------------
GATACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACCAATTAGCTGTTTATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGCGGTAACGAGACCACTAAT-------------------------
-------------------------------------------------------------------------
----------
AAAACTAATGAAACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>JN692471 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAACAATAGTGCTTGGATGCATAATGAAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATGAAACTGAAATCACAATCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAGGACATAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAGGAAC----------------------------
-------------------------------------------------------------------------



----------
GAGAGCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATC 
>KT427743 
TTCTATTGTAATACAACAAAGCTGTTTAATTGGACTGAAGGATCAAATAACACTGGAGAAGAC----------
-------------------------------------------------------------------------
----------------------------
AATACAACAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGAGGTAACAATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AACTCAAAGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCAGCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>KJ849820 
TTCTATTGTAACACATCACAGCTGTTTGATAGTACTTGGTTGAAAAATGGG----------------------
-------------------------------------------------------------------------
-ACTGGTACTATAAAT---------
AATGCTAGCAAAACTATCACACTCCCTTGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTGGGAAAAG
CAATGTATGCTCCTCCCATCAAAGGACAAGTTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGCAGCAGTAGC-------------------------------
--------------------------------------------------------------------
ACAAACAATACCAAC---
GACACAGAGATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCTTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGATGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGTATA 
>KJ849785 
TTCTACTGTAATACATCAAAATTGTTTAATAGTACCTGGCCTAATAGTACTTTGGAA----------------
-----------------------------------------------------------------
AATAGTACTGGGTCAAATAGT------------
ACTCAGAATGAGACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCCAAT---
ATTACAGGGTTGATATTAACAAGAGATGGGGGT----------------------------------------
--------------------------------------------------------------------
AATAGTAATGAGAGC---
ACAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCGTT 
>EU023921 
TTCTACTGTAATTCAACAGAGCTGTTTAATAGTACTTGGAATCAGAATGATACTAGAAATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
CAAAATGACACGATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAATGATGGTGGTAATTAC----------------------
-------------------------------------------------------------------------



-------
ACAAACAAGACAGAGACCTTCAGACCTGGAGGTGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGATCCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>EU131798 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAAAACTAGTATTGGGTATAATATTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAAGAATGAGAACAACACC----------------------
-------------------------------------------------------------------------
-------
ACCGAGACCTCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCAACTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>EU131810 
TTCTACCGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAGTAGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACAATATCACACTCTCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAAA---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>JF932488 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGTCTAATAATGGTACTACGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATACTAATGATACT-------------------------
-------------------------------------------------------------------------
-------
AACAATAGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KR914678 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGAATAAGGATAGTTGGAATAATGAAGCTTGGAATG
AAACTGAA-----------------------------------------------------------------
----------------------------
GCAAGTGATACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATTAGTGGACAGATTAGATGTGTATCAAAT---
ATTACAGGGTTGCTGTTAACAAGAGATGGTGGTAATAGTAACAAT----------------------------
-------------------------------------------------------------------------



-------------
GAGTCCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCA---
ATAACGTTGACGGTACAG---GCCAGACGA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCACA 
>JF683781 
TTTTATTGTAATACAACACAATTGTTTAATAGTACTTGGCCAAATGATACAACT-------------------
-------------------------------------------------------------------------
----------------------------
ATTGAACAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTTATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGCATGAGAGC----------------------------
-------------------------------------------------------------------------
-------------
AGGGACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCG---GTGACG---CTGGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>JF683807 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGAACAAGACTGATGATACTTGGAATTCAACACAAC
AATCG--------------------------------------------------------------------
-------------------------
GGTGGGAATAAAACTATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAGG
CAATATATGCCCCTCCCATCAAAGGAATCATTAAATGCACATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAATAATGAAAGT-------------------------
-------------------------------------------------------------------------
----------
GACACCACCGAAACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATA 
>KY324591 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATTCTACTGATACTTGGAATGAAACAGAAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACAATATCACCATCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAAAGGGTAGGACAGGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGGTGTTCATCAAAC---
ATCACAGGGATACTATTAACAAGAGATGGTGGTAGTGGTAATAAAAACAACAGT-------------------
-----------------------------------------------
ACTGAGGAAAAGAAAAGCAACAGTACTGAG---------
GAAAAGGAAATCTTCAGGCCTCAAGGAGGAGACATGAGGGATAACTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---TTCGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>AF041127 
TTCTATTGTAATACAACAGGACTGTTTAATAGTACTTGGAATGCTAATAGTACTGGGAATGAT----------
-------------------------------------------------------------------------
----------------------------
ATTAAAGAACATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTAGCAGAGGAAAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATAACACA----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAAAATCGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACG---ATGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KC699023 
TTCTACTGTGATACAACACAGTTGTTTAATAGTACTTGGCAATCTAATAGTACTTGGAATAATGCTACA----
-------------------------------------------------------------------------
----------------------------
GGCAATGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGGGGTAATGATACT----------------------------
-------------------------------------------------------------------------
-------------
AATAAGGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAGTTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>HQ595775 
TTCTACTGTAACACAGCACAGCTGTTTAATAGTAGCTGGCCTCATAATAGGACAGATAATAGTACAGAGTCAA
GT-----------------------------------------------------------------------
-------------------------
AATAGTAATAAAACAATCATCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAGTGGACCAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTGGTAATAGTAGTGATATT-------------------------
-------------------------------------------------------------------------
-------
AAGAATGATACCGAGACCTTCAGGCCTCAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACT---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAA---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAATC 
>HQ595795 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGTTGGCCTGCTAATAGTAGTTGGTCTGTTCAGAATAAC-
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACTATCACACTCCCGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAACTGTTTATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTACAAACTCAACT----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGACCTTCAGACCTGCAGGGGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>MK303347 
TTCTACTGTAACACAACACGACTGTTTAATAGCACTGATTGGAATAGTACTAATAATAATAAT----------
-------------------------------------------------------------------------
----------------------------
GAGTCAAATATTATCACAATCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGCGGAAACGAGACCAAC----------------------------
-------------------------------------------------------------------------



-------------
AACACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>AB588331 
TTCTACTGTAATACAACAAAGCTGTTCAATAGTGCTTGGTTTAATGGTACTAGGGATAATACTGATAACTTAA
AT-----------------------------------------------------------------------
-------------------------
AACGCTGATACAGAAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTGATAACAACAAG----------------------------
-------------------------------------------------------------------------
----------------
TCCGAAACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAATAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTAACA---TTCGGAGCT---------
CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGTC 
>HQ386159 
TTCTACTGTGACACAACACAACTGTTTAATAGTACTTGGCCTGTTAATAGTACTGGGAATGGTACTGTGTCAA
AT-----------------------------------------------------------------------
----------------------------
AACACTGAAGAAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAATAGGAAGAGCAA
TGTATGCCCCTCCCATCCAAGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATGAG----------------------------
-------------------------------------------------------------------------
----------
AGCAAACCCGAGACATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGTC 
>EU744114 
TTCTACTGTGATTCAACACAATTGTTTAATAGTACTTGGATAGCTAATAGGACTTGGGAGAATGATAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTGGAGGAAATATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCAACAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGAGATGCTGGGGAC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KP411822 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGCACTGAAGGGTTAAATGACACTGAA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACACTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACGAATTAGATGTACATCAAAC---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTACCGACCAGAGT----------------------------
-------------------------------------------------------------------------



-------------
GATGCTAAGGTCTTCATACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGTATC 
>KP411825 
TTCTACTGGAACACAACATCCCTATTTGATAGTACTTGGAATACGAATGCTACTTGGGATAGGAATTGGAATG
ATACC--------------------------------------------------------------------
-------------------AGT---
GGAGAAAATGACATCATCACCCTCCCATGTAGAATAAAGCAAATTATATACATGGGGCAGGAAGTAGGAAAAG
CTATGTATGCCCCTCCCATTACTGGACTAATTAGCTGCTCATCCAAC---
ATTACCGGGTTGTTATTAATAGGATGTGGTGGTGAAAGCTACAAT----------------------------
-------------------------------------------------------------------------
----------------
GATGAGATCTTCACACCTGGAGGAGGAAATATGAAAGATTACTGGAGAAGTGAATTATATAAATATGATGTAC
AAGAAATTGAACCATTA---TTAGTAGCACCCACCAAGGCAAAGAGGATAGTGGTG-----------------
----------------------CATAGAGAAAAAAGAGCA---TTTAGA---TTCGGATCT---------
ATGTTCCTTGGGTTCTTGGAAGCG---CCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACACTGACGGTACAG---GCCATACTA---TTATTG---TCTGGTATACTGCACCAGCATAGC---
AATCTG---CTGAAA---GCTATTGAGGCTCATCAGCTTCTGTTGCTTGTCACAGTCAGTCTTATT 
>MF373201 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGGATGGAAATATTACTGAAGGGAAC-------
-------------------------------------------------------------------------
----------------------------
ATTACAGCAAATATCACACTCCCATGCAGAAGAAGACAAATAGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTGCATCAGAT---
ATTACTGGGTTGCTATTAACAAGAGATGGTGGTTCTGAGTCCAAC----------------------------
-------------------------------------------------------------------------
-------------
CACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>JX448103 
TTTTACTGTAATACAACACCACTGTTTAATAGTACTTGGGACAATAATACATGGGACAATAATACATGGGACA
CAACACAG-----------------------------------------------------------------
----------TCCAATGCG------
ACTGTCACTGACTCAATTATACTTCAATGCAGAATAAAACAGGTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGCAATGACAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGAACGAGACCTTCAGACCGGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGTATC 
>AF277059 
TCCTACTGTAATACAACAAAGCTGTTTAATGGTACTTGGAATGATAATAGTACTTGGAATGATACTGGGGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATAACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGCATCAAAT---
ATCACAGGGCTGCTGTTAACAAGAGGTGGTGGCAGTAATAATAGC----------------------------
-------------------------------------------------------------------------



-------------
AACAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACGGCATCTGTTGCAACTCACGGTCTGGGGCGTC 
>FJ496078 
TTCTACTGTAATACAACAAAACTATTCAATAGTACTTGGAATAGTACTAGGAATGATACTGAAAGGAATAGTA
AT-----------------------------------------------------------------------
----------------------------
GAAACTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGGGATGGTGGTAATACTAACAGGAGCGGG----------------------
-------------------------------------------------------------------------
-------
AGCAACGGGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCG---
------TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGATGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>FJ469758 
TTCTACTGTAATACAACACAACTATTTAAGAGTACTTGGCAGGTTAATGATACTTGGCAGGGAGAGTCAAATG
ACTCT--------------------------------------------------------------------
-------------------------
AAAGGGAATGACACAATCATACTCCCATGCAAAATAAACAAATATAAACATGTG---
GTTGGAAGTAGGAAAAGCATGTATGCCCCTCCC---ACATTAACAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGACATGGTGGTAATAGTAGTGAT-------------------
-------------------------------------------------------------------------
-
GATGATGTGAACAAAACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAGAAAAGAGCA---GTGGGC---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAAACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KX156454 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAAGTTTAATACTACTTCTAATGGTACTTGGAATT
TTAATGGTACT--------------------------------------------------------------
-TGGAATGGTACAGGA---------
CCAGGAAACGACACCATCAGGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACACATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTGATAAGAGATGGTGGTAATAATGGGAAT----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCCTTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCTGCATTTGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATT 
>HQ217850 
TTCTACTGTAACTCAACACCACTGTTTAATAGCACTTGGAATAGGACTTGGAATGAAGAATCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGATAAAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGCGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAATGGACTAATTAGATGCTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGGGGTAATAAACTAAACGAG-------------------------



-------------------------------------------------------------------------
----------
TCCGAGATCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGAAAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCAATA---GGACTAGCACCCACAAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGTTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>JF689889 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGGATAATAGTACTTGGGATGATAATGGAAGGTCAA
AT-----------------------------------------------------------------------
-------------------AAC---
ACTGGAAACGACTCAATCGTACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCATAACACCACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTA---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAGTC 
>JX864021 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAGTCAAAATGGCACTAGGAGTGGTCCTGAAAGGA
TAAAT--------------------------------------------------------------------
----------------------------
GACACTGACATCATCACACTCCAATGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACAAATGTGAGC-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCAGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGAATC 
>JF320467 
TTCTACTGTGACTCAACAAAACTGTTTACTTGGAATAGTACTTGGAATAGTACTGAAAGATCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGCAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTAATGATGGTAACCAAACGAGA-------------------
-------------------------------------------------------------------------
-
GGGAATGAGACAAAGACAGAAATCTTCAGACCTATAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---CTAACGCTGACGGTACAA---GCCAGATCA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCACC 
>GU330994 
TTCTACTGTAATACATCACAACTGTTTAGGGATACTTGGAATAATACTTGGAATGGTATTTGGAATAATGATA
CT-----------------------------------------------------------------------
-------------------------
GAAGTAAATGAAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAGTAACAAG----------------------------
-------------------------------------------------------------------------
-------------
ACCATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCGTC 
>KC312386 
TTCTACTGTAACTCAACACAACTGTTTAATAGCACTTGGAATGCTACTAAAGAGCTTAATGACACTGGGAGTA
GTACT--------------------------------------------------------------------
----------------------------
GAAGGGTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTACATGTGTATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAATGATACCAATACT-------------------------
-------------------------------------------------------------------------
-------
AACAATGACACCGAGATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>JQ403062 
TTCTACTGTGATTTAGCACAACTGTTCAAGAGTAGTTGGAATGGTACTGAACAGATAAATGGC----------
-------------------------------------------------------------------------
----------------------------
ACTGACAAAAATATCACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGCAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTGCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGAGTT 
>JQ403063 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATGAAAGTATCCCACTCAATTCTTCCGATGATA
ATATCCCA-----------------------------------------------------------------
-------------------AAT---
TCTTCCAATGATAATATCATACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTGATAGTAATAAAAGTGAG----------------------
-------------------------------------------------------------------------
-------------------
GAGGTGTTTAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>JF680915 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAAAATAATGGTACAAATGGTAATGAAGGATCA-
-------------------------------------------------------------------------
----------------------------
AATAGTGACAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACATTACCAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAAACCTTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAGAATTGAGCCCTTA---GGTATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCGTC 
>MK145772 
TTCTACTGTAATTCAACACGACTGTTTAATAGTACTTGGTCTAATAGTACTTGGCCTAATAATGGTACTTGGA
ATGATACA-----------------------------------------------------------------
----------------------------
GGAGCAGAGATTATCACACTCCCATGTAAAATAAGACAAATTGTAAACAAGTGGCAAGAAATAGGAAAAGCAA
TATATGCCCCTCCCATCAGCGGACTGATTAGATGTTCATCAAAT---
ATTACAGGGATACTCTTAACAAGAGATGGTGGTATTAATGGGAAT----------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGATCTTCAGACCTCAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAACTTGAACCATTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTCTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTGTC 
>KM354962 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCAACACACCTATTTAATAGT----------
-----------------------------------------------------AGTTGG---
AATATGACTAAAGAATTAAAT---------------
ATCACTAATGAGCCACTCACACTCCCATGCAGAATAAGGCAAATCATCAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------
AGTGGTAATAGCACAGAGAAC---------
ACAACGGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAACCCTTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KT124809 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGACTAATGGTACTCGAAATGATACTGAAGAGATCC
AT-----------------------------------------------------------------------
-------GCTAAAGAGAGC------
AATCAAACTGTTAATATTACCCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGCGTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACTGAGAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAACCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAGATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGTGTC 
>KU641402 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGCAACACACATGATTAATGGTACTTGGAATG
AT-----------------------------------------------------------------------
----------------------------
ACTGAGGGAAATATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCCAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGACTAACGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCG---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCGTC 
>KC473832 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCACACAAATGGTACTTGGCAGGGTATTGAAGGGT
CAAATAAC-----------------------------------------------------------------
----------------------------
ACTGAAGACCTTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAAGAGGAAATATTATTTGTTCATCAAAA---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTGAGAAAAATCAG----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>MG197055 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAAAAAGGGCAAGAATGATACTTGGAGTAGGAATA
AAACTGAT-----------------------------------------------------------------
-------------GAGACA------AATAGCACTGAG---
ATCATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATGTATGCCCCTC
CCATTAGAGGAAACATTAGATGTACATCAAAT---
ATTACAGGACTAATGCTAGTAAGAGATGGTGGTAGTGATACACAG----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGCGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGGCGA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGTATATGCTGCAACTCACAGTCTGGGGTATT 
>KY778345 
TTCTACTGTAATACAACACAACTATTTAATAGTAGTTGGAATGGTACTGAGAATAGTATTAACGGATCAAGT-
-------------------------------------------------------------------------
----------------------------
AGCAATGGAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCGAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGAGCCGGGGGCAAGGGC-------------------------
-------------------------------------------------------------------------
----------
AATGACAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGGTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATC 
>KR182306 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACGTGGACTAGGAATGGTACTGACAAATGGTCAAGTAACA
ATACA--------------------------------------------------------------------
----------------------------
GGAAATGAAACAATTATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGATACATTAATTGTACATCAAAT---



ATTACAGGGATGCTATTAACAAGAGATGGTGGTAATAACAATGAAACC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>KR182345 
TTCTACTGTGATACAGCATCACTGTTTAATAGTACTTGGAATAGTACTTGGAATATTGGAAATGATACTGAAG
GGTCAGATGGC--------------------------------------------------------------
----------------------------
ACTGAAAGAAATATCAAACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCTATCAAAGGACTAATTAGATGTACATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGTGGTAAAAACAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACCGAAATCTTTAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGCTCTTGTCAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---ACCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>AY247224 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGGAAAATGATACTAGAG
GG-----------------------------------------------------------------------
-------------------------
TCAGATAGCGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAATAGGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAATC 
>AY835774 
TTCTACTGTGATTCATCACGATTGTTTAACAGTACTTGGAATGGTACTTGGGAGACAGGGTGGAATGATACTG
AAAAG--------------------------------------------------------------------
-------------------------
GCAGATGAGACAAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATTATAATAAAACCGGGAAT------------ATA----
--------------------------------------------------------------------
ACCGGGAATAAGACC---
GAGATCGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>EU289185 
TTCTATTGCAACTCAACACCACTGTTTAATAGTACTTGGAATGATACAAAAGGGTCAAATAACACAGTA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTGTGGACAAT----------------------------
-------------------------------------------------------------------------
----------
AACGATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>EF593311 
TTCTACTGTGATTCAACACCACTATTTAATAGTACTTGGGAGAATAGTACTTGGGATAATAGTACTTGGAATA
CT-----------------------------------------------------------------------
-------------------------
GAAGGAAATGACACAATCACCCTCACATGTAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTTAAGAATAATGAA-------------------------
-------------------------------------------------------------------------
-------
ACCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAAT
ATAAGGTAGTAAAAATTGAACCACTA---GGGTTAGCCCCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------TTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGTATC 
>KT808396 
TTTTACTGTAATACAACATCACTATTTAGTAGTACTTGGGATAATAATACAATATCACTATTTAATAGTACTG
GGAATAGT-----------------------------------------------------------------
-------------AATGAA------
GGATTAAATGACACAATCACCCTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGCTCTGATAAT----------------------
-------------------------------------------------------------------------
----------
AGCTCTGGGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCGTC 
>KP754464 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGCCCAATAACAGTACTTGGCCCAATAACACTGAAG
TCACA--------------------------------------------------------------------
-------------AATACC------
ACTGAAAATGGCACTATCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAATGGACCGATTAAATGTAGATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGTGGTATAAACAACACCACC-------------------------
-------------------------------------------------------------------------
----
GAGACTAACACCACCGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---
CTGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGTATC 
>GU728348 
TTCTATTGTGATACAACACAACTGTTTAATAGTACTTGGGAGAATGATAATGCTACTGCGGGGGCAACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCCAGGGACAAATTAGATGCTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCATAACAGGACC----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATACAAAG
TAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---TTGGGCATAGGAGCTGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>GU728283 
TTCTACTGTAATTCATCACAACTGTTTAGTAGTTCTTGGAATGGTAATAGTACTAGAAATAGTACTGGGTCA-
-------------------------------------------------------------------------
----------------------------
AAAGACAAAGACATTATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TATATGCCCCTCCCATAAAAGGACCAATTAGCTGTTTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGCTTAGGAAACAACAGTTCA----------------------
-------------------------------------------------------------------------
-------
GAAAATAAGACTGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTC 
>KY658703 
TTCTACTGTAATTCAACACCACTGTTTAATGGTACTTGGAATAATACTAACAATGGA----------------
-------------------------------------------------------------------------
-------------------------
GAAAATAATGATACAATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAAAGAACAGGCAAAG
CAATGTATGCCCCTCCCATTAGAGGACCAATTAACTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAATACCAGTGAG----------------------------
-------------------------------------------------------------------------
----------
AGCAACACTGAGATCTTCAGACCTCTAGGAGGAGATATCAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAATAAAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGAGTC 
>KT452596 
TTCTATTGTAATACAACACCATTGTTTAATGATACTTGGACTAGGAATGGTACTGATGGTACTTGGATTTCAA
ATAGTAAT-----------------------------------------------------------------
----------------------------
AGGACTGGAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
CATATGCCCCTCCCATCAGAGGGCCAATTACGTGTGTATCAAAC---
ATTACAGGTCTGATGTTAACAAGAGATGGTGGTAATAATCAGACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTCCAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTCACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCATCAGCAGAAT---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>KR861317 
TTCTATTGCAATACATCAGACCTGTTTAATACATCAAAACTGGTTAATGAGACTCATAAA-------------
-------------------------------------------------------------------------
----------------------------
CGTAATGATACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA



TGTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACCGGACTACTATTAGAATACGATGGAAGAAAGGATAAAAAC----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAGACATTCAGACCTGGGGGAGGAGATATGAGGGATAACTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGGAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>KR861333 
TTCTATTGCAATACATCAGGCCTGTTTAATGATACAAATGAT-------------------------------
-------------------------------------------------------------------------
----------------------------
GGTACAACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAAAATGTGAATCAAAC---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
GAGAAAATTGAGAGATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACGGTCTGGGGTATT 
>KR861283 
TTCTATTGCAATACATCAGGATTGTTTAATGGAACATACAATGGAACTAATATTACAGGAGACAGCAACATCA
CA-----------------------------------------------------------------------
----------------------------
CTAGACAGCAACATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATCATACAATGTAACTCAAAT---
ATCACAGGACTATTGTTAACACGTGATGGAGGAGGAGGCGATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCAACTGAAATATTCAGGCCTACAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTCAACCATTG---GGAATAGCACCCACTACAGCAAGGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---GTGGGAGCC---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAACATATGTTGCAACTCACAGTCTGGGGTATT 
>KC898980 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGCCTAATGGTACAG
AAAGTAAT-----------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATACCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAGCGAGCCAAATATT-------------------------
-------------------------------------------------------------------------
----
ACAAATAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGTT 
>KU319550 
TTTCATTGCAGTACTACAGGACTGTTTACTGATACATATGGTACAAGTACATGCGGCACTAACAGTACAGGAA
ATACT--------------------------------------------------------------------
-------------------------



TCAGGAATTCACACCATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGGCTAG
CAATGTATGCCCCTTCCCTTGCAGGAAACATAATATGTAAATCAAAT---
TTCACAGGACTAGTCTTGACATGTGATGGAGGAGAGGGGAATAAC----------------------------
-------------------------------------------------------------------------
----
GTGACTAACTTGACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCTACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCGTT 
>FJ977093 
TTCTATTGCAATACATCACAATTGTTTAATACATCACATTGGTTTAATAATACAACAAAT-------------
-------------------------------------------------------------------------
----------------------------
CAGACTGAACCCATCACACTCCAATGCAGAATAAAACAGATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGCAGATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAATGCAAGT----------------------------
-------------------------------------------------------------------------
----------
GCAAGTGAGGAGACATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTAACCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGGGCT------
---GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KU921827 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTAGTTGGAAACAGGAACATAATAATAACAGTTGGAATAGAA
TTGACAAC-----------------------------------------------------------------
-------------AGGACA------
GAATCAAATGACACTATAATTCTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTCAAGGAAACATAACATGCAAATCAAAT---
ATCACAGGATTATTACTAACACGTGATGGGGGACCAGACTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAAATATTCAGGCCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAACCATTA---GGACTAGCACCCACTAGGGCAAAAAGGCGAGTGGTGGACAGA--------
-------------GAAAAAATGGTGGACAGAAGAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGATCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---GCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCGTT 
>KC894080 
TTCTATTGCAATACATCAAACCTGTTTAATACTACTAATAGTACAGAAAGTACTTCAAATTCAACCTTT----
-------------------------------------------------------------------------
----------------------------------------
ATCACGCTCCAGTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---ATCACAGGACTACTCTTGACCCGTGATGGA---
ATACCAAATGCA-------------------------------------------------------------
-----------------------------------------------------
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAACAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>HM070584 
CTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATAATTATACAGAAGACAATTCA----------
-------------------------------------------------------------------------
----------------------------



ACAGGCCCAGACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCGA
TGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACTAGAGGAAATACT----------------------
-------------------------------------------------------------------------
-------
ACGGGAGGAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>HM204597 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACTATAGTAATGGTACATACAATAATATTAGTACAG
ACAAT--------------------------------------------------------------------
-------------------------
AGTACTGATTCTAACATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGCAGGTAGGAAGAG
CAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGACCTGAAAATAATGAC-------------------------
-------------------------------------------------------------------------
-------
ACAAATAGAAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATTGCTCCCACTGAGGCGAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KC187073 
TTCTATTGCGATTCATCAGCACTGTTTAATGGCCAGTATAATGGTACAAATGTCCAGTATAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACAGAAAATATAACACTTCAATGCAGAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTAACACGGGATGGAGGAGAAAGTAATGATTCA-------------------------
-------------------------------------------------------------------------
----------
AAAATTGCAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KP109526 
TTCTATTGCAATACATCAGGACTGTTCAATGGCACATACAATAATACAAATAGTACAGAGGGT----------
-------------------------------------------------------------------------
----------------------------
ATAAATAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAATATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTACATGACAAT----------------------------
-------------------------------------------------------------------------
-------
GAGAATGAGACGGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTGGAGCCATTG---GGAGTGGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGAC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>HM639114 
TTCTATTGCAACACATCAAGCCTGTTTAATGGTACATACAATAGTACAGGAATGCCTAATAATACA-------
-------------------------------------------------------------------------
----------------------------



GGAGGTGCAAATATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGCGATGGAGGAAATAGTACAGAGACA-------------------------
-------------------------------------------------------------------------
-------
AAAAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KC894130 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTAGATACAATAGTACAAGAAGTACT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAGCATGTAGATCAAAT---
ATAACAGGACTATTATTGACACGTGATGGAGGTAATGGAGGAGAC----------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KU341728 
TTCTATTGTAATACCTCAGGCCTGTTTAATAGGACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAAC---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---TTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGGAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGATG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>MF373134 
TTCTACTGTAATACAACAGGCCTGTTTAATAATAATAGGATA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATTCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATAT
ATGCCCCTCCCGTTGAAGGACTCATAACATGTAGATCAAAT---
ATCACAGGAATACTACTAACACGTGATGGAGGCAATACTACTGCA----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACATTCCGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAGATCAAGCCATTA---GGAATAGCACCCACTGGGGCAAGGAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GCAACA---CTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTGGGTATAGTGCAACAGCAAAAT---
AATTTG---GTGAGG---GCTATAGAGGCGCAACAGCATTTATTGCAACTCACAGTTTGGGGAATT 
>MF373135 
TTCTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAACAGTACTAACAGTACAAAT-------
-------------------------------------------------------------------------



----------------------------
TCAAGTTCAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAC---
ATCACAGGAATACTATTGACGCGTGATGGAGGAAACAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KP411830 
TTCTATTGCAATACATCAAGACTGTTTAATACGACATCATTGTTATGTACTATGTGTACTGCAGGGTCTAATA
GTACT--------------------------------------------------------------------
-------------AATAGT------
ACTTCAGATGAACCCATCATCCTCCCATGCAGAATAAAACAAATAGTAAACATGTGGCAGAGGGTAGGACGAG
CAATGTATGCCAATCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGCAATACTAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGATAGAGATTAAGCCATTA---GGAATAGCACCCTCAAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCT---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGGATT 
>MF373176 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAACAGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAATTCAATT---
ATCACAGGACTACTATTGGAACGTGATGGAGGGGAAACAAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAACTGGAGAAGTGAATTATATAGATATAAAG
TGGTAGAAATTAAGCCCTTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGTA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>AY253307 
TTCTATTGCAATACATCAGAATTGTTTAAGTTTAATGGGACATACATAGGTAATACTACA-------------
-------------------------------------------------------------------------
----------------------------
GACAATGAGACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCGA
TGTATGCCCCTCCAATTAAAGGAAATATAACATGTAAATCAAAG---
ATCACAGGAATACTAATGACACGTGATGGTGGTATGAATGGGACA----------------------------
-------------------------------------------------------------------------
-------------
AAGGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATCAAACCATTA---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGTGTT 
>AY253317 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACATACATGCTTAATCACACTGACACAGAAAGTAAT----
-------------------------------------------------------------------------



----------------------------
TCAACATCAGACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACACATAATATGTAACTCAAGT---
ATCACAGGACTACTATTGCTACGTGATGGAGGCAGTGGCAAGGGCATA-------------------------
-------------------------------------------------------------------------
-------
AATAATGAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACCGAGGCAAAAAGAATAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---ACTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGTATT 
>AY253320 
TTCTATTGTAATACAACAGACCTATTTAATAGAACTATTACTGATGGAAACTACAAATACTTACTGATGAAA-
-------------------------------------------------------------------------
-------------------------------
ATTCAAATATCACACTCCAATGTAGAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATAT
ATGCCCCTCCAATTGAAGGAGAAATAATATGTACATCAAAC---
ATCACAGGACTGCTATTGACACGTGATGGAGGAACTGGAGAAAATAGCAGT----------------------
-------------------------------------------------------------------------
-------
ACAAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KX907357 
TTCTATTGCAACACATCAGGCCTGTTTAATAGTACATACAACGATACATACATGCCTAATGATACAACAAGTA
CA-----------------------------------------------------------------------
----------------------------
AACAATACAAAAATCACACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAGT---
ATCACAGGACTAATATTAGTACGTGATGGAGGTTCTGAAACAAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACATTCAGACCTGAAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAAAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGGATT 
>AY838566 
TTCTATTGCAACACATCAAACCTGTTTTATAATGATACATACCAGTCT-------------------------
-------------------------------------------------------------------------
----------------------------
AATAACGGCAGCATCACACTCCCCTGCAAAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAGT---
ATCACAGGAATACTATTGACACGGGATGGAGGGGCAGAAAACAACACA-------------------------
-------------------------------------------------------------------------
----------
GAGAAGCCAGAGATATTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAATT 
>JX845611 
TTCTATTGCAATACAACAAAACTGTTTAATAAAACACTGTTCAATGAGACA----------------------
-------------------------------------------------------------------------



----------------------------
AGTGAGAACAACATCACACTCTCATGCAGAATAAAACAGATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATAACCCTCCCATTGAAGGAAGCATAACATGTAACTCAACT---
ATAACAGGACTACTCTTGTTCCGTGATGGAGGAGGCAAGAATAAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>AY529666 
TTCTATTGCAATACATCAGGCCTATTTAATGGTACATTTAATGGTACATACATGTCTAATGGTACAGAG----
-------------------------------------------------------------------------
----------------------------
AATAATTCAAACATCACACTCCAATGTAGAATAAAACAAATTATAAAAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTCAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAACAGAAAACGGAACA-------------------------
-------------------------------------------------------------------------
-------
GAGAGAAATAATGAGACATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCGTT 
>DQ447270 
TTTTATTGCAATACAACAAAACTGTTTAATAATAGTAATTAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATAGTATGGTTATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACCTAACATGTAAATCAAAT---
ATCACAGGACTGCTGTTGACACGTGATGGAGGAAAGGAAAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>DQ275653 
TTCTATTGCAATACATCAAGTCTGTTTAATGAAAGTAAAACAAACAGAAGTGAGTCAAAT-------------
-------------------------------------------------------------------------
----------------------------
CCAAATGACACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGCCAGGGCGAGCGA
TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGACTGTTATTGACACGTGATGGAGGGAATGACACACAG----------------------------
-------------------------------------------------------------------------
-------------
GGAAGCGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTACATCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>DQ396384 
TTCTATTGCAATACCACAAAGTTGTTTAATAGTACATACAATGGAACAGAAAGC-------------------
-------------------------------------------------------------------------



----------------------------
AACAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCCGGTAACATAACATGTAGCTCAAAT---
ATCACAGGACTACTCCTGACACGTGATGGAGGAAATGGAACTGACACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGGATAGCACCCACTGACGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 
>DQ275661 
TTCTATTGCACTACAACAGACCTGTTTAATACAACAAAAATATTTAATGATACA-------------------
-------------------------------------------------------------------------
----------------------------
GGTAATCAAACAATCACACTCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAGAGGTAGGACGAGCAA
TGTATAACCCTCCCATTGAAGGAATCATAGCATGTAATTCAACT---
ATAACAGGATTACTCTTGCTACGTGATGGAGGAATCACTGATAATACTAAT----------------------
-------------------------------------------------------------------------
----
GGCACAAAGGACAAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGGGAAAAAAGAGCA---GTGGGC---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCG---GTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>AY901976 
TTCTATTGCAATACAACAAATCTGTTCACAAATAATACAACAGATAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AACAGTAGTATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACTTAACATGTAACTCAAGT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAACAAAAACGGAACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGAATT 
>AY878071 
TTCTATTGTAATACAACAAAACTGTTTACAAATCTGACTAGTAACAATGAAACAAATCTGACTAGTAAA----
-------------------------------------------------------------------------
----------------------------
AATGAATCAGACATCGAACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGACACGGGATGGAGGAAATACCAACAAAAGT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAACTTTTAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAACTAAGCCATTG---GGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>DQ093587 



TTCTATTGCAATACAACAAAACTGTTCAATGACAGTGCTTTAAGTGCTTTCAACAAAACC-------------
-------------------------------------------------------------------------
----------------------------
TCTAATGAAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGGAACATAACATGTAACTCAAGT---
ATCACAGGACTATTATTGCTACGTGATGGAGGAAAAGAAAATAATGAG-------------------------
-------------------------------------------------------------------------
-------
ACCAATAACACAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGATGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATGGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCACT 
>DQ382380 
TTCTATTGCAATACATCAAAACTGTTTCATGGAACATACAATGGTACATACAATTCTAGTGGAGAG-------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTAATATTGACACGTGATGGAGGAAATGACAATGGCACAAATGAC-------------------
-------------------------------------------------------------------------
-
ACTACCACAAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTCAAGCCATTG---
GGAGTAGCACCCACCAAGGCAAAAAGGAAAGTGGTGGAG---------------------------------
AGAGAAAGAGTAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCGTT 
>GQ999972 
TTCTATTGCAATACATCAAAACTGTTTAATGAGAGCATGTTAAATAGTACAGACAATAGTACAAAA-------
-------------------------------------------------------------------------
----------------------------
GAGGATGTAAACATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTACCTCAAAT---
ATCACAGGGCTACTACTGACACGTGATGGAGGGCCAGAGAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGATACAGTCAGACCTGTAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAG--------------
----------------------AGGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAGTT 
>HQ615945 
TTCTATTGCAATACATCACTACTATTTAATAGCAATGATACAGAAAGTAACAATGATACAGTAAGTAGTAATT
CA-----------------------------------------------------------------------
-------------------------
ACCAGTAATTCAACCATCACACTTCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTAGCACGTGATGGTGGAAACTCAAATGAC----------------------------
-------------------------------------------------------------------------
----------
TCAAATAAAGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAAGCACAAAGGAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGATTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 



>KC156116 
TTCTATTGCAATACAACAAAACTGTTTAATGATACAGAAAAATATAAC-------------------------
-------------------------------------------------------------------------
-------------------------------
AGTACAAACATCATACTCCCATGTAGAATAAGACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATAT
ATGCCCCTCCCATTAAAGGAAACATAACATGTGAATCAAAT---
ATTACAGGACTACTGTTGACACGTGATGGAGGGAATAAAAGCAAC----------------------------
-------------------------------------------------------------------------
----
CAAACTAACCAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATT 
>HM204618 
TTCTATTGCAATACATCACAACTGTTTAATAGCGCTGAAAATGAAACAGATATT-------------------
-------------------------------------------------------------------------
----------------------------
ATAAATTCAAACATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACATCAGCGACAGC-------------------------
-------------------------------------------------------------------------
----------
AACCAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCCCCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATA 
>HQ615961 
TTCTATTGCAATACAACATTTCTGTTTAATAACAGTGCTTCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACACAACTATCACTCTCCCATGCAAAATAAAACAGATAATAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTCAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGAAGATAACAACAAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAGGCCATTG---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAG--------------
-------------------AAAAAAGAAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAGTT 
>HM623611 
TTCTATTGCAATACATCAAAACTATTTAATAATGAGACAGAGAGGAAT-------------------------
-------------------------------------------------------------------------
-------------------------------
TCAACCACCATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGATGT
ATGCCCCTCCTGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAACAAATGAG----------------------------
-------------------------------------------------------------------------
----------
AGCACACAAGAAATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTTACGGTCTGGGGTATT 
>KF725900 
TTCTATTGCGATACATCACAACTGTTTAATGGAACATACGTGAATAACACAAGCAATAATTCT----------
-------------------------------------------------------------------------
----------------------------
GACATCACCACACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGAATTTTATTAGTACGGGATGGAGGCGAAGATGAAGATAGT-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTATACAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAATT 
>JX213387 
TTCTATTGTGATACATCAAAACTATTTAACATGTATAATGGTACATATAATGATACAGAAAGAGGG-------
-------------------------------------------------------------------------
----------------------------
TCAAACTTAACCATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAAGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTCTTGACAAGGGATGGAGGTAAGGAAGATCCAAAC-------------------------
-------------------------------------------------------------------------
----------
AATACAGATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGTATT 
>KF986058 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAATGATAAT-------------------------
-------------------------------------------------------------------------
-------AGAATTACAGGG------
GGTAATGACAGTACAATCACACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGAGAGTGGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATCAGTTGTACATCAAAT---
ATTACAGGACTATTGTTGACAAGGGATGGTGGT----------------------------------------
--------------------------------------------------------------------
GTAGATAATCAGAGG---
AATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAGAAAAGAGCA---ATAGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCGTT 
>KF986041 
TTCTACTGCAATACATCAGGATTGTTCAATATATCA-------------------------------------
-------------------------------------------------------------------------
-------------------------
GGAGGAAATGAGACTATAACCCTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGGCTAATCAAATGTTCATCAAAT---
ATTACAGGCTTATTGTTGACAAGAGATGGTGGC----------------------------------------
--------------------------------------------------------------------
GCAAACAATACTAGT---
CAAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTA--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---



TTGACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCAGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>JX236670 
TTCTACTGTAATACATCAAAATTGTTTAATAGTGAATGGGGGAATAATAATACATTAGATAGAACAGGGGAA-
-------------------------------------------------------------------------
----------------------------
AATGGGAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATCCAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGGGGTGTAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTCAGAATGAGACCTTTAGACCGGGAGGAGGAGATATGAGAGATAATTGGAGGAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCAATA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>EU852966 
TTCTACTGCAATACATCAGGACTGTTTACATCAAATATTACAGGG----------------------------
-------------------------------------------------------------------------
----------------------------
GTAAATGAGACAATCAAACTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGCGGGAGTAATCAAGTGTACATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAGATACTCAA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>AF484505 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGATAGATGGTAAATTAAATAGTACAGGGGTA-
-------------------------------------------------------------------------
----------------------------
AATGACAGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGCGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGACCGATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATGATACTAGA----------------------------
-------------------------------------------------------------------------
-------------
CTGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATACAAATATAAAG
TAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCAAAGCAAAGAGAAGAGTGGTA--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGTCAGTACAG---GCCAAACAG---TTAATG---TCTGGTATAGTGCAACAGCAATAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAAT 
>AF484516 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGACTAATAGTACAGGGGTAAAT-------------
-------------------------------------------------------------------------
----------------------------
AACAACAGTACAATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGACAAATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGCGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
GGTACAAATGAGACCGTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---



ATGGCGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>AF484481 
TTCTACTGCAACACATCAGGACTGTTTAATAGTACATGGGGAAAAGATACAAATAGTACAAGGGTAGAG----
-------------------------------------------------------------------------
----------------------------
AATAATAGTACAATCACACTCCGATGCAACATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATCAGCTGTTCATCGAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGAGTAAAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTGAGGAGACCGTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATCGAGCCACTA---GGTCTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>AY795903 
TTCTATTGCAATACATCAGAACTGTTTAATCAAAGTGCATGGGGA----------------------------
-------------------------------------------------------------------------
----------------------------
AATACAAGTGAGATCACACTCCAATGTAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAGGTGTTCATCAAAC---
ATTACAGGGCTATTATTGACAAGAGATGGGGGCAATGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCGTT 
>MG365767 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAA----------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCGTTCCCATTGAAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTCTTAACAAGAGATGGTGGTCAGAACAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AAAGGAAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTAAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGGGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAAGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGTATT 
>KU749395 
TTCTACTGCAACACATCAGGACTGTTTAATGACACAGTGTCTAATGACACAGTATTC----------------
-------------------------------------------------------------------------
----------------------------
AATGATGAAACTATCACTCTCCCATGTAGAATAAAACAAATTGTAAACCTGTGGCAAGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACTTGTAACTCAAAT---
ATTACAGGTCTACTATTAACAAGAGATGGTGGTAGTGATACTAGT----------------------------
-------------------------------------------------------------------------
-------
AACAATGAGACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAGATTCAGCCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGTATT 
>HQ236559 
TTCTACTGTAATACAACAACACTGTTTGATGAAACAAAATGG-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGACGACACCATCGTTCTCCCATGTAGAATAAAGCAAATTGTAAACATGTGGCAAGCAGTAGGAAGAGCAA
TGTATGCCGCTCCTATTACAGGCAACATTACCTGTAACTCAAAT---
ATTACAGGCCTATTATTGACAAGAAATGGG---AAAAAT----------------------------------
-------------------------------------------------------------------------
-------------
GACACTGAAACCTTTAGCCCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTCAGCCACTA---GGAGTAGCACCTTCCAGGGCAAGGAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGG---TTGGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGGATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCCATTGAAGCACAACAGCATATGTTGCAGCTCACAGTCTGGGGCGTT 
>AF190127 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACCTGGACCAATAGCAGCTATACCAATGACACCTATAACA
GCAACAGC-----------------------------------------------------------------
-------------ACAGAA------
GATATCACAGGAAATATCACACTACAATGCAAAATAAAACAAATTGTGAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCAGAGGAAACATCACATGTATATCAAAT---
ATTACAGGACTAATATTGACATTTGACCGG---AATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTG---GGAGTAGCACCAACCGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
ATAACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTATT 
>AF190128 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTAGTTGGACTGGGGACAATATTAATATGCCAAATGAC----
-------------------------------------------------------------------------
----------------------------
ACAGGAAAAAATATTACACTGCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAAAGGAAGCATTACATGTGTATCAAAT---
ATTACAGGATTAATCCTGACTTATGACGAAGATAAGGGAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTAAGA---GCTATACAGGCGCAACAGCACATGTTGCAGCTCACGGTCTGGGGTGTT 
>KY392777 
TTCTATTGCGATACAACAGACTTGTTTAATAGCACCTGGATCAATAGCAGCTATAGCACTAACTACAATAAT-
-------------------------------------------------------------------------
----------------------------
AGCAACTACAATATCACACTGACATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGACAGATTACATGTGTATCAAAT---
ATTACAGGACTAATTTTGACAAGAGACGGTGGTAATGGGTCCAAT----------------------------
-------------------------------------------------------------------------
-------------
GTTAGTGATACCTTCAGACCAGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCACTA---GGAGTAGCACCAACTAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---



GTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATACAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 
>KY392778 
TTCTATTGTAATACATCAAGGCTATTTAATAGTACTTGGCTATCCAATAGTACTTGGAACTCGACTGACATGC
CAAGT--------------------------------------------------------------------
----------------------------
AACACATCAAATATAACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAACTTCAATGTGTATCAAAT---
ATTACAGGCTTAATATTGACAGTAGATAATGCTAACATGTCTGCA----------------------------
-------------------------------------------------------------------------
-------------
GCTAACTTTACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAACCATTG---GGAATTGCACCAACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 
>KU168279 
TTCTATTGCAATACATCAAAATTATTTAATAGTACCTGGGACGCCAACAAAACCTCTAGCACA----------
-------------------------------------------------------------------------
----------------------------
AACAATACAATGATCACACTGCCATGCAGAATAAAACAAATTATAAAGATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCCCCTCCCATCAGCGGAGATATTACATGTATATCAAAT---
ATTACAGGATTAATATTGACAAATGATGAGGGTAATATGTCTGCA----------------------------
-------------------------------------------------------------------------
-------------
GAGAATTTTACTTTCAGACCTGTAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAACCACTG---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCC---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 
>MH327752 
TTCTATTGCAATACAACACAATTATTTAATTGCACAAACAATAATACAAACAATAATGACACCGAAGTG----
-------------------------------------------------------------------------
----------------------------
TGTAATGACCCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAATAATTAATTGTGTATCAAAC---
ATTACAGGAATACTGTTGACAAGGAATGGTGGGAATAATAGCACG----------------------------
-------------------------------------------------------------------------
----------
AACGAGAGCGAGACCTTCAAACCTGAAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>MF373147 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATTAATGAAACCATAAGTGGA-------------
-------------------------------------------------------------------------
-------------------AGT---
GAAGGTACCGTCACCATCCCATGTCCGAGAAGGCTAAATAAAAATATGAGGATGGGGCAAGGACTAGGACTGG
AAGCGCATGCCCCTCCCGTAACTATAAATTTTGTCTGTGAATTTAAC---
GTTACACGAATACCAATGACTAGAGATAGTGGTATTAATAATACTAATACT----------------------
-------------------------------------------------------------------------
----------------
ACCTACACACCCGCACGAGGAAGAAGAAAGGACAATGACAGATGTAAAATGGATATATATAAATATAAACTAG
TTGAACCTGTACGACTA---GGAATAACATCCGCAAAGACAAAA------ATGATA-----------------
----------------------GAGATAGAGAGAAAAGAAATAGCACTGGGAGTTATAACT---------
ATTATCTTCGTGTTCTTGGCAGCA---ACCAGTATGACTACG---GCCTCGGCGTCG---



CTGACGCTGACGGCACAG---ACTTACCAG---TCAGTG---ACAGGAGTATACTTGCAAATCAAT---
ATGCTG---ATGCCT---ATAGATGAGCAGCAGCATCTAGCTCTGCTGCTACTCATAGTCTGGTGT 
>EU743757 
TTTTATTGCAATACATCAAAACTGTTTAATACTACTGTCCTAAAAAATGGAACT-------------------
-------------------------------------------------------------------------
----------------------------
ATGAGTGGTAATATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGAAGGGACTAAGAAT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KU230430 
TTCTATTGCAATACATCAAGATTGTTTAATGGTACAGGAAATGGAACCATGGAGGGGCCTAATGGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTGTCATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAGGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGTAAGAATACTACG----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAACTTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGGAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>AF015916 
TTCTATTGCAACACAACACGACTGTTTAATAATACTTGCGTAGAGAATGGAACCAGGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCAATATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
AATATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCAAATAATGCAGCGAGT----------------------
-------------------------------------------------------------------------
-------
AACAACGGGACCGAGACCTTCAGACCTGGAGGAGGGAATATAAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCC---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGGGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAGCATCTGTTGCAACTAACAGTCTGGGGGATT 
>EU513182 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGAATAATAGTAGCATTTGGGATAATAGCACTGGGG
ACTATAAC-----------------------------------------------------------------
-------------AGCACT------
AAGGACAACGAGACAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAG
CAATGTATGCCCCTCCCATCAAAGGAATAATAAGGTGTGATTCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGAGGGATTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATA---GGTTTGGCACCCACCCATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
CTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCGTT 
>AF119819 
TTCTACTGCAATACATCAGACCTGTTTAATAGGACATACATGGTTAATAAAAACGAAACAAATAGTACAAACA
CG-----------------------------------------------------------------------
-------------------------
ACAGATGAAAAAATTATCAGGCTTCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTGGGACAAG
CAATATACGCCCCCCCATTGCAGGGATCATTAACTGCAACTCAAGTT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAGAAGTGAT----------------------------
-------------------------------------------------------------------------
----------
ACTGGCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCAGTA---GGAGTAGCACCCACTAGGGCAAGGAGACGGGTGGTG-----------
----------------------------CAGAGAGAAAAACGAGCA---GTGGGAATAGGAGCTGTG------
---TTCCCTGGCTTGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TTTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCGTT 
>AF193253 
TTCTACTGCGATACATCAAAATTGTTTAATGCCACAGTGTTTAATGATACAGTGTTTAATGCCACAATGTTTA
ATAAT--------------------------------------------------------------------
-------------------------
GACAGTGACAAGAATATCATTCTCCCATGTAAAATAAAACAAATAGTAAGAATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCGCTCCCATTGCAGGAAACATTGCCTGTAACTCAACT---
ATTACAGGGATACTATTGGCAAGAGATGGTGGAAATGGTAATGATAGC-------------------------
-------------------------------------------------------------------------
-------
TCCAACGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAGATTCAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGTATT 
>JF346906 
TTCTATTGTAATACATCACGCCTGTTTAATAGTACATACATGACTAATGGCACATACATGTTTAATGGTACAC
AA-----------------------------------------------------------------------
----------------------------
AATAATTCAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGATACGTGATGGAGGAAATACAACTGAGTCA-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGACGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>JF346914 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACAAGAAAGTTTAATAGTACAGGAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATTCAAGTGGA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGACATTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAATAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGAAAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 
>HQ326146 
TTCTATTGTAATACTTCAGGACTGTTTAATGGTACATACAGGTCTAATGATACAAAAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACGATTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGCGACAAGTGCG----------------------------
-------------------------------------------------------------------------
-------------
GGAACAGAGACATTCAGACCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCACT 
>AF408627 
TTCTACTGCAATACATCAAGACTGTTTAATGACACAATACCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATTATTCTCCCATGTCGAATAAAACAAATTGTAAACCTGTGGCAAGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAGCTCAAAC---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCATACTCCTAATCAGACT----------------------
-------------------------------------------------------------------------
-------
GAGAATAGTACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGAAACAGTGGTGGGAATAGGAGCG---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAA---ACCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCGTT 
>DQ354120 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAGTGCTTGGAATTATACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCAGGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATACGAAC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>JF804807 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACAGGGAATGACACTGGGACTAAT----------
-------------------------------------------------------------------------
----------------------------
ACTACTGGTAATATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTAACTATACCAAG----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGTT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGAGCGTC 
>KX907411 
TTCTACTGTAATACATCAAACCTGTTTAATAATACATGGAATAGTAGCAGTTGGACAGGGGAA----------
-------------------------------------------------------------------------
----------------------------
AATAACTCAACAATCACAATACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAAGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGAGATGGTGGTAACAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGTTCTCAGGAGACCTTCAGACCTGGAGGAGGAAATATGCAAGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCGTT 
>JN417240 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCATTTGGAATAGCAGCACATGGGAGTCAAATAGCACAGAGT
TAAAT--------------------------------------------------------------------
-------------AGCACA------
GAGTTAAATGACAATATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGAAAGATTATATGTAGATCAAAT---
ATTACAGGACTATTATTAACAAGAGATGGTGGTGCAAATAATACT----------------------------
-------------------------------------------------------------------------
----------
AATCAGAATGAGACTCTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATACAAATATA
AAGTAGTAAGACTTGAGCCACTA---GGTATAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GCAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTT 
>KC898991 
TTCTATTGTAATACATCAAGGCTGTTTAATGGTACATTTAATGGTACATTCATACCTAATGGTAACATG----
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACAATCACAATTCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAATAAATCAGAGT----------------------------
-------------------------------------------------------------------------
----------------
TCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTATTTGGAGGAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGAGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KC898994 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACCTACAATGATACAGAAAATAATTCAACTAATAAT----
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTATATGATGGAGGAAGAACAGAGCGA----------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 
>MH986013 
TTCTATTGTAATACATCAAAACTGTTTGATAGTACTTGGGCTCGGAATACCAGTACTGGGAATAATGCCACTT
GG-----------------------------------------------------------------------
-AATAAGACTGGGGATAGC------
ACTAATGATACTCATATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTAGCTGTTTATCAAAT---
ATTACAGGGCTTCTATTAATAAGGGATGGTGGTGAAAACAGGACCAAT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
TTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>MN055644 
TTCTATTGTAATACATCAGGCATGTTTAACGGCACAGACAAGTTTAATGATTCAAGC----------------
-------------------------------------------------------------------------
----------------------------------------
ATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACGGACAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACTGAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGAAGAGTGGTG--------------
-------------------------CTGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KF716464 
TTCTATTGCAATACATCAGAACTATTTAATAGTATTTGGAATAGCACTTGGAATAACACTCAGGACAACAGC-
-------------------------------------------------------------------------
----------------------------
ACAAGTCCAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCCAGGAATAATAAGGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGACGGTGGGACTAATATGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTTCAACAGCATATGTTGAAACTCACAGTCTGGGGCGTT 
>JX447830 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTCAAATGATACTAGTGCT-------------
-------------------------------------------------------------------------
----------------------------
AGGACTGGTACTATCACGCTCCCTTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTCTATCAAAT---
ATTACAGGAATACTGTTGACAAGAGATGGTGGTAATAGTACAAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>AY082968 
TTCTATTGCAATACAACACAAATGTTTAATAATACTTGCATAGGAAATGAAACCAAGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGATACAACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAGT 
>KU310618 
TTCTATTGCAATACATCACAGCTATTTAATAGTACTTGGAATAGCAATAACACGTCAGATGGCACA-------
-------------------------------------------------------------------------
----------------------------
TCAAATATTACACTTACACTGAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCGGGAAGTCTTACATGTGTATCAAAT---ATTACAGGTTTAATATTGACA-----
-------ATTGACAAGGTTAACAGGTCT---------------------------------------------
---------------------------------------------------
GAGGCTAACGGAAGTCTTACCTTCAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATA
AATATAAAGTAGTAAAAATTGAACCACTG---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---
ATGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAA---
GCTATACAGGCGCAACAGCATATGTTGCAGCTTACAGTCTGGGGTATT 
>KX398187 
TTTTATTGTGACACATCTGGGATGTTTAATTATACCTTTAATTGTACAGGAACCAGCTGCGATAACAAAACTA
GT-----------------------------------------------------------------------
----------------------------
ACTGAGAATAGTACCACAATATTTTGCAAGATAAAACAGGTGGTAAGATCATGGATGAGGGGAGCGTCAGGAC
TCTATGCCCCTCCCATTCGAGGTCAACTAAAATGTATGTCAAAT---
ATAACTGGGATGATTCTACAAATGGATAAGCCATGGAACAATACT----------------------------
-------------------------------------------------------------------------
----------
GACGAGAATGCTACATTTAGACCAGGAGGGGGAAATATGGAAGATATATGGAGAACACAATTGTTCAATTATA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTAGCACCTACAAAAATTGCAAGGCCAGTCATAGGC---ACT--
----------------------GGTACTCATAGAGGAAAGAGAGCA---GTAGGG---TTGGGAATG------
---CTATTCTTAGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCTCAGCAGCAACTGCTGAAGCTATCTGTATGGGGTATC 
>AJ239083 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTCATGTAAAGGAACTAACTGTACCCAAGTTGGTT
CCCAAAAT-----------------------------------------------------------------
-------------------GAA---
TATAATAATCATACAACCAAGATACCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATAAGGGGAGGGTCGG
GACTCTATGCACCTCCCAGGCAAGGTCCCCTAAAATGTAGCTCAAAC---
ATAACTGGAATGATTCTACAATTGGATAAGCCATGGAACAGAAGTGGG-------------------------
-------------------------------------------------------------------------
-------
CACAACAATGACACCACATTTAGACCAATAGGAGGAGAAATGAAAGATATATGGAGAACTGAATTGTTCAAAT
ACAAAGTAGTAAAGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGC---
ACG------------------------GGCACTCAAAGAGAAAAGAGAGCA---GTAGGA---TTGGGAATG-
--------CTATTCTTAGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---



ACAACGCTGGCGGTACAG---ACCCACACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KX907367 
TTCTATTGTAATACATCAGGCCTGTTCAACAGCACTTGGAATAATAATGACTCTGCCAGCACAAGTCGCACGG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATACTATTGACACGCGATGGGGGGTCAGATAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGTAACACAGAAATATTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTGTACAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGAAGCT------
---GTGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGAATT 
>KX907387 
TTCTACTGCAACACAACAGGACTGTTTAATGACAGTAAGTGGCAACACAATAATAGTGAATGGGAAGAAACAA
GTAAAAGG-----------------------------------------------------------------
-------------ATGAAT------
AGTCCAGAGGCAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCTCCTCCCATTAGGGGAGTAATCAAATGTACATCAAAT---
ATTACAGGGCTATTGTTGACAAGGGATGGTGGTTTAAATACTAGC----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTT 
>KP109492 
TTCTATTGTAATACATCAGACCTGTTTAATAGCAAGTGGGAAAATGGCAGCATGTGGGAAAATGACACC----
-----------------------------------------------------------------------
GAAATACGGGAAAATAGT---------
ACAGAGGTGGTAAATATAACTCTTCAATGTAAAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAG
CAGTATATGCCCCTCCCATCCCAGGAAAAATAAAGTGTGATTCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAAAGTTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGT---
AATTTG---CTGAAG---GCTATTGAGGCTCAACAACACCTGTTGAAACTCACAGTCTGGGGTATT 
>KF716485 
TTCTATTGTAACACATCAAACCTGTTTAAGGGTATTTGGAATGGCAAGTGGAATGGCACAAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTGAGTCATACATAAATATCACATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAGCAA
TGTATGCCCCACCCATTAAAGGAATAGTCAATTGTATATCAAAT---
ATTACAGGGTTATTGTTGACACGCGATGGTGGTGTAAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGACTTGAACCACTA---GGTCTAGCACCCACCAGGGCGAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>GQ365649 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAATGGTACATATAATAGTGCTGCAACA-------
-------------------------------------------------------------------------
----------------------------
GAAACTTCAAACATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGAGGAGCAA
TGTATGCCCCTCCCATTGCAGGACTAATAACATGTAGATCAAAT---
ATCACAGGAATATTACTGACACGGGATGGAGGCGTGGATGACACAGAG-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAACCATTA---GGAGTAGCACCTACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>MN659380 
TTCTATTGCAATACATCAGTCCTGTTTAATAGTACATACATGTCTAATGGTACCTGGAAAAATGGTACATGGG
AA-----------------------------------------------------------------------
----------------------------
GGTTCGAACATCACAATCATCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACGGGACTATTAATAGTACGTGATGGAGGATCAGAGTCAAATAGCACA----------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>AB485665 
TTCTATTGCAACACAACAGAATTGTTTGATAGTACTTGGAATGGCACCAGTGGCAACTATACGACAAATGCCA
CAACA--------------------------------------------------------------------
-------------------------
AATGAAACTGATACTATTATACTACCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGGCAAG
CAATATATGCCCCTCCCATCAGAGGAAATATTACATGTGTATCAAAT---GTTACAGGACTAATATTGACA--
----GTTGACCATGCTGCAGAG---------------------------------------------------
------------------------------------------------------------
AATGATAGTGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCCCGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATACAAGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCGTC 
>MH705148 
TTTTATTGTGACACATCTGGGATGTTTAATTATACCTTTTCATGTAACGGGAGCAATTGTATTAATACCCAAA
ATAACAGC-----------------------------------------------------------------
----------------------------
AGCAGAAATGACACTACTATGTTTTGTAAATTGAGACAGGTAGTAAGGTCATGGATGGGGGGAGAGTCAGGAC
TCTATGCACCTCCCATCCGAGGTCACCTACAATGCAGCTCAAAC---
ATAACTGGAATGATTCTAGAACTGGATAATCCATGGAACAGCAGC----------------------------
-------------------------------------------------------------------------
----------
CACAGCAACAACACATTTAGACCAACAGGGGGAAATATGAAAGATATATGGAGAACTGAATTGTTCAAATACA
AAGTAGTAAGGGTAAAACCTTTT---GGTGTGGCACCTACACATATTGCAAGACCAGTCATAGGCACG-----
----------------------GGCACTCGTAGAGAGAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGTTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---



GTAACGCTGACGGTACAG---ACCCACACT---GTGATA---AAGGGTATAGTGCAACAGCAGAAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGGAATTGCTGAGGCTATCTGTATGGGGTATC 
>MH705150 
TTCTATTGTGACACAACTAAGATGTTTAATTATACCTTCCGATGTAACGGAAACACCTGTGATGATGGCAATG
ATAACCAA-----------------------------------------------------------------
----------------------------
AGTAACAATAAAACTCAGATACCTTGCAGGCTGAAACAGGTGGTAAGGTCATGGATACAGGGAGGATCGGGAA
TCTATGCACCTCCCATCAAAGGTAATCTAACATGTGCATCACGC---
ATAACTGGAATGATTCTACAATTAGATGTGCCATGGGGAAACAAGAGCAGCAATGGACAC------AAT----
-------------------------------------------------------------------------
----------
AGCAGCACTGCAATATTTAGACCAGTAGGGGGAGATATGAAAGACATATGGAGAACTGAATTGTTCAACTACA
AAGTAGTAAGGATAAAGCCTTTT---AGTGTGGCACCCACATATATTACAAGGCCAGTCGTAGGCACT-----
----------------------AGCACTCATAGAGGAAAAAGAGCA---GTAGGA---TTAGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCAAGCT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>L20571 
TTTTATTGTAACACATCTGGGATGTTTAACTATACTTTTATCAACTGTACAAAGTCCGGATGCCAGGAGATCA
AAGGGAGCAAT--------------------------------------------------------------
-------------------------
GAGACCAATAAAAATGGTACTATACCTTGCAAGTTAAGACAGCTAGTAAGATCATGGATGAAGGGAGAGTCGA
GAATCTATGCACCTCCCATCCCCGGCAACTTAACATGTCATTCCAAC---
ATAACTGGAATGATTCTACAGTTAGATCAACCATGGAATTCCACAGGT-------------------------
-------------------------------------------------------------------------
----------------
GAAAATACACTTAGACCAGTAGGGGGAGATATGAAAGATATATGGAGAACTAAATTGTACAACTACAAAGTAG
TACAGATAAAACCTTTT---AGTGTAGCACCTACAAAAATGTCAAGACCAATAATAAACATT-----------
-------------CACACCCCTCACAGGGAAAAAAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTGGGGGTGCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCACAGT---GTACTG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACACTTGCTGAGGTTATCTGTATGGGGTATT 
>AB485666 
TTTTATTGTGACACATCTCGGCTGTTTAACTATACTTTTAAGTGTAATGGTTCCCAATGTAATGAGACCAATA
AAACTCAGACA---AAT--------------------------------------------------------
----------------------------
AAAACTCAGGATACTATAATACCTTGCAAGATAAGACAGGTAGTAAGATCATGGATAAAGGGAGAGTTAGGAC
TCTATGCACCTCCCATCCCAGGTGATCTAACATGTAAATCCAAC---
ATAACTGGGATGATTTTACAACTAGATACACCCTACAACTCCTCATGTGACAAT-------------------
-------------------------------------------------------------------------
-------------------
GTCACATTTAGACCAACAGGGGGAGATATGAGAGATATATGGAGAACTGAATTGTACAACTACAAAGTAATAC
AGGTAAAACCTTTT---AGTGTAGCACCTACAAAAATTTCAAGACCAATAATAGGCCTT--------------
----------AACACCACCCACAGAGGAAAAAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTAGGGGTTCTAAGCGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGGCGGTACGG---ACCCAAGGT---GTACTA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACATTTGCTGAGGTTATCTGTATGGGGTATT 
>KU168293 
TTTTATTGTAACACAAGTCACATGTTTAATTATACATTCAATTGTACTAACTCCAACTGTAGTAATACTACT-
-------------------------------------------------------------------------
----------------------------
TATGATAACAGTACAAGAATATATTGCCAGTTGAGACAGGTAGTAAGGTCATGGATGAGGGGAGGGTCAGGGC
TCTATGCACCTCCTATCAAAGGTAATCTAACCTGCAGTTCAAAC---
ATAACTGGATTGATTCTACAAATGGATACACCATGGAATAAAACC----------------------------
-------------------------------------------------------------------------
----------
AACCACACAGTCACATTTAGACCAACAGGAGGAGATATGAAGGATATATGGAAAACCCAATTGTACAATTACA
AAGTAGTAAGGGTAAAATCTTTT---AGTGTAGCACCTACTAAGATTAGTAGACCAGTTGTAGGCACT-----
----------------------AACCATCAAAGAGAAAAAAGGGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGGA---



ATAACGCTGTCGGTACGA---ACCCACTCA---TTAATA---AGGGGGATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACATCTGCTGAGGTTATCTGTATGGGGTATT 
>KU168281 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTGCATGTACAGGAATCAACTGTAATATTACTCAAG
ATAACAGT-----------------------------------------------------------------
-------------------------
AGAAATAATGACACTTGGAGACTGCCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATAAGGGGAGGGTCGG
GACTCTATGCACCTCCCAGGCCAGGTAACCTAACATGCAGTTCACAC---
ATAACTGGAATGATTCTGCAAGTGGATGAGCCATGGAACAAGACCAAA-------------------------
-------------------------------------------------------------------------
-------
AACAACAGCAAAGCCATCTTTAGACCAATAGGGGGAAATATGGAAGATATATGGAGAACTGAACTGTTCAAAT
ACAAAGTAGTAAAGGTGAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAATCATAGGCACT--
-------------------------GGCAATCAAAGAGAGAAAAGAGCA---GTAGGA---TTGGGAATG---
------CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGGCGGTACAG---ACCCACACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KU168295 
TTTTATTGTAACACAGCGGAAATGTTTAATTATACCTTTAAGTGTAAGGGCGCCACCTGTAACTCCACCAGTT
TA-----------------------------------------------------------------------
-------------------------
GAAAACAATGGGACTAGCAATCTAACTTGTAAGATTAGACAGGTGGTAAGGTCCTGGATGAAGCAAGGGTCGG
GACTCTATGCACCCCCCATCAGAGGTAACCTAGCATGCATGTCAAAC---
ATAACTGGAATAATTCTACAATTAGATACACCATGGAACAACAGTAAAGAA----------------------
-------------------------------------------------------------------------
----------
AATACAACAGCCACATTTAGACCAACGGGGGGAGATATGACAGATATATGGAGAACTCAATTGTTCAACTACA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCAATCTTAGACAGAAGAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACGGCGCTAGCGGTACAG---ACCCACACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACCTGCTGAGGCTATCTGTATGGGGTATT 
>AY169813 
TTTTATTGTGACACAAGTAAGATGTTTAATTATACCTTTAATTGTAACAAGACCAAATGTAATAATAGTAAAA
ATAGTACCCAT--------------------------------------------------------------
----------------------------
AATAACACTATGACAACAATACCTTGCAGAATAAAACAGGTAGTAAGGTCATGGATAAGGGGAGAGTCGGGAC
TCTATGCACCCCCCATTAAAGGTAATTTAACCTGCATATCAAAC---
ATAACTGGAATGATTCTATTAAGGGACGAGCCAGGG---AATAACAGCAGA----------------------
-------------------------------------------------------------------------
-------------------
CACACCCTTAGGCCAGTAGGGGGAGATATGAAAGATATATGGAGAACTGAATTAGTCAATTACAAAGTAGTAA
AAATAAAACCTTTT---AGTGTAGCACCTACAAAAATTACAAGGCCAGTCATAAGC-----------------
----------------ACCCATAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTAGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---ACCCAAACT---TTGTTG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAACAGTTGCTGAGGTTATCTGTATGGGGTATC 
>AY169809 
TTTTATTGTAACACAACGGGGTTGTTTAATTATACCTTTCTGTGTGAAAACTCCATCTGTAACTTCACCCATA
ACAAT--------------------------------------------------------------------
----------------------------
ACTTCAGAGGAGCGCAATCTAACTTGTAGAATTAGACAGGTGGTAAGGTCATGGATGAAGACAGGGTCGGGAC
TCTATGCACCTCCCATCGAAGGTAACCTAACATGTAGGTCAAAC---
ATAACTGGAATGATTCTAGAAATGGATAAACCATGG---AACAAAAGTACAAAC-------------------
-------------------------------------------------------------------------
----------
AATGAAACAGCCATATTTAGACCAATAGGGGGAGATATGAAAGAAATATGGAGAACTGAATTGTTCAACTACA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCACTCCTAGACAGAAGAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAACGGCA---



ACAACGCTGGCGGTACAG---ACCCACACT---TTAATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCATTTGCTGAGGCTATCTGTATGGGGTATT 
>AY169802 
TTTTATTGTAACACATCGGGGATGTTTAATTATACCTTTACATGTAACAAAACCAACTGCACTAACAATAGGA
CTGAT--------------------------------------------------------------------
----------------------------
AATAGCACTAATGACACAATACCTTGCAAGTTGAGACAGGTAGTGAGGTCATGGATACAGGGGGGGTCAGGAC
TCTATGCCCCTCCCATCAAAGGTACCCTAACATGTATGTCAAAC---
ATAACTGGGATGATTCTAGAAATGGAACGGTCATGGAACGGGAGTGCTACAAAG------
GACATTAATGCTACATGGAAC----------------------------------------------------
--------------------------
ATTAATGCTACATTCAGACCAATAGGGGGAGATATGAAAGATATATGGAGAACTCAATTATTCAACTATAAGG
TGGTAAGGGTGAAACCTTTT---AGTGTAGCACCTACAAAAATTGCAAGGCCAGTCATAGGCATG--------
-------------GGCACTGGTACTCATAGGGAAAAGAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTAGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCAGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCAATACAGGCTCAGCATCAACTGCTGAAGCTATCTGTATGGGGTATC 
>AY169816 
TTTTATTGTAACACATCTAATTTATTTAATTATACCTTTTCATGTAATGGAACCACCTGTAATGATAGCCAAA
GT-----------------------------------------------------------------------
----------------------------
ACCACCAATGACACACAGATACCTTGCAAACTGAGACAGGTAGTAAGGTCATGGATAAAAGGACAGTCAGGAT
TCTATGCACCTCCCATCAAGGGTAACCTGACATGTACATCAAAC---
ATAACAGGAATGATTCTACAAATGGATGCACCATGGAACAGCACCAGA---AAC------AACAGCGAA---
AAC----------------------------------------------------------------------
--------------
CAAACTGCAACATTTAGACCAACAGGGGGAGAAATGAAAGATATATGGAGAACTGAGTTGTTCAACTACAAAG
TAGTAAGAGTAAAACCTTTT---AGTGTGGCACCCACATCAATTGCAAGGCCAGTTGTAGGCACT--------
-------------------AGCACTCATAGAGAAAAAAGAGCA---ATAGGA---TTAGGAATG---------
CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGCGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>AY169807 
TTTTACTGTAACACATCTCAGATGTTTAATTATACCTTTACATGTGATGGAACCACCTGTAAGAACTTAGGAT
TCAAT--------------------------------------------------------------------
----------------------------
AGCACTAATAACACTCAGATACCTTGCAGGTTGAAGCAGGTAGTAAGGTCATGGATAAAAGGAGAATCAGGAC
TCTATGCACCTCCCATCCAAGGTCAATTAACATGTAGATCAAAC---
ATAACTGGAATGATTCTACAAATGGATCAGCCATGGAACGGGAGCCAGAGC----------------------
-------------------------------------------------------------------------
----------
AATAGCAATAGCACATTTAGACCGATAGGGGGAAATATGAAAGATATATGGAGAACTGAATTGTTTAGATACA
AAGTAATAAGGATAAAACCTTTT---AGTGTGGCACCTACAAGAATTACAAGGCCAGTCATAGGCTTT-----
----------------------GGCCACCACAAGGAAAAAAGAGCA---GTGGGC---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>AY169804 
TTTTATTGTAACACATCTCAAATGTTTAACTATACTTGTAACTGTACAAGCTCAGAATGCAACTGTACAAGAC
CCGGATACAAC--------------------------------------------------------------
-------------------------
GGAACCAATGGAAATGAGACTATACCTTGCAGGTTAAGACAGGTAGTAAGATCATGGATAAAGGGAGAGTCGG
GACTCTATGCACCTCCCATCCCTGGCAACCTAACATGTCAATCCAAC---
ATAACTGGAATGATTCTGCAATTAGATGCACCATGGAATTCCACATGT-------------------------
-------------------------------------------------------------------------
----------------
ACTAAAACATTTAGACCAGTAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGTACAACTACAAGGTAG
TGCAGATAAAACCTTTT---AGTGTAGCACCTACAAAAGTTTCAAGACCAATAATAAGCATT-----------
-------------AACACCAATCACAGAAGAAAAAGAGCA---GTAGGA---CTGGGAATG---------
CTGTTCTTTGGGGTACTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---



ACAACGCTGGCGGTACGA---ACCCACAGT---GTACTG---AGGGGTATAGTGCAACAGCAGGAT---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACATTTGCTGAGGTTATCTGTATGGGGTATT 
>AY169812 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTTATGTAATGGGACCAACTGTAAAAACCAAAGTA
CCCAT--------------------------------------------------------------------
-------------------------------
AGCAATAATGGCACGATACCTTGCAAGTTGAAACAGGTGGTAAGATCATGGATGAGGGGAGGGTCGGGACTCT
ATGCACCTCCCATCCCAGGTAACCTAACATGCATGTCACAC---
ATAACTGGAATGATTCTACAAATAGATGGGCCATGGAACAAC---AAC-------------------------
-------------------------------------------------------------------------
----------
ACCACAAACAATACATTTAGACCAATAGGGGGAGATATGAAAGATATATGGAGAAATGAATTGTTCAACTACA
AAGTAGTGAGGGTAAAACCTTTT---AGTGTGGCACCTACATCAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCACTCATAGAGAGAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACTCT---CTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGGAATTGCTGAGGCTATCTGTATGGGGTATC 
>MH705147 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTCACGCAATAGGACCAACTGTAATATCCAAAGTA
AC-----------------------------------------------------------------------
----------------------------
AGTAGCAATAATGGCACGATACCTTGCAAGTTGAAACAGGTGGTAAGAGCATGGATGAGGGGAGGGTCGGGAC
TCTATGCACCTCCCATCAAAGGTAACCTAATATGCAGATCAAAC---
ATAACTGGAATGCTTCTAGAAATAGATGGGCCATGGAACAAAACAACCACA----------------------
-------------------------------------------------------------------------
-------------
AACAAGAGCACATTTAGACCAACAGGGGGAGAGATGAAAGATATATGGAGAACTGAATTGTTCAAATATAAAG
CAGTGAGGGTAAAACCTTTT---AGTGTGGCACCTACATCAATTGCAAGGCCAGTCATAGGCACT--------
-------------------GGCACTCATAGAGAGAAAAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTAGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---GTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAAGAATTGCTGAGGCTATCTGTATGGGGTATC 
>AY618998 
TTCTATTGTAACACATCTGGGATGTTTAATTATACTTTCTCATGTAAAGGAACCAACTGCACTACTAACCAAA
GT-----------------------------------------------------------------------
-------------------------------
AGTAATGAAACTAGTATACCTTGCAGAATAAAACAGATAGTAAGGTCATGGATGAGGGGAGAGTCGGGACTCT
ATGCACCTCCCATCAAAGGTAATCTAACATGTAGATCACGA---
ATTACTGGAATGATTCTACAAATAGATATGCCATGGAATAAAAGC----------------------------
-------------------------------------------------------------------------
----------
GAAGCAAACGTTACATTTAGACCAGTAGGGGGAGATATGAAAGACATATGGAGAACTGAATTGTTCAAATACA
AAGTAGTGGAAATAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GACACTCATAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAACGGCA---
ACAGCGTTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGACTATCTGTATGGGGTATC 
>KF859742 
TTTTATTGTATCACAGATCAAATGTTTAACTATACCTTCCACTGTAACAAAACCAAATGTACTGATAACAGTA
GCTAT--------------------------------------------------------------------
----------------------------
ATCGACCCAAATAATTATATACCTTGCAAACTGAAACAGGTGGTAAGGTCATGGATGCGGGGAGGGTCGGGAA
TCTATGCACCTCCCATCAAAGGTAATCTAACATGTATATCAAAC---
ATAACTGGAATGATTCTACAATTAGATAGCCCATGGAACAGAAGT----------------------------
-------------------------------------------------------------------------
-------
GAAAATGCAAACGCAACATTTAGACCAGAAGGAGGAAATATGAAAGAGATATGGAGAGCTGAATTGTTCAACT
ACAAAGTAGTAAGGGTAAAACCTTTT---AGTGTAGCACCCACACCTATTGCAAGACCAGTCATAGGCACT--
-------------------------AGCACTCATAGAGAAAAAAGAGCA---GTAGGA---TTAGGAATG---
------CTGTTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---



ACAACGCTGACGGTACGG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCATTTGCTGAGGCTAACTGTATGGGGTATC 
>KX228804 
TTTTATTGTAACACAAGTAATATGTTTAATTATAGCTTTGAATGTGACGGAACCACCTGTACC----------
-------------------------------------------------------------------------
----------------------------------------------
ATACCTTGCAGGTTAAAACAGGTGGTAAGGTCATGGATACAGGGAGGGTCGGGACTCTATGCACCTCCCATCA
GAGGTAATCTAACATGTACATCAAAC---
ATAACTGGAATGATTCTACAAATGGATATGCCATGGAACAACAGCGGTACAGGA-------------------
-------------------------------------------------------------------------
----------
AACAGGACTGCAACATTGAGACCAGGAGGGGGAGAGATGAAAGACATATGGAGAACTGAATTGATCAACTACA
AAGTAGTAAGGATAAAACCTTTT---AGTGTGGCACCCACACCTATTGCAAGGCCAGTCATAGGCACT-----
----------------------AGCACTCATAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCT---
ACAGCGCTGACGGTACGG---ACCCACACA---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KU168289 
TTTTATTGTAACACATCTCAATTGTTTAATTATACCTTGTCATGTAACAAAACCACCTGTAAATTTAACCAAA
GT-----------------------------------------------------------------------
----------------------------
AGCACTAATAACACTCGGATACCTTGCAGGCTGAAACAGGTGGTAAGATCATGGATGAGGGGAGGGTCAGGAA
TCTATGCACCTCCCATCCCAGGTAATCTAACATGTACATCAAAC---
ATAACTGGAATGATTCTACAAAATGATGAACCATGGAACAGCAGCGTA-------------------------
-------------------------------------------------------------------------
-------------
GGACGCGCAATATTTAAACCTACAGGGGGAGATATGATGGATATATGGAGAACTGAATTGTACAACTACAAGG
TAGTAAGGGTAAAACCTTTT---AGTGTAGCACCCACACCTATTGCAAGGCCAGTCATAGGCACT--------
-------------------GGCACTCATAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG---------
CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCGCACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>KU168286 
TTCTATTGTAACACATCTAATCTATTTAATTATACCTTTTCATGTGAAGGAACCAACTGTACATGTAACGGAA
CCAACTGT-----------------------------------------------------------------
-------------GGGACT------
AACAATAGCACAAATAGCACGATACCCTGTAGGTTGAGACAGGTGGTAAGGTCATGGATAAGGGGACAGTCGG
GACTCTATGCAGCTCCCATCCGAGGTAACCTAACATGCATATCAAAC---
ATCACTGGAATAATTTTACAAATGGATTCGCCATGGAAACACAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCAATGCCACATTTAGGCCAACAGGGGGAGATATGGAAGATATATGGAGAACTGAATTGATCAAATACA
AAGTAGTAAAGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCACTCACAGAGGAAAAAGGGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTCTCTGTATGGGGTATC 
>KU168292 
TTTTATTGTAACACAACGGAGTTGTTTATTTATAACTTTAATTGTAGCAACTCCACATGCAACATCTCAGATG
CCTAT--------------------------------------------------------------------
-AGGAAAATTAATAGT---------
GGTAGTGATGGATTGCATAATATAACTTGTAGAATTAAACAGGTGGTAAGGTCATGGATGAAGACAGGGTCGG
GACTCTATGCACCTCCCATCAGAGGTCACTTAAAATGTGAGTCAAAC---
ATAACTGGAATGATTCTACAATTGGATTACCCATGGAACAGTACA----------------------------
-------------------------------------------------------------------------
----------
ATTAGAAATGCCACATTTAGCCCAATAGGGGGAGATATGAAAGACATATGGAGAACTCAATTGTACAACTACA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGTACT-----
----------------------GGCACCGGTAGACAGAAGAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---



ACAGCGCTGACGGTACGG---ACCCAAACT---TTAATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATT 
>KY112585 
TTTTATTGTAACACAAGTAGCATGTTTAACTATACCTTTTACTGTAACAACTCCACCTGTAACAATGGAAGCA
ATCAG--------------------------------------------------------------------
----------------------------
AATGGAAACAACATGACAATACCTTGCAGGATAAAACAGGTAGTGAGATCATGGATGAAGGGAGGGTCAGGAC
TATATGCACCTCCCATCAGAGGTCACTTACAGTGTATATCAAAT---
ATAACTGGAATGATCCTACAATTGGATCGAGAATGGAATTATACTAATAATGAC-------------------
-------------------------------------------------------------------------
----
ACAAGAGATGCCAATGCCACATTTAGACCAACAGGGGGAGAGATGAGAGATATATGGAGAACAGAATTGTACA
ACTATAAAGTAGTAAGGGTAAAGCCTTTT---
AGTGTGGCACCTACAACAATTACAAGGCCAGTCATAAGCAAC-------------------------------
--CATAGAAATAAAAGAGCA---GCAGGA---TTGGGAATG---------
CTATTCTTGGGGGTACTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCAAAAC---TTAATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACACTTGCTGAGGTTATCTGTGTGGGGTATC 
>AF407418 
TTTTATTGTAACACAAATCAGCTGTTTAATCATACCTTTTCCTGCAAGAAGAATATGACCTATAACAAGATCA
ATTGTACTAAT--------------------------------------------------------------
----------ATTAGCAAT------
AATAGCAATGGCACTCAGGCAATACCTTGCAGGTTGAGACAAGTAGTAAGGGACTGGATGAGGGGAGGATCGG
GACTTTATGCACCTCCCATCCCAGGAAACCTAGTATGCAGGTCAAAC---
ATAACTGGAATGATTCTACAATTGGACACGCCATGG---AATAAAACACAT----------------------
-------------------------------------------------------------------------
----------
CCTAACAGCACCACCCTTAGACCAGGAGGGGGAGATATGAAAGATATATGGAGAACTCAATTGTTCAAATATA
AAGTAGTAAGAGTAAAACCTTTT---AGTGTAGCACCAACAAAAATTGCAAGGCCAACTATAGGAACT-----
----------------------AGCACTCATAGAGAGAAAAGAGCA---GCAGGT---TTGGCAATG------
---CTATTCTTGGGGATTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCAGCAT---CTGATA---AAGGGTATAGTGCAACAGCAGGAT---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAACACTTGCTGAGGCTATCTGTATGGGGTATT 
>KU168288 
TTTTACTGTAACACATCTTGGTTGTTTAATTATACCTTTATGTGTAATGGAACTACCTGTGAGAGCCCAAATA
TCAACAGC-----------------------------------------------------------------
-------------------------------
ACTAATAACACTCTGATACCTTGCAGGTTGAGGCAGGTAGTAAGGTCATGGATGAGGGGAGGATCGGGACTCT
ATGCACCTCCCATCCGAGGTAACTTAACATGTAGATCAAAC---
ATAACTGGGATGATTCTACAGATGGATCAACCATGGAACATGAGC----------------------------
-------------------------------------------------------------------------
----------
CGCCAGAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGACATATGGAGAACTGAATTGCTCAGATACA
AAGTAGTAAGGATAAAACCTTTT---AGTGTGGCACCTACAAAAATTACAAGGCCAGTCATAGGCTTT-----
----------------------GGCACCCGCAGAGAAAAAAGAGCA---GTGGGC---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KU168290 
TTCTATTGTAATACATCTAAGATGTTTAATTATACCTTTTTATGTAAAGGAACCAACTGTACTAATACCCAAA
GTAATAGT-----------------------------------------------------------------
----------------------------
ACCAGAAATGACACTGTAATATATTGCAAGATAAGACAGGTAGTAAGATCATGGATGAGGGGAGGGTCAGGAC
TCTTTGCACCGCCCATTCCAGGTAACCTAACATGCAGATCACAA---
ATAACTGGAATGATGCTACAAATGGATAAGCCATGGAATGGAAGC----------------------------
-------------------------------------------------------------------------
----------
AACAGCAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGTTCAAATACA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCATA-----
----------------GGCACTGGCACTCATAGAGAGAAAAGAGAC---ATAGGA---TTGGGAATG------



---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGGCGGTACAG---ACCCAAAAA---GTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---TTGAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KU168291 
TTTTACTGTAACACATCTGCAATGTTTAATTATACCTTTTCATGTAATAGAACCACCTGTAATTTCCCCAATA
TCAAT--------------------------------------------------------------------
----------------------------
AGAGATAATAACACTCTGATACCTTGCAGGTTGAGACAGGTAGTAAGGTCATGGATGAGGGGAGGATCGGGAC
TTTATGCACCTCCCATCCGAGGTAACTTAACATGTAAATCAAAC---
ATAACTGGAATGATTCTACAAATGGATCAGCCATGGAACATGAGC----------------------------
-------------------------------------------------------------------------
----------
CGGGGGAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGCTCAGATACA
AAGTAGTAAGGATAAAACCTTTT---AGTGTGGCACCTACAAAAATTACAAGGCCAGTCATAGGCTAC-----
----------------------GGCACCCGCAGAGAAAAAAGAGCA---GTGGGC---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>KU168282 
TTTTATTGTAACACATCTAAGATGTTTAACTATACTTTTGACTGTACAAGTGGCAACTGTACTGAGATCAATT
CCATGAAT-----------------------------------------------------------------
-------------------------
AAAACTGATGAGCATAATGGACTACCTTGCAGGTTAAGACAGGTAGTAAGATCATGGATAAAGGGAGAGTCAG
GACTTTATGCACCTCCCATCAGAGGCAACCTCACATGCCAGTCCAAC---
ATAACTGGAATGATTCTACAACTAGATGAACCATATAACCGCACATCA-------------------------
-------------------------------------------------------------------------
----------
GATGCAAATGTCACACTTAGACCAAGTGGGGGAGACATGCAAGATATATGGAGAGCTCAATTGTACAACTACA
AAGTAGTACAGATAAAACCTTTT---AGTGTAGCACCTACAAGAATCTCAAGGCCAACAATAAACCTT-----
-------------------AACACCCCTCGCAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTGTTCTTGGGGGCGCTAAGCCTT---GCAGGTAGCACTATG---GGCGCAGTGGCA---
ACAACACTGACGGTACAG---ACCCACAGT---GTACTG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCGATACAGGCCCAGCAACACCTGCTGAGGCTATCTGTATGGGGTATC 
>KU168296 
TTTTACTGTAACACATCTCAGATGTTCAATTATACCTTTATATGTAATGAAACCACCTGTGAGAACACCTGTA
AGAGCCCA-----------------------------------------------------------------
-------------------AAT---
TGCAGTAGCAATATCACTCAGATACCTTGCAGGTTGAAGCAGGTAGTAAGGTCCTGGATGAAGGGAGGATCAG
GACTCTATGCACCTCCCATCCGAGGTCAATTAAGATGTGAATCAAAC---
ATAACTGGAATGATTCTAGAAATGGATCAGCCATGGAACGGGAAC----------------------------
-------------------------------------------------------------------------
----
CAAAGCAACAGCACAAGGACATTTAGACCAACAGGGGGAAATATGAAAGATATATGGAGAACTGAATTGCTCA
GATACAAAGTAGTAAGAATAAAACCTTTT---
AGTGTGGCACCTACAAAAATTACAAGGCCAGTCATAGGCTTT---------------------------
GGCCCCCGCAGAGAAAAAAGAGCT---GTGGGC---TTGGGAATG---------
CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>KU168297 
TTTTACTGTTACACAGCTGATATGTTTAAGTATACCTTTAGATGTAATGAAACCACCTGTATCCCAGGATTCA
ATAGCTCA-----------------------------------------------------------------
-------------------------
GAATCCAAGAATAACACCCGGATACCTTGCAGGATAAAGCAGGTAGTAAGGTCATGGATGAGGGGAGGATCAG
GACTCTATGCACCTCCAATCCGAGGAAACTTAACATGTGAATCAAAC---
ATAACTGGAATGATTCTACAAATGGATGAGCCATGGAACACGAGCAGA-------------------------
-------------------------------------------------------------------------
-------------
AAGAACAACACATTTAGACCAGTAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGCTCAGATACAAAG
TAGTAAGGATAAAACCTTTT---AGTGTGGCACCTACAAAAGTTACAAGACCAGTCATAGGCTTT--------



-------------------GGCCCCCGCAGAGAAAAAAGAGCA---GTGGGC---TTGGGAATG---------
CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>JX245014 
TTTTATTGTAACACCACTAAGTTGTTTAATTATAACTTTACATGTAATGGAGCCACCTGTAATGAAACCATCC
ATAACCAAAGT--------------------------------------------------------------
-------------TACCAT------
AGCTATAAGAATCAAAGTATAATACCTTGCAAATTGAAGCAGGTGGTAAGGTCATGGATACAGGGAGGGTCGG
GACTCTATGCACCTCCCATCAAAGGTAATCTAACATGTACATCAAAC---
ATAACTGGAATGCTTCTGGAAATGGATAGCCCATGGAACAAAAGT----------------------------
-------------------------------------------------------------------------
----------
AGCACGAATGCAACTTTTAGACCAATAGGGGGAAATATGAAAGATATATGGAGAACTGAGTTGTACAACTACA
AAGTAGTAAGGGTAAAACCTTTT---AGTGTGGCACCCACATATATTACAAGGCCAGTCATTAAATCT-----
----------------------------CATAGGGAAAAAAGAGCA---GTAGGA---CTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACA---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>JX245015 
TTTTATTGTAACACCTCTAAGATGTTTTGTTATACTTTCAACTGTAGTAGATCCAACAACTGCACCCTTATTA
AGAACAACTGT--------------------------------------------------------------
----ACCATTAATAGT---------
ACTAGTAATAGTACGAGTGAGATACCTTGCAGGTTGAGACAGGTGGTAAGATCATGGATGGGGGGACAGTCAG
GACTCTATGCTCCTCCCATCAAAGGTAATCTAACATGTATATCAAAC---
ATAACTGGAATGATTCTACAACTGGATAAGCCATGGAACATCAGT----------------------------
-------------------------------------------------------------------------
----------
AATAGGAACATCACACTTAGACCCACAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGTTCCAATACA
AGGTAGTAAAGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCACTCATAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCGATACAGGCCCAGCAGCATTTGCTGAGGCTATCTGTATGGGGTATC 
>AJ302646 
TTCTATTGTAACACATCTAAGATGTTTAATTATACCTTTTCATGTATAGGAACCAACTGTACTAGTAACCAAA
ATAGCAGC-----------------------------------------------------------------
----------------------------
AACAGTAATGACACTCGGATATATTGCAGGATAAAACAGGTGGTAAGGTCATGGATACAGGGAGGGTCAGGAC
TCTATGCACCTCCCAGGAAAGGTAACCTAACATGCAGCTCACTC---
ATAACTGGAATGATTCTACAATTGGATATGCCATGGAACAGCACCAAC-------------------------
-------------------------------------------------------------------------
----------
AACAGCAACGCCACATTTAGACCAACAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGTTCAAATACA
AAGTAGTAAAGGTAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGGCCAGTCATAGGCACT-----
----------------------GGCACTCAAAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTATTCTTAGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGGCGGTACAG---ACCCAATCT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>AJ302647 
TTCTATTGTAACACATCTCAGATGTTTAATTATACCTTTTCATGTACAAGAACCAACTGTATTAGACAAAGTA
ACAGT--------------------------------------------------------------------
-------------------------------
AGCATTAATGGCACAATATCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATACAGGGAGGGTCGGGACTTT
ATGCACCTCCCAGGCCAGGTTACCTAACATGCAACTCATCC---
ATAACTGGAATGATTCTACAATTGGATAAGACATGGAACCGCACCAAC-------------------------
-------------------------------------------------------------------------
----------
AACAGCGAATCCACATTTAGACCAATAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGTTCAAATACA
AAGTAGTAAAGATAAAACCTTTT---AGTGTGGCACCTACAAAAATTGCAAGACCAGTCATAGGCACT-----



----------------------GGCACTCGAAGAGAAAAAAGAGCA---GTAGGA---TTGGGAATG------
---CTGTTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAACGCTGGCGGTACAG---ACCCACACT---TTGATG---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>JN571034 
TTTTATTGTGACACAGGGAAAATGTTTAATTATACCCTGGAATGTAACGGAACCATCTGTGAGAATATCAGTA
GTGAGAGTAAT--------------------------------------------------------------
----------AGCAGTAGT------
GAGAGTAAGAATAAAACGCGGATACCTTGCAGGCTGAAACAGATGGTAAGGTCATGGGCAACAGGAGGGTCAG
GAATCTATGCACCTCCCATCCAAGGCAATCTCACATGTACATCAAAC---
ATAACTGGGATGATTCTACAAACAGATGGGGTATGGGACTACCCC----------------------------
-------------------------------------------------------------------------
-------
CACCCCAACAATGTAACATTTAGACCAACAGGGGGAAATATGGAAGATATATGGAGAACTGAATTGTACAACT
ACAAAGTAGTAAAGGTAAAACCTTTT---AGTGTGGCACCCACAAGAATTGCAAGGCCAGTCATAGGCACT--
-------------------------GGCACTCATAGAGAAAAAAGAGCA---GCAGGA---TTGGGAATG---
------CTGTTCTTGGGGGTTCTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---GCCCACACT---TTGATG---AAGGGCATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAACACTTGCTGAGGCTGTCTGTATGGGGTATC 
>AY169805 
TTTTACTGCAACACATCTCAGATGTTTAATTATATCTTTAACTGTACCGGAACCACCTGTAATTATACCAAAA
ACATC--------------------------------------------------------------------
-------
CAAAATTATACCTTTAGCCAAAATACCACTAGCACTAAGATACCTTGCAGATTGAGGCAGGTAGTAAGGTCAT
GGATGAGGGGAGGATCGGGACCCTATGCACCTCCCATCCGAGGTAACTTAACATGTGGATCAAAC---
ATAACTGGAATGATTCTAGAAATGGATGAGCCATGGAACGAGAGC----------------------------
-------------------------------------------------------------------------
----------
CACAGGGAAAGCATATTTAGACCAACAGGGGGAAATATGAAAGATATATGGAGAACTGAATTGCTCAGATACA
AAGTAGTAAGGATAAAACCTTTT---AGTGTGGCACCTACAAAAATTACAAGGCCAGTCATAGGCTTT-----
----------------------GGCACCCGCAGAGAAAAAAGAGCA---GTGGGC---TTGGGAATG------
---CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>KF859744 
TTTTACTGTGACACAACTCAGATGTTTAATTATACCTTTAACTGTACTGACACCAGGTGTGATAATCAAAGT-
-------------------------------------------------------------------------
----------------------------
ACCACCAGCAGTAATAATATACCTTGCAGGTTGAGGCAGGTAGTAAGGTCATGGATGAGAGGAGGATCGGGAC
TCTATGCACCTCCCATCCGAGGTAACTTAACATGTGGATCAAAC---
ATAACTGGAATGATTCTACAAATGGATCAGCCATGGAACGGGAGCCAGAGCAAC-------------------
-------------------------------------------------------------------------
-------
ACAAACAGGAGCAGCACCTTTAGACCAATAGGGGGAGATATGAAAGATATATGGAGAACTGAATTGCTCAGAT
ACAAAGTAGTAAGGATAAAACCTTTT---AGTGTGGCACCTACAAAAATTACAAGGCCAGTCATAGGCTTT--
-------------------------GGCACCCGCAGAGAGAAAAGAGCA---GTGGGC---TTGGGAATG---
------CTATTCTTGGGGGTTCTAAGTGCA---GCAGGTAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACGG---ACCCACACT---TTGATA---AAGGGTATAGTGCAACAGCAGGAC---
AACCTG---CTAAGA---GCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>AY169968 
TTTTACTGCGATACTAGAAAAATGTTTAATGAAAGTGAACCTTTTCACGAGAAC-------------------
-------------------------------------------------------------------------
----------------------------------------
ATGACAATACCATGCAGAATTAGACAAATAGTGAATTCATGGATGAGAGTAGGAAGGGGAATCTATGCACCTC
CAATACCAGGACATATAACTTGTAACTCTCTA---
ATTACTGGGCTCATATTGACACGAGACCATGTTAATAATACTAATAAT-------------------------
-------------------------------------------------------------------------
----------------------
ACATTTAGACCAATAGGAGGAGACATGAAAAACATTTGGAGGAGTGAACTCTATAAATACAAAGTGGTGCGCA
TAGAACCATTA---TCTGTGGCACCAACCAAAGCAAAAAGGCATACAGTAGGAGAA-----------------



----------------AGGAGACAGAAGAGAGCAGCCTTTGGC---CTGGGAGCA---------
CTGTTCCTTGGGTTTCTGGGTGCA---GCAGGAAGCACAATG---GGCGCAGCGGCA---
GTCACGCTGACGGTACAG---GCCCGACAG---TTACTA---TCGGGAATAGTGCAACAACAGAAC---
AACCTG---TTGAGA---GCAATAGAGGCCCAACAGCATCTATTGCAACTAACAGTCTGGGGAGTA 
>DQ373066 
TTCTACTGTAATACAAGTGAGATCATCAATATCACTAAGATAAACAAAACT----------------------
-------------------------------------------------------------------------
-------------------------------
GAGAATATGACAATAATCCCTTGTAGAATAAGACAAATAGTGAATTCCTGGATGCGTGTAGGGAAAGGAATTT
TTGCACCACCAATTAGAGGTAACATTACCTGCACTTCTAAT---
ATCACAGGTATGCTACTAGAGATACATAAGAACCGAGAAGATCAGGGAGAAGAT------CAGGATCAG---
AAT----------------------------------------------------------------------
-----------------
AACACATACGTTTGTCTAACAGGGGGTAACATGAAAGATATTTGGAGAAGTGAACTATACAAATACAAAATAG
TTGAGATACAACCACTA---GGAGTAGCACCTACTAAAAGTAGAAGATATGCAGTAGAA---AAA--------
----------------CAACACCATAGAGAAAAGAGAGCC---CTTGGA---CTAGGAGCA---------
CTGTTTCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTCGTGCTGACGGTACAA---GCCCGGCAA---TTGTTA---ACGGGCATAGTGCAGCAGCAGAAT---
AATCTG---CTAAGA---GCAATAGAAGCTCAACAACATCTGTTGCAGCTTTCTGTCTGGGGAATC 
>GQ217539 
TTTTACTGCAATACTACCCCTCTTTTCACAGGCAATAAGACAAATATAACA----------------------
-------------------------------------------------------------------------
----------------------------------------
ATAATACTGCCATGCAAAATTAGACAGATAGTTAATTCCTGGATGAGAGTTGGAAAGGGTATCTATGCTCCAC
CCATTAGAGGAAATCTCTCCTGTAATTCTAAC---
ATAACAGGGCTTCTATTAACAAGAGATGGACCAGACAAGAATATAAACGAGACT-------------------
-------------------------------------------------------------------------
-------------------
GAAACACTAAGGCCAGGAGGAGGAGACATGAAAGACATTTGGAGAAGTGAACTTTATAAATATAAAGTAGTAA
AAATTGAACCCCTG---GCAGTAGCTCCAACTAAGGCAAGGAGATACACTATAAAT-----------------
----------ATGGAAAAACACAGAGCAAAAAGAGCA---GCCTTT---------------------------
---------------GCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---GTTACGCTGACGGTACAG-
--GCCCGAAAT---TTACTT---TCGGGAATAGTGCAACAACAGAAT---AATCTG---CTAAGA---
GCCATAGAAGCTCAGCAACATCTGCTGCAGCTGTCTGTATGGGGTGTC 
>X52154 
TTCTATTGTAATACTAGCCAAATATTTACTGACAACATTACAAATGGCATT----------------------
-------------------------------------------------------------------------
----------------------------------------
ATAATACTGCCATGCAGAATTAGACAGATAGTTAGTTCATGGATGAGGGTAGGAAGAGGAATATATGCACCCC
CAATCAGAGGAAACATCACTTGCAATTCTAAC---
ATTACTGGACTTCTCTTAACTTCAGACACTCCTGTGACTAACAACAGTGGTAAC-------------------
-------------------------------------------------------------------------
-------------------
CTGACATTTAGACCTACAGGAGGAAACATGAAAGATATTTGGAGAAGTGAGCTCTATAAGTATAAAGTAGTTC
GAATAGAGCCTTTA---TCAGTGGCACCAACAAAAGCAAGAAGGCATACAGTGGCA---AGA-----------
----------CAGAAAGACAGACAGAAAAGAGCAGCC---TTCGGT---CTGGGAGCA---------
CTGTTCCTTGGGTTCCTGGGTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCCGACAG---TTGCTG---TCGGGTATAGTGCAGCAACAGAAT---
AATCTG---TTGAAA---GCAATAGAGGCTCAACAGCACCTATTGCAACTATCAATCTGGGGAGTA 
>JQ768416 
TTCTACTGCAATCTAACAAAATGGATTAACGAGACCTGGCTTAACGAGACG----------------------
-------------------------------------------------------------------------
----------------------------
GACCAGACCAATCTTGTAGCACCCTGTAGACTCAGACAAATAGTTAACCATTGGGGCATTGTGGCTAAAGCCA
TCTACCTCCCTCCAAGAAGAGGAACAGTAAAATGTGTGTCAAAC---
ATCACGGGTTTCCTGATGACAAACGAGGAAACGGGTGCT----------------------------------
-------------------------------------------------------------------------
-------------------------------
ACCTTCTCCGGTAAAGTAGAGGATTATTGGAGGGTGGAATTAGCAAAGTACAAAATTGTAGAAATTCAGCCCC
TA---TCAGTGGCTCCTACCACAGGAAAAAGGCCAGAGATTAAG---GCC-----------------------



-AATCATACAAGATCAAAAAGGGAC---GTTGGC---ATAGGGCTG---------
TTGTTTCTGGGATTTCTCAGCGCA---GCAGGAAGTACAATG---GGCGCAGCGTCA---
ATAGCGCTGGTGGCACAG---GCCAGAGGG---GTCCTC---TCTGGTATTGTACAGCAGCAGCAC---
AACCTG---CTGCAG---GCAATAGAGGCGCAACAGCATTTGTTGCAGCTTACTGTATGGGGCGTC 
>KU921778 
TTCTTTTGTAATACATCAGAACTATTTAATAGCAGTTGGAATAATAGCAGTTGGAGTGACAATAGCAGTGAGA
ATAGGACG-----------------------------------------------------------------
-------------------------
TCAAATGACACCACCATAACTCTTAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACGGGAAAAG
CAATGTATGCCCCTCCCATTCAAGGAGTAATAAACTGTGTATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGGGGTGGAGATGATAGC----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>MF373124 
TTCTTTTGTGATACATCAGGCCTGTTTAATAGTACTTGGCCTTGGCAAAATGACACTGCCAGCCTATCAAATA
ACACAGAG---------------------------------------------------------------
TTAAATGGTAATAGCACA---------
GAGTTAACTGGTACTATAACTCGCCCATGCAGAATAAAGCAAATTGTAAATATGGGGCAAAGAGTAAGAAAAG
CAATGCATGCCCCTCCCATCCAAGGGTTAATAAGGTGGGAATCAAAC---
ATTACAGGACTACTATGGACGAGAGATGGTGGGGATAATAGCTAC----------------------------
-------------------------------------------------------------------------
-------------
AATGAAACCTTCCGACCTGGAGGAGAGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCGAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTATTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTATGGGGCATT 
>GU201516 
TTCTTTTGCAATACAACAGGCTTGTTCAATAGCACATGGACGAAAGAGGGCAATAGCACATGGAAAAAGAACG
ATAGTGTCTCT--------------------------------------------------------------
-------------GAAAGG------
GAGTCAAATGACAATATAACACTCCAATGCAAAATAAAACAGATTATAAACATGTGGCAGAGAGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTATATCAAAT---
ATCACAGGAATGATCTTGACAAGAGATGGTGGGAAGCGCAATGAT----------------------------
-------------------------------------------------------------------------
----------
TCCAGTAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GCTTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAGCAGCTGTTGAAACTCACGGTCTGGGGCATT 
>MN486000 
TTCTTCTGTAATACATCAAAATTGTTTAATAATAATGAAACC-------------------------------
-------------------------------------------------------------------------
----------------------------
ATTACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTAGAGGAATAATTAGATGTGTATCAAAT---
ATTACAGGTCTACTATTAACAAGAGATGGTGGTATAAACACCACC----------------------------
-------------------------------------------------------------------------
-------
AACAACAACACTGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCGTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTTGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427670 
TTCTTTTGTAACACAACAAAACTGTTTAATAGTACCTGGCCTATTAATAGTACCTGGAATGCAACT-------
-------------------------------------------------------------------------
----------------------------
GGAGAGTCTATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCCATTAATTGTACATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGGTTGCAAACGCC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427718 
TTCTTCTGTAATACATCAGGACTGTTCAATAGTACTTGGTCATCTAATAGTACGTGGAATGATACTAACGAGT
CAGAAAAT-----------------------------------------------------------------
----------------------------
ATCACAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTAGTTGTTCATCAAAT---
ATTACAGGTCTGCTATTAACAAGGGATGGTGGTGATGAGAGCAAC----------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTCAACCATTA---GGGATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>KX181896 
TTTTTCTGCAATACAACACAGCTGTTTAATAGTACTTGGCTACTTAATGATACTTGGGATAGTACTGGGGAGT
CAAATAAC-----------------------------------------------------------------
----------------------------
ACTGCAGAGAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGGTGATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGGTCCAAAGAAACCTTCAGACCTGGGGGGGGGGGGATGAGGGGCAATTGGGGAAGTGAATTATATAAATATA
AAGTAGTAAAAAATGAGCCCTTA---GGAATAGCCCCCCCCCCGGCAAAAAGAAGGGGGGGG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGGT------
---ATGTTCCTTGGGTTTTTGGGAACA---GCAGGAAGCACTATG---GGGCCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACTA---GTATTG---TTTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403021 
TTCTTTTGTAACACAACACCACTGTTTAATAGTACTCGGCTGTCTAATGGTACTTGGCTGTTTAATAGTACTG
AGAATAGT-----------------------------------------------------------------
-------------------AAT---
GACCCTAAAGCCAACATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTTGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGACTAATTAGATGTAAGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTACTAACAGCACT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------



----------------------CAGAGAGAAAAAAGAGCA---GTAGGGGTAATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403047 
TTCTTCTGTAATACATCACAACTGTTTAGTAGTACTTGGCTGTCTAATGGTACTTGGAATGGTACTACAAGTA
AAAATGAT-----------------------------------------------------------------
----------------------------
ACTACAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATCAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGTATCAACAATACGAGC-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGGTCTTTCGACCTACAGGAGGAAATATGAAGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCAGTAGTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EU363825 
TCTACTGTATACATCACACTGTTTACTAGTAACTGGAATGAGAGTGATACTAGA-------------------
-------------------------------------------------------------------------
----------------------------------
GTAAATATCCACGCTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATG
CCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAATGAGACCACC----------------------------
-------------------------------------------------------------------------
----------
ACCGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCCGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY586543 
TTCTGCTGTAATACAACACAGCTGTTTAATAGTACTTGGTTTGGTAATGGTACTAGCAGGTCAAATGAC----
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAAATATCACACTCACATGTAAAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTGGTAACAGCAGT----------------------------
-------------------------------------------------------------------------
----------
AGTAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ388904 
TTCTTCTGCTGTACTACAGGGCTGTTGAATTGGAATTTTACTGGGAATAAT----------------------
-------------------------------------------------------------------------
----------------------------
ACTAATCATACTACCACACTACCATGCAGAATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAACTGCTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGATGAGAACGGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTCAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------



-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>JF683750 
TTCTTTTGTAACACAACACAACTGTTTAATAGTACTTGGAACAGTACTACTTGGAATAGTACTGAGAATGAAG
CTGGA--------------------------------------------------------------------
-------------------------
GAGTCAAATGACAATATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGGGGACCAATTAACTGCTCGTCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGGAATGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTGCAAATTGAACCAATA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATATCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF683797 
TTCTTCTGTAATTCATCACAACTGTTTAATAGTACTTGGGCTGACGAAAATGGCACAATCACACAAGGAAATG
ACACA--------------------------------------------------------------------
-------------------------
CAAGGAAATGACACAATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAG
CAATGTATGCCCCTCCCATACGAGGACTAATTAACTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGGCATAATGTGAAC----------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124808 
TTCTTCTGTAACACAACAAATCTGTTTAATAGCATTTGGGATATCAATAGTACTTGGAATAGTACTGAAAGGA
CAAACAAC-----------------------------------------------------------------
-------------------------
ACAGACAACACTAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGGCTGATTAAATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGGGATGGTGGTAATAGTAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACCTTTAGACCAGGAGGGGGAGATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTTACC---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCACAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT200352 
TTCTTCTGCAATTCATCACAACTGTTTAATAGTACTTGGCCAAGTAACAGTACTTGGAATATTAGCACTAATA
CTCAGGGGAAT--------------------------------------------------------------
-------------------------
AGCACTGAAGACATTATCACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATAAACAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGATAATTGGAGAAGCGAATTGTATAAATACA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAACT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699022 
TTCTTCTGTGATACAACAAAGCTGTTTAATAGTACTTGGCTGGCTAATGGTAGGAGGAATGATACTTCAAGTT
CA-----------------------------------------------------------------------
----------------------------
AATGACACTCTCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGTAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGATGAGGATAATAGTAATAGCACG-------------------
-------------------------------------------------------------------------
----
AAAAACAACACCATAGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGAATTGAGCCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---
CTCGGAGCT---------ATGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC699024 
TTCTTCTGTAATTCATCACAACTGTTTAATAGTACTTGGTATGGTAATGGTACTGGAAATGCCAAC-------
-------------------------------------------------------------------------
----------------------------
ACTACAGGCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACTAGAGATGGTGGCAAGGATCAGACT----------------------------
-------------------------------------------------------------------------
-------
GAGAATGAAACCGAGACCTTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595798 
TTCTTCTGCAATACAACAGCACTGTTTAATAGTACTTGGAATAATGAAAGGTCAAATGAC-------------
-------------------------------------------------------------------------
----------------------------
ACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACAGTCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595777 
TTTTTCTGTAATACAACACAACTGTTTAATAGTAGTTGGAACAGTAACAGTAACAGTTCTGTAAATGAA----
-------------------------------------------------------------------------
----------------------------
AGTTCTGTGAATATCACACTCCCATGTAGAATGAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATCCAATGCATATCAAAT---
ATCACAGGGCTATTATTAACAAGAGATGGTGGTAATAATGGAACA----------------------------
-------------------------------------------------------------------------
----------
AATGAGAGCGAGATCTTCAGACCTGCAGGAGGCAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAACAGAAC---
AATCTG---TTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588226 
TTCTTCTGTAATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTGGATGGTTAAGTAACACAAATAAC-
-------------------------------------------------------------------------
----------------------------
GCTACAGGAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAATAGCACGAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGGCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AJ417428 
TTCCACTGTAATTCAACACAACTGTTTAATAGTACCTGGAACGGTAATGATACTGATACTAAAGAAACAAATG
AC-----------------------------------------------------------------------
----------------------------
ACTGAAGGAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGGGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATATCACGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373203 
TTC---TCCGGAACCCCACCAGGACAATCCACCATACCTGGAATCATGGGAACTCGAAAAATAACTAAGGGA-
-------------------------------------------------------------------------
-------------------------
CCAATTAAGGCATTAATCCCCTTCCCTGGAAGAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGAAACATTAGTTGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGGGATGGTGGTAATAATGAAACT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGACGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>AY173951 
TTCTTCTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAGCACTGAAGGAAATGACGATGGA-------
-------------------------------------------------------------------------
----------------------------
GAGGAAAGAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGGAGGACAAATTAGATGCACCTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTAACCAAAATGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF277068 
TTCTTCTGTAATACAACACAATTGTTTAACAGTACTTGGAATATTAATGGTACTTGGCATGGTACTACAGTG-
-------------------------------------------------------------------------
----------------------------
TCAAATAAGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGTCCCTCCTATTAGAGGACAAGTTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACGAGAGACGGTGGTAATAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAGAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469735 
TTGTACTGTAATACATCACATCTGTTTAATAGTACCTGGATGTGTAATAGTACTTGGAATAGTACTAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGGAACAACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGTCGGTGATGACAGT-------------------------
-------------------------------------------------------------------------
-------
TCAAACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403106 
TTCTTCTGTAATACATCAAAACTGTTTACTTGGAAGAGTACTAACAGGTCACTTAGCATTGGA----------
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAAAGTGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTCAGGGTAATGAAACA-------------------------
-------------------------------------------------------------------------
-------
GATAATAGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469759 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGTCAAATAACACAGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACCATCCCATGCAAAATAAGACAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAAGAAACATTAGTTGTACATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGTGAAGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAACTTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>FJ469722 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACGTGGCCAGTTAATGGTAATAACACTGAAGGA-------
-------------------------------------------------------------------------
----------------------------
GATAGCACAAACATCACGATCCCATGTAGAATAAAACAGATCATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATCAATTAAATGTTCATCTAAT---
ATAACAGGGCTGCTATTAACAAGAGATGGTGGTAATATCACGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCCTTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGGGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF990605 
TTCTTCTGTAATACAACACAATTGTTTAGTAGCACTTGGAATGATACTAATAAAAATATCACAGGGTCA----
-------------------------------------------------------------------------
----------------------------
ACTGACACTACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAACTGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAAGGGGAACAACCACACTGAG-------------------
-------------------------------------------------------------------------
-------------
AACATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGCACTTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---ATAGGA---ATAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ653127 
TTCTTCTGTAATACAACACCACTATTTAATAGTACTTGGAATATAACTGATGAAAGGGTAAATAACACTGAAG
GA-----------------------------------------------------------------------
----------------------------
AATAGCACTATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATTAACTGTGTATCAAAT---
ATTACAGGGATAATATTAACAAGGGATGGTGGGCAGGGAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AGTGGAGCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATACAAATATA
AAGTAGTACGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGTTGGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACGG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320329 
TTCTTCTGTAACACAACACAATTGTTTAACAGTACTTGGGGGCTTAATGATACTTGGGAAAGTGATACTGCTA
CTGAA--------------------------------------------------------------------
-------------------GGA---
TCAGATAACATCACAATCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTTATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACTGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469710 
TTGTACTGTGATACATCAAAACTGTTTAATAGTACTTGGTATAGGAATGGTACTATAGTAAAGTCAAACAACA
CT-----------------------------------------------------------------------
-------------------------
AGTGGAAATGACACAATCGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATCATCTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGACAATAAAACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF990608 
TTCTTCTGTAATACATCAAAGCTGTTTAATAGTACTTGGCCATATAATAGTACTTGGAATGAAACTGTGCCCA
AT-----------------------------------------------------------------------
----------------------------
AACAATGACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCTCCTCCCAGCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTATTAACATTACCACA-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---TTGTTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGCTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403066 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAGCACTAGAGAA-
-------------------------------------------------------------------------
----------------------------
AAGAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGGCAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTGATAAGAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCAACGAAACCTTCAGACCTATAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGTC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTAAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403075 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGGAGGGTCAAATAACACGGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGCCATGGTGGCAACAACAGT----------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403074 
TTCTTCTGCAATACAACAAAACTGTTTAATAGTACTTGGACAACTAATGGTACTGAAACGACAAATAACACAA
AA-----------------------------------------------------------------------
----------------------------
GGAAATGAGACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTGCATCAAAC---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAATAGTGGTAATAAC-------------------------
-------------------------------------------------------------------------
----
ACGAACAACAGCACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGGAGTGAACTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTA------
CTCGGAGCT---------CTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587391 
TTCTTTTGTAATTCAACACAACTGTTTAATAGTACTTGGGATAATGCTACTTTGAATAGTAATGCTAATGCTA
CT-----------------------------------------------------------------------
----------------------------
GATAGTGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCAATCCCATCAGAGGAGAAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTATTAACCAGAGATGGTGGTCTTAACAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GCCAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGGAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680917 
TTCTTTTGTAATACAACACAACTGTTTGATAGTACATGGAATAAGACAGACAATAACACGGGAAGATCAGAT-
-------------------------------------------------------------------------
----------------------------
AACAATGAAACAATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGTGTAGGAAAAGCCA
TGTATGCCCCTCCCATTAGTGGACCAATTAACTGTTCATCAAAT---
ATCACAGGGCTGCTACTAACAAGAGATGGTGGTGAGACAAAAATAAATGAGACAGGGACAGAATTAAATGAGA
CAGAG--------------------------------------------------------------------
-------------
AAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAGTTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>JQ182910 
TTCTTCTGTAACACATCACAACTGTTTAATAGTACTTGGAGTAAGACTGATTGGAATAGTACTGGGACAAATA
GCACT--------------------------------------------------------------------
----------------------------
GAAGCAGAAAATATGACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACGAATTGAGTGCTCGTCAATT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTCATAAAAATGAGAATGAG----------------------
-------------------------------------------------------------------------
-------



ACAAACCAAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTCCAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF384798 
TTCTTCTGTAATACAACAAAACTGTTTAATAGTATTTGGTTTAATAAAAATGGTACTGAAGGGTCAAAAAGC-
-------------------------------------------------------------------------
----------------------------
CCTGACAGAAATATCACACTCCCATGTAGAATAAGACAACTTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGGGGTATCAACACAACT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGAATGCTGGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384802 
TTCTTCTGTGACACAACACAACTGTTTAATAGTACTTGGGCGCCTAATGGTACTTGGATTAATGGAACACTAT
ATAAC--------------------------------------------------------------------
----------------------------
TATACAGGAAATATTAAACTCCCATGCAGATTAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCCA
TGTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGGGGTAACAGTAATGAGACTGAG----------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAATAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGCTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897915 
TTCTTCTGTAATACCACACCATTGTTTAATAGTACTTGGGTTAATGGTACTTGGCAGAATGGTACTAGAGTG-
-------------------------------------------------------------------------
----------------------------
TCAGGTGACACAATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAATGGACGAATTAATTGTTCATCAAAT---
ATTACAGGACTGCTACTAACAAGAGATGGGGGTGATAAGAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGACACCTTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTTGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>KU901997 
TTCTTTTGTGATTCAACACAACTGTTTAATAGTACTTGGGATAATGCTACTTTAAATAGTAATGCTAGTGCTA
CT-----------------------------------------------------------------------
----------------------------
AATAATGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCAATCCCATCAAAGGAGAAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTATTAACCAGAGATGGTGATCTTAACAATACT----------------------------
-------------------------------------------------------------------------
-------------



GCCAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGGAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACACTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU749387 
TTCTTCTGTAATACAACAAAGCTGTTTGACAGTACTTGGCTGTCTGACGGTACTCGGAATGATACTAAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATCATACTCCCATGCAGAATCAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGGCAAACTAACGATACA-------------------------
-------------------------------------------------------------------------
----------
AACGACACAGAAATCTTCAGACCGGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU678125 
TTCTTCTGTAATACAACACAACTGTTTAATACAACATGGGGTAATGATACTGAAGTGACAAATAACACTAAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGATGGTAATAGT-------------------------
-------------------------------------------------------------------------
----------
AGCACAAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---ATAGGA---CTAGGAGCG------
---ATGTTCATTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KY612720 
TTCTTCTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGCACTTGGAATAGCAATGATACTAGAGGGT
CAAAT--------------------------------------------------------------------
----------------------------
GACACTGGAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATATG---TTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX129293 
TTCTTCTGTGATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGGAGGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
AACACTGACCCAATCATACTCCCATGCAGAATAAAACAAATTATAAACACGTGGCAGAGTGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTGCTAACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------



ACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>U84819 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGACCCTGTTCAATAATACTTGGAATAGTACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGGGAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGTAATGATAATAACGCA-------------------------
-------------------------------------------------------------------------
-------
AACAACGGGACTGAGATCTTCAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576016 
TTCTTCTGTAATTCAACACCACTATTTAATAGTACTTGGAATGTGACTGATAGTACTACTTGGATAAATGGTA
CTGAA--------------------------------------------------------------------
-------------------------
AGGTCAAATGACACGGTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGGTAACGGTAGCTTG-------------------------
-------------------------------------------------------------------------
----------
AGTGAGGACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085287 
TTCCACTGTAATACAACAAAACTGTTTAATAGTACCTGGTATAGTCCTGAAAATTCAACACAACTGAGTAATA
ATGATACT-----------------------------------------------------------------
----------------------------
GCTAATGGGACTATCACACTCCAATGCAGAATAAAACAAATTATAAACACGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACCAATGCC----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACTGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGGG---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GCGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984753 
TTCTTCTGTAATACAACACAACTGTTTAATAGTAGTTGGAATAAGAATAATACTATAAATGGGAATGATACTG
AAGAG--------------------------------------------------------------------
----------------------------
TCAAATGACACTCTCACACTTCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAAATAACGGGACG-------------------------
-------------------------------------------------------------------------
----------



AATGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGCACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>M21098 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGGAACACTACAGGAAATATCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCCCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCGACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGGAACTTACAGTCTGGGGCATC 
>GU728014 
TTCTTCTGTAATACAACAAAGCTGTTTAATAGTACTTGGACAAAGGGTAATGAGTCTATTATTGATGAAGGG-
-------------------------------------------------------------------------
----------------------------
ATAAATGGAACGATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAGGGAAAAATTCAATGTTTATCAAAC---
ATTACAGGGCTACTGCTAACAAGAGATGGTGGCATTAATGCAACC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGATATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAACTATAAAG
TAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAATGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU604640 
TTCTTCTGTAATTCATCACAATTGTTTAATAGTACTTGGCCTTGGAATGATACTGCAGAGTTAAATGGCAAGG
ATACTGCA-----------------------------------------------------------------
-------------GAGTTA------
AATGGCAATGACACAATCATACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTATCAAGAGATGGTGGTAAGAATAATGGA----------------------------
-------------------------------------------------------------------------
-------------
TCCCAGGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CATAGAGAAAGAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT452465 
TTCTTCTGTAATACAACACGACTGTTTAACAGTACTTGGAATACTACTGATACTTGGAATGTTACTAAGATTG
GGAATGAG-----------------------------------------------------------------
----------ACGACAAAA------
GACGATAACAATACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAGG
CTATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATGGCAGTCAA----------------------------
-------------------------------------------------------------------------
-------------



GACACTGAAATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU319528 
TTTTTATGCAATACATCAGGCCTGTTCAATAATTCACTGTTGGCTAATACGAGTAATATACCG----------
-------------------------------------------------------------------------
----------------------------
GACAATGACACCATCACACTTCCATGCAAAATAAAACAATATCTAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGCGGAAGAATATCATGTAACTCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAAAGGAAACAAC----------------------------
-------------------------------------------------------------------------
----------
AAGCAAAATGAAACATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373128 
TCCCAAGGCAAATCATTAAGACTGTTTAATGGGTCCACGGGTAAAGGGACCAGGGGGAATGGAAGGTCA----
-------------------------------------------------------------------------
-------AGGAACCCATCT------AAGTCAGACGTCACTATCACTTTCCCATGCAGAATAATCCAATTT---
------TTGCCAGGAGCAGGGGTAGCAATCAACGCCCTTTCCCGTACCGGAAACATTACATGTATTCTACTG-
--GTTACAGGATTACTGCTGGCAGGGGGTGGTGGTAACGATACTAAA--------------------------
-------------------------------------------------------------------------
---------------
GGGAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTAAACCATTG---GGAATAGCACCCACTACAGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373178 
TTTTTTTGCAATACAACAAAACTGTTTGATAATAATTCAACACGGGGTTCA----------------------
-------------------------------------------------------------------------
----------------------------
GCCAATGGCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACATATGATGGAGGAAAAAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
ACTAACAACGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623561 
TTCTTTTGCAATACAACACAACTGTTTAATGAAACTAATGTT-------------------------------
-------------------------------------------------------------------------
----------------------------
ACTGAAGATACCATTACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTAGGACGAGCAA
TTTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAAT---
ATCACAGGAATACTATTGCTACGTGATGGAGGCACAAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
ACAAGTAACGAAACATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAGAGATTAAGCCATTG---GGAATAGCACCCACTAATGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749417 
TTCTTTTGCAATACATCAAAACTGTTTAATAGCACATACTATCCTAATGGTACAGAAAGTTCAAATGGTACAG
AAGGT--------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTACTGACACGTGATGGAGGAGGTAATGGTAAT----------------------------
--------------------------------------------------------------------
GAAACAGAGAGTAAT---
AGGACTGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTCAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>KF986074 
TTCTTCTGTAACACATCAGAACTGTTTAACAGTACATGGAATAGAACTAGTACTAATAGTACT----------
--------------------------------------------------------ACA---
TGGGATAGTACTAGTACACCC---------------
AATGAGACAGAGGATATTACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGAAAAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACGAGAGATGGTGAT----------------------------------------
-------------------------------------------------------------------------
-
GCAAATAATACTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAGCCAATA---GGCTTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAAAGGGAGAAAAGAGCA---ATAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACGATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGAAAT---TTATTG---
TCTGGCATAGTGCAACAGCAAAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484490 
TTCTTCTGCAATACATCAGGACTGTTTAATAGTACATGGGAGAAAAATAATAATAATAGTAAATGGGAAAATA
ATAGTACC-----------------------------------------------------------------
-------------AGGGGG------
AATAATAATACACTTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTATAAATAGTACT----------------------------
-------------------------------------------------------------------------
----------
AATGGTAATCAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---GTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KX181917 
TTATCATTCAATACAAATAATTTATTTAATGACACAGTAATAAATGACACA----------------------
-------------------------------------------------------------------------
----------------------------
ACCACTGTCAATATCACTCTCCCATGTCGAATAAAAAAAATACTAAACGTGAGGCAGGAAGTAGAAGGAGCAA
TGTATGCCAATCCCATTGGAGGAAAGATAACCTGTACCTCTATT---
ATTACAGGTATAGTATTAACAAGAGAAGGAGGTAATAATAGGGGT----------------------------
-------------------------------------------------------------------------
----------



AATAATAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTT---GGAGTAGCACCCACCAAAGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN248591 
TTCTTTTGTAACACATCAGGACTGTTTAATGCATCAGAAAAAGTTAACGCATCA-------------------
-------------------------------------------------------------------------
----------------------------
GAACAGGGAAATATCACACTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGATATTACATGTCACTCAAAC---
ATTACAGGGCTTTTATTAACAAGAGATGGTGGGAATAATATTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTACAAAATAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCA---ATAGGTGGACTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGCT---
AATTTG---CTGAGA---GCTATAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH742769 
TTCTTTTGCAATACATCAAAACTGTTTGATAGCACTTGGGCACACAATACTACCAGCGCAAACTACACAGGAT
TAAAT--------------------------------------------------------------------
-------------AACACA------
GAATTAAATGACACTATGACTCTCCAATGCAAAATAAAGCAGTTTATAAACATGTGGCAGAAAGTAGGGCAAG
CAATGTATGCCCCTCCTATCCAAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGAAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GACCAGGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KF561437 
TTCTCTTGTAATACATCAATACTGGTTGACAACACTTTTAACAACACTTCGAACGAGAGCAGCTCAGGACACA
CAGGGTGG-----------------------------------------------------------------
----------------------------
TCAAATGAATCTCTAACTCTCCCATGCAGAATAAATCAAATTGTAAATATGTGGCAGAAGGTAGGACAAGCAA
TATATGCCCCTCCCATCAATGGAGTCATAAGGTGTGATTCAAAT---
ATTACAGGACTTCTATTCACAAGGGATGGAGGGAACAGTAGGAATGGAGGGGAC-------------------
-------------------------------------------------------------------------
----
AGTGGTGGTGACAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGTATTATATA
GGTACAAGGTAGTAAAAATTGAACCGCTA---GGTGTAGCACCCACCCATGCAAAAAGGAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---GTTGGA---
CTAGGAGCT---------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATTTG---CTGAGA---
GCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389633 
TTCTTTTGCAATACATCAGGGCTGTTTAATAGCACTTGGTATGAGAATGACACTGAAACAAATAACACGGGTT
CAGTAGAG-----------------------------------------------------------------
----------------------------
GGCAATACAACTATAACTCTCCCATGTAGAATAAAACAGATTGTACGTATGTGGCAGAATGTAGGACAAGCAA
TGTATGCCCCTCCCATCCCCGGAGAAATAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGCACCGAACAGG----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGATACCTTCAGGCCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATCAGTATAAAG
TAGTGGAGATTAGCCCTTTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>DQ085872 
TTATACTGTAATACAACACAGCTGTTCAATGGTACTTGGAATGGCAATGACACTTGGAATGATACTTGGAATA
GT-----------------------------------------------------------------------
----------------------------
ACTAATGGTATTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAACTTAACTGTTCATCAAAG---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGTGGTAACGTGAATGGCACT----------------------
-------------------------------------------------------------------------
-------
GAGAATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAGAGAGCA---GTGGGAACGATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>AY536235 
TTCTTCTGCAATACAACAAGACTGTTTAATGACACAGGATTCAATGACACAAAATCCAAT-------------
-------------------------------------------------------------------------
----------------------------
GACACTGACACTATCACGCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGCAAGTGGGAAGAGCAA
TGTATGCCGCTCCCATTGCAGGAAAAATATCCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTACTACAGATGGTAAT-------------------
-------------------------------------------------------------------------
----
AATAATACTACTACTGAAATCTTCAGACCAGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAGAGA---AATTTG---CTGATG---
GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MH078537 
TTCTTTTGCAATACATCAGCACTGTTTAATAGCACTTGGATTAACAGCACTCTGTATAAAAATCAAAATGATA
CA-----------------------------------------------------------------------
----------------------------
AATCAAACTATAATAATTCTCAGTTGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAGACATAAAATGTAACTCAAGC---
ATTACAGGACTACTACTAACAAGAGATGGAGGACATGGTAATAATACTGGT----------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTGAACCACTA---GGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AF411964 
TTCTTTTGCAATACATCAGGTCTGTTTAATAGCACTTGGGGTAAAAATGACACTAACAGAACAATTGGCACGG
GA-----------------------------------------------------------------------
----------------------------
ACAAATGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCCCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTACTAACAAGAGATGGTGGGAATAATAACAGTAGTAAC----------------------



-------------------------------------------------------------------------
----
AATAACAATGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
TTTGGAGCT---------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---GTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF442569 
TTCCATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATCACAATACCAACATGACAGAGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AGCACGGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATAGAGTGTGTATCAAAC---
ATTACAGGACTAATGTTAACAAGAGATGGTGGAAAGGATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAAACCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>KF716483 
TTCTTCTGCAACACCTCAGGACTATTTAACAGTACATGGACACGGGATGGGGGTAATAAGACATGGAATAGTA
ATAGTACA-----------------------------------------------------------------
-------------GAGAGT------
GATAATATTACAGATATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGACAGTAGGAAGAG
CAATGTATGCCCCTCCCATTGAAGGAGTAATAAAATGTACATCAAAT---
ATTACAGGATTATTGTTGATGAGAGATGGTGGTTTAAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAGCCAATA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAACT---TTGTTG---ACTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN054263 
TTATATTGCAATACATCAGGCCTGTTTAACAGTACTTGGACTTGGACAAATGGCACGTTGTCAAATAACACGG
GGTCAAAT-----------------------------------------------------------------
----------------------------
GAAAATGAAACTATAACTCTTCAATGCAGAATAAGGCAAATCATAAGGATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCCAAGGAAAAATAGAGTGCAACTCAAGC---
ATTACAGGAATTCTATTAACAAGAGATGGTGGCCAGAACACCTCA----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTGACCCAGTA---GGAGTAGCACCAACCACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATTCCA---CTAGGAGCT---------
GTCTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGCATAGTGCAACAACAGAGT---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>DQ886038 
TTATACTGCAATACATCCAACCTGTTCAATAGCAATGGGTTGATAAAAGGCACAAATGCC-------------
-------------------------------------------------------------------------
----------------------------
AACATTACCAACATGACTATCCCATGCAAAATAAAGCAAATTGTACGTATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCCTCAGCGTAGTAATAATTTGTATATCAATC---



TTTACCGGGATAATATTAACAAGAGCTGGTGGGAATCATAACAAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGATCTTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCAACAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAGCGCTGACGGAACAG---GCCAGAAAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>DQ383753 
TTCTTCTGCAATACATCAGGACTGTTTAATAACACACTGCTTAATGACACATTGTTTAACAGCACA-------
-------------------------------------------------------------------------
----------------------------
GACAATAGCCCTATTACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAGAGCAA
TGTATGCCGCTCCCATTGCAGGGAACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGGGATGGTGGTAATAAAAATAATACT-------------------------
-------------------------------------------------------------------------
-------
AATGAGACTGACGAGATCTTCAGACCTGGGGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCAACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------ACGAGAGAAAAAAGAGCA---GCAGGA---CTGGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTAACAGTCTGGGGCATT 
>JN692437 
TTCTTTTGTAATACATCACAATTGTTTAATAGTACTTGGAATAATACTAATGATTGGAATAATACTAATGATA
GGAAT--------------------------------------------------------------------
-------------------------
AAGACTAACAAAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGACTAATTAACTGTTCATCAAAT---
ATAACAGGGCTGCTATTAACAAGAGATGGGGGCAGTGGGAACAAGACT-------------------------
-------------------------------------------------------------------------
-------
AACAATAATACAGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>JF804810 
TTCTTCTGCAATACATCAGGGCTGTTTAATGAAACAGTATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAATCTGTGGCAGGAAGTGGGGCGAGCAATGT
ATGCCGCCCCCATTGAAGGAAACATTACTTGTAATTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATATCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CAGACTCAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCTTCCAAGGCAAAGCGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGGCGCTGACGGGACAG---ACCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ017382 
TTCCTTTGTAACACTTCCAGATTATTTGATGAGAACGGGACTGTA----------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGGACTATTATTCTGCCCTGTAGAATAAAACAAATTGTAAATTTGTGGACAAGAGTAGGAAAAGGAATTT
ATGCACCACCAATTCGGGGAAATATTACCTGTAACTCCAGT---



ATTACTGGACTAATTCTAGAAGTTAGTGGAAATAGTACA----------------------------------
-------------------------------------------------------------------------
-------------------------
GTATATCCTTCAGGAGGAAACATGGTTAATCTCTGGAGACAAGAGTTGTACAAGTACAAAGTAGTTAGCATAG
AACCCATA---GGAGTAGCACCAGGTAAAGCTAAAAGACGCACAGTG--------------------------
-------------AATAGAGAAAAGAGAGCAGCCTTTGGA---CTAGGTGCG---------
CTGTTTCTTGGGTTTCTTGGTGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGGAAC---TTATTA---TCTGGGATAGTGCAACAGCAGAAT---
AATCTG---TTGAGA---GCAATAGAGGCGCAACAACAATTGTTGCAACTCTCAATCTGGGGCATT 
>U36863 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAAAAATGATACTGAAGTGTCAAATAACACTAAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACATTCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTCCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAAGAATGGTAAGAATGGG----------------------
-------------------------------------------------------------------------
-------
ACCAATGACACTGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>MH327757 
CTATACTGTAACTCAACACAACTGTTTAATTGGACTGAGACAAAACTGAATAATGACACCAAT----------
-------------------------------------------------------------------------
----------------------------
AATGACACCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACCAATTAGCTGTTTATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTATCAATAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACTGAGACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTACAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACACCAGTTGCAACTCACAGTCTGGGGTATC 
>MG197210 
TTCTTCTGTAATTCAACACAATTGTTTAATAGTACTTGGAATAGTACTTGGAATTTGAATGATAATAATACTG
GGGACAAT-----------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGCAGAATAAAACAAGTCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTGGTAAGAACAATACC----------------------
-------------------------------------------------------------------------
----
GAGAACAATGATACCGAGATCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGACA---
TTCGGAGCT---------TTGCTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCGTT 
>KR861319 
TTCTCTTGCAACACATCACAACTGTTTAATGGTACACACTGGTTTAATACT----------------------
-------------------------------------------------------------------------
-------------AACAGT------
ACAGGTAATGGTACAATCATACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAGGTAGGAAAAG



CAATATATGCCCCACCTATCGCAGGAAACATAACATGTAACTCTACT---
ATCACAGGACTACTATTGACACGTGATGGAGGATCACCAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCATTG---GGAGTAGCGCCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGTTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KP411844 
TTCTTCTGCACCACAACACCACCCACTTGCACCGGCAGTAGTAGTACTGGCAACAGCAACGGCAACAGGGACA
AC-----------------------------------------------------------------------
-------------AATAGC------
ACTAGCACCATAACCATACCTTTCCGAATCAGGCTAAAGCAAATTATGTGGCAGAGGCTGGGACTAGGACAGT
CAATGTATGCCCCTCCCATTACAAGAATAATACGGTGTGAGTCAAAC---
ATTACAGGACTACTATTAACAAAAAATGGAAGGAGGGTTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACATTTAAGCCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAATA---GGTGTGGCACCTACCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GCCCTCATTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTGTCTGGTATAGTGCAACAGCAAAACAAT---
TTGCTG---AGAGCT---ATAAAGGCTCACAAACAGCTGTTGAAACTCACGATCTGGGGCAAATTA 
>MH705158 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGTTGGAACGAAAGTGACACTGCAAATGACACTATAACGC
TCCCGTGCAAAATAAAACAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCA
AGGGGTAATGAGGTGTGAATCTAACATTACAGGACTACTATTAACAAGAGATGGTGGGAATGAGGGCAATGAA
AGTAGTGAGACGTGCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGG
CTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705151 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACTTGGCGGAAACTGGCAAATGGCACTTGGAGCAACATAA
ATAATGCAACGTCAAATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAACATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACAGGACTACTCTTA
ACAAGAGATGGTGGGAGTAGTAACAGGGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAACAGCAGGA
AGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH705157 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGAAAGAGGAGAATGGCACTGTCAGCATGCAGAATG
ACACGGAGTCAACTGACCCTATAACTCTCCAATGTAGAATAAAGCAAGTTATAAACATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGAGTAATAATAATACTTCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGTACGATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>MH705153 
TTCTATTGCGATACATCAGGCCTGTTTAATGGCACTTGGAGCAATACATCAGGCCTGATTAATAGCACTTGGA
GCGAGAATGACACTATAACTCTCCCATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAATAATAAATTGTACATCAAACATTACAGGACTACTGTTAACAAGAGAT
GGTGGGAATAATAACAGTATAAATGAGCCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAGTATAAAGTAGTAAAAATTCAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGCATGGGAGCTCTTCTCCTTGGGTTCTTAGGAGCAGCAGGAAGC



ACGATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705133 
TTCTATTGCAATACGTCAGGCCTGTTTAATAGCACTTGGAAGAATGGCACTAAAGAGGGAAATGACACTGCAA
AGTTAAGTGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAACAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTGTCTCTAACATTACAGGGATACTATTAACAAGGGAT
GGTGGGAATAGTAGTAATGCCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAAAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>JQ403028 
TTCTACTGCAATACAACAGAACTGTTTAATAGCACGTGGAATGACACGAGCAACACATCGCAGGGGACAAATA
ACAATAGTACTATTACTCTCCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGAAAAATACAGTGCATATCAAATATTACAGGTCTACTATTAACAAGAGATGGG
GGTAAGGGTAAAAGCAATATTACAGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCCGGAAGTACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGGCAATTATTGTCTGGTATAGTACAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389622 
TTCTATTGCAATACATCAGACTTGTTTAATAGCAATTGGACAAATGGGAATTGGACAAATGGGATAGGCAGCA
CGGAGACTAATGACACTATAACTCTTCCATGCAGAATAAAGCAGATTATAAGAATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCAAAGGGGTAATAGAGTGTAAATCAAATATTACAGGAATAATATTAGTAAGA
GATGGTGGTAAGAATAACACAGACAAGGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>DQ396400 
TTCTATTGCAATACATCAGGCCTGTTTAACAGAACTTGGAATGACACCGCTTGGAATGAAACAACTTGGAATA
ACATAAATTCAAATGGAAGTATAACTCTCCAATGTAGAATAAAGCAAATTTTAAATATGTGGCAGAGAGTAGG
ACAGGCGATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTAATCTTAACA
AGAGACGGGGGGCTTGAGCTTAACAATACGAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTGTATAAATACAAAGTAATAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGGGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGGCAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>FM165645 
TTCTACTGTAACACATCAGGCCTGTTTAATAGCAGTTGGGAAAATGACACTGGCAGCACGCAGGAGTCAAATA
GAACAAAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGCAGG
ACAAGCAATATATGCCCCTCCCATCCCAGGGGTAATACAGTGTCAGTCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGAATAACAATACAACTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCACGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTCTGTTCATTGGGTTCTTAGGAGCCGCAGGAAGC
ACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FM165628 
TTCTACTGCAACACATCAAGACTGTTTAATAGCAGTTGGGAACCATTAGGCCAGTATGATGACAGTCAGAGCA
ATGACACAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGGACAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGGGAAATAACGTGTAGATCAAATATTACAGGACTACTATTAACAAGAGATGGT
GGAAATAAAACTAATGAAACCTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTTCTCATTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU191615 
TTCTACTGCAACACATCAACACTGTTTAATAGCAGTTGGCCATTAAACCAGTCTAACAGTTGGAGCAATGGCG
GAAATGACACAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGGACAGGACAAGC
AATATATGCCCCTCCCATCGAAGGGGTAATAATGTGTAGGTCAAATATTACAGGACTCCTATTAACAAGAGAT



GGTGGAAATGAAGCTAATAAAACTAATGAAACTGCTGAAATCTTCAGACCTGGAGGAGGGGATATGAGAGATA
ATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTTCTCATTGGGTTCTTAGGAACAGCA
GGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH746258 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACATGGTCTAAAAATGGCACACAGCAGGTAGACAACATAA
CCAATCCTATAATTCTCCAATGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGACTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGA
AATGGGAATACAACAAACAATGAAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTACAAGTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTATTCATTGGATTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCTGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>MH746253 
TTCTATTGTAATACATCAGCCTTATTTAATAGCACTTGGAATGATACCAATAATACGGGATCAAATACTGACA
ATAACACCACGGGGTCAAATGAAGTTATAACTCTCCCTTGCAGAATAAAACAAATTATACGTATGTGGCAGAG
AACAGGACAAGCAATGTATGCCCCTCCCATTTCAGGAATAATAAATTGTACATCAAACATTACAGGACTAATA
TTGACAAGAGATGGTAGTAATGGTGATAATAACAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAGGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>MH746251 
TTCTATTGCAATACATCAGCCCTGTTCAATAGTACTTGGAATGGCACTGTCACAAATGGCACACAAGCAAATG
GAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAGAGGAGTGATAAGGTGTGAATCAAACATTACAGGACTAATACTAACAAGAGATGGTGGAGGT
GGAACTAATAGCAGCAATGAGACCTTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGATTAGCACCTACCGAGGCAAGGAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCATTGACGCTGACGGCACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU168256 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGCATGTCAATAATACATCAAGCCTGGTTAATAGCA
CTGGGAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATTCCAGGAATAATAAAGTGTGAGTCAAACATTACAGGACTACTATTGATAAGAGATGGTGGA
ATTAATAATAACAGTATGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGATTTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTTTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU168305 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAAGACTAATGGCACTAGCACTTGGAAGGAGACTA
ATGGCACTGGGAGCCAGGAAAATAGCAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAGCAGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGTAATAAAGTGTAACTCAAACATTACA
GGACTACTATTAACAAGAGATGGGGGAAGTAATAACAATAGCCAAGAGGAGACTTTCAGACCTGGAGGAGGAA
ATATGAAGGATAACTGGAGAAGTGAATTATATAGGTACAAAGTAGTACAAATTGAACCCCTAGGAATAGCACC
CACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTC
TTAGGAGCAGCTGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTG
GCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTG
GGGCATT 
>KP718918 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTTTAGTAATGGGAGCAGGGGCAATGAGAGCATGG
AAGATGACACCAATATAACTCATATAACTCTCCCATGCAGAATAAGGCAAATTGTGAATATGTGGCAGAGAGC
AGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAATATTACAGGAATACTATTA
ACAAGAGATGGTGGATATAATATTAGCAATAACGACACCGAGATTTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCACTAGGAATAGCACCCACTAGGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCATTGGGTTCCTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAGTTATTGTCTGGAATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 



>KP718928 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCATAGTAATGGCACTGCAAATGGCACTGAAAATG
CCACTATAACTCTCCCATGCAGGATAAAGCAGATTATAAATCTATGGCAGAGAGTAGGGCAAGCAATGTATGC
CCCTCCTATCCCAGGAATAATAAATTGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAAT
GCTAGTGAGGAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTCGGAATAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGCACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>AM279343 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTTTAATAGCACTTGGAATGACACTATCAGCAATA
ATAACACAGGGTCAAATGACACCATATATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGAC
AGGACAAGCAATGTATGCCCCTCCCATCCGAGGAATAATACAGTGTAATTCAACCATTACAGGACTACTATTA
ACAAGAGATGGTGGGATTAACAACAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATA
ATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279348 
TTCTATTGCAATACATCAGGCCTGTTTGCTCAGGAGTTAAAAAATGACACAAATGACAATAACACAATAATTC
TCCTATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCAGAGC
AGGAGTAATAAGGTGTGTATCAAACATTACAGGACTACTGTTAACAAGAGATGGTGGAAAAAATGACAATGGA
ACTAATGGAACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAGAATTGAACCAGTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATC 
>FJ388894 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACCTGGAATATTAATACTATTTGGAATAACACTATGTCAA
ACAGCACTGAGTCAAACGGCACTATAGTGCTCCCATGCAGAATAAAGCAAATTGTAAATGTGTGGCAGAGAGC
AGGACAAGCAATATACGCCCCTCCCATCCAAGGAATAATACAGTGTGTCTCAAACATTACAGGACTAATATTA
ACAAGAGATGGTGGGAATAATAATAACACAAATAATACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>FJ388903 
TTCTATTGTAACACATCGGGCCTGTTTAATAGCCAATATAACACATCAGGCCTGGTTAATAACACGCAGGAGT
CAGGAAGCACAGAGTCAAATGACACTGAGTCAATTGTCACAGACAATATAACTCTCCAAATCAGAATAAAGCA
AATTATAAATCAGTGGCAAAGAGTAGCTCAAGCAACATATGCCCCTCCCATCCCAGGAGTAATAAAATGTGTA
TCAAACATTACAGGACTAATATTAACTAGAGATGGTGGGAGTAGTAGCGGAAATGAAACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTAT
TGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCAC
GGTTTGGGGCATT 
>FJ388909 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAATGACACCTGGAATGGCAATGACACACAAG
AGTCAAATGAAACCTCGTCAAATGGCACCATAATTCCACCATGCAAAATAAAACAAATTGTAAATATGTGGCA
GAGAGTACAACAAGCAATGTATCCCCCTCTCGTCGAAGGAGTAATAAGGTGTGAATCCATCATTACAGGACTA
CTATCAACAAGAGATGGTGGGATTAACAGCAGGACAAATGAAACCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAACTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCACGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGCTGGACTGGGAGTTATGTTCCTTGGGTTCTTAGGAGCA
GCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTATCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ388925 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAATGCCACTGCCAGCATGCAGGAGTCAAATAGCA
CAGAGTCAAACGACACTACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACA
AGAGATGGAGGGAATAGTAACAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA



GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ388932 
CTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCCTGCCAATAACAGTACGCAGGGGTCAAATAGCA
CAGAGTCAAACGACACCGTAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACA
AGCAATATATGCCCCTCCCATACCAGGAGAAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAGTAGCAATAATACAGAAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTATTAGGTGGACTGGGAGCTGTCTTCGTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGAAATTATTGACTGGCATAGTGCAAC
AGCAAAGTAATTTGCTGAGGGCTATCGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ388938 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGGCACTACCATGCAGGAGTCAAATAACACAG
AGTCAAACGACACTGAGTCAAACGACATTATAACTCTCCGATGCAGAATAAGGCAAATTATAAGAATGTGGCA
GAGAGCAGGACAAGCAATGTATGCCCCACCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTA
ATATTAGCAAGAGATGGTGGGAATAGAAATGAAACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAACTATTGTCTGGCATAGTGCAAC
AGCAAAGTAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTTTGGGGCATT 
>FJ388942 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCTCTTGGCTGAAGTCAAATAGAACAGGGCCTAGCACAGAGC
CAAACAACACTGAGCCAAACAACACTATTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCA
GAGAACAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTA
ATATTAACAAGAGATGGTGGGAATAGTAGCAATAGCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ388946 
TTTTATTGTAATACATCAGGCCTGTTTAATAGAACTTGGTCTACCAATACCAGCATGCAGGTGTCAAATAGCA
CAGAGTTAAATGGCCCTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGAAATAATAATACCGGAAATCAAACCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAACCTCACGGTCTGGGGCATT 
>JF683737 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACGTGGAATGCTAGTGACATCACGCAGGGGTTAAATGACA
CAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAGGCAATGTATGCCCC
TCCCATCCAGGGAGAAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGAATGGG
AATGGAACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
GTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>JF683759 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATACCACTGACACCATGCACGAGGAGACTAATA
CAGAGGCAAATAGTACTATTACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATACAGTGTAAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAGTAATAGCAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCGGTATTCATTGGGTTCTTAGGAGCAGCTGGAAGCACC
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JF683760 



TTCTATTGTAACACCTCAAAGTTGTTTAATAGCACTTGGGATCCTAATAATACCAGCACGCAGGAGTCAAATA
GCACAAATGATAATATAATTCTCCCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATATATGCCCCTCCCATCCAAGGAATAATAAACTGTGTATCAAACATTACAGGATTAATATTAACAAGAGAT
GGGGGTGTAGGTAACAACGCAAAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACTGGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>JF683761 
TTCTATTGTAACACCTCAAAGCTGTTTAATAGCACTTGGAATAATACCAGCACGCAGGAGTCAAATAGCACTA
ATCCAAATGATAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACAAGC
AATATATGCCCCTCCCATCCAAGGAAAAATAAACTGTGTATCAAACATTACAGGATTAATATTAACAAGAGAT
GGGGGGGGTAACAGCACAGAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAGCCAATAGGAGTAGCACCCACTGAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GGGGCGTCAATGACGCGGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>JF683767 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCTCTTGGAATATCAATGGCAGCAGGTCAAATAGCACAAGGT
CAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACAGGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTACTGTTAACAAGAGATGGA
GGGGGTAACAATACAAATGAAACTGAAATTTTCAGACCTGGAGGAGGAGATATGAGGGGCAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGACCCACCAGGAGTAGCACCCAACACAGCAAGGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGCTGGAATAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683779 
TTCTACTGTAACACATCAGGCCTGTTTAATAGCACTTGGTATACCAATAACAGCATGCAGCCAAATTACACAA
AAACTATAACTTTGCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAAAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCCAGGAATAATACAATGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGCAT
AATAATAGTGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTGAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>JF683782 
TTCTATTGTAATACATCAAAATTGTTTAATACAACTTGGAATGCCAATGGCAGCGTACAGGAGTCAGTCAACA
CTGCAGGCAACACTACTATATTTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCAGGGAAGAATAAGGTGTGAATCAAACATTACAGGACTACTGTTAACAAGA
GATGGTGGAGGTAATGCAAACAACACAGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTACAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATTGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>JF683783 
TTCTATTGTAATACATCAAAATTGTTTAATACAACTTGGAATGTCACTGACAGCATAGAAGAGTCAGGCAACA
CTATTATAGTCCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATCC
CCCTCCCATCCGGGGAATAATAAGGTGTGAATCCAACATTACAGGACTATTATTAACAAGAGATGGTGGAGAT
ACTGAAAACACCACAGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>JF683789 
TTCTATTGTAACACCTCAAAGCTGTTTAATAGCATTTGGCATCCTAATGATACCATGCAGGAGGAGACTAATA
CAAATCCAAATGCTAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTGTGGCAAAGAGTAGGGAA
AGCAATATATGCCCCTCCCATCCGAGGAAGAATAGAGTGTGTATCAAACATTACAGGATTAATAATAACAAGA
GATGGTGGAAATAACACAAATAACACTGAAATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACTGAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATTGGACTAGGAGCTATGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT



ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGATGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ670523 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCCTAATAGCACTTGGAATGCCAATACCAGCATAC
AGGAGTCAAATAGCACAGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAGC
AGGAAAAGCAATATATGCCCCTCCCATCCAAGGAGCAATACAGTGTATATCAAACATTACAGGACTAATATTA
ACAAGAGATGGAGGTAATAATGGAACTAATAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAGGGCAAA
GAGAAGAGTAGTGGGGAGAGAAAAAAGAGCAGTTACAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF219261 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGTGTCAAACAACACTGGGAAATATTATAGTAATA
GCACTAGGGAAAATCCAAATATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGGATAAGAACAACACAAGTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCCGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTATTTGGGCTGGGAGCTGTCTTTCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AF219265 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGTAATAGCACTTGGAGTTCCAATGCCAGCACGC
AGGGGTCAGAAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGATTCAAATATTACAGGACTAATATTAACA
AGAGATGGTGGGGTTACAAATGAAACCGAAACCTCCAGACCTGGAGGAGGAGATATGGGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAGTAGT
GGTGGGGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTTTTCATTGGGTTCCTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM204635 
TTCTATTGTAATACATCACACCTGTTTAATAGCGCTTGGTCTGTCAATGACACCGTGCAGGAGTCAAATAGCA
CGGAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGATGTAACTCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATAATAATAGTTCAAATGAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM204648 
TTTTATTGTAACACATCAGGCCTGTTTACTGGCACTTGGAATCAGACTAATAGTACTTGGAATAGTGGCACTT
GGACTAACACTACTGGCAATATAACTCTCCAATGCAGAATAAAGCAGGTCATAAGAATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACA
AGAGATGGGGAAGGTAACAGTAGCATAAAAGATGAAACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGCATAGTGCAGCAGC
AAAGCAATTTGCTGAAGGCTATTGAGGCTCAACAACAGTTGTTGAGACTCACGGTCTGGGGCATT 
>HQ595782 
TTCTATTGCAATACGTCTAAACTGTTTAATAGCACGTGGAAAAATGAAAGCAGGCAGGGGTCAAATGACATTA
TAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAAAGAGTAGGGCAAGCAATGTATGCCCCTCC
CATCCCAGGAGTAATAGAGTGTAATTCAAACATTACAGGGCTACTATTGACAAGAGATGGTGGTAATAGAACC
GAAAATGAGACCTTCAGACCTGAGGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCATTGGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGCTGGATTGGGAGCTGTCTTCCTTGGGTTCTTAGCAGCAGCAGGAAGTACTATGGGCGCAGCGTCAATAACG
CTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CTCAACAGCAACTGTTGAGGCTCACGGTCTGGGGCATT 
>HQ595784 
TTCTATTGCAACACAGCAGGTCTGTTTAATAGCAGCTGGGGGAACAATGACACTGACAGCAACCAGACAGCAA
AGATAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCGCAGGAACGATAAACTGTTTATCAAATATTACAGGACTACTATTAACAAGAGATGGGGGG



ACAAATAAGACGTGGTCTCACAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAGGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGTTCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>Y13718 
TTCTATTGTAACACATCAAGACTGTTTAATAGCACTTGGAATGACACTACCAGTATGCTAAATGACACGAAGC
CAAACGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGGGGTAATAGCAGTGTAAGTAGTGAAACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>Y13717 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGATAGCAGTGCCAGCATGCAAGAGTCAAATAGCA
CGGCCAATATAACTCTCCCATGCAGAATAAGGCAAATTATAAATCTGTGGCAGAGAACAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAGACATCACAGGACTAATATTAACAAGAGATGGTGGG
GGTAATGGTACTGAAAGTAAAAAAGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCCTCCTGGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAGGTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385459 
TTCTATTGCGATACATCAGGCCTGTTTAATAGTATTTGGAATAGCACTGCCATCAGCCAGAATGTCGAGGAGT
CAAATGATACTATAACTCTCCCATGCAAAATAAGACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCGTCCCATTCAAGGAATAATAAACTGTACATCAAACATTACAGGGCTACTGCTAACAAGAGATGGT
GGGGATAATGATAATAAAACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGT
TATATAGATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCATCTTTGGGTTCCTGGGAGCAGCCGGAAGTACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCACACAATTATTGTCTGGTATAGTACAACAGCAAAGCAATCTGC
TGAGGGCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385452 
TTCTATTGCAATACATCAGGCCTGTTTTCTGGCTCTTGGTATAATGGCACTTGGGCTAATGACTCTTGGAGTG
CTGGTCCTGGGACCAATGATAATATAACTCTCCCATGCAAAATAAAGCAAATCATAAGAATGTGGCAGAGAGT
GGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGAAATAAATTGTGTATCAAACATCACAGGACTATTACTA
ACAAGAGATGGTGGTAATAGTAGTGAAGAGATCTTCAGACCTGGAGGAGGAGATATAAGAGACAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAGGGCAAGGAGAAGAGT
GGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCTCAACACCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385453 
TTCTACTGCGACACAACAGGCCTGTTTAATAACACAGAGAAAAATGACACTATAATGCTCCCATGCAAAATAA
GACAAATTGTACGTATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTCCAGGAGTAATAAACTG
TCTATCAAACATTACAGGGCTACTGCTGACAAGAGATGGTGGGGATAGTACTAATAATACTGAGAAATTCAGA
CCAGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAC
TAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAGAAGAAAAAGAGCAGGACTAGCAGCTGTCTT
CCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAGAGGCTCAACAACAGATGTTGAGAC
TCACGGTCTGGGGCATT 
>KT152846 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGACGAAAAATGACAGCATGCAGGGGTTAAATCACA
CGGAGTCAAATGACAATATAACTCTCCCATGCAGACTAAGGCAAATTATAAAAATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGGCTAATATTAACAAGA
GATGGTGGGAATAACAACAGTGCAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGGGTAGCACCCACCAAGGCAAGGAGAAGAAC
GGTGGGGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCTGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT152841 



TTCTATTGTGATACATCAGCCCTGTTTAATGGCACTTGGAATAATACCAGCATGAAGGAGTCAAATAGCACGG
AATCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGTGGTGGGGATAACAGTACAAATGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAGGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAAC
GGTGGGGAGAGAAAAAAGAGCAGTGGAAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACA
ATTTGCTGAGGGAAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATA 
>KT152842 
TTCTATTGTAATACATCAGCTCTGTTTAATGGCACTTGGGGGCAAAATGCCAGCATGGAGTCAAATGGCACTA
TAAATGACACTATAATTCTCCCATGCAGACTAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGAAATAAATTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGGAATAATACAGAGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGTGCAAGGAGAAGAACGGTGGGGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT152844 
TTCTACTGTAATACATCAGCCCTGCTTAATGGCACTTGGCAAAATGCCAGCATGCAGGAGTCAAATAGCACAG
AGTCAAATGACACCATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGCGTATCAAACATCACAGGACTAATATTAACAAGAGAT
GGTGGGAATAGTAACAGTAGTACAGTTGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAAC
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGAAATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736809 
TTCTATTGTAATACATCAGGCCTGTTCAATAGCACTTGGCCTGTCAATGCCAGTGAGCAGGAGTCAAATAGCA
CAGAGTCAGATGGCATTATAACTCTCCGATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATTCAAGGAATAATAAAGTGTGTATCAAACATTACAGGACTACTGTTAACAAGA
GATGGTGGGAATAGTACTGTCAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY736810 
TTTTATTGTAATACATCAGACCTGTTTAATAGTACTTGGAACATTGAAGGCACTGCCAGCATAAATGGCACGG
AGTCAAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTCAATCAAACATTACAGGAATACTATTAACAAGAGAT
GGTGGGAATACTGGGAATAATAGCAGGACAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY736812 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACCTGGAAGGCCAACAATGGCACCTGGAAGGCCAACATAT
CAGAGTCAAATAACACGGAGATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGG
ACAAGCAATATATGCCCCTCCCATCCAGGGAGTGATAAGGTGTGAATCAAACATCACAGGACTACTGTTAACA
AGAGATGGTGGGGAGGGGAACAATGAAAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AY736815 
TTCTATTGTAATACATCAGGTCTGTTTAATAGCACCTGGGACAACAACACCGACCCAACCAACACAACGTCAA
ATGACACTATCACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAACAGGGCAAGCAATGTA
TGCCCCTCCCATCCAAGGGGTAATAAGGTGTGATTCCAACATTACAGGACTACTATTAACAAGAGATGGTGGA
GTAGGTAACAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736813 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCAGTTGGAATAATAACACTTGGAAGGAGTCAAATAGCACGG
GGTCAAATGACACTATAACTCTCCTATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGGTTAATAAGCTGTAAATCAAACATTACAGGTATAATATTGACAAGAGAT
GGTGGGAATGGTAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAGGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736816 
TTCTATTGTGACACATCAGGCCTGTTTACTTGGAATAGCACTTGGAATGGCACTGAGTCAAACAACACAAAGT
CAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAGACATTACAGGACTTATACTAACAAGAGATGGT
GGGAATACTAACAGTACAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGG
GAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TAAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457053 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCACCTGGCACTATAACAGCAATGGTACTTGGCACAATAACA
GCACAAATAGCATGGACTCAAATGAAACTATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGAAAAGCAATGTATGCTAATCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTA
CTCTTAACAAGAGATGGTGGGAATACTAGCAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAGATTGAGCCACTAGGAGTAGCACCCACCAGGGC
ACAGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AF457055 
TTCTATTGTAATACAACAAACCTGTTTAATAGCACCTGGAGAGGAAATAAAACTGTCAGCAATAGCACAGAGT
TAGATGAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAACATTACAGGACTACTATTAACAAGA
GATGGTGGAAGTGATAACAATATAAGTAGTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTGAAACTTGAACCACTAGGAGTAGCACCCAACAAGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457070 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAGCACTGGGAATGACACTTGGAGTGGCAATG
CCAGCACGCAGGAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAG
AATAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTA
TTAACAAGAGATGGTGGGAACAATGAAAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAGGTACAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAACTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457077 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTCTTGGAATGACACTGCAAATGGCACTGCAATGG
AGCCAAATAGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTGTATCAAACATTACAGGACTAATATTAGTAAGAGAT
GGAGGGAATAATGTTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF457080 
TTCTATTGTAATACATCGGGCCTGTTTAATAGCACCTACAATGGCACTGACATCGCTGAAAATAGCACGGAGT
CAAATGACACTATAGTTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGCGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAATAATAAGATGTGACTCAAACATTACAGGATTACTATTAACAAGAGATGGT



GGGGATGATAATGAAACTGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGGGCTTTTGTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAACAAATATTGAGACTCACGGTCTGGGGCATT 
>AF457081 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACAAATGACAGTATCAGCACAAATAGCACAAAGT
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATATGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGGGATAACAGTAGTACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457083 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTACTTGGAATAACAGTACTTGGAATACCAGCAGGCAGGAGG
CAAATAATAGCCCGGGGTCAAACGACACTATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGCGGGACAAGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAACTCAAACATTACAGGACTA
ATATTAACAAGAGATGGTGGGGGTAATAACAATACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCATTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF457084 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCAGTTGGACTGCTAGCAATGATAGCATGCAGGAGGCACATA
GCACAGAGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATGTATGCCCCTCCCATTCCAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGTGAGGGTAATAACAGTACAAATGAAACCTTCAGACCAGTAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAAGTCAAGGAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTTTGGGGCATT 
>AF457086 
TTCTATTGTAATACAACAAAACTGTTTAATAGCACTTGGAGTCATAATGACAGCACGCAAGAGTCAAATAGCA
CAAAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATACAAGGAATAATAAGGTGTGAATCAAATATTACAGGACTAATATTAACAAGA
GATGGAGGTACCAATAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATCAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGCAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457089 
TTTTATTGCAATACATCAGATCTGTTTAATAGTACTTGGCCTGTCAATGCCAGCATGGAGTCAAATAGCACGG
AGTCAAATGACAATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATACAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGTGGATCTAACAGTACAGAAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTGAAAATTGAGCCATTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCGGTTACACTAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EU110088 
TTCTATTGTAACACATCACGCCTGTTTAATAGCACCTGGTGGGCCAATGGCACCAGGACGGGCTACAACAGCA
CTGATGGCAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAAGAATAAGTTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGGAGTGATAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAGAAGTTGAACCACTAGGAGTAGCACCCACAGAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTCGGACTGGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU110092 



TTCTATTGTGATACATCAGCTCTGTTCAATAGCACTTGGAATGCCACTGAGTCAAATGACACAAACTCCACAG
AATCAAACTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAATAGG
ACAAGCAATGTATAACCCTCCCATCCAAGGAAAAATAAAGTGTGAATCAAACATTACAGGACTATTGTTAACA
AGAGATGGTGGAGAAAATAGAGAAAATAATGACAGTAGTGAAATCTTCAGACCAGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>EU110094 
TTCTATTGTAATACATCAGGCCTGTTTAGTAGCACTTGGAGTTGGAATGACACTACCAAAACAATGGAATCAA
ATAGCACGGTGTCAGATGGCACTATAAATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT
AGGGCAAGCAATGTATGCCCCTCCCATCCAAGGAGCAATAAGGTGTACATCAAACATTACAGGACTAATATTA
ACAAGAGATGGTGGGAAAGATGACAGGAATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022360 
TTCTATTGTAACACATCAGGCTTGTTTAATAACACTTGGGTGTTTAATAGCATTTGGGATAATAGCACTCAGG
AGTCCAATAGCACAGAGTCAAATAAAACTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGCAGGACAAGCAATATATGCTCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTA
ATATTAACAAGAGATGGTGGAAATAATAACACGATAAATGAAACATTTAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAAGGC
ACGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTACAATAGGAGCTATGTTCATTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KT022361 
TTCTATTGTAATACATCAGGCCTGTTTAATTACAGCTACAGCATGCAGGAGTCAAATGATACGGAGGCAAATG
GCACTATAACTCTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTACGC
CCCTCCCATCCAAGGAGTAATACAGTGTAAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGAAAT
AGTACTAATGGTACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATATA
AGTATAAAGTAGTACAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAATATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022363 
TTCTATTGTGACACCTCGAAGCTGTTTAATAGCTCTTGGAATGAGAGCACTTGGGATGAAAATAGCACGAAGC
CTAACAACAATGAAACTATAATTCTCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACA
AGCAATATATGCCCCTCCCATTGAAGGAATAATAAAGTGTGACTCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAGGATTAACACAACTAATGAAACTTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCTCCAGGGCAAGGAGAAGAGT
GGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KT022364 
TTTTATTGTGATACCTCAGGCTTGTTTAATAGTACTTGGGAAATTGAAAACAATACTGCCAGAATAAAGCCAA
ATAACACGGGGTTAAATATAACGCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGGTAGGACA
AGCAATGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGTATCAAACATCACAGGACTACTGCTAACAAGA
GATGGTGGGAGTAAAAATAGAAGTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAAGAGGAGAGT
GGTGGAGAGAGAGAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAAGCTCAACAGCATCTGTTGAAGCTTACAGTCTGGGGCATT 
>KT022365 
TTCTATTGTGATACGTCAGGCTTATTCAGTAGCACCTGGCAATTCAATGGGAGTACCTGGAACAACACAGATT
CAAACAGCACAGGGTCAGATGACACTATAGAACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAG
AGTAGGACGAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGTTGTGTATCAAACATCACAGGACTAATA
TTAACAAGAGATAGTAATAACAGAACTAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022367 
TTCTATTGTAATACATCAGGTCTATTTAATAGCAGTTGGAATGATACTGAAATCGGGCGGGAGATAAATAGGA
CGGAGTCAAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGG
GATGGTGGGGGTAATAACAGAAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022368 
TTCTATTGTAATACAACAGACCTGTTTGATAGCATTTGGCTTTACAATGCCAGCATGCATAATGCAAATAGCA
CGATAACTCTCCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCGTCGAAGGAAAAATACAGTGCAAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAAC
GATACAAATGGAACCGAAATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGAAGATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAAGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022369 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATTATACTAATAGCATGCAGCAGTCAAATAGCA
CAGAGTCAAACGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGGCA
AGCAATATATGCCCCTCCCATCCCAGGGGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTGACAAGA
GATGGTGGGAGTAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGGAATGTGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGGCA
ATTTGCTGAGAGCTATAGAAGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>FJ866117 
TTTTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTCACCTGACAATAGTACTGGGACTAGTACTGGGA
ATAATGACACTGCCAGCAATGGCACTATAACTCTCCCATGTAGAATAAAGCAGATTATAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTACTA
TTAACAAGAGATGGTGGGAGTGGGAATAATACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATCGAACCTCTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAAGCTCACAGTCTGGGGCATT 
>KT022370 
TTCTATTGTAATACATCAGGCCTGTTTAATAGAGCTTACACTAACAGCACTTACAATAACAGCACGCAGGACA
ATGACAATAACAGCACGCAGGACAATGCAACTATAACTCTCCCATGCAGAATAAGGCAAATTATAAATATGTG
GCAGAGAGCAGGGAAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAACTGTGTATCAAACATTACAGGA
CTAATTTTAACAAGAGATGGTGGAAAGAGTAACAGTACGGAGGGGGAAATCTTCAGACCTGGGGGAGGAGATA
TGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTAC
CAAGGCAAGGAGAAGAGTGGTGGGGAGAGAGAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTA
GGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGG
CATT 
>KT022372 
TTCTATTGTGATACAGCAGGCCTGTTTAATAGCACTTGGAGTCACAATGACAGCATACAGGGGACAAATAGCG
CAGAGTCAAATGAAACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAAGAACAATACAGAGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGGGAGAGAGAAAAGAGCAGTTGGAGTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACGATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022373 
TTCTATTGTAACACATCAAGCTTGTTTAGGGGCGCTTGGAATAGTACAACTGCAACACTTAATAGCACTGGGA
ATAGCAATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC



AATATATGCCCCTCCCATAAAAGGAGTAATAAGGTGTAACTCAAATATTACAGGACTAATATTAACAAGAGAT
GGTGGGGGTAGTGATAATAGAACTGAAACTTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTTAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGAAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022374 
TTCTATTGTAATACAACAAAGCTGTTCAATAGCTCTTGGTCTGCCAATGCCAGTGAGTCAAATAGTACAGATG
GCAATAGTACAGATGGCACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACGAGCAATGTATGCCAATCCCATCCAAGGAAAAATAGAGTGTGCATCAAACATTACAGGACTAATATTAACA
AGAGATGGTGGGAATGTGAGCAGGGAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCCATACGGCAAGGAGAAG
AGTGGTGGGGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGGAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022375 
TTCTATTGTAATACATCAAAACTGTTTAATAGCACTTGGCCACAGTCAAACCACACGGAAGACAATGGAAATC
TAACTCTCCCATGCAGAATAAAACAACTTATAAACCTGTGGCAAAGAGCAGGACAAGCAATGTATGCCCCTCC
CATACCAGGAAATATAAGTTGTGTATCAAACATTACAGGACTACTATTGACAAGAGATGGTGGGAACACTGGG
AACAATACAGAGGGAAATAAAACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTGAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTTGCTGGAGCTTTCTTTCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAATTGTTGAGACTCACAGTCTGGGGCATT 
>KT022376 
TTCTATTGTAATACATCAGGCCTGTTTGATAGCACTTGGTCGTTTAATAGCACACAGGAGTCAAATAACACGG
GGGAAAATGATACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTAACTCAACCATTACAGGGCTAATATTAACAAGAGAT
GGTGGGGAGGATAATAATAACACAGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>KT022377 
TTCTATTGTAATACATCAGGGCTGTTCAATAGTACTTGGAATACCACGAAGGTAAATAGCACAGAGTCAAATG
GCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACAAGCAATGTATGC
CCCTCCCATCAAAGGAATAATAAATTGTGCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGGGAT
AATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGGGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCATTTGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGCAGCACTATGGGCGCG
GCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866116 
TTCTACTGTGATACATCAGGACTGTTTAATAGCTCTTGGAATAATACATCGGGCCAGTTTAATAGCACTTGGA
CTGATGGCTACAATAGAAAGAGCGAGAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCA
GAGAACAGGGCAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGAATCAAACATTACAGGACTA
ATACTAACAAGAGATGGTGGGCAGGCTAACAAAACAGAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATTTAGGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAGAAAAGAGCAGTAATTGGCATGGGAGCTGTTTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAGGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>FJ866118 
TTCTATTGTAATACAACAGGACTGTTCAATCTCACTTGGAATGGCACTGACAGCACAAATAGAAATGAGTCAG
GCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACGAGCAATATATGC
CCCTCCCATCCCAGGAGTAGTAAAGTGTAAATCAAATATTACAGGATTAATATTAACAAGGGATGGTGGAGAC
GACGAGAATAACACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTAGGGGTAGCACCCACCAAGGCAAGGAGGAGAACGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG



TCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>FJ866120 
TTCTATTGTAATACATCACTCCTGTTTGAAAGCATTTGGTATGGCAATGAAAGCATAAATGCCACAGAAGAGG
CAAATGACACTATAATAACTCTCCGATGCAGAATAAAGCAATTTATAAAAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGCAATCAGGTGTAATTCAAACATTACAGGACTAATATTAACAAGAGAT
GGAGGGCTTAATGACAATGGAGCTGATGGAAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTGAACCACTAGGAGTAGCCCCCACTCAGGCAAG
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGTTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866121 
TTCTACTGTAACACATCAAAACTGTTTAATAGTACTTGGCATTACAATAACAGCACTGGGTATAATAATGGCA
GCCTACAGGAGGAAAATAACACAGAGATAGTTCTCCTATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAG
GGTAGGAAAGGCAATGTATGCCCCTCCCATCCAAGGAAGCATAAAGTGTAACTCAAACATTACAGGACTACTA
TTAATCAGGGATGGTGGGGTTAATACTACTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTTTTCGTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KT022380 
TTCTATTGTAATACATCAGGCTTGTTTAATAGGACTTGGAAAAAGGGGATAATCAAGGGCACTGCCAATAACA
CGGAGTCAGACCCTATAGTGCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGTATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAATAGTAATGGAGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAGTTGAGCCATTAGGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGT
GGCGAGAGAAAAAAGAGCAGTAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022381 
TTCTATTGTAATACATCAGGCCTGTTTAATTACACCTATCCATCAAATCACAGTGATAAGTCAAATAACACTA
TAAATGAGACTATAACTCTCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGAGAACAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAATAATTAAGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
TTTAATGGCACGAATGAAACCTTCAGGCCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGGAAGAGA
GAAAAGAGCAGTTGGAATGGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CAATAGAGGCTCAACAACATCTGCTGAGACTCACGGTCTGGGGCATC 
>KT022382 
TTCTATTGTAATACATCAGGCCTGTTCAATAGTAGCTGGGGTCCAAATGACACGAAATCAGATAACTCAACTA
CAAATTACACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAATAGGACAAGCAATGTATGC
CCCTCCAATCGAGGGAGAAATAAATTGTGTATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGGCAT
AACAGTATTAACAATGAAACTGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022383 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACAGCCCTTGGAATAACACTGGGGAACAAGAAG
GCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATATGC
CCCTCCCATCCCAGGAGTAATAAAGTGTGAATCGAACATTACAGGGCTACTATTAACAAGAGATGGTGGGAAC
ACTAACAGTAGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ623487 
TTCTATTGTAATACATCAAGACTGTTTAATAGCACTTGGAACAATGGCACTTGGAACAATACCAACATGCAGG
AGTCAAATAGCACGAAGTCAGAAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTG
GCAGAGAACAGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAATCAAACATTACAGGA



CTAATATTAACAAGAGATAGTGTGAATAATAGCAAAGACAATGAAACCTTCAGACCAGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAC
GGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACGATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCAT
T 
>FJ623481 
TTTTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATCACACTGACATAAAGGGGTCAAATAGCACGG
AGTCAAGTGAAACTATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGC
AATGTATGCCCCTCCCATACCAGGAGCAATAAGGTGTGAATCAAACATTACAGGAATACTCTTAACAAGAGAT
GGTGGGAATAGCAAGAACAGCACAACAGAAATCTTCAGACCTGGAGGAGGAAACATGCGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCGACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623475 
TTTTACTGTGATACATCAGGCCTGTTTAATAGCACTTGGGGAGCCACTGACAGCATGCATGGGGCAAATGACA
CGGAGTCAAATGACACTATAACTCTCCCATGTAGGATAAAACAAATTATAAATAGGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGCAAATCAGACATTACAGGAATAATATTAACAAGA
GATGGTGGGAATAATAATGACAGTAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAGTATAAGGTGGTAAAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGGAAAAAGAGCAGTTGGGATAGGAGCTGTTTTCCTTGGATTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATA 
>FJ623476 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGAATATCACTGACAATCTCAACATAACTCAGTCAA
ATGAGAACATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCCATCCCAGGAAGGGTAAGTTGTGTCTCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
AACAATAACAGTACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCTACCCAGGCAAAGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623485 
TTTTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGTATCACAATAGCACTTGGAATGATCAAACTGACG
AGAGGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCTATCCAAGGAACAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGAGGATAGCAATACAACAACTGAAACCTTCAGACCTAGCGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAGGAGAAG
AGTGGTGGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>FJ623488 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGGATAACAATACTGGCAATTGGTCTAGCAATAGCA
GCAGCATGCAGGGGTCAAATAGCACAGATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAACAGGACAAGCAATGTATGCCCCCCCCATCCAAGGGATAATAAGGTGTGAATCAAACATCACA
GGGATAATATTAACAAGAGATGGTGGGGGTACTGAGGATAATACTACAGAAGTCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCAGTAGGAATAGCACC
CTCCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTGTCTTCCTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGAAATTTATTGTCTG
GCATAGTGCAACAGCAGAGTAATTTGCTGAGGGCTGTAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTG
GGGCATT 
>FJ623478 
TTCTATTGTAATACATCAGGCCTGTTTAATCACACTTACCTGCCTAAGAGCACTTACCTGCCTAATAGCACTT
GGAATAACAGTACGGGATCAAATGACAGTATAACTCTTCCATGTAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCTATCCAAGGAGTAATAAAGTGTAAATCAGATATTACAGGACTA
ATATTGACAAGAGATGGTGGGAATAGTAACAGTGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGAGCA



GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>FJ623482 
TTCTATTGTAATACATCAGACCTGTTTAATGGCAATAGCACTAGGAATGGCACTGGGAATAGCAACAGCACGC
CGGTAACTGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCGCCCATCCAAGGGGTAATAAGGTGTGTATCAAACATTACAGGATTAATATTGACAAGAGAT
GGTGGGAAACAGAATAATAATAGTAATAGTAATAGTAGTGATATTGAAGTCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCTAC
CAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCCTCCTTGGGTTCTTA
GGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTAATGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGG
CATT 
>FJ623477 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCACCTGGAATAATAGCACCTGGAATAATAATGACACTGCCC
AGTCAAATGACACAATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAACAGAACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATCACAGGACTACTATTAACAAGAGAT
GGTGGGATTAATAACACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTTTATTCCTTGGATTCTTGGGCGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ623486 
TTCTATTGTAATACATCAGAACTATTTAATAGCACTTGGAATCTTAATAGCACTTGGAATCACACTGGCAGCA
TACCGGAGTCAAATAGCACGGAGTCAAATGGCACTATAACCCTCAAATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAGTAGGGCAAGCAATGTATGCCCCTCCCATCAAAGGGACAATAAGGTGTAAATCAAACATCACA
GGACTAATATTAACAAGAGATGGTGGGGATAATAACAGTACAAAGGAAACCTTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATCAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCAC
CAGGGCAAGGAGAAGAGTGGTGGGGAGAAAAAAAAGAGCAGTTGGACTAGGAGCTGTTTTCATTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAAGCTAGACAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGG
CATT 
>FJ623479 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACTTGGAATAATAGCACTTTGAATGGCACTGCCAAGCAGG
AGGTAAATGACAGCACTATAACGATCTCATGCAGGATAAAGCAATTTATAAATATGTGGCAGAGAACAGGACG
AGCAATGTATGCCCCTCCCATTCCAGGAGTAATAAGTTGTAACTCAAGCATTACAGGATTAATATTAACAAGA
GATGGTGGGGATGATAACAATAATAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTACTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>HM215275 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACTTGGGAGGCCAATAGTACTGCCAATACCAGCACGACAA
ATATAACTCTCCCATGCAAAATAAAGCAACTTGTAAGAATGTGGCAGAGGACAGGACAAGCATTGTATGCCCC
TCCCATCGAAGGAGTAATAAAATGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAAT
AACAGTGCAACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTACAAATTGAACCACTAGGAGTTGCACCCACCGAGGCAAGGAGAAGAGTGGTGAAGAGAGA
AAAAAGAGCAGTTCCTGGACTGTTTTTCCTTGGGTTCTTAGCAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT252544 
TTCTATTGTAACACATCAGGCCTGTTTAATAGTACTTGGGATGGGAATAGCACTGAGGCAAACATTACGCAGT
CAAATGAGACTATAACTCTCCCATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTGGGACGAGCAAT
GTATGCCCCTCCTATCCCAGGAGTAATAAAGTGTGAATCAAACATTACAGGGCTAATACTGACAAGAGATGGT
GGGAATGAAACAAATGGAACAGAAATCTTCAGACCTGTAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTACAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTTTTCTTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>HQ540689 



TTCTACTGTAATACAACAAACCTGTTTAATAGTAGCATTCCCTTCAACGCCAGCGAGAGGGCAAATAACACCA
ATAGCACAGATGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAAAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTTATGTTAACATGG
GATGGTGGGAGTAAAAATATTACTGAGGGCAATAGAACTGAAACCTTTAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTTGCACCCACCAAGGC
AAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KU921708 
TTCTATTGTAATACAGTAAATCTGTTCAATAGCTCTTGGGGTGCCAACGCCACTGAGTCAAATAGCACAGGGT
TAAATAATCAAACTATACATCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGC
AATGTATGCCCCTCCCGTCGAAGGAATAATAAGTTGTGTATCAGACATTACAGGACTACTGTTAACAAGAGAC
GGAGGAGAAAATACAACACATGAAATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCCCTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>KU921712 
TTCTATTGTAATACATCAAAGCTGTCTAACAGCACATTTCCACTTAATAACACTCAGAATAACAGCACGCAGA
CAAACAGTACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGAAAAGCAAT
ATATGCCCCTCCCATCTCAGGACCAATAAAGTGTACATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGAAATGATAATAATAATGATACCAATGGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAGAAG
AAGAGTGGTGCAGAGAGAGAAAAGAGCAATTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGG
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGAGCCTTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAAGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921727 
TTCTATTGTGACACATCAAGCCTGTTTAATAGCACTTGGAATGAGAATGACAATGTCAGCAGAACAGAGTCAA
ATAGTACAGAAGATATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
GATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATAACAGGACTAATATTAACAAGAGAT
GGTGGGAATCATAATAGTACAAATGAAACCTCCAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCTCTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGATTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU921732 
TTCTATTGTAATACATCAGGCCTTTTTGATGACACTTGGAATGGCACGAAGTCAAATGACACTATAACACTCC
CATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGGACAGGACAAGCAATGTATGCCCCTCCCATCCAAGG
AGTAATAAGGTGCGAATCAAACATCACAGGACTAATATTAACAAGAGATGGTGGGCATAACATTACAAATGAA
ACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAA
TTGAACCACTAGGAGTAGCACCCACCTCGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTTGG
AATGGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAAC
AGCATTTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921734 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATAAGGATAATAACACCTTGAATGGCGCTGTAA
ATAACATAACAGACAATATAACCCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCTCCTCCCATCCCAGGAGTAATAAGGTGCACCTCAAATATTACAGGATTAATATTAACAAGA
GATGGTGGGAAAGATAGCAATGAAAGTGCTGAAACCTTCAGACCTGGAGGAGGAGATATGGGGGACAACTGGA
GAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAATAGCACCCAACAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAATCTTGGGACTGGGAGCTGTTTTCGTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGCATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921738 
TTCTATTGTAACACATCAGAGCTGTTTAATAGCACTTGGAATAGGACTGACCCTGGCACTTGGAATAACACCA
GCACGCAGGAGTCAAATAGCACAGATCAAAAAATAACTCTCCAATGCAGCATAAAGCAAATTATAAATATGTG
GCAAAGGGTAGGACGAGCAATGTATGCCCCTCCCATCCCAGGACCAATACAGTGTAGATCAAACATTACAGGA
CTAATATTAGTGAGAGATGGTGGGAATACGAATACTAGCAAGGAAACCTTTAGACCTGCAGGAGGGGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGA



GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAG
TGCGACAGCAAAGCAATTTGCTGAGGGCTATAGAAGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCAT
T 
>KU921746 
TTCTATTGTAACACATCAGGTCTGTTCAACAGCACTTGGGATGATACCGCCATACAGGAAAATATCACGGAGA
TCACGGAGTCAAATGACACAATAACTCTCCAATGCAGAATAAGGCAATTTATAAGGATGTGGCAGAGGACAGG
ACAGGCAATGTATGCCCCTCCCATACCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACA
AGAGATGGTGGGCATAGTAATAGTACTAGTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAGGAG
AAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTACAATAGGAGCCGTCTTCCTTGGGTTCTTAGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU921752 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACACCAGCAATGGGAATGACACCAACATAT
CAAATAGCACGGAGAAGAATGAGAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAG
AGTAGGAAAAGCAATGTATGCTCCTCCCATCCCAGGAATAATAAAATGTGAATCAAACATTACAGGACTAATA
TTAACAAGAGATGGGGGAAAGGAGGAAAACGAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAG
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCT
GGAAGCACTATGGGCGCGGCGTCGATGACGCTGACGGTACAGGCTAGACAACTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921756 
TTCTATTGTAACACATCAAACCTGTTTAATAGTACTTGGCTTAACAATGGCACATTAGGTAGTGACAATGGCA
TATCAGATAGTAAAAACATAACTCTCCCATGCAAAATAAGGCAAATTATCAGAATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAAATCAGACATTACAGGACTAATATTAACAAGA
GATGGTGGAGTTAATAACAATATAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGGGAGAGAAAAAAGAGCAGTTGGAGTAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTAAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921759 
TTCTATTGCAGTACAAAAGGCCTGTTTAATAGCACTTGGAATGCTAATGGCACCAGGAATGACTTAGGGAGCT
CGGAATCAGATGGCACTATAACTCTCCAGTGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATCGCAGGAGTAATAAGTTGTAATTCAACCATTACAGGACTACTATTAACAAGA
GATGGTGGGAACAATAGTACAAGTGAAACTGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCGCGGAGAAG
AGCGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTTCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>KU921772 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCAGTTGGAATAGCACCAGCAAGGAGCTAAATAGCACCAACA
GGGAGCTAAATAACATGACTGTAACTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGAGAGTGGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAACATTACAGGATTAATATTAACA
AGGGATGGTGGGCTTAATCCTACAGAGAACGAAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATATGTATAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921780 
TTCTATTGTAATACATCAGGCTTATTTAATGGCACTTGGACCAATGCTAGCATACAAGAAAATAGCACGGAGT
CAAATATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGACAGTAGGACGAGCAATGTATGC
TCCTCCCATTGAAGGAGCAATAAGGTGTGTATCAAACATTACAGGACTAATATTAACCAGAGATGGTGGGGAT
AACACAACTACAACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATCGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921783 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACTTGGGGGAATGGCACTTGGAATGCCAGCAGCCAGGGGG
AGTCAAATGACACTATACTCCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC



AATGTATGCTCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGGGGGATGACAATGGAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTTACAATAGGAGCTGTTTTTCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAGCGCTGACGGCACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KU921785 
TTCTATTGTAACACATCAGACCTGTTTAATAGCACTTGGTATGGCAATAACACCATGCAGGGATTAAATGGCA
CAAATGACACTATAATTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
ATATGCCCCTCCCATCCCAGGAGTAATAGAGTGTGTATCAAACATAACAGGACTAATATTGACAAGAGATGGT
GGGGGTAGTGAGAGCAGGACAGAGGAAACATTTAGACCTGGAGGAGGAGATACGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921788 
TTCTATTGTGATACATCAAGCCTGTTTAACAGCACTTGGGAACCAAACAATGTTAGTAGCAATTTAAATGGCA
CTATAACTCTCCAATGCAGAATAAAGCAAGTCATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCCCAGGAAACATAACATGTAGATCAAACATTACAGGAATAATATTAACAAAAGATAAGGATGGTATA
AATAATTCAGATGAAACCTTGAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGACTAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGCCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAACAGCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU921804 
TTCTATTGTGATACATCAAGCCTGTTTACTGGTACTTGGAATGGTACTACTTGGATGAATAGCACTGACACTG
AAAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGGAGAGCAATGTATGC
CCCTCCCATCCAAGGAAAAATAAATTGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAAA
ACTAATAATTCATCTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGGAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACGATTACTATCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KU921831 
TTCTATTGTAATACATCACGCCTGTTTAGTTACAGGTGCACGTTCGAAAATGAGACTAATACTTACACCTGCA
CTAACACCATGCATGAGTTCAATAGCACGGCAAATATAACTCTCCAATGCAGACTAAAGCAGATCATAAGGAT
GTGGCAGAGGACAGGACAAGCAATGTATGCCCCTCCCATCCCAGGGCAAATAATGTGTAGATCAAACATTACA
GGGTTAATATTAACAAGAGATGGTGGGGTTGATAACAATACAGATGCTACCGAAATCTTCAGACCTGGAGGAG
GAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGC
ACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCATTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATTGAGGCTCAACAACATCTGTTGAGGCTCACGGT
CTGGGGCATT 
>KU921835 
TTCTATTGTAACACATCAGAACTGTTTAATAGCACTTGGAGTTGGAATAACACTTGGAATAACACTCATGAGC
CAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATACAAGGAGAAATAAAGTGTGAATCAAACATCACAGGACTAATATTAACAAGAGATGGT
ATGGGTAACAATGTATCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAGT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTGGGGCAAGGAGAAGGGTGGTGCA
GAGAGAAAAGAGAGCGGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KU921841 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTGACATGAGTTCAAATAACACAGAGTTAAATGACACTA
TAAGACTCCCATGCAGAATAAAACAAATTATACGTATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCC
CATTCAAGGAGTGATAAGATGTAGCTCAAACATTACAGGAATACTATTAACAAGAGATGGTGGGATAGAAAAT
GAAACAGAAATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTAGGAGTAGCACCCACCTCGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG



CTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATC 
>KU921852 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGAATGACACTGTCATGTTTAATAGCACTGGGAATG
ACACTGTCGGCAGGGAGTCAAATGAAACTATAACACTCCAATGCAGGATAAAACAAATTATAAATATGTGGCA
GAGAACAGGACAAGCAATATATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTA
ATATTAACAAGAGATGGTGGGAATACGGCAGGGACAGGTTCTGAAACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAG
GGCACAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCAT
C 
>KF716474 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATGGTACGGCCAGCAATGTCAGCATACCTGACA
CGGTGACAAATGGCACTATAACACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAGTAATAAGGTGTGATTCAAACATTACAGGGATGATATTAACAAGA
GATGGTGGTGATAACAGGACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>KF716475 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCACTTGGTCCCTTAACAACACTTGGTCCCTTAACAGCACGC
AGTCAAATGACACAGGGATAAATGATACCATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACAGGACTA
CTGTTAACAAGAGATGGGGGGAATGTGAATAGCAGTAATGGCAATGAAATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAATTGGTGGGCTAGGAGCTGTTTTCCTTGGGTTC
TTAGGAATGGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGAAACTTATTGTCTG
GCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTG
GGGCATT 
>AY322184 
TTCTATTGTAACACATCAGATCTGTTTAATGAGTCAAATAGTACGGAGTTAAACGACACTATAACTCTCCAAT
GCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATGCCCCTCCCATCCCAGGAGT
AATAAGGTGTGTATCAAACATTACAGGACTATTGTTAACAAGGGATGGTGGGATTAATACCAGTACAAGTGAA
ACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTAAAAA
TTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAAT
AGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAAC
ATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF539405 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGGCAGTGAGGCAAATAGCACGCCACACGAGA
ATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATGCCCC
TCCCATCCCAGGAGTAATAAAATGTAATTCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAAT
AGCAGTGCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>L22943 
TTCTATTGTAATTCATCAGGCCTGTTTAATAGCACTTGGACCAACATGCAGGAGTCAAATAGCACGGAGTCAA
ATGACACTATAACTCTCCCATGCAGAATAAAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAATAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGAT
AATAACAGTGAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX168075 



TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGTTTAATAGCACTTGGGAGTTTAATAGCACTT
GGGAGTTTAATAGCACTTGGAATAATTCAAATAGCACAGAGAATATAACTCTCCAATGCAGAATAAAGCAAAT
TGTAAATATGTGGCAAAGAGCAGGACAAGCAATATATGCCCCTCCCATACCAGGAGTAATAAGGTGTGAATCA
AATATTACAGGACTAATATTAACAAGAGATGGTGGGGATAATAATAGTACAAATAATACAAGTGAAACCTTCA
GACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACC
AATAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCT
GTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCA
GACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTT
GAAACTCACGGTCTGGGGCATT 
>AF004885 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACTTGGTATGTTAATAGCACTTGGAATGACACTGACAGCA
CTCAGGAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACA
AGGGATGGTGGAAAGGATAACAATGTAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAACGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407151 
TTCTATTGTAACACATCAGGCCTGTTTAACAGAGCTTATGGCAATGTCAGCAAGCAAGAGCCAAATAGCTCCG
GCAATATAACACTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATGC
CCCTCCCATACAAGGAGTAATAAGATGTGACTCAAATATTACAGGACTAATATTAACAAGAGATGGTGGGAAA
GATAGTAATATAACTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGCACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407162 
TTCTATTGCAATACAACAAACCTGTTTAATAGCACTTGGAATCACACTGCCAGCATGAATAGCACAGAGTCAA
ATGACACTATAATTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
AATACTACCGGTACAAGTGAAATCTTCAGACCTGGAGGTGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407156 
TTCTATTGCAATACATCAAAACTGTTTAATAGCAGGTGGGAGAACAATGGCACCGCCAACATGTTGAAGAATG
ACACAGGGTCAAATGAGACTACTCTGATTCTCCGATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCGATGTATGCCCCTCCCATCCAAGGAGTAATAAATTGTACATCAAACATCACAGGACTAATATTA
ACAAGAGATGGTGGTGGTGAAAACGATACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCATGGCAAAGAGAAG
AGTGGTGGAGAGGGAAAAAAGAGCAGTTGGAATGGCAGCTGTCTTCCTTGGGTTCTTGGGAACAGCAGGGAGC
ACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>KT008652 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGGGCACAATGCCAGCAGGCAGGAGAATAGCACGG
AGTCAAGTGACACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGGCAAGC
AATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAACAACAACAGTACAAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGCG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGCGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF407157 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCATTTGGAATGGCACGCAGGAGCCAAATAGAACGGAGTCAA
ACGATACTATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAATATA
TGCCCCTCCCATTCAAGGAGAAATAAGGTGTGAGTCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
ATAATTAACGGTACAGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG



GGAAAAAAGAGCAGTTGGATTCGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ866112 
TTCTATTGTAATACATCAGAACTATTTAATAGCACTTGGACTTGGAAAGGCAATAATGACAGCATGCAGGGGT
TAAATAGCACGGGGTTAAACAACACTATAACTCTCCACTGCAGCATAAAGCAAATTATAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAATCAAACATTACTGGACTACTA
TTAACAAGAGATGGTGGGAATAATAACATAAACGAGACCCTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGAATATTATTGTCTGGCATAGTGCAGCAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGGCTCACGGTCTGGGGCATT 
>AY322190 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCATTTGGAATCACACTAATGGCACTTGGAATAGCACGGAGT
TAAATGGCAATATAACTCTCAATATAACTCTCCCATGCAGAATAAACCAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATATTTGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACAGGACTAATATTA
ACAAGAGATGGAGGGAATAATAACACTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCACAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY322193 
TTCTATTGTAACACATCAAGCCTATTTAATGGCACTTGGACGGGCAATGACAGCAGGCAGGAGTCAAATAGCA
GCGACACTATAACTCTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAATATA
TGCCCCTCCCCTACAAGGAGTAATCAGATGTGATTCAAATATTACAGGACTAATCTTAACAAGAGATGGTGGG
AGTCCGGATAATGAAACCTTCAGACCTGTTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGAATAGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ396018 
TTTTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGATGACAATAATACTAGGAATAATGAGACTGCCA
GAAATAATACTATAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGACTTAATAACAATACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACGACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736811 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACATATAGCGGGAACGAAACTGTCAGCAATAGCACAGAGT
ACAACATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATAAGCTGTGTGTCAAACATTACAGGACTACTATTAACAAGAGATGGTGGTAAT
GGTGGTAATAACAATACAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736814 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGGATGATAACATTAAGAATGATACTAACAGCACAC
AGGGGTCAAATAGCACGGAGATAATTCTCCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAACAGG
ACAAGCAATGTATGCTCCTCCAATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTAATACTAACA
AGAGATGGTGGGAATACTAGCAGCATAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAAGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGTTTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCAAATGTTGAGACTCACGGTCTGGGGCATT 
>AF457075 
TTCTATTGTGATACATCAAGCCTGTTTAATGGCACTTTAGAGGCCAATGCCACCGTGCAAAACTTCAATAGCA
CAGAGCATATAATTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATGTA



TGCCCCTCCCATCCAAGGAGTAATAAATTGTGTGTCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
GATAATAATAATAGTACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCAACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAATTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208458 
TTCTATTGTAACACATCAGGCCTGTTCAATAGCACTTGGATTAGCAATACCAGCGTGCAGGGGTCAAATAGCA
CGGGGTCAAATGACAGTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAACATTACAGGGCTAATATTAACAAGA
GATGGTGGGAGTACTAATAGTACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGAAATTTATTATCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208467 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAATTGGAATTACACTAACAGCACGCAGGAGTCAAATAGCA
CGGAGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGCGGGGACAACAACAGTATAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCCGGAAGCACG
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208448 
TTCTATTGTAACACATCAGACTTGTTTAATAGCACTTGGTATGGGAATGGGACCAGCATGCGGGAGTCAAATA
GCACGGAGTCAAACGACACTATAATTCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCCCAGGAGTAATAAACTGTGTATCAAACATCACAGGACTAATATTAACA
AGAGATGGTGGGAATAATAATAATGAAACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU749411 
TTCTATTGTAATACAACAGGCCTATTTAATAGTACTTGGAATACAACAGGCCCATTTAATAATACTTGGCCTG
ATGATGTCAATATAGTACTCCCATGCAAAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGACTAATACAATGTAACTCAAATATTACGGGGCTACTATTAACAAGAGATGGT
GGGAATAATGGCACACTTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAC
TGTATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGGAAAAAGAGCAATTGGAATAGGAGCTGTGCTCATTGGGTTCTTGGGGGCAGCCGGAAGCACTATGGGC
GCGGCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAACAGATGCTGAAACTCACAGTCTGGGGCATT 
>KX232594 
TTCTATTGTAATACAACAGGACTGTTTAATAGTACTTGGTATAAAAATGGAACGACTGAGGGAACAAATAGCA
CGGGGTCAAATGACACTATAACACTCCCATGCAGAATAAAGCAAGTTATAAATGTATGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGGATAATAAGGTGTGAATCAAATATTACGGGGCTACTATTAACAAGA
GATGGTGGAAATAATACAAGTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTGTATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAAAGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGATTTGGAGCTTTCTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATG
GGCGCGGCGTCCGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATATGCTGAAACTCACGGTCTGGGGCATT 
>KX232597 
TTCTATTGTAATACAACAGGTCTGTTTAATAGTACTTGGCCTAGTAATGAGACTAAGGAAGTAAATAACACGG
AGTCAAATGACATTATCACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAAAGAGTAGGACAAGC
AATATACGCCCCTCCCATCAAAGGACTAGTACAGTGTAATTCAAGTATTACGGGGCTACTATTAAACAGAGAT
GGTGGGAATAATAACACAGATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCTGGACTAGGAGCTTTATTCATTGGGTTCCTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCAGATGCTGAGACTCACAGTCTGGGGCATT 



>KX232609 
TTCTATTGTGATACAACAAACCTGTTTAATAGTACTTGGTTTGATAATGGGACTACTGAAGCAAATAGCACGG
GGTCAAGTGACATTATAACACTCCCATGCAGAATAAAACAAATTGTAAATGTATGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATCAGAGGACTAATAAAGTGTGAATCAAATATTACGGGGCTACTATTAACCAGAGAT
GGTGGGCATAATAGCACAAATGCAAGTAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGAGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KX232613 
TTCTATTGTAATACATCAGCCCTGTTTAATAGCACTTGGAGAGACAACCAGACAGATAACCAAACACATACAA
ATGACACTGACATTATAACTCTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGAGGACAGGACAAGC
AATGTATGCCCCTCCTATCCAAGGAGTAATAAAGTGTACATCAAATATTACAGGACTATTATTAACAAGAGAT
GGGGGTGCTAACACAACAAATGAAACTTTCAGACCTACAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATCACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATATGTTGAAGCTCACAGTCTGGGGCATT 
>KX232614 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACTTGGCCTGAGAATAAAAATAGCACAGGGTCAAATGACA
CAGGGTCAAATGGCACTATAACTCTCCAGTGCAAAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGCAATAAGATGTAACTCAAATATTACGGGGCTACTATTAACAAGA
GATGGTGGGAATAATAACACAAATGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTG
AACTGTATAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCATTCGGACTAGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAACACCTGCTGAAACTCACGGTCTGGGGCATT 
>KX232618 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTCTAATAATGAGACTGAGGGAGCGGGGTCAAATG
ACACTATAACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAGAGAGTAGGACAAGCAATATATGC
CCCTCCCATCGAAGGACTAATAAAATGTAACTCAAATATTACGGGGCTACTATTGACAAGAGATGGTGGGGAT
TATAACACATCTACAAATAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAC
TGTATAAGTATAAAGTAGTAAGACTTGAACCACTAGGAGTAGCACCCACCAAAGCGAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAATTGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC
GCGGCGTCCGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGCAGGCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KX232620 
TTCTATTGTAATACAACAAGCCTGTTTAATAGTACTTGGCCTCATAATGAGACGAAAATAAATAGCACGGAAT
CAAATGACAATGGCACTATAACACTCCCATGCAGAATAAAGCAAATTGTAAATATATGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCAAAGGACTAATAAGGTGTAATTCAACTATTACGGGGCTACTATTAACAAGA
GATGGGGGTGAGACTAATGGCACAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAACTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAAGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGACTAGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAGCAGCAACTGCTGAAACTCACGGTCTGGGGCATT 
>KX232624 
TTCTATTGTAATACAACAGGCCTGTTTAATAGTACTTGGTATAATAATGGAACTGAGGAAGCAAATAACACGG
GGTCAAATGACACTATAACACTCCCATGCAGAATAAAACAAATTATAAATGTATGGCAAAGAGTAGGACAAGC
AATATATGCCCCTCCCATCGAAGGACTAATAAGGTGTAATTCAACTATTACGGGGCTACTATTAACAAGAGAT
GGGGGTAATAACACAAATGACACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAACTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAAGCAAGGAGAAGAGT
GGTGGAGAGGGAAAAAAGAGCAGTTGGACTAGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCCGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KX232626 
TTCTATTGTGATACAACAGGCCTGTTTAATAGTACTTGGCCTAACAATGAAACTGGGGAAGTAAATAGCACGG
GATCAAACGATATTATAACACTCCCATGCAGAATAAAGCAAGTTGTAAATGTATGGCAGAGAGTGGGACAAGC
AATATATGCCCCTCCCATCCAAGGACTAATAAAATGTAACTCAAATATTACGGGGATAATATTAACAAGAGAT
GGTGGGAATCTTAATTCTACAAATGAAACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTGTATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGAGCAAAGAGAAGAGTGGT



GGAGAGAGAAAAAAGAGCAATTACCATAGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTAAGGGCTATAGAGGCTCAGCAACATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749423 
TTCTATTGTAATACATCAGGCCTGTTCAATAGCACCTGGTATCCCAATGGCACCAACATAACTAACCCAGGAC
CAGAGAATATAACCCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGGAGAGCAATGTA
TGCTCCTCCCATCAAAGGAGTAATACAATGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGG
AATAATAATAATACAACTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTACAAGTTGAACCACTAGGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCATTGGGTTCCTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCATCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAAGCTCAACAGCATATGTTGAAGCTCACGGTCTGGGGCATT 
>KX983643 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGGGAGAGGAAGGGCGAAAGGACAATATCACGAAGT
CAAATGCCACTATAACTCTCCCATGTAGAATAAAGCAAGTCATCAATATGTGGCAGAGAGCAGGACGAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAATTGTGCATCAAACATTACAGGACTACTACTAACAAGAGACGGT
GGGAATACTAATACTAGCGATCTACCTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGTTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>KX983542 
TTCTATTGTGATACAACAGGCCTGTTTAATAGCACTTGGAAGAATGGCACTCTCAACATGCAGGAATTAACTA
TCACAGTCACAAACTACACAAATCTCACAGACAGTATAAATATAACTCTTCCATGTAGAATAAAGCAAATTAT
AAATATGTGGCAGAGAGTAGGACAGGCAATGTATGCTCCTCCCATCCAAGGAGTAATAAAATGTGTGTCAAAC
ATTACGGGACTACTATTAACGAGAGATGGGGGGAATAATGAGACAGAAACCTTCAGACCTGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAGCCTATAGGAGTAGCACCCAC
CAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAAACAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGG
CATT 
>KX983566 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCATTTGGGTTAATGGCACTAGGAATGACACTGTCAGCAATG
GAACTTATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAATGTA
TGCCCCTCCCATTAGAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTACTGTTAACAAGAGATGGTGGG
GAGAATAATAGTACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTACAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX236677 
TTCTATTGTAATACATCAGCCCTGTTTGATAGCACTTGGCGGTTTAATGGCATTGGCAGTGGAAATGACACTG
TCAATGCCACTAGAAGCGAGAATGATACTATAAATCTCCCATGCAGGATAAAGCAAATTATAAATATGTGGCA
GAGAGCAGGACAGGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACAGGTCTA
TTATTAACAAGAGATGGTGGGAGGGGGAATGATAATAACACTGAGGTCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGGAGTGAATTATATAAGTACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCAT
T 
>JX236678 
TTCTATTGTAACACATCAACCCTGTTTAGTAGCACTTGGGAGAACGGTACGGAACTAAACAGCACGAAGTCAA
ATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCTCCTCCAATCGAAGGAGAAATAAGGTGTCAATCAAATATTACAGGACTAATATTAACAAGAGATGGTGGT
GAGGATATTAACAGTACAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KU749424 



TTTTATTGTAATACATCAGAACTGTTTAATAGCACTTGGGTATACAATGCATCAGAACTTAATGGCACTTGGG
TAAACAATGCCAGCATGCCAGGATCAAATAGCACAAGTGAAAATATAACTCTCCACTGCAGAATAAAGCAAAT
TATAAATATGTGGCAGAGAGCAGGAAAAGCAATGTACGCCCCTCCCATCTCAGGAAACATAACGTGTGTTTCA
AACATTACAGGACTCATATTAACAAGAGATGGTGGGAATACCAATACAACTGAAATCTTCAGACCTGAAGGAG
GAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGC
ACCCACCAAGGCAAGGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCCTCTTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGT
CTGGGGCATT 
>MF565934 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACTTGGGATGGGAATAGCACTACTAACAGCACGCAGAAGC
CAAATGGAACTATAACTCTCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGCAAT
GTATGCCCCTCCCATCCCAGGAAAAATAAGGTGTGACTCAAACATCACAGGACTAATATTAACAAGAGATGGT
GAAAATAATAACACTGAAAGTGAAACCTTTAGACCTGAAGGAGGAGACATGAGGAACAATTGGAGAAGTGAGT
TATATAAGTATAAAGTAGTAAAGATTGACCCACTAGGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCTCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX983624 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCCTCTGGATAAATGGCACCATGCTGAATGGTACCCTGAAGA
ATTCACCCAGCACAAATGACACCATAACTCTCCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGAAAGT
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAAGCATAACGTGTGTATCAAACATTACAGGACTAATATTA
ACAAGAGATGGTGGGAATACTAACAGGACAGATGAAATCTTCAGACCTGAAGGGGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KF716472 
TTCTATTGTAACACAACAGGTCTGTTTAATAGCACTTGGAGTCGGAACACAACAGATAATAACACTTGGTTTA
GGAACAATGCTAGCAGTAGCACAGGGTTAAATGGCACAATAACTCTCCAATGCAAAATAAAGCAAATTATAAA
TATGTGGCAGAGAACAGGACGAGCAATGTATGCCCCTCCCATACCAGGAACAATAATGTGTAACTCAAGCATC
ACAGGACTGCTATTAACAAGAGATGGTGGGAATAGTGGGAACAACAGTAATGAAACCTTCAGGCCTGGAGGAG
GAGATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGC
ACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCATTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGT
CTGGGGCATT 
>AB253421 
TTTTATTGTGATTCATCAGGCCTGTTTAATAGCACTTGGGATAACACTAACATCACGCAGCCAAATAGCACAG
GGTCAAATGACACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAGGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTGTATCAAACATTACAGGATTACTATTAACAAGAGAT
GGTGGGATTACCAGTGCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGTTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB287377 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGAATAATAATAATACCAGGGAGAAGATAAATGGTA
CAGAGTCAAATAGCACTATAACTCTCCATTGCAGAATAAAGCAAATTATAAATAGGTGGCAGGAAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTAGATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGATGGGGATAACAATACGGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAGGGCTAAGAGAAGAGT
GGTGGAGAGAGCAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB287379 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACCAATGAAAGCATGCAAGTAAATAGCACAGAAT
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAAT
ATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTAGCTCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGGGTTAACAATACAGTCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAAC



TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY713406 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGAATAACACTGCCAGCATGCAGAAGTCAAATAGCA
CGGGGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAGAATGTGGCAAAGAACAGGACA
GGCAATGTATGCCCCTCCCATCAAAGGAGATATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATGATAGCAGTCCAGATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCTCTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>L07082 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACCTGGAAAAATGTAAATGGCACCATGCAGGAGTCAAGCA
GCACAAAGTTAAATGACACTATAACACTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGG
ACAGGCAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGGTTGGGGATAACAGTACAAATGGAACTGAAACATTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCACGGC
AAAAAGAAAAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MF373167 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATGAAACTACCATGCAGGAGTCAAATGGAACAG
AGTCAAACGACAGCATAACTCTCCCATGCAGAATAAAGCAGATTGTAAATATGTGGCAGAGAACAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAATATTACAGGACTAATATTAATGAGAGAT
GGTGGGAATAGTAGTAGGGAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>MF373168 
TTCTATTGTGATACATCAGACCTGTTTAATAGCATTTGGCCGTTTAATAGCACTCGGGGACACAATGAGACTG
AAAGATCAAATAGCACAGAGACAAATAACACTATTATAAAACTTCCATGTAGAATAAAACAAATTATAAATAT
GTGGCAGAGAGTAGGACAAGCAATATTTGCCCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACA
GGACTAATATTAACAAGAGATGGAGGGAATAATAACACTACAAATGAAACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAC
CAGGGCACAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTGTCTTCATTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGG
CATT 
>MF373181 
TTCTACTGTAATACATCAGGCCTGTTTAACAGTAGTTGGGGAAATGGCACTAACAACAGCAGCACTGGGGGGC
AAACTATAACTCTCCCATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGGACAGGACAAGCAATGTATGC
CCCTCCTATCGAAGGAGTAATAAGGTGTGTATCAAACATTACAGGAATACTATTAACTAGAGATGGTGGGCCT
AATAATAGTACAAATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
ACTATAAAGTAGTACAAATTAACCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGTTGGACTGGGAGCTTTGTTCATTGGGTTCCTAGGAGCTGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCTCAACAGCATGTGTTGAGACTCACGGTCTGGGGCATT 
>MF373182 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGGGAGTAAACAACACTGATGGCAATATAACTAATG
GCACGATAACTCTCCCCTGCAAAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCGAAGGGGCAATAAGTTGTAATTCAACCATCACAGGACTACTATTAACAAGAGATGGTGGGTAC
AACAACAGCACTAACCAAATCGACAAAATCTTCAGACCTGCAGGAGGAGATATGCAGGACAACTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCTGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTTCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGATGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACAGTCTGGGGCATT 
>AF069670 



TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGCCAAAATGACACTGGGGTATCAAATAGCACGG
AGTCAAATGACACTATAATTCTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATATATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGGCTACTGTTAACAAGAGAT
GGTGGGGTTGTTAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGCAAAGTAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF069671 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTATTTTGAATAGCACTAAGATGAATGACAATGCCAGCA
GGGAGTCGTATGATGACACTATAACCCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCGAGGAGCAATAAGATGTAAATCAAACATTACAGGACTATTATTAACA
AGAGATGGTGGAAATAGTAACAGTAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGTTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069673 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGAATGGCACTGACAGCATGCAGAAGTTAAATAGCA
CGGGCAATATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
AATGATAACAATGAAAGTGAAATCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
TGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF107771 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTAGTTGGAATGAAAATGACACCAAAGTAAATTACAACACTG
AGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGC
AACGTATGCCCCTCCCATCCCAGGGGTAATACAGTGTAGATCAAACATTACAGGACTACTATTAACAAGGGAT
GGTGGGGTAACTAACAATACAAATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAAGGCACAGAGAAGAGT
GGTGAAGAGAGAAAAAAGAGCAGTTGGACTGGCAGCTGTATTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>HQ659604 
TTTTATTGTGATACATCAGGCCTGTTTAATAGCACATGGGGGGGAAATAGCACTGACAGCATACAGGAGTCAA
ATAGCACAGAGTCAAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTATATCAAATATTACAGGACTTCTATTA
ACAAGAGATGGTGGGGATAATAACAGTGCAAATGAAACCTTCAGACCTACAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCCCGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ659597 
TTCTATTGCAACACATCAGAATTGTTTAATAGCACTTGGGATAATAGCACTTGGGATAATAGCACTTGGGATA
ATAACATGCATGAGTCGAATAGCACGGAGAATATAACTCTCCAATGTAGGATAAAGCAAATTATAAATATGTG
GCAGAGAGCAGGACAAGCAATATATGCCCCTCCCATCAAAGGAGTAATAGGGTGTAAATCAAACATTACAGGA
CTAATATTAACAAGAGATGGTGGGGAGAAGGGTAATAACAGTATCAATGAAACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGATTC
TTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTG
GGGCATT 
>HQ697994 
TTCTATTGCTACACATCAGGCCTGTTTAATTATACCTTTAATGATACCAGCACAAATAGCACGGAGTCGAAGT
CAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAGT
ATATGCCCCTCCCATACCAGGGATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGGAATAATAATAGTAATACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATCGGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCACGGCAAAGAGAAGAGTGGT



GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ698029 
TTCTATTGCAACACGGCAGGCCTGTTTGATAGCATTTGGAATGGTAGCATTGGGAATAACACTGACAATAGTA
GCATGGAGTTAAATGACGATAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAATATTACAGGGTTA
ATATTAACAAGAGATGGTGGGGATAATAATAGTGCAAATGAAACCTTCAGACCTGTAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY253305 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCCTGTTTAATGGCACCTGGAATGGCAATCACACAAACAGCA
CGGAGTTAAATAGCACTATAATTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAATATTACAGGACTAATATTAACAAGA
GATGGTGAGAGGAACAATAGTCTAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY253314 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGACTACCAACAACATGCAGGAGTCAAATGACACTA
GCAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTGAAGGAGTAATAAGATGTGAATCAAACATTACAGGACTAATACTAACAAGAGATGGC
GGGAATAATAACAGTGCAAATGAAACCTTTAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907352 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCTATTTAACAAGTCAAATGAGAATAAGTCAAATG
AGTCAGATGTCAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGTGGGAATAACAACAATTCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTCAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907348 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGTATGGCAATGGCAGCAAGCTGGAGTCAAATAGCA
CGGGGTCAGACGACAATATAACTCTCCACTGTAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATAAACTGTCTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGACAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAGTTGGACTGGGAACTGTTCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGAAAGTTACTATCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907336 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACAGCACTGGGTCAAGAAATGACAGTGGCAATA
TAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGACAGGACAAGCAATATACGCCCCTCC
CATCCAAGGAAGAATACAGTGTGTGTCAAATATTACAGGACTACTATTGACAAGAGATGGAGGGATTAACAAC
AGTGAGGAAACCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTG
ACGCTGACGGTACAGGCCAGACATTTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAG
AGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907372 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGAACATTAATGGCAGTCGGGAGTCAAATAAAACAC
AGTCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC



AATATATGCTCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAATAATAATAACAGTTCAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAGTATAAGGTAGTAAAAATTGAACCACTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KX907383 
TTCTATTGTGACACATCAAGCCTGTTTAATATCACTTGGGATAGAAGTAACGTCACGCAGGAGTTAAATAACA
CAAAGTTAAATGACACTATAATTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGGAGTGAGAATGAAACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGT
TATATAAGTATAAAGTGGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTCGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAAGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KX907389 
TTCTATTGTAACACATCAATCCTGTTTAATAGCACTTGGAATAGCACTAGCACTTGGAATATCTCTGAGAGTG
TAAATAGCAGCAGTCAGGAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTG
GCAGAGAACAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGCATATCAAATATTACAGGA
CTAATATTAACAAGAGATGGTGGGGGTGATGACAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAATAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAACTATTGGCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCAT
T 
>KX907341 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGATGACACCTCGAATCATAATACAAGTGGCACGG
AGTCAAATGCCAATATAACTCTCCAGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATATATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTGATATTAACAAGAGAT
GGTGGAGATAACAATAACACTACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGACGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGCAGCTTTATTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KX907347 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCTGTCTAATAGTACTAACAGCACGGATAACACGG
GGACAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATGTTAACAAGAGAT
GGTGGGAATAATGCTACCAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAACTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907364 
TTCTATTGTAACACATCAGCCCTGTTCAATAGCAGTTGGAGTAGTGTAAATGACAGCGGGAACATTAGCCCAG
AGCCAAACAAAAATATAACCCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACGGGATTAATATTAACAAGCGAT
TATGGAGGGACTAACAGTACACATGAAATCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCCATCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCTGTCTTCCTTGGTTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907412 
TTCTATTGTAACACATCAGGCCTGTTTCATAGCACTTGGTTTAATAGCACTTGGTTTAATAGCACTTGGGAAG
ACAATCAGGCAAATAGCACAAATGACACTATAGTACTCCCATGCAGAATAAAGCAAATTATTAATATGTGGCA
GAGAGCAGGACAAGCAATATATGCCCCTCCCATCCCAGGGGAAATAAGGTGTGAATCAAACATTACAGGGCTA
ATGTTAACAAGAGATGGTGGGAATAATAACAATAACAGGACAAATGAAACCAAAAATGAAACCTTCAGACCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGG
ACTAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTC
CTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAT



TATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACT
CACGGTCTGGGGCATT 
>KX907414 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTAACACTACCACTTGGGAAAACATTACCGAAA
GGCAGGAACCAAGCAGCAACAAGACAAACGCAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAACAGGACGAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGTTGTAACTCAAATATTACA
GGACTAATATTAACAAGAGATGGTGGAAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGACATGA
GGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTGA
GGCAAAGAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAATTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCAT
T 
>KX907423 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCATTTGGGTTAAGGGCCAGGAAAGCAATCAGTCAAATAGCG
CAAATGACACTATAGTACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCCCAGGGGAAATAAAGTGTGTATCAAACATTACAGGGCTAATATTAACAAGAGATGGT
GGGAATAACGGGATAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX907431 
TTCTATTGTAACACAACAGACCTGTTTAATAGCACCTGGAATGAGACCAGCATACAGGAAAATAGCACAGAGA
CAAACAACGAGACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATATATGCCCCTCCCGTACCAGGAGTAATAAGGTGTGACTCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGGACTAATAATACAAATGAAACATTCAGGCCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615968 
TTCTATTGCAACACATCAGACCTATTTAATAGCACTTGGGAAAATAACCCTGTCAGCCAGGAGTCAAATAGCA
CAAGGTCAAACGACACTATAACTCTCCAATGCAAAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAACTGTACATCAAATATTACAGGACTAATATTAACAAGA
GATGGTGGGAATAATAATAACAGTGGAAATGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGGCAGCAAA
GCAATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ615970 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACTTGGAATTGGAATCACACAAACAGCTTGCAGGATTCAA
ATAGCACAGAGACAAATGGCACTATAATTCTCAAATGCAGAATAAAACAAATTATAAGGATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGATTAATATTA
ACAAGCGATGGCGGGAATAAGACCAGTACAACAGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTCAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGTGGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615971 
TTTTATTGTAATACATCAAAACTGTTTAATAGCAGTATATCCTACAATGGCAGTACAAAGTCAGTAGAGTCAA
TAAACAGTAACGAGACAATAAGTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCGAGGAGTAATAAAGTGTAAGTCAGACATTACAGGACTACTATTAACAAGA
GATGGTGGGGTTACCAACACAAATGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAAAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCTCTCCTGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAACCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM204620 
TTCTATTGCAACACATCAGGATTGTTTAATAGCAGATGGGAAAATGACACGCAACCAAATAACACGCAGCCAA
ACGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATATA



TGCCCCTCCCATCAGAGGAGTAATAAGTTGTCAATCAAACATTACAGGACTACTACTAACAAGAGATGGGGGG
GGGAAGAATACTAGTGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM204621 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGGGTAATGGCAGTTACAGCACCAATGACACAGGGG
ACGCAAATTCAAATATAACTATCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGGACAGGACAAGC
AATGTATGCCCCTCCCATCAAAGGAATAATAAGATGTATGTCAAATATTACAGGCCTACTATTAACAAGAGAT
GGTGGGATTAATAGGACGAATGAAACCTTCAGACCTATAGGAGGAGATATGATGGATAATTGGAGAAGTGAGC
TATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCAACAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTCTTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATG
GGCGCAGCGTCGATAACGCTGACGTTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KY658695 
TTCTATTGTAACACATCAAGTTTGTTTAAAGGCACTTGGAATAATGGCACTTGGAATGATAGCATGTCAGAGG
TAAATAGCACAGAGTCAAATGACAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAA
AGTAGGGCAAGCAATGTATGCCCCACCCATCCAGGGAGTAATAAGGTGTGAATCAAACATTACTGGACTAATA
TTAACAAGAGATGGTGGGAATAGTAGCGGTCAGAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAG
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCACTTTTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>KY658696 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCAATAGCACAGCAAATAGCACAGCAAAGTTTAATAGCAATA
GCACAGCAAATAGCACAGCAAATATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGGCC
AGGACAAGCAATGTATGCCCCTCCAATCCAAGGGCCAATAAGTTGTAGGTCAAACATTACAGGATTACTAATA
ACAAGAGATGGTGGAGAAAACAATGGAACGAATGAAACCTTCAGACCTGGAGGAGGAGAGATGAGGGATATTT
GGAGAAGTGAACTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCCGGA
AGCACTATGGGCGTGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF361872 
TTCTATTGTAATACAACAAGCCTGTTTAATAGCACCTGGTATCACAAGAACAGCACGCAGGGGTCAAATGACA
CGGGGTCAGATGACACTATAACTCTCCCATGCAAAATAAAACAAATTGTAAGGATGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGGGGGAGTGAGGACAATACCACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATC 
>AF361873 
TTCTATTGTAACACATCAGGCCTGTTTAACAGCACTTGGCATAGCAATGCCAGCATACAAGAGCCAAACAGCA
CAGAGTCAAATGACACTATTATAACTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGG
AAAAGCAATATATGCTCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACA
AGAGATGGTGGGAGTAATAATAGCACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCTGGGCAAGGAGAAG
AGTGGTGCAGAGAAAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCTGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM027846 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATACTACCAACATGTGGGAGCAAAATAGCACGG
AGTCAAACAATAATACTATATATCTTCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAATGATAAGGTGTGTCTCAAATATTACAGGACTAATATTAACAAGG
GATGGTGGGAATATTAGTGAGAATAATGCCAGTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCAACCCCGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 



>JX877522 
TTCTATTGTGACACATCAGAACTATTTAATAGCACTTGGAATGACGCTGCCATTATGAGGGAATTAAATAGAA
CGGAGTCAAACGACACCATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACG
AGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAGTCAAATATTACAGGACTAATATTAACAAGA
GATGGTGGGAGGGATGATAACAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>HM215272 
TTCTATTGTAATACATCAAGCCTATTTAATAGTACTTGGTGGAGCAACAACAGCAACAACACTGACAGTGAGG
AGTCAAATAGCATGGGGTTAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAACATCACAGGAATA
CTATTAACAAGAGATGGTGGGGATAATAACAATGAAAGTGAAACCTTCAGACCTGTAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACAGAGGC
AAGGAGAAGAGTGGTGGGAAGAGGAAAAAGAGCAGTTGTTGGAATGGGAGCTATGTTCCTTGGGTTTTTGGGA
GCAGCTGGGAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCAT
T 
>HM027824 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACGTGGAATGGTACCCAAATGATGGAGCCAAATAGCACAG
AAAACATTAATGATACTATAACTCTTAAATGCAGAATAAAGCAAATTATACATATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCAAAGGAGTGATAAGATGTAACTCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGACTGAAGGGAATAGCAGTGAAACCTTCAGACCGGGAGGAGGTGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATCGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JX236669 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACATTGCTGGGAACAGGACAAATGACACGAAGT
CAAATGAAACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATGTGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCGCAGGAGTAATAAGATGTAACTCAAACATTACAGGATTACTATTAGTAAGAGATGGT
GGAGCTACTAACAATACTGATGAAACCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JX236671 
TTCTATTGTAATACAGCAGGTCTGTTCAATAGAAATTGGACTTGGAGTAAGGAGAATGGGACCAGAATGCAGA
ATAAAACGGATTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAAC
AGGACAGGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAATGTGCATCAAACATTACAGGACTACTGTTA
ACAAGGGATGGTGGAGATAACAAAAACAATAGTACCAATAGTACCAATCAAAATAACACTGAAATCTTTAGAC
CTATAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACT
AGGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTACTAGGTGGACTAGGA
GCTGTATTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGG
CCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCT
GTTGAAACTCACGGTCTGGGGCATT 
>JX236676 
TTCTATTGTAACACATCAAGCCTATTTAATAGCATTTGGAATGGCAGTAAATCAAATAACACGGAGCCAGATA
GCACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAACATTACAGGGCTAATATTAACAAGAGATGGTGGGAGT
AATAGCAGTAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGCATAGTGCAACAGCAAAGTAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716478 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACTTGGGTATATGGTAATGGAAGCTGGGGGTCAAATAGCA
CGGGGTTAAATAGTACAATGATAAATAATACTATTTTCAGTGATACCATAATTCTTCAATGCAGAATAAAGCA
AATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATGCCCCTCCCATCAAAGGAGTAATAAGCTGTAGA



TCAAACATCACAGGACTAATATTAACAAGAGATGGTGGGAGTAACAGCAATGCAAGTACAAATGGAAGTGAAA
CCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGT
TGAACCACTAGGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTGGCGAGAGAAAAAAGAGCAGTTGGAATA
GGAGCTGTACTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTAC
AGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCA
TCTGTTGAAACTCACTGTCTGGGGCATT 
>KP109490 
TTCTACTGTAATACATCAGGCCTGTTCAATAGCACTTGGAATAACACCTCGCAGGCAAATAGCTCGGAGTTAA
AGGGCAATATAACTCTCCCATGCAAAATAAAACAAATTATCAGGATGTGGCAAAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAATTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGG
GAGGAGGACAATAGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAGTAGGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>JF680921 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGACTAAGAATAGCAGCACTAACACTTGGAATAGTA
CTGACATCATGTGGGGGGTAAATAACAGTGACCATAATATAACTCTCCAATGCAAAATAAAGCAAATTATAAC
CATGTGGCAGAGGACAGGGCAGGCAATGTACGCCCCTCCCATCCCAGGAATAATAAACTGTGTGTCAAACATT
ACAGGACTACTATTAACAAGAGATGGTGGTGAGGAGAGTAACAGTAGAGATAATGAAACCTTCAGACCTATAG
GAGGAAATATGAAGGATAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATT
GGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGACGCTCAACAGCATCTGTTGAAGCTCAC
GGTCTGGGGCATT 
>KF859745 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAACAATAGCACTCAAGAGTCTAATAGCACGGAGA
CTATAACTCTCCCATGCCGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCCATATATGCCCC
TCCCATCAAAGGAATAATAAATTGTAGATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGACATAAT
AATACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTATTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716486 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTACTTGGGACCTTAATGCTACTAGGGAAGATAGCACGGAGA
ACATAACTCTCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAAAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCGAAGGAATAATAAGATGTGACTCAAACATTACAGGACTACTCTTAACAAGAGATGGTGGGAATAGT
AGTACAAATGAAACTCAGGAAATCTTCAGACCTATAGGAGGGGATATGAAAGATAATTGGAGAAATGAATTAT
ACAAGTATAAAGTAGTAAAAATTGAACCTCTGGGAGTAGCACCCTCCTGGGCAAGGAGAAGAGTGGTGGAGAG
AGGAAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGGAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAAGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>M62320 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCATTTGGAATGGCAGCATGTCAAATGACATGGGGCCAAATG
GCACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGGGGTACT
AACAATACAAAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTAGGAGCTATCTTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACAATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>L22957 
TTCTATTGTAATACAGCAGGCCTGTTTAATAGTACTTGGAATAAAAATGACAGCATAAAGTCAAATGACACAA
AGTCAAATGACATTATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGC
AATGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGTGGAAATGGGAGCAATACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAATG
AATTATATAAGTATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCTACCCCAGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG



GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>L22951 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGAATGGCAATACCAGCAAGCAGGAGTCAAGTAGCA
CAGAGTCAAATGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAA
AGCAATATATGCCCCTCCTATCAAAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGGTAATAACAGTGAAAATGAAACCTTCAGACCTGGAGGAAGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAGTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB253429 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGGTAAATGGCACTACCAGCAGCATGTCAAATGGCA
CTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCCAAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAAT
AGCAGTGACAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTACACTGGGAGCTGTATTCATTGGGTTCTTAGGAACAGCTGGAAGCACAATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AY494973 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCTTGGAATGAGACAAATAGCGAGACAAATAACA
CGAACGCTACTATAGTGCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAACATTACAGGACTACTATTAATAAGAGATGGT
GGGGTTGGTAACAATACAAATGGAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCTGGAAGCACT
ATGGGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EU853062 
TTCTATTGTAATACATCAGACCTGTTTAATAGCACTTGGTACTTAAATGGCACTAGCACTTGGTACAATGGCA
CTGCAAATAACGCACCGTTAAATGGTAATATAACTCTCCCATGCAGAATAAAGCAAATCATAAGGATGTGGCA
GAGAACAGGACAAGCAATGTATGCCCCTCCCATTCAAGGAAAAATAGAATGTGTATCAAACATTACAGGACTC
CTATTAGTAAGAGATGGTGGGAATGATGAGAATAACAACACAAGAAATAACACCCTCAAAGATGAAAAATTCA
GACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAGGTATAAAGTAGTAAGAGTTGAACC
ACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGCT
GTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGAACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCAACTGTT
GAAACTCACAGTCTGGGGCATT 
>EU852958 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGGATAAAAATACCACCGTGCAGGAGTCAAATAGCA
CGGGGTCAAATGACACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACG
AGCAATGTATGCTCCTCCCATCAAAGGAGTAATAAGGTGTGAATCAAACATTACAGGAATGATATTAACAAGA
GATGGGGGTAATACTACCGGGAAAAATGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU852954 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACCTGGTATACAAATAATACCAGCGTGCAGGAGACAAATA
GCACGGGGACAAATGACACTATAATTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGG
ACGAGCCATGTATGCTCCTCCCATCAGGGGAGTAATAAGGTGTGAATCAAACATTACAGGAATGATATTAACA
AGAGATGGGGGTGTGAGTGTTAACAAGACAACTGAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTACTGGAATAGGAGCTGTCTTCCTTGGGCTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCAT
T 
>AF484507 



TTCTATTGTAATACATCACAATTGTTTAATAGCATTTGGAATGTCACTAACAGCACAGAGTCAGAGAATAGCA
CGGGGTCAGATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAGAACAGGACA
AGCAATATATGCCCCCCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTATTATTAACAAGA
GATGGTGGGAATAACAATACAGGTAATGAAACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAACAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGGAACTCACGGTCTGGGGCATT 
>AF484508 
TTCTACTGTAACACATCAAGCCTGTTTAATGGCACTTGGAATGGCACTGAGAACATAACGGAGTCAAATAGCA
TGAACGACTCTATAATACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTCAATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGAAATAACAGTACAAATGAAACCTCCAGACCTGGAGGGGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTTGGACTAGGAGCTGTTTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484509 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGTATAATACTTGGAATAGCACTGAATCAAAAAGCA
CGGAGTCAAACGACATTACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATATATGCCCCTCCCATCCAAGGAGTAATAATGTGTAAATCAAATATTACAGGACTAATATTAACAAGAGAT
GGTGGAGGTAATAGCAGTGAACCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAACAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGAGCATTACTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF484512 
TTCTATTGTGATACAACAGGACTGTTTAATAGCAATTGGACTTGGAATGACACTGCCAGCATAATGGAGTCAA
ATAGCATGGAGTCAACTCAAAATATAACACTCCAATGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAGC
AGGTAAAGCAATGTATGCCCCTCCCATCCAAGGAACAATAAGGTGTGAATCAAACATTACAGGACTACTGTTA
ACAAGAGATGGTGGGGATAATAGAGATAATAGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTCAAAATTGAACCACTAGGAGTAGCACGCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATTTGTTGAAGCTCACGGTCTGGGGCATT 
>EU853030 
CTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACTGTCAGCACGGAGTTAAATAGCAAGG
AGGCAAATAACAATATAACTCTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAAGAACAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGTAATAAATTGTGTGTCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGCCTAACGATACACATGAAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAGGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484478 
TTCTATTGTAACACAACAAACCTGTTTAATAACATTTGGAGTAATGCCAGCATGCAGAAGGCAAATAGCATAA
ACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGAGTGATAAAGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
GGTAATAACAATACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATGGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484493 
TTCTATTGTAATACATCAGGCCTGTTTAATAATACTTACACTACTGACAGCATAGAGTCAAATGACACGGAGC
CAGATGCAAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAGTCAAACATCACAGGACTACTATTAACAAGAGATGGT
GGTACTAACAGTACTAAAAGTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTACAAGTTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTACTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACAATG



GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGCAGCAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAACTGTTGAGACTCACTGTCTGGGGCATT 
>AB098330 
TTCTATTGTAATACATCAGGCCTGTTCAATGGCACCTGGAAGCCAAACAGCACAGAGTCAAACAACACAACGC
CAAATGACACTATAACTCTTACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGGATTAACAGTATAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAAAGGCTCAACAGCATATGTTGAAGCTCACGGTCTGGGGCATT 
>GU367412 
TTCTATTGTGATACATCAGGCCTGTTTAATAGTACTTGGAATGACACTGCCACCAATCAGACTTTTGATGCAA
ATAGCAATATAACTCTTCAATGTAAAATAAGACAAATTGTACGTATGTGGCAGAGAATAGGACAAGCATTGTA
TGCCCCTCCCATTCAAGGAGTAATAAGCTGTAAATCAAACATTACAGGGCTGCTACTAACAAGAGATGGTATG
AATGAGAGTAGTGAGACGTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGCAGAGCAATCTGCTGAGGGCTA
TAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>FJ647148 
TTCTATTGTAATACATCAGGTCTGTTTAGTAGCAGGTGGTTCACTAATGGCACTAACAGCACGGAGTCAAATG
GCACAGGCAATATAACTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAC
GTACACCCCTCCCATCCAAGGAGAAATAAGGTGTAGATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGGATTAACACAACAGAGGAAATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCATCCAAGGCAAAGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT183312 
TTCTATTGTGACACATCAGGTCTGTTTAATGGCAGTTGGAGTGAAAATAGCACTTGGAATAGCACTATGGAGG
CAAATAGCACAATTATACTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACGAGCAAT
GTATGCCCCTCCCATCCAAGGAACAATACAGTGTACATCAAACATCACAGGATTAATATTAACAAGAGATGGT
GGTGAGAAAAACAATAGCACTGAAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTACACTAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KC863311 
TTCTATTGTAATACAACAGACCTGTTTAAGGGTACTTGGCATCCTGATAATAAAACTTGGAGTGATCCTTGGA
ATGCCAGCATGAAGTCAAATAACACATCAAATGTCAATATAACTATCCTATGCAAGATAAAGCAAATTGTAAG
GATGTGGCAGAGAGTAGAACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTTCATCAAACATT
ACAGGACTACTATTAACAAGCGATGGTGGTAGGGATAATAGCAATAATACTGGTAAGGATAATAGCAATAAAA
ATAATACTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAA
AGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCCCGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGA
GCAGTTGGCCTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGA
CGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCGACAGCAAAGCAATTTGCTGAAGGCTATAGA
GGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>HM623589 
TTCTACTGCAACACATCAAGCTTGTTTAATAGGACATTTCCGGCCAACTACACGTATAATAGGACTGCTGACA
GCACACAGGGGAATACAACTATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATTGAAGGAGTAATAAGATGTGAATCAAACATTACAGGAATACTATTGACA
AGAGATGGTGGGAATGAGACAAATGTAGAAGTCTTCAGACCAGAGGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAATTACAAGGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGGCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGCAAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>MH705163 
TTCTATTGCAATACAACAGCCCTGTTTAATAGCACGTGGGAGAATGAGAATGACACGGCCAACATACAGAAGA
ATGGCACGGAGTCAAATGACACTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT



AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAACCATTACAGGAATAATATTG
ACAAGAGATGGTGGGGATAGTGGGAACAATACCAGGGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAGGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF286241 
TTCTATTGTAATACAACAAGCCTGTTTAATAGCACATGGAAGAATGGCGCCACCATACAGGAGAATAGCACGG
AGACAAATGGAATTATGACTCTCCCATGCAGAATAAAACAAATTGTAGACATGTGGCAGGAAGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAGTAATATATTGTACATCAAACATTACAGGAATAATATTGACAAGAGAT
GGTGGGAGCAGTAACACCAATAGTGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTATCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF286238 
TTCTATTGCAATACAACAGGCCTGTTTAATAGCACATGGGAAAATGGCACTAACAAACAGAATTACACGGAGT
CAAATGACACTATAACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCCGAGCAAT
GTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTACATCAAACATTACAGGAATGATATTGACAAGAGACGGT
GGGAAGAACAGTATTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACAGAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTTGGATTGGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACAGATGTTGAGGCTCACAGTCTGGGGCATT 
>AF286237 
TTCTATTGCAATACAACAGGCCTGTTTAATGGTACGTGGTGGAACAATGGTACGTGGAACGGGCCCTACACAC
CTAATAACACCAATGGAAGTATAATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
AAGAGCAATGTATGCCCCTCCCATTGCAGGAATAATAAAGTGTACATCAAACATTACAGGAATAATATTGACA
AGAGATGGTGGTAACAATGGGACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGCAGGCTATAGAAGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY521629 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGAATGACACGGCCATCAATGACACTATCAACGTGC
AGAATTCAACTTACAATATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTCAAGGGGTAATAAACTGTACATCAAACATTACAGGGCTACTGTTAACAAGG
GATGGTGGGGATAATAGTAGTACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCTCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>AY521631 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGTATAATAGTACTTGGAATAACACTGACAGCACAC
AGAAATCAAATGGCACGGAGAAAATAACTCTCCCATGCAGAATAAAACAAGTTATAAAAATGTGGCAAAGAGT
AGGACAAGCAATGTATGCCCCTCCCATTCAAGGAGTAATAAAATGTGTATCAAACATTACAGGGATACTGCTA
ACAAGAGATGGGGGGAACCTTAATAGCTCATTTGAGACGTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCGGTCGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGTACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAGCAAATGTTGAAACTCACGGTCTGGGGCATT 
>AY521630 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGAATAGCACTACCATCAAGCAGAATTTAACTAACA
ATGACACGGGGGTAATAAATCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATTAAAGGGGTAATAAACTGTACATCAAACATTACAGGGCTACTGCTAACAAGGGAT
GGTGGGGATAATAATAGTACAGATGAGAAGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAGCACTTGTTGAAACTCACAGTCTGGGGCATT 



>AM000053 
TTCTATTGCAATACATCAGGCCTATTTAATAGCAGTTGGGCGCCCAACGGCAGTTGGATCAACAACATTGGCA
GTAGGGAAAATGACACTATGACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGAACA
AGCAATGTATGCCCCTCCTATCAAAGGAAACATAACTTGTGTATCAAACATTACAGGACTACTGTTAACAAGA
GATGGTGGAACTAATGAAACTAGGGAGAATGAGACCTTCAGACCTATAGGAGGAGAGATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGGGGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AM000054 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCTCTTGGCCCATTAACAGCACTACCAGCAATAACAGCACTG
CCAGTAATGAGACCATAATTCTGCCATGTAGAATAATACAAATTATAAATATGTGGCAGAGACTAGGACAGGC
AATGTATGCCCCTCCCATCAAAGGATTAATAAATTGTGTATCAAACATTACAGGACTACTGTTGACAAGGGAT
GGTGGAGATAGGAACAGTAGTTATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAGGAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTTTCTTCCTTGGGATCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGGCAAGTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATC 
>FJ388892 
TTCTATTGCAATACAACAGACCTGTTTAATAGCACTTGGTACACTAATGACACTGGCACAAATAGCACAGGGG
CCAATGAAAATGGGGCCAATGAAAATATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAG
AGTAGGGCAAGCAATGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTA
CTAACAAGAGATGGTGGAAGTGGAAATGATAGCTACAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGG
ATAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGC
AAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>JF683763 
TTCTATTGCAATACAACAGACCTGTTCAGTAGCACTTGGGACGAAGATGACACTGACATCACTCTCGCCCAGG
ACAATGGAACTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGCTAATAGCAGTAATGAGACCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTACAAATTGAACCAATAGGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCACTGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JF683798 
TTCTATTGCGATACAACAAACCTGTTCAATAGCACTTGGGACGGAAATAGCACTGTCACAAATATCACACAGA
CCAATGAAAATATAACTTTACCATGCAAAATAAGGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAATTATAAGGTGTGAATCAAACATTACAGGACTACTGCTAACAAGAGATGGT
GGAAATAAAACCAATAGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAGTGGAACCAATAGGAGTAGCACCTACCAGAGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATAATTGGACTGGGAGCTGCCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>EF545108 
TTCTATTGCAATACAACAGGCCTGTTCAATAATGCCAGCAACAATGGTACAAACCGCACAGACCCTATAATTC
TCCCATGCAGAATAAAGCAGATTATAAATATGTGGCAAAGAGTAGGGCAGGCAATGTATGCTCCTCCTATCAA
AGGAATCATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAATAAAAATGGAAGC
AACGGGACCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAGAG
AGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTACAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCTCAGCAGCATCTGCTGAAGCTCACGGTCTGGGGCATT 
>GU481566 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGGATGAAAATAGCACTGTCACAAATAGCACAACGG
CCAATGAAAATATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCGCAGGAATTATAAGGTGTGAATCAAACATTACAGGACTACTAATAACAAGAGATGGT
GGAACTAATAGCAGCAATGAGACTGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT



GGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481615 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAACACAAGCAGCACTGTCACAAATAGCACACAGG
CCAATGAAACTATAAGTCTACCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAACGGAACTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGGTGAAAATAATAGCAGCAATGAGACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGATTAGCACCTACCAAGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>HQ896489 
TTCTATTGCAATACAACAGACCTGTTCACAAATAGCACTCTCACAGATAACACAGAGACCAATGAAACTATAA
CTCTGCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCTAT
CAGAGGAAGTATAAGGTGTAATTCAAACATTACAGGACTACTGCTAATAAGAGATGGTGGAGCTAATAGCAGC
AATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAAT
TGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCACTGACGCTG
ACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTC
AGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292897 
TTCTATTGCGATACAACAGCCCTGTTCAATAGCACTTGGGAAAATGGCACTGTTATAAATAGCACACAGGCCA
ATGAGACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAATGTA
TGCCCCTCCTATCAGAGGAATTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGA
GGTGGAAATAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGGAGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGGGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292899 
TTCTATTGCAATACAACAGACCTGTTCAATTGGGACGGAAATGGCAATGTTACAAACAGCACACAGGCCGATG
GAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAAAGGAAATATAACGTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGAGGT
GGAATTAATAGTAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATATGCTGAAACTCACGGTCTGGGGCATT 
>HQ385841 
TTCTATTGCTATACAACAAAACTGTTCAATAGCACTTGGAACGGAAATGACACTGTTACAAATAGCACACAGG
CCAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAATATAAGCTGTACATCAAACATTACAGGACTATTACTAACAAGAGATGGT
GGAACTAATAGCAGTAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385843 
TTCTATTGCAATACAACAGCCCTGTTCAATAGTACTTGGCACGAAAATAGCACTGATACAAATAGCACACAGG
ACAATGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCGAAGGAAATATAAGCTGTACATCAAACATTACAGGACTACTACTAACAAGGGATGGT
GGAGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385846 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGGCAATGGCACTGTCACAAATAGCACAGGGGACA
ATGAAAATATAATTCTACCATGCAGAATAAAGCAAATCATAAGGATGTGGCAGAGAGTAGGACAAGCAATGTA



TGCCCCTCCTATCAAAGGAATTATAAAGTGTAAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGA
GGTGGAAATAGCAGCAATGAGACCAGTGAAACCTTCAGGCCTATAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATACAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481434 
TTCTATTGCTATACAACAAACCTGTTCAATAGCACTTGGGGCGAAAATAGCACTGATATAAATAGCACACAGG
CCAATGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAATGTGTACATCAAACATTACAGGGCTATTACTAACAAGAGATGGT
GGAGGTGGAGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGGGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481486 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAACGAAACTGACATTGATGCACAGGCCAATGAAG
TCAATGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAAGACTTAATGGCAGCAATGAGACCTTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481644 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGAATGAAACAGACATTGTTACAAATATCACACAGG
GCAATGGAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAATATAACGTGTACATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCACTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292891 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACAATAGCACTGTCACAAATAGCACAGGGACCA
ATGAAACTATAACTCTGCCATGTAGAATAAAGCAAATTATAAATATGCGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATTAGAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAATAAGAGATGGTGGA
GCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ385820 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGGACACAAATATCACAGAGGCCAATATCACAGAGG
CCAATGAAACTATAATTCTACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAACTAATAGCAGCAATAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGGTTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GCCGGCGGGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCTCAGCAACATATGCTGAAACTCACGGTCTGGGGCATT 
>JF952018 
TTTTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGGACAATAGTAGCATTGCCGAAAATAGCACAGAGG
ACAATGCAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAATATTACAGGACTATTACTAACAAGAGATGGT
GGAGATGCCGATGGAAATGGAACTAATAGCAACAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGAACA
ATTGGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCAATAGGGGTAGCACCTACCACGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 



>HQ338112 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACAATAGCACTTGGGACAAAAATGACACTAGCA
CAAATATCACACAGGTCATAACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCTATTAAAGGAGTTATGAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGA
GATGGTGGAGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTACACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481277 
TTCTATTGCAATACAGCAGACCTGTTCAATAGCACTTGGGACACAAATAGCACACAGACCAATAGAAATATAA
CTGCCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCTATCAAAGGAATTATAATGTGTACATCAAACATTACAGGACTACTCCTAACAAGAGAT
GGTGGAGGTGAAACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGGGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCGGCAGGAAGTACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>GU481544 
TTCTATTGCAATACAACAAAACTGTTCAATAGCTCTTGGGGCGAAAATGGCACAAATAGCATCGAGACCAATG
AAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAACATTACAGGACTACTACTAATCAGAGATGGTGGAACT
AACAGCAGTAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>GU481661 
TTCTATTGCGATACAACAAACCTGTTCAATAGCACTTGGGAAGAAAAAAGCACTGTTACAAATAGCACCAATG
ACACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCCAAGGAAATATAAGTTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGAAGT
GAAAATAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAGGAGAATAGTGGTGAAGAGAGAAAAAAG
AGCAATTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>KF716491 
TTCTATTGCAATACAACAAACCTGTTCGATAGCACTTGGAATGACACTGACACAAATAGCACTGACACAAATA
GCACAGGGGCCAATGAAATTATAACTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCTATCAAAGGAGTTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACA
AGAGATGGTGGAACTAATAGCAGCAATGAGAATGAGATCTTCAGACCTATAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAGTATAAAGTAGTAGAAGTTGAACCAATAGGAGTAGCGCCTACCAAGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAAAGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KF716492 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAAAGAAAATAGCACTATCACAAATAACACAACAG
CCAATGACACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTAAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAAGTGAACCTAATAGCAGTGAGGAAATCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>FJ864679 
TTCTATTGTAATACAACAGAACTGTTCAATAGCACTTGGTACAAAAATGGCACTAACACAACTAGCACACAGA
CCAGTGAAAACATAACTCTGCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGTGGAATTATAAAGTGTGAATCAAACATTACAGGATTAATACTAACAAGAGATGGT
GGAGATAATAGTAGCAGCAATGAGACCTTCAGACCTGAAGGAGGAGACATAAGGGACAATTGGAGAAATGAAC
TATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACTGAGGCAAGGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JQ292893 
TTCTATTGCAATACCACAGACCTGTTCAATAGCACTTGGGACAAAAATGACACTATCACAAATACCCCAGAGG
TCAATGGAACTACTATAACTCTGCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAAC
AATGTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTGCTAATAAGAGAT
GGTGGAGAAACTAATAGCAGCAGTGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JF430898 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAGGAATGACACTGTCGCAAATATCACGGCCAATG
GAACTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCGAAGGAAATATAAGTTGTGAATCAAACATTACAGGGCTACTACTAATAAGAGATGGTGGAACT
GATGACAGCAATGAGACTGAGTCCTTCAGACCCATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ834967 
TTTTATTGCAATACAACAGGCCTGTTCAATAGCACTTGGGGCAATAGCACTGACGCAAATAGCAATGAAAATA
TAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
TATCAGCGGAAATATAAGTTGTGTATCAAACGTTACAGGACTACTACTAGTAAGAGATGGTGGAGGTGGAAAT
AGTAGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAAAAGTGAACTATATAAGT
ATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGGGTGGTGCAGAGAGAAAA
AAGAGCAATTGGAGGACTGGGAGCTGCCCTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAGCAGCATCTGCTGAAACTCACCGTCTGGGGCATT 
>JX500696 
TTCTATTGTAATACAACAAAACTGTTCAATAGCACTTGGGACAAAAATAGTACTTGGAATGAAAATAGCACTG
CCAATGAAAATATAACTCTGCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAGTTATAATGTGTAAATCAAACATTACAGGTCTACTCCTAACAAGAGATGGT
GGAGGTGGAGCTAATAGCAGCAATGAGACTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCAGCTGCTGAAACTCACGGTCTGGGGCATT 
>JX500695 
TTCTATTGCAATACAACAGGCCTGTTCAATAGCACTTGGGACACAAATGGCACTGTCACAAGTAGCACAAATG
GAACAAATAAAACTATAACTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTACGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGTCTACTACTAATAAGAGAT
GGTGAAAGGAATAGCAGCAATGAGACCTTTAGACCTATAGGAGGAAATATGAGGGACAATTGGAGGAGTGAAC
TATATAAGTATAAAGTAGTACAAATTGAACCAATAGGACTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>JX500694 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACGGAAATGGCACTGCCACAAATAACACAGAGG
ACAATGTAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAGAGGAAGTATAAAGTGTGTATCAAACATTACAGGACTACTACTAATAAGAGATGGTGGAGGT
GGAAATAATAGCAACAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAGGTAGTACAAATTGAACCAATAGGAATAGCACCTACCACAGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH603967 
TTCTATTGCAATACAACACAACTGTTCGATAGCACGTGGGAAGAGAATGCCAATATCACAAATACAAATAATA
CACAGAATAATGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGGGGGTAGGACA



AGCAATGTATGCCCCTCCTATAAGAGGAGAAATAAGGTGTGAATCAAACATTACAGGATTACTACTAACAAGA
GATGGTGGAGGTACAAATAGCAGCAACAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAACTATATAAGTATAAAGTAGTACAAATTGAACCCATAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604120 
TTTTATTGTAATACAACAGACCTGTTCAATAGCGCTTGGGAAAATGGCAATGCTACAAATATCACACAGGCCA
ATGACAATGAAACTATAATTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAAAGAGTAGGACAGGC
AATGTATGCCCCTCCTATCAGAGGAAATATAACGTGTATATCAAATATTACAGGACTACTACTAACAAGAGAT
GGTGGAGGTGGAAATAATAGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCTAACAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACT
ATGGGCGCGGCGTCGCTAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAACA
ATTTGCTGAAGGCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>MH604308 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGGAAATAGCACTAGAGATGAAAATGGCAATG
ATACAGATAGCACACAGAACAATAGACCTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCTATAAAAGGAATTATAAGGTGTACATCAAACATTACGGGACTA
CTACTAATAAGAGATGGTGGAGGCGGAGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATAA
GGGACAATTGGAGAAGTGAACTATTTAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAG
GGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TACAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCAT
T 
>MH604056 
TTCTATTGCAATACAACAGCCCTGTTCAATTGGAACGGCAATGAAACTGTTACAAATAGCACACAGGCCAATG
AAACTATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAAAGGAAGTATAAGGTGTACATCAAACATTACAGGACTGCTGCTAACAAGAGATGGTGGAACT
AACAGCAGCAACAGCACTGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604408 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACGTGGAACGAAACTGACAGTGTTACAAATAGCACACAGG
CCAATAATGAAACTATAATTTTACCATGCAGGATAAAGCAAATTATAAGGACGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCTATCAAAGGAAGGATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGAT
GGTGGAGGTAAAAGTAATAATGAGACAAGTAATAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAA
GAGAAGAGTGGTGGAGAGACAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604109 
TTCTACTGCAGTACAGCAGCCCTGTTCAATAGCACTTGGGACGGAAATACCACTATTGCAAATAACACACAGA
ACAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATACAAGGAGTTATAACTTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGTTAATAGCAGCAATGAAACCTTCAGGCCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAGTTGAACCAATAGGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTAA
GGGCCATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604508 
TTCTATTGCTATACAACAGGGCTGTTCAATAGCACTTGGGACGAAAATAGCACTAGCACAAATATCACACAGA
AAAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAATATAAGATGTGTATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGATGGAGATAATAGCAGTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTACAAATTGAACCCATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604524 
TTCTATTGCAATACAACAAACCTGTTCAATAGTGCTTGGAAAAATGGCAGTGCTACAAATAGCACACAAGCCA
ATGGAACAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGGTGAAACTAATAGCAGCGATGAAACCGAAACCTTCAGACCTATAGGAGGAGATATGAGGAATAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH604541 
TTCTATTGCAATACAACAAAGCTGTTCAATAGCACTTGGGAAAATAGCACTTGGGAAAATGGCACTGTTGCAA
ATAGCACAGGGGACAATGACACTATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGT
AGGACAAGCAATGTATGCCCCTCCTATCAAAGGAATTATAAGGTGTGAATCAAACATTACAGGACTACTACTA
ACAAGAGATGGTGGAGGTGGAACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGGGCATTTGGACTGGGAGCTGCCTTCCTTACGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330347 
TTCTATTGCAATACCACATACCTGTTCAATAGCACTTGGGATGGAAATAGCACTGTAAATAGCACAGGGGGCG
ATAGAAATATAACTTTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCCGAGGAAACATAAGTTGTGAATCAAACATCACAGGACTACTCCTAATAAGAGATGGTGGA
GGTGGAAATAATAAGACTAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGGGTAGCACCTACCCTGGCCAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATAATTGGACTGGGAGCTGCCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330348 
TTCTATTGCAATACAACAAACCTGTTCAACATAAATAGCACTGACACAAATATCACACAGGACAATGAAACTA
TAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
TATCAAAGGAAGTATAATGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGACAGA
AATGATACTAATAGTACTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGTATATGCTGAAACTCACGGTCTGGGGCATT 
>MH330349 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGAGTGAAAATGGCACTGCCATAAATAGCACAGAGG
CCAATGGAACTATAACTCTGCCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAATTATAAGGTGTGAATCAAACATTACAGGACTACTGCTAACACGAGATGGT
GTAGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCACTGACGCTGACGGTACAGGCCAGACAACTCTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330350 
TTTTATTGTAATACAACAGAACTGTTCAATAGTACTTGGGACGGAAATAACACTGTTACAAATAGCACACAGG
ACAATGGCACTATAACTCTACCATGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAATATAAGTTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGTTAATACCAGCAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGGAAAAAGGGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAAAGCAATTTGCTGA
TGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330351 
TTCTATTGCAATACAACAAACCTGTTCAATAGCACTTGGGACAAAAATAGTACTGTCACAAATAGCACAAACA
GCACAGAAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTAATATTAATAAGAGATGGT



GGAAATAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAGAGATTGAACCAATAGGAATAGCACCTACCAAGGCAAGAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAAGCTCAGCAGCATCTGCTGAAGCTCACGGTCTGGGGCATT 
>MH330352 
TTCTATTGCAATACAACACAACTGTTCAATAGCACTTGGCCTTGGAATGACACTGTCACAAATAGCACAGAGA
CCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAATAAGAGATGGT
GGAACTAATAGCACCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330353 
TTCTATTGCAATACAACAGACCTGTTCGATAGCACTTGGGATGGAAATAACACAGATAACACTGTCACAAATA
TCACGGGCAATGGAACTATGACTCTGCCATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCTATTGAAGGGAAAATAAGGTGTGAATCAAACATTACAGGACTACTACTACTAAGA
GATGGTGGAATTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AGCTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCCAGGCAAGGAGAAGAGTGGT
GGCGAGAGAAAAAAGAGCAATTGGATTAGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>MH330354 
TTCTATTGCAATACAACAAGCCTGTTCAATAGCACTTGGGATGAAAATAGCACTGTCACAAACACAGAGGCCA
ATGGAACTATAATTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCAGAGGAAGGATAAGGTGTGAATCAAACATTACAGGACTACTAATAACAAGAGATGGTGGA
GGTGGAAATAATAGCACCAATGAAACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330355 
TTCTATTGCAATACAACAAGGCTGTTCAATAGCTCTTGGGGCGAAAATAGCACTGTCACAAATAGCACAGATG
TCAATGGAACTATAATTCTGCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCCCAGGAAATATAACATGTATATCAAACATTACAGGACTACTACTAGTAAGAGATGGT
GGACAGAACAGTAGTAACACCAGTGAAACCTTCAGACCCATAGGAGGAGATATGAAGCACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTATTGGACTGGGAGCTGCCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330356 
TTCTATTGCAATACAACAGACCTGTTTAATAGCACTTGGGAGGAAAATAGCACTGTTACAAATAACACAAATG
CCAATGAAAATATAACTCTGCCATGCAGGATAAAGCAAATTATAAATTTGTGGCAGAGAGTAGGGCGAGCAAT
GTATGCCCCTCCTATCAGAGGAATTATAAGGTGTAACTCAACTATTACAGGACTACTACTAACAAGAGATGGT
GGAAATGGAAATAGTAGCAACAATGAGACTGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCCGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MG902950 
TTCTATTGCAATACAACAAACCTGTTCAGTAGCACTTGGAACGACACTATCACAAATTTCACAGAGACCAATG
AAACTATAATTCTGCCATGCAGAATAAGGCAATTTATAAAGATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCAAAGGGAGCATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGAAAT
GGAACTACTGACAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCCGCTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MG902951 



TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGGAAATAACACAAATAGCACAGGGACCAATGAAA
CTATAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCTATCCGAGGAATTATAAAGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGAGGTGAA
GCTAATAATAGCGAGAGCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATTGGACTGGGAGCCGCCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGG
ATGCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>MH330337 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGAAAATGACACTGTTACAAATAGCACACAGG
CCAATGAAACTATAATTCTACCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTAATACTAACAAGAGATGGT
GGAACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330338 
TTCTATTGCGATACAACAAAACTGTTCAATAGCACTTGGAACGAAAATGGCACTAGGACAGATACAGATACCA
CACAGGATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCAGAGGAACTATAATGTGTATATCAAACATTACAGGGCTACTCCTAACAAGAGAT
GGTGGAGCTAATAACAGCAATGAAACCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGGGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGTTGCCTTCCTCGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGC
GCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGGAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330339 
TTCTATTGCAATACAACAGCACTGTTCAATAGCACTTGGGGAGGAAATAACACACAGGGCAATGAAAGTATAA
CTCTACCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCTAT
CCAAGGAAGGATAAGGTGTGAATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGAGTAACTAATAGC
AGCAATGGGACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTGGTAGAAATTGAACCAATAGGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAATTACACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTACAACAGCAAAGCAATTTGCTAAAGGCTA
TAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330340 
TTCTATTGCAATACAACAGACCTGTTCAATAGCATTTGGGAAAACGGCAATGTCACAAATAGCACAGAGACCA
ATGAAACTATAACTCTACAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCAGTGGAAGCATAAGGTGTGAATCAAACATTACAGGACTAATACTAATAAGAGATGGTGGA
TATAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATCGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330341 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGCACGAAAATGACACTGTTACAAATAGCACACAGA
ACAATGAAACTATAATTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCGATCAGAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGGGCTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATTGGACTGGGAGTTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330342 
TTCTATTGCAATACAACAGCCCTGTTCAATAACACTGACACAAATAGCACAGAGACCAGTGGAAATATAACTA
TACCATGTAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCTATCGA
AGGAAATATAACGTGTGTATCAAACATTACAGGTCTACTACTAACAAGAGATGGTGGGGTAAATAACACCAAT
GAGACCTTCAGACCCATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAG
AAATTGAACCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGG
ACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACG



GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGCAGGCTATAGAGGCTCAGC
AGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>MH330344 
TTCTATTGTAATACAACAAAACTGTTCAATAGCACTTGGGACAAAAATAGCACAAGTACAAATATCACACAGA
CAAATGGAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCTATCAAAGGAAATATAATGTGTGTATCAAACATTACAGGACTACTACTAATAAGAGATGGG
GGAGGTGGAAATAATAGCATCAATGAAACTTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTACAAATTGAACCAATAGGGGTAGCACCTACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATTGGACTGGGAGCCGCCTTCCTCGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330345 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCATTTGGAACGGAAATGACAATGGCACAAATAGTACAGAGG
ACACTGACCCTATAATTCTACCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCCCAGGAAATATAAGTTGTACATCAAACATTACAGGACTACTACTAACAAGAGATGGA
ATTAATGGCAGCAATGAGACCTTCCGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>MH330346 
TTCTATTGCAATACATCAGACCTGTTCACACATAATATCACAGGGGCCAATGAAACAGGGGCCAATGGAACTA
TAACTATACCATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
TATCAGAGGAATTATAAGGTGTGAATCAAACATTACAGGACTATTACTAACAAGAGATGGTGGAAAGAGCGAG
AATGAGACCTTCAGACCTATAGGGGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGGACCAATAGGAGTAGCACCTACCAGGGCACAGAGGAAAGTGGTGAAGAGAGAAAAAAGAGCAAT
TATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>HQ616082 
TTCTATTGCAATACAACAAACCTGTTCAATGGCACTTGGTCAAAAAGCACAACGGCCAATGCAACTGCCAATG
AAACTATAACTCTACCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCTATCATAGGCAATATAAGCTGTGAATCAAACATTACAGGACTGCTACTGACAAGAGATGGTGGAACA
ACTAATAGCAGCGATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAATAATTGATCCAATAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGGGA
AAAAAGAGCAATTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>DQ823357 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGGCGAAAATGGCACTATCACAAATAGCACAGAGA
CCAGTGAAAATATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAATATAAGTTGTGTATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAACTAATAGCAGCACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAAGTGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAGCAGCATTTGCTGAGACTCACGGTCTGGGGCATT 
>KU749399 
TTCTATTGCAATACAACAGGCCTGTTCAATAGTACTTGGGACAATAGTACTTGGGACAAAAATAGCACTGTCA
CAAATGGCACCGAGGACAATATAACTCTACAATGCAAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCTATCAGAGGAAATATAAAGTGTACATCAAACATTACAGGACTACTACTAATA
AGAGATGGTGGAAATGGAAATAATAGCAACAATGAGACCTTCAGACCGACAGGAGGAGATATGAGAAATAATT
GGAGAAGTGAACTATATAAGTATAAAGTAGTAGAAGTTGAACCAATAGGAATAGCACCTACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGTTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTATCTGGCATAGTACAAC
AGCAGAGCAATCTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KU749401 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGAACGGCAGCAATAGCACTGCCATGAATAGCTCAG
GCAATGAAAATATAACCATACACTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAATATAACATGTGTATCAAACATTACAGGGCTACTACTAATAAGAGATGGG



GGAAATGGAAATAATAGCAACAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGAAAATTGCTATCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAGCAACTGCTGAGACTCACAGTCTGGGGCATT 
>KY658681 
TTCTATTGCAATACAACAGCCCTGTTCAATAGCACTTGGAACACCACTTGGAACGAAAATAGCACTGTTGAAA
GTAGTACAGGGGACAATGAAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAACATTACAGGACTACTACTG
GTAAGAGATGGTGGAAACACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAGTATAAGGTAGTAAAAATTGAACCAATAGGAGTAGCACCAACCAAGGCACAGAG
AAGAGTGGTGGGGAGAGAAAAAAGAGCAATTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749402 
TTCTATTGCAATACATCAAAACTGTTCAATAGCACTTGGGACGAAAATAGCACTGCCATAAATAGTACAGAGG
ACAGTGGAATTATAACTATACCATGCAGAATAAGGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAGAGGAAGTATAAGGTGTGAATCAAACATTACAGGATTAATACTAACAAGAGATGGT
GGAAATATTAGTAGCACCAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATACAAGTATAAAGTAGTAAGCATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCATTGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAAGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749403 
TTCTATTGTAATACAACAGACCTGTTCAATAGCACTTGGGACAGAAATGACACTGATGCAAATAGTACACAGG
TTGATAGTACACAGGTTGATGTAACTATAACTCTACCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCTATCGGAGGAGTTATAAGGTGTGAATCAAACATTACAGGACTACTA
CTAACAAGGGATGGTGGAGCTAATAATAGCACTAATGAGACCTTTAGACCTCTAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAACTATATAAGTATAAAGTAATACAAGTTGAACCAATAGGAGTAGCACCTACCCCAGCAAA
GAGAAGAGTGGTGGAGAGACAAAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAAC
AGCAAAGTAATTTGCTGAGAGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749404 
TTCTATTGCAATACAACAGAGCTGTTCAATAGCACTGAGGACAAAAATGGCACTGTCACAAATAGCAATGAAA
ATATAACTCTACCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCTATCAGAGGAAATATAACTTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGAGATGATAAT
AGCAGTGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTCCAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGC
AATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGTTGAGGGCTATAGAGG
CTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KU749405 
TTCTATTGCAATACAACAGACTTGTTCAATTGGGATAGAAATAGCACTGTCCCAAATAACACAAGTAGCAATA
TAACTCTGCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAATCAATGTATGCCCCTCC
TATCAGCGGAAAGATAAGGTGTGAATCAAACATTACAGGACTACTACTAGTAAGAGATGGTGGAGATAATAAT
AGCACCAATGAGACCTTCAGACCTATAGGAGGAGAAATGAGGCACAATTGGAGAAGTGAACTATATAAGTATA
AAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAG
AGCAGCCTTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTGACGCTGACGGTACAGGCCAGGCAATTATTGGCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAGCAGCATCTGCTGAAACTCACAGTCTGGGGCATT 
>KY658682 
TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGAATGGCACTGACACAAACAGCACAGAGGACAATA
ATGTAAATATAACTATACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGCAATGTA
TGCCCCTCCTATCAGAGGAAATATAACTTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGTGGT
AAAGAGAAAAATGACAACGAAACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTAGAAATTAACCCAATAGGAGTAGCACCTACCCCGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTAGCCTAGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCACTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGCATAGTACAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAGCAGCAATTGCTGAAACTCACGGTCTGGGGCATT 
>KU749407 



TTCTATTGCAATACAACAGAACTGTTCAATAGCACTTGGGACGACAATAGCACTGTTGCAAATATCACAAAGA
CCAATGAAAATATAACTCTACCATGCAGACTAAGGCAAATCATAAAGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCCAAGGAGTTATAAAGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGT
GGAGATGGAACTAATAACAGCAATAATGAGATTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAACTATATAAGTATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>AF082486 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACGAACATGGCACTGTCACAAATAGCACAATGG
CCAATGGAACTATAACTCTACCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATTAAAGGAAGTATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGAAGTGGAACTAATAGCAGCAATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTG
AACTATATAAGTATAAAGTAGTAAAAATTGAACCCATAGGATTAGCACGTACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCCATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAAAGGCTCAGCAGCATCTGCTGAAACTCACGGTCTGGGGCATT 
>KY968402 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGTCTAATAATGATACTGGGGAGGGTACTGCAGATT
CAAATAACGAAACTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGAAACATTAGTTGCTCATCAAATATTACAGGGTTACTGTTAACAAGAGAT
GGTGGAGATAATGATGACCTAAACGGGACCGAGACCTTCAGACCTCAAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGTTGCAGAGAGACAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATATGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KY968404 
TTCTACTGTAATACAACACAACTGTTTTATAGTACTTGGTTGTCTAATGGTAGTAGTTTGACAAATAACACTG
AAGGAAATGACACTATCACACTCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACTAATTAGATGCTCATCGAATATTACAGGACTGCTACTAACAAGAGAT
GGTGGTAGTCATAACGAGAGCAATGAGACTGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY968408 
TTCTACTGTAATACAACAAAACTGTTTAATAAGACTTGGAATGGTACTTGGCTTAATAATGAGAATACTACAC
AGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAGCTGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGATAAC
GAGACTGGGTCGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383749 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATGGGAATGCGACTACAGATAATACTA
CAGGAGTAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTCATAACGAGACCAACGACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAAGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAATAACAATAGGAGCTATGTTACTTGGTTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATCACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078532 
TTCTACTGTAACACATCAAAGCTGTTTAACAGTACTTGGCATAGGAATGGTACTTGGAATGGTACTAGTACTG
AGAATAATACAATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAAATATTACATGTACATCTAATATTACAGGACTGTTATTAATAAGAGATGGT
GGTAACATTAACACCACGAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTCAGCCATTAGGAATAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAGAGAGCGGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGGCAACAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGCATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATACGTTGCAACTCACAGTCTGGGGCATT 
>AF042102 
TTCTACTGTAATTCAACACAACTGTTTAATGGTACTTGGAATGGTACTTGGATTAATGGTACTTGGAAGAGTA
GTTATGGGAATGATACTACAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTAACAGTAACACCACGGACAACAGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTACAAGTTGAACCATTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>AF538307 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGCATAATAGTACTTGGAATAATAATAAAGAGTCAA
ATAGCACTGATCCAATCACACTTCCATGCAGAATAAAACAAAATATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAACATTACAGGGCTAATATTAACAAGAGAT
GGTGGTAATAACACAGACAATAACAACACCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGAAGTAGGACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGAGGCTGACGGTACAGGCCAGACAATTATTGTATGATATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367398 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTCCTCTAATGATACTTTGAATGGTACTTGGTCCT
CTAATTATAATTTGAATGATACTGAAGGATCAGGGGACAACATCACACTCCCATGCAGAATAAAACAAATTAT
AAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAAT
ATTACAGGGTTATTATTAGTGAGAGACGGGGGTAATATCCAGAACAATGAGACCTTCAGACCTGCAGGAGGAA
ATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAATAGGAACGCTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>GU367404 
TTCTATTGTAATACAACACAACTGTTTAACAGTACTTGGAGAAAGGAGTCAAATAACACTGGAGGAAATATCA
CACGAAATATCACGCTCCCATGTAGAATAAGACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATTGAAGGACTAATTAGATGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGT
AATCAGAATGGGACTAATGACACTGAAATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCCTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGCATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF146728 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTGGGAATGATACTGAAAGGGCAA
CTAACAATACAGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAACGGACAGATTAGATGTTCATCAAATATTACAGGGCTGATACTAACAAGA
GATGGTGGTAATCAAGAGAACAAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGGGCAATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGGCGCTGACGGTACAGACCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485974 
TTCTATTGTAATACAACAAAACTGTTTAATGGTACTTGGAATGGTACTTGGCTATCGGGGAACTGGCCAAATG
AAAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAGATTAGATGTGACTCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTTCC
GGGAATGGAACTGAGAATAACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGCACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAATAGGAACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485990 



TTCTACTGTGATTCAACAGAACTATTTAATAGTACTTGGAATTTTAATAATAATACTTGGTATGAGAACTCAA
ATAACACAAGTGACAAAGAAAACATCACACTCCCATGTAGAATAAAACAAATTAGAAACTTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCCAAGGGCTAATTACATGTCAATCAAATATTACTGGGGTGCTACTA
ACAAGAGATGGTGGTATTAATAACACCAGGAACGAGACCTTTAGACCTGGAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAACTATACAAATATAAAGTAATAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTGTGTTCCTTGGTTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485995 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTGGTCTAATAGTACTGGGAATATTACTGGACAGC
CAGAAAATATCACTCTCCCATGCAGAATAAAACAAATCATAAACTTGTGGCAAGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGAT
AATCAAACTAAAGAGACTGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATTGAGCCATTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCA
GCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GAGCTGTTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486028 
TTCTACTGTAATACAACAGACCTGTTTTGGGGTATTTGGGACCCAAATAATAATACTTGGAATGGTAGTACAG
TGGATAACATTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTGAAGGAAATATTAGCTGTACATCAAACATTACAGGACTACTATTGACAAGAGATGGTGGTGGTGGT
GAAGGGCCTAATGATACCGAGATCTTCAGACCTACAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTACAAATTGAGCCAGTAGGGATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGACAGCTGTGTTACTTGGGTTCTTGGGCACAGCAGGAAGCACTATGGGCGCA
GCGTCTCTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
AGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MN486034 
TTCTACTGTAATACAACAGAGCTATTTAATAGGAATATTACTGAAGAGTCAAACACTAATGGAAATAGCAGTA
GCGCAGGAAATATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTCAATGTATATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGTAAGACAAATAATGAGACAAATGGGACTGAGATTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037270 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATTTTACTAGTACCTGGAATATGACTAGTGGGT
CAAATTACTCTGCAGAAAGAAATATCATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGGGATAATAACAGAAGCACCGAGACCTTTAGACCTGGAGGAGGAAATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAG
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358805 
TTCTACTGTAATACAACGAAGCTGTTTACTGGTACTTTGAATAGCACTGGGACTTGGCATACAGAAAACCAGA
CTGATACTATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGATACTATTAACACGAGATGGTGGT
GGGAATGGGTCCGACACCACCGCCTCCTTAACACCAGGAGGAGGAGATATGAGGAACAGTTGGAGAAATGAAT
TATATAATTATGAGGTGGTAAAAATTCCACCATTAGGAGTACCACCCACCGAGGCGAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGGGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTAAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692432 
TTCTACTGTAATACATCACAACTGTTTAATAGAACTTTTAATGGTACTGCAAATAAATTCAATACTACAAATG
GAACTATCACACTTCAATGTAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAATATACAA
CCCTCCCATCAGAGGAAACATTAGTTGTTCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGTAAC
AATGGGAGCGAGCCCGAGACCTTCAGACCTGGAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAAAGAGA
AAAGAGAGCAGTGGGAGTGGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692439 
TTCTACTGTGATACCTCACAAATATTTAATAGTAATTGGAATAGTTCTTCAAATTTTAGTCATCATGAAAATT
CAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCCGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAAGAATGATAACAATGGGACTGAGAATGGGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTTCAAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAGTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCACTCACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAAGGCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN692433 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGTGGGTTAATGGTACTTGGAATGATACTACAAAGT
CAAATGCAACTCAGGAACTCATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGG
AGTAGCAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTGTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAAAAATGAGAGTAGAACAAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637049 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTATGTTAAATGATACTAAAAGGCCAGATGACACAAATC
AAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGAATAATTAGATGTATATCAAATATTACAGGGCTACTACTAACAAGAGATGGTGGTAAT
GGTAATGGTACTGAGTGCGGTAACAATACCGAGTGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN692462 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAAAATTGGAACTAATAAGTCTATAGAAAATGGAA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAAGGACCAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAGAC
AACAATGGGTCCGAGACCTCCAATGAGACCTACACCTCTGGACCAGGAGATATGAATATGAATTGCAATTGTG
AATTATATTTATATAAAGATATGGAAATGGAGCCTGTACCATTAGCACCCACCCCGACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGGCGCTGACGGCACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGG
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692465 
TTCTATTGTAATACAACAGAGCTGTTTAAGGGTACTTGGAATGGTACTTGGAATGGTACTACTTGGGCTAATA
GTACTTGGGCTAATGGTACTGGGAATATGAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTG
GCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACCCATTAACTGTACATCAAATATTACAGGG
ATGATATTAACAAGAGATGGTGGTGATGGTAACGGGAGTCAGGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCTATAGGAGCTGTGCTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACTGTCTGGGGCATC 
>JN692473 
TTCTACTGTAATACATCAAAGCTGTTTAATAGGAATTGGACTGATAATAGTAATAATACTGGAAATGATACTG
GGAATAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAGGCAAT
GTATGCCCCTCCCATTCGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATCATAACAATAGTAACGGTAGTGAAATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAATAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692474 
TTTTACTGTAATACAACACAGCTGTTTAATAGCACTTGGCTGTTTAACAGCACTTGGAATCAAAGTGCTAATG
ATGCAGACAATATCACACTCCCATGCAGAATAAAACAAATAGTAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTCTTAACAAGAGATGGT



GATAATAACACCAACAACAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCTATTGAAGCGCAACATCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN692480 
TTCTACTGTAACACAGCACAGCTGTTTAATAATACTTGGCTGTCCAATAATACCTGGCTACAGAATAATACTT
GGATTAATGGCACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGC
GATGTATGCTCCTCCCATCGCAGGAATAATCAACTGTGTATCAAACATTACAGGGCTGATATTAACAAGAGAT
GGAAACATAACAACAAATAGTACCTACTCTGAAAACAATACTGAAATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAACAATTGAGCCAGTGGGAATAGCACCCACCGA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGAATATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGG
CATC 
>HQ377423 
TTCTACTGTGATACAAAACCACTGTTCAATAGTACTTGGAATGATACTACAGGGTCAATTCACATTAATGGAA
CTATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACTAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAGAG
AACAGGACCACCGAGACCTTTAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTACAAAGAGAAAA
AAGAGCAATAGGGGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ377459 
TTCTACTGCAATACAACACGCCTGTTTGATAGCACTTGGAATGGTACTGCAGGAAATTGGACTGATATTACAG
GGTCAAATTACACTGATGAAGATAATATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCCCCCATTGCAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGGGCCAATAGATCCGACACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGATTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCAT
T 
>KT427681 
TTCTACTGTAATACATCAACGCTGTTTAATTGGACTGAAAATTCAAATAACAATGCAAGTGACAATATGACAA
TCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
CGGACAGATTAGCTGTTTATCAAATATCACAGGGCTGATATTAACAAGAGATGGTGGTATCAACAGCAGCAGC
AGCAATGAGACCTATGAGACCTTCAGACCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAACACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427673 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGAATACAACAGAGTTGTTTAATAGTACCAGGTGGA
CTAATCAAACTAGGAATGATACTGACATCATACTCCCATGTAGAATAAAACAAATTGTAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTAAGATAAGGAACGAGACGAAAAGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAC
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAACAATAGGAGCTATGTTCCTTAGGTTCTTG
GGGGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KT427744 
TTCTACTGTAATACAACACAGCTATTTAATCATACTTGGGATGGTACTAACTGGACTGATCCTAACTGGTCGT
CAAATACAACTAACAATATCACACTTCAATGCAGAATAAGACAAATTATAAACAAGTGGCAGGAAGTAGGAAG
AGCAATATATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAAATTACAGGGCTGCTACTGACAAGG
GATGGTGGCAAAACGAATAGCTCTAACTCCTCTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAGCTATATAAATATAAGGTAGTAAAAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427732 
TTCTACTGTAAGACAACACAGCTGTTTAATAGCACTTGGTTAAATACTAGTATTGAGTATAATAATACTGAAG
GGGCTGGAGTACCAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGAAAG
AGCAATATATGCCCCTCCCATCCCGGGACAAATTAGATGTACATCAAATATTACAGGGCTGATATTGACACGG
GATGGTAATGGTAATCAAACAGATAGCACTAACGAAACCTTCAGACCAATAGGAGGAAATATGCAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAAGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KT427721 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCAAATGAAAATAGTACTGGGGGAGAGTCAA
ATAGAACTGAAGACTATGTACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGAAATATTACTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAGTAATGACACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAACAGCGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427717 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATAATACTGCTTGGAATGAGACTATTGATAAAA
ATGGAACTATCATACTTCAATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCTATTGCAGGAAATATTACATGTTCTTCAAACATTACAGGGATTTTGTTAACAAGAGATGGTGGG
ATGAACGTAAGCGATACCACCGAGACCTTTAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGACTTGAGCCATTAGGGATAGCACCCACCAAGTCAAGGAGAATAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGGACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACGACTATTGTCTGGTATAGTGCAACAGCAGAACAATA
TGCTGAAGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427713 
TTCTATTGTAATACAACAAACCTGTTCAACAGTACTTGGAATGACACTACTGAAGGAAATAACACAGGAAATA
TAGGAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAGCTGTTCATCAAATATTACAGGGTTGTTACTAACAAGAGATGGTGGT
AATAATGATTCTAATAATTATGAAATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCA
GCGGCAGTAACGCTGACGGTACAGGCCAGAACATTATTGTCTGGTATAGTGCAGCAGCAAAGGAATTTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427870 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGAATAGGGATGGTAATTGGTCTCAGGATGATACTA
ATGGGTCAAATGAAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGAAGGATTTTCTGTTCATCAAACATTACAGGGCTACTCTTAGTAAGA
GATGGTGGTAACCAGAGCCACGAGAGTGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGAGGCGCAACATCATCTGTTGCGACTCACAGTCTGGGGCATA 
>KT427707 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTAATAATACTTGGAATAATACTAATAATAATAGTAGGAATA
ATGAAACATATACCATACCATGCAGAATAAAGCAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTA
CGCCCCTCCCATCAAAGGAATAATTCACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AATAGTTCAGAAAATGAAACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCAATAGGACTAGCACCTACCAAGGCACAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGTAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427706 
TTCTACTGTAATACATCACTGATATTTAATGATACTTGGCTTAACAGGTCTGAAGAGTCAAATAAAACTATCA
CACTTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTAT
CAAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTATTATTAACAAGAGATGGTGGTAACATAAACGAG



ACTGGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427703 
TTCTACTGTAATACAACAAAGCTATTTAATAGTATTTGGAATAATACACAGCTAGTTAATGGTACTTGGAATG
ATACTTACTGGAAGTCTAAAGTGCCAAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAC
ATGGCAGGAAGTAGGAAAAGCAATATATGCCCCTCCCATCAAAGGGGAAATTAAATGCTCATCAGATATTACA
GGGTTGCTACTGACACGGGATGGTGGTAACATGAGCAACAGCTCTAACGACGGCTTTGAAGTCTTCAGACCTG
GAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAGTGAGAATTGAGCCATTAGG
AATAGCACCCACCAAGGCAAAGAGAAGGGCGGTGCAGAGAGAAAAAAGAGCAGTGGGGACAATAGGAGCTATG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAC
TATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATATTGCA
ACTCACAGTCTGGGGCATC 
>KT427873 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGGATACTAATGCAACCTTGAATGCTACAGACAGCC
AAGATGAACTTAACAAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAGAGGGCTAATTAGATGTACAACAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGCACAGGCAATAAGACTCAAAATAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGG
ATAATTGGAGGAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
CAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KT427695 
TTCTACTGCAATACATCGGTGCTGTTTAATGATACTTGGCTGAATAATAATAAGACTGAACACCAAAATATCA
CGCTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
CAGTGGACCAATTAGGTGTTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCACAAAT
AATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAGCCATTAGGATTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCATCACTA
ACGCTGACGGTACAGGCCAGACTATTATTGTCTGGCATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTG
AGGCGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427861 
TTTTACTGTAATACAACACCGCTGTTTAATAGTACATGGTCGCTTAATGGTACTACTTGGCAGCTTAATGGTA
CTCAGAATAATGAGTCAGGAAATATCACACTCCAATGTAGAATAAAACAAATCATAAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACTCATAAAATGTTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAATAACAATGAAACGAAGAACAACTCCGAAACCTTCAGACCTGGAGGGGGAGATATGA
GGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTAAGCCATTAGGAATAGCACCTACCAA
GGCAAAGAGAAGAGTGGTGCAGAAAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAACGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGG
CATC 
>KT427785 
TTTTACTGTAATACAACACAACTATTTAATAGTACTTGGGTTAATGATACTTTTAGTACTTGGGTTAATAATA
CTTGGGTTAATGGTACTGTAAAGTCAATTAGTAATAAAACAAATATTAATATTACACTTCCATGCAGAATAAA
GCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAGGGACCAATTAGCTGT
TCATCAAATATTACAGGACTGCTATTAACAAGAGATGGGGGAAATAGTGATAATAGTAGCAAAAATGAGACAA
ATGAGACCGAGACTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAA
AGTAGTGCAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAAAGAGAGAAAAGA
GCAGTGGGAATAGGAGCATTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGA
CGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTCA
GGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KJ849814 
TTCTACTGCAATACAACACAGCTATTTAATTGGACAATTGGCAAGTCAAATATAACCCAAAATGATAGTGAAA
TTATTACAATCCAATGCAGAATAAAACAGATTATAAATAAGTGGCAGGAAGTAGGAAAATCAATATATGCCCC
TCCTATCAGAGGAAATATTAGCTGTTCATCAAATATTACAGGACTGATATTAACAAGAGATGGTGGTAATCAC
AATGAAACTAAAAACAAGACTAAGACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTGAAAATTCAGCCATTAGGAATAGCACCCACCAGGGCAAGGCGAAGAGT



GGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427771 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCAAAGTAATAGTACTGGAAATAGTACTGAGAATA
ATAGCACAATAATCACACTCCCCTGTAGGATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACTAATTCAATGTACATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGT
GGGTCTGATGGTGAATCTAATAAAACAGAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCACTAGGGGGACTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGATGCGCAACGGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427753 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAAGTGGAATAATGGTACTTGGAATAGGAATGATA
CTGAAGGACAAGATAACACTGGAGAAACTATTACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAATATTACAGGACTG
CTATTAACAAGGGATGGTGGTAATAATAATAATAGCAAGAATAACGAGACTTTCAGACCTGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAAAGGAGAACGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGG
CATC 
>KT427749 
TTCTACTGTAATACAACAGAACTGTTCTATAGTAATTGGACGTGGAATGGTACTTGGAATAGGAATGATACTG
AAGGATTACAAAATAAAACTATTATACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAATATTACAGGACTGCTATTAATA
AGAGATGGTGGTAATGATACTGGAACTAGTGGGACTGAAATTTTCAGACCTCAAGGAGGAAACATGAAAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAACGGTGCAGAGAGAAAAAAGAGCAGTGGGATTTGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAAGGCTATTCAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427826 
TTTTACTGTAATACAACAAAACTGTTTAATACTACGTGGAATATTACTGGAGAAGGAAACAACAATCTCACTA
ATGAAACTATCACACTCCCATGCAGAATAAAACAGTTCATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGGGGACAAATTCACTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AATAGTAATAATGAGTCGGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGAAGGAGAGTGGTGCAAAG
AGAAAAAAGAGCAATAGGAGGAATAGGAGTTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAGCGTTTGTTGCAACTCACTGTCTGGGGCATC 
>KJ849821 
TTCTACTGTGATACAGCAAAGCTGTTTAACAGTACTTGGGAGAGGCGTAATGACACGAACACTTGGGAGTCGA
ACAATACAATACCAAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACGAATTGAATGTACATCAAATATTACAGGGCTACTATTA
ACAAGAGATGGTGGTTCTAACAATAGTAGTAACGATACCTTCAGACCAGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTCAGCCATTAGGAGTAGCACCCACCAGGTCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAGGGCTATTGATGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427811 
TTTTACTGTAATACATCAAGACTGTTTAACAGTATTTGGAACAGTACCTGGCAGGATAATACAGCTGAAGAGT
CAAATAATACTGACATCATACTCCATTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAGGGAAAAATTCAATGTTCATCAAATATTACAGGGCTGCTATTAGTAAGAGAT
GGTGGTAACGAGAACACTAGTAACACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTGCAAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATCGCGCTGACGGGACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAAGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427796 



TTCTATTGTAATACATCACAGCTGTTCAATAGTACTTGGAATTTCACTAGTGCTAGGAATGAGACTGAAGAGT
CAAATGACACTATCACACTCCCATGTAGGATAAAACAAATTATAAATAAGTGGCAAGAAGTAGGAAAAGCAAT
ATATGCTCCTCCTATCCAAGGACGAATTTACTGTTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGG
GGTGAAAACAACCTGACCAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TGTATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCAATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX181905 
TTCTATTGTAATACAACAAAATTGTTTGATTGGAATGATACAACAAAAGTGTTTAATTGGAATAAATCATGGA
CGTTTACAGAAGGCAATGACACTATTCATATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGGAGGGCTGATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATGAGACAAGGGATAACGACACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTACAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KX181909 
TTCTACTGTAATACAGCAGAGCTGTTTAGTAATACTTGGTTAAATAAGAGTGGCAATAACGATGGAACTATCA
CACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
CAGGGGATTAATTGAATGTTCATCAAATATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAATAGTGCA
AACAATGCTAGTGAAACCTTCAGACCCGGAGGGGGAAATATGAAGGACAATTGGGGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAGCCCTTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAAAGAGAAAA
AAAAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181908 
TTTTACTGTGATACAACAAAGCTGTTTAATAGTACTTGGAATAATACTGGAGAGTCAAATTACACGGAGGGAA
ATGCCACTATCATACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCCTCAGTGGAAATATTAGCTGTTTATCAAATATTACAGGGGTACTATTAACAAGAGATGGGGGT
AATGAAACAAATGCCCCTGAGACCTTCAGACCTCAAGGGGGAAATATAAAGGATAATTGGGGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCCTTAGGAGTAGCCCCCCCCAAGGCAAAGAGAAGAGTGGGGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCAATATGGGCGCA
GCATCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX181898 
TTCTACTGTAATACATCACAGCTGTTTAATTGGACTGAAAGAAATAGAAATAGCTCAGATGGGACAGGGTCAA
ATGAGACTGAGACCATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAAATATTAGCTGTTCATCAAATATTACTGGGCTGCTATTAACAAGAGAT
GGTGGTACAAACCTGACTGGGTCTAACGGGACCGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCAGTAGGAATAGCACCCACCGAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATCTGCTGAAAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181899 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAATGGTATTGAGAATATTTCGAATGATACTGAGA
ATTATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAAAGGAAATATTAGCTGCACATCAAACATTACAGGGCTGATACTAACAAGAGATGGTGGTAAC
AATGAGAGCAACGAGACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181913 
TTTTACTGCAATACAACACCACTGTTTAATTGGACTGAAGGGTCAAATAACACTCAATGGCCAAAGGACAATA
TTACACTTCAATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
TATCAGTGGACTGATTAACTGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAAGTCC
GGGAAAGATACTGGTCCCGAAATTTTTAGACCAGCAGGGGGAAATATGAAGGGCAATTGGGGAAGTGAATTAT
ATAAATACAAAGTAGTAAAAATTGAACCCTTAGGAATAGCCCCCCCCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGTAATAGGAGCCATGTTCCTTGGATTTTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGGCAATGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGC
TGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041573 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATGGGTCAAACATCATAGGAAATGATACAAATG
ACACAGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGTGGA
AATCATACAAGTGGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MK041575 
TTCTACTGTAATACAACACAGCTGTTTAATAATACTTGGAATGATACTGCTTGGAATGATACTAGCTGGTCAA
ATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACAAATTAATTGTTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGT
AATGACAATGACACGAATACGAATGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGAGCCATTCAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>MG571983 
TTCTACGGTAATACATCAAACCTGTTTAATAATAATATTACAGGGATTATAAAGAATGGGACTATCATACTCC
CATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATCAGAGG
ACTAATCAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGTAATGAGAGTCAT
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGT
GGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGG
CGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>MG571987 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGCTGCTTAATGATACTGGAAATGTTACTGTGCCAA
ACAAAACGGACGAAATTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCAGAGGTTATATTAACTGTTCATCAAATATTACAGGGCTGCTATTAGTAAGG
GATGGTGGTAATAATAATCAGTCTAATCAGGCTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGGAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCTAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MG571990 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATGGGTCAAACATCATAGGAAATGATACAAATG
ACACAGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGTGGA
AATCATACAAGTGGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MG572002 
TTCTATTGTAATTCATCACAGCTGTTTAATACAACTTGGATAAATGGCACTACAGGAAATAGAACTAATGAAA
ATGACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAACAGCAAT
ATATGCCCCTCCCATTGAAGGCATGATTAAATGTTCATCAAATATTACGGGGGTGCTATTAACAAGAGATGGT
GGTTATGATAACAATAGCACGCGCCAGAACGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAGCCATTAGGACTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCGGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JF320427 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACATGGAACGGTACAGAGGGGATAAGTAATGCTACAGGAA
ATATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTAAAGGAGTAATTAGATGTGTATCAAATATCACAGGGATACTATTAACGAGAGATGGGGGTAATAAT



AATAATACTAATCACACCGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAGGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320424 
TTTTACTGTAGTACAACATTATTGTTTAATAGTACTTGGGGGTCTAATGAGACTAGGAATGAGACTATAGACA
ATAGCACTATCACAATTCAATGTAAAATAAAACAACTTATAAACATGTGGCAGGGGGTAGGAAGGGCAATGTA
TGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGA
AACAATGGGACAAATGGTACTGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAGAAGAGCAGCAGGACTGGGAGCTTTGTTCATTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGC
GCAGCATCACTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU562236 
TTCTACTGCAATACAACGCAGCTGTTTAATAGTACTTGGTATAGTAATGGTACTTGGTCTTGGAATGGTACTA
CTTGGAATGGTACTAGAGAGACAAATAGTACGGAAGGAAACGACACAATGATCACACTCCCATGCAGAATAAA
ACAATTTATAAACATGTGGCAGGCAGTAGGAAAAGCAATATATGCCCCTCCCATCAGTGGACTAATCAAATGT
ACATCAAATATTACAGGGCTGTTAATAACAAGAGATGGGGGTCATGAAAGTAATAAAAGTAACTATGGTTATG
AAAGTAGTAAAAGTGAGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATT
GTATAAATATAAAATAGTAAGAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAG
AGAGAAAAGAGAGCCGCACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAG
CGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAG
GGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>JQ403024 
TTCTACTGTAATACAACACAACTGTTTAATAGAGATTGGAATGATACTAGTACTATTAACAGTACTGAAAATA
GAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAT
GACAATACCACTAACACCACTGAGATCTTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTACAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAATAATTTGC
TGAAGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403041 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGAATAGTACCGAATCAAATAATACTATAGGAAATG
GCACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTCAT
GGTGGTCATAATAAGAATACCACCAACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCCCCCACCTCGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC797225 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAATGCTACTGGTACTCAGAATACTACTGGTACTC
AGAATGAGACTAAAATAGGCAATATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAAGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTAACTGTGTATCAAATATTACAGGGATACTATTA
ACAAGAGATGGTGGTCATTCTAAGAATACAAATAGTACAGATAATGATACCGAGGTCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGCTAGGAGCCATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATC 
>HQ699978 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTATAATGGTACTTGGAGTGGTACTACAGGAAATGATA
CTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCC
TCCCATTCAAGGAATAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAAT
GAGAGCGATAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131792 
TTCTACTGTAATACATCAGAGCTGTTTAAAAGTACTTGGAATAATACTAGTACTGGGAATGATCCTATCACGC
TCCCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAAGAAGTAGGGAAAGCAATGTATGCTCCTCCCATTGA
AGGACAAATTAGATGTTTATCAAATATTACAGGATTGCTATTAACAAGGGATGGTGGTCATAATGGGAGCGAG
ACCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTACAGTGCAACAGCAAAGAAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131803 
TTCTACTGTAATACATCAAAATTATTTAATAGTACTTGGTATAATAATGGTACTTGGAATAATGCTAGTACTG
GGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAGATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAATGAGAACAAGACTAAGGACAACAACACCGAGACTGAGACCTTTAGACCTGGGGGAGGAGATATGAGAG
ACTATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGGGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAGAGAAATTTGCTGATGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCAT
C 
>EU363829 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGTATAATAATGGTACTTCGAGTGGTACTACAGGAA
ATGAAACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAGAGCAATGTA
TGCCCCTCCCATTGAAGGAAAAATTAGCTGTGTATCAAATATCACAGGGTTGCTATTAACAAGAGATGGTGGT
CAGAATGAGAACAATACCGAAACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATTGTGCAACAGCAGAGAAATTTGC
TAAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215413 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACTACTAAGATTTGGGGGAATACTACAGAAG
GTAACAATAGCACTATCATGCTCCCTTGCAAAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATATATGCCCCTCCCATCGCAGGGCGAATTAGATGTGTATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTCATAATGGGAACGGGTCCAACGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGATTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTGCAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGC
AAAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>EU131802 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGGTAATACAGGAA
CTACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCCATGTACGC
CCCTCCCATTCAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAT
AATGAGAGCGAGAATACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGATTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGATGGCTATTGAGGCGCAACAGAATATGTTGCGACTCACAGTCTGGGGCATC 
>EU131804 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTATAGTAATGGTACTAGGAAGGATCCTACAGGAA
ATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGGAAAGCAATGTA
TGCACCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTCGCTATTAACAAGAGATGGTGGT
TATAATGAGAGCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAGGCACCATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGTGCTATTGAGGCGCAACAACGTTTGTTGCAACTCACAGTCTGGGGCATC 
>JF932472 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGACAGGAAATGATACTAGCATTTGGAATGATACTA
CAGGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGC



AATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAATCATGAGAACAACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932474 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATAATGATACTAGTGTTTGGGATGATA
CTACAGAAAATGACATTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTCAAGGACAACTTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGTTATCATAATGAGAGCAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ215554 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTACTTTGACTAATGATACCTGGAATGATAATCGGTCATATA
ACAATGGAACAGGTAACATCACACTCCACTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTTATCAAATATTACAGGACTGATATTAACAAGA
GATGGAGGTAACAATACCGGGAATCAATCTGATACTGAAACCTTCAGACCTGGGGGAGGGGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCAATAGGATTAGCACCCACCAGGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTCACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAAAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF346917 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATATTAATAGTAATGGGACTAATAATACAAATA
GCAATATCAATATCACACTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTACGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCACAAATTACAGGGTTGTTATTAACAAGAGATGGT
GGTACTAATAATAATCATACCAACGAAACCTTCAGACCTGCAGGGGGAGACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>JX960599 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATACTTGGGATAATATTACTGGGAATAGTAATG
AGAATAATACACAGAACAATATCACACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTACGCCCCTCCCATCGCAGGACGAATTAAATGTTCATCAGATATTACAGGACTATTATTAGTG
AGAGATGGTAATAACAATAACAATACAGATAACAAGACAGAAACTTTCAGACCTCAGGGAGGAAACATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACTACGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACAATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932497 
TTCTACTGTAATACATCACGACTGTTTAGTAGTACATGGTATACTAATGATACTCAGAATGGTACTACAGGAA
ATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCGTTGAAGGACTAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
TATAATGTAAGCAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAACCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGGGAAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX693642 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGTTAATGACACTAGTAATGATACTACAGGAA
ATGAAACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAAAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGT
GTAAATGAGAGCGAGTTCAATGAGACCTTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KX693171 
TTTTACTGTAATACATCACAACTGTTTGACAGTATTTGGAATGCTACTACTGGTACTTGGAATGGTACTACAG
GAGGTGACAATATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTAGAGGACAAATTTATTGTTCATCAAGTATTACAGGGTTGCTATTAACAAGAGATGGT
GGTACGAGTAAGAATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCGAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693309 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAAGACTAGTACTTGGAATGATACTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTCAAGGACTAATTAACTGTTCATCAAATATTACCGGGTTGCTATTAACAAGAGATGGTGGT
AATAATACTGAGAGCAACACCACCGAGACCTTCAGACCTACAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX693362 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGATAATAGTACTTGGAATGATAATGATAAGA
CAGGAGATGACAATCTCACGCTCCCTTGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTCAGAATGTGAGCAATACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693411 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAATAATAATCCTTGGAATACTACTAGTATTC
AAAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAATATTACGGGGTTGCTATTAACAAGAGATGGT
GGTAAAGGTGGGGATGTGAGCAACTACACCGAGACCTTCAGACCTGCAGGGGGAAATATGAGAGACAATTGGA
GAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY561237 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGCCTGCTAATGATACTTGGCATGATACTAACGGGA
CAAGTTATACTAACGGGACAAGTGGAACTATCACACTCCCATGCAAAATAAAACAAATTATAAACTTATGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGAGCACTTAATTGTTCATCAAATATTACAGGGCTG
TTATTAACAAGAGATGGTGGTAATGACAAGAACAGCAACAATAGCAACAGCAACGAGACCTTCAGACCGGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGT
AGCACCCACCGAGGCAAGGAGAAGGGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGGCAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAGCTCAC
AGTCTGGGGCATC 
>KR914676 
TTCTACTGTAACACAACACCACTGTTTAATAGTAGTTGGTACAAGTCAAATTGGAAAAGTCAAAGGACAAAGG
AGATTGGAGGAAGGGAGACAATCACACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
ACGAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGGTGCTATTAACA
AGAGATGGTGGTAATACCACCAATCACTCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGATTCGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAATGCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ388899 
TTCTACTGCAATACAACAGAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAGTACTACAA
ATGCAAATGCAACAAATACAGCTAACCTAGTACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGGATAATA
TTAACAAGAGATGGTGGTAATAGTAATCAGACCAACACCACAGAGATTTTCAGACCTGTAGGAGGAAATATGA



AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACATTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ388916 
TTCTACTGTAATACAACAGGGCTGTATAATAGTACTTGGCAGTTTAATAGTACTTGGAATACTACTTGGAATC
ATACTGACCCTAATCATACTGACCCTATCACACTACCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAACATTACAGGGCTACTA
TTAACAAGAGATGGTGGTAGTAATGAGAGCAGAACCAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTCAACCATTAGGAATAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>JF683738 
TTCTACTGTGATACTACAAAGCTGTTTAATAGTACTTGGACTGGGAATGAAACTTGGACTGGGAATGAAACTG
AAGAGTCAAATAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTACATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAATGGTAATGGGACTCAGAATCAGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCTACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTAAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683756 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACTAATAGTAGTAGTACTTGGAATAATACTGAAG
AGTCAAATGACACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCAGTGGGCAAATTAGGTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTCATAACGGAACCAATAACGAGACCGAGATCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCGGTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JF683764 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGTTTATGAATGGGACTAATACAACTACCCTTACCG
CAAATGCCACAATCCCAAGCCGAATAAAACAAATTATACACAGGAGGCAGGAAGTAGGAAGAGCAATGTATGT
CCCTGCCCTCAGAGGACCAATTACATGTATATCAAATATGACAGGGACGTTATTAACAAGAGATGGTGGTCAT
AACAATGGCATTAATGACATTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>JF683773 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACACCTAATGGTACTTGGACATTTAATGCTGCTA
GTGGGGCTTCAGGATTCAAGGGCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAATATTACAGGACTGCTA
TTAACAAGAGATGGTGGTATAAACAATACCAATACCACCGAGATCTTCAGACCTGTAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCAATAGGAATTGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ416158 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGCCTTGGAATAGTACTGCAAACAACACTGGAGGAA
ATGACACAATCACACTCCCATGCAGGATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGAGGT
CAGACTAACAACCAGACTGGGAACCAGACCGAGATTTTCAGACCTGGAGGAGGAGATATAAAAGATAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCTCCCACTAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCACTAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 



>JQ403037 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTTTGAATGATACTAGAGGGT
CAAATAACACAAATGGAACTGGTTATATCATACTCCCATGCAGATTAAAACAATTTATAAACATGTGGCAGAG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCACACATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAACAATAGCGAACCCACCCAGATCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACAAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGACAGCTATTGTCTGGCATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124803 
TTCTACTGTAATACAACAAGCCTGTTTAATAGTACTTGGTATGCAAATGGTACAAATAGCACTTGGTCTGATG
AGTCAGATGTTATCACACTTCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAGATTAATTGTACATCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGGAACAAGAATGGCACTAATGAGACCTATGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAATAGGAATGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124751 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCGTTTAATAGTACTTGGGATAGTACTGAAGGGT
CAAATTACACTGTAGAAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGCAATGCTGGCAATACTAGTAGCAAGAACGAGACCTTCAGACCTGGGGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCAC
TAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGATTTGGGACTAGGAGCCTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>KT124789 
TTCTACTGTAATACAACAGAGCTGTTTAACGGTACTTGGAATGGTACTTTCTTGAATGTTACTACAGGGCGAG
AGAATATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTACGC
CCCTCCCATCAGAGGACCAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTCAG
AATGCGAGTGCGACCAACGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCTTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GGGCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KT124805 
TTTTACTGTGATACAACACAACTGTTCAACAGTACGTGGGATACAAATAATACTGGGGGAGTGAATGATACTG
ACGAGCCAATTACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCCAAGGAATAATTCACTGTTCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGT
AAGACAGAGAACGGGACAGAGAATGTTACTGAGATCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124763 
TTCTACTGTAATTCATCGACACTGTTTAATAGTACTTGGAATGAAACTATTGCAGGGATTACCAATGCAAATG
AAACTATCACACTCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGTGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AATGGTAATCATAGCGAGAATAATACCATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124779 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAGTAATGCTACTTGGAATGAGACTACAGGTTCAA
ATGACACGATTACACTCCAATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCGAGGACAAATAAAGTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AACGAGACTAACGGGACCGAGGTCTTCAGACCTATAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTAT



ATAAATATAAAGTAGTTCAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACTATGGGCGCA
GCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATATGCTGA
GGGCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124787 
TTCTACTGTGATACAACACAGCTGTTTAATAGCAATAGCACTTGGCTGTTTAATAACACTTGGAATAGTACTG
AGAATAATAATACTGAGAATAATAATATCACACTCCAGTGCAGAATAAGACAAATTGTAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTTACTGTGCATCACAAATAACAGGGCTGCTA
TTAACAAGAGATGGTGGTAGTAGTGATCAGAACAACACCGAGATCTTCAGACCTGCAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCGGGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC596067 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATACTACTGAAGATTTAAATAAAACTAGAACTG
AAGTAAATGACACAATCACACTCCCATGTAGAATAAGACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGAAACATTAGTTGTTCATCAAACATCACAGGGCTGCTATTAACAAGAGAT
GGTGGTCAGAATAATGTGAGCAACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAATAAAAATCGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTA
ACTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514700 
TTTTACTGTAATACGTCAAAACTGTTTGATAGTACCTGGAATGAAACTAGTATTTGGAATTATACCACTACTA
ATGATACCACAAAAAATGACACACTCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGCTCATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTCAGGGTAACGGGACCGATAACACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>EU839598 
TTCTACTGTAATACAACAAAACTGTTTAACAATACTGGACAATTAGATAAAGAAGAAGATGAAGGAGAAGAAG
GCAATATCACACTTCCATGCAGAATAAGGCAATTCGTAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTGGT
AGTGGTAATAGTGAGAATGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAATTCAGCCATTAGGAATAGCACCCAGCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC595164 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACAGTGGCACAA
GGGCAAATAACAGTCACATACTCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCGATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAACAACAATAGCGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGC
ACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595194 
TTTTACTGTAATTCAACACAACTGTTTAACAGTGTTTGGAAGGCTAACAGTACTTGGAATAGTACTGAAGGGT
CAAATAACAATGCAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGCCAAATTAGCTGTTCATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAACATCACTAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTAAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595151 



TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGGATATTAATGATACTTGGAATGGTACTAACGGGC
CAGATAACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACGAATTAGGTGTGAATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGATGATAGCAGTAACCAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTCAACCATTAGGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200350 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACCTGGAATATGAATGCTACCACAGGGAACTGGACTTATA
TTAAAGGGACAGATTACACTGAAGGAAACATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTG
ATAATAACAAGAGATGGTGGTATTAATAATACTACCAACGAGACCATCGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAATAGGATTTGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>EU786679 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGTATGAATACGACTAAAGGGACAAATACCACTG
AAGGAGATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGGCCAATTACATGTACATCAAATATTACAGGGCTGCTACTAACAAGAGATGGGGGT
CAGAGCAAGAACGAAAGTAACGAGACAGAGATCTTCAGACCAGGAGGAGGAGACATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KC473841 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGAATAATACTGTAGGGTTAAATACTACAGGAAATG
ATACTATCACACTCCACTGCAGAATAAGACAAATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGAGGACAAATTAGTTGTTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAC
AACAATCAGAGCAATAACACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200357 
TTCTACTGTAATACAACACAGCTGTTCAATAGTACTTGGGAGCCAGGGAAGAATACTACTACAGAGGGAAATG
ACACTATCACGCTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACGAATTAATTGTACATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAC
AATAATAACCAGACAAATAGGACAGAGACCTTTAGACCTCAAGGAGGGAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAGTTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAACC
TGCTGAGGGCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>KP109518 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGATACTAGTATTAGTGAAAGGTCAAATACTA
CTAAAAACATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCCCAGGACCAATTCAATGTAGATCAAATATTACAGGGATATTATTAACAAGAGATGGTGGT
AATACTAGTGATAGCCAGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KY465969 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAATAAAACTGTAGTTGAGAATAATAATTATGGTT
CTGAGAATGGTACTATCACACTCCAGTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAGTAATTAACTGTTCATCAAGTATTACAGGGCTGTTATTAACAAGGGAT
GGTGGTAATAGTAAGAACACCAACAGGTCATCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG



GAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCATTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAACTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGCAGGCTATCGAGGCGCAACATCATCTGTTGCAACTCACCGTCTGGGGCATC 
>KC595204 
TTCTACTGTAACTCAACACAGCTGTTTAATAGTACTTGGAATAGTACTGGGAATCAGAATAATATTGAAGGGT
TAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGT
GGTCATAACACGACAGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGAGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ141342 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTAAGAATGGTACCAGCGAGTTAAATACCACTG
ACCCATTCATACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCGTGGACAGATTAGATGCTCATCAAATATTACAGGGCTGCTATTACCAAGAGATGGTGGTAAC
AACAACAATGGTAGTAACAACCGCAGTCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTCAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGCGGTGCATAGAGACAAAAGAGCAGTGGGACTCGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ141343 
TTCTACTGTGATACATCACAACTATTTAATAGTACTTGGAATAGTAGTACTTTGAATAATTTTACTAACGGGT
CAAATATAACTAATGAAACTTTCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGAGTAATTAACTGTTTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAATCATAGTGACACCAATCAGGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAGGTGAATTATATAAGTATAAAGTAGTAAGAGTAGAACCATTAGGGATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ448819 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAGTAATAATACTTGGAAGGGTACTAACA
TTACAGGCAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGG
GGTCAGGGAAACAACACCGACAACGACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCGTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF531331 
TTTTACTGTAATACAACACAACTATTTAATAGTACTTGGAATATAACAAATCTGTTTAATAGTACTTGGAATA
GTACTGAAGGGTCAAATAACACTAAAAGAAATGGCACAATCATACACCCATGCAGAATAAAACAGATTATAAA
CATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGAATAATTAGATGTGAATCAAAAATT
ACAGGGATGATACTAACAAGAGATGGTGGTCTTGGTCGTAACATTAGCAACGAGACCGAGATCTTCAGACCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAAAAATAGAACCCTTAGG
AATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGATTCGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAAT
TACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACT
CACAGTCTGGGGCATC 
>MH000288 
TTCTATTGTAATACAACACAACTGTTTGATAGTACTTGGAATGATACTACAGACACAATCACACTCCCATGCA
AAATAAGACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAAT
TCAGTGTACATCAAATATTATAGGGTTGCTATTAACAAGAGACGGTGGTACCGAAATCTTCAGACCAGGAGGA
GGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAATAG
CACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTGTATTCCT
CGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAACAGCGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATTTGTTGCAGCTCA
CAGTCTGGGGCATC 
>KC699040 



TTCTATTGTGATACAGCACAACTGTTTAATAGTACTTGGCCTAAGAATAGCACCAGTAGCACCAATAGCACCG
GTAAAGGGGGGCCAACAACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCTCCTCCCATCAGCGGAAACATCACATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGTAATAAGAATGAGACGACCAACAGGACTCAGACCTTCAGACCTATAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699032 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGCTAATGGTACTAGTCGGGATGGTACTACAG
GGAATGATACTATCACAATCCAATGCAGAATAAAGCAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTTACTGTTCATCAAATATTACAGGGCTTCTATTAACAAGAGATGGG
GGTAATGACAATAACACTAGCACTAATGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTGGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTAAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699037 
TTTTATTGTAATACATCACAACTGTTTAATAGTAGTTGGACCAATTACACTAATGGTACTTGGGACAATGACA
CCATAATAGATAACACTACCACTGGAGTAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGAAAGTAGGAAAAGCCATGTATGCCCCTCCCATCAGAGGACTAATTCAATGTACATCAAATATTACAGGA
ATACTATTAACAAGAGATGGAGGTAATAGGAATGAGAGCAATGGCAAAAGCAATGAGACCTTCAGACCTGTAG
GGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAAT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTACAGAGAGAAAAAAGAGCAGTGGGAACGTTGGGAGCCATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACAAT
TATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAGCAGCACATGTTGCAACT
CACAGTCTGGGGCATT 
>MH000292 
TTCTATTGTAACACAACACAGCTATTTAATAGTACTTGGATGCCTAATGGTGGCACTATCACACTCCCATGCA
GAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGTGGACAAAT
TAACTGCTCATCAAACATTACAGGGTTACTATTAATAAGAGATGGTGGTAACGAGACCTTCAGACCTGGAGGA
GGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTCAGCCATTAGGAGTAG
CACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCT
TGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAAAGCTATTGAGGCGCAACACCATCTGTTGCAACTCA
CAGTCTGGGGCATT 
>KC699006 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGGATATTAATAGTACTATAGAGT
CAAATAACACTGGAGAATATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAACAATAGTAGCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCCATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699007 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTGAAGGGTCAAATAACACTGAAGGAAATAACA
CTGAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAACGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAATAACCCAAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACATCATCTATTGCAACTCACAGTCTGGGGCATC 
>KC699025 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAGGAAAATGGCACCATTGAAGACGATGGTACAA
AGGATACTAACATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGCAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCAAATATTACAGGGTTGCTGTTAGTAAGAGATGGT
GGTCATAACACTGACAACGAGACCTTCAGACCTGGAGGGGGAGACATGAAGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG



AGACAAAAGAGCAGTGGGAACACTAGGAGCAATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF706474 
TTCTACTGTAATTCAGCACCACTGTTTAATAGTACTTGGAATAGTATTGAGGGTAGTACTGAGGGTAAGAATG
AAAGCAGTGGAGGAAATATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGAGGAGTAATTCAATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAGTGGTAATAGTAGCAATGAGAACGAGACCGAGACCTTCAGACCTGGGGGGGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCGGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>HM204630 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGGGAATAATACTGCAGGACAAGGTAATAACACTA
TCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATTAGTGGACACATTTACTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTACTACCAAC
ATAACCAATGAAACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204631 
TTTTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATGCCACTAGTACTGGGAATAACAGTATAGGGT
TAAATGGCACTATCACACTCCCATGTAAAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATTCAAGGAATAATTAGATGTGAATCAAATATTACAGGGCTACTGTTAACAAGAGATGGT
GGTAATATAACTAGTAATGGGAACGAGACCTTCAGACCCATAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTCTATAAATATAAAGTAGTACAAATTGAACCCTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ACCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>HM204636 
TTCTATTGTAAAACAACAGAGCTGTTTAATAGTACTTGGCCAGGGAATAGTACTGTGAATAATGCTACAGAAT
CAAATGACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGAAACATTAGCTGTTCATCAAACATTACAGGACTGCTATTAACAAGA
GATGGTGGTAAAGATCATAACTCCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCACTGGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204637 
TTCTACTGTAATACAACACAGTTGTTTAATAATACACAGTGGGTTAATAGTAATAGTACAAATAGCAATGACA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGCGGGACAAATTCACTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAAA
AATGACACCAACGGGACTGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAACTTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204644 
TTCTACTGCAACACATCAAAACTGTTTAATAGTAGTTGGAGTACTAATGGAACATTGTTAAATGGAACGTGGG
TAAATGAGACTAGAATAAATGACACAATCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCTCCCCCCATCCAAGGAATAATTAACTGCTCATCAAATATTACAGGACTGCTA
TTAACAAGAGATGGTGGTCATAATCAAAATAGCACCAATGACACAGAGACCTTCAGACCAGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>JF680923 



TTCTACTGTAACACAACAAAACTGTTTAATAGTACCTGGGAGAATAATAGTACTTGGGGGAATAATACTACAG
GTACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAAATTAGATGCTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGTAAT
AATAATAGCACAAATCAGAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF680924 
TTCTACTGCAATACAACATTACTGTTCAATAGTGATTGGTATCCTAATGATACTAGCACAGGTACTCCAGGGT
CAGATGGGAATGACTCACTCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAAAGGACAAATTAGGTGTCATTCAAATATTACAGGGATACTACTAACAAGA
GATGGTGGGATTGACAACAACAGGACTAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680933 
TTCTATTGCAATACAACACAACTGTTTAATACTACTTGGAATATTACTAATAATATTAATGTTACTAGGAATG
ATAGTGACAACAGCATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTACGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAAATTACAGGGCTACTATTAACAAGA
GATGGTGGTAATACAAGCATTGCGAACGGGTCTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAAGTTCAACCATTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTCCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAGCAACTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595797 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGATGGCTAATGGTACTTCAAATGGTACCGTAGGGA
ATGACACTATCATACTCCCATGTAAAATAAAACAATTTGTAAACATGTGGCAGCGAATAGGACAAGCAGTGTA
TGCCCCTCCCATTAGAGGATACATTAATTGTTCATCAAATATTACAGGACTGCTATTAACAATAGATGGTGAC
AGGAATGACACCCAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAACGCTGGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATTCAGGCGCAACAGCATCTGTTGCAACTTACAGTCTGGGGCATC 
>AJ535611 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTACACAGCTGTTGAATAGTACTGAGTCAA
ATAACACTGGCAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGAGGTAACAGTAGCTACAATGAGACCGAGACCTTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTACAGAGAGAAAAAAGAGCAATAACGCTGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286339 
TTCTACTGTAGTACAACAGAACTGTTTAATGACACTTGGGATAAGACTAGGAATAATACTGGAGAGGCAGATA
ACAGCACAATCACACTCCCCTGCAGAATAAAACAAATTATAAACAAGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAAGTGTACATCAAATATTACAGGGCTAGTCTTAACAAGAGATGGTGGT
AATGAGACTCATAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGCCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ207942 
TTCTATTGTAATACAACACAGCTGTTCAATAATACTTGGCTGAATAATGATACTGGGAATAGCACTAAGAATA
ATGCTACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACTAATTAGATGTTCCTCAAATATTACAGGGCTACTATTAGTAAGAGATGGTGGT
AATAGTAGTGCTGATCAGGAGATCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAACTTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGTGTTTGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH078546 
TTCTACTGTGATTCAACACAACTGTTCAATAGTACTTGGTGGACTAATGGTACTGAGAACGGTACTAGAGGGA
CAATTGGCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAATAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTTATTGTTCATCAAATATTACAGGGATAATATTAACAAGAGATGGT
GGTAGGGACAATAATACTAATGGCACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAACTTAAGCCATTAGGAATAGCACCCACCAAGGCACGGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAACACA
ACTTGCTGAATGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839600 
TTCTACTGTAATACATCAAAGCTATTTAACAATACTTGGAATACTACTAATACTAAGAATTGGACTGGTTTTA
TCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGCAAAGCAATGTATGCCCCTCC
CATCAGGGGACAAATCAAATGTATATCAGCTATTACAGGGATGCTATTAACAAGAGATGGTGGGAACAACAAC
GAGAATAAGACTGTAGGGAATAGGACCGAGATCTTCAGACCTACAGGAGGAAATATGAAAGATAATTGGAGAA
GTGAATTATACAGCTATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCGAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGCACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTAAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303349 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAATAATAGTGTTGGAGGGTTAAATAACAGTAACA
GTAATACTATCACACTCCCATGTAGAATAAAACAAATGGTAAACATGTGGCAGAGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAAAGGACTAATTAGCTGTTCATCAGATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACTATAGTGATAACAGTAATAACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAGTAGCGCCCACCAAGGCAAAAAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCAGCTATTGCAACTCACAGTCTGGGGCATC 
>EF694037 
TTCTACTGTATTACAACACAACTGTTTAATAGTACTTGGTGGAATGATACTGAAAGGATAAATAACATTGAAG
AAAACACAGAAAATATCACACTCCCATGCAGAATAAGGCAGATTGTAAACCTGTGGCAGACAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACGGGGCTGCTATTAACAAGAGAT
GGTGGTAATCCCAATACCACGGAAGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACTATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAACC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGCCTGGGGCATC 
>JF680930 
TTCTATTGTAATACAACGAAACTGTTTAGCAGTAGTTGGAATGAAACTACAAATAGCACTGAAAATGGCACTG
AAAATGACACAATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGTCCAATTAGATGCTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGTCATAACAATAACACGAACGAGACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCCTTGGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGATAAAAGAGCAGTGGGAGTATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287372 
TTCTACTGTAATTCAACACCACTGTTTAGTAGTAATTGGACTAAGAATACTACTACCGGGTCTTGGATTGGCA
GATATGGATCAAATGAGACTGATGCAAATATTACACTCATATGCAGAATAAAACAAATTATAAACATGTGGCA
GGGGGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATCAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTGAGGATAAGAACAGCACTAAAGAGACCTTCAGACCCCTAGGAGGAAATATGA
AAGACAATTGGAGAAGTGAATTATATCAATATAAAGTAGTAGGAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGG
CATC 
>AB480693 
TTCTACTGCAATACATCACAACTGTTTAATAGTATTTGGATTAATGGTACTGGGAATAATACTTGGAATAGTA
CTAAGGGTCATGAAAGGTCAGATAACATTACCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCA



GACAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAAAATTACAGGGCTC
TTATTAGTGAGAGATGGTGGTACGAATAGGACGGCCAACAACGAAACCTTCAGACCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCGA
GGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGAGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>AB588264 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTGGGAATAGTAGTACTGAGAATAGTA
TGTCAAATGACACTATCACACTCCCATGTAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAATATTACAGGGCTATTATTAGTGAGAGAT
GGTGGTGGTAATCAGACTAACGGGACAGAAATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAATAGCACCCGACAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGGGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB731669 
TTCTACTGTAATACATCAGCACTGTTTAATTGGAGTATTACTGGGTCAAATATTACAAAAGACATTAATAGGT
CAAATACTATCCCATGCAGAATAAAACAAATTATCAACATGTGGCAGAAAGTAGGAAAAGCAATATATGCCCC
TCCCATCAGCGGGCAAATTAATTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAGT
AATCAGACTAATAACACTGAGGTTTTCAGACCTACAGGAGGAAATATGAGAGATAATTGGAGGAGTGAATTAT
ATAAATATAAAGTAGTAAGGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB565496 
TTCTACTGCAATACAAGACAACTGTTTAATAGTACTTGGGATAATAGTACTTGGAATGATAGTACTAGGAATA
GTATTCATGACGAGAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAACAGTGGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTATTATTAGAGAGA
GATGGTGGTAACAATACGGACACCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB565478 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTATACTAATGGGAATAAGACTGAAGAATCAAATA
ACAATGACACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACGAATTTACTGCTCATCAAATATTACAGGACTGTTATTAATAAGAGATGGT
GGTAACAGTACTGATAACGAGTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ316131 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGGCTGTGAATATGACTAACGGGTCAAATATAACTA
AAGAAGGAAATACCACAACAATCCCATGCAGAATAAAACATATTATAAACAGGTGGCAAGAAGTGGGAAAAGC
AATGTATGCCCCTCCCATCGAGGGACAAATTAGATGTACATCAAATATTACGGGGCTACTATTAACAAGAGAT
GGGGGGACTCAGAAAAATGGGAGTAACAATGGGACTCACAACAACACTGAGATCTTCAGACCTGGGGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGT
CTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>JQ316133 
TTCTACTGTAATACAACAAAACTGTTTGATAGTACTTGGAATGGTACTAAAGAGTGGAATGATACTAAAGAGT
CAGATAAAAACATTACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCGTCAAATATTACAGGGCTAATATTAACAAGAGACGGG
GGGGCTAACGAGACTCACACCAACACTGAAACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGAGCTATTGATGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATT 
>DQ295192 
TTCTACTGTGATACAACACAACTATTTAATAGCACTTGGACATGGAATGGTACTTGGATTAACGGGTCAACTA
AAGCTGAGAATGACACAATTGTCCTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACACATTAATTGCTCATCAAAGATTACAGGACTGCTATTAACAAGA
GATGGGGGGATTAAAAACAGCACGAACGGGACTCAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAG
TGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KT878039 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGTAATGGTACTAGGAAAGATCAAAATGAAG
GAGATGACACAATTACACTCCAGTGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAGGGCAAT
GTACGCCCCTCCCATCAGAGGAATAATTAAATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGG
GGGAACGGGACTAATGGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGCGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGGACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGGACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTTCAACTCACAGTCTGGGGCATC 
>KT878021 
TTCTACTGTAATACAACACAGTTGTTCAATAGTACTTGGTTTCATAATGGTACTTGGAGTGGTGCTAATGGGG
ATGAGACTATGACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGATCAATTAATTGCTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGT
ATTACCAGCAACAAGACTAAGAACAGCACCGAGACTGAGACCTTTAGACCGGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCAACCAAGGCAAA
GAGAAGAGTGGTGCGGAGAGAAAAAAGAGCAGTAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT878029 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACTTGGCATACTAATACTACAGGGTTAAATGAAACTGAAG
GAAATAGCACAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAACAGC
AATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGAATAACACTCATGGGAATGGGACTGAGATCTTCAGACCTCTGGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTGAGAATTGAGCCATTAGGGATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF561441 
TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGTATAGTAATAATACTGAAAAGTCATATAATACTG
CAGAAAATGACACAATTACCCTCCAATGCAGAATAAGACAAATTATAAAAAGGTGGCAGGAGGTAGGAAAAGC
AAGGTATGCCCCTCTCATCACCTGCCTAATTAGATGCTATTCAAATATTACAGGGCTGTTATTGGCAGGTGAT
GGAGGTGAGGCAGGGAAGGATAACGGGAATAAGAATGAGACCTTCAGGCCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAGAAATTGAACCATTAAGGATAGCACCCACCAGGGCAAG
GAGAATAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAAGCAAGTATTGTCTGGTATAGTGC
GACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043577 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGTCCTTGGAATAGTACTAACGGGTCAAATA
TAACTGAAAGAAATATCACAACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGGACTCAGAACAATGGGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAACAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGTAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043581 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGATTACTAATAATTGCAATAGTACTGAAGGAT
ACAATAACACTGCACGAAATAGCACAATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA



AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTA
TCAACAAGAGATGGGGGGACTGGGAACAACGAGACTGAGATCTTCAGACCTGGGGGAAGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATATATATAAAGTAGTAACAATTGAGCCATTAGGGATAGCACCCACCGGGGCAAA
GAGAAGAATGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGACATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATACTGC
ATCATCAGAATAATCTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ386180 
TTCTATTGTAACACAGCACAACTGTTTAATAGTACTTGGAATGCAACAGAAATGCTTAATAGTACAGAATCAA
ATGACACAAATAGCAACATCAACATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGATACTATTA
ACAAGAGATGGTGGTCATAGCACGAACGGGACTGAGAACGGGAACGAGACCTTCAGACCTGGAGGAGGAAACA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGACCAGACATTTATTGGCTG
ATATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>EU744081 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGTTTAATGGTACTTGGGAGTCAAATAGCACTG
AGGGAAATCCCACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAGGCAATGTATGCCCCTCCTATCAGGGGACTAATTCAATGTGTATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGGAACAACACGACTGAGAATGGGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320244 
TTCTACTGTAATACATCACAACTGTTTAATGGAAGTTGGCAACCACCGCTTAATGAAACTATATTTCAATACA
ATGCTACATGGGCAAAAAATGACACTAATATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACCAATCAAATGTGTATCAAATATTACAGGGTTG
CTAATAACAAGAGATGGGGGTTACAACAGTAGTAGCAATGAGACCAATGAGACCTTCAGACCTGCAGGAGGAG
AAATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGATTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGCTGGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTG
GGGCATA 
>JF320226 
TTCTACTGTAATACCACACCACTGTTTAATAGTACCTGGAATGCCACACAACTGGTTAATATTACTGGGAATA
TCACAGGGCTTAGTAATAGAACTGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCGCAGGACGAATTAAATGTTTATCAAATATTACAGGTTTA
CTATTAGTAAGAGATGGTGGCAATAGCAATGACACGGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320189 
TTCTACTGTAATTCATCAGAACTGTTTAATAGTACCTGGACCTGGAATGAGACTGAAGGGTCTATTACTGAAG
GGTCAATTACTAATGGGACAATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGAGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACGGGGCTGCTATTAACA
AGAGATGGTGGTGAAGGTAACACCACCAATAACAACGAAACCTTCAGACCTGGAGGAGGTGATATGAGGGACA
ATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAACGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTAAAGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210727 
TTCTACTGTAACTCTACACAGCTGTTTAATAGTACTTGGAACAGCAGCAATTGGAATTGGAATGATACTGAAA
AGACAAATAAAAGTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATGCTAACAAGGGAT
GGTAGTAATGAGAGTCACAGTGAGATCTTCAGACCAGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF210729 
TTTTATTGTAATACAACACGGCTGTTTAATAGTACTTGGAAGAATAATACTTGGACTAAGAATCATATTGAGA
ACGAGACTGAAACAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGATGGATTAACTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTGAAAACGGAACCACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTTGAAATTCAACCATTAGGAGTAGCACCCACCACAGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGGGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF210731 
TTCTACTGTAATCTATCAAAATTGTTTAATAGTACATGGAATGATACTACTTGGAACACGACTGATGAGTCAA
ATGACACTTACATCCTGCTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAAT
GTACGCCCCTCCCATCAAAGGAAAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGA
GGGAATGACAACAGGACTCAGGGGGTCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCGAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTAAAGGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210735 
TTCTACTGTAACACATCACACCTATTTAATAGTACTTGGAATGATACTAGTAGTTGGGATAATAGCACTGAAG
GAAATATCACACTCCAATGTAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTCAG
GGCAGTAACGAGACCGAGGTCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAAAGA
AAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAATAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH327746 
TTCTACTGCAATACAACAAAACTGTTTAACAGTAGTTGGCCAAATAGTACTAGGAATAATACTGAAGAGTCAA
ATAGCACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACGAATTAATTGTACATCAAACATTACAGGGCTACTATTAACAAGAGATGGG
GGCAATGGAAATAGCACGAATGAAACCTTCAGACCTCAAGGAGGAAATATAAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAGAGAGCAGTGGGAATGGGAGCTTGGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAATAATTTGC
TGCAAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KY658690 
TTCTACTGCAATACAACAAAACTGTTTAACAGTAGTTGGCCAAATAGTACTAGGAATAATACTGAAGAGTCAA
ATAGCACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACGAATTAATTGTACATCAAACATTACAGGGCTACTATTAACAAGAGATGGG
GGCAATGGAAATAGCACGAATGAAACCTTCAGACCTCAAGGAGGAAATATAAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAGAGAGCAGTGGGAATGGGAGCTTGGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAATAATTTGC
TGCAAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>MF373127 
TTCTACTGTAATACAACAAGACTGTTTAATACTACTTGGAATAACACTGAGAAATCAAATCCCACTGAAGGAA
ATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCCAACATTACAGGACTGCTATTAACAACAGATGGTGGT
ATGAACACCAGTAATAACAAGACCTTTATACCTGCAGGAGGAGATATGAGAGACTATTGGAGGAGTGGAGTAT
TGAAATATGATGTAGTAATAGTTGAGCCATTAGGAATAGCACCAACCACGGATATGAGAAGAGTGGTGCAGAT
ACAAAAAAGAGCAGAGCTACTACGAGCTCTGTTGCTTGTGTTCTTGGGAGCAGCAGGAAGGACGATGAGCGCA
GCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGC
AGGCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>MF373129 
TTCTACTGTAATACAGCAGAACTGTTTAACAGTACTTGGAGGAATGACACTGAAAGGTCAAATACCACTACAG
GAAATGACACAATCACACTTCAATGCACAATAAAACGAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCACAGGACAAATTAATTGTTCATCAAAAATTACAGGGCTACTGTTAACAAGAGATGGT



GGTGGGAACCAGAACACCAGCGAGACTTTCAGACCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAACGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGC
TGAAGGCTATTGAGGCGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP411829 
TGCTATTGCAAACCATCACTTCTGTTTACTGGCACATACAAGAGTAACATTAATATTTCAAATATCACCCAAT
CCTCACAATCCGATGAAAGGTATATTTTAATTCTGGCTTGTATGACGATCAATGTGTGGCAGGTAGTAGGAAA
AGCGATCTATTCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAGCAACAGCAGTAACGAGACCGAGACTGAAATCTTCAGACCTGTGGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373151 
CTCTACTGTAATTCCACACAACTATTTAATAGTACTTGGAATGGTACTGAAAGATCAAACTATTCCACTGAGA
CTAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTGCTAACAAGAGATGGA
GGTCAGAATAGTAGTAATAGCACTGAGACCTTCAGACCGGGAGGAGGAAACATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAATAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAATAACAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP411823 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATCACTGGAGGGTTAAATAACACTGAAGGAA
ATGGCACAATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCATGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTACATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GAGAACCCGGGCAACGACACTGATACTTTCACACCTGGAGGGGGAGATATGAAAGACAATTGGAGTAGTGAAT
TAGATAAATATAGAGTAATAGGAATAGCACCACTACCAGTAGCACCCACCAAGGCAAAGACAAGATTGTTGCA
GAGAGATAAAAGAGCAGTTGGAATAGGATCTGTGTTCCTTGTCTTCCTGGTAGCGGCAGGAAGCACTATGTCT
GCAATGTCAATGACGATGACGCTACAAGCTCAAGAATTACTGTATGTGACCGAGCGAATGCAAAAAAATTTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373162 
TTCTATTGTAATACAACACAGTTATTTAATAGTACTTGGGAGGCTCATCAGCTTAATCAGACTTGGAATGAGC
CCCTAGGGCCAAATGTTACTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
GGGAAAAGCAATGTTTGCCGCTCCCATCAGCGGACGAATTCAATGCAAATCAAATATTACAGGGTTGTTATTA
ACAAGAGATGGTGGTACTAACACCAGCGACCCCAACAGAACTGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCAA
GGCAAAGAGAGTAGTGGTAAAGAGAGAAAAAAGAGCAGTGGGAGTGCTAGGAGCTATGTTCCTTGGGTTCTTG
GGAACAGCAGGAAGCGTTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGG
CATC 
>KP411824 
TTCTACTGCAATTCAACACCACTGTTTAATAGCACCTGGGATACTAATGGGACTTGCAAGGGCTCTAATAGTG
CTGATTGGAATGTTACTGTCCCATGCATTAGCATCCCAATTACTACAATGGGGCAGAAACTAGAACAAGCAAT
GGACGTGCGTCCCATTGCAGGAAAAGCAATATGTTCATCAAGTTTGTCCAAAGGTATCCTTTTAGCCAATTCC
CATAATAGCATTATTGTGCCCCGGCTGGTTATGCCTAAAGGTAAAGATAAGAAGTTCAATTGGAACAGGAAAA
TGTATCAATGTCAAGTACAATGTCAAATTGAACCATTAGGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGT
GCAAAGAGAGAAAAGAGATTTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373185 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGTTAATGGAACTAGGAATAATGATACTGATA
TTGGAAAGATAAACATCACACTCTCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCCAGGAAAAATTCAATGTATATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGAGGTAATACCAGTGAGACCAGGAACGGGACCGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTACAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCTCTGGGACTAGGAGCTTTGTTTCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 



>MF373186 
TTCTACTGCAACACAACACAACTGTTTAATAGTACTTGGAATGATACACAACTGTCTGATAGCACTTGGAATA
ATACAAGAGGGATAAATGACACTATCACACTCCAATGTAGAATAAGACAAATCATAAACATGTGGCAGAAGGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAATAGTGACAACAACACCACCCAGCCCGAGATCTTCAGACCTCAAGGAGGAAATATGA
AAGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAGCAATTGAACCATTAGGACTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGACAAAAGAGCAGTAGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCAT
T 
>KY213743 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCTGAATAATAATACAGGGTCAAATGCCACTGAAC
CTATCATACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGATGCATATCAAATATTACAGGGCTCCTATTAACAAGAGATGGTGGTCAAGAG
AACAAAACCGAGAACCACACCGAGGTCTTTAGACCCACGGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCGATGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KY213745 
TTCTACTGCAATACAACACAACTATTTAATAGTTCTTGGAATAATAGTAGTTTGAATAGTACTGAGGGTAATG
GAGGGTCAAATGACACTATCACACTCCCGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTCAAGGACAAATTAGATGCTCCTCAAATATTACAGGACTATTATTAGTAAGA
GATGGTGGTAATAACAGGACGGGCGGCAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248346 
TTCTACTGTGATTCAACACAACTGTTTAATAGTAGTTGGAATAGTAATTGGTCTAATAATACTGAAGGGTCAG
ACAACATTACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAACAGGAAAGGCAATGTATGC
CCCTCCCATCAGTGGAATAATTAGCTGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAC
AATCAGACTAATAATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAGATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KJ769147 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTATAGTAATGGTACTCGAAATGATACTGTAGGAA
ATGGCAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AACAATCAGAGCAACATCACCACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGAGTA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP109514 
TTCTACTGTAATACAACACAGCTATTTAATAATACTTGGCTTACTTGGAAGGCCAATGCAAGTGATCCTGAAA
AAAATAACACAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAAATGTGTATCAAATATTACAGGGTTACTATTAACAAGA
GATGGGGGTCAGGACAATAACACTAACGGTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAATGGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>EU578539 
TTCTACTGTAATGCAACACAACTGTTTAATAGTACTTGGCCCATTAACGGTACTTGGGAAGGATCAAATAATA
CTAATGTCACACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
AGTAACCAAAGCAACGAGACCTTTAGACCTGGAGGAGGAGACATGAAAGACAATTGGAGAAGTGAATTATATA



AGTATAAAGTAGTAAGAATTAAACCATTAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTCAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATC 
>HQ217760 
TTCTATTGTAATACAACAGAGCTGTTTAATAGTACTTGGGATGTTAATAGTACTTTGAATGTTAATAATACTT
GGAATAATACTGAAGGAGCAAGTGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCA
GAAAGTAGGCAAGGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAGATCACAGGGCTG
CTATTAACAAGAGATGGTTATAATAATAATAACAACACCGAGACTTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAGTTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCATGGC
AAGGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCAT
C 
>AF277071 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGAATATTAATGATACTAGGAATGATACTACAGGGA
ATATCACACTCCCATGCAGAATAAGACAAATTGTGAACAGGTGGCAGGAAGTAGGCAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGGTGCTATTAACAAGAGATGGTGGTAATCAC
ACGAGCGAAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAAAAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGACAATGGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCC
ATGACGCTGACGGTACAGGCCAGGCTATTATTGCCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTA
TCGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593267 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATGCTAATGGCACTCGGAATGATACTGGAGGGT
CAAATGACACTATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAAT
CTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAAGATCACAGGGCTGCTATTAACAAGAGATGGT
GGTGATGATAACAGAACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGCAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ853436 
TTCTACTGTAATTCAACACGATTGTTTAGTAGTAAGTGGCATGCTAATGATAGTTGGAGTAGTAGTACTTGGA
ACGATACTGGAGAGTCAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTCAATGTTCATCAAATATTACAGGGCTAATA
TTAACAAGAGATGGTGGTGCAAACACGAACACGAGCGAGGAGGTCTTCAGACCTGCAGGAGGAAATATGGGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124806 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAGTATTAATGGTACTAGGAATACTACTGAAGGGT
CAAATAGCACAGACATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAGCGGGAGTGAGACTAAAAACGAGACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAATTATATCAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTCACACTAGGAGCTGTGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGC
AAAGCAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593290 
TTTTACTGTGATACAACAGAGCTGTTTAATAGTACTTGGAATAATACTGATAGTACTCGGAATGATACTGAGT
CAGACAAAATCACCCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACAAATTCAATGTAACTCAAGTATTACAGGGCTACTATTAACAAGAGATGGTGGG
AACAACTCCACTAATTCCACCGAGATATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGCGAAGAGTGGTACA
GAGAGAAAAAAGAGCAATAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGCACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577629 



TTTTACTGTAATACAACACAACTGTTTAATAGTACCTGGTGGAGGAATGGTACTGAAGTGTTTAATAGTACCT
GGTGGAGGAATGGTACTGAAGTGTCAAATAACACTCAAGGGATTGACACAATCACCCTCCCATGCAGAATAAA
ACAATTTGTAAATATGTGGCAGTCAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACGAATTAATTGT
ACATCAAATATTACAGGGCTGTTATTAACAAGTGATAGAGGTGGGCTTAATAATGCTACAAATGAGACCTTCA
GACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAGAATTGAACC
ATTAGGAATAGCACCCACTAGTGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGA
GCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGG
CCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGATGCGCAACAGCATAT
GTTGCAGCTCACGGTGTGGGGCATC 
>JX863967 
TTCTACTGTAATACAACACCACTGTTTAATAGCACTTGGAATGAAACTCAACTGTTTAATAGTACTTGGAATG
AAACTGAGGCAAATGGAACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTTACTGTTCTTCAAACATTACAGGGCTACTGTTATTA
AGGGATGGTGGTAATACCACAAACGGGACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAATGGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124764 
TTCTACTGTAATACCACACAACTGTTTAATAGTACTTGGTATGCAAACAATACAAATAGTACTGAAGGGGGAA
ACAGTGGGAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAGATTAAATGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTCAAGGCAATCAGACCAACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGGAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124814 
TTCTACTGTAATACAACACCATTATTTAATAGTACTTGGAATAATACTAGAAATATCAGTGGTCTTGAAGGGT
CAAAGGACAATGGAAATATCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTCAATGCTCATCAAATATTACAGGACTCCTATTAACAAGA
GATGGTGGTACTAATGTTACTGATAACACCACTGAGATCTTCAGACCTGGAGGAGAAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU331497 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTGGGAATGCTACTACTAAAG
AGTTAAATAGCACTTATACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTCTTAATGAGAGAT
GGTGGTAATGAGACTGATAAAAATAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ869023 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATGCTAATGGTACTCGGATTAATGGTACTAATG
TTTATGCTAATGGTACTAATGCAACCAACACAATTATCACACTCCCATGCAGAATAAGACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTTATCAAACATTACA
GGGCTACTATTAGTAAGAGATGGTGGAAATAACACAAATGGGAGCGAGATCTTCAGACCTGGAGGAGGGGATA
TGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
TAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGG
CATC 
>EU578104 
TTCTACTGTAACACAGCACAACTGTTTAATACTATTTGGAATAATACTTGGAATAGTAATGGGAATGATACTG
AAGGGGATAATAAAACAATCATACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGAATCATTAACTGTTTATCAAACATTACGGGGCTGCTATTAACAAGA
GATGGTGGAAATAACAGTAGTACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA



GTGAACTCTATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGTTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU578122 
TTCTACTGTAATACAACACAACTGTTTAATAGTACGTGGAACGGTACTGATAGTAGTCCCGGGAATAATACTG
ATCACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGAAAAATTGTATGTAGATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGT
AATGGGACAGGGACAGAGAAAGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGGGCAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403105 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGAAAATGGTACAAATAGTACTTGGTATGCAA
ATGGTACAAATAGTACTGGAGAGGGAAACAGTGATATTATCACAATCCCATGCAGAATAAAACAATTTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAGATTAGATGTTCATCAAACATT
ACAGGGCTGCTATTAACAAGAGATGGTGGTGAGGGCAATCAAACCAACAACCAGGAGATCTTCAGACCTGTAG
GAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAAT
AGCACCCACCAAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>FJ469749 
TTCTACTGTAATACAACAAAGTTGTTTAATAGTACTTGGCATGCGAATGGTACTATTAAAGGGACAGATAATA
CTGGAGGGAATGACACTCACACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTACGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTATGGGCGTATCAAATATTACAGGGATACTATTAACAAGA
GATGCTGGTAATAGCGGGAACAAGACCAAGAACGAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578230 
TTCTACTGTAATACATCAGGACTGTTTAATGGTACTTGGAATGGTACTAGCACTTGGAATGATACTGCAAATT
ATACTGCAAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAAATTACAGGGCTGCTATTAACAAGA
GATGGTGGCCATCACAACGGCAGCAACAACGACACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469754 
TTCTACTGTAATACAACAAGACTGTTTAATAGTAATTGGAATAGCAGTACTTGGAATAACACTGAAGGGTTAA
ATACCACTAACCTTGGAGAAAATGACACAATCATACTCCCATGCAGAATAAAACAGATTATAAACACGTGGCA
GAAAGTAGGAAAAGCAATATATGCCCCTCCCATCGAAGGACAAATTAAATGTATATCAAATATTACAGGGCTG
CTATTATTAAGAGATGGTGGTATAAATGTGAGTGAGACCAACGAAACCTTCAGACCTGGAGGAGGAGATATGA
AGGATATTTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAACAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCCGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCAT
C 
>FJ469757 
TTCTACTGTAATTCCTCACAACTGTTCAGTAGTACTTGGAATAGGACTAACGGGACTTGGAATGATGTTGAAG
GGTTAAATTACACTAATGGAAATGACACAATCACACTCCCATGCAGAATAAAACAATATATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGGCAACTTAATTGTTCATCAAAGATTACAGGGTTG
CTATTAACAAGAGATGGTGTGAACGACACCGACAAAAATGAGACTTTCAGACCTCAAGGAGGGGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGGATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 



>GU330538 
TTCTACTGTAATACAACAAAACTGTTTTATAGTAATTGGACTATTAATGGGACTATTGTGAGTAATTGGACAT
ATGAAAATGACACTGGAACAAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACCAATTACATGTAACTCAAGTATTACAGGGTTG
CTATTAACAAGAGATGGTGGTATTAACAGGACCAATAATGAGACCGAGATCTTCAGACCTGTAGGGGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTCAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCGGTAACACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGG
CATT 
>GU330550 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATATTACTGACAGATTAAATAATAATGAAACTC
AAGGAAATGACACAACAATTCACCTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGGGGGATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTACAAATACCACTGACAATGACACTGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTGTATAAATACAAAGTAATACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCATCAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124781 
TTCTACTGTAATTCAACACCACTGTTTAATAGTGAATGGTCAGATAATAATACTTGGAATAGTGCTGAAGAAG
GAAATGCCACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCACCTCCCATCAAAGGAGTAATTAGCTGTACATCAAATATTACAGGACTGATATTAACAAGAGATCAT
AGTAAGGATAATGTAACCTTCACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTACAGCCAAGAGAAGAGTGGTGCAGAG
AGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH060766 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCAGCTAATAATACTGAAAATGAGACTAATGAGG
CAGATAGCAATATTACACTTCAGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGA
GGTAGTAGCAGTAATGGGACAGAGAATGGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTACACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH060965 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTACTGAGGATAATGCGACCGGCACTACCGGAA
ATGAAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAATATTACAGGACTGATATTAACAAGAGATGGTGGT
AATAACAATCACACTAATGAGAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCTCTAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCAGGACTAGGAGCTTTGCTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469686 
TTCTACTGTAATTCAACAGCACTGTTTAATAGCAGTTGGAATAAGACTGGAGGGGGTTGGACTAAGGAGACAA
ATCACACAAACAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACCAATTAACTGTACATCAAGTATTACAGGGCTGCTATTAACAAGA
GATGGTGGGAGTAATAGCAGCGCTACAGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAA
ATGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGGGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469731 
TTCTACTGCAATTCAACACCACTGTTTAATAAGACTTGGAATAAGAATGATATTAGGAATAATACTACTGGGA
ATGATAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGAGGACTAATCAGCTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGAGGTCATAACACAAGTAGGGCAAATGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAA



GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ216397 
TTCTACTGTAATTCAACACTGCTGTTTAATAGTAGTTGGAAGAATGAGACCAATGCTGACGGGACAGAGGGCA
ATGATACTATTACACTCCAATGCAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAAAATTACAGGATTGCTATTAACAAGAGATGGTGGT
AATCATACCGCCAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCGCCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAGAAGAGCAGTGGGAACATTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAACAGCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410636 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGGCTAAGAATGGTAGTAGGTTAAATAACAATGGTA
GTGAGTTTAATCACACCGAAGAAAAAGGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAA
CATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCTATCAAAGGACTAATTAGATGTTCATCAAATATC
ACAGGGCTGCTAATAACAAGAGATGGGGGTACGGGAAACAAGAGCGAGGAGAACAGGAACGAGACCTTCAGAC
CTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTCGGAGCTATG
TTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>KT124758 
TTCTACTGCAACACAACACAACTGTTTAATAGTACTTGGAATGATACACAACTGTCTAATAGCACTTGGAATA
ATACAAGAGGGATAAATGACACTATCACACTCCAATGTAAAATAAAACAAATCATAAACATGTGGCAGAAGGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAATACTGACAACACCACCCAGCCCGAGATCTTCAGACCTCAAGGGGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAGCAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGACAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX863968 
TTCTATTGTAATTCAACATCACTGTTTAATAGTACTTGGAGGACAAATGAAACTGCAGACTTAAATACTACAG
AAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATATATGC
CCCTCCCATCGAAGGAAACATTACATGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAC
AATAATCAGAGTAATGAGACGACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAATAACT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU577792 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTAAGTTAAATAGTACTGAGTTAAGTA
GGACTGAGTCAAATAACACTGCAGGCACAAATGGCACTCAAGACCCTATCATGCTCCCATGCAGAATAAAACA
AATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCA
TCAAGTATTACAGGTCTGCTATTAACAAGAGATGGTGGTACTAATAATACCAACGAGACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGGATTAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTG
GGGCATC 
>EF593190 
TTCTACTGTAATACAACACGATTGTTTAATAGTACTTGGGAGGCTAATGGTAATTGGACTGGAACTGAAGGAA
ATGATAATGGCACAGTCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGAAAGATTACATGTAACTCAAGTATTACAGGAATACTATTAACAAGAGAT
GGAGGTATCACTAACAACACCGAGACCCACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTCAACCATTAGGAGTAGCACCCACCAAGGCAAGAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MH060681 
TTCTACTGTAATTCAACACCACTATTTAATAGTACACACAACAGTACTACTACAAGGTCAAATGAAACTGAAC
CAATCATACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCC
TCCCATTGCAGGACAAATTAACTGTACATCAAATATTACAGGGCTACTGTTAACAAGAGATGGTGGCAATAAT
CAGAGTAGAGAAAATAATACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGATTCGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH060990 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAGAATTTTGAGGGAGGGTCAGATA
ACAATATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGATATTAACAAGAGATGGTGGTAGT
CATAATGGTAGTAATAATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TTTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
AAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410526 
TTCTATTGTAATACAACACCACTGTTTAATAATACTTGGTTTAATAGTACTAATAATTTAAATGAAACAAAGG
ACAACAACAACAACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAATATTACAGGACTATTATTAACAAGA
GACGGTGGTCATAATGTGAGCAACACGAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAAGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCATTGGGTTTCTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF363127 
TTCTACTGTAATACAACAGACTTGTTTACTTGGAATGGTACTTGGAATGGTACTGCAGGGGCAGATAACAATA
CAATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCCAGGATACCTTAACTGTTCATCAAATATTACAGGACTGCTATTAACAAGGGATGGTGGTCATAAC
ACGAATACTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410205 
TTCTACTGTAATACATCACAACTGTTTAATAGTAATTGGACTTGGCCTGATACTGAAGGGTCAAATGACACTA
ACACTAACGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTAAATCAAATATTACAGGACTGCTATTGACAAGAGAT
GGTGGTCAGGACGAGAACGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCATTAGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTGCTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469733 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACTAATAATACTATGGAGGGGTCACATGGTA
ATGAGACAAATGGCACTATCACTCTCCCATGCAAAATAAGACAAATTGTAAACAAGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTCATAATAATAATAATAATACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCACAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JQ403107 
TTCTACTGTGATACAACACAACTGTTTAATAGCAGCTGGGAGGGGAATGGTACTAAAGATACTATAGAGTCAA
ATGACACTGGAGGAAATATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTCATCAAACATTACAGGGCTACTATTAACAAGA
GATGGGGGTCATAACAATGACACTAACGGGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG



AAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCGCCAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259452 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACGTGGAATAATACTAGTACTTGGAATTATACAGATGAAC
CCGAAAATATCACCCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGAATAATTAGATGCACATCAAAGATTACTGGGCTGCTATTAACAAGAGATGGTGGT
AATCGTAATGACAGCAATACGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTGTATAAATATAAAGTAGTAAAAATTGAACCAGTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGCGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGAATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593275 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATAGTAATGGTACTGGGAGTGTTTGGAATAACA
CTCAAGCAAATGGCACTATCATACTCCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGAATAATTAATTGTTTATCAAATATTACAGGGCTGTTACTAACAAGA
GATGGAGGTAGTGGTAATAATACAGACAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAACTTAAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGGAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTTCTCCTTGGGTTCTTGGGAACAGCA
GGAAGCGCTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAAC
AGCAAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN024100 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAGAATGTGGAGGAAGGGCCAGATA
ACAATATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTGAG
AATAACAACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTTTATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGCAATAGGAGCTTTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216601 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAATATTGAGAATGATACGAACAGGTCAAATGAAA
GTGAAACAATTATACTTCCATGCAAAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGATCAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAATACAACTGAGAACAATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTTTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTACTGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGCACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216795 
TTCTACTGTAACACATCACAGCTGTTTGATAGTACTTGGCTGTTTAATAAGACTGGGGATAATAATACTGAAG
GGTCAAATGACACTATCATACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGC
AATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTCAATCAAATATTACAGGGGTGCTACTAACAAGAGAT
GGGGGTAAGAGTGGGAACGGTACTAATGAGACCGAAACATTCAGACCTGTTGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTGTATAAATATAAGGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
GCTAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGCTGGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATT 
>JX863965 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGGATAATACTGCTGGGAATAATACAGCTGGAGAAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAATAGGTGGCAAGAAGTAGGAAAAGCAATGTA
CGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGT
CAAAATACAACTAATAACACCGAAATTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF320043 
TTTTACTGTAATACAACAAAACTATTTAATAGCACTTGGGAGCCTAATAATGTAACTGTCACTGGTGATAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAGAGCAATGTATGC



CGCTCCCATCAGAGGACTGATCAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTGTT
GATAACAATCAGACCAATGTGACTAATAACACAGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGATTCGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320484 
TTCTACTGTAATTTATCAAAACTGTTTAATAGTACTTGGACTAGTAATAGTACTTGGAATGATACTGGTACTT
GGAATGAGACTGGAGAAAATGATACTATAACACTTCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAGAGCAATGTATGCCCCTCCCATCCAGGGACAAATTAAATGTATATCAAATATCACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAGTAATGACACAAAAGATACAGAAATCTTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCTCCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTAACGCTGGGAGCAATGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCGTCGATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>EU577873 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATACTACTAGTATTTGGAATAATACTGCAGAGA
ATAATACTACAGGGTCAAATGAAACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAAAGGAAACATTAGCTGTTCATCAAATATTACAGGA
TTGATATTAACAAGAGATGGTGGTAACGTTAACGGGACCAATGGAACTGAAATCTTTAGACCTGCAGGAGGAA
ATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAACTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACCGTTTG
GGGCATC 
>KT124778 
TTCTACTGTAATACGTCACAACTGTTTAATAGTACTTGGCTGGGGAATGACACTGAAAGGTTAAACAGAACTG
AAGGGTCAGACAGCACTGAAGTAATCACACTCCAGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAATATTACGGGGCTACTATTA
ACAAGAGATGGTGGTTACAATGATACTAGCCAGAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAGAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410562 
TTCTACTGTAATACAACACTGCTGTTTGATAGTACTTGGGATGATAATAATAGAAGTTTGAATTTGAATAATA
CTAATAGAAACATCACACTCCCATGCAAGATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAGCAAT
GTATGCCCCTCCCATTCAAGGAGTAATTCAATGTTCATCAAATATTACAGGGCTGTTATTAGTAAGAGATGGT
GGCAACACTGCTAACAATACTGCTAACAAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAG
GAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGATTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469717 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTTTACTAATGGCACTTGGATTAATGGTACTGTGT
TAAATACAAATGATACTGACAAGGGAAACATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATATATGCCCCTCCCATCAAAGGACCAATTAACTGTACATCAAATATTACAGGGATA
ATAATAACAAGAGATGGTGGTAATAACACGGGCGAAAATAAAAATAAAACTTTCACTGAAACTTTCAGACCTG
GAGGAGGAAATATGAGGGATAATTGGAAAAGTGAACTATATAAATATAAAGTAGTACAGATTCAACCAATAGA
AATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCGCTGGGAGCTGTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>FJ469724 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATGATACTTGGAATGATAATAAAACTGAAG
GAAATGGCACAATTACACTCCAATGCAGAATAAAACAATTTATAAACCTGTGGCAGAAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCCAAGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGT
GGTGTTAACGGGAGCGAGCACAACGAGACACTCAGACCTGGAGGAGGAGATATAAAAGACAATTGGAGAAGTG
AATTATATCAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTGCAGCAAAGAGAAGAGTGGT



GCAGAGAGAAAAAAGAGCAGCAGGAATAGGAGCTCTGCTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATG
GGCGCAGTGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ469747 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGATTGATGAATCATCAGGTATCGCTGAAGGAGATG
AGAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTCCT
AGTAGTAATGAAACCAACAGGAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAGAATAATC
TGCTGAGAGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653159 
TTCTATTGTAATACAACACAACTGTTTAATAGTAATTGGAATGAGAGTAGTATTAATAGTACTTGGAATAGTA
CTTGGAAGTCAAATGACCCAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTGGGAAAAGCAATGTATGCCCCTCCCATCAAAGGTGTAATTCAGTGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGGAGTAATGAGACTAATACCACCGAGACTTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAACTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTA
TAGTGCAGCAGCAGAGCAATTTGCTGCAGGCTATTAATGCACAACAACATTTGCTGCAACTAACAGTCTGGGG
CATC 
>FJ653573 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATGACTGGTACCTGGAATGATACCTGGAATG
GTACTAAAAGGTCAAATGAAACTGACAATATCACACTCCCATGCAGAATAAAACAAATAGTAAACAGGTGGCA
GGAAGTAGGCAAAGCAATGTATGCCCCTCCCATCAGAGGAAGCATTAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGGGGGATTCATAATAGCACTGAGGCAAATAACACTGAGATTTTCAGACCTGGAGGAG
GAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTGAAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>FJ653360 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGAATAATGCTGGAGTATCAAATAGTACTTGGAATA
ATGCTGGAGTATCAAATCACAGTACAGGAAATGAAACAATCACACTCCAATGCAGAATAAAACAAATTATAAA
TATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGTGGACAAATTAAATGTTCATCAAATATT
ACAGGGCTGCTATTAACAAGGGATGGTGGTATTGATAATACAGGGAGCAACGAAACCGAGGTCTTCAGACCTG
GAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCAGTAGG
AATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGCTAGGAGCTCTGTTCCTT
GGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCTATTAC
TGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>FJ653426 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATATTACTGAAGAGACAGATAATATTACTGGAA
AGACAGATGACAATAATAAAAATGACACAATAATCACACTTCAATGCAGAATAAAACAAATTGTAAACATGTG
GCAAAAAGTAGGAAGAGCAATGTATGCCCCTCCCATCAAGGGACAAATTAGGTGTGCATCAAACATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAGTAACAAGAACGATAGTGACACCGAGATCTTCAGACCTGGAGGTGGAG
ATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAGATTAAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAAATTTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTG
GGGCATC 
>EU578629 
TTCTACTGCAATACAACAAAACTGTTCAGTAGTACTTGGAATAGTACTACTTGGGATAGTTGGAATAGTACTG
AAACAAATAGCACTGACAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAACAATACAAATACAAACGAGACCTTCAGACCTCAAGGAGGAAACATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGTGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217860 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGGATATAGAAACAATACTTAAGCATACTAAAAATA
GTAATGACACAAACTCAACTATTACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTACGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGTCATAACAACAGCACCAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGACAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF689865 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATGTTACTGGGTCAAATGTTACTGGGT
TAAATGACACAATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACCAGAGATGGT
GGTAATACAAATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAAGCGCAACATCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JF689874 
TTCTACTGTAATACAACAAAGCTGTTTACAAAGCGGTTTGATTGGAATAGGACTGAAGGGTTAAATGACACTG
CAGGAAATAACACTGGAGGAAATAACATCATAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGA
AGTAGGAAAAGCAATATATGCCCCTCCCATCAGTGGACGAATTAACTGTACATCAAACATTACTGGGCTGCTA
TTAATAAGAGATGGTGGGATAGGCCCGGGGACAGACAATACTAGTGAAACCTTCAGACCTCAAGGAGGGAATA
TAAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCGCCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>JF689875 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTAAAGAAGGAAATGGAAATG
ACACAATAACCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAAACATTAGCTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AATAATGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX863990 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCTACTACTTTGAATTCTACTAGTACTGGGA
ATGGGACCATCACACTCTCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAATATTACAGGGCTACTGTTAACAAGAGATGGTGGT
CACACAAACAACACCAACAAAACTGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGGCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320363 
TTCTACTGTAACACAGCAAAACTGTTTGATACATCACAACTACAACTGTCTAATAGCAGCACTGAAGAAAATG
ACACACTCACAATTCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAAATGTGTATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGAAAG
ACTGAGGATAATACTACTAATACTACTGAGGTCTTCAGACCTCAAGGAGGAAATATGAAAGATAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTAAGAACTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGGGGATTAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAATATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320036 
TTCTACTGTAATACAACACAGCTGTTTAATATTAGTAGTACACAACTGTTTAATAGTACTTGGAATAGTACCG
AAGGGCTAAACACAAAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAAATGTATATCAAATATTACAGGGCTGCTGTTAACA
AGAGATGGTGGGAAGATAAATGAGAGTAGGGCAAATGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAACTCTATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACTAA
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCATTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JF320502 
TTCTACTGTAATACAACAAAACTGTTTAATAGCATTTGGAATGAAACACAACTGTTTAATAGTACTTGGAATG
AGACTGAAAGAGGAGTCAATATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTCAATGTACATCAAACATTACAGGACTGATATTAACA
AGAGATGGTGGTAAAAAAAATAATGGGAGTGAAACCTCCAATGGGAATGAAACCTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACC
CACTAGGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAAAGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>JF320151 
TTCTACTGTAATACAACAGAGCTGTTTAATGATACTTGGCTGAGTAATAATACTTGGCTGTCAAATTATACTG
AGAGTAATAATAATACTGCTAAAAATATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAATATTACAGGGCTGCTC
TTAACAAGAGATGGTGGTAATCATAACACTAGTAATGACACCGAGACTTTCAGACCAGGAGGAGGAGATATGA
GGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>JF320145 
TTCTACTGTAATTCAACAAAACTGTTTAGCAGTGCTTGGTATACTAATAATACTAATAGTAGTAATACTGAAG
GGTCAAATGACACTGTTATCATACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGCAGGAAACATTAGCTGTTCATCAAATATTACAGGACTGCTGTTAACAAGA
GATGGTGGTCACACGGAAACTGCCAACACCACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACAGTGGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTACTGTTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAACAACTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908232 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGCAGTCCAATAGTACGGGGAATGATACTGGAGGGT
CAAATAACACTGAACCTATCACACTCCTATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTTACTGTAGATCAAATATTACAGGGCTGCTATTAACAAGG
GATGGTGGTAATGTCCAGAACAACATGACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTCAGCCATTAGGAATAGCACCCACCGGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGATGCGCAGCAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>KM353665 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGTATAATAATAGTACTTGGAATAATACTGGAGGAA
ATGACACATTCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAGAGCAATGTA
TACCCCTCCCATCAGAGGATTAATTAAGTGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGG
GGTGGTAACGAGAGTAATCATACCACAGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGGA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGGATGGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687750 
TTCTACTGTGATACAAAAAAGCTGTTTAATAGTACTTGGTGGGTTAATAATACTTGGAAAGGCACTAAAGGGG
ATGAGACTAGGAATGGCACAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTCAGTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGTAATAATGAAACGAACGGAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCGGCAGGGCAAAGAG



AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204582 
TTTTATTGTAATACATCAGAACTGTTTAAAAGTACCTGGAATAGTACTGATACCTTCAACAGTACTGGAGAGA
GAGGGAATGACACAATCATTCTCCCATGCAAAATAAGGCAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGTCAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTGATAAAAATAGTACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HM204589 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGGATAAGAATGGTAGTAGAATAAATGGAACTGAAG
GAGAAAGTGGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTTATTGTTCATCAAATATTACAGGGATGCTATTAACAAGAGAT
GGTGGTACTAATGATACTGACAAAAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY112061 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTGCTTGGCCTTGGAATGATACTGAAGGGTCAAATGACGCTA
AAAAAGATAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGAAAAATTAAATGCTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGTTATGAGAACAATGAGACCAAGCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCATTTGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576345 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGGGGAATAGTACTTGGGGGTATAAAATGACAAATG
ACACTGCAAAAGACAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTACATCAAATATTACAGGGTTGGTGTTAACAAGA
GATGGTGGTGGTGGTAGTGGTACAAATAACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACATCAACTGTTGCAACTCACAGTTTGGGGCATC 
>EU576383 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGCATAGTAACAGTACTTGGAATGATACTGGAAAGT
CAGAAAATAATACAAAAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATACTAACA
AGGGATGGAGGTCATGGAGGTAATGACAATAACCAGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCC
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGG
CATC 
>KX129209 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACGTGGATTGGGAATAGCACTGAAGAGTCAAATGGCACTG
AAAACATCACACTCCCATGTAGAATAAAACAATTTGTAAATCTGTGGCAGGAAGTAGGAAGAGCAATGTATGC
CCCTCCCATCAGAGGACTAATTAAATGTTCATCAAATATTACTGGGCTGTTGTTAACGAGAGATGGTGGTCAG
TCTGACAATACTACCAACGGGACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAACT
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259534 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGGACTAATATTGATATTGGAAACAGTACGA
AAGATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAGCAATAACACCAACGAGACCACCGAGACCTTCAGACCTACAGGAGGAAATATGGAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTGCAAATTCAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGTAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217957 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACCTGGAATATAACACACTTTAATAGTACCTGGAATGATA
CTGAAGGATCAAATAACATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAACAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGATTAATTCAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGAGGTAATAATAGTACTAACGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTG
AATTATATAGATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACA
ATTTGCTGAAGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217984 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTAGGGAAAATGGTAGTTGGACTAGGAATGATA
CCGCTGCAAATGAGACTGAGATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTTATTCAATGTTCATCAAATATTACAGGATTGTTATTA
ACAAGAGATGGTGGTAATAATAGCAACATCAATGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTGTACAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
GAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATATGCTGAGGGCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689886 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTAAATATGATAATGGAACTTGGGTTAAGAAGA
ATGGCACTGAATGGGTGAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACTAATTAATTGTATATCAAATATTACAGGGATACTG
CTAACAAGAGATGGTGGTCAGGTTAATGGTACCAATGAGACCTTCAGACCAGGAGGAGGAGATATAAAGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAATTGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320385 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTCGGAATGATACTAAATGGTCAAGTAACTCTA
CAGGAAATGGCACCATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGCAATAGTAATCAAACGACCCAGACCAAAGAAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCAATGTTCCTTGGATTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320150 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATACTACTGGGAGTGTGACTAATGGGTCAAATA
ACAGTCAGGGAGAAAATGGTACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCAATCAGTGGAGAAATTAAATGTACATCAAATATTACAGGACTGCTATTA
ACAAGAGATGGTGGTAATAGTAGCGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCACAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAATGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320539 
TTCTACTGTAATACAACACAATTGTTCAATAATACTTGGAAAGGTACTGAAGAAGAGAATAGTACTAGGAATA
GTAATGACACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACTAATTCAATGTACATCAAACATTACAGGGATAATATTAACAAGAGATGGT
GGTAATAACACGAATACCACTGAGATCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGCAGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320131 
TTCTATTGTAATACAACACAACTGTTCAATAGTACTTGGGAGAGCAATATTACTACTGGGAATTGGAGCAAAA
CTGAAGGATCAAATAACACTAACATCACACTCCCATGTAGAATAAGACAAATTGTAAACATGTGGCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACCAATTCAATGTATATCAGATATCACAGGGCTGCTATTA
ACAAGAGATGGAGGTAATAACGGGGACAATAACAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGC
GCAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTTCTCTTTGGGTTCTTGGCAACA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM638503 
TTCTACTGTAATACAACAGGGCTGTTTAGTAGTACTTGGAATGAGAGTACTACTTGGGAAAGGTCAAATGACA
CTGAAATAATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAATATA
TGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
TACAATGGTACGAATGACACCCAGACCGAGACCTTCAGACCTCAGGGAGGAAATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCTTTGGGCTCTTGGGAGCAGCAGGAAGCACC
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAAAGTTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124801 
TTCTACTGTAATACAACCGAACTGTTTAATAGTACTTGGACTAGGAATAATGGTACCGGGTATGATGGGTCTA
ATGGCACTGAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCTATTAGAGGACAAATTAGATGCTCATCAAATATTACAGGACTGATATTA
ACAAGAGATGGGGGTCAAAGAAACGGGAGTACTAATGAGACCTTCAGACCAGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAATAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM354092 
TTCTACTGTGATACAACACAACTATTTAATAGTACTTGGAAAAATGGTAGCACTGGGAATGATCATGAAGAGT
CAAATGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAAT
GTATGCCCCTCCCATTAGAGGATACATTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGATAATAGCACAAATGGGACCGAGATATTCAGACCTCTAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTTGTGAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTTGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687763 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATACTAATGGTACTTGGACAGGAAGTAATACTA
ATAGCAGTAACATTACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACTAATTCACTGTTCATCAAATATTACAGGGCTGATATTAACAAGGGATGGT
GGTAGTGGTAATGACACCAACAACAACACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM258901 
TTCTACTGTAATACAACACAGTTATTTAATGGTACTTGGAATGGTACTTGGAATGGTACTTGGACTGATACTT
GGAATGATACTTGGAATGAGACTCACCCAACTAGCAACGACACTATCACACTCCCATGTAGGATAAAGCAAAT
TATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAACATTACCTGTTCCTCA
AATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCGGAATGAGACCAATAGCACAGAGACCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACT
AGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAATGCTAGGAGCT
ATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTT
GCAACTCACAGTCTGGGGCATC 
>JQ403073 
TTCTACTGTAATACAACACAACTGTTTGATGATAATTGGCCTAATGGAACTTGGATGTATAATAGCACTAGAA
ATGACACTATCATACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA



TGCCCCTCCCATCAAAGGACTAATTCACTGTAATTCAAGTATTACAGGGCTGCTATTAACAAGAGATGGTGGC
ACTAATAACACCAACGAGACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403078 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGTACTGAGACTGAGAATAATACTACAGGGT
CAAATAACACTGATAATATCAGACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAGGGCATAATTAGTTGTTCATCAAATATTACAGGGCTTTTATTAACCAGA
GATGGTGGTAACGGGAGCAGTAACGCCGAGATCTTCAGACCTCAAGGAGGAGATATAAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ610064 
TTCTATTGCAATACAACAGAACTGTTTACTTGGAATTTAACACAACTGTCTGAGAATTCAACTGGGAATGATG
CTAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACCAATTAATTGCACATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGTAAT
AACAATGACAGGACTAACAATGGCAGTGATAGTAATAACAGTACTCAGACTGAGATCTTCAGACCTGGAGGAG
GAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCGGTGGGAACGCTAGGAGCTTTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>KM259406 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATAAAAATGGCACTTTGAGTGAAAATGGCACTC
AGAATGAAACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAG
AGCAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAATATTACAGGACTGTTGTTAACAAGA
GATGGTGTTAACAAGACCTGGGGCAACGACACCTTCAGGCCTATAGGAGGAAATATGAAAGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAACACGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGCATAGGAGCTCTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217713 
TTCTACTGTGATTCAACACCACTGTTTAATAGGACCTGGATGGCTAATGAGACTTTGAATAGTACTACTTTGA
ATAGTACTGGAGAGTCAAATAAAAATATCACACTCGCATGCAGAATAAAACAAATTATAAACATGTGGCAGCG
AGTAGGGAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTG
TTAACAAGAGATGGGGGTCACAACAACGAGACTGGAGATAACAGGACTGAGATCTTCAGACCGGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTAAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGTAGCGGGATTCGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTG
GTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>MK383397 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGGTACTGACGAGTCAAATCACCATGGAGAAA
ATGACACAATCATCACACTCCGCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCGAT
GTATGCCCCTCCCATTAAAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGGTAACCGGACTGACAACAACACCGAGATCTTCAGACCTCAGGGAGGAAATATGAAAGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAGAGAGTAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTACTGTCTGGTATAGTGCAGCAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124761 
TTCTACTGTAATACAACAAAGCTATTTAATAGTACTTGGGATCGGAATGGAACACAGATAAATGACACTATCA
CAAATGACACTATCATACTCCCATGTAGAATAAAACAATTCATAAACAGGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGAGACATTAACTGTTCATCACAGATTACAGGGCTGCTATTAACAAGAGATGGT
GGTCAGAGCAATGACAGCAGTATGAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGGGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KM353846 
TTCTACTGTAATACATCAAAGTTGTTTAACAGTACTTGGAATGGCACTAAGGAATACCAGGGAGTGAATGGCA
CACTCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCAGGGAAATATTAATTGCTCATCAAATATTACAGGGCTGCTATTAATGAGAGATGGTGGTAACAAG
GGGAACGAAACCGATAATACTACCGAGATCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGTAACAGTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAACCACTATG
GGCGCAGCATCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY112135 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGGATAAGGATGGGACAAGGCTTAATGACACTGGAG
GAGATGGCAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGCTGTGTATCAAATATCACAGGGCTACTATTAACAAGAGATGGG
GGTGTAGACGATACTCAAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCTAGCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403070 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTGTTTAATGATACTTTGAATGATACTCAAGAGG
AGTATGGTGAGAATAACGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGT
AGGAAAAGCAACATATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGATACTATTA
ACAAGAGATGGTAGTCAAGGCAACGGGAGTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAAAGGGAAAAAAGAGCAGTGGGAACGCTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGC
AGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403031 
TTCTACTGCAATACAACAAAACTATTTAATAGTACTTGGAATAGTAGTAGTAGTAGTTGGGTTATTGAGGGTC
AGGAAGAGTCAAATGACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGAAAAATTAGATGTTCATCAAACATTACAGGGCTATTATTAGTG
AGAGATGGTGGTATTAACAAGACGAATGACACTGAAACCTTCAGACCTCAAGGAGGAAATATGATGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403085 
TTCTACTGTAATACATCACAACTGTTTAAGGGTACCTGGTTGACTAATGATACCTGGGCTAATGGTACCTGGA
CAAATGACACTAGCAAAAATGACAACATCACACTCCCATGCCGAATAAAACAAATTGTAAACTTGTGGCAGGA
AGTAGGAAGAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTCATTGTATATCAAATATTACAGGGCTGTTA
TTAACAAGAGATGGTGGCCAGAATGCAACCAACGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403094 
TTCTACTGTAATACATCACGACTATTTAATAGTACTTGGAATACTAGTAGTATTTGGAATACTACTGGAAGGC
CAAATATTACAGGGAGCACTGACATTATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACGAATTCAGTGTAGCTCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATACTAATAACTCAGACGCACATGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCGCCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAGGGCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCAT
C 
>MH666195 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTTTGGGAATAGTACTGATAATACTCACAATATTA
CTCAGAATGGTAATGGTACTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTAACTCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAATAACAATGGCAGCAACACTACTGAGGAGATTTTTAGACCTACAGGAGGAAATATGAAAG
ACAATTGGAGAAGCGAATTATATAAATATAAAGTAGTAGAAATTGAACCAATAGGATTAGCCCCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGACTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR423482 
TTCTACTGTAATACAACGAAACTGTTTAATAGTAGTTGGAATCAGAATGCTACTAATCAGAATGCTACTAACA
ATGGAGGAAATGACACAATTACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAA
GGCAATGTATGCCCCTCCCATAAAAGGATTAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAATGACAATAGCACAAACAACAACACTGAAATCTTCAGACCGGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAGAGTTGAACCATTAGGGATAGCACCCAACAAGGCAAA
GAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTCAGGCGCAACAGCAACTGTTGCAGCTCACAGTCTGGGGCATC 
>HM638568 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGTATGGTAATGAGACTAAAAATGGGACTGAAAATG
GAACTGACACAATAATTCAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGAAGGACTAATTAGCTGCTCGTCAAACATTACAGGACTGCTGTTAACAAGAGAT
GGTGGTGATAATAATAGCATGAACGAGATTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU733713 
TTCTACTGTAATACAACTAGACTGTTCAATAGTACTTGGAATGTTAGTACTTGGAATATTAGTCAGACTGAAG
GGTCATACAACACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAATATTACAGGGATAATGTTA
ACAAGAGATGGTGGTAAGAATAGGACAGAGAACACCACTGAGACTTTCAGACCGGGAGGAGGAAATATGATGG
ACAATTGGAGAAGTGAACTATATAACTATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX140657 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGGAATGACACTTTGACTAATGGAGGATCAAATA
GCACTGAAAATATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGGCACAAACGAGACAGAGATCTTCAGACCCGAAGGAGGGAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCACAAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK164668 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGGGTAATAGTAATAATACTAACAATAATACTGGAG
GGGAAGAAACTATCACTCTCCCATGCAGAATCAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAGATTACAGGGCTAATATTAACAAGAGATGGT
GGCAACGAGAACAACGACAGTGAGATCTTCGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATACTAGGAGCTATGTTCCTTGGGTTCTTGGGCGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTCTTGTCTGGTATAGTGCAACAGC
AGAACAACCTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC935959 
TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAAGTGGGATAATGGTACTTGGAATATTAGTGGGT
TAGATAACAGTACAGAACAAAATATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGACAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAAGGGACAAATTCAATGTATATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATGAAAGTGATACAACCAGGAACAACGAGACCTTCAGACCGGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAGTTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG



TGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCAT
C 
>KM082006 
TTCTACTATAACACAACCCAGCTGTTTGATAGTACGTGGTTAACTAATGGTACTAGGATAAGACCAAATACTA
CTGATGGAACTAATGGAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGTTAATATTAACA
AGAGATGGTGGTCATGACGGGAACGAGACAAATGAGAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCAATAGGAATAGCACCCACCATGGC
AAAGAGAAGGGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAGCAACTGTTGCAACTCACAGTCTGGGGCATC 
>MG196775 
TTCTATTGTAATACATCAGAACTGTTTAATAGTGAGTGGCATACTAATTATACATGGAATAGTACTTACAGTA
CAATAAATGGTACTTGGAATAGTACTGACATTGAGGGTGTAAACGCTACTGAAAAGATCACACTCCCATGTAG
AATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGAACAATT
AAATGTGTATCAAATATTACGGGGCTGCTGTTAACCAGAGACGGTGGCAACAATGAAACCAAAGCCACTGAGG
TCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATAAAGTAGTACAAAT
TGAACCATTAGGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACAATA
GGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTAC
AGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCA
TCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ182826 
TTCTACTGCAATACATCAGCACTGTTTAATAGTACTTGGAGTACTAAGAATGGTACTCAGGTGTTGAATATAA
CTAATGACACCAGCACCAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGGTGTACATCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGTAATGGTAATGGCAATACCACGAATGGGACAGAGACCTTCAGACCTGTAGGAGGAGATATGA
AGAATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTCAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGGGATTTGGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAGAGCGATCTGATGAAGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MK385523 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGTAATAGTACTTGGAATGGTACTGAAGGGT
CAAATTACACTGAAAAAAATATCATACTCTCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAATAGG
AAAAGCAATGTATGCCCCTCCCATTAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTAGTAGTAATAACGAGAGCCAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KM353922 
TTCTATTGCGATACAACACAACTGTTTAATAGTAGTTGGCCTTGGAATGGTACAGAAGAGTCAAATAACACTG
AAGGAAATGACACAATCACCCTCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAATATTACAGGGTTACTATTAACAAGAGAT
GGTGGTAGTACCAGCAATGAGACCGAGATCTTTAGACCTGCAGGAGGAGACATGAGAGATAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354862 
TTCTACTGTAATACAACACAACTATTTAATAGTAATTGGACTGCTACTGGAAATACAAATAACACTGGAGGAA
ATGCCACAATCACACTCCCTTGCAGAATAAAACAACTTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCAATAAGAGGACTAATTAGATGTTCATCAAACATTACAGGGCTACTGTTAACAAGAGATGGTGGT
GGTAGCAATGGAACTAATGGAACTGAGGTCTTCAGACCTCATGGAGGGGATATAAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAAGGCAGAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587037 



TTCTACTGTAATACAACACCACTGTTTAATAATAGTCTGCTTGGCAATGGTATCAATGGGACAAATAACACAG
AACCAATCGTACTTCATTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAAAGGACCGATTACATGCTCATCAAATATAACAGGACTGATATTAACAAGAGATGGTGGTACA
AATAGGACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGACTTGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX587241 
TTCTACTGTAATACGACACAACTGTTTAATAATACTTGGAATGGTACTTGGGGTGAGAATATTACCGGGAATA
TTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGAAATATTAGCTGTTCATCAGATATTACAGGGCTAATATTAACAAGAGATGGTGGTCATGAC
AATGAGACCAACAACACAGCGATCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGTAGGAGCTGTGCTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGCACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX587299 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGATAATACAACTGCAGGGTTAAATACCACTGAAA
AAATTATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGCAGGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGAAAAATCCAATGCACATCAAACATTACAGGGTTATTATTAACAAGAGATGGTGGTAAC
GAGAACGAGACCTATAACAATGAGACTTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAATGGGAGCCTTCTTCCTTGGGTTCTTGGGAGCGGCCGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAACTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG900412 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGCCTTGGAATGATACTCAAGGGTCACATGACACTA
ATGGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGAAGGAATAATTAAATGCTCATCAAACATTACAGGACTGTTATTAACAAGAGATGGTGGT
TACGAGAGCAATAAGACTGATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCTACCAAGGCAAAGAGGAGAGTGGTGCA
GAGGGAAAAAAGAGCATTTGGACTAGGAGCTGTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473826 
TTCTACTGTAATTCAACACAGCTGTTTAGTAGTAATTGGACTAGGGATAATACGTCTAGTAATTGGACTAGGA
AGGATAACGATACAGAGCCTAATAAGACTGTGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAAAGGACTTATTCAATGTTCATCAAATATTACAGGA
TTGTTATTAACAAGAGATGGTGGCGACAACAATAGCAACACTGAAATCTTTAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAGGAGGAGAGTGGTGCAAAGAGAGAAAAGAGCATTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCATTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATATGCTGAGGGCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCAT
C 
>KC473828 
TTCTACTGTAATACAACAAAGCTGTTTAATAGCACTCTTAATGACACTTGGAATTTTTGGAATGAAACTGGGG
ATATCATACTCCCGTGCAGAATAAAACAAATTATAAATCTGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTAAAGGACAGATTAACTGCACATCAAATATTACAGGGCTACTCTTAATAAGAGATGGCGGTGATAAC
GGGACTGCCAGTGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGCACAAGTTGAGCCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGACTATGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCG
ATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473829 
TTCTACTGTAATACGACAGAACTGTTTAATAGTTCTTGGTATTGGAATGATACGAATGATACTTTAAAGAGCA
ATGAAGAAAATATCACACTTCTGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGACCAATTAGCTGTACATCAAATATTACAGGGATACTCTTAACAAGAGATGGA
GGTCAGGGTAATAATACTAATGATACTGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT



GGTACAGAGAGAAAAAAGAGCAATAGGGGGATTAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGGCTATTATTGACTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473830 
TTCTACTGTGATTCAACACAACTGTTTAGTAGTAATTGGACTAGGAATGATAGTAGTAGTAATTGGACTAGGA
GTGATAATGATACAGAGTCTAACAATACTGTGATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAAAGGACTTATTCAATGTACATCAAATATTACAGGA
TTATTATTAACAAGAGATGGTGGTAATGGTAATAAAACGAACGACACTCTGGAGATCTTTAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTGTACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAGGAGGAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGG
TTCTTGTCAGCAGCAGGAAGCACTATGGGCGCAGCATCATTGACGCTGACGGTACAGGCCAGACAATTACTGT
CTGGTATAGTGCAACAGCAGAACAATATGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KU677990 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACTTTGTATAGTAATAATACTTGGAGTAGTAATATTACAG
AATTAAATGGCATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAACATTACAGGACTATTATTAACAAGAGAT
GGTGGTGATGAGGAGAACAAGACTGATGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196672 
TTCTACTGTAATTCATCATCACTGTTTAACAGTACTTGGAATAATACTAGTTTAAATGGAAGTATAAGTTGGA
ATGGAAGTATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACAAATTAGGTGTAGATCAAATATTACAGGGCTGCTACTACTAAGAGATGGGGGT
GAGGGTAATACTACTGACAACACCTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196679 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGATAATAATACTGGGTTAAATACCAATGATA
CTAATACTGGGATAAATACCTATGGCACTAATGGAACATTCATACTCCCATGTAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTAAATCAAATATA
ACAGGGCTGATACTAACAAGAGATGGTGGTAATAATAATAGTACAAATGAGACCTTCAGACCTGGAGGGGGAG
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
TTCCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAATAGGGGGATTAGGAGCTCTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGT
CTGGTATAGTGCACCAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGT
CTGGGGCATC 
>KF384800 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGTACTAGTACTGAGCTAAATGACACTACAG
GAAATATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATAGAAGGAGTAATTCAATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGTGGT
GGTAACGATACGATGGGGAACGAGACCTTCAGACCGGGAGGGGGAGATATGAGGGACAATTGGAGGAGTGAAC
TATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGATAGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF384801 
TTTTACTGTAATACATCACAACTGTTTAAGAGTACTTGGTGGACAAATAATACTCGGAATATACCACTACAAG
GAAATGTCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGGAGGACTAATTAATTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTATA
ACGAATGGGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAATTCAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAGTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCC
GTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTA
TTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384803 



TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGGAAAATGGTACTTGGACGAATGAGAGTGGTATTG
GAGGATCAGATAATATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTTCTAATCAGACTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCAGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384804 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTTACTGATCCTTGGAATTCTCCTGGAGGGT
CAAATAACACTGGAGATATCACACTCCCATGCAGAATAAAACAAATTGTGAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCAATCTCAGGATATATTAACTGTTCATCAAAAATTACAGGGCTGATATTAACAAGA
GATGGTGGTTATAACACCACCAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCTACCACGGCAAAGAGAAG
GGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384807 
TTCTACTGTAACACAACAACACTGTTCAATAGTACTTGGGATGGGAATGATACTACTGAAAGGTCAAAGAGTA
CTGAAGAAAATGCAACAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATATATGCCCCTCCCATCAAAGGAAACATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGGAATAACGAGGACAGCACCAATGAGACCTTCAGACCTCAAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAGCTATATAAATACAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC473835 
TTCTACTGTAATACAACACCACTATTTAATAGTACTTGGCATGGGAATGAGAGTGATAGTATAGAATCAAATA
ACAGTACAGAAGAAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTGGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAACATCACAGGACTGCTATTAACAAGA
GATGGTGGTAATAATAACAAGAGTGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384808 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATAACAGTATTT
GGAATGCTACTCAAAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTGCATCAAACATTACTGGACTGCTATTA
ACAAGAGATGGTGGTAACAATGGGAGTGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAAAGTTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384811 
TTCTACTGTAATTCATCAAAACTGTTTAATAATACTTGGAATGGTACTAACTGGACAGATACATGGTATAATA
GCACAAATGAAACTATCATACTCCCGTGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAAAAATTAAATGTAAATCAAACATTACAGGGCTGTTGTTAACAAGAGAT
GGCGGTGGTGGGAGCAATGAAACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTCAACCAGTAGGCTTGGCACCCACCAGGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX156409 
TTTTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTAATAGTACTAGCAACAACACTAAAGGAA
ATGAGACTATTATCGAAATACCATGCAGGATAAGACAAATTATAAACATGTGGCAGCAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGTCATAATCAGGCCAATGACAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTGGGGTTCTTAGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY778615 
TTCTACTGTAATACATCAAAGTTGTTTAACAGTACTTGGAATGGCACTGAGGAAAACCAGGGAGTGAATGGCA
CACTCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCAGGGAAATATTAATTGCTCATCAAATATTACAGGGCTGCTATTAATGAGAGATGGTGGTAACAAG
GGGAACGGAACCGATAATACTACCGAGATCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGTAACAGTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124768 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACTTGGTATAACAGTACATACAATGAGACTGCACCAGGCA
ATGAAACAATCACACTCCCATGCAAAATAAGGCAGTTTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAATAATTAGATGTTTATCAAATATTACAGGATTGATATTAACAAGAGATGGGGGT
ATCTATAATAACACGAATGGGACCATTGGGAATGAGACTTTCAGACCTGGAGGGGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG196879 
TTCTACTGTAATACAACGCAACTGTTTAGGGGTAATGGTACTGGTAATGGTACTGGAGAGTCAAGTGACATTG
TCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCTATGTATGCCCCTCC
CATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTAGTAATAAAAGT
AAAAGTGATCCAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTCAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197013 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAATAGCACGACTAATAATGACACTGAAGGATCAA
GTAATGCTACGATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAGAGATTAGCTGTTCATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGT
AATACCAATCACACTGATGCCACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGATACAACTTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGGGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATTGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197046 
TTCTACTGTAATACCTCAAAACTGTTTAACAGTACATGGCCAAATAATACTAAAAATGCTAATATCACTGAAG
GAACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCAGAGGACAACTTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGTTAT
AATCAGGCGAACAATAGCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAGAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG197064 
TTCTACTGTAATACATCAAAACTGTTTAACAATACCTGGACTAAGGGTACTTGGAATAGTACATGGTCATGGG
CAAATGAAACTAACATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGAAGGAATAATTAGATGTGCCTCAAACATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAAACATGATAATATTACCATTAATGGTAATGTCATTGACTATAACACCACCGAGGTCTTCAGACCTG
GAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTACAAATTGAACCATTAGG
AGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGTACTAGGAGCTTTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTAT
TATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACT
CACAGTCTGGGGCATT 
>MG197113 
TTCTACTGTAACACATCAAAGTTGTTTAATAGCACTTGGAACTATAATAATGCTACAGGAAACACTGAAGGAA
ATAGCACACAAGGAAATATCACACTCATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGA



AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAACTGTTCATCAAATATTACAGGACTACTA
TTAACAAGAGATGGTGGTCATAATAACAATAGCACAATTGAGACCTTTAGACCTACAGGAGGAGATATGAGGA
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAGCAGCAGAGCAAGCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KM355159 
TTCTATTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATAAGACTGAAGGGCCTTGGAATGTTACTGAAG
AGTATGGGAATATTACTGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGAAGGGCAATGTATGCCCCTCCCATCAAAGGCAAACTTCAATGTACATCAAATATTACAGGGCTCCTATTA
ACAAGAGATGGTGGTAAGGTGAATAATGAGACTGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGCGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCGAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196745 
TTCTACTGTAATTCAACACCACTGTTTAATGGGACTTGGCAGAATATGACGAATATTACTGAAAACTTAAATA
TCACACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGTGGAAGTATTCAATGTTCATCAAACATTACAGGGCTACTGTTAACAAGAGATGGTGGCATCACTAAT
AACACTAATAGCAGTAATGATGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCTTTAGGATTAGCACCCACCAGGGCAAGGAGACTAGTGGTGCA
AAGAGACAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGC
TGAAGGCTATTGAGGCGCAACAGCACCTGTTGCGACTCACAGTCTGGGGCATC 
>MG196964 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGACTGAGAATAGTACTGAAGGGTCAAACAGCACTG
AAATAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGGAGAGCAATGTATGC
CCCTCCCATCAAAGGACCAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTCAT
AATATGACTAATGATAGTGAGACCTTCAGACCTGTGGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTCGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTAA
GAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG197035 
TTCTACTGTGATACAACACAACTGTTCAATATTACTTGGGATACTAACAACACTAGTAATAGCAATGGTACTG
ACGGTGATAAAATCACACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGGAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGCGGACTAATTAGCTGTTCATCAAATATTACAGGTCTGCTGTTAGTAAGTGATAGT
GGTAATCAAACTAACGAGACTGAGACCTTCAGACCTATAGGAGGAGAGATGAGGGACATTTGGAGAAGTGAAT
TATACAAGTATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGAGCTGACATTAGGAGCTTTGTTCATTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK214316 
TTCTACTGTAATACCGCACAACTGTTTAATAGTAGTTGGACTACTACTGAAAAGACAAATAACACTGAAGGAG
GAAATGACACAATAATCATGCTCCCTTGCAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCAATCAGCGGACTAATTAGATGTTCATCAAACATTACAGGGCTACTGTTAACAAGAGAT
GGTGGTAGCAGCAATAAAACTAATGAAACTGAGATCTTCAGACCTCATGGAGGGGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTAGCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGGTGACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAACAAA
GCAATTTGTTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505616 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGAAAATAGTACTGGGAATAATACTGAAGAGT
TAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTAGTATTAACAAGAGATGGT
GGTCATACCAATAAGACTGAGAACAAGACTGAGGTCTTCAGACCTGTAGGAGGGAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCAGCTGTTGCAGCTTACAGTCTGGGGCATC 
>KR182192 
TTCTACTGCGATACAACACAGCTGTTTAACAGTACTTGGTGGACTAATGAAACTTGGAAGGATATCGAAGGGT
CAAATAACACTAACATCACACTTCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGTACTCACGAGGACGAGACCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAGAGAGAAAGAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCGATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAACTTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182242 
TTCTATTGTAATACAACACCACTGTTTAACAGTACTTGGGTGCTTAACAGTACTTTGAATAGTACTGAAGGGT
CCAATAGTACTGGACAAAATATCACACTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGG
AAAAGCAATGTTTGCCCCTCCCATCAGAGGATCAATTCAATGTTCATCCAACATTACAGGGCTGCTACTAACA
AGAGATGGTGGTAATGACAATAACAAGACTGAGATCTTTAGGCCTTGGGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGGCAGGACTGGGAGCTCTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACAATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATTGTGCAACAGCAGA
GCAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATC 
>KR182343 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCCTTGGCCTGCTAATAAAACAGATGATGGCACAA
ATGCAACAGCATCAGACAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGT
GGGAAGAGCAATATATGCCCCTCCCATCAAAGGACCAATTGAATGTGTATCAAATATTACAGGGATAATATTA
ACAAGGGATGGTGATAAGAATAATACCTACAATGAGACCTTCAGACCTACAGGAGGAGAAATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCTACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGCTTCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGGCAATTACTGTCTGGCATAGTGCAACAGC
AGAACAATCTGCTGAAAGCTATTGAGGCGCAACAGCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>KT986555 
TTCTACTGTAATACTACACAACTGTTTAATAGTACTTGGAATAAGAATAAAACTAATAATACTTGGGAAAGGA
ATGACACAAATAGTAATGAAACAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGCAAGGCAATGTATGCCCCTCCCATCAGAGGATTAATCAGATGTTCATCAAACATTACAGGACTGATA
TTAACAAGAGATGGTGGTCAGAGTAATGAAACAGGGAACAACACCGAGATATTCAGACCTGGAGGAGGAGACA
TGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCGAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTCACACTAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAAGCCAGACAGTTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTAAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGG
CATC 
>KX505508 
TTCTATTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATAAGACTGAAGGGCCTTGGAATGTTACTGAAG
AGTATGGGAATATTACTGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGAAGGGCAATGTATGCCCCTCCCATCAAAGGCAAACTTCAATGTACATCAAATATTACAGGGCTCCTATTA
ACAAGAGATGGTGGTAAGGTGAATAATGAGACTGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCGAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX027971 
TTCTACTGTAATACAACACGACTGTTCGAAAGTACTTGGCATGGAAATGAGACTTGGTATGGGAATGAGACTA
TAGAGCCAGAGGCAAATGACACAATAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTACGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAATATTACAGGGCTACTA
TTAACAAGAGATGGTGGTGATGATCAGTACAGTAAGAATGAGACCTCCTGCAATAATACTACTGAGACCTTCA
GACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATAGAACC
ATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCT
ATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTAAGGGCTATTGAGGCGCAACAACATCTGTT
GCAACTCACAGTCTGGGGCATC 
>KX505446 



TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGTCAAAAAATAATACTTGGGAGAAGAATGAAGACA
ATTCAATTAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATACCTCCCCAATCAAAGGACAGATTAGCTGTAACTCAAGTATTACAGGGATACTATTAACAAGA
GATGGTGGAAGAAATAATAGTGACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGTACCATTAGGAATAGCACCCACTGCGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT986947 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATAGTACTTGGGACAATAATAGTACTCGGAATA
ATAACAGATCAGAGGACAGATCAGAGAGCGATGACACAATCACACTACCATGCAGAATAAGACAAATTATAAA
CAGATGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTGAATGTAACTCAACAATT
ACAGGGCTGCTCTTAGCAAGAGATGGTGGTATCAACAGCACAGGGAATGAGACCTTCAGACCTCAAGGAGGAA
ATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAAAAATTGAACCATTAGGAATAGCACC
CACTAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGCGGGACTAGGAGCTTTGTTCCTTGGATTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>MH264238 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGTATCTTAATGGTACTTGGAATGCAACTGAAGGGT
TAAATAACACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGACTAATTAGATGCACATCAAACATTACAGGGATAATATTAACA
AGAGATGGTGGTTACGAGAACAAGACCGATAACAATACTAATACTGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTG
GGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KX587339 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATGGCATACTAACGGAACAAATAGCACTGACAATGGTA
CTGACACAATCACAATCCAATGCAGAATAAAACAAATAATAAACACGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACAACTTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATGATAGTAATACTACCAATAACACTGAGATCTTCAGACCTCAAGGAGGAAATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAGAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX505536 
TTCTACTGTAATACAACACAGCTGTTCAATAGTACATGGGATTGTACTGGAACTGCATGTACATTGAATGGAA
CTGTTCTTAATGGGATAAATAACACCAATATTACTCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCA
AAAAGTAGGAAAAGCAATGTACAACCCTCCCATCAAAGGAGTAATTCAATGTACATCAAATATTACAGGGATA
ATATTAACAAGCGATAATGGTGGGATTGGAAATAATGAAAATGAAACCTTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAA
GGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATTAGGAGCTATGTTCATTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MG196412 
TTCTACTGTAATTCATCAAAACTGTTTAATAGTACTTGGGGAAGTACTGACGGGTCAAATAGCACTGAAACAA
ATGGCACAATCATACTCCCATGCAGAATAAGACAAATTATAAACAAGTGGCAGCAAGTAGGAAAAGCAATATA
CGCCCCTCCCATCCAAGGACGAATTAAATGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
CATAACAACAGTAGCAATGAGAGTAGGAGTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115401 
TTCTATTGTAATTCATCATCACTGTTTAATAGTACCTGGACTAAAAATGGTACTGGTAGTTGGCAGTCTAATG
ATACTCAGAATGGTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAATATTACAGGGCTGGTTTTAACAAGA



GATGGGGGGAAGGTGATTAATGAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAAAGAGAGAAAAGAGCAGTAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGAACAGGCCAGACGAGTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MK169417 
TTCTACTGTAATACAACACAATTGTTTAATAGTAGTTGGATTCGGAATGGTACTGATTGGACTTGGAATAGTA
CCACACAAAATGATACTATCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCGATGTATGCCCCTCCTATCGAAGGAATAATTAGGTGTGTATCAAATATTACTGGGTTGCTATTAACAAGA
GATGGTGGTCACAACAGCAGCAACGGTACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK169834 
TTCTACTGTAATACAACACCACTGTTTAATCCAAATGGAATAAGAAATGACACTGGAAATATCACACTCCAAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAATGTATGCCCCTCCCATCCCAGGTCA
AATTAGGTGTGTATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTGATAATAACGAGACCGAGGTC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
AACCATTAGGAGTAGCACCCACCACGGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACTTTTGG
AGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAG
GCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATA
TGTTGCAACTCACAGTCTGGGGCATT 
>AY736819 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATGGTAATAATACTTGGAATAATACTACAGGGT
CAAATAACAATATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTAAGGACACGGACACGAACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAACAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCCATTGAGTCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF025753 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATGATACTGAAGGGTCAATTG
CCACTGAAGGAAATACCACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAATGGTAATAGCAGCAACTACACTTCCGAGATCTTCAGACCGGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCGTTGTTCCTCGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGCACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>MH012806 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTAGTAATAGTACTGGGAGTAATAGCACTGAAG
AAGAAAGAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATACCCCTCCCATCGGAGGACAAATTCAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTCATAGTGGGAACGAGTCCGAGAACAGGCCCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012971 
TTCTACTGTAATTCAACACAACTGTTTAAGAGTATTTGGCATGGGAATGAAACCACGTGGAATACAAATAACA
CTGAAAATATCACACTCCCGTGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GCTAAGGAGAACGAGACCACCTACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACA
ACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MH012542 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAAAGGGTCAAATGACACTG
GAGGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACAATAATCAGAGCAGCGAGACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835773 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGACAGTTAATATTTGGAATGTTACTGAAAGGT
CAAATTACACTGAAGGAAATGACACACTCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTTATCAAATATTACAGGGCTACTG
TTAACAATAGATGGTGGTGATAATAGCACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAAGGCGAAGAG
AAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835435 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATAATGCTACTTTGAATGTTAATAGTAATG
TTACTGAAGGGTCAGAAAATATCACACTCCCATGCAGAATAAGACAAATTGTGAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTGGTAGTAACAGTAGTAACACGAGCGAGGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGACAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTCAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY331292 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCATGGTAATGAAACATCTTGGAATAATACTGAAA
AGTTAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCAATCGAAGGACTAATTAACTGTTCATCAAGTATTACGGGGCTGCTATTAACAAGAGAT
GGTGGTAAGAGCAATAATCAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGACAAAAGAGCAGTGGGACTAGGAGCGTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289191 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTTTAATAGTACTGGGAGTG
AAAATATCACACTCCCATGCAGAATAAGACAAGTTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGGGGAGTAATTAAATGTTCATCAAACATTACAGGGGTACTATTAACAAGAGATGGTGGTTAT
GATGATAATAATACCGCAAACACCAACGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTCTTGTTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>KT124744 
TTCTACTGTAATACAACACCATTATTTAATAGTACTTGGGGAGCTAATAGTAATTGGACTTGGAATAATACTC
AAGAGTTAAATGGCACTCAAGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
GGTAGGAAAAGCCATGTATGCCCCTCCCATCAGAGGACTAATTAGTTGTTCATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGTAATAACAACGCCACCAACAATGGCACAGAGATCTTCAGACCTGGAGGGGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGATTAGCACCAAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCGCTTTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>KT124770 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACCTGGGAGTGGAATAATAGTACCAGAGATTGGAATAATA
CTGAAATGTCAAATAACACTGAAGGAAATGGAACTATCACTCTCCAATGCAGAATAAAACAAATTGTAAATAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACC
GGGTTGCTATTAACAAGAGATGGTGGTTACAACATCAGCAATAACAACGAGACCTTCAGACCTGGAGGAGGAG



ATATGAGGGACAATTGGAGAAGTGAATTATACAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATCTGCTGCAGGCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTG
GGGCATT 
>EU575670 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACTGAAGAGTCAA
ATAGCACTGAAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGG
GGTGAGGGAGTTGAGAAAAACGATACCGAGATCTTTAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAATCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ACTTGCTGAGAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU575927 
TTCTACTGTAATACCTCACAACTGTTTAATAGCTCTTGGTATTCAAATGGTACTCGGAATGGTACTGAAGAAT
CAAATGACCTTATCACACTCCCATGCAGAATTAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGACACATTAACTGTACATCAAATATTACAGGGCTGTTATTAACAAGAGATGGG
GGTCAGAGTAATGAAACCAAGGACGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCTATTAATGTCTGGTATAGTGCAACAGCAAAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U84854 
TTCTACTGTAACACAACACAACTGTTCAATATTACTAATACTCAAAACACTACAGGAAATCACACACTCCCCT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACA
AATTAGATGTAAATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTGAAAACACAAACCACACAGAC
AATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAGTG
ACGCTGACGGTACAGGCCAGACTATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835442 
TTCTACTGTAATACAACACAACTGTTTAATAATACTTGGAATGGTACTGGATGGTCAGATAACTCAGAGAACA
CTACAGGAAACGGAACTATCACACTCCCATGCAGAATAAAACAAATTGTTAACCTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGAGGTAATAATACCACCACGAACGGGACTCAGACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAGGGC
AAAGAGAAGAGTGGTGCGGAGAGAAAGAAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289186 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGGAAGCTAATAGTACTTGGGAAAATGATAATGAAA
GGGTAGGTCACAGTAACAAGACTATCATACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAGATTAGATGTTCATCAAATATTACGGGGCTGCTATTA
ACAAGAGATGGTGGTAACGGTAACGAGACCAACCGGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAAG
ATAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCATTGGGTTCTTGTCAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ853463 
TTCTACTGTAATACAACACAATTGTTTAATGGTATGTGGCATGCTAATGGTACTTGGAATAGTACTTGGAATG
ATACTGGAGGGTCAAATGACACTATCAGACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTCAATGTTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAACAGCACGAACGAGACCGGGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGATTAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAGACCAGACACTTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124769 



TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGTATGCAAATGGTACTTGGTATGCAAATGGTACAA
ATAGTACTGGAGGGGGAAACAAGACTAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAGATTAGATGTGCATCAAATATTACAGGACTG
CTATTAACAAGAGATGGTGGTCAGGGCAATCAGACCGACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAG
ATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACC
CACCAGGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>EU289196 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTGGAGGGTCCATTTCTGAAGACTCAG
AAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAGATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTATA
AATCAGAGCATCAGCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU576141 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAATACTCGGACTGATGATTATCCTACTGGGG
GGGAACAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAGAGATCAGAATGGTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCGCGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTTATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835446 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGTATGCAAATGGCACAATTAGTATTGGAGGGGGAA
ACAAGACTAATATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAGATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGTAGGGGCAATCAGACCGACAACCAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAAAACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGGAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593282 
TTCTACTGTAATTCAACACCACTGTTTAGTAGTACTTGGTATACTGGGAATAGTACCAATAGTACTAAAGGGT
TAAATAACGCTACAGAAATTATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGCAGCAGCAATGAAGAGATTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTCAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ610043 
TTCTATTGTAATACAACACCGCTGTTTAGCAGCAGGTGGGGGCCTGACGGCACTTGGAATAGCACTTGGAACA
GTACAAGTACAACTAACAACGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAGAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTCATGGTAATGACACGGATAATACCACCGAGACCTTCAGACCTGGAGGAGGAAATA
TGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAGTAAAAATTGAGCCATTAGGATTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>JN786752 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGCTAATAGTACTTGGGATGGTAATAGTACTA
TGGATAAAGGGTCAAATCACACTAACAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTTATTAGCTGTACATCAAATATTACAGGG
CTGATATTAACAAGAGATGGTGGTAATAATAACAAGACAGAGAACGAAAACAAGACTGAGATCTTCAGACCTG



GAGAAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAGAGTAGTAAAAATTGAACCATTAGG
AGTAGCACCTACCGAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTC
CTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAAT
TATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACT
CACAGTCTGGGGCATC 
>EF593212 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAATACTAATGAAGGGTCAGGTAACTATGAAG
GAAATATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAAATTTACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
AATAACGAGAGCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAGAAGAGCAGCGGGACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593300 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATAGTACTGGGAATAATAATAACAGGTCAGGAG
AAAATATCACACTCCCATGCAGAATAAAACAATTCATAAACCTGTGGCAAGAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCAAAGGAGAAATTCAATGCCGATCAAATATTACAGGGCTAATAATAACAAGAGATGGTGGTAAC
ACTACTGAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAG
AGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
GCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ153937 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGATAATACTAGTACTTGGAATAATAGTAACACTC
AGAATAAAAATGATAGGAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTATGGGACAAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACA
CGGGATGGTGGTAACGGTAGCGAGGCCAAAAACGACACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGCGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGCTGAGAGCCATTCAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCAT
T 
>MH263121 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATACTGAAGGGA
CAGATCACAATATCACACTCCCATGCAGAATAAAACAATTTATAAATCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGGGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAATAATAACACGGACCACTCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH263194 
TTCTATTGCAACACAACCCAGCTGTTTAATAGTACTTGGTATAATAATGAGACTACTTGGTTTAATAATGGGA
CTCATCCTAATGAGACCATCATTCTCCCATGCAAAATAAAACAAATTGTAAACCTGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGAAGAATTATGTGTAATTCAACTATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAATAGTCCCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTTAGGATTGAACCATTAGGAATAGCACCCACCAGGGCACAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGTGCTTGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGTATAGTGCAACAACAGAACA
ATCTGTTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH263520 
TTCTACTGTAATACAGCAAAGCTATTTAATAGTACATGGTATAGTGCAGGGAATAGCACTGATGGGGATAAAG
GAAATAATAACATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTCATGACAATGACACAAACGGGACAGAGATCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGACAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 



>KX984437 
TTCTACTGTAATACATCAAAATTGTTTAGTAGTACTTGGAATGGTACTACCACACTGCCTAGTAGTACTTGGA
ATACTACTCAGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAGATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTATTACCAACAACAGCATGAATCAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCGCCTACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX984699 
TTCTACTGTAATACAACAAAACTGTTTAGCAGTACTTGGTATGATAATGGAACGTCAAAAAGCACTGAAAGAT
TAAATGACACTATCATACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAATATTTCAGGGCTGCTATTAACAAGAGATGGT
GGTAATGATAATAACACGAACGACATCGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAATTATAAAGTGGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGATTAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH632763 
TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGAATGTTAGTAGTATTTGGAATGTTACTGAGGATA
AAAATATCACACTCACATGTAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGTCAG
AACACAACAAGCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTAAACCATTAGGAATAGCACCCACCAGGGCACGGAGAAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTAGGACTGGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGATGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576107 
TTCTACTGTAATACAACACAACTGTTTACTTGGGGGAGTAATAGTACTAACATTACAGGAAGTAATAGCACAC
TCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGAAGAGCAATGTATACCCCTCC
TATCAGAGGACTAATTCAATGCTCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGGTATGGCAAT
AACAATACCAATGATACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576084 
TTCTATTGTAATTCATCATCACTGTTTAATAGTACCTGGACTAAAAATGATACTGGTAGTTGGCAGTCTAATG
ATACTCAGAATGGTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAATATTACAGGGCTGATTTTAACAAGA
GATGGGGGGGAGATGATTAATGAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAAAGAGAGAAAAGAGCAGTAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGAACAGGCCAGACGAGTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MH633199 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATATTACTAGTAACTCTTGGAATAGTACTAGTA
ATTATACTAATGAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACCAATAAGATGTTCATCAAATATTACAGGGCTACTACTAACAAGA
GATGGTGGTAACAATAATGATACCAGCACCGAAGTCTTCAGACCTGGGGGAGGAGACATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGATATTCCTTGGGTTCTTGTCAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU616649 
TTCTACTGCAATACATCAGGACTGTTTAATAGTTCTTGGGATATTAATGGTTCTTGGTATGGTAATAGAGGGT
CAAATGACACAATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCCAAGGACTAATTAACTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGCAATAGCAGTCATAGTAATGGGACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT



GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTATTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469704 
TTCTACTGTAACTTAACAAAACTGTTTAATAGTACTTGGGCTTGGAATAGTACTTGGAATAGTACTGAAGGAA
ATGAAAATAATACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACAAATTACATGCTCATCACATATTACAGGGATACTATTAACAAGAGAT
GGTGGTAACAGTGATGACACAAACTATACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGGCAGTTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGTTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469725 
TTCTACTGTAATTCATCAAAACTGTTTAAGGGTACCTGGAATGGTACTACATTGTCAAATACCACTAAAGGAA
TAAATAATACTCAAGGAGAGAAAATAATCACAATCCAGTGCAAAATAAAACAATTTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACCAATTATATGTCCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATGGCACCAATAGGACGACCGAGACCTTCAGGCCTGAAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAACAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGC
AACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN515543 
TTCTACTGTAATTCAACATCACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGGCACTGATGGGA
ATGATGCTGACTCTAGAGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAATATTACTGGGCTGCTATTA
ACAAGAGATGGTGGTAATCACAATAACAGTAATGGGACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCACTAGGGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MN515731 
TTCTATTGTAATACCGCAAAACTGTTTAGTAGTACTTGGCATGCTAATGGTACGTGGAATGGTACTTGGAATA
ATACTACAGAGCAAAATATTACAATTCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGGAGGAAAAATTAGATGCTCATCAAATATCACAGGGCTACTATTAGTGAGA
GATGGTGGCAACACCACCATCGGGAACACCACTGAGATTTTCAGACCTCAAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728412 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATATAAAGAGTAATATGACAAGGTCAAATAACA
CTGAACCAATCACCCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATGAGACAGGGAAAGAGAATGATACAGAGAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTTTATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACTGCAGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCGGCACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU727880 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACACAACTGCCTAATCTTACTGGGAATG
AAAATATCACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATATATAA
CCCTCCCATCCAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTCAT
GGGAATAATGACACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCACGGCGAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAACATGTATTGCAGCTCACAGTCTGGGGCATC 
>DQ886031 



TTCTACTGTAATACATCACGGCTGTTTAATAGTACTTGGAATATTACTGAAGGGTCAAATAGCACTGCAGGCT
CTAACAAGAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACTAATTAGATGTACATCAAATATTACAGGGCTGTTACTAACAAGAGATGGT
GGTCATGATAATAAAACAAATGACACCGAGATCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAAAGAGACAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>DQ886032 
TTCTACTGTAACACAACAAAACTTTTTAATAATAATACTGAAGGGTCAAAAAACACTGAAGACAATACCACAC
TCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCC
TATCAAAGGAATAATTAGATGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTCATAACATG
AATAACACGAATGAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCTTCCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU367399 
TTCTACTGCAATACAACAGGACTGTTTAATAGTTCTTGGAATAATGATACTATCTGGAATGATACTAGCACTG
AAGGAAGGAGAAATGACACAATCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCCAAGGACTAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGCAACAATAGCTATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGACG
AGTGGTGCAGAGAGAAAAAAGAGGGGTCGGGATCGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367403 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGGTGGAATGTCACTGAAAATGGCACTGAAGTGT
CAAATAACACTGAAGGAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGG
AAAAGCTATATATGCCCCTCCTATCAGAGGACAAATTAGCTGTTTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTCATAACGAGGGTAACGAGACTAAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAACTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGTCAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754467 
TTCTATTGTAATACAACACCGCTGTTTAATAGTAGTTGGAATGAAACTACTCTTCAGAAGGGAAATAATAGTA
CTCAGGATAATGAAACTATCACAATCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGACTAATTATGTGTGCATCAAATATTACAGGGATACTATTAACAAGA
GATGGTGGTGATGGTAATGGTACAAACAATACCACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCAGCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACAGCTGTTGCAACTCACAGTCTGGGGCATT 
>KP754469 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGGATAAGGGTAATTGGAGTACAGGGACAATTGCCA
CTAACGGAAATGACACTATCATACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATCTATGCCCCTCCTATCAGTGGATACGTTAACTGTACATCAAATATTACAGGGTTGATATTAACAAGA
GATGGTGGTAATGATAATGGTACAAAAAATGGTACAAACTCCACCGAGACTTTTAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATGGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KP754471 
TTCTACTGTAACACATCACAACTGTTTAATAGTACGTGGAATGATACTGAAAGGCCAAATAGCAATGGAGAAA
ATGACCAAAATATTACACTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACCAATTCAATGCTCATCAAACATTACAGGGATGATATTAACAAGAGATGGT
GGCAATAACAGTGCCCAGAACGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCATCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTACTGTCAGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469744 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACTTGGGATAATGGAACAAAAACAAATACCACTGAGGGAA
GAAATAGCGATGGAGGAAATAGCAGCGAACCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAAACATTACATGTTCATCCAATATTACAGGG
TTGCTATTAACAAGAGATGGTGGCAAGGGCAATGAGACTCAGGGCTATGGGACTCAGGGCACTGAGATCTTCA
GACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACC
ATTAGGAGTAGCACCCACCAAGCCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCT
CTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCA
GACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTT
GCAACTCACAGTCTGGGGCATC 
>GU728345 
TTCTACTGTAAAACATCAAGACTATTTAATAGTACTTGGAATGGTACTTGGAATGGTACTGAAGGACCAATCT
GGAATGGTACTGAAAGGTCAGAAGGACCAATCTATGATGACCCTAAAAGAAAAGACACAATCACACTCCAATG
CAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATA
ATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGAAACAATAACGAGACTAATACCC
CTGAGGTCTTCGAGACTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAATGAATTATATAAATATAA
AGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGGGAAAAAAGA
GCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAA
CGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGA
GGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ687543 
TTCTACTGTGACTCAACAAAACTGTTTAATTTTACTTGGAATGGTACTGAAACAAATAACACTGGAGGAAGTG
ATAAAATCATACTCCCATGCAGAATAAAACAAATTATAAAAATGTGGCAGAAAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAAAAATTTACTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGCATC
AACAATGAACCTAACAATACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGCATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU727919 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGAGGTTTAATAGTATTTGGAGGTTTAATGATACTA
AGGAGAACAATCAAACTGAAGGAAATGACACAGTTATCACACTCCCATGTAAAATAAAACAAATTATAAACTT
GTGGCAAGAAGTAGGAAAGGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAATATTACA
GGGATACTATTAATAAGAGATGGTGGTAAGAGTAATGAGACTAACAACACCGAGACCTTCAGACCTGGGGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTGAACCATTGGGAATAGC
ACCCACCACGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCAC
AGTCTGGGGCATC 
>KF725982 
TTCTACTGTAACACAACACCACTGTTTAACAAAACACACCTGGATAGCCTGAATAGCACTACAGACGGTAATA
TTACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGGTAAT
GAGAGCAGCAACCATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTCAGGCGCAACAACATTTGTTGCAACTTACAGTCTGGGGCATC 
>KF725986 
TTCTACTGTAATACAGCACCACTGTTTAATAGTACTTGGAATGATACCAGTGCCTGGAATATAACTGATACTA
GCCCACTCACAATCCAGTGCAGAATAAGACAAATTATAAATAGGTGGCAGGAAGTAGGAAAATCGATGTATGC
CCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGA
AACAGGTCCCAGGAAAACAGGTCCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGGAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGATTCTTGGGGACAGCAGGAAGCACT
ATGGGCGCAGCGGCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KF725988 
TTCTACTGTGATACAAAAAAACTGTTTAATAGTACATGGAATTTTAATAATACTTGGAATTCTACTCAAACAG
GCAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGACAAATCAACTGTTTATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTCAGAACGATAGCAGTAAGGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGACAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATC 
>KF726003 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGTTAATGGTACTATAAAGAATAGTACTGAAGAAA
ATAACACATTAATTCAGCTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAAAGGAGTAATTAGCTGTTCATCAAATATTACAGGGCTGATCTTAACAAGAGATGGT
GGAAATAATAATAGTGCAGCTAATGAGACCTTTAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTACAGATTGAACCATTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGCACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168260 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGGAAGGTAATAAGACTCAGACAGGTCATAGTACTC
ATAATGCTAGGAATGACACTATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCATGGACAAATTAGATGTATATCAAATATCACAGGTCTGCTATTAACA
AGAGACGGTGGTATACACAACAAAACCCACATGACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGGCTGGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGGCGCTGACGGTACAGACCAGACAATTACTGTCTGGTATAGTGC
AACATCAGAACAATCTGCTGAGGGCTATTCAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATC 
>KT452481 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGATTTGGAATAGTACTGAAGGGTCAAACTCCAGTG
AAGGAAACACAACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAAAGGAGTAATCAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGT
AGCAAGAACAGTAGCGAGAACACCACCACTAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCCGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACGATTTGCTGAGAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452508 
TTCTACTGTGATACAACAAAACTGTTTGATAGCTCTTGGAATAAAACTGGAAGAATAGATAAAAGGAATAATA
CAGAAGGGTCAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCTCCTCCCATCAGTGGACGGATTAACTGTACATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTCATAATGTTACAACTAAAGGGGACACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAAGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCCGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452155 
TTCTACTGCAATACATCACGACTATTTAATAGTACTTGGTTTAAGAATGATAGTACTTGGTTTAGGAATGATA
CTGGGAATGATACAGAAAAGTCAGAAAAGATCATACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCGAGGACTAATTAGTTGTCCATCAAATATTACAGGACTG
TTATTAACAAGAGATGGTGGTGGAGATAATAACAGAACTAATGAGACTTTCAGACCTCAAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAGGAGGAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTG
GGAACAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAATAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>U39243 
TTCTATTGCAATACAACAAAACTGTTTAGTAGTACATATATAGTTAATAATACACATGACAGTAATACAACAA
AAATTTTAAACATCACATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACGGGACTACTACTGACACGTGATGGAGGAAAT
AAGACAGAAAGCAATGACACAGAGACATTCAGGCCTCAGGGAGGAGATATGAGGGACAATTGGAGAAATGAAT



TATATAAATATAAAGTGGTAGAAGTTAACCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
CAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTGTGTTCCTTGGGGTCTTGACACCCGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39240 
TTCTATTGCAATACATCAATACTGTTTAATACAACATACCTGGTTAATAATAATTTGACTGAGAAAAATTCAA
CCATTATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGACTCATACAATGTAACTCAAGTATCACAGGACTGCTACTGACACGTGATGGAGGAGTGAGA
AATGACACAAATGAGACAGAGACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTCAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTACAACTCACAGTCTGGGGCATT 
>AF443090 
TTCTATTGCAATACATCACGCCTGTTTAATAGTACATACAATCCTAATAGTACATACAATAATAGTATAGAAG
GTAGGTCAAATGCAACCATTACACTCCAATGCAGAATAAAGCAAATTATAAACCTCTGGCAGGAGGTAGGACG
AGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTCTTGACACGT
GATGGAGGTAATAATTCAACGACAGAGATATTCAGACCTCAAGGAGGGAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGGGTAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443097 
TTCTATTGCAATACATCAGAGCTGTTTAATGGTACATACAACAGTACAGGAAATGATTCAAATTCAAACCTCA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCCATGTATGCCCCCCC
CATTGAAGGAAACATAACATGTATATCAAATATCACAGGACTATTATTAACACGTGATGGAGGATATGAGGCA
AATCATACTGAGATATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTGAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAACATATGCTGCAACTCACGGTCTGGGGCATT 
>AF443109 
TTCTATTGCAATACATCACTACTGTTTAATAGCAGTTATAATGGTAATAGTAGTTATAATGATACAGGAAGCA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAGTTATAAACATGTGGCAGAGGGTAGGACAAGCAATATA
TGCCCCTCCCATTGAAGGAATAATAACATGTAACTCAAGTATCACAGGATTACTCTTAGTGAGGGATGGAGAC
AATCAAACAAGTGATACAGAGACATTCAGACCACAAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCTGTGGGAATGGGAGCTATGATCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443114 
TTCTATTGCAACACATCAAGCCTGTTTAATAATACATACCGGCCTACATACTGGCCTAATGGTACAGAAAGTA
ATTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAACATCACAGGACTACTATTAGTACGTGATGGAGGT
AATGGAGGCAACAATACCGCAACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACATCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KR861331 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAACATACTTGTTTAATGGTACAAATTTGGATAATGATAATA
GTACAAGCAACATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGTATCAATACTACAAGTAACCAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAGTTAAGCCATTGGGAATAGCACCCACTAAAGCAAGAAGGAGAGTGGTGCA
GAGAGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGAATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861314 



TTCTATTGTAATACATCAAGACTGTTTGATAGTAATGGCACTTATAATAATACAGAATCAAACAGCACAATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAATGCTAACATGTAAATCAAATATCACTGGACTACTATTGACACGAGATGGAGGAGAAGGAAATCAA
GGGTCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAACCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTCACG
CTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861341 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACCATCCTCAATATAATGATACACAGAATAATTACA
CAGACTCAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGGGTAGGAAGGGCAAT
ATATGCCGCTCCCATTGAAGGAAAAATAGTATGTACATCAAATATCACAGGACTAATATTGACAAGGGATGGA
GGAGAAAATAATAGAACAGAAACATTTAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTGGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861270 
TTCTATTGCAATACATCAAGACTGTTTACAAACATAGATAATAATAATACAGAAACTGATAATGATACCACCA
TCACCATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCCCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGTAATGAAACA
AACTACAACACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTGGTGGAGGTTAGGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCA
CTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCGA
TAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861273 
TTCTATTGCAATACATCTGAGCTGTTTAATAAGCAGTTTAACAATACAAACAGTACAGAAAGTGAGTCAAATT
CAAATTCAATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGCGATGGA
GGACCTGGAAATAGAAGTAACGAGACATTCAGACCCTTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTGGTAGAGATTCAGCCATTAGGACTAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAACATTTGTTGCAACTCACGGTTTGGGGCATT 
>KR861280 
TTCTATTGCAATACATCAAAATTGTTCAATGGTATATATAACAGTACAGGAAATAACAGTACAGGCAATAGTT
CAAGTCAAAATAAGACCATCACCATACCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAGTACGT
GATGGAGGACAAGATAACAATACCAATGGAACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTGGAGCAAAAAG
GAGAGTGGTGGGTAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGGTCCTTGGGATCTTGGGAGTAGCCGGA
AGCACTATGGGCGCGGCGTCATTGGCGCTGACGGGACAGACCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATGTGTTGCAACTCACGGTCTGGGGCATT 
>KR861308 
TTCTATTGCAATACATCAAATCTGTTCAATAGTACATACCTGTCTAATGGTACACACTTGTTTAATAATACAA
ACATTACAGACTATACAGACAATTCAACCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCA
GGAGGTAGGACAAGCAATATATGCCCCTCCCATTGCAGGAACAATAACATGTAAATCAAAGATCACAGGACTA
CTATTGACACGTGATGGAGGATCAGATCCAGATAATAAGACTGAGGAGACATTCAGACCTGGAGGAGGAGATA
TGAGAGACAATTGGAGAAGTAAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGAAGTAGCACCCAC
TGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGAA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGG
CATT 
>KY658708 
TTCTATTGCAACACATCACAACTGTTTAATAGTACATACAGTCCCAGTTTTAATGGTACAGAAGGTAAATTAA
ATGGGACCATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACCTAACATGTGAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGA
AAAACAGGTTCAAATCACCCAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGATAACTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA



GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443084 
TTTTATTGCAATACATCAAAACTGTTTACATACCAGTCTAATAGCACATACGTGGCTAATAGTACCATCACGC
TCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCACCTCCCATTGC
AGGAAACATAACATGTCAATCAAATATCACAGGACTACTGTTGACACGTGACGGAGGCACAGAGACAGACAAT
AAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAGTTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCGTCAATAGCG
CTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC899004 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGGCCTAATGGTAATAATAATGGTACTAATGATA
CAATGAGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCTATTGCAGGGAACATAACATGTAAATCAAATATCACAGGGATACTATTGGTACGT
GATGGAGGAGATAATCAGACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGCGCTCCTTGGGTTCTTGAGTACAGCCGGAAGCACT
ATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835522 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAATCCTAAGAGTACAGGAAGTAATTCAAGCTCAA
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAGATCAAAGATCACAGGACTACTATTGGTACGTGATGGAGGAAGCCCA
GTGCCAAACAGTACAGAGACAGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215403 
TTCTATTGTAATACATCAAGCCTGTTTAATGGCACATACAATGGCACATACATGACTAATATGGCTAATGATT
CATCAGAAATCACAATCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGA
CGATCAGAGGTGTCAAATACTACAGAGACATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCGAAAAGGAGAGTAGT
GGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCCGGAAGCACTATG
GGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215408 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAGCAATGGTACACTCAGGTTTAATGGTACAGACT
TTAATGGTACAATGGATAATTCAAGCTCAACCATCACAATCCCATGCAGAATAAAGCAATTTATAAACATGTG
GCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGA
CTACTATTGGTACGTGATGGAGGAACAAATTTAACAGCAGAATTAAATCAGACAGAGATATTTAGACCTGAAG
GAGGAAATATGAGGGACAATTGGAAAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACT
AGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTGTAATCTTT
GGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATT 
>HQ699950 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACCTACATGTCTAATGGTACCA
ATAGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGGTACGTGAT
GGAGGACCAGATAATCAGACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699981 



TTCTATTGTAACACATCAGGCCTGTTTAATAGTACATACATGCCTAGTGGTACATACATAACTAATGATACAA
ATAGTAGTTCAGATACAATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACGGGACTACTATTGGTACGT
GATGGAGACAAAACAAGTAATACTACAGAGACATTCAGACCTCAAGGAGGAGACATGAGGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAGAAAGAGCAGCGGGAATAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGAGTGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCCGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC807928 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATACAATAGTACAACAGGCCTGTTTACTTATACATACA
ATGGTACTACATACAATGGTAGTGTTACAGACAATGATAGCATCCCAATCCAAATCCAATGCAGAATAAAGCA
AATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTAGC
TCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAATACAACTGTGACACAAAAAGAGATATTCAGAC
CTCAAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATT
GGGACTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGAC
AATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCA
ACTCACGGTCTGGGGCATT 
>JF683757 
TTCTATTGCAACACATCAGTACTGTCTAATAGTACCCATAATAGTGGTACTGGATGGCACCTACAATCAAGTG
ATATTAATTCTTATGCAACCATCGCGGTTTCATATAGAATAGGACAAATTATAAACATGTGGCGGCAGGTAGG
ACGAGCAATCTATGGCCCTCCGGTGGCACGAAAAATGTCAGCCCATCCAAGTACCACAGGCCTATTATTGGTA
TGTGATGGGGGTGAGAAGAGCTTAAATAGCACAAATGGCACAGGTATCACAAATGCCACAGAGATATTTAGAC
CTCAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATT
GGGAATAGCACCCACTGAAGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTG
ATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGCACAGGCCAGAA
CAGTAATGGCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGATGCGCAACAGCATATGTTGCA
GCTCACAGTCTGGGGCATT 
>JF683770 
TTCTATTGCAATACAACAAAACTGTTTAATAATACATACTGGTCTAATATTACACTGAATGGTCCACCGAACA
AAACAATCATAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAATGTATTA
CCCTCCCATTGCAGGAAGCATAACATGCAAATCAAATATCACAGGACTACTATTAACAAGAGATGGAGGAATA
CATAAAACAAATAGCAGCATAAATGACACAAGCACAAATAACACAACTGACCCAAACATAGAGATATTCAGAC
CTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCTTT
AGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTG
TTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAC
AATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAACAGCTGTTGCG
ACTCACAGTCTGGGGCATT 
>L22940 
TTCTACTGCAATACATCAGACCTGTTTAATAATCAGAGTATCACAAATGAAAACATCACACTTCAATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAATAATAAC
ATGTAAATCAAATGTCACAGGACTGCTACTGACACGTGATGGAGGGACAAATACCACAACAGAAGGAGAGATA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTA
AGCCAGTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGGGAGAGAAAAAAGAGCAGCACTAGGAGC
TATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>L23065 
TTCTATTGTAATACATCAGCCTTGTTTAATGATTCAATTACAAATGCACCCATTAATAATTCGAGTACAGATG
CAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTCAAGGAATAATAGCATGTAAATCAAATATCACAGGACTGCTACTGACACGTGATGGAGGGACA
AATAGCACAGACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCACTAGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGTGCATCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU786681 
TTCTACTGCAATACAACAAAACTGTTTAATGGCACATACAGTAATGGCACATACAGTCCGGGATATAATTCAA
GCTCACACTCAAACAACTCCATCATAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGG
ACAAGCAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACA



CGTGATGGAGGAAGCAGTAATGACACTAAAGAGATATTCAGACCTACAGGAGGAAACATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGCAGAGAGAAAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF531335 
TTCTATTGCAACACATCAGATCTGTTTAATAGTACATATTTTAATAATACATATTTTAATGGTGTATATAATG
GTACAAGAGATAATGGTACCATCACACTCCCTTGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGG
AAGAGCAATGTACGCCCCTCCCATTCAAGGACTTATAACATGTAGGTCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGAAACACTATTAACAATACAAATAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAGTAGCACCTACTGA
TGCAAGAAGGAGAGTGGTGGGGAGAGAAAAAAGAGCAGTAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KU319529 
TTCTATTGCGATACATCAAATCTGTTTAATATGACATACTTGTTTAATGATTGGAGTTACGAACATAGTACTG
ACTCAGATTTCATCATCATGATCCGCTGCAGAATAACACATATAATAAACATGTGGCAGGTAGTGAGAGCAGT
ACTGTATGCCCCTGCCCTTCGCAGGCAACAGTTAAGCAAGCAATCCATCTACGCAGTACTACTATGGACTCGT
GATGCAGCAAGTAGTTACTGGCGCGAGAAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KU319530 
TTCTATTGCAATACATCAAGACTGTTTAATGGTGCATACATGTATAACAGTACTAATAGTACTTCAAATGCAA
CCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATTACATGTAAATCAATATCACAGGATTCTATTGACCCTGATGGAGGATTGGGCCAA
AAACCCAAGGTTTCCAACTGGGAGAGGAACTTAGGGACATTGGAAATGGATCCTTTGGGTTACCCCCTGGCCA
AAAAGGAAGGGGAGAAAAGAAAAAAAAGGACAGGGGTTTTACGAAAAAACTGGGCGCAGAAGCCTATGGGCGC
AGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTG
AGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319538 
TTCTATTGCAATACAACCAGATTGTTTAACAGTACAATAAAATACAACATTGGTAATTACTTAATCATTATAC
TCCCATGTAGAATAAGCCAAATGTTAGGAATGGGGCAGAGGGTAGGCCAAGCAATGTATGCCCTTCCCATTGC
AGGAAACATAACATGTATTTCAAATATCACAGGACTACTATTGACACGTGATGGAGCCGAGGTATCACATAGC
ACAAATGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCG
CTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319539 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATAAGAACAATACTAATAGGACTAATACTAATA
GTACTTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTCTGCCCCTCCCATTCAAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAACAACTAATAATAACGAAACAAATAATAACACAGAAGCAAATAATAACACAGAAACATTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAATGGAGGTGAGTTATATAAATATAAAGTGGTAGAAGTTAATCCATT
AGGAATAGCACGCACTGAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTG
CTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGAC
AATTGCTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCA
ACTCACGGTCTGGGGCATT 
>KU319540 
TTCTATTGCAATACATCAGGCCTGTTTACTAGCACAAAACTAGAACTGTTTAATAGCAGTACAAATTTAAACA
TCACACTCCAATGCAGGATAAGAGATCAACTTGTACAACATGTGAGGCTAAAGAAGTCAGTAATGATGCCAAT
GTACGCCCCTCCTATCAATGGAGATATAGCATGTAGATCAAACATCACAGGTCTACTATTGACACGTGATGGA
GGCAACACCAACACATCTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCGAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAG
CTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319542 



TTCTATTGCAATACAACAAAACTGTTTAATAGTACATACAATGCTAATAGTACAAACAGTACTTCAAATTCAA
CCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAACTCAACTATTACAGGAATACTATTAACACGTGATGGAGGGTATAAT
ATTACCAACGACACAAAAACATTCTTACCTGGAGGAGGAGATATGATGAACAATTGGAGAAATGAATTATATA
ATTATAAAGTGGTAGAAAATAAACCATTAGGAATAGCTCCTACTAGTGCAAAGAGGAGAGTGGTGGAGAAAAA
AAAAAGAGCAATATGGGGAATAGGAGCTGCGCTCCTTGGTTTCTTACGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319543 
TTCTACTGCAATACATCAAATTTGTTTAATAGAACTTACCTGATTAATGGTACCTATAATAATAATAAAACTT
CCATAAGCACCATCACACTCCACTGCAAAATAAAACAAATTATAAATATGTGTCAGGGGGTAGGACAAGCAAT
GTATGCCCCTGCCACTGCAGGAATCATATCATGTATATCAACTATCGCAGTACTACTACTTGCTGGTGATGGA
GGCAATGATACAAGTGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTCACCCATTAGGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTATGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KU319547 
TTCTACTGTGTTTCAATTCAAATATGTAATGGGGTTTACTTTACTGACACATGGACTACCTACAACTCTAATG
ATGCTGATTACACAGACATCCTCACTCTGACATGCAGAATAAAACTAATTGTAAACTTGAGTCAGGAGCTGGG
GCGAGCAAGGTCTGCCCCTCCCATTGACGGATCCGTAAAATGTACATCTAATTTTACAGGACTAGTATTGACA
CGTGCTGGAGGAAATGCCACAGGGGATGTTACCGCGGAGAATAACACAGAGATATTCAGACCTGGAGGAGGAG
AGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACC
CACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTG
GGGCATT 
>KU319548 
TTCTATTGCAATACATCACAACTGTTTAATAGGACATACATGGAAACTACTATTAGCGCTGTGTCAACAAATA
CAAAAATCACCCTCCTATGCAAAATAAAACAAATTATTCAAATGCTTCAGGGAGTAGGACGAGCAATGTATGC
CCCTCGCAATGAAAGAAACATAACATGTCTTTCAAATATCACAGGATTACTATTGACACGTGATGGAGGAATT
AACAGTAGCACAACTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATCAAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319549 
TTCTATTGCAAAACATCAAAACTGTTTATTAAGACTTGGAAAAGTTGGAACCATCGGAATGATGGAACCATCA
TCACGATCCCATGCAGAATAAAACAAATTATACATATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCC
CATCAGTGGACCAATAACATGTAGATCAAATATCACAGGACTACTACTGACACGGGATGGAGGCATCAGTGAC
AATAACAGTACCAATACCACAGAGATATTCAGACGTCAAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAATGGTGCA
GAGAGAGAGAGGAGAAAAGAGGCACGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF219266 
TTCTATTGCTATACTTCAAGACTGTTTAACAGTACATACCTGTTTAATGGTACTTACCTGGTTAATGATATAA
ATAGTACAGGAAATGCAACCATCATACTCCCATGCAAAATAGAACAAATTATAAACATGTGGCAGGAGGTAGG
GCGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAACATCACAGGACTATTATTGGTA
CGTGATGGAGGAAAAGATTCAAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ977095 
TTCTATTGCAATACATCAGAACTGTTTAAGAATGGTACAAATAATGGTACCAATAGTACAGACTCAACAAATT
CAACATCCATCACAATCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGTCGAGCAATATA
TGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAATATCACAGGACTACTGCTGACACGTGATGGAGGA
AAAGGAGAAGAAAGTGATAATAAGACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACTGAGGCGAAAAGGAGAGT



GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGCATAGTGCAACAGCAAAGTA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595787 
TTCTATTGCAATACATCAAATTTGTTTAATAGGACATACAATATAACAAATTTGCTTAATGGGACATACAATA
TATCAAATTCGTCTGATGGGACAAACAATACAATCATCAAACTTCAATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGGGGTCGGGCAAGCAATGTATGCCCCTCCCATTGCGGGAAACATAACATGTAAATCAAATATCACA
GGACTACTGATAACACGAGATGGAGGGACTGAAGGTAACACTACAGAGATAGAGATATTCAGACCTGGAGGAG
GAGACATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGC
ACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>HQ595800 
TTCTATTGCAATACATCAGGATTGTTTAATGGCGTCTACATTGAGGGCAACTACACGCATAATATTAAGAACT
CAAATGAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
ATATGCCCCGCCCATTGCAGGAAATATAACATGTGTATCAAATATCACAGGACTACTGTTGACACGTGATGGA
GGAGCCAATGTTTCAGAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGAGGAG
AGAAAAAAGAGCAGTGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAGCGCTGACGGCACAGGCCAGGCAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY255823 
TTCTATTGCAATACATCAGCCCTGTTTACAAATTCAACCATCCCAAATACAACCATCACACTCCCATGCAAAA
TAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAGAGATAAC
ATGTAATTCAACTATCACAGGAATACTACTGACACGTGATGGAGGCAACACCACAAACGAAATCGAAACATTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAGC
CATTAGGAATAGCACCCACGGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGTTACAGGCCAGA
CAATTACTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCATCAGCATATGCTGC
AACTCACAGTCTGGGGCATT 
>KP109480 
TTCTATTGCAACACATCAAGCCTGTTTAAGGGTACATATAGGCCTAATGGTACAAGTAATTCCACTTCAGGCT
CTATCATCACACTCCCATGCTACATAAAACAAGTTATAAACTTGTGGCAGGAGGTAGGACGAGCAATATATGC
CCCTCCCATTGAAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGGTAAGAGATGGAGGAAAT
CATGAAGAGGCAAATACGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109483 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATTTAATAGTACATACATGACTAATGATACAGACATGA
ATTCAAACTCAACCATCTCAATCCCATGCCGCATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGAGAT
GGAGGAAACTCAAATGATACAAATGAGCCAGAGATATTCCGACCTCAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAG
AGTGGTGGGAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY929363 
TTCTATTGCAATACATCAAAACTGTTCAACAGTACATACTGGCAGAATGGTACATACTCATACTGGAATAATG
GGTCATTCCTAGAATGGAATGATACACAAAGCACTCCAAATCGAAGCATCACAATTCCATGCAGAATAAAACA
AATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAAATAATGTGTAAA
TCCAATATCACAGGAATACTATTGGAACGTGATGGAGGAAATACAAATGAGACAAATAAGACAGAGACATTCA
GACCAATAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCC
ATTGGGGGTAGCGCCCACTAAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGGGGGAATAGGA
GCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGG
CCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACATCATCT
GTTGCAACTCACGGTCTGGGGCATT 
>KY929365 



TTCTATTGCAATACATCAGGCCTGTTTAATGCTACATACAATAGTACATCAGGCCTGTTTAATGCTACTAATC
ACACAAATAACACCATCACCATCCCCTGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAATATCACAGGAATACTATTGACATGGGAT
GGAGGAGAAAATAGAACAGATAATGATACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAATTCAGCCATTGGGGGTAGCACCCACTAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KY929369 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTAATAATGAGACAAACAATAATTCAAGCTTAATCACAATTC
CATGCAGAATAAAACAAGTTGTAAACTTGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCATAGCAGG
AAACATAACATGTAATTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAACAGGAAATAACACAATA
GAGAAATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGAGGAACGAACTATATAAATATAAAGTGGTAG
AAATTAAACCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGC
GGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY929370 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACTTATAATGAGACAAACAATA
ATTCAAGCTCAAACATCACAATTCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGGGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAAAATAACATGTAACTCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAACAGGTAATCAGACAAATGATATAGAGACATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGA
GGAGCGAATTATATAAATATAAGGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGAAGCAAAAAGGAG
AGTGGTGGGAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGATGGCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX756609 
TTCTATTGCAATACCTCAAAACTGTTTAATATATCAAACCTGTCTTCTAATGATACAACAGATAATGGCACAA
TCATGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACGTGTAGTTCAAACATCACCGGACTACTGTTGGAACGTGATGGAGGAAATTCAACT
AATTCAACTAATTCAAATAGGACAGAGACATTCAGGCCTCAAGGAGGAAATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAGGTGGTAGAAATACAACCAGTGGGAATAGCGCCCACTACAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK076687 
TTCTATGGTAATACAGCAGGCCTGTTTAATAATACATACAATATTACAACAGGCACGCTTACATACAATGGTA
AATCCCTTAATGATTTAAACTCAACCATCACACTCCCATGCAGAATAAAGCAGTTTAAAAATATGTGGCAGGG
GGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGCATAATA
TTGACACGTGATGGAGGGAATGAGAGTAGTACTGAAGTTCACAATAATACAGAGACATTCAGACCTCAAGGGG
GAAATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGC
ACCCACTGCAGCAAAAAGGAGAGTGGTGGAAAAAGAAAAAAGGGGCCTAGGAGCTATACTCATTGGGTTCTTG
GGAACAGCAGGAAGCACTATGGGCGTGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTGTAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGG
CATT 
>KX069225 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATGGTACAGACAGTGGTACATACAATAGTACAG
GCAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTA
TGCTCCTCCCATTAAAGGAAATATAACATGTATATCAAATATCACAGGGATACTACTGGTACGTGATGGAGGA
CTAAACACTAATGATAGTGATGAGACATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY713231 
TTCTATTGCAATACCTCAAGCTTGTTTAGCAGTATAAGCCCTAATAGTACAAATAATACTGTAATAACAATCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATATACGCCCCTCCTATTGAAGG
AAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGCACAAATACTACAGAAGAA
GGAAAAGAAATAGAAATATTTAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA



AAGAGCAGTAGTGGGGCTAGGAGCTGCGTTCCTTGGGTTCTTGTCAGCTGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY713235 
TTCTATAGGAGACAGTCAAAATTGTTTAATCACACATACATGCAGAATGGTACACACAATGGTACAATAAATG
GTTCAGACCCAATCATAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAAT
GTATGCCTCTCCCATTGCAGGAAACATAACCTGTAAATCAAATATCACAGGACTACTATTGACACGAGATGGA
GGACTCAAAAATGATAGTAGTAATGAGACAAAGATAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAG
AAGAAGAGTAGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTTTGGGGCATT 
>MN703343 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATATAATACAACAGAGGAGTCAAACTCAACCATCACAA
TCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTGAATCAAACATCACAGGACTAATATTGGTACGTGATGGAGGAACTCATGAAAATAGT
AATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAGTTAGGCCTTTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGCTGGAGAGACAAAAAAG
AGCAGTAGGAATGGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCTAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAG
AGGCGCAACAGCACATGTTGCAACTCGCAGTCTGGGGCATT 
>MN703361 
TTCTATTGTAATACATCAGGCCTGTTTAATGAAAGCCGGCTTAACGAAACAGAAGGTGATTCAAGTAAAAACA
TCACACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGCGGTAGGAAAAGCAATATATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGAACGTGATGGAGGCAAAGGCAAT
GCAACAGAGGAAATATTCAGACCTGGAGGAGGAAATATGGGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTGGGAATAGCACCTACTGGAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAG
AGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGATCTTGAGTGCAGCAGGAAGCACTATGGGCGCGGCGGCA
ATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AF067159 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGAGTGGTACATACATGAATTCAAGTGCAGACA
TGAATTCAAGCTACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGAACGTGAT
GGAGGGTCAGGGTCAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACGGAAGCAAAAAGGAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ866133 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATATTACAAATGCAACCACCACCCTCCCATGCAGAATAA
AACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAAAATAACATG
TAACTCAAATATCACAGGACTGCTCCTGACACGTGATGGAGGGGTGAATAATGAAACGACAGAGACATTCAGA
CCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTCAGCCAT
TAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCGGTGGGACTAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGA
CAATTATTGTCGGGTATAGTGCAACAGCAAAACAACTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGC
AACTCACAGTCTGGGGCATT 
>AB097871 
TTCTATTGTAATACATCAGGCCTGTTTAATGGGACATACAATGATACATACAGGTCTAATGATACAGATAGTA
ATTCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGGTACGTGATGGAGGA
AATGGTACACAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATGGCG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894076 
TTCTATTGCAATACATCAGGACTGTTTAACAGTACATACAATAGTACATCAGGAATGTTTAACAGTACATACA
ATAGTTACAATAGTGCAGGAAATAATTCAAATTCAATCATCACACTCCAATGCAGAATAAAACAAATTATAAA



CATGTGGCAGGGGGTAGGACAAGCAATGTATGCTCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATC
ACAGGACTACTATTGACACGTGATGGAGGAAGGGGAAATGATACTAATGGAACAGAGACATTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAAT
AGCACCCACTGAGGCAAAAAGGAGGATGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGGCAACTGT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATCGAGGCGCAACAGCATATGTTGCAACTCAC
GGTCTGGGGCATC 
>KC894073 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACACAAATAATGATACAAACAGCA
CAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCC
TCCCATTGAAGGAATCATAGCATGTAATTCAACTATCACAGGATTATTATTGACACGTGATGGAGGAGACAAG
AATGGGAGTAAGCCAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAAAGA
AAAAACAATTCAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ444207 
TTCTATTGCAATACATCAAAACTGTTTACAGAAAGTAATTCAACCTCAAACAGCACCTCAAACACCGTACTCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAGGGAAATATAACATGTGAATCAAACATCACAGGATTACTATTGACGCGTGATAGAACAGACAATAAAACA
GAGACATTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAG
AAATTCAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894078 
TTCTATTGTAATACATCAAACCTGTTTAATATTAATATTACAGGAAATATTACAGGAAATATGACAGGAAATG
AAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGTAGGGCAAGCTATATATGC
CCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTGTTGACACGTAATGGAGGCAAT
GATAACAGAACAGGGAATAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAGTTCAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGGCGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC894079 
TTCTATTGCAATACATCAGACCTGTTTAATGGTACATACAGAAATGGTACATACAATCATACAGGAAGAAGTT
CAAATGGAACCATCACCCTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAAT
ATATGCCCCTCCCATTGAAGGAGAAATAACATGTAACTCAAATATCACAGGACTACTATTGCTACGTGATGGA
GGTCAATCAAATGAAACAAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894081 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACCACCCTAATGGTACATACAATGAGACAGCAGTTA
ATTCAAGCGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAGAGC
AATGTATGCTCCTCCCATTGCAGGAAATATAACATGTAATTCAACTATCACAGGACTATTATTGACACGTGAT
GGAGGAATAAATCAGACAGGAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATG
AATTATATAAATATAAAGTGGTGGAGATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444522 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATAATCCAAATAGTACATATAATAATTCAAGCTCAG
ACACACCACTTAGACTCTCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAGAGCAATATA
TGCCCCTCCCATTGAAGGAAGCATAACATGTAACTCAAGTATCACAGGACTACTATTGCTACGTGATGGAGGT
CATGACGGTGACTCAAATAACACAGAGACATTTAGACCGGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGACGCAAAAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT



ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894089 
TTTTATTGCAATACATCAGCACTGTTTAATGGTACATACAATTCTACATACAATTCTACTAGTAACCCAAACA
TCACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGC
CGCTCCCATTGCAGGAGACATAACATGTGAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAAAT
ACTGCAAACGGGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTCAGCCATTGGGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTGGGTAGAGA
AAAAAGAGCAGTACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894097 
TTCTATTGCAACACATCACAACTGTTTAATGGTACATACTTTAATAGTACATACTTTAATGGTACATACAATG
GTACATACCCAAATAATACAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTATTATTG
ACATGGGATGGAGGAAATAATGGAGAAAATAACACAAGAAATGGTACAGGAAATGGTACAGAGACATTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATT
GGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTG
TTCCTTGGATTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGAC
AATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCA
ACTCACAGTCTGGGGCATT 
>KC894084 
TTCTATTGCAATACATCAGAACTGTTTAATAATACATACTGGCCTAATAGTACTGTTACAAATGGAACTTTAA
ATGGAACCTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGATAGGAAGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGT
CATAACCCAGAGAAGAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAGAAGTCAAGCCATTAGGAATAGCACCCACGGGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACGGTCTGGGGCATT 
>KC156114 
TTCTATTGCAACACATCAAGATTGTTTAATCATACATTTAATGAGACATCAGACGAAGACATCACACTCCAAT
GTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAAGAGTAATAGTAGTAATCAG
ACAGAGATATTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCGAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCGGC
AATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156120 
TTTTATTGCAATACATCAATACTGTGGGATAGTGATAAGAGTAATGACACAAACATCACACTCCCATGCAGAA
TAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAGCATAAC
ATGTAAATCAAAAATCACAGGACTACTATTGGTACGTGATGGAGGAATAAATAGCAGCACAGAGACATTCAGA
CCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCAT
TAGGAGTTGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGGGAGAAAAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAAA
CAACTGTTGTCTGGTATAGTGCAACAGCAGAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGCTGC
AACTCACAGTCTGGGGCATA 
>HM204588 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACGTGGAATAGTACAGAAAATACTAATATACCAAATGCAA
CCATCTACATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCC
TCCCATTGAAGGAAACATAACATGCAACTCAATTATCACAGGAATACTATTGACACGTGATGGAGGAAGGGAC
GATAACAATAACCAAACAAACCAAACAGAGATAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGATAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615984 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATACATGCCAAATAGTACAGAAAGTA
CTTCAAATACAAACATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGACGAGC



AATGTATGCCCCGCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGAC
GGAGGCGGAAGAGCAAATGATACTGAAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAGGTTCAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156216 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATACACAATAGTACAGATATGTATAATAGTACAGTTAGTA
ATTCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATAGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGGGATGGAGGA
AACGTGAGTGGAACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTGGAAATTCAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGCGCA
GCATCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KC156219 
TTCTATTGCTATACATCAGAACTGTTTAATGAGACAGACAAACTGCTTAATAAGACAAAAGAGAAAGACAATT
CAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGC
CCCTCCCATTGAAGGAAATATAACATGTAAGTCAAATATCACAGGATTACTATTGACACGTGATGGAGGAGAG
GACATTAATGGAACTAATAGAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTCAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAAAGTGGT
GGAGAGAGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615963 
TTCTATTGCAATACATCAAGCCTGTTTAATAGGACATATAATAGTACAGATATGGCCAATAGTACAGAAGCTA
ACAGTACCATCACAATCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTAACAAGGGATGGAGGA
GATAATAATGAAACGGAGACATTCAGACCTGGAGGAGGAAATCTGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTCAGCCATTGGGAGTAGCACCCACTAATTCAAGAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAG
CTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>HQ615964 
TTCTACTGCAATACATCAAACCTGTTTAACAGTACATATAACAGTAACAGTACATATAACAGTACAGATACTC
CTGAGGATAAAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTATTATTAACACGTGAT
GGAGGAACCAACACAAACAACACAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTCAACCATTAGGAGTAGCACCTACTCAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAGAGGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204613 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACATACCTGGCTAATGGCACACGCTGGATTAATGATAGTA
CAGAACAGAATACAAGCAAAGTCATCTCACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCTCCTCCCATTGAAGGAAACATAAGATGTGAATCAAATATCACAGGATTGTTATTG
ACGCGTGATGGAGGAATAGATAACAACAAGAGCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGCGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATGACGCTGACGGTTCAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186690 
TTCTATTGCAACACAACAGGATTATTTAATTATATGTACAATGCTATTAATAATAGTATACAGTTTATTAATA
GTACAAACCTTACAGAACCAAGTGACAACAACATCACACTTCAATGTAGAATAAAACAAATTATAAACATGTG
GCAGGGAGTAGGAAGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCTAATATCACAGGA
ATACTATTGACACGTGATGGGGGCAATAGTGATGAGAAGAATAACTCAACTAATGACACTGAGACATTTAGAC
CTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGACCATT
GGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGATGGAGATGCCAGGGATCAAACCCACCTCACGC
TCAGCAAGGAGAAGAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTA



TGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAATAA
TTTGCTGATGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187578 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATAATGGTACATACACTAGTGCATACAATATTA
CAGAAAATAATTCAAGTATTACACTCCCATGCAGAATAAAGCAGATTATTAACATGTGGCAGGGGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAAATATCACAGGACTACTATTGACACGG
GATGGTGGCAATGGAATCAATGTGACCACAGAGATATTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATACAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187323 
TTCTATTGTAATACATCAAAACTGTTTAATAATACATTTGATGGTACAAACATGATGAATAACAATACAGATG
AAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCCCCCATTAAGGGAATCATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAT
CACAATGAGACTAATAACACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGT
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186955 
TTCTATTGCAATACATCGCAACTGTTTAATAGTACATACCCTAATGAGACATATAATATTAATGTTAATGATA
CAAATTCAACAGAGATTGTACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGACGCGAGAT
GGAGGACCTAATCAGACCACAGAAACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC187164 
TTCTATTGCAATACATCAGGACTGTTTAAAAATAGGATATACAGTAGTACATACAATGATACAGTAAATAATT
CAAGCTCAGAGAACATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGG
ACGAGCAATGTATGCTCCTCCCATTAAAGGAAGCTTAACATGTAACTCAAGTATCACAGGGTTACTATTGACG
AGGGATGGAGGCAGTGGAGACAACACAAGTACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAGTTCAACCATTAGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCGGTGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCGACTCACGGTCTGGGGCATT 
>KC186730 
TTCTACTGCAATACATCAAGACTGTTTAATGGTACATACTATAATGGTATATACAACCATACAGAGGGTAATT
CAACCATACACTATAATGGTACATACAACCATACAGAAGGTAATTCAAACATCACACTCCCATGCAGAATAAA
ACAATTTATAAACCTGTGGCAGAAGGTGGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAGAGTAACATGT
AAATCAAATATCACAGGACTACTATTGTTACGTGATGGAGGTAAAACAAATAACACAAATACAGAGATATTCA
GGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAGGTGGTAGAAATTAAACC
ATTGGGAGTAGCTCCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCT
GTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCA
GACAACTGTTGTCTGGGATAGTGCAGCAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTT
GCAACTCACAGTCTGGGGCATT 
>KC187620 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATATACAAACATGAGCAGCACAGGAAATGCAAATGCAA
ACATCACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAACAGGTGGGAAAAGCAATGTATGCTGC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTTCTATTGACACGTGATGGAGGAGTAGGA
AACAATGACACAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTCAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY111994 
TTCTATTGCAATACATCAAATCTGTTTAATGGTACATACAATGGTACATACATAAGTACAAACAGTACTTCAA
ACATCACGCTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCTCC



TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGACACGTGATGGAGGGACCAAA
AATAATAGCAACGAAACAGAGGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTCAGCCATTAGGAATAGCACCAACTGGTGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KC187280 
TTCTATTGTAATACATCACAATTGTTTAATAGTACACACAAGAGTACAGCCGATCCTACAAGGAGTGAGTCAA
ATGAAAATGAAACCATTATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTATTATTGACACGTGAT
GGAGAGTATAATGGGACAAACAAAAATGAAACATTCAGACCTGCAGGAGGAGACATGAGGGACAACTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTCAACCATTGGGAGTGGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAATAACAATGGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187249 
TTCTATTGCAATACATCACAACTGTTTAATGGAACATACTATGCAAATGGGACATCCACGTCTAATGATACAG
CAGGTAATTCAAGCGACATCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTAGG
ACGGGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTCACTCAAACATCACAGGATTACTATTGACA
AGGGATGGTGGAAACAGGAATGGCACAAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATACAAAGTGGTAGAAGTTAATCCATTGGGAGTAGCACCCACTAGGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAA
GCAACCTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF502153 
TTCTATTGCAATACATCACAACTGTTCAATAGTAGCAGTAATTCAAGCTCAACCAGCAATTCAAACTCAACCA
TCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAATGTATGCCCCTCC
CATTCAAGGAAAAATAACATGTAATTCAAGTATCACAGGATTACTATTGACACGTGATGGGGGACCTCGGAAT
GGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGTGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF353063 
TTCTATTGCAATACATCAAGCCTGTTTAATAGGACATATATGGCTAATAGTACAGATATGGCTAATAGTACAG
AAACTAACAGTAACGGAACCATCACAATCCACTGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTGGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGACA
AGGGATGGAGGAAACACCAGTATCAGTGAGAAGACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACA
ATTGGAAAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAGTAGCACCCACTAATGCAAG
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCG
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>HM638803 
TTCTATTGCAATACTGCAAGCCTGTTTAATAGTACATACAATCCTAATCCTAATGGTACAGAAGACAATTCAA
ATTCAACTTCAAATTCAAGCATCACAATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGG
AAAAGCAATGTATGCCCCTCCCGTTGCAGGAAATATAACATGTATATCCAATATCACAGGACTACTATTGACA
CGTGATGGAGGAAAGGGAGGTGGCACAAGTAATGACACAGAGATATTCAGACCTCAAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCAACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894127 
TTCTATTGCAATACATCAAGATTGTTTGATCCTAAAGGTACTAATGGTACAGATAATTCAACCATCCAACTCC
CATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGCAGAGACGCAAATACCACA
GAGCCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
CTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>HM639260 
TTCTATTGCAATACATCAGGACTGTTTAATGAGACATACAATCCTAATGGTACAGAAAGTAATTCAAGCGCAG
TCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATATATGCCCC
TCCCATTCAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAACTCA
AATGGCACAAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>KJ541837 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTTCATACAATTATAATGCTACAGCAAGTAATTCCAGCTCAG
ACAATTCCAGCTCAGTCATCAGAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGTATCAC
AGGACTACTGTTGGAGGAAAGGAAAATGATAAATACTGGAAAGAGACATTCAGACCTACAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGGATAGCACCCACTGA
AGCAAGAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KJ158428 
TTCTATTGTAATACATCAGGTCTGTTTAATGTTACATACATGCCTAATGGTACAGAGAGTAATTCAAATAGTC
AGTTAAACAATATCACAAATATCCCATCCATCACAATCCAAAAAAAAAAGATGTGGCAGAAGGTAGGACAAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCCAATATCACAGGAATTATATTGGTACGTGAT
GGAAGAGAAGACAAGGTTAATATAGAGACAAATAAGACTGAGACATTCAGACCTGGAGGAGGAGATATGAGAG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGGATAGCACCCACCGAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KJ541839 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATTCCTAATGGTACAGGAAGTTACTTAAGCAGTA
ATTCAAGCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATATATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGAATAATATTGACACGTGAT
GGAGGAAAAATCCAAAATCAAAATGAGACAGACAATACAACAGAAGACTATTCTAGCGTGGAAGGAATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGGGATGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCG
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
GACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ541841 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATGCTTAATGGTACAGGAAGTTATTTAATCAGTA
ATTCAAGCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATATATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGACAATCCAAAATCAAATTAGACAGTCAATCCACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGGGATGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCG
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ541844 
TTCTATTGTAATACATCAGACCTGTTTAAGGCGGCAGGTCCGTGGCCGTCTAACACACCGGATCAGGATACAA
GTACAAATGAAAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGGAACATAATATGTAGATCAAATATCACAGGACTTCTATTAGTACGTGAT
GGAGGAGAAGACAAACATAATACAGGGACAAATGGGACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGG
ACAATTGGAGAAGCGAATTATATAAATATAAAGTGGTAGAACTTAAACCATTAGGAGTAGCACCCACTGGATC
CAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>KJ541848 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGCCTAAACATGCAAAGTGCCATACAATCACAA
AGGCACACGCAATCATCACAATTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTAAAGGAAAAATAACATGTAATTCAAGTATCACAGGACTGCTATTGACACGTGAC
GGAAGGGAAAACAAAAAGAATTCAAAGGGGGGTGATACAGAAACTTTCAGACCTGAAGGAGGAAATATGAAAG



ACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AGCAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACATCAGTTGTTGCAACTCACGGTCTGGGGCATT 
>MF373132 
TTCTATTGCAATACATCAAACCTGTTTAATAGTAGTAAAACTAATATAACAGCAAATGAAAATGGAACCATCA
CACTCCCATGCAGAATAAAACCAATTGAAACCTTGGGGCAGGGGGTAGGAAAAGCAATTATTGCCCCCTCCAT
TAAAGGAAAATTACCTGGTACTTCCAAATTCCCAGGCTTACCACTGGCCCCGAGTAGGGGTGAAAAAATAGGA
ACCTATGGAAATTTGGCAAAAAGAGAATTTTCCCCGGGGGGGGGAGATATGAGTGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAATCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>MF373137 
TTCTATTGTAATACATCAGGCTTGTTTAATACATCAGGCCCATTTAATAATAGTGAAACAAATAACACAGCAA
ATGTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCTGTTGCAGGAAACATAACATGTAGATCAAATATCACAGGAATACTACTGACACGTGATGGAGGA
ATAAATACCACAACTAATAACACATACGAACTATTCAGGCCTACAAGAAGAGACAATAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTCAGCCATTAGGAGTAGCACCCACTGAGGCAAGAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGCGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373138 
TTCTATTGCAGTACATCATCCCTGCTTAATTTTACTTGGCGAAGTTTATTTTGCCATGCCCAAGCCCCGTTCC
AGGAAACTCATAATAATAGTACAAATAACATCCCCTTCCCATGCAGAATAAAACAATTTATAAACATGTGGCA
AACGGTAGGGCGAGCAATGTATGCTCCTCCCATTGCAGGAGTAATAACATGTAATTCAAACATCACAGGACTA
CTACTGACACGAGATGGAGGAAATCCAACAAATAGCACTGAAGGAAATAATGAAACTGAGATATTCAGACCTG
GAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAGCCATTAGG
AGTAGTACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAAGCCAGACAATTGT
TGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
GGTCTGGGGCATT 
>MF373139 
TTCTATTGCAATACATCGGGCCTGTTTAGTATAAATTATACAGAAAATAATACAGATAATATTCAGAGTATGG
ACATCACACTCCCCTGCCCGATCAGACAAATCATAATCATGTGGCAGGGGCTAGAGGTAGCAATATCTACCCC
TCCCCCTAACGGTACAGTATCATGTACTTCTAATTTCACTGGCGTAGTCCTGCTACGTGCTGGAGGGCGTCAT
CGGGGAAATGAAAGTGGGACAGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411839 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTACATACCCGCCTAACAGTACTGATACGTACATGAACAGTG
CTAATACTTCAAACATCATACTTCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTATGCCCCTCCTATTGCAGGGAACATAACATGTGAATCAAATATCACAGGACTGCTGTTAACACGTGAT
GGAGGAAACAATCAAACAGAGGAGGAGACATTTACACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGGTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATC
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373148 
TTCTATTGCAATACATCAGAACTGTTTAACGGTACATACAGCAACGGTACATACACGCCTAATAATAATGGGA
GTGACTCAAATTTGACCATCACCATCCCGTGCAGAATAAAACAAGTTGTAAATCTGTGGCAGGGAGTAGGACA
AGCAATGGATGCCCCTCCCATTGCAGGAGCATATCGTGGGGATCAATATCCGAGGACTACTATTGCCCGTGGA
GGAGGACCGAACCCCAGTACCGCGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTGGAAGTTAACCCATTAGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAGTAACGCTGACGGTACAAGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411836 



TTCTATTGCAATACATCAAACTTGTTTAATAGTACATACAATAGTACTAATGATACCATCACACTCCAATGTA
AGATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAGCAGTATTCTCCTCCCCATCGCAGGCAAG
ACATCACATCTTATACTACTATTACAGCAGTACTGCTGACGACCTGATGGAGGACGATGAAACTAATAATACT
GTAGAGACATTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGG
TAGAAGTTAAAACATTAGGAATAGCTCCATCTCATTCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGCCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGTGGCGTCATTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAGGCAACTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373152 
TTCTATTGCACTACATCACAACTGTTTACTAGTACATACATGGCTACATACATGTCTATAGCACTAATAGTAC
TTCAATTGAACCATGCACACTCGATGCAGGAAAAGACACAAATTAACATGTGGCAGGGGGTAGGCCAAGCAAT
GTATGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAAATATCACGGGAATACTACTGACACGAGATGGA
GGAACCAACTCCACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCGGCATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCA
TCAATTACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373159 
TTCTATTGCAATACATCAGGGCTGTTTCGAATTAATATTTCTGATGCACATAATGATGCACATAATGACACAA
ATGTAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCTCCTCCCATTAAAGGAATAATACAATGTAGATCAAATATCACAGGACTGCTACTGACACGTGATGGTGGT
AATGGTGGTAATGAAACAAATTCAGAGACGTTTAGACCTTTAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAGAAATTCAACCAGTAGGAATAGCACCCACTAGAGCAAGAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373166 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATAATAATACATTTATATTTAATGGTACAGGGA
GGAACTATACAGGAAATGGGACTATAACCACAGGAAATGAGACTATAACCATCCCATGCAGAATAAAACCAAT
TATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCGCCCCCATTAAAGGAGTTATACAGTGTACTTCA
AATATCACAGGAATATTACTGACACGTGATGGAGGAGGAAATGGAACAGAGGAGACATTCAGGCCTGGAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGC
ACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGT
TTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCTTCAATAACGCTGACGGTACAAGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>MF373169 
TTCTACTGCAATACATCAGGCCTGTTTAATAGTACATACAATAATGCATACAATAGTACTAATAGTACTACAA
ATGACACCATCACACTTCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAAAGCAATATA
TGCTCCTCCCATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
AATGATAAAACAGGGAACACCACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373175 
TTTTATTGCAATACATCCAACCTGTTTAATAATAGTATGATAAATCCAAATGTTACCATCACACTCCCATGCA
GAATAAAACAGATTATAAACATGTGGCAGCAGGTAGGAAAGGCAATGTATGCCCCTCCCATTGCAGGAAGAAT
AACATGTAACTCAAATATCACAGGACTGCTACTGACACGTGATGGGGGAACAAATCAGACAAACAGCACAGAG
ATATTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAA
TTCAGCCATTAGGAGTAGCACCCACTAGGGCAAAAAGGAGAGTAGTGGGCAGAGAGAAAAGAGCAGTGGGACT
AGGAGCTATGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATTTGCTGAGGGCTATAGAGGTGCATCAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373179 
GTCTATTGCGATACATCAGACCTGCTCACTACATCAGTTAGTGTTCAAAAAGTACTAGTTATCACTAGTACAG
ATGCCATCATACTCCGCATGCCAAATACAACACATTATAAGCATGTGGCAGTGAGTACGACGAGCATTGTATG
CCCCCCTCCTATGAAAGGCATGCGTAGCAGTACATGCACTATCACAGGTACTACTGACCTCAGGGATGGAAGG
ACTGACTATCACAGCATGTACATAGTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCAATAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG



AGAAAAAAGAGCGGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCA
TCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373192 
TTCTATTGCAATACAACAGCCTTGTTTCATAATAATATTACAAATTCAACCATCATGCTCCCATGCAGAATAA
AACAATTTATAAACCTGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCATTAAAGGACTAATAACATG
TAATTCAAGTATCACAGGAATACTACTGACACGAGATGGAGGAGATGTCAATCAAACAGCAAATGAAACAGAG
ACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAA
TTAAACCATTAGGAATAGCACCTACCCCGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGG
AGTTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCATTAACGCTGACGGTACAG
GCCAGACAATTATTGTCAGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KP411835 
TTCTATTGCGATACATCAAACCTGTTTAATGAGACAAAATTTAATAGTAGTACAAATGAAAACATCACACTCC
GATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAATGTATGCCCCTCCCATTCAAGG
AACAATAAAATGTGACTCAAATATCACAGGATTACTACTAACACGAGATGGAGGCAAAAATGAAAATGAAACA
CAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTAGGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTGGGGAGAGAGAAAAGAGCAGC
ACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373198 
TTCTATTGCAATACATCAGGCCTGTTTAATGAGACAAATGGTACATATGCTACAAATGGTACAACCATCACAC
TTCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGC
AGGAGTAATATCATGTAATTCAAATATCACAGGACTGCTACTAACCCGTGATGGAGGTAGTGGTCACAATAAT
AACACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTAGGGATAGCACCCACTAAGGCAAGAAGGATGGTGGTGCAGAGAGAAAAAAGAGC
AGCACTGGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
ATCAGCATATGCTGCAACTCACAGTTTGGGGCATT 
>HM215318 
TTTTATTGCAATACATCCAACCTGTTTAATAGTACATACATAAACAGCACAAACATCACATACATCACAATCC
CATGCAGAATAAAACAAATAATAAACATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAACTCAAGTATCACAGGACTAATATTGACACGGGATGGAGGAAAAAACAACACAAATGAA
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAA
TTCAACCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACT
AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAATAACGCTGACGGCA
CAGGCCAGACAAGTGTTGTCTGGCATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907415 
TTCTATTGCAATACATCAGGCTTGTTTAATGAAACAGGCTTGTTTAATGAAACACACAATAGTACCATGAATG
ATAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATCTATGC
CCCTCCCATTGCAGGAAACATAGCCTGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGCAGC
ATTAATGGAAGCGAGGATGAGAATAACACAGAAATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAGAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGCACAAGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATC 
>KX907398 
TTCTATTGCAATACATCAAAGCTGTTTGATAGTAGTCTGTTTAATAGTACTGAAAGTAATAGTACTGGTAATA
ATTATACTGACATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATATTATTAACACGTGATGGA
GGCTATGACAACGCTACAAATGGCACGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAAGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTTTGGGGCATT 
>KX907425 
TTCTATTGCAATACAGTAGGCCTGTTTAATAAAACATACAATAGTACCATGAATGGTACCATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATCTATGCCCCTCCCATTGAAGGAAA



CATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGCAACACTAATGAAAGTGAAGAG
ATATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTAGGACT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCA
CAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAAC
ATATGTTGCAACTCACGGTTTGGGGCATT 
>KX907428 
TTCTATTGCAACACATCAGGCCTGTTTAATAAAACATACAATGATACCATGAATAGTACCATCACACTCCCAT
GTAGGATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATCTATGCCCCTCCTATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTACTACTGACACGTGATGGAGGCACGAATGTGACAAATGGCACA
CAGATTTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTGGGAATAGCACCCACTACGGCACAAAGGAGAGTGGTGGCGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GCACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACGGTTTGGGGCATC 
>HQ615976 
TTCTATTGCAATACATCAAAAATATTTAATAGTATATACCAGGAGAATTACACTAACAGTGCTAATAGTACAG
AAAACAACGGCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGGGC
AGTGTATGCCCCTCCCATTCAAGGGAACATAACATGTAAATCAAATATCACAGGACTGCTACTGACACGTGAT
GGAGGAATAAATGAGACAGATGAAACATTCAGGCCTATAGGGGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCGGTAGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF526226 
TTCTATTGCCATACATCAACCCTGTTTAATAATAATATTACAAATTCAACCAATTCAACCATCACACTCCCAT
GCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCGCCCATTCAAGGAAT
AATAAGATGTAGATCAAATATCACAGGACTACTACTAACACGTGATGGAGGCACAGGGACAAATGACACAAAC
ACAACCGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY838567 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACACACAATACATCAAGCCTGTTTAATGGTGCATACAATA
ATGAAGGAACAAATCAAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGG
ACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATACCATGTAAATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGAACAGAAGAAGAAAATGATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAG
GAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463229 
TTCTATTGCTATACATCAGAATTGTTTAATAACACATACATACCTACATACATGAATAATAAAACAGATGATA
ATTCTACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGC
AATAATAATAATGATACTGAAATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTCAGCCACTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAACACGTGTTGCAACTCACAGTCTGGGGCATT 
>JX845587 
TTCTATTGCAATACAACACAACTGTTTTCAAACAAAAGTGTTCCAACCAACAAAACAATCATACTCCTATGCA
GGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACAACGCAACAGGGGGCAAC
GAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACATCATATGTTGCAACTCACGGTCTGGGGCATT 



>AY463235 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACATACTATAATAGTACTAATAGTACAGAGGAGACAGGAA
ATTCAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTCAAGGAATAATAACATGTAGATCAAACATCACAGGAATACTACTGGCACGTGATGGAGGA
GCCTCAAATAGCACAGAAAACTCAACTAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAATGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAGTAGCACCTACTAGAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGG
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275648 
TTCTATTGCAATACATCAGCACTGTTTAATAGTAATATTACAAAAGATAATGATACAAAAGATAATGATACAG
GAGATATTACACTTCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAGCATAACATGTGAATCAATTATCACAGGACTACTACTAGTCCGTGATGGAGGCACA
AATACTACAAAAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGATAGAAATTAAACCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
GAGAGCAGTAGGAATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCCGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351220 
TTCTATTGTAATACATCAGGACTGTTTAATAATACAGAAAACAACACCATCACACTTCAATGCAGAATAAAAC
AAATTATAATCATGTGGCAGGGGGTAGGGCGAGCAATATATGCCCCTCCCATTGAAGGAAACATAAACTGTAA
TTCAAATATCACAGGATTACTATTGCTACGTGACGGAGGAATAACGAATACAACAGAGGAGATATTCAGACCT
GGAGGAGGAGATATGAGAGATAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCATTAG
GAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAA
CTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>DQ369995 
TTCTATTGCGACACATCACAACTATTTAATAAGACATACAATGTTACAGATGATTCAAACACCACAGACACAA
ACAACACAATTCAATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCC
TCCCATCGCAGGAAGCATAACATGTACCTCAAATATTACAGGACTACTATTGACACGTGATGGAGGGGGAGGC
ACAAATAGCACAAGTAATACGGAAGAGATATTCAGACCCGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTCAGCCATTAGGAATAGCTCCCACTAAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAACT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ351223 
TTCTATTGCAATACAACAGGACTGTTTGCTAGTAAAAATGATTCAAACACAACCATCAGTACAAACGCAACCA
TCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGATGTATGCCCCTCC
CATTGCAGGGAACATAACATGTAGATCAAATATCACAGGATTGTTATTGCTACGTGATGGGGGAGACAATCAG
ACCACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTGGGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGCGGGAATAGGAGCGATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351227 
TTCTATTGCAATACATCAGGACTGTTTAATGGTATATACAATCCTAATGGTACAGAGAGTAATTCAAGCTCAA
GCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGATAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGAATATTATTGACACGTGATGGAGGAAACGAT
AGTAGTACAGAAGAAACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396388 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACATGCCTAATGGTACAGAAAGCAATTCAACCATCA
CAAAGTCAACCATCACACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAACATCACAGGAATATTATTAGTACGTGATGGA
GGCTACAGTAACAATACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA



GAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351228 
TTTTATTGCAACACATCAAAACTATTTAATGGTACATACGAGAATAGTACAGACAAGGAGTCAAACAGCACAA
ATTCAATCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTA
TAACCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGAC
AACAATAGTACAGAAACATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCGGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093592 
TTCTATTGCAATACAACAAACCTGTTTATTAATACTACTGCTAATAACAGTGATCACATCACACTCCCATGCA
AAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AATATGTAACTCAAGTATCACAGGACTACTATTGCTACGTGATGGAGGATACAATGTTAGCAATACCACAGAG
ACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGTGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ275652 
TTCTACTGCAATACATCTAAACTGTTTAATAATATATACAATCCTACATATGTGAATAATGGGTCAAAAATTA
ATGAAACCATCAGACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTA
CGCTCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
AACACAAACACGAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCACGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCGCTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275655 
TTCTATTGCAATACAACACAACTGTTTCAGTTTAATGAAAGTTATTCAAACACAACTGATTATGAAAACATCA
CACTCCCCTGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATAACCCTCCCAT
TGCAGGAAATATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGCAAAACAAATGGC
ACCAACAGCACAGAAGAGACATCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCGGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ011175 
TTCTATTGCAATACATCAAAACTATTTAATAGTACATACAATCCTGACCATAATAGTACAGGAAATATCACAG
GGGTCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCTATGTATGC
TCCTCCCATTAAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAACACGTGATGGAGGCAAG
TCAAATGACACAATAGAAAACAAAAATGAAACATTTAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTGGTACAAATTGAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AY901971 
TTCTATTGCAATACATCAAGACTATTTAATAATACATTTAATTATACAGACACAACAGAACTTAACAGCACAG
ACAGCACAGACTCAAACGAGACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGT
AGGACGAGCAATGTATGCTCCTCCCATTGCAGGGAACATAACATGTACATCAAATATCACAGGATTACTATTG
GTACGTGATGGAGGCAAGGATAATACAGGTACAAATGAGACATTCAGACCTCAAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCTACTGGGGCAAA
AAGGAGAGTGGTGGAAAGGGAAAAAAGAGCAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>DQ164106 
TTCTATTGCAATACATCAGGACTATTTAACAGTACATTTAATGATACATACGCACCAAACAACACAGACACAA
ACGAGACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTA



TGCTCCTCCCATTGCAGGGAACATAACATGTAACTCAAGTATCACAGGATTACTATTGGTGCGTGATGGAGGC
ACAAAGACAGATGATAACACAACAGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAGAAATTAAACCATTGGGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATA 
>DQ093597 
TTCTATTGCAATACATCAAGACTATTTAATAGTACATACTGGGAAGGATCTAATAGTACAGGAGGTGACTCAA
CCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATAGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTAGTACGTGATGGAGGCCTATCC
AAAAATAACACAAATCAAAATGAAACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGGAGTGAAT
TATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGCACAAGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901972 
TTCTATTGCAATACATCACAATTATTTAATAGTACATACTATGATGCATACAATGTTACAGGCAATGTTACAA
ACAATGATAATTCAACCATCACAATTCAATGCAGAATAAGACAATTTATAAACATGTGGCAGAAGGTAGGAAA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTAGTACGG
GATGGAGGCCCAAATAACGCAGCAGAAATATTCAGACCTGGAGGAGGCAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGCGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGCAAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY772692 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAATGAAACAAGTAAGGCAAATGACACAATCATACTCCCAT
GCAGAATTAAACAAATCATAAACATGTGGCAGACGGTAGGACGAGCAATGTATGCTCCTCCCATTGAAGGATA
CATAAATTGTACATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAATAATAAAACAAATAACACA
AAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAGAAATTCAGCCATTGGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
ACTAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ351232 
TTCTATTGCAATACATCAGAGTTGTTTACATACAATTTTACAGGGAGTAGTTCAAGCAAAAACATCACACTTC
AATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGGGCAGTGTATGCCCCTCCCATTGAAGG
GAGCATAACATGTAACTCAAATATCACAGGACTACTATTAACACGTGATGGAGGCGACAATAACACAAGTATA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAG
AAATTAAACCATTGGGAATAGCACCCAACACAGCAAAAAGGAGAGTAGTGGGGAGAGAAAAGAGAGCAGTGGG
AATGGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACG
GTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ164107 
TTCTATTGCAATACATCGGCACTATTTCATAGTCCTACATACAATGAGACAAAAGGTAATTCAACAACCATCA
CACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCTATGTATGCTCCTCCTAT
TGCAGGAGAAATAACATGTAACTCAAGCATCACAGGACTACTATTGACACGTGATGGAGGAGAAGGAGAGAAT
CACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCGGAAAGGAGAGTGGTGAAAAAAGAAAAAAGAGC
AGTGGGAATAGGAGCGTTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCGGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGATG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369997 
TTCTATTGTAACACTTCAGAACTGTTTAATAGTACATACAATCCTACATACAATGGGACAAATAGTACAAACA
TCACCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGCAAATCAAAAATCACAGGACTACTATTGACACGTGATGGAGGAAGAAAT
AATAGTACAGGGACATTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAACGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>DQ093600 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGTGAAACACAGTTTGCGGCAAACAACAGTGCCAATAGTA
ACATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGCAGGTGGGACGAGCAATGTATGCCCC
TCCTGTTCAAGGAAACATAATATGTAACTCTAGTATCACAGGACTACTATTGACACGTGATGGAGGAGTTAAC
AATACTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAAACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011166 
TTCTATTGTAATACAACAGATCTGTTTAATAGTACATTTAATAGTGAATACAATAGTACAGACAGGCATAATA
ATAATACCAATATCACACTCCAATGCAGGATAAAACAAGTGATAAACATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTATCTCAAATATCACAGGATTACTATTGGTGCGTGATGGA
GGAGGAAAAAATAACACAAATCAAACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAGGTGGTAGAACTCAAACCATTGGGAATAGCACCTACTGAGGCAAAGAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAAGGCCATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ011167 
TTCTATTGCAATACATCAGGACTGTTTAATAAGAGTAATACAGACATGACTAATAAAACAGAAGATAATTCAA
CCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGAACGTAGGACGAGCAATATATGCCCC
TCCCGTTCAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGTAACGGA
AATGACACTAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093590 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAATCCTAATAATACAGAAAGTAATTCAAGCGCAG
TAATCACACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGGCGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGATTACTACTGGTGCGTGATGGGGGAACAATT
GGCAATGGCACAAATAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAGTTAAACCATTGGGAATAGCACCTACTCAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011178 
TTCTATTGCAACACATCAGGCCTGTTTAATACTACAGACCTGTTTAATAATACAGACCTGTCTAATAGTACAG
GAAGTAATGAAAACATCACGCTTCCATGCAGAATAAAACAATTTGTGAATATGTGGCAGGAGGTAGGGCGAGC
AATGTATGCCCCTCCCATTCAAGGAATCATAAATTGTATATCAAATATCACAGGAATACTATTGCTACGTGAT
GGAGGAAACACGAGTGCTAATGGAACATTAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAGGCCATTAGGAGTAGCACCCACCAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056405 
TTCTATTGCAATACATCACAGTTGTTTAATACATCATATGTGTTTAATAATACTGCTAATAATACAGAGGCAA
ATCAAAACATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGGTTACTATTGACACGTGATGGAGGA
AATTCAAACGATACTAATAACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAAGCCGCTAGGAGTAGCACCCACAGAGGCAAAAAGGGGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY901980 
TTTTATTGTAATACATCACAACTGTTTAATAGTACATACAATCCTGCATACAGTCATAATGAGACAGAAAGTA
ATTCAACCATCATGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGA
AACAATAACACGAATACAGAAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGA



GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCCTGGGGTCTTGAGTTTGGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAACTGTTTGCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878059 
TTCTATTGCAATACAACAAAACTGTTTAACATAACCTATAATAACAGTAATTCAGACAACAATACCATCACGC
TCCCCTGCAGAATCAAACAATTTATAAACCTGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCCATTGA
AGGAAAAATAACATGTCACTCAAGTATTACAGGACTACTATTGACACGTGATGGAGGAACGAGTGCAAACAAT
GATACACAAGCAAGTACAAACAATAATACAGAGACATTCAGACCTGGAGGGGGAGATATGAAAAACAATTGGA
GAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCCTTAGGAGTAGCACCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGTGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>DQ011174 
TTCTATTGCAATACGACAGAACTGTTTAATGATAGTAGCTCAGAAAACATCACACTCCCATGCAGAATAAAAC
AAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAGCATAACATGTAA
TTCAAGTATCACAGGACTACTATTAGAACGTGATGGAGGGGAAAGCTATAATAAAACAGAGATATTCAGGCCT
GGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAG
GAGTAGCACCCACAAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
CTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>DQ382373 
TTCTATTGCAATACATCAAACCTGTTTAATGGAAACTGGTATAGTAATGGTTCATTCCTGTTCAATGGAAGTT
GGGATAATAATAATACAGACACAGAGAATTCAACCATCACACTTCAATGCAGAATAAAACAAATTATAAATAT
GTGGCAGGAGGTGGGAAGGGCAATGTATGCCCCTCCCATCGAAGGAAACATAACATGTAAATCAAATATCACA
GGACTACTATTGGTACGTGATGGAGGAACAGGCAATGACACAGAAAATGACACAGAAATATTCAGACCTGGAG
GAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAGGCCATTGGGAAT
AGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAAGTAT
TGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
AGTCTGGGGCATT 
>DQ369991 
TTCTATTGCAATACTACAAACCTGTTTAATGAAAATATAACAAGTGTAAATATAACAAGTAAAAATGATTCAA
CAGACAGCATCACACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAACTATCACAGGACTACTATTAACACGTGATGGAGGA
AACATCACGAATAACACAGAGGAGATATTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAAT
TATATAAATACAAGGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999986 
TTCTATTGCAATACATCAAAACTTTTTAATAATACATACTATAATGGTACAGGAAATGCTAACAGTACGCATG
AAAACATCACACTCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGAAGGTAGGACAAGCAATGTACGC
CCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTACTGGTACGTGATGGAGGAGAG
GCAAATGGCACAAACAACATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAGTCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999987 
TTCTACTGCAATACAACAGGACTGTTTAATCATAGTGGGGTAAACACCAAAGAACTGCTTAATAATAATACTG
AGTCAAACACAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAACACGTGAT
GGAGGTAATAATAAAAATAAAACAGAAAATGACACAAAGATAGAGATATTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAACCACTGGGAGTAGCACCCACGGA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>GQ999977 



TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAATGGTACGGGAAATAATTCAACAGAAACCATCA
CACTTCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAAGATCACAGGACTACTACTAGTACGTGATGGAGGCACATATGGAGAT
AACAAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGAACAATTGGAGAAGTGAATTATATAACTATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGCACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443986 
TTCTATTGCAATACATCAAAGCTGTTTACAGACATGCTTAATGACACAAAAGATAATCAAACCACACTCCCCT
GCAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAGGGAAG
CATAACATGTAACTCAAGTATCACAGGACTACTATTAACACGTGATGGAGGAAAACCTAATGCCACGGCTAAT
GCCACGGTAGAGGTAGAGGTATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGG
GAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTATCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615951 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACCCAGCAAATAGTACAAACAGTACTTCAAACTACA
TCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCCCC
CATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTACTGTTGACAAGGGATGGAGGAAACAGTAGT
ACTAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAGGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGATTCGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>JN687821 
TTCTATTGCAATACATCACACCTGTTTAGTAATAATGGTACAAATTCTATCATCACACTCCCATGCAGGATAA
AACAAATAATAAACATGTGGCAGGGGGTGGGACGAGCAATGTATGCCCCTCCTATTCAAGGAGACATAACATG
TAAATCAAACATAACAGGAATACTATTGACACGTGATGGAGGAAGAAATGGCAACACAACAGAGATATTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCAT
TGGGAATAGCACCCACTGAAGCTAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAAGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KC863367 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACACTTAATGATACATACACGGCTAATAGTACAAGTGATA
ACTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGACCCGTGATGGAGGA
ACAAATACTAGTGAGGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTCAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894137 
TTCTATTGCAATACATCAAACCTGTTTAATGATACACATACAGCAAACATCACAGCAAACATCACACTCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTACATCAAATATCACAGGATTGCTATTGGTACGTGATGGAGGTACAAATAGAACTAAT
GAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTCAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATTGGAGCTGTGCTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN681229 
TTCTATTGCGATACAACAAAACTGTTTAATACAACAAGAGGGGAGGATCTTCATGAAAATACCACAATTCCAT
GCAAGATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAAATTGTACATCAAACATCACAGGACTACTATTGACACATGATGGAGGAAACAACCCGAATAGCAGCACG
ATATTCAGACCTGGAGGGGGGAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAACCATTGGGAATAGCACCCACTGCATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAAT
AGGAGCTGTGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA



CAGGCCAGACAACTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443911 
TTCTATTGCAATACAACACAACTGTTTAACAGTACATACAATACCAATGATACAAGGGTAAACATCACACTTC
CATGCAGAATAAAACAGATTATCAACATGTGGCAAAGGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGG
AAACATAACATGTATATCAAACATCACAGGACTACTGTTAGTACGTGATGGAGGCAATAGCAGTGACACAACA
GAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAG
AAATTCAGCCATTAGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGCAACAGCAGGAGGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGACGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT183265 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACAATAATATATACAATACAGACAATGATACAACAG
ACAATGGAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAAT
ATACGCCCCTCCCATTGCAGGAAATCTAACATGTATGTCAAACATCACAGGACTTCTCTTGGTACGGGATGGA
GGTAATCAAAATAATAGCACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTGAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KC894114 
TTCTATTGTGATACATCAAGACTATTTAATGGTACATACAATGGTACAGATAGTAATCCAAACAATGGTACAG
ATAGTGATTCAAACTCAAATTCAAACATCACACTTCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGA
GGTAGGAAGAGCAATGTATGCTCCTCCCATTGCAGGAAGCATAACATGTAAATCAAACATCACAGGATTATTA
TTGACGCGTGATGGAGGCAAAGAGGAAAATAGCACAACTAACAGAATAGAGATATTCAGACCTGGAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATCAAACCATTGGGAATAGCACC
CACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
CTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCACAACATCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>KC894117 
TTCTATTGCAATACAACAAGGTTGTTTAATGGCACCTACAATAGCACCTCAAGTGATAAGTCAAACTCAAGTG
ATCAGTTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGATACATAAAATGTAGTTCAAATATCACAGGACTACTGTTGACACGTGATGGA
GGTAATGGAGGTAATAATACTGAAAATAATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAATAGTAGAAATTAAACCATTAGGAATAGCACCCACTACGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATA 
>KC894118 
TTCTATTGTAACACATCAGACCTGTTTAATAGAGTATACAATACTACAGGCACGTATAATAGTACAGAAAGAA
GAAATTCAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGATTACTATTGACACGAGATGGA
GGACAAAATATAAAAAATGAAACAAATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGA
GAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAACCATTGGGAGTAGCTCCAACTGGGGCAAAAAGGAG
AGTGGTGGGGAGAGAAAAAAGAGCATTGGGAATGGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAATTTGTTATCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATA 
>KC894120 
TTCTATTGCAATACATCAAACCTGTTTAATAATATTAGTACAGGCAATTCTGGTAACATCACACTCCCATGCC
AAATAAAACAAATTGTAAGAATGTGGCAGGGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAGCAT
AACATGTAGATCAAATATCACAGGACTATTATTGACACGTGATGGAGGCAAAACAAATTACACAGACCTAGAG
ATATTCAGACCAGGAGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTAAGCCATTAGGAATAGCACCAACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156115 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACCATAGTTGATGGTACTACCCTGGTTAATAGTACCATAT
TTAATGATACCATGTCTAATGGAACCATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGA



GGTAGGACGAGCAATCTATGCCCCTCCCATTGCAGGAAACATCACATGTATCTCTAATATCACAGGACTACTA
TTGACACGTGATGGTGGAGGTGCCGGGGATGGGTCAAATGACACAGAAGAAATATTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCGTTGGGAATAGCACC
CACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTG
GGGCATT 
>KC894124 
TTTTACTGTAATACAACAAAACTGTTTAATACAACAGAATTTAATGAAAATGATTCAAATGATACCATCACAC
TCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACCTGTAACTCAAGTATCACAGGAATATTATTGATACATGAAGAAAGGGGTGATAATCAGACA
AGGATATTCAAACCTATAGGAGGAGATATGAAGAATAATTGGAGAAGTGAACTATACAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACG
GTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204615 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAACAATAGTACAGGAGACAATAAGA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAATACT
CATAATAATACAGAGATATTCAGACCTGGAGGAGGCAATATGAAAGACAATTGGAGAAATGAATTGTATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGCAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTAACTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443547 
TTCTATTGCAATACAACAGAACTGTTCAATAATACTAATAAAACTGGCATACTCCCATGCAAAATAAAACAAA
TTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGGTC
AATTATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGATAATAGCACAGAGGAGGTATTCAGACCTGGA
GGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATCAATATAAAGTGGTAGCAATTAAGCCGTTGGGAA
TAGCACCCACGCCGGCAAAAAGGAGAGTGGTGGACAGGGAAGTGGTGAAGAGAGGAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443838 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATAATACATACCATAATACATCTAGTAATATCA
TACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGATAATAGGACTGAG
TCAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAGGTGG
TAGAAATTCAACCATTAGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGGGAAAGAAAAAAGAGCAGT
AGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443865 
TTCTATTGCAATACATCAAACCTGTTTAATGATAGTACAAAAAGTAATTCAAGCATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAGATCAGAGATCACAGGACTACTATTGGTACATGATGGAGGAACAAATAGCAGTAATGAGACATTCAGG
CCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCAT
TAGGAGTAGCACCCACTCAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>MN202472 
TTCTATTGTAACACATCAGACCTGTTTAATAGAGTATACAATACTACAGGCACGTATAATAGTACAGAAAGAA
GAAATTCAACCATCACAATTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGATTACTATTGACACGAGATGGA
GGACAAAATATAAAAAATGAAACAAATAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGA
GAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAACCATTGGGAGTAGCTCCAACTGGGGCAAAAAGGAG
AGTGGTGGGGAGAGAAAAAAGAGCATTGGGAATGGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAATTTGTTATCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATA 
>KT183218 
TTCTATTGCAATACAACAAAGCTATTCACAAACACAACCACAAATACAACCATCCTAATCCCATGCAGAATAA
AACAATTTGTAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TAACTCAAGTATCACAGGACTACTATTGGTACGTGATGGAGGAATTTCAAATGACACAAATAACACAACTGAA
ACATTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAGCTATAAAGTGGTAGAAC
TTAAGCCACTAGGAGTAGCACCCACTGGAGCGAAAAGGAGAGTGGTGGAGATGGAAAGATCAAAAAGAGCAGT
GGGAATAGGAGCTGCACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTG
ACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623548 
TTCTATTGCAATACAACAAAACTGTTTAAGGAAGGTGAGTCAAATGCAACAGATTTAAATGCAACAATCATAC
TCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTATCTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAGAGACTCCAATAAC
ACAAATGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCTCCCACTGGATCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623549 
TTCTATTGCAATACATCAGGACTATTTAAGGGTACATTTAATGGTACAGAAGTTGGTACATTTAATGGTACAA
AAGTTAATAGTACAGACACAAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAATATGTATATCAAATATCACAGGACTACTA
CTAGTACGTGATGGAGGCAATTTAAATAGCACAAATGACACATTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAACTTAAGCCATTGGGAATAGCACCAACTGAAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCA
GGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAAAACAACTTGCTGAAAGCTATAGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>HM623552 
TTCTATTGCAATACCTCACAACTGTTTAAGGGTACATACAATGGTACAGACAATACATACAATGGGACAAAAG
AAGCAAACATCACACTTCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCTCCTCCCATTGCAGGCCAAATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGT
AAGGTAACAAAAACAAATAGTACCACAGATGATAAAATAGAGATATTCAGACCTTCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAAACAACTGTTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623555 
TTCTATTGCAATACAACAAACCTGTTTTATTATAATGGAAGTGAGAAGAATGACACAACCATCACCATCCAAT
GCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAGATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAACACGAATAGTACAGAGGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAA
TTCAGCCATTGGGAATAGCACCCAATAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGCAAT
AGGAGCTGTGCTCCTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGCGCGGCGGCACTAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623562 
TTCTATTGCAATACAACAAAACTGTTTAATGCAAGTGAGACGGCTAGAAATATTAGTAACCCAAATGAAAATA
TCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTACTGACAAGGGATGGAGGAAACTATAGT
ATCACAAATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAATAGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCGCATGTTGCAACTCACGGTCTGGGGCATT 
>HM623568 
TTCTACTGCAATACATCAAACCTGTTTAATTCAACAAGACTAAAACTGTTTAATTCAAGTGATCCAGGCGACA
AAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCCATGTATGC
CCCTCCCATTGAAGGAAAAATATCATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGACAT



AGAAACACAACAAACAACACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTCAACCATTGGGAGTAGCTCCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCATTGGGATTCGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623571 
TTCTATTGCAACACATCAAGACTGTTTAATGGTACATTTAATGAGACAAAGTTTAATAATACTTCAAACAACA
CCACTCCTCAAAACATCACTCTCCAATGCAGAATAAAACAAATCATAAACACGTGGCAGGGGGTAGGACAAGC
AATATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGAATACTATTAACACGTGAT
GGAGGCCAAGACACAAATGGCACAGATGAGACCAAAAACGACACAGAGACATTCAGACCTATAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTCAGCCATTAGGAATAGCACCCAC
TAAGGCAAGAAGGAGAGTGGTGGAAAGAGTAAGAAGAGCAGCACTGGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGTAATCTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>HM623577 
TTCTATTGCAACACATCAGGACTGTTTAAGGATACAAACGATACAAACATGTCTAATGATACAGGAAAGTCTA
ATGAGACAACACTTCACTGCAGAATAAAACAAATAATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGC
CCCTCCCATTGCAGGAGAAATAAGATGTGTATCAAACATCACAGGACTACTATTGACACGTGATGGAGGACAG
TTAGAAAACAGCACAGAAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATCAAACCGCTAGGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGGGCTGTGTTCATTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687726 
TTCTATTGCAATACATCAAATCTGTTTAATACTACAGGACCTACAACAAATGCAACTATCACACTCCCATGCA
GAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCTCTCCCATTGCAGGAAATAT
AACATGTAACTCAAATATCACAGGATTACTATTGACACGTGATGGAGGTCATAATGGTACATATGGTAATGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTGGAAA
TTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGACT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGGCGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAAC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154023 
TTCTATTGCAATACAACAGGACTGTTTAATGCAACAAACCTCAATGCAACAAATCCCAATGAAAACATCACAC
TCCCATGCAGAATAAAGCAATTTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCTGTTGA
AGGAATAATAACATGTAACTCAAGTATCACAGGACTACTGTTGACACGTGATGGGGGAAACACAGACAATAAC
ACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTCAACCATTGGGAATAGCACCCACAAACGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACTACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204619 
TTCTATTGCAATACAACACAATTGTTTAATAGTACATATAATGTTACAGATCCGTTTAATAGTACAGAACTGG
GTAATGATACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTGCTATTGGTGCGTGATGGA
GGAAATAATAATCAGACAGGGAGAGAGATATTCAGACCTGCAGGAGGGAATATGAAAGATAATTGGAGAAGTG
AATTACATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCTTTGGGTTCTTAGGCGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JX140666 
TTTTATTGCAATACAACAAATCTGTCTAATACAAGTCTGTTTAATGACAGTAGTTCAAACAAAACCATCACGC
TCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGGAACATAACATGCAACTCAAGCATCACAGGACTATTATTAACACGTGATGGAGGAAACATGAGTGGCACT
GATGAAGGAAAAAACAACACGACTAACGGGAATAACACGACTAACGGGATTGAAATATTTAGACCTGGAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGC
ACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGT



CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>KF114893 
TTCTATTGCAATACAACAGCACTGTTTAATAGGACTACATACAATACTACATACAATGGAACAGATACAACAG
ACAATGGGACAGATACAAACATCACACTTCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGG
ACAAGCAATGTACGCCCCTCCAGTTGAAGGAATCATAACATGTAACTCAAATATCACAGGAATACTATTGACA
CGTGATGGAGGTACAGGCGAAGACAATAAAACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAGAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCATTGGGTTCTTGGGAGCAGCAGGA
AGCACAATGGGCGCGGCGTCGATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>JN681253 
TTCTATTGCAATACAACAAATCTGTTTAATGGAACAAAGCTGTTTAATGAAAGTGGTTCAAGTGGTTCAAACA
TAAGTAACTATATCATACTCCCATGCAGAATGAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAAT
GTACGCCCCTCCTATTGCAGGAAACATAACATGTAGATCAAACATCACAGGACTACTATTGACACGTGATGGA
AACAACAGCAACACTGAGCAAACATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCTCCCACTGGAGCAAAAAGGCGAGTGGTGGAGAG
AGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCAATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681255 
TTCTATTGCAATACATCACAACTGTTTACTGGAAATGGTACAGCTAATAGTACAGGCAATACAACCATCACCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGCAACGACAACAAT
CAAAGTAGAACAGAGACATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTAATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595752 
TTCTATTGTAATACATCACAGCTGTTTAATAGGACTGATACAGACATGCAGCAAGACAACACAGGAAATGATA
CAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCTC
TCCCATTGCAGGAGACATAACATGCAAATCAAATATCACAGGATTAATATTGACACGTGATGGAGGTAATAGC
AGCACAGGGAATGATAGTAATAGCCGCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTGGAGATTAAGCCATTAGGAGTAGCACCCACTCATTCAAAAAGGAG
AGTGGTGGAAAGAGAAAAAAGAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615957 
TTCTATTGCAATACATCAGCACTGTTTAATGGCAATGGCACATCTGTTAATGATACAACTTCAACCATCACAC
TTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAGCATGTGAATCAAATATCACAGGACTACTATTAGAACGTGATGGAGGTGGAGGCAATGACACA
GAAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTGG
TAGAAATTCAACCATTAGGAGTAGCACCCACTAAGACAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACACGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595760 
TTCTATTGTAATACAACAAGACTGTTTAATAATACAGAAAGTAACTCAACCATCACCGGGAATCATTCAGACA
CTATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAACCATAACATGTATCTCAAATATCACAGGACTACTATTGGTACGGGATGGAGGCATACCA
AATGAGAACACAGAAATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACATCTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KT183289 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACATACAATAGTACATACTATAAGAATAATAATACTAATA
GTACAGAAGAAAACTCTACCATCACGCTCACATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGG
ACGGGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAACATCACAGGACTACTACTGACG



CGTGATGGAGGAAATTCAACAGATACTCAAACGGAGACATTCAGGCCTGAGGGAGGAAATATGAAGAACAATT
GGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAGAGCAAAAAG
GAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAACTATTGTCGGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080183 
TTCTATTGCGATACATCAGCACTGTTTAATAGTACATACAATTCTGCATACAATAAGGAGACTAATAGTACAT
ACAATAATGGGACAGTAAGTAATTCAACTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCA
AGAGGTAGGACGAGCAATGTATGCCCCCCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGATTA
CTATTAGTACGTGATGGAGGAGGCACAAATACAACAAATGAGACATTCAGACCTCAAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTGAGCCATTGGGAATAGCACCCGATAAGGC
AAGAAGGAGAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCATTAATGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080187 
TTCTACTGCAATACATCAAGCCTATTCAATATTACATACCATAACAATGGAACAAACACTAGTACATACACAG
ACAGCAACAGCATAATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCTCCCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTAACACGTGAT
GGAGGCTATCTAGAGAACAATACAAATAATGACAAAGAAATATTCAGACCTGGAGGAGGAAATATGAAAGACA
ATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAGACCATTAGGAATAGCACCCACTAAAGCAAA
AAGGCTAGTGGTGAAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCT
GGAAGCGCTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623590 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACAGAAAATAATTCAATAGAAAGTAATTCCACCAGTAATG
CCAACATCACACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACCTGTAACTCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAGT
AAAAATAACAGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623598 
TTCTATTGCAATACCACAAAATTGTTTAATAAGACTATTGCAAACGGAACCATCACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TGAATCAAATATCACAGGACTATTATTGCTACGTGATGGAGGAAGGATTAATGACACTAATAACACAGAAGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAG
TTCAGCCATTGGGAATAGCTCCTACTGAATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
GGGAGCTGTACTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623604 
TTCTATTGCAATACATCAGGACTGTTTAATAATAGCAAAAGTGATTCAAACATAACCACACTCCCATGCAAAA
TAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAACTCAAATATCACAGGACTACTATTGGTACGCGATGGGGGATACAATGTAGACAATCAGACAGACAAT
AAGACAGAGATTTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTTGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623606 
TTCTATTGCAATACAACAAGGCTGTTTACAAATCTGAGTGCAAGTAGTGATTATACAATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAGAAAT
AAAATGTAGCTCTAATATCACAGGACTACTATTGACGCGTGATGGAGGAATAGGAGACAACACAACAGAGATA
TTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGC
TATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCC
AGACAACTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCACATGT
TGCAACTCACAGTCTGGGGCATT 
>HM623584 



TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAGAAGTAATGCAAGTTCAAGTCAAA
TCATCACACTCCAATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGGGATGGAGGAACAAGT
GATAATGGAACAGAGACATTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAATCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623587 
TTCTATTGCAATACAACAAACCTGTTCAATTTTAATGAAACACAACTTAATGAAATACAACTTAATAATGCAA
CAGAAAACAACACAAGCACCAATATCACACTCACATGCAGAATAAAACAATTTGTAAACATGTGGCAAAGGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTCATTCAAACATCACAGGACTGCTATTG
ACACATGATGAAGAAGAAATGAATAACGCAACTGGGGCAAATAAAACAGAGGTATTCAGACCTATAGGAGGCA
ATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACC
CACAGAGGCAAAACGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCCTG
GGAGCGGCAGGAAGCACTATGGGCGCGGTGTCATTGACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGG
CATT 
>KF114886 
TTCTATTGCAATACATCAAACCTGTTTAATGGCACATACAATGGCACATATCAGGGTAATGATACAATAACAC
TTCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAGTGCAATGTATGCCCCTCCCATTAA
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGCTCAGAAAACAACACA
ACCGAGACATTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAGTTAAGCCATTAGGAATAGCACCCACTGACGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCAGCAGTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114887 
TTCTACTGCAATACAACATACCTGTTTAATAACAGTGCATCAGAGGGAAACATCACAATCCCATGCAGAATAA
AACAGATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCGCCCGTTGCAGGAAACATAACATG
TAAATCAAATATCACAGGATTACTATTAGTACGTGATGGTGGAAATGAGGACAACAGCACAGATGGGAATAAG
ACAGAGATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTAGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
CGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTG
ACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAATAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284967 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACATACTATCCTAATGATACAGAGAGTAACTCAAGCAACT
CAAGCAACACCATCACACTTCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACAAGCAAT
GTATGCCCCTCCAGTTGCAGGAAAAATAACATGTAACTCAAATATCACAGGACTACTACTGACACGTGATGGA
GGAAAGGGTGGTGGTACAGAAAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTTGTAGAGATTAAACCATTGGGAATAGCACCCACTGATGCAAAAAGGAG
AGTGGTGGAAAGAGAAAAAAGAGCAGCAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725897 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAATCCTAATGGAACACACAGTTTTAATAATGGTA
CCAATGGTACCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATTGCAGGAAGAATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAGCAACAATACTACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725917 
TTCTATTGCAACACATCACAATTGTTTAATAGTACAGTCAATGGTACAATATCTAATAATACAGGCAATAGTA
CAGACATCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAACATCACAGGATTACTATTGACACGTGATGGAGGA
TATAACACAAGTGGGGATAACGAGACATTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTAGAAATTCAGCCATTAGGAATAGCACCCACAGGAGCAAGAAGGAGAGTGGTGGA



GAGGCAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAGGCAATTTGC
TGAGAGCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>JN681257 
TTCTATTGTAATACATCAAAACTGTTTAATGAGACAGAAACGAAGTCAAACATCTCAAACATCACACTTCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAG
CATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAAATGAAACTAATCAC
ACAGAAACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAAAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681259 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGTGAACTAAGTAAGTCAAACGAAACAATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATAACCCTCCCATTGAAGGAAA
CATAACATGTAACTCAAGTATCACAGGACTATTATTGACATGGGATGGAGGAAATAACACAAATAAAAATCAA
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CATGCCAGACAACTGTTGAATGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154028 
TTCTATTGTAACACAACAGAACTGTTTTATAATGATTTTAATAATACAGGAAAGAATGTAAACATCACACTCC
AGTGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTACATCAAATATTACAGGACTACTATTGACATGGGATGGAAACATAACAAATGAAGATAAT
ACATCTAGTACAAATCATACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTGGAGAGGAA
AAAAAGAGCATTGGGAATAGGGGCTATGTTCCTTGGGATCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725924 
TTCTATTGCGATACATCAAATCTGTTCAATGAAAGTAAAAGTTGGTATTCAAACAACAGTACAGACGACATAA
ACATCACACTCCCCTGTAGGATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATATATGCCCC
TCCCATTGCAGGAAGCATAACATGTAAATCAAATATCACAGGACTACTATTGGCACGCATAACAGATAACACA
AATGGGACAGAGAAATTTAAACCTGAAGGAGGAAATATGAAGAATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTCAACCATTAGGAATAGCCCCCACTGCATCAAAAAGGAGAGTGGTAGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KF725926 
TTCTATTGCTATACATCACAACTGTTTAATAGTACATACAAGACATACAATCATAGTTGGACAACAGGTAATG
CAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
CCCTCCCATTCAAGGAAATATAACATGTAAATCAAATATCACAGGAATACTATTAGTACGTGATGGAGACAAA
AATGATACAGAGACATTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATTGCACCTACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGGACAATCTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725934 
TTCTATTGCAATACATCAACCTTGTTTAATAGTACATATGGGTTTAATGGTACATACAATGGGACAACAAACA
ATGATACATACACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACAAGCAATGTA
TGCCCCTCCTATTCAAGGAGTAATACAATGTAAATCAAATATCACAGGACTACTATTGACACGGGATGGAGGT
GAAGGAAATAATACAAATAATGGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAA
GTGAATTATATAAATACAAGGTGGTAGAAGTTCAGCCATTAGGAGTAGCACCCACTGCTGCAAGAAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGATCCTTGGATTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAAACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KF725961 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACATACTTTCCTAATGGTACATACATGCCTAATGTTACAG
AAGATAATGGCACAATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGCGGTAGGACAAGC



AATATATGCTCCTCCCATCGCAGGGAACATAACATGTATCTCAAATATCACAGGATTACTATTGGAGCGTGAT
GGAGGAAATGAAAGTAACACAGAGGAGATATTCAGACCTCAAGGAGGAAACATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725984 
TTCTATTGCAATACAACAAAACTGTTTAATAGGATATATTATCCTAATGGTACATACAATGGTACAGAAAATG
ATACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAGAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGACGT
GATGGAGGCAACAATAGCGCAGAGACAGAGACATTCAGACCTAGCGGAGGAAATATGAGGGACAACTGGAGAA
GTGAGTTATATAAATATAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAACAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725994 
TTCTATTGCAATACATCAAAACTGTTTAATAGTAATTTTACAGAGAATTTTACAGAGACTTCTAATAGTACAG
AGGGTGACATCACACTCCAATGCAGAATAAAACAAATTATTAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAACCATAACATGTAACTCAAGCATCACAGGAATACTATTGACACATGATGGTAAC
CATTCAGAAGAAGAGGTGGTGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAACCACTAGGAATAGCACCCACTCAGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725998 
TTCTATTGTAATACATCAAACCTGTTTAATGATACAGGGAGTAATTCAACTAATTCAACCATCATACTCCCAT
GCAGAATAAGACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAAA
CATAACATGCAACTCAAGCATCACAGGAATACTATTGACACGTGATGGAGGAAAGGACAACAGTACAAATGAA
ACAGAGACATTCAGACCTATAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATCAAGCCATTGGGAATAGCACCCACTCAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
GGGAGTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATGGCGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109517 
TTCTATTGCAATACATCAAAACTGTTTAATAGTAATGATACAGAGAGTGATTCAACCACAAACATCACCACAC
TTCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAATTCAAACATCACGGGACTGCTATTGACACGTGATGGAGGAAATAACAGCACTAAC
AACGAGGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAACGAGAAAAAAGAGC
AGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACG
CTGACGGTACAGGCTAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGCAAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH933706 
TTCTATTGCAACACATCAAGCTTGTTTAATGGAACATACAGTAATTACACTGATATAAACAGTTCTAGTATTA
TCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACGAGCAATATATGCCCCTCC
CATCGAAGGGAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAGACAAT
AATAACACAGAGGTATTCAGACCTGGAGGAGGAGAGATGAGGGACAACTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTCATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAACTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK643550 
TTCTATTGCAATACATCACAACTGTTTAATGGTACATATACAGGCAATAACACAGAGAACAATTCAAGCGAAA
CAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGAAGGAAAAATAACATGTAACTCAAGCATCACAGGACTACTATTGACAAGTGACAAAGGGGGTATA
GGAAATAATCAGACAGAGACATTCAGACCTGGGGGAGGCAATATGAAAGACAATTGGAGCAATGAATTATATA
AATATAAAGTAGTGGAAATTAGACCATTAGGAGTAGCACCAACTGCTGCAAAGAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCGGCG
TCGATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 



>MN611462 
TTCTATTGTGATACAACACAACTGTTTAATCAAACACTGTTTAATGGAAGTGATTCAAACAAAACAAACATTG
TCCTCCCCTACATTGTCCTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGAAGGTAGGACGAGCAAT
ATATAATCCTCCCATTGCAGGAAACCTAACATGTAACTCAAGTATCACAGGGCTACTATTGACACGTGATGGA
GGAGAGAACATGACACAGGGAGCGGAAACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGAT
GCAGAGAGAAAGAAGAGCAGTAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN097669 
TTCTATTGTAATACAACACAGTTGTTTAATGATAGCATCTCAAACGCCACTAACCTCAACATCTCAAACGCCA
CTAACATCACACTCACACTCCCATGCAGAATCAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATCGAAGGAAACATAACATGTGTATCAAATATCACAGGACTACTACTGCTACGTGATGGC
GGAAACACCAATAACACCACTCAGCCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCTCCCACGGAGGCAAAAAGGAGAGT
GGTGGAAAGAGAAAAAAGAGCAGTACTAGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGAAATCTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MN097680 
TTCTATTGCAATACATCAAACTTGTTTAATAGTACATACAACGGTACAGACATGGCTAATGGTACAGGAAATA
CTTCAGAGTACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGGCGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACCTGTGAATCAAATATCACAGGACTACTATTGACACGAGATGGA
GGAAAAGAAAATAATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTCAACCATTAGGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTGCAGAA
AGAGAAAAGAGCAGTGGGAATGGGAGCGTTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MN097584 
TTCTATTGCAATACATCAAAGCTGTTTCTTAATAGCACAAATGACAATCACACCATAATCCCCTGCAGAATAA
AACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCGGGAAACATAACATG
TAACTCAAGTATCACAGGACTACTATTAACACGTGATGGAGGAAAAAATAATGACACGGAAGAGGAAGAGGTA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCATTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTGTTATCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>AY162225 
TTCTATTGCAATACATCTGTACTGTTTAATGGCACATACAGTAATGGCACAAACAGTACAAATACAACAGTCA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAACATCACAGGACTAATATTGACACGTGATGGAGGGCAGGGAGAG
AATGACACAAATGAGATATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCTTTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ATGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTGTAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391249 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACATACATGCCTAATGGTACAGAAAGTAATACAAGCAAAA
CCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTCAATCAAATATCACAGGAATACTATTGACCCGTGATGGAGGAGAAGAG
TCAAAGTCAAATGGAACAGAGATATTCAGGCCTGCAGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAGATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACCGTTTTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU293444 
TTCTATTGCAATACATCAAAATTATTTAATGGTACATACAATGGTACAGAAAGTAATGGTACAAAAAGTAATG
ATACAGAAATCATCACACTTCAATGCAAAATAAAACAAATTGTAAATATGTGGCAAGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGA
GGAAATAATAACAATAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGT



GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATC
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522721 
TTCTATTGCAACACATCAAGGCTGTTTAATGAGACAGTAAAAAATAATGCAACCATCACAATCCCATGCAAAA
TAAAACAATTTATAAACATGTGGCAAAAGGTAGGACAAGCAATGTATGCCCCTCCCATTAAAGGAAACATAAC
ATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAATCACAACAATAGCCATAGCACAGAG
ATATTCAGACCTGGAGGAGGAGACATGAAAGATAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGCATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAAC
ATCTGTTGCAACTCACGGTCTGGGGCATA 
>AY522732 
TTCTATTGCAATACATCAATCCTGTTCAATAAGATGTACCATCCTGATGGTATAGGAAATACTTCAAATTGGA
GTAATTCAAGTTCAAACATCACCCTTCAATGCAGAATAAAACAAATTATAATCATGTGGCAGGGGGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTGCGT
GATGGAGGCAGTAATGACACAGACCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAATATAAAGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY522734 
TTCTACTGTAATACATCAAATCTGTTTAATGGCACATACCCAGATAATGGTACAACAGGAAGTCATTCAACCA
TCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTGCTGACGCGGGATGGAGGAAACAGAAAC
GAAACCAATGGCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACGGCGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCGATAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGCACAGGCCAGACGATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ447267 
TTCTACTGCAATACATCAGGACTGTTTAATAGAAGGTATAATGGTACAGAAAATAATACTTATGATGATACAG
ATAATTCAACCATCACAATTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGCAGGTAGGACGGGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGATTACTATTGACACGCGATGGA
GGAAATCAGACTGAGGAGGACAATATCACAAAGACAGAGATATTCAGACCAGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAACTATATAAATATAAAGCGGTAGAAATTAAGCCATTAGGAGTAGCGCCCACTGGAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGAATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX905394 
TTCTACTGCAATACATCAAAACTGTTTAATGGTACATATAATGGTACATATAATGGTACAGAAAATAGCACCA
TTACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAGAGCAATGTATGCCCCGCC
CATTCAAGGAAATATAACATGTGAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGCACAAATAAT
ACTAATAGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTAATGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625577 
TTCTATTGCAATACATCAGGGCTGTTTAATAGAACATACCTGTCTAATGAAACATACCTGTCTAATGATACAC
TGACTAATGGTACAAATAGGAATATAACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTA
ACACGTGATGGAGGGAAAAGTGAGGGAACGAAAAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGA
AGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACTAA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGCTCTTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>HQ625581 



TTCTATTGCAATACATCAAAACTGTTTTCAAATCGCATGTTTAACTTTACAAACAGTTCAGACACAAACACAA
ACAGTTCAGGCGGCTACATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACG
AGCAATGTATAACCCTCCCATTGATGGAGACATAACATGTAACTCAACTATCACAGGACTACTATTGTCACGT
GATGGTGGTAGTGGTAACAACTCAGGGACAAACGAGACATTCAGACCTGGAGGAGGAGACATGAAGGACAATT
GGAGAAATGAATTATATAAATACAAAGTGATAGAAATTAAGCCATTAGGAGTAGCTCCCACTGGTTCCAGAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGCATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTAAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625568 
TTCTATTGCAATACAACAAATCTGTTTAATACAACAGACCTGTTGAGTAACAATAGTACGTTAGAAAACAAAA
CAAAAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTA
TGCCCCGCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACCCGTGATGGAGGG
AGCTATAGTGATAGAGGGAATAGTAGTGCAAATGAAACAGAAAAAGAAATATTCAGACCAGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCAC
TGAGGCAAAAAGGAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGATCTTG
GGAATAGCAGGAAGCACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGACCAGACAACTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGG
CATT 
>HQ625588 
TTCTATTGTAATACATCACAACTGTTTAATGGTGTGTATAATACTTCAACCAGCAGTAATTCAACCGATAGTA
AGAAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAACATCACAGGATTACTATTGACACGGGATGGAGGA
ACAAACAATGAGACTAATGGTACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAGTATAAGGTAGTGGAAATTCAACCATTAGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGT
GGAGAGACAGAAAAGAGCAGTAATAGGACTAGGAGCTATGTTCCTTGGGATCTTAGGAGTAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229671 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAGGCCTAATAGTACATACGGGTCTAATAGTACTT
CCATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGGCACAAT
ACAACAAACAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCTCCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254148 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACATGTCTAATAGTACAAATAGTACTTCAAACATCA
CACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCTAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGTAATGACACA
ACAGGGCAGAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCTCCCACTCCGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254156 
TTCTATTGCGACACATCAAACCTGTTTAACAGCACATTTAATGTTAACAGCACATTTAATGGTACAGATAATG
CAAATAGCACACAGAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATTTCAAATATCACAGGAATACTATTAACACGT
GATGGAAATGATAATTACACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATA 
>KY229510 
TTCTATTGCAAGACATCACGACTATTTAATGGCACATACAGAGGTCCTAATGATACAAAAAGCAATTTAAGTG
AGACTATCACACTCCAATGCAAAATAAAACAGATTATAAACACGTGGCAGGGGGTAGGACGAGCAATATATGC
CCCTCCCATTGCGGGAAACATAACATGTAAATCAAATATCACAGGACTACTCTTGGTAAGGGATGGAGGGAAT
AATACAAATGAAGAAATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA



AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCATCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU939143 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAATCCTAATTACAATGGTACAGAAAATAATTTAA
ACTACACCATAACACTCAATTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATA
TGCCCCTCCCATTGAAGGAAACATAATGTGTAATTCAAGTATCACAGGACTACTGTTGCTGCGTGATGGAGGA
ATAAGTGAGAGTGAGCCAAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCACTGGGATTAGCACCCACCACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036864 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATTTAATGGAACATACCCTAATAGTACAGACCCTAATG
GAAATGATACCATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGAAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAATATCACAGGATTACTGTTGACGAGTGATTAT
GGAAGAAATGCAAGTAAAAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ422948 
TTCTATTGCAATACAACAAAACTGTTTCATGAGGGAAGCAGGAAAAATGATAATGATACAATCACACTTCCAT
GCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCACCTCCCATTGCAGGAAA
CATAACATGTAATTCAAGCATCACAGGAATACTATTGGTACGTGATGGAGGTACCAATAACACAAATGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTC
AACCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAG
GCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>EU166653 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACACACTGGGCTAATGGTACTACAGACATGTCTAATGATA
CTAAGAATATCACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATA
TGCCCCTCCCATTGAAGGAAGCATAACATGTAATTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGA
AACAGTCATAATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGGATAGGAGCTGCATTCCTTGGGTTCTTGGGATTAGCAGGAAGCACTATGGGCGCG
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036843 
TTCTATTGCAATACATCGAACCTGTTTAATAGGCTATACCTGTTTAATAGTACATACAACTCTAATAGCACAG
AAAATTATAATAGCACAGGAAATGAGACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GGGGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAATATCACAGGACTA
ATATTAACGCGTGATGGAGGAACGCATGAGAACAAAAGTTCCTCAGAGACAGAGACATTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAACCATTAGGAATAGC
ACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTTTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
AGTCTGGGACATT 
>KY229617 
TTCTATTGCGAAACATCAGACCTGTTTAATAGTACATTTAGATTTAATGGTACAGACATACAGACCACATTTA
ATGATACATTGAATGATACACAGATCATCATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGGGT
AGGGCGAGCAATATATGCCCCTCCCATTGAAGGAAATATAACATGTGAATCAAATATCACAGGATTAATATTG
ACACGGGATGGAGGGAATACCACAGATCCAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACAAAGGCAAAAAGGAG
AGTGGTGGAGAGAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGTACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036739 



TTCTATTGCAATACATCAGGCCTGTTTAATTATACATTTACAGCTAATGATACAAAGATACAGATCACATCTA
ATGACACACTTAATGATACACTGACCATCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGAAGGAATAATAGCATGTAATTCAACTATCACAGGATTAATATTGACA
CGGGATGGAGGGAAGAATACCAGTAACAATGACACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTAGGAGTAGCACCCACAAAGGCAAA
AAGGAGAGTGGTGGAGAGAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329051 
TTCTATTGCGATACATCAGGCCTGTTTGATTCAAGCCTGTTGAATAAGACAGAAAATAGTACAAAGACAGAAA
ATAATACAAACATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAAT
ATATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAACATCACAGGAATACTATTGACGAGGGATGGA
GGAAACAATAACAATGACACAGAGATATTCAGACCTGGAGGAGGGAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTCAGCCATTGGGAATAGCACCTACCGAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329105 
TTCTACTGCAATACATCAGACCTGTTTAAGGGTGAATTTAATGGTACGCGTAATCTAGGAAATGATACTTCAG
GAAACATCACACTCAACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGC
CCCTCCCATTGCAGGAAATATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAGAA
ACTAATGAAACTGAGAGTGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAATCCATTAGGAATAGCACCCACTAATGCAAGAAGGAGAGTGGTGACAAA
AGAAGAAGTGAGAAAGAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACATCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329116 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACAATGATACAAGTGATAAAAACATCACACTCCCAT
GCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAGGCAATGTATGCCCCTCCCATTAGAGGAAA
CATAACATGTCACTCAAATATCACAGGGCTATTATTGGTACGTGATGGGGGAAACACAAACAATACTGACACA
AATAATACTGATTCAAATAGAACTGAGATATTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTGTACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGGGAGAGAGAAAAGAGCAGCGGGAATAGGAGCTTTACTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCCATAGATGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329220 
TTCTATTGCAATACATCAAACTTATTCAATAGATCACTGTCTAATGATACAGAAGAAGATACAGACAGTAATA
GAACCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTACTCCTGGTGCGGGATGGAGGCCAT
CAAAATAGCACAGAGAATAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCTACCAAGGCACGGAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329240 
TTCTATTGCAATACATCAGATCTGTTTAATTCATCAAAACTGTTTAATACAAACAATACTGAGAACTTAACAA
TAATCACCATTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTACATCAGACATCACAGGATTACTATTGGTACGTGATGGAGGCACAGAA
AGTAGCACAAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGCAGGCTA
TAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GU329324 
TTCTATTGCAATACATCAGGGTTGTTTAATGGTACATACAATAGTACAGACAGTAATTCAAACTCAACCATCA
CAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATATATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGTGATGGGGGCAGCAACGCCACT
AATGAAACATTCAGACCTCAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTAGGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
AGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG



ACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGTATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329333 
TTCTATTGCAATACATCAAATCTGTTTAATAGACACCTGCTCAATAGTAAAGGTATGTCTAATAATACAGAAA
GTAATTCAACAATCATACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTACGTGATGGG
GGAAGTAGCATAAATCAAACAGAGATATTTAGGCCTCAAGGAGGAGACATGAGGGACAACTGGAGAAGTGAGT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGATGCA
GAGAGAAAAAAGAGCAGTGGGAATGGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329368 
TTCTATTGCAATACAACACCACTGTTTAATTACAGTGCAACAGAGCTGTTTAGTAATAGTAGTAAAAACATTA
GTGAAAAGGACACCATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAACATCACAGGACTACTATTGGTCCGGGAT
GGAGGCGTCAACAGAACAAATCACAATGAGACATTTAGACCTGGAGGGGGAGACATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAGATAAAGCCATTGGGAATAGCACCAACTGAGGCAAAAAGGAGAGT
GGTGGAGAGACAAAAAAGAGCAGTGGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGCAGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>GU329512 
TTCTATTGCAATACAACGAACCTGTTTAAGGGTGTGTATAATGGTACTTATAATGATACTTCAACTAATACTA
ATGGAACAAGCAAAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATCCAATGTATATCAAATATCACAGGACTACTATTGACACGG
GATGGAGGCAGCACAAATAGCTCAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCGATAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK749242 
TTCTATTGCAACACATCAGGGCTGTTTAAGGGAATGTACCTGGATAATAGCACAACCACAGAGAATTCAACTT
CGCCAAACATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGTCAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAAGATGTGAATCAAATATCACAGGAATACTGTTAACACGTGATGGAGGA
GGGGAAAATAATAACACAAAAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACATATGGAGAAGTGAGT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTTGTGGA
GAGAGGAAAAAGAGCAGTGGGAGTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749426 
TTCTATTGCAACACATCAGGACTGTTTAATGGTATATACAATACTACAAGTAATTCAAGTGATACAAATAAAA
ACATCACACTCCAATGCAGGATAAGACAATTTATAAACTTGTGGCAGGAGGTAGGAAAGGCAATGTATGCACC
TCCCATTGCAGGAAACATCACTTGTAAATCAAATATCACAGGAATACTATTAACACGTGATGGAGGAGAAGGA
AAGAATCAAACAAACAGTAGTCAAGAGATATTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTG
AACTATACAAATATAAAGTGGTAGAAATTAAACCATTAGGACTAGCACCCACTCCGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR820394 
TTCTATTGCAATACATCAAGACTATTCAATGATGATGATAATGATACAGCACTGGCTAGTGATACAGCTTTAA
ATAAAAATAAAACCATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGGAACATAACATGTAACTCAAACATCACAGGAATACTATTAACACGTGAT
GGAGGAAATGGAAATCGCACAGGAAATCAGACAGAGGCCAATCGCAATCGCACAGAGATATTTAGACCTGCAG
GAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAAT
AGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGC
TGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATT 
>AF286225 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACGTTTAATGGTACAAACACTTCTAATGATAGAAGTAATT
CGACCATTACGCTTCAATGCAGAATAAAACAAATTACAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGC



TCCTCCAATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGGACA
AATGACACAGAGACACCAGAGACATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCACGAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KJ787684 
TTCTACTGTAATACATCAGGACTGTTTAATAATACATGGAATGTTACTGCAAAGGAATGGGAGAATAACAGTA
CATGGAATCAGACAAATGTAGTCAAAATCCCATGCAGAATAAAACAGATTGTAAACCTGTGGCAAACAGTAGG
AACAGCAATGTATGCCCCTCCCAGAGAAGGACTAATTAGATGTTCATCAAACATTACAGGGCTAATATTGACA
AGAGATGGTGGTAAGAATAGCTCTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAACTATATAAATACAAAGTAGTGCAAATTGAACCAATAGGAATAGCACCCACCGGGGCAAAGAGAAGAGT
GGTACAAAGGGAAAGAAGAGCAATAGGACTGGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGCTACTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U88822 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGCATGGAATATATCAGGACATAGTACAGGGTTAAATGATA
CAATCATAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGGCAAATTAATTGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGTGCT
AATAATACTCAGAATGACACCTTTAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ277820 
TTCTACTGCAATACATCAAAACTATTTAATAGTACATGGAGTATAGAGAGTAATATTACAGAGTCAAATGATA
GTACAATCATACTTCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGAATAATCAGATGTTCATCAAATATTACAGGGCTACTATTGCTAAGAGATGGTGGGGTA
AATAATCATAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGTG
TCAATGACGCTGACGGTACAGGCCAGACTGTTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371156 
TTCTACTGCAATACATCAGGACTGTTTAATAGAAATATTAGTACAGAGAGTACTGAAAATAGTACAGGAGTAA
ATGATACAATAACCATCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATATA
TGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGT
AATACTTCTTATGAGGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ388945 
TTCTACTGTAATACATCAAAACTGTTTAATACAACATGGTCTAGTGAAACATGGGAGAATAGTACGGGAAATA
ATACCGAATTAAATGGTACGATAACCATCCCATGTACAATAAAACAAATTATAATCATGTGCCAGGGAGTGGG
AGTAGCAATGTATACCCCTCCCCCTGCAGGAATAATTCAGTGTAAATCAAATATTACAATTACAGGGCTGACA
AGAGATGGTGGTAATAATAGTAATTGTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAGAGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCCGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCGATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF219271 
TTCTACTGTAATACATCAAAACTGTTTAATAGTAATATTAGTACATCAGAAGGGGCTAATAGTACAAAGTCAA
ATAATAGAACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAAGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGT
GGTTCAAATACTAGTTCTCATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTAGTAAAAATTGAACCACTAGAAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 



>AF219272 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGGGTTCAGGACTGTCTAATGGTACTGAGAATATCA
CCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCAT
TGCAGGAATAATCAGCTGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGAGGTACAAATAGTAGT
CATAACGAGACCTTCAGACCTGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAATTGAACCCCTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATTGG
ATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCATTGACGCTGACG
GTACAGGCCAGACAATTATTGGCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595791 
TTCTACTGCGATACATCAAGACTATTTAATAGTACCTGGACGAATAGTACCTGGGGGAACGATACTAGCTCAA
ATAGGAATGATACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTCGAGGACTAATCAGATGCTCATCACGCATTACAGGACTATTGTTGACAAGAGAT
GGTGGTATCTATAATAGTAGTCAGGAAGAAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAGGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACAATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716476 
TTCTACTGCAATACATCAAAATTGTTTACAACAAATATAACAAGTAACACTAGTGAAGGGAACATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAGGAGCAATGTATGCCCCTCCTAGGGAAGG
ATTGATCACATGTTCATCAAATATCACAGGACTACTGTTGACAAGAGATCAAGAGGGCTCAAATAACATTAAT
GAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGG
CCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCACTGACGCTGACG
GTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866137 
TTCTACTGCAATACATCAGAACTGTTTAATAATACATGGTTAAATAATACAGGGAACTGGTCATCAGATAGTA
CAGGGATAATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGACTAATCAATTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGT
GCAAATAGTAGTCAGAATGAGACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCACTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866135 
TTCTACTGCAACACATCAAGACTGTTTAATAATAGTGAATGGAAATCAAATAGTAGTACAGGGGGAAATGAAA
GTATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGC
CCCTCCCATTGAAGGACACATCAATTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTGTA
ACTAATCAGAGTTCGAATGAGACCTTCAGACCTGGGGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCGCTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY322189 
TTCTACTGCAACACATCAAACCTGTTTAATAGCATTTGGAATGTTACTAATGGTACTAGCCAGCTGGAGTCAA
ATAGCACAGAGTTAGCCGGAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGT
AGGAATAGCAATGTATGCCCCTCCCATTGCAGGAATAATCAAATGTTCATCAAATATTACAGGACTATTGTTA
ACAAGAGATGGTGGTGCAGATAATAGTAGTCAGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAGTTGAACCACTAGGTATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866138 
TTCTACTGCAGTACATCAGAACTGTTTAATAGTACATGGAATACATCAATTAGTAGTACAAGGAATACATCAA
ATAGTACAAGGGATATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATAGAAGGACTAATCAAATGTTCATCAAATATTACAGGACTATTGTTGGCAAGAGAT
GGTGATGTAAACAATAATAGTCAGGAGACCCTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGT



GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866141 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGGGGGATAATAATACATCAAGTGATACAGAGGAAG
GTAACATCACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGACTAATCAGATGTTCATCAAATATTACAGGATTACTGTTAACATATGATGGGGGTGTA
AATAATAATAGTCAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGCCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATCTGCTGA
TGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU204938 
TTCTACTGCAATACAACTGGACTGTTTAATAATAGTGTATGGAAGAATGATAGTGATACAGCAAATAGTACAG
AGGTAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAATGTATGC
CCCTCCCATTGAAGGACAAATCGAATGTACATCAAATATCACAGGACTATTGCTGACAAGAGATGGTGGTGTA
AGTAATAATAGTCAGAATGAAACCTTTAGGCCTGGAGGAGGAGATATGAGAGACAACTGGAGGAGTGAACTAT
ACAAATATAAGGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ659623 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGAGTGGACAGATACGACACCAAATACGACATCAAATG
GTACCATCATACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGGAGTAGGAAGAGCAATGTATGC
CCCTCCCATTCAAGGACTAATCAGATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGAAAT
AATAATAGTAGTCTGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGTGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCATCACTGATGCTGACGGTACAGGCCAAACAGCTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX907406 
TTCTACTGTAATACATCAGGACTGTTCAATAGTACATGGGATATTACGAATACTAGTAGCCCAAACAACACAG
ACCCAATTATCACACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATATA
TGCCCCTCCCATTGCAGGGCAAATTCTATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGT
GCAGATAATAGCAGTCATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGA
AAGGGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATACAGGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>HQ615975 
TTCTACTGTAATACAACAAAACTGTTTAATACAAGTGAATCAAATAGGACAGAGGTAAATGGAACAATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAATCTATGCCCCTCCCATTGA
AGGACACATCAACTGTTTATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGTTGCAAACAATAAGAGT
CAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACAATGGGCGCAGCGTCGATGACG
CTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512899 
TTCTACTGCAATACAACAAGACTGTTCAATAGTACATGGAATACAACTACATCAAATAGTACAGAACAAAATG
ATACAAGAATACTATTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCTCCTCCCATTGAAGGACTAATCAGATGTACATCAAATATTACAGGACTATTGTTGGCAAGAGATGGTGGT
GCAAGCAATAATAGTCAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TGTACAAATATAAAGTAGTAAGAATTGAGCCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF986106 
TTCTACTGCAATACAACAAAACTGTTTAACAGTACATGGCATAACAGTACATGGAAGAATGATACTGCATTAA
ATACAACAGGGGATAAGATAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG



CAAAGCAATGTATGCCCCTCCCATTGCAGGACTAATCAGATGTTCATCAAATATTACAGGACTATTGTTAACA
AGAGATGGTGGTAAAACTAATAATCATAGTGAGACCCTTAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCGCCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGATTCTTGGGA
GCAGCAGGAAGCACAATGGGCGCAACGTCACTGACGTTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAG
TGCAACAGCAAAACAATCTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KF986033 
TTCTACTGTAATACAACAAAACTGTTTAATAACAATAATAGTACTAATGAGACAGTAATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAGCAT
TCGCTGTTCATCCAATATTACAGGACTATTGTTGACAAGAGATGGTGGGAATAAGACTGCTCAGAATGAAACC
TTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTACAAATATAAAGTAGTAAAAATTG
AACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTAGGACTAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGTGTCAATGACGCTGACGGTACAG
GCCAGACAGGTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KF716479 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGCAGGAAAATAGTACTCTATTAAATAAAACAAATT
ATACAGAAGAAAATAAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAATAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGACTAATCAAATGTTCCTCAAATATTACAGGACTATTGTTGGAA
AGAGATGGTAGTGTTGAAAATAATAGTCAGGAGACTGTCAGACCTGTAGGAGGAGAGATGAGAAACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTAAACCAATAGGTCTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAAACAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGC
ACGATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAAGTACTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB485651 
TTCTACTGTAATACATCAAGATTGTTTAATAGTGAATGGAGATACAATACAACAAGTAAGGAATGGAGTTCTA
ATACAACAAATAATACAGGGGTAAATGAAATCAAACTCCCATGCAGAATAAAACAGCTTATAAACATGTGGCA
GAGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGCACTAATTAACTGTTCATCAAACATTACAGGACTA
TTGTTGTCAAGAGATGGTGGTGCAAATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTGTACAAATATAAAGTAATAAGAATTGAACCAATAGGTCTAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGGAAAGGGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACGATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>AJ320484 
TTCTACTGCAATACATCAAAACTGTTTAACAGTGCATGGAATGACAGTACATGGAATATAGGGAATAATAATA
CAGGGTCAGATAATGAGACAATCATTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGATGGATCAATTGTGCATCAAATATTACAGGGCTCTTACTGGTA
AGGGATGGTGGTGGTGCAAATGATAGTCAGAACGAGACCTTCAGACCTCAAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACATC
AAAACAATTTGCTGATGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U08805 
TTCTACTGCAATACATCAAAATTGTTTAATCATAGTGTAGGGGAGAATAATACTCTATCAATTAGCAACGGGG
TAAATACTAACATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGCCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTCAAGGACTAATCAGATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGT
GGTAATACTAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAATAAAAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGCAAG
AGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852998 
TTCTACTGCAATACATCAGGACTGTTTAACACTAATGTGACATCAAATAGTACAGCAAATCCAAATGGGAACA
TCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCCTCC
CATTGAAGGACTAATCAACTGCTCATCAAATATTACAGGACTATTGTTGGCAAGAGATGGTGGTGCAAATAAT
AATAGTCAGAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAGCCAATAGGTCTAGCACCTGCCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA



ATAACGCTGACGGTACAGGCCAGACAAGTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX658585 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAGTGGTATAACAAATAGTACAGGAATGTTGAATAATAGTG
ATATATCAAATATCACAATCCACTGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAAAGGACTAATCTACTGTTCATCAAATATTACAGGACTATTGTTAACAAGAGATGGT
GCAGATAATAATAGTCCGAATGAAGCCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGGAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAGCCATTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852934 
TTCTACTGCAATACATCACAGCTGTTTAATAGTACATGGGAAGCCAATACGACAGATAAGCTAAATGAGACAA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCC
CATTGAAGGACAAATCACATGTTCATCAAATATTACAGGGCTTTTATTGACAAGAGATGGTGGTACAAATAAT
AGTAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU852982 
TTCTACTGCAATACATCAGGACTGTTTAACAATACGTTTAAATGGGAGAATGGCACTTTATTAAATACTACAG
TAAATATTACAGAGAATAGTACAGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGGAGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACTAATTAAATGTTCATCAAATATTACAGGACTA
TTATTGACAAGGGATGGTGGTACAAATAATAGTCAGGATGATGAGACCTTTAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAG
TGCAGCAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>EU853014 
TTCTACTGCAATACATCAGGACTGTTCAATCATAGTGTATGGAGCAATAATGGTACATGGAATACTACATCAA
TTAATAAAACAGAGAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAA
AGCAATGTATGCCCCTCCCATTGCAGGAGTAATCAATTGTGTATCAAATATTACAGGACTATTGTTGATAAGA
GATGGTGGTAATACTAATACTAGTCATAATAATGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGACTTGAGCCACTAGGTCTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484502 
TTCTACTGCAATACAGCAGGACTGTTTAATAGTACATGGAACAGGACAAATAGTGAATGGATAAATAGTAAAT
GGACAAATAAGACAGAAGATGTAAATATCACACTTCAATGCAGAATAAAACAAATTATAAACACGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCGTTAGTGGAATAATCCGATGTTCATCAAATATTACAGGACTGTTG
CTGACAAGAGATGGTGGTGGTGCAGATAATAATAGGCAGAATGAGACCTTCAGACCTGGGGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTATAGCGCCCACCAA
GGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCCTTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCCCGATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAG
TGCAACAGCAAAACAATCTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>AF484506 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGGAAAATGGTACATTAAATAGTGCGGAGGGAAATG
ATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGACTAATCCAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTGTA
AATAATAGTCAGAATGAGACCTTCAGGCCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAAAGA
AAAAAGAGCAATAGGCCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484513 



TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGGGGAATTCTAGTACATCAACTAGTACAGGGGTAA
ATAAGAGTACAATCACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTCGAGGACTAATCAAATGTTCCTCAAATATTACAGGACTATTGTTGGTAAGAGATGGT
GGTGCAACTAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484518 
TTCTACTGCAATACAACAGTACTGTTTAATAGCACATGGGAAAATAATAGTACATGGGGTAATGAGAGTGCAA
TGGGTAATGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGAAGGACTAATCAGCTGCTCATCAAATATTACAGGATTACTGTTGACAAGAGATGGTGGT
GGAAATGAAAGTAGTCAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGTCTAGCACCCTCCAAGGCAAAAAGAAGAGTAGTAGA
AAGAGAGAAAAGAGCAATTGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGCTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AY304496 
TTCTACTGCAATACATCAGGACTGTTTAATGGTGTATGGAAGAATAATACATCAGATAATGAAACGGTAAATG
GAAGTGAGACAATAACAATCCCATGCAGAATAAAACAAATTATAAACACGTGGCAAGGAGTAGGAAGAGCAAT
GTATGCCCCTCCCATTAGAGGACTAATCCGATGTTCATCAAACATTACAGGACTATTGTTAACAAGAGATGGT
GGTACAAATGGTGCTAGTCAGAAGGAGACCTTCAGACCCGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGTCTAGCACCCACCAGGGCTAAAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATG
GGCGCAGTGTCACTGACGCTGACGGTACAGGCCAGACAGGTACTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484480 
TTCTACTGCAATACATCAAAACTGTTTAATAATACATTTAATACTAGTGATTGGAGGACTTATAATACATCAA
ATAGTACAGGGAATGAGACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAGAGCAATGTATGCCCCTCCCATTGAGGGACTAATCAGATGTTCATCAAATATTACAGGACTATTGTTGACA
AGAGATGGGGGTAATGCAAATAATACTAATCAAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCAATAGGTCTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGGTGTTGTCTGGTATAGTGCAAC
AGCAAAACAACTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484485 
TTCTACTGCAATACATCAGAATTGTTTAATAATAGTGTATGGACATCAAATAATACAGGGATGTCAAATAGTA
CAAAGGCAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGACAAATCAGATGCTCGTCAAATATTACAGGATTATTGTTGACAAGAGATGGT
GGTGCAAATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484486 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATGGAGGAATGATACATCAAGTAGTACATGGAGGAATG
ATACATCAAGTAGTACAAAGCCAGATGAGACACTCACACTCCCATGCAGGATAAAACAAATTATAAACCTGTG
GCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATCACATGTTCATCAAATGTTACAGGA
CTATTGTTGACAAGAGATGGTGGTACACATAATAATAATAGTCAGACTGAGACCATCAGGCCTGGAGGAGGAG
ATATGAGAAACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCAATAGGCCTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGCCTGGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAAGTATTGTCTG
GTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTG
GGGCATT 
>AF484487 
TTCTACTGTGATACAACAGGACTGTTTAATGGTACAAATAGTACAGGGGGAGATAATGAGACAATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGG
GCAAATCTATTGCTCATCAAATATTACAGGACTATTGCTGACAAGAGATGGTGGTAACAATGATACGGGGGAG
GAGATTTTCAGACCTGTAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GAATTGAACCACTAGGTCTAGCACCCTCCAAGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGG



ACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCGCTGACGCTGACG
GTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGCAGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484519 
TTCTATTGCAACACATCAGGACTGTTTAATAGTACATGGACATCAAATAGTACATCAAATAGTACAAAGGTAA
ATAGTACTGAGCCAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAGAGC
AATGTATGCCCCGCCCATTGAAGGACTAATTCATTGTTCATCAAATATTACAGGACTACTGTTGACAAGAGAT
GGTGGTACAAATAATACTAGTCAGAATGAGACTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACG
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484494 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGAATACTAGTGTATGGAGAAATGATAGTACAT
TAGATAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGAAGGACGAATCAGTTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGAT
GGTGGTGCAAATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAA
GTGAATTATACAAATACAAAGTAATAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484495 
TTCTACTGCAACACAACAGGATTGTTTAATCATAGTAAATGGAATAATAATAATACATCAGAATGGAATAATA
CAGATAAGATAATCACACTCCCATGCAGACTAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCTAT
GTATGCCCCTCCCATTGAAGGAGAAATTAAATGTTCATCAAATATTACAGGACTATTGTTAACAAGAGATGGA
GGTACAAATAGTACTCAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGAGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAACGTCGATGGCGTTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484497 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGAATGGACATCGTCTAAAGGTGAATGGACAGGGGTAGAAA
AGAATAGTACAAGCAGCAACAACAACCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCTATGTATGCCCCTCCCATTAAAGGACAAATCAGATGTTCATCAAATATTACAGGACTATTGTTGACA
AGAGATGGTGGTGTAAATAATAATAGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGCCTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACAATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGGTATTGGCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484498 
TTCTACTGCAATACAGCAAGATTGTTTAATTATGAATGGAGTAATAATACATTAGCTAGTACAGGGAATGACA
GTAAAGGGAATGACAGTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATTGAGGGACTAATCACCTGTTCATCAAATATTACAGGACTATTGTTGACAAGA
GATGGTGGTGCAAATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTAATGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484499 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTACATGGACAGGGGGTGGAAATATCACAAATATCACAAGTA
TCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAATGTA
TGCCCCTCCCATTGAAGGACTAATCCAATGTTCATCAAATATTACAGGACTATTATTGACAAGAGATGGTGGT
GCAACTAATGATAGTCAGAGTGAGACCTTTAGACCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAACAGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U36871 
TCCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAGGAATAATAATACATCAAATAGTACAGGGGTAA
ATAGTACAGGGGAAAATGAGATAATCAAACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGAGT



AGGAAAAGCAATGTATGCCCCTCCCATTGAAGGGCTAATCAATTGTTCATCAAATATTACAGGACTATTGTTG
ACAAGAGATGGTGGTGCCAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAGTGCAACAGC
AAGACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575364 
TTCTACTGCAACACATCAGGACTATTTAATGGTACATGGAGAAATGCTACATCAAATAGTACACAGCTGAATG
GTACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGATTCATCAATTGTTCATCAAATATTACAGGACTATTGTTGGTAAGAGATGGTGGTAGT
AATGATGATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAGGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575370 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGGAGAATGTGAATGTTACTACATCAAATAATACAG
GGCCAGATAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGAAGGGCTAATCAAATGTTCATCAAATATTACAGGACTATTGTTACTAAGAGAT
GGTGGTCTAAATACTAGTCAGAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCAATAGGTCTAGCACCTACCAAGGCAAGGAGAAGAGTGAT
GGAAAGAGAAAAGAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACAATG
GGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACAAGTATTGTTTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>EF575429 
TTCTACTGCAATACATCAGGACTGTTTAATAATACATTTAATACTAAGAATAGTACAGAGGTAAATAGTAATG
GGACAGAGGTAATCATACTCCCATGCAGAATAAAACAAATTACAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATTGAAGGACTAATCAGCTGTTCATCAAATATCACAGGACTATTGTTGACAAGAGATGGT
GGTAATATAACTAGTCAGAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATCGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGA
AAGGGAAAAAAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575482 
TTCTACTGCAATACATCACGCCTGTTTAATAGTACATGGAATAATAATACAGGGGATATAGGGAGTAGTGATA
CAAATAAGAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGAAAAATCCAGTGTAGATCAAATATTACAGGGCTCTTACTGACAAGAGATGGT
GGTGCAGATGCTAATCAGAATGAGACCATCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAGGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAGAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGTGTCATTAACGCTGACGGTACAAGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403079 
TTCTACTGCAATACATCAGGACTGTTTAATAATATATGGAATGGCACTTGGAATGGCACTTTAAATAGTACAG
GGAGAGAGAATATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGAGTAATTAATTGTACATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGTGCTAATGAGAGTCAGAATAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAGTTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGTCTAGCACCCACCAGGGCAAAAAGGAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AY773338 
TTCTACTGTAATACATCAAGGCTGTTTAATAATACATGGAATGGTACAACATGGTCAAATAAGACAGACACCA
ATGGGACAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCCCCCATAGAAGGACTACTTAGATGTTCATCAAATATTACAGGGTATATATTGACAAGAGATGGTGGT
TATACCAGTTCTGGCAATGCGACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGAGAATTAT
ATACATACAAAGTAGTACAAATTGGACCAATAGGAGTAGTGCCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
GGAAAAAAGAGGGGTTTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCATTGTCGCTGCCGGTACAG
GCCAGACAGGTATTGTCTGGTACAGTGCAACAGCAAAGCAATTTGCTCAGGGCTATATCGGCGCAACAGCATC
TGTTGCAACTCACGGTCTGGGGCATT 



>AY773340 
TTCTACTGTAATACATCAAGGCTGTTTAGTAATACATGGATGGTACATGGGATAATAATACATGGTTCAAATC
AGACAGTCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATAGAAGGAACAATTAGGTGTTCATCAAATATTACAGGGCTAATATTGACAAGAGATGGTGGTAAT
AATAGTTCTAACAACGAGACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAATACAAATTGAACCAATAGGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGGGA
AAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTAGAGTGCAACAGCAAAACAATTTGGCCAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY773341 
TTCTACTGTAATACATCAGGGCTGTTTAATAATACATGGGATAATAGTAATAGGACATGGTCAAATAAGGGAG
CATGGTCAAATCAGACAGTCACACTCCCATGCAGAATACGACAAATTATATACATGTGGCAGAAAGTTGGAAA
AGCAATGTATGCCCCTCCCATACAAGGAACACTTAGATGCTCATCAAATATTACAGGACTACTATTCACAAGA
GATGGTGGTAATAATAGTTCTAACAACGAGACCTTCAGACCTGGCGGAGGAGATACGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTACTACAAATTGAACCAAGAGGAGCAGCGCCCACCAAGGCAAAGAGAAGAGT
GGTGGAAAGGGAAAAAAGAGCAATACGACTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACA
ATGGGCGCAGCGTCAGAGACGCGGACGGTACAGGCCAGACAGGTATTGTCTGGTATACTGCAACAGCAAAACA
ATTTGCTCAGGGCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF633445 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACATGGAATAGGACAGGGAATAATAGTAGTAGTACAGGGT
CAAATGAGACAATCACACTTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATAGAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTAATATTGACAAGGGATGGT
GGTGATAATAGTAGTTCTCACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAGAATTGAACCAATAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGCAAGGGAAAAAAGAGCAATAGGACTAGCGAGCTGGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCTGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ900266 
TTCTACTGCAATACATCAGGATTGTTTAATAACAGTGATACCTCAAACAGAACTATTACTCTCCCATGTAGAA
TAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCTGTTGCAGGAAAAATTAC
CTGTAACTCAAACATTACAGGCCTACTATTGACAAGAGATGGTGGTAATAATAGTCATACCGAGACCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAACTTGAACCAT
TAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTGGCGAGAGGGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTTTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAAGCGCAGCAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>FJ900267 
TTCTACTGCAATACATCAAAATTGTTTAATAATAACACAGAACCCAATGGCACTATCACTCTTCCATGTAAAA
TAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCTATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGCTTACTATTGACAAGAGATGGTGGTACGAATCAGAGTGCTACTGAGACATTC
AGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAGTAGCACCCACCAAGGCAAAAAGACGAGTGGTGGAGAAAGAGAGACCAAAGAGAGCAGTGGGAAT
AGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGCA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAGCAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ189088 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGATGACAATGGCACTATCACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAAACAATCACCCTCCCCATGCAGGAAACATTACCTG
TGGTTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTACTGGGAATTGCACTGATGGTGGTACTGGG
AATTGCACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAAGCAAGAAGACAAGTGGTAAAGAGAGAAAAAAG
AGCAGTGGGAATGGGAGCTTTGTTCATTGGGTTCTTGGCAGCAGCAGGAGGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTG
AAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MH746263 
TTCTACTGCGATACATCACAACTGTTTAATGAGTCAGCAGGTCAATTCAATGGAACTATCATTCTCCCATGTA
AAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCTGCTCCTGTTGCAGGAAACAT
TACCTGTAACTCAAATATCACAGGCCTATTGTTAACAAGAGATAGACATGGTGAGGCTAATACTACTGAGACC
TTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAGAATTG
AGCCACTAGGGGTAGCACCTACCAGGGCAAAAAGACGAACGGTGCAGAGAGAAAAAAGAGCAGTAGGAATGGG



AGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGATGACTATTGAAGCGCAACAACACC
TGTTGCAGCTCACAGTCTGGGGCATT 
>MH746246 
TTCTACTGCGATACATCAAAATTGTTTAATAATAATACAAAAGCATCAGCATCCAATGGCACTATCACTATCC
CATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGG
AAACATTACCTGTCGTTCAAACATTACAGGCCTACTATTGATAAGAGATGGTGGTAGTAATCAGAATAATTCT
GAGGAGATCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAGCCGCTAGGAGTAGCACCCACCAAGGCAAGAAGACCAGTGGTGAGCAGAGAAAAAAGAGCAGC
AGGAATAGCAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771006 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTATCCAATGACACTATCACTCTCCCATGTCAAATAA
AACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGAAGGGAACATTACCTG
TAACTCCAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGAATAATGATACTGAGAATAAAGATACT
GAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTAGG
AATGGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTAAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771008 
TTCTACTGTAATACATCAGGACTGTTTAAATTCAATGCCTCATCCGGTGAGAATAGTACAAATATCACTCTCC
CATGTAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCTATTGAAGG
AAAAATTTATTGTAGCTCAAATATTACAGGTCTACTATTGACTAGAGATGGTGGTACTAATGATACTAATGGT
ACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTTTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCAC
AACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849782 
TTCTACTGCAATACATCAGAACTGTTTAATGACACAGGCAATGACACTAGTGCCGCTACTATCACTCTCCCAT
GTAAAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAGTGTATACTGCTCCCATTGCAGGAAA
CCTTGCCTGTAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGACAATAATAGTACTACT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAAGCAAAAAAGAGCAGTGGG
GCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GCACAGGCCAGACAAGTATTGTTTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAAC
AGCACATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427774 
TTCTACTGCAATACATCAAAACTGTTTAATGACAATAGCACTCAAAAATCCAATAATGACACTATCACTCTCC
CATGTCGAATAAAACAAATGGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGG
GAACATTACCTGTAATTCAAATATTACAGGTCTACTATTGGTAAGAGATGGTGGAAATGGTGGAAATAATACT
AATAAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAG
AGCAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>MG365768 
TTCTACTGCAATACAGCAGGACTGTTTAACAACACTGATAAGAATATCACTATCACTCTCCCATGTCAAATAA
AACAGATCATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAGCATTACCTG
TAACTCAAATATTACAGGTCTGATATTGACAAGAGATGGTGGCAATAGAAATGATACTAATTGCACTGAGACC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAGAAATTG
AACCATTAGGAATAGCACCCACCACGGCAAAAAGACAAGTGGTGAAGAGAGACAAAAGAGCAGTCGGAATAGG
AGCTGTGCTCATTGGATTCTTGGGAGCAGCAGGAAGCACTAGGGGCTTAGCCTCAGTGGCGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCCATTGAAGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>KU749396 
TTCTACTGCAATACAACAAAACTGTTTAATAATACAAGATACAATGATACTATCACTCTCCCTCTCCCATGTC
AAATAAAACAAATAGTGAACATGTGGCAGGAAGTAGGAAGAGCAATGTATACCTCTCCCATTGCAGGAAACAT



TACTTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATACTGATAATAATAATACT
GAGATCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTGGAGAGACAAAAAAGAGCAGTAGG
AATGGGAGCTATGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GCACAGGCCAGACAATTATTGTTTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAAGCGCAAC
AGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MG365764 
TTCTACTGTAATACATCAGGACTGTTTAATAATAACACAGAATCCAATGACACTATCACTCTCCCATGTCGAA
TAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCGCTCCCATTGCAGGAAACCTTGC
CTGCAGCTCAAACATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAGTAATGGGACTAGTAATGGGACT
ACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGAAGACCAGTGGTGAAGAGAGAAAAAAGAGCAGT
GGGAATAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181923 
TTCTACTGCAATACATCAAGACTGTTTAATGACACAAAATTCAATGACACTATCGTTCTCCCATGTCGAATAA
GACAACTGGTAAGACTGTGGCAGGAAGTAGGACGAGCAATGTATGCCGTTCCCATTGCAGGAAGCATTACCTG
TAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGCATAATGAAACTAATAAAACTGAGATC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGAGTAGCACCCACTGGGGCAAGGAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTAGTGGGAAT
AGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGACGCGCAACAAC
ATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181926 
TTTTACTGCAATACATCAGGCCTGTTTAATGACTCAATAATAAATGGCACTGAGAGTATCACTCTCCCATGTC
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGTTCCTATTGCAGGAAACAT
TACCTGTATTTCAAATATTACAGGTCTGCTATTAACAAGAGATGGTGGTCTGAACAATGATACTAATCAGACT
GAGACCTTCAGACCTGGGGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCCCTAGGGGTAGCCCCCCCCAGGGCAAAAAGACAAGTGGTAAAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTTTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCAATATGGGCGCGGGGTCAATGACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAAC
AGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181925 
TTCTACTGCAATACATCAGCTCTGTTTAATAATGAAACAGGATCCAATGACACTACAGGATCCAATAGCACTA
TCACTCTCCCATGTAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGGCGAGCAATGTATACCGCTCC
CATTGCAGGAAGCATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTTATGAAAAT
AATCAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTCAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGACCAGTGGTGAGGAGAGAGAAAAG
AGCAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MK041565 
TTCTACTGCAATACAACAAATCTATTTGGTGACACAATGGTAAATAACACAGATGACACAATCACACTCCCAT
GTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCAATCCTGTTGCAGGAAA
CATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAATAAAACAGATGAAACT
GAGACCTTTAGACCAGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACTAGTGGTGCAGAGAGAAAAAAGAGCAGTAGG
ACTGGGAACTCTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAAC
ATCACATGTTGCAGCTCACAGTCTGGGGCATT 
>AY173958 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGGATCCAATGGCACTATCACTCTCCTATGTCGAATAA
AACAAATGGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATCTCAGGAAACATTACCTG
TAACTCGAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAATCAGACTGAGACCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTT
GTTCCTTGGGTTCTTGAGCGCGGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAGAGTAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 



>JF683771 
TTCTATTGTAATACATCAGAATTGTTTAATAATAGTAACTCAAACAATGGCACTATCACTCTCCCATGTAAAA
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTATGCCCCTCCCATTGCAGGAAAAATTAC
CTGTAACTCAAGTATTACAGGCCTACTATTGACAAGAGATGGTGGTCAAAGTAATAAGAGTAAAGATAATGGG
AGTGAGATCTTCAGACCTGGGAGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATACAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTAAAGAGAGAAAAAAGAGCAGT
GGAAATAGGAGCTGTGTTCCTTACGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAGCAGCAAAACAATTTGCTGAAGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM068554 
TTCTACTGCAATACATCAAAACTGTTTAACAACACAGAATTCAATGTCAGTGACACTATCATTCTCCCATGTC
GAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTAATCCTATTGCAGGAAACAT
CACCTGTAACTCAAGTATTACAGGTATACTATTGACAAGAGATGGTGGTAACGGGAATGAAACTGAGAATAAT
GATACTGAAATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAGAGAGC
AGCGGGAATGGCAGCTTTGCTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAAG
CTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>JX140671 
TTCTACTGTAATACATCAAAACTGTTTAATGAAACAGAATCCGGTAACACACAGAATGACACTATCATACTCC
CATGTAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGGGCGAGCAATGTATGCCGCTCCCATTGCAGG
ACACATTACATGTAATTCAAGTATTACAGGGCTACTACTAATAAGAGATGGTGGTCAGCATAATAGTAGTAAT
GATGCTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGAGTACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ883138 
TTCTACTGTAATACATCAAAACTGTTTAATGAAAAAGAACTCAATAACACACAGAATGACACTATCATACTCC
CATGTAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGGCGAGCAATGTATGCCGCTCCCATTGCAGG
AAACATTACATGTCATTCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGTCAAAGGAATGAGACTAAT
ACTACTGAGATCTTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ979023 
TTCTACTGCAATACATCAAAATTGTTTACAAATAACATAAGCTCCAATGGGACTATCACTCTCCCATGTAGAA
TAAAACAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATACCGCCCCCATTGCAGGAAACATTAC
ATGTAACTCAAATATTACAGGCTTACTCATAACAAGAGATGGTGGTCAGGAGGGGCGTAATGATACTGAAGAA
ATATTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAA
TTAAACCACTAGGAATAGCACCCACCGAGGCAAGGAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGCAGGACT
AGGACTTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACATTTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAAGCACAACAGC
ATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ979024 
TTCTATTGCAATACAACAAAATTGTTTAATGGTAGTGGAAACAATGACATTATCACTAATGGCACTATCACTA
TCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCCATTGC
AGGACAAATTACCTGTAACTCAAATATTACAGGCATAATATTGACAAGAGATGGTGGTAACAAAAATGAGACT
AATAAAAATGGGACTGAGATCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTCTATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAAAAGACGAGTGGTGACGAGAGA
AAAAAGAGCATTGGGAATGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATCTGCTGAAGG
CCATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF075703 
TTCTACTGCAATACATCACTACTGTTTAATAATACAGTACCTAATAATGGCACTATCACTCTCCCATGTCGAA
TAAAACAATTTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTGCTATTGACAAGAGATGGTGGTCAGAGTAATAATAGTGATTCTGAGACC
TTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGAGTAGCACCCACCAGGCCCAAAAGACCAGTGGTGAGGAGAGAAAGAAGAGCAGTGGCAATAGG



AGCTGTATTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGCAGGCTATTGAAGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>KU168276 
TTCTACTGCAATACATCAGGGCTGTTTAATAATACAGGAACTAATGAAACTATCACTCTCCCATGTCAAATAA
AACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTGCTCCCATTGCAGGAAACATTACCTG
TAGATCAAACATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAGTACTAATGGTAGTATTGAGACCTTC
AGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATACAAAGTAGTAGAAATTCAAC
CACTAGGAATAGCACCCACCGAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAACAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATATGT
TGCAGCTCACAGTCTGGGGCATT 
>AJ249238 
TTCTACTGCGATACATCAGGATTGTTTAATGAAAGTGAAAAGTACAATGGCACTATCATTCTCCCATGTAAAA
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATTCCGCTCCCATTGCAGGACGCATTAA
CTGTAACTCAACTATTACAGGCCTACTATTAACAAGAGATGGTGGTCAGAGTAATGATACTAATAGGACTGAG
ACTTTCAGACCTGAGGGAGGAAACATGAAAGACAATTGGAGAAATGAACTATATAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAGTAGCACCCACCAAGGCAAGAAGACGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAAT
AGGAGCTCTGTTCCTTAGATTCTTGGGAGCAGCAGGAAGCAACATAGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTACTGTCTGGAATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAACAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY231157 
TTCTACTGCGATACATCACAGCTGTTTGATAGTACAGTACTTAATGGCACCATCACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCTGCGCCCATTGCAGGAAGCATTACCCG
TCATTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAGTAGGAATGAGACCTTCAGACCT
GGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAAAGACCAGTGGTGAAGAGAGAAAAAAGAGCGTTGGGAATGGGAGCTTTGTT
TCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAA
TTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGC
TCACAGTCTGGGGCATT 
>KU168274 
TTCTATTGCAATACATCAGAGTTGTTTAAAACTAATATAACCAATAACACTATCACTCTCCCATGTAGAATAA
AACAGATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCCATTGCAGGAAGCATTACCTG
TAACTCAAATATTACAGGATTACTATTGACAAGAGATGGTGGTCAGGATAATAAAAATGGGACTAATAGGACT
GAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGCAGCGGG
AATAGGACTTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACG
GTACAGACCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAAGCGCAAC
AGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AB485659 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAGCACGAGCCCCGAAGGAGTGTTTAACACGAGCCACAAAG
GAAATATCACTCTCCTATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGCCAAGCAATGTATGC
CGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAATATTACAGGCTTACTATTGACAAGAGATGGTGGTCAG
AATAATGAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCACAAAGACAAGTGGTGAAGAGAGAAAA
ACGAGCAGCGGGATTAGGACTTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAAGGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236605 
TTCTACTGCAATACAACACAACTGTTTAACTACACAAGATATTCCAATGGCACTATCATTTTCGGTTCCAATG
GCACTATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATATATGC
CGCTCCAATTGCAGGGAACATCACCTGTCACTCAAATATTACAGGCCTACTATTGACAAGAGATGGTGGTAGT
GGCAATGGTACTGACAATAGAAGTGAGATCTTCAGACCTGGAGGGGGAAACATGAAAGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAGGGCACACAGACGAGTGGT
GAAGAGACAAAAAAGAGCACTCGGAATGGGAGCCATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGATGTCTGGAATAGTGCAACAGCAAAATAATT
TGCTGATGGCCATTAAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KU168275 
TTCTACTGCAATACATCAGGGCTGTTTAATAATACAGTACTCAATAACACTACTATCACTCTCCCATGTCGAA
TAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC



CTGTAGATCAAATATTACAGGTCTATTATTGACAAGAGATGGTGGTGAGAATAATGATACTGAGACCTTCAGA
CCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAACTATATAAATACAAAGTAGTAGAAATTCAACCAC
TAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGGGAAAAAAGAGCAGTTGGAATGGGAGCCTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>MH705144 
TTCTACTGCAACACAAGTAAGCTGTTTAACACAACTTGGCTAAATAATAAAACGGAACACAATGGCATTATCA
ACAGCAGCACTGAAATTATGGTGCTTCCGTGTAGAATAAGACAATTTGTAAACATGTGGCAAAGAGTAGGAAG
AGCAATGTATGCCCCTCCCATTGCAGGGGTAATTCAGTGTAAATCAGATATCACAGGTCTACTATTGACAAGA
GATGGTGGTAATACTGGTAATAATACAGGAGGTGATGGTAATAATACCGACATCCTCAGACCTACAGGGGGAG
ATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAGTAAAACTTGAACCACTAGGAGTAGCACC
CACCAGGGCAAAAAGACAAGTGGTGAAAGGAAAAGAAAGAGAAAAAAGAGCAGTGGGACTGGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGACTAT
TATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAAGCGCAACAGCATATGTTGCAGCT
CACAGTCTGGGGCATT 
>AY371158 
TTCTACTGCGACACAACAGCACTGTTTAACACAACATTACTTAACACAACAATGGATAATAATGGTACTATCA
TTATTCCATGTAGAATAAAACAAATTGTAAACGTGTGGCAAAGAGTAGGGCGAGCAATGTATGCCCCTCCCAT
TGCAGGAAAAATTCAGTGCAACTCAAATATCACAGGTCTACTATTGACAAGAGATGGTGGAAGTAAGGCAAAT
AACACAGACATCCTCAGACCTATAGGGGGAGAGATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTCAACCACTAGGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAGAGC
AGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAGAAG
CGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140672 
TTCTACTGCAATACATCAGCTCTGTTTAATACAGAAGCTCTGAAAAATAACACAGGTCAAAATGGCACTACCA
CCATTTATTGTAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGAAAAGCAATGTATGCCCCTCCCAT
TGCAGGAAAAATTCAGTGTAACTCAAGTATCACAGGTCTAATATTAACAATAGATGGTAATAGAACAAATAAT
AAGAGTGAGACCCTCAGACCTGGAGGGGGAGATATGAAAGACAATTGGAGAAGTGAACTGTATAAATATAAGG
TAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGACGAGTGGTGAGCAGAGAGAAAAGAGC
AGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATTGAAG
CGCAGCAGCACTTGTTGCAGCTCACAGTCTGGGGCATT 
>KU749420 
TTCTACTGTAACACAAGCAGACTGTTTAATAACACACTGTTTAATAACACACAGCTTAATAACACAGAAGGAG
GGAACATTACTCTTCCATGTAGAATAAAACAATTTGTAAACATGTGGCAAAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCTGGAAGAATTCAGTGTATCTCAAATATCACAGGTCTACTATTGACAAGAGATGGTGGTACT
AATGATACGTCTACAAATGAGACCTTCAGACCTGGAGGGGGAGACATGAGAGATAATTGGAGAAGTGAACTGT
ATAAATATAAGGTAGTAAAAATTGAGCCACTAGGAGTAGCCCCCACTAGGGCAAAAAGGCGAGTGGTGCAGAG
AGAAAAAAGAGCTGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
AGGCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AJ277824 
TTCTACTGCAACACAGATGAGCTGTTTAATAACAGCTTGTTGAATAACACAAAAAAAGAAAATATCACTCTTC
CATGTAGAATAAAACAATTTGTAAACATGTGGCAAAGGGTAGGACAAGCAATGTATGCCCCTCCTATAGCCGG
ACAAATTCAGTGCAACTCAAGTATCACAGGTCTACTATTGACAAGAGATGGTAACAAAAATGGGTCCGAGACC
CTCAGACCTGGAAGGGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAGTAAAAATTG
AACCCCTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>AJ249237 
TTCTACTGCAACACAACTATTCTGTTTAATCACACAAGAGTAAATGACATTCTGTCTAATAATCACACGAGAG
AAAATGACACTATCACTCTTCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGACAGGCAAT
GTATGCCCCTCCCATTGCCGGAAAAATTCAGTGTAACTCAAATATCACAGGTCTACTATTAACAATAGATGGT
GGGGAGGGAAATGAGTCCGAGACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTAT
ATAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
AAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF377956 
TTCTACTGCAACACAGTAGCTCTGTTTAATGCAACTAACATGACTAATGCAATGAACAGGTCCAATGGCATTA
TCACTCTTCCATGTAGAATAAGACAAATTGTAAACATGTGGCAAAGAGTAGGACGAGCAATGTATGCCGCTCC
CATTGCTGGACAAATTCAGTGTAACTCAAGCATCACAGGTCTAATATTGACAAGAGATGGTGGGAAAAATAAT
ACCAATAATGACACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATA
AGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054264 
TTCTACTGTAACACAACAAAGCTGTTTAATTCAAGTCTGCTTAACAGTACAAGTACAAATGAAAGTATACCTG
AGATTATTCTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAGCAGTGTATTCCTC
CCCCATTGCAGGGAAAATTCAGTGTATCTCAAATATCACAGGTCTATTATTGGTGAGGGATGGTGGTAATACA
TCCCACAATGACAATGACACCCTCAGACCTATGGGGGGAGATATGAAAGCCAATTGGAGAAGTGAACTGTATA
AATATAAGGTAGTAAAAATTGAGCCACTAGGAATAGCACCCTCCAGGGCAAAAAGACGAGTGGTGCAGAGAGA
GAAAAGAGCTGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KF725967 
TTCTACTGTAATACAACAGATCTGTTTAATATAACAGCTCTGGTTAATAACACAGGGAACAATATCACTATCC
CATGTAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGACGAGCAATGTATGCCCCTCCCATAGCCGG
AAGAATTCAGTGTAACTCAACTATCACAGGTCTACTATTAACAAGAGATGGTAGAAATGATACAAATGAGACC
CTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAGCTATATAAATATAAGGTAGTGAAAATTG
AACCACTAGGAGTAGCACCCACTGAGGCAAGAAGACAAGTGGTAAAGAGAGAAAAAAGAGCAGTGGGAATGGG
AGCTGTGCTCTTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAAGGCTATAGACGCGCAACAGCATC
TGTTGCAGCTTACAGTCTGGGGCATT 
>AY371121 
TTCTATTGTAATACATCAGAACTGTTTAATATTAATATATCAAATAGTAGTACAAATAGTACTGAGAATGAAA
CTATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCC
TCCTATCGCCGGAAACATTACATGTAAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGAAATACT
AGGGATAATACCTCAGAGATCTTCAGACCTGGAGGAGGAGAAATGAGAGACAATTGGAGAAATGAATTATATA
ATTATAAAACAGTAAAAATCAAATCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389367 
TTCTATTGTAATACATCAGGCCTGTTTAATATATCATATAATAGTACAGAGAATAGTACTTATAATGAAGGGA
ATGAGACTTATACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATCAAAGGAAACATTACATGTAGATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGG
GAGAATGATAATAATAACAGTAGTGAGGTCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAATAGTAAAAATAAAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTAGTTGGACTAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCACAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389365 
TTCTATTGTAATACATCAGACTTGTTTAATATCAGTACAACAAATAGTACTAATGATACTATCACACTCCCAT
GTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGGAGA
AATTACATGCAGGTCAAATATTACAGGACTACTATTAACAAGAGATGGTGGGGGTGGAGGTAATCAAACAAAT
GAAACCTTCAGACTTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AGATTAAACCACTAGGAATAGCACCCACCAAGTCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGG
AATAGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AACATCTGCTGCAACTCACAGTCTGGGGCATT 
>AM279346 
TTCTATTGTAATACATCAAAACTGTTTAATCCTAATGGTACAGAGAATGAGACTCATATCACAATCCCATGTA
AAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAACAT
TACATGTAGATCAAACATTACAGGACTATTATTAACAAGAGATGGTGACAGTAGGAGTAATGACAGTGAGATC



GTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATAA
AACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTTGGAAT
GGGAGCTTTTCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGC
ACCTGCTGCAACTCACAGTCTGGGGCATT 
>JF327806 
TTCTATTGTAATACATCAAAATTATTTACATCAAACCTGACATCAAATAATGACACTATCATGCTCCCATGTC
AGATAAAACAAATTGTGAGAATGTGGCAGGGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGAAAT
TACATGTAGATCAAGTATTACAGGAATACTATTAACAAGAGATGGTGGGAATGATAATAGCACAATTGGAAAT
GAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAA
AAATTAAACCACTAGGAATAGCATCCACTAGGGCAAGGAGAAGAGTAGTGGAGAGAGAAAAAAGAGCAGCATT
TGGAGCTATCTTCCTTGGGTTCTTAGGAACAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAACAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAAC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY231155 
TTCTATTGTAATACATCAAGTCTGTTTACTAATTGGGAGAATATGACAAATCAGACTAATCACACAATCCCAT
GTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAA
CATTGAATGTAGCTCAAACATTACAGGACTACTGTCGACAAGAGATGGTGGGAAGAATGATAATGGAAGTGAG
AATTTTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATATGTATAAAA
CAGTAAAAATCAAATCACTAGGAGTAGCACCCACCAGGGCACGAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGACTTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY231156 
TTCTATTGTAATACATCAGGACTGTTTAATAGTAGTAATCTGTCTAATAGTAGTAACAATGAGACCGATATTA
TAACGCTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATAGAAGGAAACATTACATGTATATCAAATATTACAGGACTATTATTAACAAGGGATGGTGGGAAGACTAAC
AGTAGTAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAG
AGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGGCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCTCAGCAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>EF033660 
TTCTATTGTAATACATCAGGATTGTTTAATAGTAGTAACCTTAAAAGTAGTAACCTGACTGGTAATGAGACCA
TCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAGTGTATGCCCCTCC
CATTGCAGGAAACATTACATGTATATCAAACATTACAGGACTACTAATAACAAGAGATGGTGGGAATAATAGC
AGCCAAAATGAGACCTTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGGCAGTA
ACGCTGACGGTACAGGTCAGACAACTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCTCAGCTACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022379 
TTCTATTGTAATACATCTAGATTGTTTAATGATAATATTACACATAATAATAGTGCATCTAATAATAATACTA
AGGGAAACATCACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGTA
TGCCCCTCCTATCGCAGGAGAACTTACATGTAAATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGG
ACTCATAAAAATAATAAAAGTGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTAAAT
TATATAAGTATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTGGG
AAGAAAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAAGCGCAGCAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>JN248582 
TTCTATTGTAACACAACAGGACTGTTTAATAATAGTACATTGGAGCTTAATAACACTAGTAATGGCACTATCA
CACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAACTGGACAAGCAATGTATGCCCCTCCCAT
CGCAGGAAATATTACATGTAGATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGGAATAATGATACT
CATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAACTATATAAATATAAAATAG
TAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGT
AGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069947 



TTCTATTGTAATACATCAGGATTGTTTAATGATAGTGCATCAAATGACACTATCACACTCCCATGTAAGATAA
AACAAATAGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAACATTACATG
TAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGAAATGATGGGGCTAATAGCACAAATCAAAAT
GAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAA
GAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGAGAGAGAAAAAAGGGCAGTTGG
ACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AACATCTGTTGCAACTCACAGTCTGGGGCATA 
>KY229519 
TTCTATTGTAATACATCAGAACTGTTTAATCCTAATACCCTGAATAGTAATAGTAGTGATCAGTCTAACATCA
CCCTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCGATGTATGCCCCTCCCAT
TGCAGGAGAGATTACATGTAGATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGAAATCACCAGAAC
ATTAGTGGAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGCGGTGGAGAGAGAAAG
AAGAGCAGTTGGAATGGGAGCTTTACTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGATCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>KY229535 
TTCTATTGTAATACATCAGGACTGTTTATGAATAACCTGACTAGTGGTAGTGATCAGGATAACATCACCCTCC
CATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCGATGTATGCCCCTCCCATTGCAGG
AGAGATTACATGTAGATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGAAGTAACAATAACAATGAT
TCCAATAACAATGGAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTAATCCACTAGGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGGGAA
AGAAAGAGAAAGAAGAGCAGTTGGAATGGGAGCTTTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAGCAGCATCTGCTGCAGCTTACAGTCTGGGGCATT 
>KU168273 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATCTGGTATGTTAACGGGACAAATGGGACCGTACTAAATG
GAACAATTACTGGGACCGGACTAAATGGAACAATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTG
GCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTAGGGGAGATATTACATGCGAATCAAATATTACAGGA
CTAATATTAACAAGTGACTATGTTAATACAACAGATACAAATGGAAGTGTTACCCTCAGACCTACAGGAGGAG
ACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACC
CTCCAGGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCTGTGGGAATGGGAGCTTTTTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAGTAATCTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTG
GGGCATT 
>AF005496 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTAGTTGGGAAATGCATACTAATTACACATCAAATGACACAA
AGGGAAACGAAAACATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGC
AATGTATGCCCCTCCCATCCAAGGAAACATTATGTGTGTATCAAATATTACAGGACTAATATTGACAATTGAC
GAGGGTAACGCGTCTGCAGAAAATTATACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTAGTAAAAATTGAACCACTGGGAATAGCACCCACCAAGACAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTCTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGAGCTATACAGGCGCGACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KY392776 
TTCTATTGTAATACATCAAAACTGTTCAATAGTAGTGAAAATTCCAATGCAAACATCACACTCCCATGTAGAA
TAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAATATATGCCCCTCCCATCGCAGGAAACATTAC
ATGCATGTCAAATATTACAGGATTAATATTGACACGTGATGGGGGAGTTAACAATAACAATGACAGTACTAAT
AATACAGAAATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGCTATATAAATATAAAG
TGGTAAAAATTGAGCCACTAGGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTAAAGGCTATAGAGG
CTCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>KU168280 
TTCTATTGCAATACATCACAACTGTTCAATAATAGTTGGAATGGAAGTAGTTGGAATAACAATGCTACAAATG
ACACTATCACAATTCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCCATATACGC
CCCTCCCATCGCAGGAAACATTACATGTGTATCAAATATTACAGGATTAATATTAACACGTGATGGGGGACAG
GGAGGAAATGAGACAAACAAGACTGAGGCTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTGGAGGTTGAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG



AGTGGTGGGGAGAGAAAAAAGAGCGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAATGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>GU237072 
TTCTATTGTAATACATCAAGCCTGTTCAATAGTAGCTGGAGTAGTAAGAATGATACAAATAGCACAGCAAATT
ACACAATCATCCCATGTAAAATAAGACAAATAGTGAGAATGTGGCAGAAAGTAGGACAAGCAATATATGCCCC
TCCCATTGAAGGAAACATTACATGCTCATCAAATATTACAGGATTAATATTGACACGTGATGGAGGAGACAAG
AACAGCACTAGCAACAACAGTACTGAGATCTTTAGACCCACAGGAGGAGATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAGATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>AJ249239 
TTCTACTGCAATACAACAAAACTGTTTAATGAGACAGGGGAGAATGGTACTATCACACTCCCATGTAGAATAA
AGCAGATTATAAACATGTGGCAGAAAGTGGGAAAAGCAATATATGCCCCTCCCATTGCAGGAAGTATTAACTG
TAGCTCAAATATTACAGGAATGATATTGACAAGAGATGGTGGTAATAATACTCATAATGAGACCTTCAGACCT
GGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAGTACAGATTGAACCACTAG
GAATAGCACCCACCAGGGCCAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGATTAGGAGCTGTGTT
CTTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGCAACAACATCTGTTACAGC
TCACGGTCTGGGGCATT 
>MH746262 
TTCTATTGCAATACAACACAACTGTTTAATGGCACGATTGGCAATATCACACTGCCATGTAGGATAAAACAAA
TTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAATGGAATACTTAATTGTGTATC
AAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATCATACGAATGAAACTGAGACCTTCAGACCGGGA
GGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAA
TAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTT
TGGGTTCTTAGGAGCAGCCGGAAGCACGATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCA
CAGTCTGGGGCATT 
>U51188 
TTCTATTGCAATACAACAGCACTGTTTAATAGTACTTGGATAAATGGAACCATGCAGGAGGTTAATGGCACAA
ACTCAGGCAATATCACACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAAT
GTATGCTCCTCCCATCAGTGAAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGG
GGTATTAATCAAAATCAGACTAACAAAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112863 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGAACCACGAAGGGGTGTAATGGTACTA
TCATAATTCTATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CGTCAGAGGAACAATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGAGTTAATAGG
ACACATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAATGAATTATATAAATATA
AAACAGTACTAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036528 
TTCTATTGCAATACAACAAGATTGTTTAATAATACTTGCATAAACAATGAAACCATAGAGGGGTGTCAGAACA
TCACAATTCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAAAATTAGTTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAAG
ACGAATGAGGAGATCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAGTTATACAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>HM215415 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGCATAGAGGAGTGCAATGAAACCATTTGCTACAATG
AAACCACTTATCTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTATGC



TCCTCCTATTGAGGGAAAAATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAT
AATAATAGTACAGGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF835503 
TTCTATTGTAATACATCACAACTGTTTAATACAACACAACTTAAACGGTTTAATAATGGTGGGGGTAGTGACA
CTATCATACTTCCATGTAAGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGCAATTAATTGTTCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGTTCAT
AATGGGAGTAACGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835505 
TTCTATTGCAATACATCACAACTGTTTACTTGGAAAGAAAATGAAACCATAAATGGGGGTAATGGTAGTATCA
CACTTCAATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTCCCGT
CAATGGAACTATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGAG
AGTAATACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835527 
TTCTATTGCAACACATCAAACCTGTTTAATACAACATACCTTAATAGTAGCACAGAAAATAACAATATCACAC
TTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAACATTAGCTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGGAATGGTACAGAG
GGGACGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCATCATTTGCTGCAACTCACAGTCTGGGGCATT 
>JX112809 
TTCTATTGCAATACAAGCCAACTGTTTAATGCTACTTACGGAACAAATGAAACCACGCGTACGCGTAATGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGATAAT
AATAGTACTAACGAGACCTTCAGACCTGGAGGGGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112813 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACTTGGACAGGAAATGAAACCATAAATGAGAATGGGACTA
CTAAAATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATATATGC
TCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAT
GGTAATCATATAAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112814 
TTCTATTGCAATACAAGCCAACTGTTTAATAAAACTTACTATGGAAATGAAACTACTTCCATAGGGAATACCA
CGAATAACACTATCGTACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGT
GGTAATAATAAGTCTCAGGTGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 



>JX112820 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGGAAAGAAATGGAACCATGAGGGGGCATAATAGCA
CTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCGCAGGAAGTATTAATTGTACATCAAATATTACAGGGATACTATTGACAAGAGATGGT
GGTTATGATGCGGAGAATAATGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCATGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGTTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112823 
TTCTATTGCAATACAAGCCAACTGTTTAATGATACAGGAAATGAAACCATAGGGAATAATAGTAACACTATCA
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGCGGTACTAATGGTAAT
AATACTAATAATACCACTAATAATACCGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGACAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCATCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112826 
TTCTATTGCAATACAAGCAAACTGTTTAATTTTACTTTCCCAAGAAATGAAACAGGGGAGAATGATACAACTA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGGATAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTCATAATAAT
AATACTATTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112835 
TTCTATTGCAATACAAACAAACTGTTTAATGTAACTTACAATGAAAAGAATACCACAGGGGGGAGTAATGGCA
CTATCATACTCCTATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTACTAACAAGAGATGGTGGTGGTACT
AATAGGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112844 
TTCTATTGCAATACAACAAACCTGTTTAACAGTACTTGGGAAAATGGAACCACGGAGGGTAATGGCACCGAGA
AGATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTTATAAT
AATGCGGATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GU475036 
TTCTATTGCAATACAACAAAACTGTTTAATAGGAATAATAACTATAGCACTATCATACTTCCATGCAAGATAA
AGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGCATAAATTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTCATAATAGTAGTGATGAGACCTTCAGA
CCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAGAAATTGAACCAC
TAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>GU475019 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCATAAACAATGCAAGCACAAAAGGGTGTAATGAAA
ATATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAAATTACTTGTAGATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATCAT
AGCACAGGTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA



AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960627 
TTCTATTGCAATACAACAAACCTGTTCAATAGTACTTGGAAAAATGAGACCATGGAGGGAGGTAATGATAATT
ACACTAAAATCATACTTCCATGCAGGATAAAGCAAGTTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
AATAATATAACTGAAGAGACTTTCAGACCTGGAGGAGGAGATATAAAGAACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960615 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAAACCACGGAGGGAGGTAATGATA
ATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAAATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
GATTATAATAATACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTACAAATAGAACCACTAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960639 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGCTTAATGGCACTATTA
TACTCCCATGCAGGATAAAACAAATTGTAAACCTGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAAAAATTAATTGTGCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACA
ACTAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAAAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960632 
TTCTATTGCAATACAACAAGGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGGAAATGAGACCATGG
GGGAAGGTAATAATAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGC
AGGACAAGCAATATATGCTCCTCCCATCAGTGGAATAGTTAATTGTGTATCAAATATTACAGGGATACTATTG
ACAAGAGATGGTGGTCAAGAAGATAATGGAACAAATAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATAGAACCACTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTAAATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH672757 
TTCTATTGCAATACAACAAAGCTGTTCAATGGTAATGGCACTAAAAATGGTAGTGAGACAAACAGTAGCACTA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATCATAAT
AATACTACCGAGATTTTCAGACCTGGAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112798 
TTCTATTGCAATACAACAAAACTGTTCAATAATGAAACCATGAAAGAGGACACTATCATACTTCCATGCAGGA
TAAAGCAAATTATAAACTTGTGGCAAGGAGTGGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAATTCA
ATGTGTATCAAATATTACAGGAATAATATTAACAAGGGATGGTGGTAATCAAAGTAATAGTAATGTAACTAGA
GAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112799 
TTCTATTGTAATACAACAAAATTGTTTAATAAGACAGAGAATGGAACCATGGAGGGGTTTAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGAACAAGCAATGTATGCTCCTCCCAT



CAGTGGAAACATTACTTGTAGATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGGTTATGATACA
TCTCCCGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC870041 
TTCTATTGCAATACAACAAAACTGTTTAATAAGACTTTCGATAAGAACATAGAAAATGACACCATGGATGGCA
GTAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTAGGGGAAAAATTCATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTACTGATAATAACGAGACCTTCAGACCTGGAGGGGGAAACATAAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGGGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGCGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH672923 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGTTTAATACCACTATCA
TAATTCCATGCAAGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCCCAT
TAGTGGAGTAATTAAGTGTCATTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATGCA
AATAACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655206 
TTCTATTGCAATACTAGCAGACTGTTTAATGCTACTTATTATAAAAATGGAACCACAGAGAATGGAACCACAG
AGGGGAGTAATCACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTAGTAATGCTACAAATGAGACCTTCAGACCTGAAGGAGGGAATATAAAGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCTGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG655209 
TTCTATTGCGATACAACAAAACTGTTTAATAGTACAGGAAATGGAACCATGGAGGGGCTTAATGGCACCATTA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATATATGCTCCTCCCAT
CAGTGGAAGAATTGAGTGTAGATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTCATAATATAACT
AACGAGACCTTCAGACCAGGAGGAGGAAATTTAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGAATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655214 
TTCTATTGCAATACAACAAAGTTATTTAATAGTACAGAAAATGGAACCAGGGAAGAGGGTCATAATGGCACTA
TTATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGCCAAGCAATGTATGCTCCTCC
CGTCAGAGGAAACATTAATTGTGTATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGTATTAAGGGA
ACTCACAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>MG655215 
TTCTATTGCAATACAACACAATTGTTTAATAATAATTCCACGTTTAATACCACTGTCATACTTCCATGCAGGA
TAAAGCAAATTGTAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCATCAGTGGAATGATTAA
TTGTGTATCAAATATTACAGGAATAATATTAACAAGAGATGGTGGTTATAGTAATACAACTAACGAAACCTTC
AGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGACTAGAGAAAAAAGAGCAGTAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATC
TGCTGCAACTCACAGTCTGGGGCATT 



>DQ234790 
TTCTATTGCAATACAACACAACTGTTTGATAGTAGTTGGAATACAACAACAACCAATAGGGAGAACCGTAGTA
ATTTCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAACAGGAAAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTCAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AATGGGTCTAACGAGACCGAGACCTTTAGACCTGGAGGAGGAGATATAAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF859741 
TTCTATTGCAATACAACAAAATTATTTAATCACACAAACAATGACACCATGCAGTATAATGACACTATCACAC
TTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAG
GGGAAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTGGGACAAACAGTACG
AACGAGATCTTCAGACCTCAAGGAGGAAATATAAAGGACAATTGGAGAAGTAAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH327759 
TTCTATTGCAATACAACACAATTATTTAATAACACCAATGGTACTATCATACTTCCATGCAAGATAAAACAAA
TTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAAAAATTAATTGTGTATC
AAACATTACAGGAATACTATTGACAAGGGATGGTGGGGCAAATAGCACGAATGAGACCTTCAGACTTCAAGGA
GGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAG
CACCCACCAGGGCACGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGG
GTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTG
TCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAG
TCTGGGGCATT 
>MH078562 
TTCTATTGCAATACAACACGATTATTTAATTGCACAAACAATAATAACACGTGTAATGAAACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGG
AAGAATTAATTGTGTATCAAACATTACAGGAATACTATTAACAAGGGATGGTGGTCAGACAAACGATACGAAC
TACGAAACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAA
TACAAATTGAACCACTAGGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373160 
TTCTATTGCAATATAACAAAACTGTTTAATAGTACTTGGGGGAGTAATGGCACTTGGAATGGCACTGAATACA
ATAACGATACCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAACAACCAGGACAAGCAATGTA
TGCTCCTCCCGTTCAGGGAGTAATTAATTGTATATCAAATATTACAGGACTAATATTGACAAGAGATGGTGGT
ATTAATACTACAATTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411840 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACTTACAATGGAACTGAAACCGGGAAAGAGGGTAATGGCA
CTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACGAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGCGATTATGGTGGTAAT
AATACACAGAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411841 
TGCTACTGCAACCCCCTGCAACTGTTTAATAATAAGACTCATACTAATGGTACTAATGGCGCTATTGTACTTC
TACGGATAATTAAGATAATGAAAATGATGAACCTGGGAGGAGGAGCAGCACAGGCTCCGCCTGCTCCTCGAAG
TAGTATATGTGTTATTTCAGTTTCAAGAATAACACTGATACTAGTGGGTGGTGATGATGATAATAATAATAAT
AACCGCCAGAGCTTCGGACGAGCGGGAGGATGGATGAGGTACGATTATGGATATGAAGTATTACAATATGAAC
TAGTACGAATAGTACCACCACCAACAACAACAACCATGGTGGAGATGAGAAAAAGAGAAAAAGGAAAAAGAGC



AGTGGTAATAAGAGTTTTGATCATCGGAGGAATAGGAACAGCAGCGGCACCATTATCGCTGACGGCGATGGCC
CAGCAGATATTGTCATGGATATTGAGACAGCGGAGGCTGCTGCTGATGAGTATTAAGTTGATGGAGCATCAGC
AGCAGCTCACCTGCTGGGCCATC 
>KP411842 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACTTACAATGGAACTGAAAGTACCGAAGGGTCAAATGAGG
GTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACGAGCAAT
GTATGCTCCTCCCATCAGTGGAAGCATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGCGATTAT
GGTGGTAGTAATACACAGAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213735 
TTCTATTGCAATACAACAAAACTGTTTAATAGTCCTTGCCTGAAAAATGAAGAAAATGGAACATGTAATAGCA
CTATCATACTTCCATGTAAGATAAAGCGAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAATGTATGCTCC
TCCCATCAGCGGAATCATTAGGTGTAACTCAACTATTACAGGAATACTATTGACAAGAGATGGTGGTAACCTT
AATAACAGTACTAATGAAACCCTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213733 
TTCTATTGCAATACAACAAAACTGTTTAATAACACTTGCATAAATGGAACAATGGAAAATGAGAGTAATAGCA
CTATCATACTTCCATGCAAGATTAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTCAGCCGAAT
GATACGGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCGATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KY213722 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATGAAAACATAACCACGGGGGGGTCTA
ATAACACTCACACTGTCATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAAT
GTATGCTCCTCCCATCAGGGGAAACATTACTTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGT
GGTGATAATAATAGTATTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCTCCAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCGCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952667 
TTCTATTGCAATACAACAAAACTGTTTAATAATACGTGCATAGGAAATGAAACCATAGAGGGGTGTAATGACA
CTATCATACTTCCATGCAAGATAAAGCAAATTGTGAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTTATAAT
AATAATACTAAGGCTAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTTTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ953089 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCAAGGAAGAGTGTAATAAAT
TCAAGAAAGAGTGTAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGT
AGGACAAGCAATGTATGCTCCTCCCATTAGAGGAAGAATTAATTGTGTATCAAATATCACAGGAATACTATTG
ACAAGAGATGGTGGTAGTATTAATAGGAATTATGAGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ953475 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGAAACCGAGGAGGGGAATAATAACA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC



TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
GCGATGAATGAGACCTATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168264 
TTCTATTGCAATACAACAGACCTGTTTAATAAAACTTACAGAGGAAATGAAACTGGGGAAGAGAGTAATGGCA
CTAATATCATACTTCATTGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAAGCATTAATTGTGCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGTTG
GGTAATACAAGTAACAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY358059 
TTCTATTGCGATACAACAAAACTGTTTAATAATACTATAAAAAATGGAACCATAACGCTTCCATGCAAGATAA
AGCAAGTTGTAAACATGTGGCAGGGAGCAGGACAGGCAATGTATGCTCCTCCCATCAAGGGAAGCATTAATTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATCAAAACGCGACTGAGATTTTCAGACCT
GGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>AY358068 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGGAAACATAGGGGAGTATAATTACA
CGGGGTATAATTACACGGGTAATAATACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGG
AGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAATATTACAGGAATACTA
TTGACAAGAGATGGTGGTAATACTACGGATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ314732 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGGTAGGAAATGAAACCAAAAAGGGGGATAATGGCA
CTATAAGAAATGAAACCAAAAAGGGGGATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAA
CATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATT
ACAGGACTACTATTGACAAGAGATGGTGGAGGTAATAATGACTCGAGTCAGAACGAGACCTTCAGGCCTGGAG
GGGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAAT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTT
GGGTTCTTAGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCAC
AGTCTGGGGCATT 
>JX447561 
TTCTATTGCAATACATCAAACCTGTTTGATAGAAATGAAACCACGAGTAATGGCACTGGCACTATCATACTTC
CTTGCAAGATAAAGCAAATTGTACGCATGTGGCAGAGAACAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AAGCATCAATTGTGTATCAAATATTACAGGAATTCTGTTGACAAGAGATGGTGGTAATGGTAATAATACTAAT
CAGACAGAGATCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX447855 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTACGGAGAAAATGGAGAAAATGAAACCATGGGGGGGA
ATAATGGCACTATCATACTTCCATGTAAGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTACGCTCCTCCCATCAGTGGAAGAATTAATTGTAGATCACAAATTACAGGAATACTATTGATAAGAGATGGT
GGTTATGATCGTGTTAACGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTTACAGTCTGGGGCATT 
>JX448022 
TTCTATTGCAATACAACATCACTGTTTAATGATACTTGCATAGGAAATGAAACCAAGGAAGGGTGTAATACAA
CTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAGGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAAT
AATGATTCTAGTGAGATCTTCAGACCTGGAGGAGGGGATATAAGAGACAAATGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACCAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743764 
TTCTATTGCAATACAACACAACTGTTTAATCTTAATAATGCTACTGACAGAGAAAATAAAAATATCACACTTC
CATGCAGGATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGG
AAAAATTAATTGTGTCTCCAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGTCACAATGATACTAAT
AATAATACTGAGACCTTTAGACCCGCAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTGGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGACAGACCGAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTA
ACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743781 
TTCTATTGCGATACAACAAAACTGTTTAATAATAATTGCACACAAAATGCAACCGATCAGGATGAAAAAAAGT
GTAATGGCACTCTCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
ATATGCTCCTCCCGTCCGTGGAAGTATTACTTGTGTATCAAATATTACAGGAATAATACTGACAAGAGATGGT
GGTACTCATAAGAATGGTACTGCTGATAATACAACCGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCT
GGAAGCACTATGGGCGCGGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446699 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGCTTCAAAAATCATAACACCACTGAGGCCACTCAGG
AGTGTAATGACACTATCACAACAGATGGCAAGATCATACTTCACTGCAGGATAAAGCAAATTATAAACATGTG
GCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAACATTACAGGA
ATACTATTGACAAGAGATGGTGGTGATACTGGTAAAAATTATACAAATGGTACCAGGAAAGAGATCTTCAGAC
CTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACT
AGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATG
ATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCA
ACTCACAGTCTGGGGCATT 
>JX446736 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCTTGCATAAAAAATGAAACCAATGGGAACTGTAATGGTA
CTATCTATCTTCCTTGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGAATCAAATATTACAGGAATACTATTGACAAGTGATGGGGGTAACATG
ACCGGAAACAACAAGACCTTCAGACCTGCAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTGGGAATAGGGGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447312 
TTCTATTGCAACACAACAAAACTGTTTAATTGGACAGAAGGTGAAACCATAGAGAATAGCACGGAGAATATCA
TGCTGCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATGATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCATGATGGTAAT
AATACAAATAATACAAATAATAATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447646 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCTTAAATGAAACCAAGTGTAATGGCACTGTCACAC
TTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG



GGGAAATATTACTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGGGGGGAACGAG
ACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAAAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAAGCGCAGCATC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN944659 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAGAGAAAATGAAACCATAGAGGAGCATAATGGCA
CTAATGGCACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGA
GGTCATAATACGAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691090 
TTCTATTGCAATACAACAAAACTGTTTAATAATACCTGCATAAATGAAACCATGAGGGGAAGCAATGAAACCA
GGGAGTGTAATAACACTATTACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAATAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATAATACTGGGAATGACGAGATTTTCAGACCTGCAGGAGGAAATATAAGGGACAATTGGAGAA
ATGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446728 
TTCTATTGCAATACAACAAAATTGTTTCATAGTAATTGGACAACAACAAATGGCACTATAGAAAGGTACAATG
ACAATGAAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGAGGAATAATTAATTGTACATCAAATATTACAGGAATATTATTGACAAGAGATGGT
GGTCTTCATAATGGGACTAACGATACAGAGACATTCAGGCCTGAAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAGATTGAACCATTAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCCTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447013 
TTCTATTGCAATACAACAAAACTATTTAATGGTAATGGGACAAATGAAACCATCTATCTTCCATGCAGGATAA
AGCAAATTATAAATATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCAGAGGATGCATTAATTG
TGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGGTGGTAATAATAGTAACAATGAGACCTTC
AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGC
CACTAGGACTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>JX447057 
TTCTATTGCAATACAACACGACTGTTTAATCATTCTCACAATGAAACCTGGAAGGAGAAGTATAATGGCACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAAGATTGAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATCAA
ACTAATGGGACCGAGATCTTCAAACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTACAAATTGAACCACTAGGATTGGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGAAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447480 
TTCTATTGCAACACAACAAAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCATAGCGGGCTATGATAATA
ACAGCAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTA
TACTTCTCCCGTCAGTGGAAGAATTAATTGTATCTCAAATATCACAGGAATACTATTAACAAGAGATGGTGGT
GGTAATCATAGCAATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTACAACTTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCATCGTCTGTTGCAACTCACAGTCTGGGGCATT 



>HQ691006 
TTCTATTGCAATACAACACAACTGTTTAATAATAATTGTACAAATGAAACCATGAATGGGTGTGATGGCAATA
TCACACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTCC
CATCAGAGGACAAATTAGTTGTGTGTCAAATATTACAGGGATACTACTGACAAGAGATGGTGGTCATAATGGT
AGTACAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGGATAGCACCTTCCTGGGCAAGGAGAAGAGTGGTGGAGAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
GTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916573 
TTCTATTGCAATACAACAACACTGTTTAATAATACTTGCATAAAAAATGAAACCGCGGAGGGGTGTAATAAAA
CTATCACACTTCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATCAGTTGTGAATCTAATATTACAGGATTACTACTGACAAGAGATGGTGGAAGCAAT
ATTAATACTATTAATAAGAATGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447074 
TTCTATTGCAACATAACAACACTGTTCAATACTACCTACTTAAATCAAACCACAGGAAAGTATACACTTCCAT
GTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTATGCTCCTCCCATCAGGGGAAC
AATTAATTGTATATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTATGAATATAAATAGCACTAAC
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447303 
TTCTATTGCAATACATCACAACTGTTTAATTACACAACAGATGCAGACATGAGGAACAAGACAGCCATAAAAA
ATAGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGT
GAGCAGAAGAATGAGAGTAGGCGAAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACTAAGGCAAGGAGAAGAGT
GGTGGAGAAACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACATCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447335 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTGTTAATGGCACTATCACACTTCCTAATGGCACACTTC
CATGCAAGATAAAGCAAATTATAAAAATGTGGCAAGGGGTAGGACAAGCAATGTATGCTCCTCCCATCAATGG
AAGCATTAATTGTGTATCAAACATTACGGGACTACTATTAACAAGGGATGGTGGTAATCAGGGTAATCATACT
AATGATACTGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388161 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGCATGGGAGATATGCCCAAGGATGGGTGTAATGGCA
CTTTCAATGGCACCGGCACTATCATACTTCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCTCCTCCCATCAAGGGAAACATTAGTTGTGTATCAAATATTACAGGAATACTATTAACA
AGAGATGGTGGTAATAGGACTCATAACGGGACTAAGGAAGAGATCTTCAGACCTGCAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGGATAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916591 
TTCTATTGCAATACAACAAAACTGTTTAATGAGACTTACCTGAATGGGTCTACTTACCTGAATGAGTCTACTG
GCTATATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
CCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGACT
AATAATACAAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA



AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGTTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916581 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACCTGGGCCAAGGAGGGGTGGAATGGCACTAATTATAATG
ACACTTATTATAATGGCACTAATTATACTGGCAATATCACACTTCCATGCAGGATAAAGCAAATTGTAAACAT
GTGGCAGGGAATAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAACGATTCAGTGTGTATCAGAAATTACA
GGAATACTATTGACAAGAGATGGTGATATTACTAATGCGGCTAACGAGACTTTCAGACCTGGAGGAGGAAATA
TAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGATGATCTTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>JF680932 
TTCTATTGCAATACAACAAAGATGTTTAATGCGACAGAAAATGGAACCAGGGAAGGGAATAACAATACGATCA
TAATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAAAACAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAATAATTAATTGTGTATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGAAATGAGGATAAT
CATAGTAAGGACAACGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT185951 
TTCTATTGCAATACAACAAAACTGTTTAATGGTACTTACCCGAAAAATGGAACAGATGGAACAAATAATGACA
CTATCATACTCCCATGTAGGATAAAGCAAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATTGAGTGCTACTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATACT
AGCAATAGTGATGGTGGTAATATTAGCAATAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185973 
TTCTATTGCAATACATCAAAACTGTTCAACAATACTTGCAGAGAAGATAGCACGAAGGAGGGGTGTAATGATA
CCATACTGCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGGAGTATCAACTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTTACAACAAT
AAGAGTAATGGGAACGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185837 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAGGGAACTATAATGACACTATCATACTTCCATGCAGGA
TAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGCAACATTAC
TTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTGCGAATCAGACTAATGAGACCGATGAG
ACCTTCAGACCGGGAGGAGGAGATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAA
TTGATCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGTGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989500 
TTCTATTGCAATACAACAAAACTGTTTAATAGGACTTACCCAGGAAATGATACCACTGAGGGGCAGAATGGCA
CTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGAGGACCGATTAACTGCTCATCAATTATTACAGGAATACTATTGACAAGGGATGGTGGTAGTAGT
ACTCAAAACGAGACTCAAAACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATA 
>MG989502 



TTCTATTGCAATACAACAAAACTGTTTAATGGTACTTACCCGAAAAATGGAACAGATGGAACAAATAATGACA
CTATCATACTCCCATGTAGGATAAAGCAAATTGTAAGATTGTGGCAGGAAGTAGGTCAAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATTGAGTGCTACTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATACT
AGCAATAGTGATGGTGGTAATATTAGCAATAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989521 
TTCTATTGCAATACATCAAAACTGTTCAACAATACTTGCAGAGAAGATAGCACGAAGGAGGGGTGTAATGATA
CCATACTGCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGGAGTATCAACTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTTACAACAAT
AAGAGTAATGGGAACGAGACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230418 
TTCTATTGCAATACAACAAGCTTGTTTAATAAAACTTACATAGGAAATGAAACCAGAAATGAAACCCATGATG
GGGGGAGTAATAAAACTATTACACTTCCATGCAAGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAGTAATTAACTGTGTATCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTCAGGGTGGTCATAATAATACAACTGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989579 
TTCTATTGCAATACAACAAAATTGTTTAATGGAAACCATAGCAAGAGTGGTAATGACAGCATCGTACTTCCAT
GTAAGATAAAGCAGATTATAAACCTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGGAT
AATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAGCTCACAATGGGAGTAACGAG
ACTGAAATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TACAAATTGAACCTCTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAAAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989561 
TTCTATTGCAATACAACAAAACTATTTAATAATACTTGCATAAATGAAACCACGGAGGGGTGTAATAAAACTA
TCTATCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAGGATTACTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTGATAAT
GCTACGAACGGGACCGAGATCTTCAGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTTTA
AATATAAAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF957493 
TTCTATTGCAATACAACAAAATTATTTAATGGTACAGAAAATGGAACCATGGAGGGGAATACTGACACTAATG
GCACTATCATCCTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATATATGC
TCCTCCCATCAGTGGAAACATTAGTTGTGAATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAGT
GGTAGTTATACTAATGATAGTGATGCTAATAATACAGAAATCTTCAGACCTGAGGGAGGAAATATAAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989524 
TTCTATTGCAATACAACACAACTTTTTAATAGTACTAGTACTAACAACTCAGAAGGGAATATCATAATTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGTAATGTATGCTCCTCCTGTCCAAGGGCG
AATTAATTGTGCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTCATAACGGGACATCCCAGAAC
GAGACATTTCGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTAAAGAGAGAAAAAAGAGCAGTGGG
CATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG



GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989535 
TTCTATTGCAATACAACAAAACTGCTTAATAATACTTGTATAAAAAATCACACCCAGAAGGGGTGTAATGACA
GTATCATACTTCCATGCAGAATAAAGCAGTTCATCAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAATCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGTA
ACTAATACTAGTGAAATCTTCAGACCAGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989548 
TTCTACTGCAATACAACACAACTATTTAATGGTACTGGTACTAATAGCACTATCACACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATCAATTG
TATATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTCATAATAATGGTACTAATGAGACCTTCAGA
CCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGGGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGC
AACTCACAGTCTGGGGCATT 
>MG989534 
TTCTATTGCAATACATCAAAACTGTTTAATAGAACATATGAGTTTAATAGAACACATGAGGGAAATGATACCA
TGAATGATACCACTATCATAATTCCATGCAAAATAAAGCAAATAATAAGAATGTGGCAGGGAGCAGGACAAGC
AATGTATGCTCCTCCCGTCAGGGGAAAAATTCAGTGTGTATCAAATATTACAGGAATATTATTGACAAGAGAT
GGTGGTGGTGGGAATACTAGTAATAATGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGGATAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGAGAAACACAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCAATATCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989537 
TTCTATTGCAATACAACAAAACTGTTTGATAATGAAACCACAGGGCCGTGTAATGACACCATTATACTTCCAT
GCAGAATAAAGCAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAG
TATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATCATAATGGGAACAATAGT
ACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTGTTTAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACATGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>MG989554 
TTCTATTGCAATACAACACAACTGTTTAATAGTAATGAAACTACCTATAATAAAACTATCATACTTCCATGCA
GGATAAAGCAGATTATAAGATTGTGGCAGGGAATAGGACAAGCAATGTATGCTCCTCCCATTAGTGGAACAAT
TAATTGTGTATCAAATATCACAGGAATACTATTGACAAGAGATGGTGGAGATGGTGATAATACTAGTAGTAAA
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCTCCAAGGCACGGAGAAGAGTGGTGGACAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX848346 
TTCTATTGCAATACAACACAACTGTTTAATAAGACTGACATAGAAAATGAAACCAAGGAGGCTAATGCTAATG
GCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGACAAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGT
CAGAACGAGAACGGGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGTAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952820 
TTCTATTGCAATACAACAGGACTGTTTAATAATTGCACAGGAAATGAAACCTGTAATGACACTATCATACTTC
CATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGGGG
AACAATTAATTGTCTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATATTAAGAATAAC



GAGACGGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215432 
TTCTATTGCAATACATCAAAACTATTTAATAGTACAAAAAATAGTACTTGTGAGGGGTGTAATGGTACTATCA
TACTTCCATGTAAGATAAAGCAATTTATAAACATGTGGCAGAACCCAGGACAAGCAATGTATGCTCCTCCCAT
CGAGGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAGTACA
AATAACGAGACCTTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTGGGAATAGCTCCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY444805 
TTTTATTGCAATACAACACAGTTGTTTAATAGTACTTGGAGAATAAATGAAACTATGGGGGAGTCTAATGACA
TAAACTCAAATATCACACTTCCATGCAGGATAAGGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCGATGAAGCAATTCAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTCATAATGTGAGTAATGATACTGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTGCAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185251 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCATAAAAAATGAAACCACGGAGGGGTGTGATGGCA
CTATCACACTGCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATATATGCTCC
TCCCATCAGAGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTCAT
AATACGACGACTAATGAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGGAAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGATAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FN432728 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGACAGCAATAGCACTGTTAGCTCAGATGACAGTG
ATACTAATGACAATGTCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCGAAGGAGTAATACAGTGTGAATCAAACATCACAGGACTACTATTAACA
AGAGATGGAGGGAATGAGAATAATACAAACACAACTAAAGGAGAAGTTTTCAGGCCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAACTATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCACC
TGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTCGGCCTAGGAGCTTTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGGATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCAT
T 
>HQ912710 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGAATAACAATAGCATTGCCAACTCAACAGATAGCA
AGAGCACCATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAGCTGTAATTCAAGCATTACAGGATTACTATTAACAAGAGATGGAGGG
AATAATAATAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTGTAGCACCCACCCATGCAAAAAGAAGGGTGGTGCAGAG
AGAAAAAAGAGCAGTTGGACTAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGGGCAATCTGCTGA
GAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ313242 
TTCTATTGCAATACACCGATACTGTTTAATAGCACCTGGGAGTACAATAGCACTTGGGGTAACTATAGCTCAA
ATTACACAGGGTCAAATGACATTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAAAGT
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAGTTAAGGTGTGAATCAAACATTACAGGATTATTATTA
ACAAGGGATGGAGGGACTAATAGTACAAATGAGACTTTCGAGACTTTTAGGCCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTGGCACCCACCCATGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 



>MH746242 
TTCTATTGCAATACATCAGCACTATTTAATAGTAGTTGGAATAGCACTACTTGGAATAGCACTCGAAATACCA
ATGCTAGCTCAAATGACACAGAACCTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAG
GATAGGACAAGCAATGTATGCCCCTCCCATCAAAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGGACAAATAATAGTACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MH746250 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAAATGGAATACTACCACTAGGAATTGGATTGACA
TCTCAAATAACACAGACACTGTCTCAAATAACACAAATATAACTCTCCAGTGCAGAATAAAACAATTTGTAAA
TATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAGATAAGATGTAACTCAAACATT
ACAGGACTACTATTAACAAGAGATGGAGGGAATAACAGTGGTGATGCAAATGAGACATTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTCTGGC
ACCCACCCCTGCAAAACGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTTTCTTCCTTGGG
TTCTTGGCAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGT
CTGGGGCATT 
>MH078536 
CTCTATTGCAATACATCAGGCTTGTTTAATAGCACTTGGGAAAACAATACTAACATAACCAACTCCAATATAA
CGCTCAAATGCCAAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCAT
TAAAGGAAATATAACATGTGTATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGGGGGAATAATACT
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCGAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
TGGACTGGGAGCTGTCTTTCTTGGGTTCTTAGGGGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTC
AACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH078539 
TTCTATTGCGATACATCAGAGCTGTTCAATAGGACTTGGGTGTGGAATGACACTGTTGACAATAACACAGTTA
ACAATAGCACAGATGACAATAGCACAATAACTCTCCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAA
AGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTAATA
TTAACAAGAGATGGAGGGAATAGTAATAGTAGTAATAATGGCACAAGGGAAGAAACTTTCAGGCCTGGAGGGG
GAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAATACAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCCTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGT
CTGGGGCATT 
>HQ912707 
TTCTATTGCAATACATCAACACTGTTTAATAGCACTTGGAATGGCAATGACACTGCCAGCTCAAATTACACAG
GATCAAATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGC
CATGTATGCCCCTCCCATCAAAGGAAAAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGAGGAAAGAATAGTAGTAATACAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTCAAAATTGAACCACTAGGTGTAGCACCTAACCGTGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAGTTGGACTGGGAGCAGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGGGCTATAAAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513199 
TTCTATTGCAATACAACAAAGCTGTTTAATAGCACTTGGAATAATGATAACTACAATGTCAGCGCAAACCTCA
CAGAGGAAAACAGAAAGGAAAACATAACTCTCCACTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGT
AGGACAAGCAATATATGCCCCTCCCATCCCAGGAAACATAACTTGTGGATCAAACATTACTGGGCTACTATTA
ACAAGAGATGGAGGGAATAATGGTACAAATGATACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCAACCCCTGCAAA
AAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU168265 
TTCTATTGTTATACATCAAAATTATTTAATAGCATTTGGAGGAGCAATGACACTTGGAGGAGCGATGGCAATG
ACCATACAAAGGAAACCATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGA



GATGGAGTAGGGAATAATATGACAAATGAAACCTTCAGGCCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCCTATGCAAGGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGCAGGCTATAGAGGCTCAACAACAGCTGTTGAGGCTCACGGTCTGGGGCATT 
>MK086123 
TTCTATTGCAATACAACAGACCTATTTTCTTGGAATAGTAGTAACCCATGGAAGAACATAACGTCAAATGACA
GTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAATGTATGCCCC
TCCTATACCAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAAT
AATACAAATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGCCTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGCGGG
CCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371122 
TTCTATTGCAATACAACAAGCCTGTTTAATAGCACTTGGCATGACAATGACACTGCCAGCTCAAACCACACAA
ATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCTATCCCAGGAGAAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGG
AATAATAATGTGACGAATGGGACTGAGACTTTCAGGCCTGAAGGAGGAGATATGAGAAACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTGTAGCACCTACCCCTGCAAAAAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCACTGGGAGCTGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371123 
TTCTATTGCAATACAACAGACCTATTTAATAGCACTTGGAACGAAACCACAGAGTCAAATGGCAATATGAATC
TAACAATCCCATGCAGAATAAAACAATTTGTGAATTTGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCC
CATCCAAGGAGAAATAAGGTGTGAATCAAACATTACAGGATTACTATTAACAAGAGATGGAGGGGTAAATAAT
AATAATAGTACGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTTCAAATTAAACCACTAGGTGTGGCACCTACCCATGCAAAACGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTA
TAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371124 
TTCTATTGCAATACATCACAACTGTTTAATAGAACTTGGGGTAATAATAGCACCTGGGGAAACGAGACAGGGG
AGGGCAATATAACTATCACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACGAGC
AATGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTAACTCAAACATTACAGGACTACTATTAACAAGAGAT
GGAGGGAATAATACTAATAGTACAGATGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY371131 
TTCTATTGCGATACATCAGGACTGTTTAATAGCACTTGGGACAGCACTTGGGGCAATAACAATGACAGCTCAG
AGGCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGGGAT
GGAGGGCCTGATAGTCCAAATGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATAGAACCAATAGGTGTGGCACCCACTTATGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCATTTGGAGTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201498 
TTCTATTGCAATACATCACAACTATTTAATAGCACTTGGGATGGTCCATTTAATAGCACTTGGAATGACAATA
GCACAGACACAGAGTTAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTGCTA
TTAACAAGGGATGGAGGGAATAATAGCACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCGGGCAAAAAG
AAGAGTGGTGGAGAGAGGAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATC 
>GU201499 



TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGATTAATGGCACTAGCAATTGGATTAATGACACTT
GGACTAATGGCAATGAGGATGATAATAAAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTCATTCAAATATTACAGGTCTA
CTATTAACAAGAGATGGAGGGAATAATAATAGTGCTGCAAATGAAACCTTCAGGCCTACAGGAGGAGACATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCAAACAA
GGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGAAATCTGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>AY371137 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTATAGCAATAATGCCAACTTAACAA
ATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTACAGATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAACATAACAGGATTACTATTAACAAGAGATGGAGGG
ACAAATAATACAAATAATACCGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATTGAACCAGTGGGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGTTGCGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AY371132 
TTCTATTGCAGTACATCAAGACTATTTAATAGCACGTGGGATAATAGCACGTGGAATAACAATACCACTGACA
CAGATGACATAACTCTCCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCCGAGGAGAAATAAGGTGTGAGTCAAACATTACAGGACTACTATTAACAAGGGATGGAGGA
AATAATAGCACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATA
AGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCGTGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAACAGTAGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201500 
TTCTATTGCAATACATCAAAACTGTTTAATAGCATTTGGTCTAACAATACATCAAAATCGTTTAATAGCACTT
GGCTTAACAGTAGCATTGGGAATGACAGTAGCATAACTCTCCAATGCAGAATAAAGCAATTTGTAAGTATGTG
GCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCCCAGGAGAACTAAGGTGCGAATCAAACATTACAGGA
CTACTATTAACAAGAGATGGAGGAGGTAATAATAGGGAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCCCA
GGCAAAAAGAAGAGTGGTGAATAGAGAAAAAAGAGCAGTTGGAATAGGAGCTCTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>AY371134 
TTCTATTGCAATACATCACAACTGTTTAATAGCACTTGGAAATCTAATAGCACTTGGAACAGCACTAGGAACA
ATAACACTGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAATAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAGAGTGTAAATCAAACATTACAGGACTACTATTAACAAGGGAT
GGAGGGCGAGGGCCTGATAATACAACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTACAAATAGAGCCAATAGGTGTGGCACCCACCCATGCAAAAAGAAGAGT
TGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGTTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371136 
TTCTATTGCAATACATCAAAGCTATTTAATAGCACTTGGACTTGGACCAATGACACTGCCAGCTCAAATGACA
CAAAGGGGTTAAATGACACTATAACGCTCCAATGCAGAGTAAGGCAAATTGTAAGAATGTGGCAGAAAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAGATGTGAGTCAAACATTACAGGACTACTATTAACA
AGGGATGGAGGGACAAATAATAAAAATAATGAGACATTTAGGCCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCATGCAAGAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371138 
TTCTATTGCAATACATCAGAACTATTTAATAGCACTTGGGCACATGACACAAATAACACAGGGTTGGATAATG
GCAATCTAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGGACAGGACAAGCAATGTTTGC
CCCTCCCATCCAAGGAGAAATAAAGTGTGAATCAAACATTACAGGATTACTATTAACAAGAGATGGAGGGAAC
AATGGTAGTGCAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA



AGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGG
AAAAAGAGCAGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGCTGA
GGGCCATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY371142 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGAAAATGGAACTTTAACCAGCTCAAACCACACAA
GGTCAAATGGCACCATAACCCTCCAATGCAAAATAAGGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCGACGGGGACATAAGGTGCGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGAGGGAGTAAAAATAGCACAAATAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAGAAGTTGAACCAATAGGTGTAGCACCCACCTATGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371125 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGACTTGGAATAGTGATAATAACACTGGATATAGCA
ACAACACTAGTGAACTTATAACTCTCCAATGTAGAATAAAGCAGATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTAGAGGAATAATAAAATGTGAATCAAACATTACAGGGCTATTATTAACAAGA
GATGGAGGAAATAATAGTACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAATACAAATTGAACCATTAGGTGTGGCACCCAACAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATTGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371126 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACTTGGATTAGCAATAGCACTTGGAATAGCAGTAGCAGTA
CAGGGTCAGACATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGAAATAAGATGTAACTCGAACATTACAGGACTACTATTAACAAGGGAT
GGAGGGGATAGAGGGAATAGTGGTGGTGCAAATGGGACCGAAACTTTCAGGCCTGGAAGAGAAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCCCATGC
AAAAAGAAGAGTAGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371127 
TTCTATTGCAACACAACAGACTTATTTAATAGCACTTGGGATAACAGTAGCATTGAGACTAACTATAGCACTG
GGAATAACAATGAAACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGGTTACTATTAACAAGA
GATGGAGGGAACAATACTGAGGCAAATGAGAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAGCCACTAGGTGTGGCACCCACCCAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371139 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCATTTGGAGTACCAATAGTACTGGGAATAACAATAGCACTG
GGGATGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGAAATAAGGTGCAACTCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGGGTTAATAATAGTATAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAGATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371140 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAGTAACAATGACACTGCCAGCTCAAACCACACAG
GGTTAAATAACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGAT
GGAGGGAGTAATAATAGTACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCCGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371146 



TTCTATTGCAATACAACAGCACTATTTAATAGCACTTGGTTTGGCAATGAGACTGACAGCTCAAACCATACAA
GGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCAAAGGAAACATAACGTGTAAATCAAATATTACAGGAATACTATTAACAAGAGAT
GGAGGAACTAATAGAACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCTACCCCTGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCCCTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371128 
TTCTATTGCAATACATCAAAACTGTTCAATAGCATTTGGACTTTGGAGAATGGCAATTGGACTAACAATAGCA
CAGAAAATGGAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAATGTGTAATTCAAATATCACAGGACTACTATTAACA
AGAGATGGAGGGAACAGTGGTGGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTGGTGAAGATTAACCCACTAGGAGTAGCACCCACCAATGCAAAAAGAAG
AGTGGTGGGGAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371129 
TTCTATTGCAATACATCAGAACTATTTAATAGCACTTGGGGTAATAGCACTTGGGATAATAGCACTTGGGATA
ACAGCTCAAATTATGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACA
AGGGATGGAGGGAGCAGTAATGGTACAAATGAGACAAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAGTACAAGGTAGTACAAATTGAACCATTAGGTGTGGCACCCTCCCATGC
AAAAAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY371130 
TTCTATTGTAATACAACAAAACTATTTAACACTGCCAGCTTAAATGACACAGAGACAAATGGCACTATAACTC
TCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACAGGCAATGTATGCCCCTCCCATCCA
AGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAACAATAGGAGTACA
GAAACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTGAACCACTAGGTGTGGCACCCACCCGTGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGG
AATGGCAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGAAAGCTATAGAGGCTCAAC
AACATATGTTGAGACTCACGGTCTGGGGCATT 
>GU201513 
TTCTATTGCAATACATCAAGACTATTTAATAGTACTTGGACTAGCAACTCTACAACAAATTCAACTGCTAATG
AAATTATAACTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGACGGTAGGACAAGCAATGTATGC
CCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGGAT
ACAAATAGAACAAATGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATA
AGTATAAGGTAGTAAAAATTGAACCAATAGGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTGGAAAGAGG
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GU201514 
TTCTATTGCAATACATCAGAGTTGTTTAATAGCATTTGGAATAACAATGGCAGCATTTGGTATAACAATGACA
CTGCTATCAATAACACAGAGCCAAAGAATAAGACTCTAACTCTCCAATGCAGAATAAAGCAGGTTATAAAGAT
GTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGATTCAAACATTACA
GGACTATTATTAACAAGAGATGGAGGGAATAATAGGACAGATGAGACCTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCTA
TGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>AY371141 
TTCTATTGCAATACATCAGGACTGTTTAATAGCAGTTGGGATAGCAATAGCACTGAGGAAACCAATAATTCAG
AAAATAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGG
AATGTATGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGAT
GGAGGGGAAAATAATAGTACAAATCAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT



GGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAAAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ313247 
TTCTATTGTAATACAACAGATCTGTTTAATAGCACTTGGGCTAATAATAGCAATAAGTGGGACTCAACAGCCC
CAGAGAATGGCACTATAACTCTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATCGAAGGAGACATAAGGTGTGAATCAAATATTACAGGACTACTATTAACAAGAGAT
GGAGGGGAAAATAGTAGTGAGCCCAGTGAGACCTTCAGGCCTGGAGGGGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCTACCCATGCAAAAAGAAGAGT
GGTGGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGAGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>MK086121 
TTCTATTGCAATACATCAAATTTATTCAATAGCACTTGGAATAGCACTTGGGGTAATAACACTTGGAATAGCA
GTAGCACTAATATTAATATAACGCTTCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGACAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAACATTACAGGATTACTATTGACAAGA
GATGGAGGGGGGACAGAGACCAATAATACAGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>EU513187 
TTCTATTGCAATACAACAGCACTATTTAATAGCACTTGGGATAACAATAGTACTAGGGAAGACAATAACTCAA
CAGGGAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTGAGGATGTGGCAAAGATCAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTAAATCAAATATCACAGGACTACTATTAACAAGGGAT
GGGGGGAATAATGAAAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513195 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGGGTAGCAATAACACTTGGGATAACAGCACGGAGC
AAAATATAACTCTCAGATGCAAAATAAAGCAGATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCGAGGAGAAATAAGATGTGAATCAAACATTACAGGACTACTATTAACAAGGGATGGAGGGGGT
AATAGTAGTAGTGCAAATGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAGCACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513189 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGCACAATAGCACTTGGACCAATAGCACCACTGGCT
CAAATGGCACAGAGTCAAATGACACTATAACTCTCCAATGCGAAATAAAGCAATTTATAAATATGTGGCAGAG
AGTAGGACGAGCAATGTATGCCCCTCCCATCCCAGGAGTGATAAGGTGTGAATCAGACATTACAGGACTACTA
TTAACAAGAGATGGACCGAATAGTACACAAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTGGGAGCGGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTGGCTGAAAGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513196 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGTATAGCAATAGCACTAACAGCTCAAATCACACAA
ATGGCACAGATGATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAACATTACAGGAATACTATTAACAAGAGAT
GGAGGGAATAATGGTAGTAAAGCAAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCAATAGGTATAGCACCCACCCATGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGTAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>EU513191 
TTCTATTGCAATACATCAAAACTGTTTAGTAGCACTTGGGATAATAGCACTTGGGGTAATAACACTTGGGGTA
ACAGCACTGGGGACAACAATGAGACCATAACCCTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGCA



AGTAGGACGAGCAATGTATGCCCCTCCCATCCAAGGAGAGATAAGGTGTGAGTCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGGGCTAATAGCAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGATA
ATTGGAGGAGTGAATTATATAAGTATAAAGTTGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513184 
TTCTATTGCAATACATCAAAACTATTTGATAGCATTTGGAATAGAACTAATGGGTCAAATTACACAAGGTTAG
GTGATGACACAGAGACAAATGACCCTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAC
AGTAGGACAAGCAATGTATGCCCCTCCCATCCGGGGAGAAATAAAATGTGAATCAAACATTACAGGACTGCTA
TTAACACGAGATGGAGGAAATAATAATAGTATGAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCTTTGCAAA
AAGAAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCTGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATA 
>EU513193 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACCTGGTGGGATAGCAACAATAGCACTGAGAATATAACTC
ACAGAAAAGAAAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTGGGACGAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGAATACTATTAACAAGAGAT
GGTGGGGTTAATAATAATAACACAAACAAAACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTGAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>EU513186 
TTCTATTGTAATACATCAAGCCTATTTAATTATACATTTAGCAATAGCACTGAGGATAACAACCCAAGTAATG
CCACAATAACTCTCCAATGCAGAATAAGGCAAGTTGTAAATATGTGGCAGAGAGTAGGACTAGCAATGTATGC
CCCTCCCATCAAAGGAAAACTAAGATGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAAT
AATAATAATGCAACTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATA
AATATAAGGTAGTACAAATTGAACCCCTAGGTGTGGCACCCACCTATGCAAAAAGAAGAGTGGTGGAAAGAGG
AAAAAGAGCAGTAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>MH705136 
TTCTATTGCAATACCTCAAATCTATTTGATAGCGCTTGGGAAGCAAACTCAAATCACACAGAGTCAAATGACA
CAAGGGCAAATATAACTCTCCAATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGGGATGGGAACAATGCAACTAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AACTATATAAATATAAGGTAGTACAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTCTTCCTTGGGTTCCTAGGGGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATT 
>MH460467 
TTCTATTGTAATACATCAGGACTATTTAATTATAGTTGGAATACATCAGAACCAACCAATAATTGGAATAGTA
GTGCTCAGGATAACGATACCATAACTCTCCAATGCAGAATAAAGCAAATAGTAAATATGTGGCAGGAAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACA
AGAGATGGAGGGACAAATAATAGTACAAATGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTTTGGCACCCACCCATGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAATTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGGGCTATAGAAGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513198 
TTCTATTGCAATACCTCAAACCTGTTTAATGGCACTTTGTATAACAACACCTGGATGTTTAATGGCACTTTGT
ATAATAATACTAACGAGAGCTCAACATCAGGTACTATAACTATCAAGTGCAGAATAAAGCAAATCATAAATAT
GTGGCAGACAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACA
GGATTGCTATTAACAAGAGATGGAGAGGCTGGAAAAAGCACAAATGAGACCTTCAGGCCTATAGGAGGAAATA
TGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCAC
ACCTGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTCTTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTA



TAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGG
CATT 
>JF706407 
TTCTATTGTGATACATCAAGACTGTTTAATAGCACTTGGCCTAATAGCACATGGGACAATAATACTCAAAAGA
ATGAGAATGACACAGGGTACTATACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCTATCCCAGGAGAAATAAGTTGTGAATCAAACATTACAGGACTACTATTAACA
AGAGATGGAGGGAATAATAATAATAGTATAAATGAGACCTTCAGGCCTGGTGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTACAAAGTGGTACAAATTGAGCCAATAGGAATAGCACCCACCCCTGCAAAAAG
AAGAGTGGTGGAGAGAGAGAAAAGAGCAGTAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JF706428 
TTCTATTGCAATACATCAGGACTATTTAATGGCACTTTGAATGGCACTGAAACTTGGAATAACACTTGGGGTG
ACAGTAGCAATGAGAATGAAAATGAGAATATAACTATCCAATGCAGAATAAAACAAATTGTAAATATGTGGCA
GAGAGTAGGACGAGCAATGTATGCCCCTCCCATCAAAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTA
CTATTAACAAGAGATGGAGAGGGTAATAATAGGACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCCACCCATGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGTAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU168310 
TTCTATTGCAATACATCACAACTATTTAATAGCACTTGGAACAACACCAATATCAGCTTAAATGACACAAATG
AAAATATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCGCAGGAACACTAAAGTGTAAATCAAACATTACAGGATTACTATTAACAAGAGATGGAGGGGAG
AGCAATAATACAAATACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGTTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAGCAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN687776 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGACTAATGAGACAAATCACACAGCTAGCATAGATA
GAAATATAACTCTCCAATGCAGAATTAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACAAGCAATATATGC
CCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGAGATGGAGGGACA
AATAGTTCAAATAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAGTAGGAGCTTTTATCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGG
CTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JX140646 
TTCTATTGCAATACAACAGAATTATTTAATAAGACTTTTAATGATACTGATCTAAAGTTAAATAGCAGTAGCA
TTAAGGAGTCAAATGATACTATAACTCTCCAATGTAGAATAAAGCAATTTGTAAGGATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCTCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGTCTACTATTAACA
AGAGATGGAGGGGGTAATGAAAGCACAAGAGATAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGAGTGGCACCCACCTATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGGGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGGGCAATCTGCTGAGGGCTATAGAGGCTCAACAACACCTGTTGAAACTCACAGTCTGGGGCATT 
>JX140647 
TTCTATTGTAATACATCAGGACTATTTAATAGTAGTTGGACCGCGAACGACATTTTGAATAACAGTACTGCTA
GCTCAAATAACACAGAAGTTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAATATTACTGGACTACTATTAACA
AGAGATGGAGGGAATAATATGACAAATGAAACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGATGGCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGGCATT 
>KF859739 
TTCTATTGCAGTACATCAGCACTGTTTAATAGCACTTGGCTGTTTAATGAAACTTATAGCACTTGGCATAGCT
CTTGGAACAGTAGCGCTGAGAATATAACTCTCCAATGCAGAATAAAGCAATTTGTGAATATGTGGCAGAGAGT
AGGGCAAGCAATGTATGCCCCTCCCATTCGAGGAATGATAAGGTGTGAATCAAACATTACAGGACTACTATTA



ACAAGAGATGGAGGGAATAAAAATACTAGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAATAAAAATAGAACCACTAGGTGTGGCACCCACCCCTGCAAA
AAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749419 
TTCTATTGCAGTACATCAAGCCTGTTTAATAGCACTTGGAATAATAGCATTGGGGATAATAGCACTAGGGATG
ACAATAGCACTATTACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGAAATAAAGTGTGAATCAAATATTACAGGACTATTATTGACAAGAGATGGT
GGGAGAAATAGCACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTGGCACCCACCCATGCAAAAAGAAGGGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAACAGGTGTTGAGACTCACGGTCTGGGGCATT 
>MK086109 
TTCTATTGCAATACATCTAACCTATTTAATAGCACTTGGGGGAGCAATACCACTACCAGCTGGAATACCAGCT
CAATTGGCACAAATGAAACTATAACTATCCAGTGCAGAATAAAGCAGATTGTAAGAATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAAAAATAAGGTGTAACTCAAGCATTACAGGACTGCTATTAACA
AGAGATGGAGGGAATAATAGTAGTGACAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCACCCATGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGGTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>MK086113 
TTCTATTGCAATACAACAAAACTATTTAATAGCATTTGGAGTAAGAATAGTGGGAATTGGAGTAGTACAAATG
GGACAAATGACACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGC
AATGTACGCCCCTCCCATCCGAGGAAACATAACGTGTGGATCAAACATTACAGGATTACTATTAACAAGAGAT
GGAGATGGAGGTGCACATAGTCCCAATGAAACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATACAAGTATAAGGTAGTACAAATTAAACCATTAGGTGTAGCACCCACCCAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCA
ATCTGCTGCGGGCCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086125 
TTCTATTGCAATACATCAGGCCTATTCAATAGCACTTGGCACAATAGCACTTGGGATAGTAATGAAACTGCCA
GTGCAACAAATGACACTATAACTCTCCGATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAAAGTAGGACG
AGCAATGTATGCCCCTCCCATTCCAGGAGTAATAAGATGTGAGTCAAACATTACAGGATTACTATTAACAAGA
GATGGAGGAAATAATAATAATAGTGTAAATGAGACATTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAGCCACTAGGTGTAGCACCCACCCATGCAAGAAGAAG
AGTGGTACAGAGGGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
GTAATTTGCTGCGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ912706 
TTCTATTGCAATACAACAGAACTATTTAATAGCACTTGGAACGTAACTGCCAGCTCAAACTACACAGAGTCAA
ACTCAAATGACAGTATAACTCTCCCATGCAGAATAAAACAAATTGTGAATTTATGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAACATTACAGGATTACTATTAACAAGAGAT
GGAGGGAATAATAGTACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279349 
TTCTATTGCAATACATCAGGCCTGTTTAATAACACTTTGAATAATAACACTTGGACTTGGGATAATAGCACAA
AGGATGACAATATAACTCTCCGATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTGATAAGGTGTGAATCAAACATTACAGGATTACTATTAACAAGAGATGGA
GGGAATAATAATAGCACAACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCGCCTACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AM279361 



TTCTATTGCAATACATCAGCACTGTTCAATAGCACTTATGACAATAGCACTTGGAATGACAGTACAAATACCA
GCTCAGAGACAAATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACA
AGAGATGGAGGGAATAATAATAGTGAAAATCAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCCACCCATGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCGGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
ACAATTTGCTGAAGGCTATAGAGGCTCAACAACAGTTGTTGAAACTCACAGTCTGGGGCATT 
>AM279360 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACGTGGAATAGCAGTACTGGGAATAACAATGTCAGCTCAA
ATGACACTATAACCCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAAAAAGTAGGACAAGTAATGTA
TGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAATATTACAGGACTATTATTAACAAGAGATGGAGGA
AATAATAATGAAACAGAGAATGGGACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAGAGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279358 
TTCTACTGCAATACATCAGCACTGTTTAATAGCACTTGGAATAACACTTTGGATACTAACAATAGCACTCAGG
ATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGACAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAAAAATAAGGTGTGAATCAAACATTACAGGACTACTGTTAACAAGAGATGGA
GGGAACAGTGATGGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGAGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>AJ286133 
TTCTATTGTAATACATCAGAACTATTTAATAGCATTTGGAATATTAATAGCACTTGGAATAACAGTGACACTG
CCAGCTCGAAGCCAAATGACACTATAACTCTACAATGCAGAATAAGGCAAATTGTAAGAATGTGGCAGAAAGT
AGGACAAGCAATATATGCCCCTCCTATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTA
ACAAGAGATGGAGGGGAAGATAATAATGCAAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGCGTGGCACCCACCTGGGCAAAAAG
AAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTTTTAGGAGCAGCAGGA
AGCACTATGGGCCGGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF377955 
TTCTATTGTAATACATCAGCACTGTTTAATAGTACTTGGTTTAGCAATAGTACTGGGGATAACAATAGTTCAA
CAGGGAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGATTACTATTGACAAGAGAT
GGAGGGAATAATAATAGCACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAGCCACTGGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAAAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AM279352 
TTCTATTGCAATACATCAGGACTCTTTAATAGCACTTGGAATAGCAATGACACTGACAGATCAAACCACACAG
GACCACATAACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGCGAAATAAGGTGTGTATCAAACATTACAGGATTACTACTAACAAGAGAT
GGAGGGATCAGTAATAAGACAGAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAGGTAGTACAAATTAAACCACTAGGTGTGGCACCAGACCGGGCAAAAAGAAGAGTGGT
GGGAAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGGCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY271690 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAGTAGGAATAGCACTGATAACAGCACTTGGAATA
TCAATGACACTGTCAGCTCAAATCACACAGGAAATATAACTCTCCAATGCAGAATAAGGCAAGTTGTAAGAAT
GTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATTAAGTGTAAATCAAACATTACA
GGAATACTATTGACAAGAGATGGAGGGACAAAAAATCAGAATGCAAGTGAGGAATTTAATACAACTGAGGTAT
TCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTGA
ACCAATAGGTGTGGCACCCACCCGTGCAAAAAGAAGAGTGGTGCAGAAAGAAAAAAGAGCAGTTGGACTGGGA



GCTTTCTTCCTTGGGTTCTTAGGAGTTGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGG
CCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATAT
ATTGAGACTCACGGTCTGGGGCATT 
>HQ700002 
TTTTATTGCAATACATCAAAGCTGTTTAATAGCACCTGGCCTGGGAATATCACTGGGAATAACTATACCAGCT
CAAACTCAAGTGACAATATAGCTCTCCAATGCAGAATAAGACAAATTGTAAATATGTGGCAGAAAGTAGGAAA
AGCAATATATGCTCCTCCCATCCCAGGAGAAATAAAGTGTGAATCAAACATTACTGGACTACTACTAACAAGA
GATGGAGGAAACAATAATGCAAGTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTGAGAATTAACCCACTAGGTATAGCACCCACCCACGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAGTTCACAGTCTGGGGCATT 
>JF683758 
TTCTATTGCAATACATCAGGACTGTTTAATAGCATTTGGGATAATAACAGCACTTGGAATGGGAGCAACTCAG
GCAATATAACTCTCCCATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAACATTACTGGACTACTATTAGCAAGAGATGGAGGGGAT
GGTACTGAGACAAATGAGACTTTCAGGCCTATAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCATTAGGCATAGCACCCACCCGGGCAAAAAGAAGAGTGGTGAGCAGAGA
GAAAAGAGCAGTTGGAATGGCAGCTATCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGCAGG
CTATAGAGGCTCAACAGCACATGTTGAGACTCACGGTCTGGGGCATT 
>JF683786 
TTCTATTGCAATACATCAAAGTTGTTTAATAGCAGTTGGGGAAACAACACTGCCAGTAACCATACAGAGGCAA
GTGGAGAAAATGACACTATAACTATACAATGCAGAATAAAGCAAATTATAAATCTATGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCTATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGATTACTATTAACAAGA
GATGGAGGGAATAATAGTAGTGGTGCAGATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTTGCACCCACCCGTGCAAAAAGAAG
AGTGGTGGAAAGACAAAAAAGAGCAATTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTATCGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>JF683792 
TTCTACTGCAATACAACAAACCTGTTTAATAGCACTTGGAATAGCACTTGGTATAATAATGGGAGTAGCGCCA
ACAATATAACTCACACTATAACTCTCCCATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCAATCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTACTAACAAGA
GATGGAGGGAATAATAACTCAAATGAAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAGTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAAGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>JF683795 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGGATAATAGCACTTGGAATACCACTGCAAATTACA
CAGAGTCAAGTGACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGA
GATGGAGGAAATGACAGTAGTACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATATAAGTATAAAGTGGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGT
GGTGGAGAGAGGAAAAAGAGCAGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>JF683799 
TTTTATTGCGATACATCAAGACTGTTTAATAGCACTTGGGATACTAGCACTGGGTATGACAATAGCAGCAGAG
ACAATGACACTATAACTCTCAAATGCAAAATAAGGCAAGTTGTAAGGATGTGGCAAAGAGTAGCACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTAACTCAACAATTACAGGACTACTATTAACAAGAGATGGA
GGGAATAGTAGTGGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAGATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KT124792 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGATCAATGGGAGCTGGGTCAATAATGATACCTGGG
CCAATAATGATACCTCAAAAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT



AGGGCAAGCAATGTATGCCCCTCCCATCAAAGGAGAAATAAGGTGTAGATCAAACATTACTGGACTACTATTA
ACAAGAGATGGAGGGAATAATAGTAGTGGAAATGAGACATTCAGGCCGGCAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACACATGCAAGGAG
ACAAGTAGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>L22939 
TTCTATTGCAATACATCAAGTCTGTTTAATAGCACTTGGAATAGCAGCTCAATTCACACAAATTACAGCTCAA
ATGACACAGACAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGAAAAGC
AATATATGCCCCTCCCATCTCAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGAGGGAGTAATAATAGTACAAATGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY151002 
TTCTATTGCAATACAGCAGGCCTGTTTAATAGCACTTGGGATGATAACAATAGCACAGGGTCAAACACAAAGT
CAAATGACATTATAACTCTCCAATGTAGAATAAAGCAACTTATAAATATGTGGCAGAGAGTAGGACAGGCAAT
GTATGCCCCTCCCATCCGAGGAATAATAAGGTGTAACTCAAACATTACTGGATTACTATTAACAAGAGATGGA
GGGAATAATAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MK177825 
TTCTATTGCAATACATCACAACTGTTTAATAGCACCTGGAATGAACATAACATTACCAACTCAACCTTTACAG
AGGACAATACAACTCTCACTCTCACATGTAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGAAATAAAATGTAATTCAAACATTACTGGATTACTGTTAACACGGGAT
GGAGGGAAGAACACTGAGAGCAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGAACAATTGGAGAAGTG
AATTATATAAGTATAAGGTAGTAGAAATTAAACCACTAGGTGTAGCACCCTCACCTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGAAAGTTATTGTCTGGTATAGTGCACCAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MK177826 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACCTGGGAGAATGAAAATAACACTACCAACTCAAACTCTG
CAGAGAATATAACTCTCACTCTCCCATGTAGAATAAAGCAAGTCATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAATAATAAAATGTAATTCAAACATTACTGGATTACTGCTAACACGGGAT
GGAGGGAATAACAATACAACGAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTG
AATTATACAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCCTATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAACAAATGTTGAGACTCACGGTCTGGGGCATT 
>KY989950 
TTCTATTGTAATACATCAAAATTGTTTAATAGCACTTGGAATACCAGCCACACAGAGTCAGGTGACAATATAA
CTCTCCCATGCCGAATAAAACAAATTGTAAGGATGTGGCAGAATGTAGGACAAGCAATGTATGCCCCTCCCAT
CCCAGGAGAAATAAGGTGTGACTCAAACATTACTGGACTACTATTAACAAGAGATGGAGGGGAGGAAAATAGG
AATGGGACAAACGGGAATGGGACAAAGGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGA
GAAGTGAATTATACAAGTATAAAGTAGTAAAAATTGAACCAGTAGGTGTAGCACCTACTCATGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTACTTGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAGCAACAACTGTTGAGGCTCACGGTCTGGGGCATT 
>MF157740 
TTCTATTGCAGTACATCAGAACTGTTTAATAGCACTTGGAAACGGGTTAATAACACTACTACTTGGAATAGCA
CTGCCAACTCAACAAATGACCCTATAACTCTCCGGTGTAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGT
AGAACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAGTCAAACATTACAGGATTACTATTA
ACAAGAGATGGAGGGCATGATGATGGGACAGATGAGACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCA
TGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG



TGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>MH742763 
TTCTATTGCAATACATCAGAATTATTTAACAATAACACAGAATTAAACAATGGCACTGCCGGCGTAAATGACA
CTATAAAACTCCCATGCAGGGTAAAGCAAATTGTAAGAATGTGGCAGAAAGTAGGGCAAGCAATGTATGCCCC
TCCCATCAAAGGAGTAATAAGGTGTAACTCAAACATTACAGGACTACTGTTAACAAGGGATGGAGGGAATACT
AGCACAGAGGAGGAGATATTTAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTACAAATTGAACCATTAGGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCACTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTA
TAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH742765 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGAATAACAGTACTGGCACTTGGACTGACACTAACA
ATAGCAGTTCAGAGTCAAATGGCACTATCACTCTCAAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAG
AGTAGGGCAAGCAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGGAATAATAATGCAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCTATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTCTCTTTGGGTTTCTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH742766 
TTCTACTGCAATACGACAGACCTGTTTAACAGCCAGTGGCCCACTAACAACTCAGAGTCAAATGACACTATAA
CTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCAT
CCAAGGAAATATAAGTTGTAGATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAGT
AAGACAAATGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCAATAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGCTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAG
AGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH742768 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGTTTAACAATGGCACAAACGCCACAAACAACGAAG
CAATGAATGACACTCTAACTCTCCAATGCAGAATAAAGCAAATTGTGAGAATGTGGCAGACAGTAGGACAAGC
AATGTATGCCCCTCCCATCTCAGGAGAGATAAGGTGTAATTCAAACATTACTGGGTTGCTATTAACAAGGGAT
GGAGGGGAGGATAATAGTACAAAAAATGAGACAAAGGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCTCTAGGTGTAGCACCCACCCGTGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTAACAGTCTGGGGCATT 
>MH742770 
TTCTATTGTGATACATCAGGTCTGTTTAATAGCGTTTGGGATAGGAATGGCACTACTTGGAATAGCAACACCA
CAAGTGACACTGATGATATAATTCTCTCATGCAGAATAAGACAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTAAAGGAGTGATAAACTGTGAATCAAACATTACAGGGCTACTGCTAACAAGA
GATGGAGGGACTAATAGGGGTAGTACAAATGAGACTTTCAGGCCTGTAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>MH742762 
TTCTATTGCAATACATCAGACCTGTTTAATGCATCAAGCACTTGGGGTAACAATATAACTCTCCCATGCAGAA
TAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACGAGCAATGTATGCCCCTCCCATTCCAGGAGAAATAAG
GTGTGAATCAAACATAACAGGACTACTATTAACAAGAGATGGAGGGAATAATAATAATACAAATGAGACCTTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAAC
CACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGC
TGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTGCTATCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGT
TGAGACTCACGGTCTGGGGCATT 
>MH000309 
TTCTATTGCAATACGACAGACCTGTTTAACAGCAAGTGGTTCAGTAACAACGGCATTATAACTCTCCAATGCA
GAATAAAGCAATTCATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCTCAGGAATTAT
AAATTGTACATCAAACATTACAGGACTATTATTAACCAGAGATGGAGGAACTGAGACTTTTAGGCCTGGAGGA



GGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAATAG
CACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGG
GTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTG
TCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAG
TCTGGGGCATT 
>MH742757 
TTCTACTGCAATACAACAAACTTGTTTAACATCAGCCTGGGGAACAGTACCACTAACAGCTCAGAGTCAAATG
ACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGATATAAGTTGTAGATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGACA
AGAGATGGAGGGAATGTGACTAATAATACTGAGATTTTTAGGCCTGAAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCAATAGGTGTAGCACCCACCCGTGCAAAAAGAAG
AACGGTGGGGAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY231152 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGAATACCAATGACACTTGGAATATCAATAACACTG
ACACAGAGTCAAATGACACTATAACTATCCAATGCAGAATAAGGCAAGTTGTAAAGATGTGGCAGAAAGTAGG
ACAAGCAATGTATGCCCCTCCCATCGAAGGAGTAATAAGTTGTAAATCAAACATTACAGGACTACTATTAACA
AGAGATGGAGGGAATCATAATAATACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTATTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
GGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY231153 
TTCTATTGCAATACATCAAAACTGTTTGATAGCACTTGGTATAGCAATGATAGCACTTGGTATAGCAATGACA
CCAGCTTAAACCACACAGAGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTG
GCAAAAGGTAGGGCGAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGATTCAAACATTACAGGA
CTACTATTAACAAGAGATGGAGGGGATAATAATACTAAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCA
TGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGTATAG
TGCAACAGCAGAGCAATCTGCTGAAAGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCAT
T 
>MH742764 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGAATAATAGCACTTGGGATAATAACACTAGAGATA
ACAATAACAATGCCACAAATGATACTATGACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAC
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAACAATAAAGTGTGAGTCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGAAATAATAATAATACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAACTTAAACCACTAGGTGTAGCACCCACCCCTGCAAA
AAGAAGAGTGGTGATGAGAGAAAAAAGAGCAGCACTGGGAGCTATTTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AF321079 
TTCTATTGCAATACAGCATCACTGTTTAATAGCACTTGGTATAGCAATGGCAGCTCAAACTACGCAGGGTCAA
ATGGGAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGTATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGG
AATAATAATAGTAGTACAAATGAGACCTTTAGGCCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTCCCGTGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATCGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGC
TGAAGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AB286856 
TTCTATTGCTATACATCAGACCTGTTTAATAGCACTTGGCCCAATAACACTGCAGAGTCAAATAGCACAGGGT
CAATAAGGTCAAATGAGACTATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCAGAGGAGAAATAAGGTGTGATTCAAACATTACAGGACTAATATTAACA
AGAGATGGAGGGAATAATAGTGAGAGTGCAAATGGAACTGAAATTTTCAGGCCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGATTAGCACCCACTAGAGC
AAAAAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTTGGCCTGGGAGCTTTATTCATTGGGTTCCTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 



>AB286857 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGGAGAATAATACTAGCACAGCCAGCTCAACAAATG
TTAGCTCAATAAATGACACTGACATTATAGAACTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAA
AGTAGGACAAGCAATGTATGCTCCTCCCATTCCAGGAGTAATAAGGTGTGATTCGAACATTACAGGACTACTA
TTAACAAGAGATGGAGGGAAGAATAGTAGTGCTACAAATGAGACCTTCAGGCCTGGAGGGGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCACCCATGC
AAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTACTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGAGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>AB286859 
TTCTATTGTAATACAACAACACTGTTTAATAGCACTTGGGATGACAATAACACTGCCAGCTCAAACTACACAG
GGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTAACTCAAGCATTACTGGACTACTATTAACAAGAGAT
GGAGGAAGTAATAGTAGTACAAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB286862 
TTCTATTGCAATACAACAAATTTGTTTAATAGCACTTGGGAAAAGAAAAAGGGCACTTGGAATGATACCACTG
CCAACCCACCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCCCAGGAATAATAAGTTGTAATTCAAGCATCACAGGATTACTATTAACA
AGAGATGGGGGTGAGGGGAATGAAACTAGGAAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAAAAATTGAACCACTAGGTGTGGCACCTACCTATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTACTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAAAGCTATAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>AB286863 
TTCTATTGCTATACATCAGAACTGTTTAATAGCACTTGGAATAATAATACTGGCAGCCCAAACAGCACAAATG
ACACTATAACTCTTCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGGCAAGCGATGTATGC
CCCTCCCATCCCAGGAGAGCTAAGGTGTGACTCAAACATTACTGGACTACTATTAACAAGAGATGGAGGGAAT
ACTAATAATACAAATACAACTGAAACCTTCAGGCCGGGAGGGGGAGATATGAGGGACAATTGGAGAAGCGAAC
TATACAAGTATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCCACCCCGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AB231895 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGTATAGCGATACCACTGCAAACCAAACAGAGTCAA
ATGACACCATAACTCTACAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGGACAGGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATCACTGGATTACTATTAACAAGAGATGGAGGG
AATAAGAATCATACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAGATTGAACCAATAGGTGTAGCACCCTCTCCTGCAAAAAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTCGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTTTGGGGCATT 
>AB231896 
TTCTATTGCGATACATCAGGGCTGTTTAATAGCACTTGGGATAACATTACCAGTACAAATGGCACAAAGGTAA
ATGAAACTGAAACTATAACTCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCTATCCAAGGAGAACTACGGTGTGAATCAAATATTACAGGACTACTATTAACAAGAGAT
GGAGGGAATAATAATCGTACAAATGAGACCTTCAGGCCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAAAAATTGAACCACTAGGTATAGCACCCTCCAGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB231898 
TTCTATTGCAATACATCAAGACTGTTTAATAGCAATTGGAAAAACGGTACTGCCAGCTCAAATGGCACTGCAA
ATGACATTATAACTCTCCAATGCAGAATAAGGCAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGG
AAAAATACTAGTGGTGTAAATGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAATAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAGAAGAAGAGTGGTGGG



AAGAGAAAAAAGAGCAATAGGTGGACTGGGAGCTGCCCTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAAAGGCTCAACAAGAACTGTTGAGACTCACGGTCTGGGGCATT 
>AB049811 
TTCTATTGCAATACATCAGAACTGTTTAATAGGAATTACAATAGGTCTAGCAATAGCACTTGGAATTACAATA
GTTCTAGCAAGGGCACAGAGTCAAATGGCACTATAATTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTG
GCAGAGAGTAGGACAAGCAATATATGCCCCTCCCATCCCAGGAGTAGTAAGGTGTGTCTCAAACATTACAGGA
CTACTATTAACAAGAGATGGAGGGAATGGTAATAGTACAAATGAGACTTTCAGACCGGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCA
TGCAAAAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGA
GCTGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAAGCTCAACAACATATGTTGAAGCTCACGGTCTGGGGCAT
T 
>AB485633 
TTCTATTGTAAGACATCGAGACTGTTTAATAGCACTTGGCAGTTTAATAGCACTTGGAAGAGCATTCGGGATG
GCAATGACAATGACACTATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTCGAGGAGTAATAAACTGTCTATCAAGCATTACAGGACTACTGCTAACAAGA
GATGGTGGTGGGAATGGGAATAGTACAAAGGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAGGTAGTGAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAAAAG
AGTGGTGGAGAGAGAAAAGAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385450 
TTCTATTGCAATACATCAGAACTGTTTACTAGCACTTGGCCCAATGAGAATAATAGCACCGAGACCAATAATA
CTGCCAACTTAAATAATACAGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAC
AGTGGGACAAGCAATGTATGCCCCTCCCATCAAAGGGGTAATAAATTGTAAATCAAACATTACAGGACTATTA
TTAATAAGAGATGGAGGGAAAAATAATAGTGAAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAGATTGAACCAATAGGTGTAGCACCCACCCATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGTGTTTATCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATC 
>HQ385451 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACCTGGGTGAATAACAGTAGCACTGAGGGTGCCAGTAACA
ATGCCAGCTCAGATGCAAATGACACTATAACTCTCCAATGCAGGATAAAGCAAATTATAAATCTGTGGCAGAG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAACATTACAGGACTATTA
TTAACAAGAGATGGAGGGTATAATAATAATAGTAGAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGCATGGGAGCTCTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385460 
TTCTACTGCAATTCATCAGCACTGTTTGATACAACATGGAACGCCACTACATGGAATAATACCATAGAGTCAA
ATAATACCACAGGGCCAAACGATACAATCACACTCCACTGCAGGATAAAACAGATTATAAACATGTGGCAGAC
AGTAGGACAAGCAATGTACGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGGAATGGTAATAGTAGTGGTGGTGCAAATGAGACTTTTAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCAC
CCATGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTTTCTTCCTTGGGTTCTTA
GGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGATGGCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGG
CATT 
>HQ385446 
TTCTATTGCAATACATCAGGACTGTTTAACATTTGGGAGAACAATGACAATATAACTCTCCCATGCAGAATAA
AGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAAAATAGAGTG
TGAGTCAAACATTACAGGACTACTGCTAACAAGAGATGGAGGAAATAATAATAGTACAAATAAAAGTGAGACT
TTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGATAGTAAAAATTG
AACCACTAGGTGTGGCACCCACTCATGCAAAAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGG
AGCTGTTCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTATAGAGGCTCAACAACATC
TGTTGAAACTCACAGTCTGGGGCATT 
>HQ385447 



TTCTATTGCAATACAACAGCACTGTTTTATGGTACATTGTATAACAATGACACTTGGGATAGAAATAGCACTT
GGGATAACAACAACTCAACAAATATAACTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAGAGT
AGGGCAAGCAATGTATGCCCCTCCCATCCGAGGAAAAATATGGTGTGAATCAAACATTACAGGAATACTATTA
ACAAGAGATGGGGGGAATGATAATGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGTGTAGCACCCACCCATGCAAAAAGAAG
AGCGGTGGATAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385462 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGCCAGAGGCAAATGCCACACAGTCAAATACCACAC
AGTCAAATAGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGGTTATTGTTAACAAGAGAT
GGGGGAAATAATAGTGGAAATAATGGTGAACCTGATATTTTCAGGCCCGAAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTATAGCACCCAGCCATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACACGCCAAACAATTACTGTCTGGTATAGTGCAACAGC
AGAGTAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385455 
TTCTATTGCAATACAACAGCCCTGTTTAACACAACTTGGATCAATGGCACTGACAGCTCAAACAACAGCACAG
AGTCTATAACGATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAATATATGC
CCCTCCTATCCCAGGAACAATAAGGTGTGAATCAAACATTACAGGACTATTATTAACAAGAGATGGAGGAAAG
AATAGAACAAATAATGAGACTTTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCTACCTATGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>HQ385457 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACTTGGAATAACAATAGCACTGGGGATAACAATAGCTCAA
CACCAATAATTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAAAGTAGGACAAGCAATGTATGC
CCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGGAAT
AATAATAATACAAATGAAACATTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCTACCCGTGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATGGGAGCTTTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGG
CTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385449 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACTTGGAATAACATTAATAGCACTGGGTATAACCTCACAG
GGTCACAGGAAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTAACTCAAACATTACTGGACTACTATTAACAAGAGAT
GGAGGGAATGAAAATAATAATACAAACGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAGAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HQ385454 
TTCTATTGCTACACATCAAACCTGTTTAACAGTACTTGGGATGACAACAGTACTTGGGATAACAATACTACTT
GGGATAACAGCACGACAGAGGACACCAACATAACTCTCCAATGCAGGATAAAGCAAATTGTAAATATGTGGCA
GAGAGTAGGACAAGCAATATATGCCCCTCCCATCCAAGGAGACATAAAGTGTGAATCAAACATTACTGGATTA
TTGTTAACAAGAGATGGAGAGAATAATACTATGAATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078541 
TTCTACTGTAATACATCAGCACTGTTTAATAGCACTTGGAATTGGAATAATAACACTTGGGGGACCAATGAGA
GCAGCTCACAGGCAAATGACACTGGTGAACCTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTG
GCAGAAAGTAGGACGAGCAATGTATGCCCCTCCCATCCCAGGAGTCATAAGGTGTGAGTCAAACATTACAGGC
CTACTGCTAACAAGAGATGGAGGAAGTACTAATAGTACAAATGAGACTTTCAGGCCTGGAGGAGGAGACATGA
GGGATAATTGGAGGAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCTACTCG
TGCAAGAAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGA



GCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGTAATCTGCTGAGGGCTATAGAGGCTCAACAACAGATGTTGAGGCTCACGGTCTGGGGCAT
T 
>MH078542 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATAGTAGTCAGAGTA
ATGAGAATATAACCATCCCATGCAGAATAAGACAAATTGTACATCTGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTCCGGGAGTAATAACCTGTACATCAAATATTACAGGGCTACTGCTAACAAGAGATGGTGGG
AATAATAATAGTACAAATGAGACCATCAGGCCTCAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH078544 
TTCTATTGTAATACAACAAAATTGTTTAGTAGCACTTGGGCTAATAATAGCACTTTGGGTAATAGCACTGAGG
ATAACAACAATACTACTATAACTCTCCAATGTAGAATAAAGCAAATTGTGAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTCCAGGAGAAATAAGTTGTGTATCGAACATTACTGGACTTTTATTAACAAGA
GATGGAGAGGGTAGTAATAGGACAAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAATAGTAAAAATTGAACCACTAGGTATAGCACCTACTCATGCAAGAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK397970 
TTCTATTGCAATACATCACAGTTGTTTAATAGCACTTGGGAGAACGGGGAATTAAATGGCAGTATATCAGATG
GCAATATAACGATCCCCTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGAGATAAGGTGTCAATCAAACATTACTGGACTAATATTAACAAGAGATGGAGGTAAA
AATGAGACACATACTGAGACCTTCAGGCCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACAACTATTGTCCGGTATAGTGCAACAGCAGAACAATTTGCTGAAGG
CCATAGAGGCTCAACAACAGATGTTGAGACTCACGGTATGGGGCATT 
>KF561435 
TTCTATTGCAATACATCAAAATTGTTTAATAGCACTTGGGACAACAATAGCACTTGGGACAACAATAGCACTT
GGGAAAACAATAGCAATACCAACTCAAGTGGCACTATAACTTTCCAATGCAAAATAAAGCAAATTGTAAATAT
GTGGCAGAGAGTAGGACAAGCAATGTATGCCCTTCCCATCCAAGGAGTAATAAGGTGTGAGTCAAATATTACA
GGATTATTGTTAACAAGAGATGGAGGGAATAAGAATAATAGTAATAATGAGACTTTCAGACCTGGAGGAGGAG
ATATGAGGGATAATTGGAGAAGTGTATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACC
CACCCATGCAAGAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTCGGACTGGGAGCTGTCCTCTTGGGATTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCCG
GTATAGTGCAACAGCAGAGCAATTTGCTAAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTG
GGGCATT 
>DQ168577 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTGGGGATACCAATACCACTGCCAACTCAACAGGAACTA
TAGAGCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAATATATGCCCCTCC
CATCCAAGGAATAATAAGGTGTGATTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGATTGAGAAT
GCAGATAATGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACAAAAGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTCGTTGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGG
CTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ168578 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGAATACCAGCTCAATCCACACAGAGCAAAATGCAA
CTAATGAAACTATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAACATTACAGGAATATTATTAACAAGAGATGGA
GGAAATAATAATAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAGTACAAAGTAGTAAAACTTGAACCACTAGGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGC
AGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JN248580 



TTCTACTGCAATACATCAGCACTGTTTAACAACAGCTTAACAAATGGAACTATAACTCTCCCATGCAGAATAA
AGCAAATTGTAAATATGTGGCAGAGAGTAGGACTAGCAATGTATGCCCCTCCCATCCAAGGAAACATAACATG
TAATTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAATAATAGGAATAATGAGAATAGTAGTGAA
CCTGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATCGAACCACTAGGTGTAGCACCTACTAAAGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
CGGACTGGGAGCTTTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATAGAGGCTC
AACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389630 
TTCTATTGCAATACATCATCACTGTTTAACGGCACCTGGAGGGCCAATGGCACTGACAATAACACTTTCAACT
TAAATGACACTATAATTATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGAGTAATAAGTTGTATTTCAAACATTACGGGATTACTATTAACAAGAGATGGA
GGGGAGCGTAACGATAGTACAAATGAGACCTTCAGGCCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCACCTCTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCTGGACTAGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCGATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATT
TGCTGAAAGCTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>KX389629 
TTCTATTGCAACACATCAGGACTATTTAATAGCAGTTGGCCTAACAATAGCACTTGGAATAATATAACAAATG
ACAATATAACTCTCCAATGCAGAATAAAGCAATTTGTCAATATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGTAT
GATAATAGTACCAATAACACAGAAACATTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TGTATAAGTATAAAGTAGTAAAAATTGAACCGCTGGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGGCAATTTGC
TGAAGGCCATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>JN248585 
TTCTATTGCAATACATCAGGACTGTTTAATAGTAATTGGCATAGAAATACTACTAATGATACTTGGTATACTA
ACGACACAGCAAACAGCAGCACTATAACTATCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGT
AGGACAAGCAATATATGCTCCTCCCATTGCAGGAAAAATAGAGTGTAAATCAAACATTACTGGACTATTATTA
ATAAGAGATGGGGGGAATACGAATACTAGCAGTACAAATGAGACTTTCAGACCTGTAGGAGGAGAGATGAGAG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCTATGC
AAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCTTTGGGTTCTTAGCAGCA
GCAGGAAGCACCATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>JN248589 
TTCTATTGCAATACATCAGACCTGTTTAATAGCAGTTGGGATAATAACAATAACACTGATAGCTCAAACCACA
CAGGGTCAGGTAACGATACCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCCAAGGAGTAATAAACTGTGAATCAAACATTACAGGGCTAATATTAACA
AGAGATGGAGAGAATAATACTAAGGCAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAGTACAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAGAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCGGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN248590 
TTCTATTGCAACACATCAAAACTGTTTAATAGCACTTGGTTGTCTAATAGCACTTGGAACACTACTGGCAACC
AAAATGAAAATATAACACTCCAATGTAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCTATCCAAGGAGAAATAAAATGTGACTCAAACATTACTGGACTACTATTAACAAGAGACGGA
GGGGAGAGTAACAGTACAGAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN248592 
TTCTATTGCAATACAACACCACTGTTTAAGAGCGTTTGGAATAAAAATGGGAGCACTTGGAACAGCAATACCA
CTAACAGTACAGAGTCAAATAACACTATAACCCTCCAGTGCAAAATAAAGCAAATTATAAATCTGTGGCAGAG
AGTAGGACAAGCAATATATGCCCCCCCCATCCCAGGAGTAATAAGGTGTGAATCAAATATTACAGGACTACTA
TTAACAAGAGATGGGGGAAATATTGATGATGATGCAAATGAGACTTTCAGGCCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGC
AAGAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA



GCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCGATAGAGGCTCAACAACAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KX389617 
TTCTATTGCAATACAACAGGACTGTTTAATAGCACGTGGACTAGCAGTGGCCATGGCACTTATAACATCACTG
ACAGCTCAAAAAACCTCACAGAGGACATTACACTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAA
AGTAGGGCAAGCAATATATGCCCCTCCCATCCCAGGAGTAATAAGTTGCAACTCAAACATTACTGGACTACTA
TTGACAAGAGATGGAGGGAATAATAATGATTCAACAGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCACCTACCCATGCAAA
AAGAAGAGTGGTGGAAAGAGAAAAAAGAGGATTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAAGGCTATTGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX389614 
TTCTATTGCAATACATCAAAACTGTTTGATAGCACTTGGCCTACAAATAGCACTTCAAATGGCACTATAACTC
TTCAATGCAGAATAAAGCAAATAATCAATATGTGGCAGAGAGTAGGACAGGCAATGTATGCCCCTCCCATCAA
AGGAGCACTAAATTGTTCTTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGATAAGGAATGATACA
GATAAGAATGAGACTTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTGGAGAGAGGAAAAAG
AGCAGTCGGAATGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATAG
AGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389610 
TTCTATTGCAATACATCAAAACTGTTTAATAGCAGTTGGAGTAACGACAGTAACACTGACAACAATGACAATA
ACACTGACAACTCTAGCATTATAACTCTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATTAGTTGTAATTCAAGCATTACAGGACTATTATTAACA
AGAGATGGGGGAAATAAGAGTGAAAACGAGACCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTAAGAATTGAACCATTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAGAGACAAAAAAGAGCAGTTGGACTGGGAGCTGTCCTCTTTGGGTTCTTAGGAGCGGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGTA
ATCTGCTGAAAGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KX389643 
TTCTATTGCAACACATCGAACCTGTTTAATAGCAGTTGGGAGAACGGTACCAGATTAAACAACACAAAGTCAA
ATGGCACTATAATTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTGGGACAAGCAATGTA
TGCCCCTCCTATCCCAGGAATAATAAGGTGTGAGTCAAACATCACTGGACTATTATTAACAAGAGATGGAGGG
GAAAATAGTTCAACTGAGACTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTTGTAAAAATTGAACCACTAGGTGTAGCACCCTCCCGTGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAAAG
CTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX389644 
TTCTATTGCAATACATCAGGACTGTTTAATAACACGTTTAATCATGAAACGTTTGATAGCAATATGACGACTG
ATAACAGCACAGGAAATATAACTCTCCCATGTAGAATAAGACAAATTGTAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCAGCGGAGTAATAAGGTGTAATTCAAATATTACTGGACTAATATTAACAAGA
GATGGAGGGAATAACAGTACAAATGAGACCTTTAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCAATAGGTGTGGCACCCACCTATGCAAGAAGAAGAGTGGT
GCAGAGAGAAAAAAGAACAGTTGGACTGGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>KY953197 
TTCTATTGCAACACAACACAACTGTTTAATAGTACTTGGGGACTGATTAATAATACTATTTGGGGAAGCTACA
ATAGTAGCTACAATAGTAGCCAGATAAAGGAAAATGATACCATAATTCTCCCATGCAGACTAAAGCAAATTGT
AAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCTATCCAGGGAGTAATAAAGTGTTATTCAAAC
ATTACAGGATTACTGTTAACGAGCGATGGAGGGTTTAGGAATACAAGTGAGATCGTCAGGCCTGGAGGAGGAG
ACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTATGCCACTAGGTGTAGCACC
CTCCTATGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTATGTTCGTTGGGTTC
TTAGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGGCAATTATTGTCTG
GCATAGTGCAACAGCAGAGAAATTTGCTGAATGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTG
GGGCATT 
>KY953198 
TTCTATTGTGATACATCAAACCTGTTTAATAGCACTTGGGATAATATCACTAGGAACAATAGCACTTGGGACA
AGAGCAATACAGAGTCAAATGACACTATAACACTCCAATGCAAAATAAAACAGATTGTAAATATGTGGCAGAG



AGTAGGACAAGCAATATATGCCCCTCCCATCGCAGGAGAAATAAGGTGTGAATCAAATATTACTGGATTATTA
TTAACAAGAGATGGAGGGGATATAAATGAGACTGAGATCTTCAGGCCTGGAGGGGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCCCTAGGTATAGCACCTACTCATGCAAAAAG
AAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX389647 
TTCTATTGCAATACATCAGGACTGTTTAATAGCGCTTGGAGGATTAATGGCACTGTTAACCATACAGAATCAA
ATACCAACCATACAAATAACACCATAATTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGGGT
AGGACAAGCAATATATGCCCCTCCCATCCGAGGAATCATAAGGTGTGTATCAAACATTACAGGACTATTATTA
ACAAGAGATGGAGGGAATGAGGCAAATAATAGTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCACCCATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTCTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX389649 
TTCTATTGCAATACATCAGGACTGTTTAGTAGCGTTTGGAAGAACGATACCAATGCAACGATAACTCTCCAAT
GCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGC
AATAAGGTGTGACTCAAACATTACAGGACTACTATTACTAAGAGATGGAGGAGATAATAATAGTACAAATGAG
ACTTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAGTATAAAGTAGTAAAAG
TTGAACCACTAGGTATAGCACCTACCCGTGCAAAAAGAAGAGTGGTGATGAGAGAAAAAAGAGCAGTTGGACT
GGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCA
CAGGCCAGACAATTACTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTGCAAGCTATAGAGGCTCAACAGC
ATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF069933 
TTCTATTGCAGTACATCAAAACTTTTTAATAGCACTTGGAATAACAGTAACATTAGCAGCTCAAATAACACAG
ATTCAAATGACACTATAACTATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAGGC
AATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAGGAGAT
GGAGGGGAAAATAATGGGACAAACGGGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGCACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069941 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAATAATAACAATTGGAATACCACTAGCAATAACA
GCTCAAAGTCAAATGAAATTATAAAACTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCACCCTAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACA
AGAGATGGAGGGAAGCATAATAGTACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAAGCACTAGGTGTAGCACCTACCTATGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>L39106 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGGATAATAGCAATAGCACTGCCAACCACACAGGGT
CAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAATAATAAGATGTGATTCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGGAATAATAGTACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCGGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
CGGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGCATAGTGCAACAGCAGAGCAATTTGCTGA
AAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX232598 
TTCTATTGTAATACAACAGGACTATTTAATAGCGCTTGGCAATTTAATAGCGCTTGGCAGGAGAATGACACTG
AAACAGAGGGAAATATAACTCTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGC
AATTTATGCCCCTCCCATCCAAGGAGTAGTAAAGTGTGAGTCAAACATTACTGGACTACTATTGACAAGAGAT
GGGGGAATTAAGAATAGTACGAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGTGGACTGGGAGCTGCATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGGA
ATTTGCTGAAGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 



>KY658712 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAATGCAACAAATCCATCTAATAGCAGCTATGGCA
ACGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAATTTA
TGCCCCTCCCATCCAAGGAATAATAAAGTGTGAGTCAAACATTACTGGACTACTATTGACAAGAGATGGGGGA
ACAACTAATAGCTCGAAGAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGTATAGCACCCACCCCTGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGTGTGGGAGCTGTATTCCTTGGGTTCTTATCAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAAGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232616 
TTCTATTGTGATACAACACAACTATTTAATAGCACTTGGAATACAACACAACTCAACAATGACAACGAGACAG
AGGACAATACAACTCTTACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGACAAGC
AATTTATGCCCCTCCCATCCCAGGAATAATAGAGTGTGAATCAAACATTACTGGACTACTGTTGACAAGAGAT
GGGGGAAATAGTGATAGCTCGAATGAAACTTTTAGGCCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232622 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAATAGCAATGGCACTTGGAATAGCACTGGGAAGG
ACAATAGCACTGGAACAGGGAACGATACAATAACTCTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCA
GAGGGTAGGACAAGCAATTTATGCCCCTCCTATCCCAGGAGTAATACAGTGTGAGTCAAACATTACTGGACTA
CTATTGACAAGAGATGGGGGAGTTAATAGTACTACAAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAGTAGGTGTAGCACCCAACCGTGC
AAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTTTTTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACACGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAAGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KP411845 
TTCTATTGTAATACTTCAGGCCTGTTTAACAGCACTTGGGATGGCACAGCACAAAGCAACACAGATGATGATG
ACACTATCCTTCTCCCGCGAAAAATAAATATAATTATAAATATGAGGAGAAGAGTAGGACTATCAATATCTGC
TCCTCCTAGACGAGGAACAAGGAGGTGTACTTCTATTATTACAGTACTACTATTAACAGGAGGTGGGAGTACT
ACTAATACTAATGATGACATCTTGCCTGCAGGAGGAGAAAAGATGAACTACTGTAGAAGAGAACAATATATAT
ATAAAGTAGTAATAATAGCAGCATTAGTAGCAGCACCCCCCCCCTCCTCAAGAAGAGTAGTGCTGAGAAAAAA
AAGAGCAGCAGTAGTAGTAGCAGTCGTCTTTGTCGTCTTAAGAGCAGCAGGAAGCAGTATGATCGCGTCGTCG
ATAATGATGATGACAGTAGACGCATACCAGTGTTTGTCTGGTATAGTGCAACAGCAGTACAATTTGCTGTATG
CTAATGAGGTTCAACAACATCTGTTGAAACTCTCATTTTGGGGCATT 
>MF373200 
TTCTATTGCAATACATCAGCATTGTTTAATAGCACTTGGGTTAATAACACTTGGAATAACGAGATCAACGAGA
CCAACAAGACCATAACTCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGCAATAAAATGTGAATCAAACATTACAGGACTACTACTGACAAGAGATGGA
GGAAATAATAATACAACTGAGACTTTTAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCAGTCGTGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGTTGGAATGGCAGCTGTTTTCCTTGGTTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>AF107770 
TTCTATTGCAATACATCAAATCTGTTTAATAGAACTTGGAATCATAATGGCACTTGGAATGCACCAGGACCGT
TTAATGACACTGAGGATAAAACAATAAATGGCACTGAGGATAAAACAATAACTCTCCAATGCAGAATAAAGCA
AATTGTGCGTATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAA
TCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAATGATAATAATAATACAGAGACCTTCAGGCCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGG
TGTAGCACCCTCCCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCACTTGTTGGACTGGGAGCTTTC
TTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAG
ACTCACGGTCTGGGGCATT 
>HM215281 
TTCTATTGCAATACAACACCACTGTTTAATAGCACTTGGTACAGCAATAACACTGCCAATAGCTCAAACAGCA
CAGAGTTAAATGGAACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAACTATGTGGCAAAGGGTAGGACA
GGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAACAAGA
GATGGAGGGGGGAATAATACAAATACAAATGAGACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA



GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAA
GTAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215292 
TTCTATTGCGATACATCAAAACTGTTTAATAGCACTTGGACCAAAAATAGCACTTGGAACACTACAGAATTAG
GTGGCAATATAACGCTCCAGTGCAAAATAAAGCAAATTATAAATACGTGGCAAAAAGTAGGACTAGCAATGTA
TGCCCCTCCCATCCAAGGAATAATAAGGTGTGATTCAAACATTACAGGACTACTATTAACAAGAGATGGAGGG
AATAATAATGCAAGTGAGACTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTAAACCACTAGGTGTCGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGC
TGCAAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT223759 
TTCTATTGCAATACATCAAAGCTGTTTAATAGCACTTGGAATGCCACTGACATCAATAGCAATGTCAGCACAG
ACTCAGGGAAAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGCGTAGG
GCAAGCAATGTATGCCCCTCCTATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACA
AGAGATGGAGGGAAGGAAAACAATAGTACAAATGAGACTTACAGGCCAGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTGAAAATTGAACCATTTGGTATAGCACCCACCCTTGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACACTTGTTGAGACTCACAGTCTGGGGCATT 
>KT223760 
TTCTATTGCAACACATTAGGACTGTTTAATAGCACTTGGAACTGGGAATGGCACTTGGATAACAATAGCTCAA
TTAGCTATGCTCGTGTAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGGGAACTAAGGTGTGATTCAAATATTACAGGACTATTATTAACAAGAGAT
GGGGGAAAAATAATACTAATGAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAATTTGAACCACTAGGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTAATC
TGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AJ251056 
TTCTATTGCAATACAGCAGAACTGTTTAATAGCACTTGGGCTAGCAATACTAATGGCATTTGGGCTAGCAATA
TAAATGCTAGCAATAACAAGGACGCAAATGACACTATAACTCTCAAATGCAAAATAAAACAAATTATAAATAT
GTGGCAGAAAGTAGGACAAGCAATATATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGATTCAAACATTACA
GGAATACTATTAACAAGAGATGGAGGGGATAATACTAATGGTGATGAGACTTTCAGGCCTGGAGGAGGAGATA
TGAGGGACAACTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCTC
CCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAAGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGG
CATT 
>AJ251057 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACTTGGAATGGCACTAGCAGCTCAAACCACACATGGGTAA
ATGACACTATAACTCTCCAATGCAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACGAGCAATGTA
TGCCCCTCCCATCCAGGGAGAAATAAAGTGTGTATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGG
GATAATAATAGTACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCTACCGTGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215264 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGACTAGCAATAACACTTGGGGTAGCAGTAGCTTAA
ATCACACAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCTATCAAAGGGGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAATAAGAGATGGA
ATTGTTAATAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGGGTAGCACCTAACCGTGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTTCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>HM215290 



TTCTATTGTAATACATCAGCACTGTTTAATAGCACTTGGAATGGCACTGACAGTGCAAACAAGACAAAGTCAA
ATGAAACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGAAATAAAGTGTACATCAAACATTACAGGACTACTACTAACAAGAGATGGAGGG
AATACTAGTGGTGCAAATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAATTGAGCCACTAGGTGTAGCACCCACCCCTGCAAAAAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215291 
TTCTATTGCAATACATCAAAACTATTTAATAGCACTTGGAATAGCACTGAAAATAACAATACCAGTGACACAA
ATGGTATTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATATGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGG
GATAATGATAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAGGTAGTACAAGTTGAACCACTAGGTGTGGCACCCACCCATGCAAGAAGAAGAGTGGTGGAGAG
AGGAAAAAGAGCAGTTGGAGTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215293 
TTCTATTGCAATACATCAAAGCTGTTTAATAGCACTTGGGGTAACAATACCACTAACAGCTCATCAGAATCAA
ATAACAATGACACTCTAATTCTCCAATGCAGAATAAGACAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCAGAGGAGAAATAAGGTGTGAGTCAAACATTACAGGGCTACTATTAACAAGAGAT
GGAGGGATTAATAATACAAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCTACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCAATTGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>JX447154 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAATCACAGGAGCACTTGGAATAGCACTGATCACA
ATATCTCTGACAGCTCAAACCCCAATATAACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACTGGACTGTTA
TTAACAAGAGATGGAGGAAATGAGAGTAGTACAAATGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAGTGGGTGTAGCACCCTCCCGTGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCGGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>KF716488 
TTCTATTGCAACACCTCAGGACTGTTTAATAGCAGCTTCAATAGTAGCAGCATCAATGACACAGACACAGAGT
TAACTGGCAATATAACTCTTCCATGCAGAATAAAACAGATTGTAAATATGTGGCAGAAGGTAGGAAAAGCAAT
GTATGCCCCCCCTATTGAAGGAATAATAAGGTGTGAGTCAAACATTACAGGACTGATATTAACAAGAGATGGA
GGGGGCAATACAACAGAGGAGACGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATG
AATTATATAAATATAAGGTAGTGAGAATTGACCCAATAGGTGTAGCACCCACTAAGGCAAAAAGAAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGTTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGTTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AY444811 
TTCTATTGCAATACATCGGGACTGTTTAATAGTACTTTTAATAACACTCAGGCCAACTCAAGTTACACCTCAG
GGACAAATGATACTATACTTCTCCAATGCAGAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAACAAGAGAT
GGAGGGGATACTAGTGATAATAGTACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCCATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>DQ869018 
TTCTACTGCAATACAACAGCACTGTTTAATAGCACTTGGGATAGCAATACCACTGCCAGCGAAGAGTCAAATA
GCACCATAGATGACATTATAACTCTCCAATGCAGAATAAAGCAAGTTGTAAACATGTGGCAGAAAGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGA
GATGGAGGGGATAATAATAACAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCGCTAGGAGTAGCACCCTCCAGGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG



GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATC
TGCTGAAGGCCATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>JF320297 
TTCTATTGCAATACATCAGAACTATTTAATAGCAGTTGGAATAATGACACTGCCAGCTCAAATAACACAGGGT
CAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAGGTAGGACAAGCAAT
GTATGCCCCCCCCATCAAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGA
GGGGATAATAATAATAATAGTGTAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTATAGCGCCCACCCATGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY736840 
TTCTATTGCAATACATCAATACTGTTTAATAGCACTTGGGACAATAGCACTGTCAACACAAATAATATCACAG
AGCCAAATGATACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGGCAAGC
AATGTATGCCCCTCCCATCAAAGGAATCATAAGGTGTGATTCAAACATTACTGGATTACTATTAACAAGAGAT
GGAGGGAATAATAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGATCCAATAGGGGTGGCTCCCACCCATGCAAAAAGAAGAGTGGT
GGAGAAAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KU168266 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGAATGTGACCACCAGCCTCAACCAGAGTGAAGCGG
ACGTAAATATAACTCTCCCATGCAAAATAAAACAAATTGTACGTATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTCAAGGAGTAATTAACTGTACATCAAACATCACAGGGCTACTGCTAACAAGAGACGGGGGG
AGGGATAATGGTGCAAATGAGACGTTCAGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATAGAGGCTCAACAGCAAATGTTGAAACTTACGGTCTGGGGCATT 
>KU168267 
TTCTATTGCAATACATCAGATCTGTTCGATAGCACTTGGACTTCAAACCACACCTCAAACCACACAGGGTCAG
ATGAGACCATAACGTCAAATGACACTATAATTCTCCAATGTAGAATAAAGCAAATTGTAAGGATGTGGCAGAC
AGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTA
TTAACAAGAGATGGAGGGCAAACAGAAAATAATAATGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAG
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>MF510462 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACTTGGGATAACAATACCAACAGTTCAAACTTCACAGGTA
ATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGACAAGCAATGTA
TGCCCCTCCCATCGAAGGAAGAATAAGATGTGAATCAAATATTACTGGACTACTATTAACAAGAGATGGAGGA
GAAGGTAATAATAGGACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF082485 
TTCTACTGTAATACAACAAAACTGTTTGATAGCACTTGGAATGGTACTGAAGAGTTAGATAACACTGAAGGAG
ATATAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCGGGACAAATTAGATGTTCCTCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTTAC
CAGAGCAATGTCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388917 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACACTGAAAAATGGTACATTCATTCCGGGTACAAATTCTA
ATTCAAACATCACACTCCAATGCAGACTAAAACAATTTGTAAGGATGTGGCAGGAAGTGGGACAAGCAATGTA
CTCCTCCCCAATGGAAGGGAAAATTTACTGCAGCTCAAATATTACAGGACTAATATTAACAAGAGATGGTGGT



AATAATGGTGATGACAATGGTACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAGGATTGAACCAATAGGAGTAGCACCCACTGAAGCAAGGAGACGGGTGGT
GCAGAGAGAAAAACGAGCAGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTCGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>JN687742 
TTCTATTGTAGCACAACAGCACTGTTTAATAGTACCTGGACGTATAATGGTACCTGGACTACCAATGGCAGCA
CTGAGACAGATGACACAATCATTACACTGCAATGCAGAATAAGACAAATTGTAAACCTGTGGCAGGCAGTGGG
ACAAGCAATGTACGCCCCCCCCATTGCAGGAAACATTACCTGCAGCTCAAATATTACAGGAATGATATTGACA
AGAGATGGTACTAATAGTACTAATAATGATACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAGATTGAACCAATAGGAGTAGCACCCACTAGGGCAAGGAGACGAGT
GGTGCAGAGAGAAAAACGAGCAGTAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCA
ATCTGCTAAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>JX140648 
TTCTATTGCAACACAACAGAACTGTTTAATAGTACCTGGACACTGAATAATAGTACCAATAGCAGCATTGAGA
CAAATGGCACAACTATTATACTGCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGAAGTGGGACAAGC
AATGTACGCCCCCCCCATTGAAGGAAGCATTAAATGCAGCTCAAATATTACAGGAATGATACTGACAAGAGAT
GGTGGTAATAGTACTACTAATGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAGATTGAACCAGTAGGAGTAGCACCCACTAAGGCAAGGAGACGAGTGGTGCA
GAGAGAAAAACGAGCAGTAGGACTGGGAGTGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATTTGC
TAAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>JN687748 
TTCTATTGCAACACATCACAGCTGTTTTTAGGTAATGGTACAAATAGTACAAACACAAATAATACAAATTCAA
CTATTGAACTCAAATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGAGTGGGACAAGCAATGTACGCCCC
ACCCATTGCAGGGAGCATTAGCTGCAGCTCAAATATTACAGGATTAATATTGACAAGAGATGGTGGTAATGAT
ACTGGGACGAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAATAGTAAAGATTGAACCAGTAGGAGTAGCACCCACTAGGGCCAGGAGACGAGTGGTGCAGAGAGAAAA
ACGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAATTTGCTGAGGGCTA
TAGAAGCTCAACAACATCTGTTGAGGCTTACGGTCTGGGGCATT 
>AF119820 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATACATGTTTAATAGTACAAATAGGACAAACACAACCA
ATGGAACAAACTCAACCATCACGCTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACA
AGCAATGTACGCCCCTCCCATTGCAGGGAGCATTAACTGCAGCTCAGATATTACAGGAATAATATTGACAAGA
GATGGTGGTATAAGTAATAATAATGAGACTAATGATAATGAGACCCTCAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGTACTATATAAATATAAAGTAGTAAAGATTGAACCAGTGGGAATAGCACCCACGGGGGC
AAGGAGACGAGTGGTGCAGAAAGAAAAACGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCTCAGCAACATCTGCTGAAACTCACGGTCTGGGGCATT 
>KU168269 
TTCTATTGTAATACATCCAATCTGTTTAATAGTAATATAACAGAGAATGATACAACAAATAGTAATGACAATA
TCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAACATTACATGTAGATCAAACATTACAGGAATACTATTAACAAGAGATGGTAATGGTGGGAAT
GATACCAATAGCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
ACTATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCCATGCAAGAAGAAGAGTGGTGGGGAGAGA
GAAAAGAGCAGTTGGACTAGGAGCTCTTCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGCAAG
CTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286852 
TTCTATTGTAATACATCAAAACTATTTAATAGTACTTTTTCTAATGATAATTCCACAGATAATGATACCTCTT
TAGAAAATAATGGTACCATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACA
GGCAATGTATGCCCCTCCCATTGAAGGAAACATTACATGTATATCAAACATTACAGGACTAATATTAACAAGA
GATGGGCACAATGGGCACAATCAGAGTAATAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGAAG
AAGAGTAGTGGGCAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCGGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAGCAGC
AAAGCAATTTGCTGAGAGCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF069934 



TTTTATTGTAATACATCAGAGCTGTTTACTAATACATCAACTAAGAATGGGACCAATGAAACACCCACACTCC
CATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGAGACAAGCAATGTATGCCCTTCCCATTGCAGG
AAACATTACGTGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGAATAATGACAGTCACACTGAG
ACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAA
TTAAACCACTAGGAATAGCACCCACCTGGGCGAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGTTGGACT
GGGAGCTGTTTTCCTTGGGTTCTTAGGGACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCACCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ288981 
TTTTATTGTAATACATCACAACTGTTTAACAGTAGTAACCTTAATAATAATAGCTCAGATAATAATGGGACCA
TCACACTCCCATGTAGGATAAATCAAATTATAAGAATGTGGCAAAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAACATTACATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGCATAATGACACT
GAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTAAACCACTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGTTGT
TGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCACCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU363837 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACACAAAGTAATTCAAGCTCAA
TCATCACGATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAACGACA
AATACTATAAATGATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC492737 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACATGTTTAATGGTACAAGGGGTAATTCAAGCTCAA
ACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACCTAACATGTAGATCAAATATCACAGGATTACTATTGGTACGTGATGGAGGA
GACAACACAAATAAAACAGAGATATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX392379 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGGAATGGTACATACATGCCCAATGGTACCACAA
ATAATTCAAGCTACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAAAAACAAATGATACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835494 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTTCAATAATACAGACATATTTAATGGTACAG
GAAATAGTTCAAAAGTCATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAACTATCACAGGACTACTATTGGTACGT
GATGGAGGAAAGCATAATAATAGTAATACTACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGCAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835511 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACATATAATGGTACATACATACATAATGATACACAAGGTA
ATTCAACTGTCTTTACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAAATACTAGTACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAATGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACATCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346907 
TTCTATTGTAATACATCAGGCCTGTTCAATAGTACATACCTGTTCAATAGTACATACATGTCTAATGGTAGTT
CAAACTCAAACAACACAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTCCGTGATGGAGGAGATCAAAAATCAAATGAGACAGAGAATGGGACAGAGACTGAGGAGACATTTAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATT
GGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGGGGACTAGGAGCTGTGTTCCTT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGC
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATC 
>JF346913 
TTCTATTGTAATACAACAGGCCTGTTTAAGGGTACATACAACCCTAATTACACAAACCCTAATGGTACAGGGA
GTAATTCAAGCTCAACCATCACAATACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGGTACGT
GATGGAGGATACACAAATAAGACAAATCATACAGAGATATTCAGGCCGGGAGGAGGAGATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGCATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTATGGGGCATT 
>EU363847 
TTCTATTGTAATACCTCAAAACTGTTTAATGGTACATACAACAATGGTACATACAATGGTACATACGGTACGG
AAAGTAATATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAACTATCACAGGCTACTATGTACGTGATGGAGGAACA
GGAAATGGGACAGATAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835500 
TTCTATTGTAATACATCAGGCATATTTAATAGTACATACAATGAGACATACCAAGGTAACTCAACTAACTTAA
ACATCACAATTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTACTGACACGTGATGGAGGAATAAAT
GTAACAAATAGAACAGATCAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGGGTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835507 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAGACAGCCTAATGGTACATACGTGTTTAAAGGAG
ATTCAAACTCAAACATTACAACCATTACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGACTACTGTTG
GTACGTGATGGAGGGTCAAATGATACAGAGACAAATAAAACAGAGACATTTAGACCTCAAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGG
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAAAGCTATAGATGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCAT
T 
>KF835509 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACATACAATCCTAATGGTACAAATTATAATTCAAACTCAA
CCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGTTACGTGATGGAGGAACTTCA
GATTCAAGTAATACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF835534 



TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATACATGCCTAATGGTACAG
GAACAAACATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGATTACTCTTGGTACGTGATGGAGGA
AAGAGAAATGGTACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATG
AATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835545 
TTCTATTGTGATACGTCAGACCTGTTTAATGATACATACAATGACAAGTTTAATGGTACAACAGGTGATTCAA
ACAAAACCATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGT
AATGGGACAGAGACAAATGGCACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATG
AACTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTTGT
GGAGAGAGAAAAAAGAGCAATAGGATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATT
TGCTAAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>HQ699961 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTAATATTACAAAAGATAACTCAAGCTCAGATAATTCAAGCT
CAGTCATCATACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTCTTAGTACGTGATGGGGGATAC
ACAAATGGCACAGAGAGTAATAACGAGACATTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAATCAAAAAGGAGAGTGGT
GGAGAAAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATGGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215416 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACGTACAATGGTACATACAGGGGTACAGGAGATAATTCAA
GCTCAATCATCACAATCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAGCATGTAACTCAAGTATCACAGGACTACTGTTGGTACGTGATGGAGGA
AGCCCAAATAATCCAGAGATTCCAAATAATACAGAGATATTCAGACCTGGAGGAGGAGACATGAAGGACAATT
GGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTCAACCATTGGGAGTAGCACCCACTGAAGCAAAAAG
GAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCATTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HQ700001 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGGTTAATGGTACATACATGTTTAATGGTACAG
AGATGTTTAATAGTACAACAGGTAATTATTCAGGCTCAAACTCAAACATCACAATCCCATGCAGAATAAAACA
AATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAA
TCAGATATCACAGGATTACTATTGGTACGTGATGGAGGAAGAGAGCCAAATAATGATACAGAGACATTCAGAC
CTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTAAGCCATT
GGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTACTGGGAGGACTAGGA
GCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAG
CCAGAAAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCATCT
GTTGCAACTCACGGTCTGGGGCATT 
>KF250369 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACAATAGTACATTAGACCTGTCTAGTAGTACATACA
ATAGTACAAAAGATAATTCAAGCTCCCCCATCACAATCTCATGCAGAATAAAGCAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAAATCAAATATCACAGGACTA
CTATTGGTGCGTGATGGAGGAATAGGACCAAAAGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATTGGGAGTAGCACCCACTGAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820846 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACGAGCTAAATGGTACAGAAAGTA
ATTCAAGCTTAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAAGGTGGGACGAGCAAT
GTATGCCCCTCCCATTCAAGGAAACATTACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGA
GGAGCAAATCAGACAAATGATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCAGTAGGAATAGCCCCCACTAAAGCAAAAAGGAGAGTGGT



GGAGAGAGAAAAAAGAGCAGCGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AJ866553 
TTCTATTGCAATACATCAGACCTGTTTAATAGCATTTGGAATAGCACTAGGGAAAATACAAATAACACAAATG
CAAATTACACAGATTACATTATCCCATGCAGAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCTCCTCCCATCCCAGGAGTAATAAGCTGTACATCCAATATTACAGGACTAATAATAACAAGAGAT
GGTGGGAGTAATAACACTGGGAGTGAAACCTTCAGACCTACAGGAGGAAATATGAAAAATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAGCAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATA 
>AY093603 
TTCTATTGCAATACAACAAACCTATTTAATTGGAATAACACTAAGGATATCATGCCAAATGGCACAAAGAATT
ACTTTATCCAATGCAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
TATCCCAGGAATAATAGAGTGTGTATCAAACATTACAGGACTAGTATTAACAAGAGATGGTGGGACTGGCAAT
ACAAGTGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGG
CTCAACAGCATCTGTTAAAACTCACAGTCTGGGGCATT 
>AY093604 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACGTGGAAAAATGGCACTAATATACAGGGGTCAAATGGCA
CTGGATCAAATTACACACAGATCCAGTGCAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAGGGTGTATATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGGACAATACAGGTGATAATGAAACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY093607 
TTCTATTGCAATACATCAAGCCTATTTAATAGCACTTGGGATGAAAATAACACTAAAAGTGCACAGGGGCCAA
ATGGCACGGCCAATATCACAATCCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAATTGTATATCAAACATTACAGGACTAATATTAATAAGAGAT
GGGGGGAATGAGAGCGCTACAAATGAGACCTTCAGACCTATAGGAGGAGATATGAAGAATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAGAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGTTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MN178644 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTAGTTGGATAGGAAATGAGACTAGGAATGAGACCATAGAGG
AAGGTCATGATAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAAAGAACAGGACA
AGCAATGTATGCTCCTCCAGTCAGAGGAATAATTAATTGTGCATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGGAATGATAGGACTACAAACGAGACTTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGAGTAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF289548 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGACATCAAATAATACAAGTACAGGGGTAAATGGGA
GTACAATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAATATATGC
CCCTCCCATTGCAGGACTGATCAATTGTTCATCAAATATTACAGGACTAGTGTTGACAAGAGATGGTGGTGCG
AATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCAATAGGTCTAGCACCCACCACGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCG
GCGTCGCTGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAGCAACAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF289549 
TTCTACTGCAATACAACAATACTGTTTAATAATAGTGAATGGACATCAAATAATACAGGTAATACAAGTTCAG
GGGTAAATGATAGTACAATCATAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAA



AGCAATATATGCCCCTCCCATTGCAGGACTAATCAGCTGTTCATCAAACATAACAGGACTATTGTTGACAAGA
GATAGAGATGGTGGTGCAAATAATACTAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATACAAATACAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF289550 
TTCTACTGCAATACATCAAAACTGTTTAATAGCAGTATAGAGATATCAAATACAAGTATAGGTAATACAAGTA
TAATCAAACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCC
TCCCATTGCAGGATTAATCAACTGTTCATCAAATATTACAGGACTATTGTTAACAAGAGATGGTGGTGCAAAT
AATAGTAATCAGAGTGGGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGGATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCA
GCGTCGTTGACGCTGACGGTACAGGCCAGGCAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY371149 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCAGTTGGAGTAGGGAGAATGGCAATGGCACAGACAATTGGA
ATATCACAACAAACCACACGAGCTCCAATGACACTATAACTCTCCCATGCAAAATAAAGCAAATTGTACATAT
GTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGTGTCAAACATTACA
GGAATACTATTAACAAGAGATGGTGGGAGAGATACAAATCATACTACCGATACCTTCAGACCTACAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTGGCAATTGAACCACTAGGAGTAGCACC
CACCAGGGCAAGAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGGATAGGAGCTGTGCTCCTTGGGTTC
TTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTG
GCATAGTGCAACAGCAAGGCAATTTGCTGAAGGCTATCGAGGCTCAACAGCAACTGTTGAGACTCACTGTCTG
GGGCATT 
>KP718935 
TTCTATTGCAATACATCAAACCTGTTTAATAGCAGTTGGAAAATTGGAAATAGCACTGCAAATAACACTGGCA
CAAATGACACTATAACTCTCCAATGTAGAATAAAGCAAATTGTACATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTCCAGGAAAAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGGAATAATAGTGCAAATGAAACCTTCAGACCTACAGGAGGAGATATGAAGGACATTTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTAGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AAGCTATTGAGGCTCAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>KP718938 
TTCTATTGCAATACATCACAACTGTTTAATAGCACTTGGGATAACAATACAACTTGGGATAACAATACAACAC
AGAATAATAGCAGTAAGAATATAACTCTTCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTGAATCAAACATTACAGGACTAATATTAACA
ACAGATGGTACGGGAAATAGCACAAATGAGACCGTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAGCTATATAAGTATAAAGTAGTGGAGATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAACTTTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATTGAAGCTCAACAGCAACTGTTGAAGCTCACTGTCTGGGGCATT 
>KY658700 
TTCTATTGCAACACAACAAAGCTGTTTAATAGCACTTGGCAGTTTAATGATACTAATGGTACTTGGCGGGAAA
ATGGCACTGAAGACAAAAATGACACTATATATCTTCCATGCAGAATAAAGCAGATTGTAAGACTATGGCAGAC
AGTAGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTAATTCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGACAGTCAAATGAGTCAAAGGTTAATGAGACCTTCAGACCTACAGGAGGAAATATGA
AAGACAATTGGAGAAGTGAATTATATAGGTATAAGGTGGTGGAAATTAAACCACTAGGAGTAGCACCCACCAA
GGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGTAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCTCAACAGCAATTGTTGAGACTCACTGTCTGGGGCAT
T 
>AF069945 
TTCTATTGTAATACATCAAGTCTGTTTAATAGCACTTGGGAAAATGAAAATACAACTAGCAATGGGACTGAGG
AAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATCTGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAAACTTAACATGTAACTCAAACATTACAGGGCTACTATTAACAAGAGATGGT
GGGAAAAATAACACTCATAATGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCACTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGGACAGCAGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCGATTTGC
TGAAGGCTATAGATGCACAACAGCAACTGCTAAAACTCACTGTCTGGGGCATA 
>AF408631 
TTCTACTGCAATACATCAAAACTGTTTAATGACACAACAACCAATGACACTATTATTCTCCCATGCAAAATAA
AACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATCGCAGGAAGCATTACCTG
TAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGACTAATATTACTAATCAGACTGAGACT
AATCAGACTACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAGAAGACAAGTGGTGAGAAGAGAAAA
AAGAGCAGTGGGAATGACAGCTGTGTTCTTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF408629 
TTCTACTGCAATACATCAAAACTGTTTGATGAAGGACTGTTTAATACAACAGATGACAATGACACTATTATTC
TCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGC
AGGAAACATTAACTGTAACTCAACTATTACAGGTCTAATATTGACAAGAGATGGTGGGAAAAATACTACTGGG
AATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTCAACCACTAGGAGTAGCACCCACCACGGCAAAGAGACAAGTGGTGCAGAGAGAAAGAAGAGCAGT
GGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY037266 
TTCTACTGTGATACATCAAAACTGTTTCATGACACGCTGATTAATACCAATACATCCGATGACACTGCTAATG
GCACTATAACTCTCCCATGTAGAATAAAACTAATTGTAAACCTGTGGCAGGAAGTGGCACGAGCAATGTATGC
CGCTCCCATTGCAGGAAGCGTTACCTGTAACTCAAGTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAG
AAGAATAGTACTAATGACACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAACCATTAGGAATAGCTCCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGA
AAGAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF385936 
TTCTACTGCAATACATCAGGACTGTTTAATGATACAATATCCAATGATACTATTATTCTCCCATGTAAAATAA
AACAAATTGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGAAGGAAACATTACCTG
TAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCTTAATGAGACTAATCAGACTGAAACCTTC
AGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTGAAC
CACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGACGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAACTTGCTGCAGGCTATTGAAGCGCAACAGCATCTGT
TGCAGCTCACAGTCTGGGGCATT 
>JN054280 
TTCTACTGCAATACATCAAAACTGTTTAATAACACAAAAATTAATGGCACTATTACTCTCCCATGTCGAATAA
AACAAATTGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAACTCAAATATTACAGGTCTGCTATTAACAAGAGATGGGGGACAAAGTTATAATAGTACTAATAACAGTACT
ATTAATAGGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAA
AAGAGCAGTAGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN235963 
TTCTACTGCAATACATCAGGACTGTTTAATAATGACACAGTATCCAATGGCACTATTACTCTCCCATGTCGAA
TAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCAATCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTGGTCATAGTAATGAAACTAATCAGACT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATTGAAGCGCAAC
AGCATCTGTTGCGGCTCACAGTCTGGGGCATT 
>AY037272 
TTCTACTGCAATACATCAGGACTGTTTAATGAAAGCCTGATTAATGTCACACAACCCAATGACATTACTCTCC
CATGTCGAATAAAACAAATTGTAAACCTGTGGCAGAAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGG
AAGCATTATCTGTATCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAGTACTCCT



GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCGGGGCAAAAAGACAAGTGGTAAAGAGAGAAAAAAGAGCAATAGG
AATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAACAGCGCTGACG
GTACAGGCCAGACAGTTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY371154 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCGCTTGGAGAAATGATACTAACAGCACGCAGGTTTCGGGGT
CAAATGACAATATAACTCTCCCATGCAGAATAAAGCAATTTGTAAAGCTATGGCAGAGGGTGGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAGGTGCGAATCAAACATTACAGGGCTACTATTAACAAGAGATGCT
GAGGGTAATAATAGAACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAGAGCAAGGAGAAGAGTGGTAGC
AAGAGAAAAAAGAACAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAACAGAACAATCTGC
TGATGGCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ845388 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCACTTGGGAAGGGAACAATACCAGCACGCAAGGGTCAAATG
ACACAGGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAATTTGTAAATATATGGCAGAGAGTAGG
ACAAGCAATATATGCCCCCCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGGATAATGATACTACTAGGGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGCAAGAGAAAAAAGAGCAGCACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AGAGCAATCTGCTGATGGCTATACAGGCTCAACAGCATATGTTGAAACTTACGGTCTGGGGCATT 
>DQ845386 
TTCTATTGCAATACATCAGAACTGTTTAATAGTGCATGGAGAAATGGGACCAGAGTGCGGGGGTCAACTAACA
CAAGTGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAAATTATGGCAGAGAGTAGGGCAGGCAAT
ATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGGCTACTATTAACAAGAGATGGT
GGGAATAATAATGAGACAAATAAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAGAGCAAGGAGAAGAGT
GGTGGCAAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAATA
ACCTGCTGATGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>DQ845387 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGACAAATGACACTAACAGCACGCAGGGGTCAAATG
ACACAACGCCCATTATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATTGAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGG
GGTAATAACAGAACAAGTGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAACTGGAGGAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTGACGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCATTAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGA
GGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>MH705141 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCAGTTGGGAAAATGACAATGCCAGCACAGGGTCAAATAACA
CAGAGTCAAATGCCAATATAACTCTCCCATGCAAAATAAAGCAATTTGTAAATGTATGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGATTAATAAGATGTGAATCAAATATTACAGGACTATTATTAACAAGA
GATAATGAGGGTAATAACAGGACAAATGAGACCTTCAGACCCGGAGGAGGAGACATGAAGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAAGGCAAGGAGAAGAGT
GGTGGCAAGAGAAAAAAGAGCAGTTGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAACAGA
ACAATCTGTTGATGGCTATAGAGGCTCAACAGCATTTGTTGAAGCTCACGGTCTGGGGCATT 
>KP718924 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGGAATCTAACAATACCAGCACGTCGGGGTCAAATG
ACACAGGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAAGATGTGGCAGAGAGTAGG
ACAAGCAATATATGCCCCTCCCATCCCAGGAGTAATACAGTGTAATTCAAACATTACAGGACTACTATTAGCA
AGAGATGGTGGGGATGATAATACAACAAATGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAGCAAGGCAAGGAGAAG
AGTGGTAGCAAGAGAAAAAAGAGCAATCGGAGGACTAGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGCATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718926 



TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGGACAACTACACGCAAGGGTCAAATGACACAGAGG
ACCCTATAGTTCTCCCATGCAGAATAAAGCAATTTGTAAATATATGGCAGAGAGTAGGACAAGCAATATATGC
CCCTCCCATCCAAGGAGTAATAAATTGTAGCTCAAACATTACAGGACTACTATTAACAAGAGATAATGATGAG
GGTAGTAATAGGGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAGGGCAAGGAGAAGAGTGGTGGCAAG
AGAAAAAAGAGCAATAGTTGGAATAGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF460972 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCACTTGGGAAAATGACACTGTCAGCACGCAAGGGTCAAATG
ACACAGGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAACATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTACTATTATCA
AGAGATGGTGGTGTGGGTAATAATAGGACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAGCAGAGCGAGGAG
AAGAGTGGTGGCAAGAGAAAAAAGAGCAGTAGTTGGACTAGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGTGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AACAGAACAATCTGCTGATGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF460974 
TTCTATTGCAATACATCAACCCTGTTTAATAGCACTTGGGCAAATGACACAAAGGCAAATGACACAGGGTCAA
ATGACACTATAACTCTCCCATGCAGAATAAAGCAATTTGTAAATAAGTGGCAAAGAGTAGGACAATCAATGTA
TGCCCCTCCCATCCAAGGAACAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGAGATGGGGGT
GATAATAGCCTAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAAGGCAAGGAGAAGAGTGGTGACAAGAGA
AAAAAGAGCAGTGGGACTAGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAACAGAACAATCTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF450097 
TTCTATTGTAATACAACAAAATTGTTTAACAGTACTTGGACTGTGAATGGAACTACAAATACTACAAATAACA
ATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGTCAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGTGGT
AATAGTAACGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGTTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>JN248351 
TTCTACTGTAATACATCACAACTGTTTAATAGTACATGGAATAATACTGCAGGAAATTCTAATAATGATACCA
ATACCACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAATATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTAGCTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
CATAACAATGTTAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCACAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCCATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KT022406 
TTCTATTGCAATACATCAAGCCTGTTTAATGGCACATGGAACAGGGCTAACTACACAATGGAGAATGACACTA
TTATGAATATCACATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAGTAATAAAGTGTACATCAAACATTACAGGAATAATATTGACAAGAGATGGTGGGAACGGG
AACAACAGTACCAACAGTACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY945736 
TTCTATTGCAATACATCAGACCTGTTTAATAGCACGTGGACCAACGACACGTGGGGGGAAAATGGCACTGCCA
ACGACTCAAAGTCAAATGACACTATAATGCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATTGCAGGAATAATAAAGTGTACATCAAACATTACAGGAATAATATTG
ACAAGAGATGGTGGAGAGAACGATAGTACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAAGGCCAGGAGAAG
AGTGGTGGAGAGAGACAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AF286239 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACGTGGCCTGCCAATGCATCAAGGGAGAATGAGGAGAAAG
ATCGCAATGTGACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAATGTA
TGCCCCTCCCATTAACGGAACAATAAAGTGTACATCCAACATTACAGGAATGATATTAACAAGAGATGGGAAC
AGTGGGGGCAATGCAACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTAGAACCACTAGGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTGGA
GAGGGAAAAAAGAGCAGCAGTTGGACTGTTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>EU581825 
TTCTACTGCAATACATCAGGATTGTTTAATAACTCAGTATTCAATAATAACACTATCACTCTCCCATGTCGAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTGC
CTGTAGCTCAAATATTACAGGTCTACTATTGACAAGAGACGGTGGTTGTCAGAACCAGAGCAATACTAACTGT
ACAGAGACCTTCAGACCTTGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGACAAAAGAGCAGT
GGGATTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAAGCTAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY037281 
TTCTACTGCAATACATCAAAACTGTTTAATGACTCCCGGGATAATGACACAGAATCCAATGACACTATCATTC
TCCCATGTCGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGACAAGCAATGTATGCCGCTCCCATTGC
AGGAAACATTGTTTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGGAAATGGTAGT
GGACCAGAAATCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATGGCAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU581827 
TTCTACTGCAATACATCAGGATTGTTTAATGACACAGTATCTAATGGCACTATCACTCTCCCATGTAAAATAA
AACAAATTGTAAACATGTGGCAGGAAGTGGGAAGAGCAATGTATGCCGCTCCCATTGCAGGAAAAATTACCTG
TAACTCAAGTATTACAGGTCTTCTATTGACAAGAGATGGTGGTAGTAATACAACAGGCAACACAGAGACCTTC
AGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTCAAC
CAATAGGAGTAGCACCCACCCCGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGCATTAACAACTAT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAAGCGCAACAACATATGTTGC
AGCTCACAGTCTGGGGCATT 
>KP718931 
TTCTATTGTGATACAACACAACTGTTTAATAGTACCTGGGATAAGAGTACCTGGAATAACACCAATAGCAGCT
ATGAGGGAAATGGAGATGATACTATTACATTGCAGTGCAAAATAAAACAAATTGTAAACATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCGCGGGAAATATTACATGTGTATCAAATATTACAGGACTAATATTG
ACAAGTGACTTTGTTAATGCAACTACAGATGTGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTGAAAATTGAACCACTAGGAGTAGCACCCTCTAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF377959 
TTTTATTGTAATACAACAAACCTGTTTACATGGGATAGCACCACCAATGGCACCAATGGCAACTACACAGTAA
GTAATAATGATACTATTACACTGCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGC
AATGTACGCTCCTCCCATCGAAGGAAGCATTACATGTGTATCAAATGTTACAGGACTAATATTGACAAGTGAC
TTTGTTAATAAGTCAACAGAGGAGGTGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU743963 
TTCTATTGCAATACATCAGGACTGTTCAATAGCACTTGGACTGACAACACGACAGAATTAAATAGCACGGATG
GCAATATAACTCATATAATTCTTCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAACATTACAGGATTACTATTGACAAGAGAT



GGTGGGGTTACTGATAACAGTACAGAAGATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
GGTGGTGGAGAGAGAAAAAAGAGCAGTTGCTGGACTTGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAATGCTATAGAGGCTCAACAGAATCTGTTGAGACTCACGGTCTGGGGCATT 
>AY371165 
TTCTATTGTAATACAGCAAGCCTGTTTAACAGTACTTGGGGACCAGGGTCAAATAACACGAATGACCCTAGTA
ACACGAGTGACACTATAATTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAACATTACAGGACTACTATTGACAAGAGAT
GGTGGGGATAATAATAGTACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATTTAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTTGGATTTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>JN864049 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGCATAATAATGACACTGGCAGTGGGGCAGAGTACC
AGAGCACGAATGATAGTATAACTCTCCCGTGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCTCCTCCCATCCCAGGAATAATAGAGTGTAAGTCAAACATTACAGGACTACTGTTGACACGA
GATGGTGGAAATGGTAGTGACAGTGCAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
GGTGGTGGAAAGAAAGGTGGTGGAGAGAAAGAAAAGAGCAATTGGATTTGGAGCTGTCTTCCTTGGGTTCTTA
GGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTTTCTGGCA
TAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACAAATGTTGAAACTCACGGTCTGGGG
CATT 
>JN864050 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGTATCCAAATGGCAGCATGACAGGGTATACAAATG
ACACAAATGACAATGGCACCATAATTCTCCCTTGCAGAATAAAGCAGGTTATAAATATGTGGCAGAGAGCAGG
AAAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGATAAACAGTACAGAGGAGACTTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCCACTCAATGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGATTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGAATATGTTGAGACTCACGGTCTGGGGCATT 
>JN864051 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATTGGAATGACACTGTCAACACGACAGAGAACA
ATGATACAAACGGCACTATAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATACGATGTGAGTCAAACATTACAGGAATACTATTGACAAGG
GATGGTGGGACTAATGACAGTAGTCTAAATGAGACTTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCGCCCACCAAGGCAAGGAGAAG
GGTGGTGCAGAGAGAAAAAAGAGCAATTGGATTTGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGTAGC
ACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>JN864058 
TTCTATTGCAATACATCAGGCCTGTTCAATAGCACTTGGAATAATAGCACTTGGAATACAACAGACATGTTTA
ATAGCACTGGGAATGAGAATGAGAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAG
AACAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAGTCAAACATTACAGGACTACTA
TTGACAAGAGATGGTGGGATTAATAACAATTCAAATGAGACTTTTAGACCTGGAGGAGGAGATATGAAAGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAG
GAGAAGGGTGGTGCAGAGAGAAAAAAGAGCAGTTGGATTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAAC
AGCAAAACAATTTGCTGCAGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>FM877780 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAAAAATGGAGTTTGGGAAAGGGGCAGGATGAACC
AGACAAATGACACGAATGAAAACATAACACTCCCATGCAGGATAAAACAAATTGTAAACATATGGCAGGAAGT
AGGACAAGCAATGTATGCCCCTCCAGTTGCAGGAGAGATACAGTGTGTAACAAACATTACAGGAATAATATTG
ACAAGAGATGGGGGAATTAATAATGAGACTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAGTTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCGACAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTCTTTTCCTTGGGTTCTTAGGAACAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATGTGTTGAAGCTCACCGTCTGGGGCATT 



>FM877781 
TTCTATTGTGATACATCAGGACTGTTTAATAGCAGTTGGCCAATTAATAGCAGCTGGCCAACTAATAACAGTG
AGACAAATGAAACAATAACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACAAGC
AATGTATGCCCCTCCTATCGAAGGAGAGATACAGTGTATATCAAATATTACAGGAATAATATTGACAAGAGAT
GGGGGAAATAACAGTAACACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTTCAAATTGAACCGCTGGGAGTAGCACCCAGCGAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGAATGGCAACTCTTTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAAGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>FM877782 
TTCTATTGTAACACATCAGGCCTGTTTAATAGAACTTGGAAAGATGGCAATTGGACCACCCAGGAAAATGGGA
CAAATGAAAACATAACACTCCCATGCAGGATAAAACAAATTGTACGCATGTGGCAAGAAGTAGGACAAGCAAT
GTATGCCCCTCCTGTCGCAGGAATGATACAGTGTATATCAAATATTACAGGATTAATATTGACAAGAGATGGG
GGGAAAGATAAGAATGATACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTACAAATTGAGCCACTAGGATTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAAGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>AM851091 
TTCTATTGCGATACAAAAGAACTGTTTAATAGTACCTGGAATAAGAGCACCAATGGCACCTGGACTAAGAACA
GCACCACTGGCGAGACAGGGAACACAGCAAATATTACACTGCAATGCAGAATAAAACAAATTGTAAACATGTG
GCAGAGAACAGGACAAGCAATATATGCCCCTCCTATTAGAGGAATAATTCAGTGTGAATCAAATATTACAGGG
ATACTATTGACAAGAGATAGGCATAATCATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF804811 
TTCTACTGTAATACATCACTGCTGTTTAATACTACTTGGGAGAAGCATAATACCACTCAACCTTGGATAATGA
AAAATGAACCTGGGTATGATGTGAATAGGAATATCACACTCCACTGCAGAATAAAACAAATTATAAACAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAACTGTTTATCAAATATTACAGGG
CTGTTACTAACAAGAGATGGAGGTCCAAACGGGACCCAAAATGAGACCTTCAGACCTCAAGGAGGAGATATGA
GAGACAATTGGAGAAGTGTATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGTCTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCAT
C 
>AY455778 
TTCTACTGCAATACAACACAGCTGTTTATTAGTACTTGGCTGTATAATACTACTTGGACACGGCCGAGTCAAA
AGTGCTATGATACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAAATATTAGCTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGAAATAACAACGACACGAACGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCAACAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EF158043 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATATCAATGGCAGCGGAGGGTTTAATAGCACAA
ATGACAACATAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCAAAGGAGAAATCAGGTGTGTATCAAACATTACAGGACTATTGTTGACAAGAGATGGTGGT
GGTAATGCGAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCATTGGGTTTTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATGTGTTGAGGCTCACGGTCTGGGGCATT 
>EF158040 
TTCTATTGTGATACATCAGGTCTGTTTAATAGCGCTTGGAATGGCACCAATGGCAACGAAATGTCAAATATCA
CAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAGGCAAT
GTATGCCCCTCCCATCCCAGGAGTAATCAGGTGTGTATCAAACATTACCGGACTATTGTTAACAAGAGATGGT
GGTCAGGATAATGGGAGTAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT



TATATAAATATAAAGTAGTACAACTTGAACCACTAGGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF158041 
TTCTATTGTGATACATCAGGCCTGTTTAACAGTACCTGGAATATCACTGACATAGGAGAGCCAAATAGCACAA
ATAGCACAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATATATGCCCCTCCCATCCGAGGAGAAATCAGGTGTGTATCAAACATTACAGGACTATTGTTGACAAGA
GATGGTGGTACTAATAACAGTAGTCTGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGA
GAAGCGAATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCTATGTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF158042 
TTCTATTGTAATACATCAGGACTGTTTAACAGCACTTGGAAAATCAATGCCAGCGAAGAGTTAAATAGCACAA
ATGACAATGTAACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAGGC
AATGTATGCCCCTCCCATCCGAGGAGAAATTAGGTGTGTATCAAACATTACAGGAATATTGTTGACCAGAGAT
GGTGGTAGAGTTAATGAAAGTCTAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GQ477443 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCACTTGGAATATCAGTGGCAGCGAAGAGTTAAATAGCACAA
ATGACATAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTATGGCAGAGAATAGGGCAAGCAATGTA
TGCCCCTCCCATCCGAGGAGAAATTAGGTGTGAATCAAGCATTACAGGACTATTGTTGACAAGAGATGGTGGT
GTTAATGGGAGTCAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGCGAAGTGAATTAT
ACAAATATAAAGTAGTAGAACTTGAACCACTAGGAGTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTCGGACTAGGAGCTATGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>GQ477442 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATATCAATGGCAGTGAAGGGGTAAATAGCACAA
ATGTCAATATAACTCTCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATTCAAGGAGAAATCAGGTGTGTATCAAACATTACAGGACTATTGTTGACAAGAGATGGTGGT
AATGGTAATGACAGTCAGGCTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>GQ477446 
TTCTATTGTAATACATCAGGCCTGTTTAACAATAGCCTGTTTAACAGCAGCGGAGAGTCAGATAGCACAAATA
TAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTATGCCCCTCC
CATCCGAGGAGAAATCAGGTGTGTATCAAACATTACAGGACTATTGTTGACAAGAGATGGTGGTGCTAATGAG
AATGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGGTG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>GQ477448 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCACTTGGGATAATAGCACTTGGTATAACAATGGCAGCCAAA
GGTCAAATAGCACAAGTGGCATTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAAC
AGGACAAGCAATGTATGCCCCTCCCATTCAAGGAGAAATCAAGTGTATATCAAACATTACAGGACTATTGTTG
ACAAGAGATGGTGGTAATCATGATGGTAATGAGAGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGC
AAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCATTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTAAAGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACAGTCTGGGGCATT 
>AB703608 



TTCTATTGTAATACATCAGGCCTGTTTAACAGCACTTGGAATACCAATGGCAGCGAAGGGTCAACAGACACAA
GTGGCAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATATA
TGCCCCTCCCATCCGAGGAGAAATCATGTGTAAATCAAACATTACAGGACTATTGTTAACAAGAGATGGTGGT
GGTGGTAATCAGAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAACTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703615 
TTCTATTGTAATACATCAAACCTGTTTAGTAGCACTTGGTTTATCAATGGCAGCGGAGAGTCACATAATAAAA
ATGGCACTAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGAAATTAGGTGTGTATCAAACATTACAGGACTGTTGTTGACAAGA
GATGGTGGTGTTAATGTGAGCAATGAGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAATGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703609 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACTTGGAATATCAATGGCAGCGGAGGGTTAGATAACACAA
ATGATAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGCAATGTA
TGCCCCTCCCATCCGAGGAGAAATCAGGTGTGTATCAAACATTACCGGACTATTGTTGACAAGAGATGGTGGT
AATAATAGTGAGAGTCAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTAGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTATGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAACTTGCTGA
GGGCCATCGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>AB703611 
TTCTATTGTAATACGTCAGGTCTGTTTAACAGTACTTGGAATGTCACTGGCAGCAAAGAGTCACATAGCCCAA
ATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCAAAGGAGAAATCAGGTGTGTATCAAACATTACAGGACTATTGTTGACAAGAGATGGTGGG
GTTAATAACAGCCAGAATGAGACCTTCAGACCTGGAGGAGGGAATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGACTGGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGA
AGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703612 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCTATCAATGGTAGCAGCGAAGGGAAAAATAGCA
CAGATGACACTATAACTCTCCCACGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
GTATGCCCCTCCCATTAAAGGAGAAATCAGATGTGTATCAAACATTACAGGAATATTGTTGACAAGAGATGGT
GGTGAGGGGAATCAGACTGAGGGGAATCAAACTGAGGGGAACCGGACCGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAACTTGAACCACTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCATTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCAGACGTTGAGACTCACGGTCTG
GGGCATT 
>AB703613 
TTCTATTGTAATACATCGAGCCTGTTTAACAGCACTTGGTATAACAATGGCAGCAAAGAGTTAAATAGCGCAA
ATGGCATTATAAAACTCCCATGTAGAATAAAGCAAATTATAAATACGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCGAGGAGAAATTAGGTGTGAATCAAACATTACAGGACTATTGTTGACAAGAGATGGTGGA
AATGATACTAATCAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCATTTGGACTGGGAGCTTTGTTCGTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AB703614 
TTCTATTGTAATACATCAGGCCTGTTTAACAGCGCTTGGAATATCACTGGCAGCAGCGAAGGGTTAAATAGTA
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATCAGGTGTGAATCAAACATTACAGGACTATTGTTGACACGAGATGGT
GGTAATAATAGGAATGAGAGTGAAAATGAGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAAAGATAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG



AAGAGTGGTGGAGAGAGAAAAAAGAGCAGCTGGACTGGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>EF087995 
TTCTATAGCGATACATCAGGCATGTTTAATAGCACTTGGGATAACAATAGCACTTGGAATAACAATAGCAGCA
TGACAGGGTCAAATAACACAAATGACAATATAACACTCCCGTGTAGAATAAAGCAAGTTATAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGGAATAATAAGGTGTGAGTCAAATATTACAGGACTA
CTATTGACAAGAGATGGTGGGAATACTAGCAGTACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCGTGC
AAAAAGAAGGGTGGTGGAGAGAGAAAAAAGAGCAGTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCCGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCAT
T 
>EF087994 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGGGGTATAACAATAGCAACGTGACAAGGTTAAATA
ACACGAATGACACTATAATTCTCCCGTGTAAAATAAAGCAAATTATAAAGATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCGCAGGAAGGATAAGGTGTGAGTCAAATATTACAGGACTACTATTGACAAGAGAT
GGTGGGAAAAATAACAGTACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCGAGCAAAGAGAAGGGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTACTGTCCGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EF116594 
TTCTACTGCAATACATCAGGCCTGTTCAATAGTACATGGAACACTACTACCAGCACGCAGATTCCAAATAGGA
CTACAGATGGGAATATAACTCTCCCTTGCAGAATAAAGCAAATTGTCAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCCAACATTACAGGACTAATGTTAACAAGAGAT
GGTGGGATTAACAAAACAGATAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCTATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAACC
TGCTAAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718917 
TTCTATTGCAATACAACAAAACTGTTCAATCACCTGTTCAATAATAGTGAGTGGGACAATGCAGCTAACAGCA
CGAATGAGAGTATAACTCTCCCTTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAGATCTAATATTACAGGACTATTGTTAACAAGAGATGGT
GGAAGCAACAATGCAACTAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTGAAAATTGAACCAATAGGAGTAGCACCCACCGGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGCCTAGGAATTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGGCCATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAGAGCAATCTGC
TAAGGGCTATAGAGGCTCAACAACACATGTTGAGACTCACGGTCTGGGGCATT 
>AF377957 
TTCTATTGCGATACAACAGGCCTGTTCAATAGTAGTTGGAGCTACAATGGCACGAGTTGGAATAAGACCACTA
CAAATGGCACTACAAATGGCAATATAACTCTCCATTGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCTAACATTACAGGATTGCTATTA
ACAAGAGATGGTGGGACAAACAATAGTAACACTACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCGGGGCAAG
GAGAAGAACGGTGGAGAGAGAGAAAAGAGCAGTTGGACTAGGAGCTGTTTTTCTTGGATTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCTGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683745 
TTCTATTGCAATACAACAAACCTGTTCAATAGTGTTTGGACAGACGGGAAATGGAATAATACCATGAACAGCA
GTCAATCAGATAGTAATAATATAACTCTCCATTGCAAAATAAAACAAATTGTAAGGATGTGGCAAAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAACTGTATATCCAACATTACAGGACTGCTATTAACA
AGAGATGGTGGGCTAAGTAATAGGACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGATCCACTAGGAGTAGCACCCTCCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTATGTTCTTTGGATTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCCTTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ213783 



TTCTACTGCAATACATCAAAACTGTTTAATGACACAGCTTCCAATAATGGTACCATCACTCTCCCATGTCGAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATACCGCTCCCATTGCAGGAGACATTAC
CTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAAAAATAATGGAAGTTGTACAGAG
GCAACTTGTACACAGATCTTCAGACCTCAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATGGCAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ213780 
TTCTACTGCAATACATCAAAACTGTTTGATAACATAGAAAACAATGGAACTATCATTCTCCCATGTAAAATAA
AACAAATAGTAAACATGTGGCAAGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTGTCTG
TAACTCAACTATTACAGGTCTACTCTTAACAAGAGATGGTGGTCATGGTAATGGCACAATCAATAAGACAGAG
ATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGATAAAAGAGCAGTGGGAAT
GGCAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGC
ATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU735535 
TTCTACTGCAATACATCAAATCTGTTTAATGACACGATAGGCAATGGCACTATAATTCTCCCATGTAAAATAA
GACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCTGCTCCCATTGCAGGAAACATTGCCTG
TAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTAGTGGAAGTAATGGTACTAATCAAAATGAG
ACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAATAGCACCCACCAGGGCACAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGCACTAGG
AGTTGTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTACTGTCTGGAATAGTGCAACAGCAGAATAATCTGCTGAAGGCTATTGATGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>EU735538 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAAATTGAAGCTAATCACACAAATGCTAATGATAATG
ACACTATCATTCTCCCATGTAAAATAAAACAGATGATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGC
TGCCCCCGTGGCAGGAAACATTATCTGTAACTCAAATATTACAGGACTACTATTAACAAGAGATGGTGGTAAT
AAGACTCATAATGATACTAGGAATGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735537 
TTCTACTGCAATACATCAGGATTGTTTGATAATAACACAGGGACTGACACTAATGACACTATCACTCTCCCAT
GTAAAATAAAACAAATAGTAAATATGTGGCAAGAAGTAGGACGAGCAATGTATGCCGCCCCCATTGCAGGAAA
CATTACCTGTAACTCAAGTATTACAGGACTACTATTGACAAGAGATGGTGGTCAGAATAATGAGACTAATAAT
ACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGT
GACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU170155 
TTCTACTGCAATACAACAGAACTGTTTAATGACACAGAATCCAATAACACTATCATTACTCTCCCATGTCGAA
TAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCTGCTCCCATTGCAGGAAACATTAC
CTGTTCATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCTGGCTAATCAGACTGGAAATCAGAAT
GACACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAGCCATTAGGAATAGCACCCACCACAGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGG
AAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAG
CAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU170139 
TTCTACTGTAATACAACAATACTGTTTAATGAAACAGGATTTAATGACACAAGATCCAATGACACCATTACTC
TCCCATGTCGAATAAAACAGATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATACTGCTCCCATCGC
AGGAAACATTGCTTGTTCATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGACTACTGACAAT
CAGACTGACACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCATTAGGAATAGCACCCAATAAAGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAG
AATAATTTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 



>FN392874 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGTCTGACAAAAATAATACAGACAGCAATAGCACGG
AGTCAAATAGCACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACGAGC
AATGTATGCTCCTCCCATCCGAGGAATAATAAAGTGTACTTCAAACATTACAGGACTACTATTAACAAGAGAT
GGTGGTGTTAATAATAGTACAAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACAAAGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGGCAGTAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAGCAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>FN392876 
TTCTATTGCAATACATCAGGCCTGTTTAATACCACTTGGTACAACAATGGTTCAGACACTTGGTACAATGGTA
CAAATAGCACGGAGCCAATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAATAATACAATGTAACTCAAGCATTACAGGAATACTATTAACAAGA
GATGGTGGTAACAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAGGTATAAAGTAGTACAAGTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAGAACAATC
TGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU448295 
TTCTATTGTAATACATCACAATTGTTTAATAGCACTTGGAGCCACAATGATACAGGCAGCACGAAGGAGTACA
ATGGCACTATACAACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACGAGCAATGTT
TGCCCCTCCCATCCAAGGAGCAATAAGGTGTGAATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGT
AATGCAAATGAGGCTAGAAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGA
GCAATCTGTTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>DQ358801 
TTCTACTGCAATACATCAGGACTGTTTCAGTTTAATGACACAGATTCCAATGACACTATCATTCTCCCATGTC
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAACAT
TACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGATAATGGGACTAATGATATT
GAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAATCCATTAGGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGCAGCGGG
AATAGCAGTTATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACG
GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358802 
TTCTACTGCGATACATCAACACTGTTTAATGACAATGACACAGTATCCAATGACACTATCACTCTCCCATGTA
AAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAGAAAT
TACCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGCCGAAATATTAGTACTGATCAGCCT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAGCCACTAGGAGTAGCACCCACCGAGGCAAAAAGACAAGTGGTGAAGAGAAAAAAAAGAGCAGCGGG
AATAACAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCCTCAATGACGCTGACG
GTACAGGACCAGACGAATTATTGGACTTGGCCATATTGCAGTCCGCGGGAACAATCTGCTGAGAGGACTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365771 
TTCTACTGCAATACATCAAAACTGTTTAATAATGACACAGGATCCAATGACACTACAGGATCCAATGACACTA
TCACTCTCCCATGTAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCC
CATTGCAGGAAGAATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCACACTAGT
ACTAATGAGACTAATCAGACTGAGACCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTCAGCCACTAGGAGTAGCACCCTCCAGGGCAAAAAGACCAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026456 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGGATCCAACAATGAGACTATCATTCTCCCATGTAGAA
TAAAACAAATGATAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCCCCCGTTGCAGGAAACATTAC
CTGTAACTCGAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCCTGGTAATAAGACTCAAATCTTCAGA
CCTGGGGGAGGAGATATGAAAGACAACTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTGAGCCAC
TAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGACGAGAGAAAAAAGAGCAGTGGGACTGGGAGCGTT



GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGGCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>HM026458 
TTCTACTGCAATACATCAGGACTGTTTGATGAATCAATATTCAATAACACAGACAACAGTGACAACATCACTC
TCCCATGTCAAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCCCCCGTTGC
AGGAAGCATTACCTGCAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGACAGAATAATGATACT
AATGAAACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAG
AGCAATAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTA
GCGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026459 
TTTTACTGCAATACATCAGGACTGTTTAATAATAATATCACACAATCTAAGGACATTATCACCCTCCCATGTC
GAATAAAACAAGTGGTAAACCTGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCCCCCATTGAAGGAATAAT
TACCTGTAACTCAAGTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGGTAATAGTACTGATAATAAC
ACTGAGATCTTTAGACCTGGGGGGGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAGCCACTAGGAGTAGCACCCACCGGGGCAAAAAGACAAGTGGTGAAGAGAGAGAAAAGAGCAGT
AGGGCTACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAG
CGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026460 
TTCTACTGCAACACATCAAGACTGTTTAATGACACAGGATCCAGATCCAATGACACTATCATTCTCCCATGTC
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAATAT
TACCTGTAATTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATCAGACTGAGAGTAATAATAAT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAGTTATATAAATATAAGGTAGTAG
AAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAGAAGACGAGTGGTGGCGAGAGAAAAAAGAGCAGTGGT
GGCGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCATTGGTATCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGTAATC
TGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849798 
TTCTACTGTAATACAACAGTACTGTTTAATAGTACATGGAATGAGACAAATATTAATCAAGAGTCAAATAACT
CAACTGACATAATCACACTCCGATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGATACCTTAATTGTTCATCAAATATCACAGGGCTGATATTAATAAGAGATGGT
GGTAATAACAGCACAAATGAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175883 
TTCTATTGCAATACAACAAAACTATTTAATGATACTTGCATAGAAAATAATACCAGGTGTAATCACGCTATCA
TACTTCCATGCAGGATAAAGCAGATCATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAATGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGAAATAGTAGT
GATGGTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGCATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>AF192135 
TTCTATTGTAATACATCAGGATTGTTTAATAAATCATTATTGAATGAGACTAGTAATGAGACTACAGATGGTG
CAAATAATACTATCACACTCACATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATTACATGCACATCAAATATTACAGGATTGCTATTGACACGTGATGGG
GGATATACAAATAATACTAATGGAACAGAGATTTTCACACCTACAGGAAGAAATATGAGGGACAATTGGAGAA
GTGAGTTATATAAATATAAAGTGGTGAAGATTGAGCCAATAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGGGAGAGAAAAAAGAGCAGTAGGAATAATGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAGCACCTGTTGAGACTCACTGTCTGGGGCATT 
>JN417239 
TTCTATTGCAATACATCACACCTGTTTAATAGCACTTGGAATAACAGCACACAGGTGTCAAATAACACACAGT
TAAATGACACTATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT



GTATGCCCCTCCCATTGAAGGAAAGATTACATGTTTATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGTGCAAATAATAATAGTCAGAATGAGACTTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCGGGGCAAGGAGAAGAGTGGT
GGCAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN882655 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATGACACTAGTACTTGGAATGACACTGATAGGA
ATGTAACTCTCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGAGCGAGCAATGTATGCCCC
TCCCATCCGAGGAGACATAAAATGTGCATCAAACATCACTGGACTACTACTAACAAGAGATGGAGGGAATAAT
AATAGTACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGGAGAGTAGTGGGGAGAGAGAA
AAGAGCAGTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTA
TAGAGGCTCAACAACATATGTTGAGACTCACAGTTTGGGGCATT 
>KC898985 
TTCTATTGTAACACATCAGGCCTGTTTAATAGTACATACATACTTAATGGTACATACATGTACAGGGCTAATG
GTACAGACAAGAATACGACTGATGGTACAATTAGTAATCCAAACTCAACCATCACAATCCCATGTAGAATAAA
GCAAATTGTAAACATGTGGCAGGAGGTGGGACAAGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGT
AAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGTGGAGAGAAAAATGATACAGAAATCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTCAGCCATT
GGGGGTAGCACCCACTAAAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTG
TTCCTTGGGATCTTGAGTGTAGCTGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGAC
AATTGCTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCA
ACTCACGGTCTGGGGCATT 
>KC899008 
TTCTATTGTGATACATCAGGCCTGTTTAATGGTACATATGGTACATACGATCCTAATGGCACAGAAGGTAATT
CAAGCTCAGAAGGTAATTCAAAATTCATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGAACTCAAAATGAAACAAAAAATGAAGAGATATTCAGACCTGAAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGA
AGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGT
GCAGCCGGAAGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>JX679207 
TTCTATTGTAATACATCAAGACTATTTAATAGTACATACATGTCTAATGGTACATACACATACACAATTAATA
GTAACATCTCAAACATCACAATTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGATCAAATGAGACTCAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTACTGCAAAAAGGAGAGTAGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870044 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACATACCTGCCTAATGGCACATTCATGACTAATGATACAA
CTTATAGCCCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTACGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAAGATCACAGGACTACTATTGGTAAGGGAT
GGAGGACTACCAAATAAGACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGCATAGCACCCACTACTGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGTGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN230353 
TTCTATTGCAATACATCAGCACTATTTAATAGCAGTTGGAATAGCACTGGGAATAGCACTGGGGTGAATATCA
CTGACCCTATAAGACTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCTATCCCAGGAGTAATAAGGTGTAATTCAAACATTACAGGAATACTATTAACAAGAGATGGAGGG
ACTGGGACTAACAGTACAAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCGGGGCAAAACGAAGAGT
GGTGGAGAGAGGAAAAAGAGCAGTCGTCGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGC



ACTATGGGCGCAGCAGCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATAGAGGCTCAACAGCACATGTTGAAACTCACGGTCTGGGGCATT 
>KC899009 
TTCTATTGTAATACATCAGGTCTGTTTAATGGAACATACATGCCTAATGGTACAATGGATAGTCCAAGCACAA
TCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCTATTGA
AGGAAACATAACATGTCAATCAAATATCACAGGAATACTATTGGTACGGGATGGAGAGTTAAATAGGACAGAA
GAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870043 
TTCTATTGTAATACATCAGGCCTGTTTAAGGGTACATACACTAATGGTACATTAAGTAATTCAAGCTCAGACA
TCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGTACTTCTAAT
AATAATACAGAGGTATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAG
AGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN251903 
TTCTACTGCAATACATCAGGACTGTTTAATAACACACTGTTAAATGTAAATGAAACAGGATCTAATAACACTA
TCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGCGAGCAATGTATGCCGCTCC
CATTGCAGGAAACATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGACTAAT
GAGACTAATGGGAATGAGACTGTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTAGAAATTGAACCTCTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGA
AAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGCAGG
CTATTGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATC 
>AB845347 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAGAAATAAAACCATGGAGGGGTGTAGTGGCA
ATATCACTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGCATAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAT
AATACAAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCATCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU749388 
TTCTACTGTGACTCCACTCCACTGTTTAATAGTACTTGGAATGGTACTGAAGAAATAAATGGCACTGAAGGAA
ATGACACGATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATTCAAGGACAAATTAGCTGTTCATCAAATATTACAGGGATTCTATTAACAAGAGATGGTGGT
AGTGGCAACGAGACGAACAACAAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCAACCCATGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAATA
ATCTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358811 
TTCTACTGTAACTCAACACAACTGTTTAATAGTACTTGGTATGGTAATGAAACTTGGAATGGTACTGAAAAAT
TCAATGAGGAAAATGACACAATCAGCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTACATCAAATATTACAGGGCTGATGTTAACA
AGAGATGGTGGTCATAACAATGACACGCACCAGATGACAGAGACCTTCAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ671535 
TTTTATTGCAATACATCAAGATTGTTTACTGGCACAGTGGTCAATGGCACTCTCACTAATGCCACTATCACTA
ATGGCACTATCACTCTCCCCTGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGACGAGCAATGTA
TGCCGCTCCTGTTGCAGGAAGCATTAACTGTACATCAAATATTACAGGGCTACTATTGACAAGAGATGGGGGT



AAGGATAATCAGACTAATAAGAATGAGATCTTTAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGGCAAGTGGT
GAAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCTAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ671537 
TTCTATTGCAATACATCAGGACTGTTTAATGACTCAAAATTCAATGACTCAAAATTCAATGGCAATTTCTCTT
CCAATGACACTAGCACTATCACTATCCCATGTAGAATAAAACAAGTCATAAACATGTGGCAGGAAGTAGGACG
AGCAATGTATGCTGCTCCTATTGCAGGAAACATTATCTGTAACTCAAATATTACAGGTCTACTATTGACAAGA
GATGGTGGTCAAACAAATAATACAAACGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAA
GTAAGTTATATAAATATAAAGTAGTAGAAGTTGAACCACTAGGAGTAGCACCCACCAAGGCACAAAGACGAGT
GGTAAAGAGAGACAAAAGAGCAGTGGGAATGGGAGCTTTGTTCATTGGGTTCTTGAGCGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK341078 
TTTTATTGTAATACTTCACAACTGTTTAATAGTACTTGGATCAATAGTATTTGGAGCAATGACACAATCATAC
TTCCATGCAGAATAAGACAAATTATAAACTTGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATTAG
TGGACCTATTAAATGTTCATCAAATATTACAGGTCTACTACTAACAAGGGATGGGGGTCAGAGTAATAACGAG
ACTGAGACCTTCAGACCTGGGGGAGGGAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAACTTAAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGATAGGGAGACAAAAAAGAGGGCT
AGGCGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTA
CAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCCATTGAGATGCAACAAC
ATCTGTTGAAACTCACAGTCTGGGGCATT 
>GU595149 
TTCTATTGTAATACAGCACAACTGTTTAATAGTACTTGGACGAATGGTACTGAACAGACAAATAGCACTATAG
GAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAATATTACAGGTCTACTACTGACAAGGGATGGG
GGTCAGAATAATGATACTAAGAATGAGACCTTCAGACCTGGGGGAGGGGATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGT
GGGGAGACAAAAAAGAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU992930 
TTCTATTGTAATACTTCAAACCTGTTTAATAGTACATACTACTCTAATGGTACATACTCTAATGGTACAGTAG
ACAATTCAAGCTCATCCATCACGATTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATATATGCCCCTCCCATTGAAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTAGTACGT
GATGGAGGAGTTGGAAATGATACAGAGAATAATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGCAGCACCCACTAAAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY037271 
TTCTACTGCAATACATCAAAACTGTTTAATAACAACACAGAATTCAATAACACTATTATTCTCCCATGTCGAA
TAAAACAGATGGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAA
CTGTAGCTCAAATATTACAGGTTTACTATTGACAAGAGATGGTGGTATAAATATAACAAGTGGTCAGGAGACC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTG
AACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTAAGGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>MF372649 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGAATTCCACTTCAATTGCAAATTTCACAGAGGAAA
ATGGCACTATTACTATCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAAAGGAAAGATACAATGTAACTCAACCATAACAGGACTCATATTAACAAGAGATGGAGGT
AATGGTAATAGCAGTGCAAATGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATACAAGTACAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCGGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH666154 



TTCTATTGCAATACATCAGGACTGTTTGATAGTACTTGGAATACATCAAGACTGTCTAATGGTACTTGGAATG
ATACATCAAGAGAATCTAATAACTCAGTCAATAACATAACTCTTCAATGCAGAATAAGGCAAATTGTAAGAAT
GTGGCAGAGAGTAGGGCAAGCAATGCATGCCCCTCCCATCCGAGGAGAAATAAGATGTGTATCAAACATTACT
GGACTACTATTAACAAGGGATGGAGGGACGACTAATGAGACAGAGACAGAGGAGATCTTCAGGCCTGCAGGAG
GAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGC
ACCCAACTATGGAAGAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGG
TTCCTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAGTTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGT
CTGGGGCATT 
>MH666157 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACTTGGAATGCCAATGGTAGCAATGATAGCCTAAACCACA
CTGGCAACATAACTCTCAATTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGGCAAGCAATTTA
TGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACTGGAATATTATTAACAAGAGATGGAGGG
AAAAGTAATGCTACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAAAAGAAGAGTAGTGGGGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTTTGGGGCATT 
>MH666161 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAACAATACTTGGAAAGATACATCAGAATATAATG
GATCTACCATAACTCTCCAATGCAGAATAAGGCAAATTGTAAGGATGTGGCAGAGAGTAGGGCAAGCAATGTA
TGCCCCTCCCATCCAAGGAGAAATAAGATGTGCATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGG
GATAATAGTGGGACAAATGAGACCTTCAGGCCTGAGGGAGGAGATATGAAAGACAATTGGAGAAGTAAATTAT
ATAAATATAAAGTAGTGAAAATTGAACCACTAGGTGTAGCACCCACCTATGGAAGAAGGAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACAACTGTTGAGACTCACAGTCTGGGGCATT 
>MH666156 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACTTGGAGCAATACGAGCAATACATCAGGACCTAATACCT
CAGACGCTGACATAACTCTCCAATGCAGAATAAGGCAAATTATAAGGATGTGGCAGAGAGTAGGGCAGGCAAT
ATATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGTATCAAACATTACTGGACTACTATTAACAAGGGATGGA
GGGACTGATAATAATACAGATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAGAAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTCTGGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
AGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH666155 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGACCAATACATCAGGCATTAATA
GCTCAGAACCTATAATTCTCCAATGCAGGATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCCATCCGAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAACAAGGGATGGA
GGGAATGATAATACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCGGCCAGGCAAGGAGAAGAGTAGTGGGGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGGCAGTTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>KF850149 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAAACCATGGAGAGGGATAATAAGA
CTGAGATCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAAGGGATTAATTAATTGTACATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
CATAATGGTACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAACTTGAACCACTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>MG518476 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAAACCATGGAGAGGAATAATAACA
CTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACCTGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
CATAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAGATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA



AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY371145 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGGAAATGAACACAACCAGCTTAGGGTTAAATGATA
CTATAATTCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAATGTACGCCCC
TCCCATCCCAGGAAAAATAAGGTGTCAGTCAAACATTACAGGACTACTATTGACAAGAGATGGTGGGACTAGT
AACAATACAGAGACTAGTAACAGTACAGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGGAGGGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KP718921 
TTCTATTGTAATACAACAGAACTATTTAATAGCACTTGGGAGAGTAGCAATAGCACTAACAGCTCAAGTGCAA
CAAATGGAACTATAACTCTCAAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGAGATACTAATAGTAATAATAGTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTATAGCACCCACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACAGTCTGGGGCATT 
>KP718922 
TTCTATTGCCATACATCAAACCTATTTAATAGCACTTGGAAAGAGAACACAACAGAGTCAAGTGGCAATATAA
CAAGTGGCAATATAACTCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGAAAAGCAAT
GTATGCCCCTCCCATTCCAGGAGTGATAGAGTGTAGGTCAAACATTACAGGGCTCCTATTACAAAGAGATGGA
GGGAAAAATAATACAAATAATACCTTATGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTAT
ACAAATATAAAGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGGGTGGTGCAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCA
GCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACAACTGTTGAGACTCACGGTCTGGGGCATT 
>JF683748 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGACTGCCAATGGTGGCAGGCTGCGGGAAGATAGTG
CAAAGTCAAACAGCACTATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGGCTAATATTAACAAGA
GATGGTGGGGGGAGTAATGATACAGCGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTTTGGGGCATT 
>MK086114 
TTCTATTGCAATACAACAAACCTGTTTAACAGCATTTGGAATTACAATAGCACTGGGAATCACAGTGACAGCA
TGACAAATAACACGGATGGCAATATAATTCTCCAGTGCAGAATAAAGCAAATTATAAATATGAGGCAGAGAGC
AGGAAAAGCAATATATGCCCCTCCCATTCGAGGAAGAATACAGTGTGAGTCAAACATTACAGGAATACTATTG
ACAAGAGATGGTGGGAATAATGCTAGTAATTCAAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAG
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCATTTGGATTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCGCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCTCAACAGAATATGTTGAGACTCACAGTCTGGGGCATT 
>MF373389 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACTAATGGTACATTTAATTATAATGGTACATCTA
ATTATACAGAAAGTAATGTGACCATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGT
GGGAAGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTGTTA
GTACGTGATGGAGGATATGCAAAGGATGCAAATGATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTGAAGC
GAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTA
GCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX159285 
TTCTACTGCGATACAACAAAATTGTTTAATGAGAGACAGAAAATGGATCACGGAAGAGCTATAATGGCTACTA
TCTTACATCCATGTAGGATAAAACAAATTGTAAACATCTGGCAGCGAGTGGGACAAGCAACGTGCTCCTCCCA



TGCTGCAGCAAACATATCATGTCAGTCAAATATCACAGGACTACTATTAGTACGTGATGGAGGAAATGATACA
GAGGAGACAGAGACATTCAGGCCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAAGCAAAGAGAAGAGTGGTAGACAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN452901 
TTCTATTGTAATACATCAAGCCTGTTTAATGGTACATACAATAGCAGTAGGCCAAACAGTACTTCAAACTCAA
TCATCATAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAATGTACGCTCC
TCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATCTTATTGACAAGGGATGGTGGTAATGAT
ACCGTGAGTAGGGAAAATGAGACCTTCAGACCTGGAGGAGGCAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH682099 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACTCGTCTAATAGTACATTTAATAATACAGAAGATA
ATTCAACCATCACAATCCCATGCTACATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGACTACTATTAGTACGTGATGGAGGA
CCAGAGTCAAATTGTACAAAGACAGGATCAGAGTCAAATTGTACAGAGACATTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCAC
TGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATT 
>AY371167 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATGACACTGGCAGCATGCCAGAGTCAAATAACA
CGAATGGCAATATAACTCTCCAGTGCAGAATAAAGCAGATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAACAATAAGGTGTGAGTCAAACATTACAGGACTACTACTGACAAGAGATGGT
GGGACTCCTAACAGTACAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGTTGGATTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>FJ388953 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGCATGCCAATGACAGTTTGCAAGAGTCAAATGACA
CAACAATAAAGAAGAATATAACTCTCCAATGCAGAATAAAGCAGATTATAAATCTGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTATCAAACATAACAGGACTAATATTAACAAGA
GATGGTGGAGGTAATAACACAGCTCGTGATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAGGAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KR017779 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAAGATTAATAGCACTTGGAATAGCACTAATGGCA
CTATAACTCTCCTGTGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCCCC
TCCCATCCCAGGAGTAATAAGATGTGAATCAAACATTACAGGGATACTATTGACAAGAGATGGCGGGGAGGAT
TCTAATAAGACTAATGAAACAGAAATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAGAGAAGGGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAAGCTCAACAGCATGTGTTGAGACTCACAGTCTGGGGCATT 
>U76035 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAAAAATAGCACCAGCATAAATGACACGGTGTCAA
ATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCAAAGGAGTAATAAAGTGTGAATCAAACATTACAGGAATACTATTAACAAGAGATGGTGTG
GGTAATAACACAGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGCGAG
AGAAAAAAGAGCAATTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACATGTCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH327751 
TTCTATTGCAATACAACAAAATTGTTTAATTGCACAGACAATAATAACACATACACATGTAATGACACTATCG
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCGT
CAGGGGAATAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGGACAAATAGCACT
AATAGAAATGAGACCTTCAGACCTCAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTGGCACCCACTAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411826 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATAGCACTGAAGAGTCAAGTACCCCTAAAGGAA
ATGACACAATTACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAACATCACAGGGCTACTGTTAACAAGAGATGGCGAT
CAGAACGACAGTGAGACTTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAAGAAGCACTATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAAGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358069 
TTCTATTGCAACACAACAGATCTGTTCAACACAACAAAACTAAATGAAACCACGTTAAATAATAGCACTAATA
GCACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGAGGAAAGATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAATCAGACTAATAATCAGACTAACAAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989522 
TTCTATTGCAATACATCACGACTGTTTAATAATACTTGTGCAAAAAATGTAACCCAGGAAGGGTGTAATGAAA
CTATCATACTCCCATGCAGGATAAAGCAAATAGTAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGACAAATTAATTGCATATCAAATATTACAGGAATACTGTTGACAAGAGACGGTGGTAAGGAC
GGTGATAATGGTACTCATAATGGGAGCGAGATCTTCAGACCTACAGGAGGAAATCTAAGGGACAATTGGAGAA
ATGAATTATATAAATATAAGGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
AGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG989595 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGGGAATGATTCTGACAAGAATAATAACAATA
ATAATGACAATGACACAATCATACTCCCATGTAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATATATGCTCCTCCTATCAGTGGACAAATTAACTGTTCATCAAAGATTACAGGGCTGTTATTAACAAGA
GATGGTGGTAATGGTAACGGTACCAGGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCTGTAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989556 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGAATGGAACAAACAATACAGGAGGGGATACTGGCA
CTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGCAAACAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGACCAATTAATTGTATGTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAGTTAAT
AATAGTCATACTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAAAAATAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989612 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAATACTGGAGAGTCAAATGAGATCTCTACAG
GAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGGAAAGCAAT
GTATGCTCCTCCCATCAGTGGTCAAATTAACTGCTCATCAAATATTACAGGGCTACTATTATTAAGAGACGGT



GGTAACCAGAACAATAGCGCCAACACAGAGACATTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAGAAGAAGAGT
GGTGCAGAGAGACAAAAGAGCAGCACTAGGAGCGGTGTTCCTTGCGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KF250395 
TTCTATTGTAATACATCACAACTGTTTAATAGTACATGGAAGAATCACACTGGTACATATGAGACGAATGATA
CAAGTAACAATCCAAACATCACAATCACAATTCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGT
CGGGCGAGCAATGTATGCCCCTCCCATTCAAGGAACCATAACATGTAAATCAAATATCACAGGGCTACTATTG
ACACGTGATGGAGGAAATGGAAATATGACAAATGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250398 
TTCTATTGTAATACATCAGGCCTGTTTAATGAGACAGACATGCTGCGTATTACAGAAGGTAATATCACCACAA
TCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGAAAAGCAATGTATGCCTCTCCCATCAA
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACATGATCAAGTAAATTCAACCAATATG
ACATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTAATCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAATAAGAGAGAAAAAAG
AGCGGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGATGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY200514 
TTCTATTGCAATACATCAAGCCTGTTTAATGGGACATACATGTCTGATGGTACACCTACTGGTATACTTAATG
GTACAAACGATAATGAGACCATCACAATTCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAAGGTGGG
ACGGGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGACTACTATTAGTA
CGTGATGGAGGAACAGTGTCAAATAATACAGAGTCAAATAACACAGAGATATTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTGAACCACTAGGAATAGCACCTAC
CATGGCAAAAAGAAGAGTGGTGGACAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>MG519330 
TTCTATTGCAATACAACAAACCTGTTTAATAATGATTGCATAAACAATACCACAGCGGGGGGGTGTAATAAGA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCCAGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTCAT
AACACAAGCGCAGGTAACGAGACCTTTAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
ACAAAAAAGGGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATCTGCTAA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN336531 
TTCTATTGCAATACATCAAAATTGTTTAGCACCAGGGAAGGGCTTAATAGCACTATCATACTTCCATGCAGGA
TAAAACAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAAAGGAAGCATTAA
TTGTTATTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAGTACGGAGACCTTCAGACCA
GGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAG
GAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGATAGAGAAAAACGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>KU820848 
TTCTATTGTAATACATCGAAACTGTTTAATGGTACATACAATACAACAAGTAATTCAAGTAATGGTACATACA
ATACAACAAGTAATTCAAGTTCAGTCATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATGTATGCTCCACCCATTGAAGGAAATATAACATGTAGATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGTAGTAATACCACCGAGACATTCAGACCTCAAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTAGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 



>MH327758 
TTTTATTGCAATACATCAGGCCTGTTTAATAAGACATACCCGTCTAATAGTACAGTTAATAATACAGAAACTG
ATTCGATCATCACGATCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGACTACTATTAGTACGTGATGGAGGA
TTAAATAATACAACTGAGGTATTCAGGCCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGCGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250401 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACTCGTCTAATAGTACATACAATGATACAGGAAGTA
ATGAAACCATCACAATCCCATGCAAACTAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTGTTGGTACGTGATGGAGGA
GGAACAAATAATTCAGAGGAGATATTCAGACCTCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTGGCACCCACCCCTGCAAAGAGAAGCGTGGTGCAGAG
AGAAAAAAGAGCAGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
TGGCTATAGAGGCGCAACATCATATGTTGCAACTCACGGTCTGGGGCATT 
>AJ508597 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACAGAACTGCTTAATAGTACATCTAATAATACTGCAATCA
CACTCCGATGTAGAATAATACGAATTATAAGGATGTGGCAGAGAGTGGGACAAGCCATTTACGCCCCTCCCAT
TGAAGGATACATTACATGTACATCAAATATAACAGGATTACTATTTACAAGAGATGGAAATAACAATGACAGT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAGTTAAACCACTAGGAATAGCACCCAACAAGGCAAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGTTGG
ACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ508595 
TTCTATTGTAATACATCAGGCCTGTTTAATATGTCAGGGAGTAGTAATATATCAGGGAATAGTAATGAGACCA
TCACACTCCCATGTAGGATAAAACAAATTGTAAGGATGTGGCAGAGAGTGGGACAAGCCATTTATGCCCCTCC
CATCGCAGGATACATTACATGCACATCAGACATTACAGGACTACTATTTACAAGAGACGGGGGTCATCACAGC
AGTAATGAGACCTTCAGACCGGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTAGGAATAGCACCCACCAGAGCAAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGC
AGTTGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168299 
TTCTATTGCAATACAACAGCATTGTTTAATAGCTCTTGGGATGCCAACACACTAAGTAATAGCACTGTAAATG
ACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAATGTATGC
CCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAACATTACAGGGTTACTATTAACAAGAGATGGAGGGAAC
ACAGATAATATAACTGAGACTTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTGTATA
AATATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGGGAAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTAAGGG
CTATAGAGGCTCAACAACATATGTTGAAGCTCACGGTCTGGGGCATT 
>AJ866554 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGAATAGTTGGGATAATAGCACTTGGAATAGTACCA
GCTCAAACGACACATGGCCAAAGGGGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTG
GCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAAGTGTGTATCAAACATTACTGGA
CTAATATTAACAAGAGATGGAGGGAATAATAATAGTGCAAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTAG
AGCGAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTCTTCTTTGGGTTCCTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAGCATCTATTGAAACTCACGGTCTGGGGCAT
T 
>AJ866556 
TTCTATTGCAATACATCAGCACTGTTTAATAGCACTTGGGTAGGGGTTAATGGCAATTGGAGCAATACCAGCT
CAAACAACACAGGGTTAAATGACATTATAACTCTTCGATGCAGAATAAAACAAATTATAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGAACTAAGGTGTGACTCAAACATTACTGGATTACTA
TTAACAAGAGATGGAGAGGGTGATACTAAGGAAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACA



ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTAAACCACTAGGTGTAGCACCCACCCGTGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAACAATTTGCTGAAGGCTATAGAGGCTCAACAACATTTGTTGAGACTCACGGTCTGGGGCATT 
>AJ866558 
TTCTATTGCAGTACATCAGCATTGTTTAATAGCACCTGGATGATGGTTAATGGCACCTGGAGCGACACTGCAA
ATGACACAGAGGCAAATAACAATATAACTCATATAACTCTCCAATGCAAAATAAAGCAAATTGTAAATATGTG
GCAGAGAGTAGGACAAGCAATATATGCCCCTCCTATCCAAGGAAAAATAAGTTGTAATTCAAGCATTACAGGA
CTGCTATTAACAAGAGATGGAGGAGGGAATAATACTGCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTGGCACCCACCCA
TGCAAAAAGAAGAGTGGTGGGAAGAGAGAAAAGAGCGGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAG
TGCAACAGCAGAGTAATTTGCTGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCAT
T 
>AJ866555 
TTCTACTGCAATACAACACAACTGTTTAATAGCGCTTGGTTTAATGGCACTTGGGTATACAACAATAACACCA
ATGTCAGCTCAGGGTCAAATATAACTCTCCCATGCAGCATAAAGCAAATTGTGAGAATGTGGCAGAAAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAATATTACAGGACTAATCTTAACA
AGAGATGGGGGGAACGATAGCAGTGTAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGTTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGGGCTATAGAGGTTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF184155 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGTATAAAAATAGCACTTGGTATAGCAATAGCACTG
CCAGCTCAAACCACACAGAGTTAAATAGCACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTG
GCAGAAAGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTGATTCAAACATTACAGGA
CTACTATTAACAAGAGATGGAGGGAGTAATAATAATACACCTGAGATCTTCAGGCCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCG
TGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAG
TGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCAT
T 
>HQ385445 
TTCTATTGCAATACATCAAGCCTATTTAATAGCACTTGGAATACATCAAGCATTAGCATTGAGAATAGTACCG
ATTACTCAAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGACAGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAATAATAAGCTGTAATTCAACTATTACTGGACTACTATTAACAAGA
GATGGAGGAAATACTAATAGTACGAATGAAACCTTCAGGCCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTGAAAATTGAACCACTAGGTGTAGCACCCACTCATGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>GU201497 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGTATAATGACACTAGAAGGCCCAACTACACAGAGT
TAAATGGCACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
ATATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAATTCAAACATTACAGGAATACTATTAGTAAGAGATGGA
GGGGTTAATACTAGTACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAGAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>JN864047 
TTCTATTGCAATACATCAGGCCTGTTTAATGGCACTTGGGATAAATCTTACAACATGACAGAGTTGACTGGCA
CTATAATTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCC
TCCCATCCCAGGAAGAATAAAGTGTGAGTCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGAAGTAAT
AATGATACTAGTGAGATTTTTAGACCTGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAGAAGAAGGGTGGTGGAGAGAGAAAA
AAGAGCAATTGGATTTGGAGCTGCCTTCATTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 



>JN864052 
TTCTATTGCAATACATCACAACTATTTAATGGCACTTGGTCTAATAACACTGGGAATGGGAATGCTACCAGCT
CAAATGAAACTATAATAACTCTTCCATGTAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCGAGGAGGAATAAGGTGCGACTCAAACATTACAGGATTACTATTAACAAGAGAT
GGAGGAACGAATAGTACACATCAGACATTCAGGCCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGACCAGACAATTATTGTCCGGTATAGTGCAGCAGCAGAGCAATCTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>JN864053 
TTCTATTGCAATACAACAAACCTGTTTAATAGCACTTGGTATAACAATGACACTAGTGCTTGGTATAACAATG
GCACAGGACCATACAATGGCACAGGACTATGGATAAATGGCACTATAATTCTCTCGTGTAGAATAAAGCAAAT
TGTAAACATGTGGCAAAGAGTAGGACAAGCAATGTATGCTCCCCCCATCCGAGGAAGAATAGAGTGTCAATCA
AACATTACAGGACTACTGTTGACAAGAGATGGTGGGGAGCATAATAATACTAATAATAATAATACTAATAATA
ATACTGAGATTTTTAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGT
AGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCA
GTTGGATTTGGAGCTGTCTTCCTTGGGTTCTTAGGAGTAGCCGGAAGCACTATGGGCGCGGCGTCAATGGCGC
TGACGGTACAGGCCAAACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGC
TCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>DQ826727 
TTCTATTGCAATACATCAGGCTTATTTAATAGTAGTTGGACAGGAAATAACACAGAAAATAACACTGCACTGA
ATGGCACTATAACTCTCCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAATGTA
TGCCCCTCCCATCCCAGGAGTAATAAGGTGCACATCAAACATTACAGGATTAATACTGACAAGGGATGGTGGA
AACCATGGAAATAGTAGTTATAAAAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAGTAGGTGTGGCACCCACCCATGCAAGAAGAAGAGT
GGTGGAGAGAGGAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCCGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078538 
TTCTATTGCAATACATCAGGACTGTTCAATAAGAATTGGACATATGATAACAGCAATATCACCTCAAATAACA
CAGAATCAACTATAACTCTCCCATGCAACATAAGGCAAATTGTAAAGATGTGGCAGAGAGTAGGACGAGCAAT
GTATGCCCCTCCTATCGCAGGAAACATAAGTTGCAACTCAAACATTACTGGATTACTCTTAACAAGAGATGGA
GGGAATAATACACATAAGAATAAGACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGTATAGCACCCTCCAAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGTACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGGCAACTATTGTCTGGTATAGTACAACAGCAGAGTA
ATCTGCTAAGGGCTATAGAGGCTCAACAAAACATGTTGAGACTCACGGTCTGGGGCATT 
>AY371143 
TTCTATTGCAGTACATCACCACTGTTTAATAGCACTTGGGACAGTAATAACACTGCCAGTTCAAACCACACAG
AGTCAAATGACATTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTGGGACAAGC
AATGTATGCCCCTCCCATCAGTGGAAACATAACTTGTGAATCAAACATAACAGGACTACTATTAACAAGAGAT
GGAGGGGCTACTAATAGTACAACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCCTGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGCGCA
ATCTGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716465 
TTCTATTGCAATACATCACAACTGTTTAATGGCACTTGGTTTAATGACACTTGGAACAACAATACCAATGACA
ACAGCTCAGAATTTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGTTGTAATTCAAACATTACTGGACTACTATTAATAAGAGAT
GGAGGGAATAATAATATTATGAAGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCTTTGGGTTATTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>FJ670515 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACTTGGTACGGTAATGGCACTAACAATACAACTGACACGG
GGTCCAATGATACTATAAGTCTCCCATGCAGGATAAAACAAATTGTACATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCAATTCAAGGAATAATAAACTGTAAATCAAACATTACAGGGCTACTGCTAGTAAGAGAT
GGTGGGAATGGGAATGGTACAAATGAGACCGAGACGTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGA



GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGT
ACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAGCACATGTTGAGACTCACGGTCTGGGGCATT 
>KU685587 
TTCTATTGCAGTACATCAGGATTGTTTAATATGACTTGGTATAAGAACAGCTCAGAGTCAAATAGCACTGACA
GGCCTGGAAATATAACTCTCCAATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCCATCAGAGGAGAAATAAGTTGTGTGTCAAACATTACTGGAATACTATTAACAAGAGATGGA
GGGAAAAATAGTACTGAAAAGGAGATCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATACAAGTATAAAGTAGTAGAAATTGAACCACTAGGTGTAGCACCCACCCGTGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AAGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>KR067669 
TTCTATTGTAATACATCAAAACTGTTCAATAGCACTTGGCCGGTTAATAGCACTTGGCATAATAGAACTAACA
TTGACAGTTCAAATGGCACAATAACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAAAGTAGG
GCAAGCCATGTATGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCAAACATTACTGGACTACTATTAACA
AGAGATGGAGGGAGTAGTAATGATATGAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGGGTGGCACCCACCCCTGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KR067670 
TTCTATTGCAATACATCAAAACTGTTTAGTGGCTCTTGGAATGATAGCTCTTTGAATGATAGTAATACAAATG
GAAACTCAAGTGAAACTACTATAATTCTCCCATGCAAAATAAGACAAATTGTACGTATGTGGCAGACAGTAGG
ACAAGCAATGTATGCCCCTCCCATTCAAGGAGCAATAAATTGTACATCAAACATTACAGGGCTACTGCTAACG
AGAGATGGTGGGGATGAACCAGAGAATGAGACGTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGGGAGAGAGAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCAGTTGTTGAAACTCACGGTCTGGGGCATT 
>KR067667 
TTCTATTGCAATACATCAAACTTGTTTAACAGTACTTGGTATAGTAACGGTACCAACAGTACTGAGAAAAATA
ATGACACCAACATAACTCTCCAATGTAGAATAAGACAAATTGTAAATATGTGGCAGAGGGTAGGACAAGCAAT
GTATGCCCCTCCCATCAGAGGAAACATAACTTGTATATCAAACATTACAGGACTGTTGTTAACAAGAGATGGA
GGGGATAATAGTACAAATGCAACTGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAGTTGAACCGCTAGGAGTAGCACCCAACAGGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGACCGGGAGCTGTCTTCATTGGGTTCTTAGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGTAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAGGTGTTGAGACTCACGGTCTGGGGCATT 
>KR067671 
TTCTATTGTAATACAGCAGAGTTGTTTAATAGCACTTGGAATAATGATACTATGAGCTCAAATGACACTAGCT
CAAATGACACTATAACTCTCCAATGCAGAATAAGGCAAATTATAAAGATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACTGGACTACTATTAACAAGGGATGGA
GGGAATGGGAATAATGATCCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCGCCCACCCATGCAAGAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCCTCTTTGGATTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCCGGTATAGTGCAGCAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAACATTTGTTGAGACTCACGGTCTGGGGCATT 
>MH078547 
TTCTATTGCAATACATCAGCATTATTTAATAGCACTTGGAATAAGCCTTGGAATAATTCAATGAATAACACTG
AGGGAGGGTCAAATGACATTCTTACTCTCAAATGCAAGATAAGGCAAGTTGTAAGAATGTGGCAAAGAGTGGG
ACAAGCAATGTATGCCAATCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATAACAGGACTACTATTAACA
AGAGATGGAGGGAATAACAATAGTACAAATGAAACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCTACCCGTGCAAGAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGCAGCTGTCTTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGCGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH078549 



TTTTATTGCAATACATCAAGCCTGTTTAATAGCAGATGGTATAATGGAACTAACACTGCAAACAACACAGATG
ACAATGCTGATAATATAACACTCCCATGCAGACTAAAACAAGTGATAAGAATGTGGCAGAAAGTAGGGCAAGC
AATGTATGCCCCTCCTATCAAAGGAGAAATAAGGTGTGTCTCAAATATTACTGGACTACTATTAACAAGAGAT
GGAGGGTATGGAGGGAATAGTACAGATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGA
GTGAATTATATAAGTATAAAGTAGTAAAAATCGAACCACTAGGGGTGGCACCCACCCGAGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGCAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGTTGACGGTACAAGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>MH078550 
TTCTATTGCAACACAGCAGGCCTGTTTAATGGTACTTGGGCTAATGATACTTGGGATCAAGGAAATGGCACGA
AAGAAAATGACACTATAACTCTCCAATGCAAAATAAAACAAGTTGTACATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATTCCAGGAGAAATAAGATGTGGATCAAACATTACAGGGCTACTGCTAACAAGAGAT
GGTGGGAATACTAATAATACAGAGGAGACGTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTACAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAGCACATGTTGAAGCTCACAGTCTGGGGCATT 
>KX389616 
TTCTATTGCAACACATCAAAACTGTTTAATAGTATTTGGGATAACAATGCCACAAAAAATAATATTACTGACA
AAAATGGTATTAATGATACTATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCTCCTCCCATTCCAGGAGTAATAAACTGTACATCAAACATTACAGGGATATTGCTAACA
AGAGATGGTGGCAATAATAGTGATACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAATGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGT
ACTATGGGCGCGGCGTCAATGGCGCTGACGGCACAGGCCAGACAACTATTGACTGGTATAGTACAACAGCAGA
ACAATCTGCTGAGGGCTATAGAGGCTCAGCAGCAAATGTTGAGACTCACAGTCTGGGGCATT 
>KU168304 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGGAGTAATCTAAATGACACAAATGGCACAAATCCAG
AGCCAAATGACACTCACACTCTAACTATCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGGGTAGG
ACAAGCAATGTATGCCCCTCCCATCGAAGGAGAAATAAGGTGTGAATCAAACATTACAGGATTACTATTAACA
AGAGATGGAGGAGCAAATAATAATAATACAAAGGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAAAAG
AAGAGTGGTGGAGAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAAGCTCACAGTCTGGGGCATT 
>EU513188 
TTCTATTGCAATACATCAGAACTGTTTAATAGCAATTGGACTAATACTAATAACAATACCAATAATGCCAGCT
CAGAGGCAAATGGCAATATAACTCTCACATGCAAAATAAAGCAAATTATAAATATGTGGCAAAGAGTGGGACA
AGCAATGTATGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAACATTACAGGATTATTATTAACAAGA
GATGGAGGGTTTAGGAATGATACAAATGAGACCTATGAGGCCTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACTCATGCAAA
AAGAAGAGCGGTGCAGAGAGAAAAAAGAGCAGTTGGGCTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAGTAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>EU513185 
TTCTATTGCAGTACATCAAATCTATTTAATAGTACCTGTACAAATAATAACGGCACTGCAAATTGTACAAATA
CAAATGGGACAGCATTAAATGAAACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAGGATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGAATAATA
TTAACAAGGGATGGAGGGGATAGTAATGATACAAATGGAAATGAGACATTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTGCAACTTGAACCATTAGGTGTGGCACCTACCCA
GTCAAGAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCAT
T 
>EU513194 
TTCTATTGCAATACATCAGGACTGTTTAACAGCACTTGGTGGAATAACAATAACAGTTCAAATAACATTACCA
CTCTCCAATGCAGAATAAAGCAGATTGTGAATCTGTGGCAGAGAGTAGGAAAAGCAATGTATAACCCTCCCAT
CCAAGGAGTAATAAGGTGCGAATCAAACATTACAGGGCTACTATTAACAAGAGATGGAGGGCTTAATGATAGT
AGTACAAATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAGGTACA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG



AGCAATTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>EU513183 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCACTTGGAATTGGAATGGCACTAGCATACAGGGGCCAAATG
ACACGCAGTCAAATGGCACTATAACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAGTCAAACATTACAGGACTACTATTGGTA
AGAGATGGTGGGAATAATAGTGGTTCAAATGAAACCTTCAGACCTACAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGATTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU168307 
TTCTATTGCAATACATCAGACCTGTTTGATAGCACATGGCCTAACAATAGTAGTAACAATAGCACTAACAATA
GCACTACCATAACTCTCAAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAACAGGGCAAGCAATGTA
TGCCCCTCCCATCCCAGGACTAATAAGGTGTGAGTCAAACATTACAGGACTGCTATTGACAAGAGATGGAGGG
GATAATAACAGTACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTAT
ATAACTATAAAGTAGTAAAAATTGAACCAGTAGGCATAGCACCCACCAAGGCAAAAAGAAGGGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCTATAGAGGCTCAACAACAGTTGTTGAGACTCACAGTCTGGGGCATT 
>AM279362 
TTCTATTGCAATACATCAGGCCTATTTAATAGCATTTGGTCTTGGAATACTAGCACTTGGAATTATACCAACT
CAAATTCCACAGGGTTAGATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCAAAGGAATGATAAGGTGTGAATCAAACATTACAGGATTA
CTATTAACAAGAGATGGAGGGAAGACTAATGATACTAATACAACTGAGACATTCAGGCCTGGAGGAGGAGATA
TGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTAAACCATTGGGTGTGGCACCCAC
CCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGTTGCCTTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGAGCGCAGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGG
CATT 
>AM279356 
TTCTATTGCAATACATCAAAACTATTTAATAGCACTTGGTATAGCAATGGTAGTGCCAGCTTAGATCACACAA
ATAAAGATGAAAATATAACTCTCCTATGTAGAATAAGGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCGAAGGAGTAATAAGGTGTGAATCAAACATTACAGGATTGCTATTAACAAGAGAT
GGAGGGAAAGATAATAGTACAAATAGTACACAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTGTAGCACCCACACATGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGTTTTCTTCCTTGGGTTCTTAGGAGCTGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AM279363 
TTCTATTGCAATACATCAGGATTATTTAATAGTACTTGGAAATCTAATAGCACTTGGGACAATAACACTGACA
CAGGGTCAAACAATATAACTCTCACCCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTCCTATTAACA
AGGGATGGAGGGAATACTAGCACAGATGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAA
GTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTA
ATCTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KM606636 
TTCTATTGTAATACATCAAATCTGTTTAATAAAACCTTTAACCACAACTCAACAGGGTCAAATTCAACAGAGT
CAGATAGGACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCGAGGAGTAATAAAGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGA
GGGGTGAATAATGGTAGTACAAACGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTGGCACCCACCCCTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>AB052867 



TTCTATTGCAATACATCAAGACTGTTTAATAGTACTTGGAATGACAATAGCACTTGGAATGACAGTAGCTCAA
ATTACACAGAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGT
AGGACAAGCAATGTATGCCCCTCCCATTAGAGGAGTGATAAGGTGTGAATCAAATATTACAGGACTACTATTA
ACAAGAGATGGAGGGATTAATAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATACAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTGGCACCCACCAGGGCAAGGAG
AAGAGTGGTAACAAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGTGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGC
AGAGCAATCTGCTAAAAGCTATAGAGGCTCAGCAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ385444 
TTCTATTGCAATACATCAGACCTGTTTAATAGTACTTGGCTAAACTCAACTGTGGAATCAAATGAGACTATAA
TTCTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCACCTCCCAT
TCAAGGAGTAATAAACTGTGTATCAAACATTACAGGGATACTGCTAGTAAGAGATGGTGGGAATAATAATAGT
ACAGCTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGACGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGCAGAGTAATTTACTGAAGGCTATAGAGG
CTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KR067668 
TTCTATTGCAATACATCAGGACTGTTTAATAGCGCTTGGAACAGTAGCACTTGGAACAATACCCTGACCAACA
ATACTGGCAATATAACGCTCCACTGCAGAATAAAGCAAATTATAAATAAGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCCCCCATCCCAGGAGTAATAAGGTGTGAGTCAAACATCACAGGATTACTACTAACAAGAGATGGA
GGAAACAATAATAGGACAAATGAGACTTTCAGGCCTGAAGGAGGAGATATAAGGGACAATTGGAGGAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCAGTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
AAGAGAGAAAAGAGCAGTCGGACTGGGAGCTGTCTTCCTTAGGTTCTTAGGAGCAGCAGGAAGCACCATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAAGGCTATAGAGGCTCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749413 
TTCTATTGTAATACAACAAGCCTGTTTAATAGTACTTGGTATAATAATGAGACTGAGAACACAAATAGCACGG
GATCAAATGAAACCATAACACTCCCATGCAGAATAAAGCAAATTGTAAATGTATGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATCCAAGGACTAATACAATGTAACTCAAATATTACGGGGATACTATTAACAAGAGAT
GGTGGGAATAACGGATCATCTAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTGAAAATTGAACCATTAGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAGCAACATATGCTGAAACTCACAGTCTGGGGCATT 
>KX232596 
TTCTATTGTAATACAACACAGCTATTTAATAGCACTTGGAATATAACAGGACTATCTAATAGCAATTGGACAG
GTAATGACACTAGCAATATAACTCTTCCATGCAGAATAAAGCAAGTTGTAAATATGTGGCAGAGGGTAGGACA
AGCAATTTATGCCCCTCCCATCCCAGGAATAATACAGTGTCAGTCAAACATTACTGGACTACTATTGACAAGA
GATGGGGGAAATAATAATAATAGTTCGAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAGTTATATAAGTATAAAGTAGTAAAAATTGAGCCATTAGGTGTAGCACCCACTCCTGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAATTGGTGGACTGGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGTAATTTGCTAAAGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KY658718 
TTCTATTGTAATACAACAGGACTATTTAATAGCACTTGGATGGAAAATAGCAGCATTTGGGAAAGCAATGGCA
ATAAAACAAATGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTGGGACA
AGCAATTTATGCCCCTCCCATCCCAGGAATAATACAGTGTGAGTCAAACATTACTGGACTACTATTGACAAGA
GATGGGGAAATTAATAGTTCAAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCAGTAGGTGTAGCACCCACCCGTGCAAGAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAATTGGTGTACTGGGAGCTGCATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACGGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTA
ATTTGCTGAAGGCTATTGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX232617 
TTCTATTGTAATACAACAAAACTATTTAATAGCACTTGGAAAGGAAATATCACTTGGGAGAGCAATGGCAATA
AAACAAATGACAGTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGGGTAGGACAAGC
AATTTATGCCCCTCCCATCCCAGGAGTAATAACGTGTGAGTCAAACATTACTGGACTACTATTGACAAGAGAT
GGGGGAAATAATAATAATAGAAATAATGAAACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCACCCCTGCAAGAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGTGGACTGGGAGCTGTATTCTTTGGGTTCTTAGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GTAATTTGCTGAAGGCTATAGAGGCTCAACATCAAATGTTGAGACTCACGGTCTGGGGCATT 
>KX232623 
TTCTATTGTAATACAACAGGCCTGTTTAATAGTACTTGGCCTAGGAATGAGAATGAGACTAGGGAAGCAAATA
GCACAGGGTCAGATGACATCATAACACTCCCATGCAGAATAAAGCAAATTATAAATGTATGGCAGAGAGTAGG
GCAAGCAATATATGCCCCTCCTATCCCAGGACTAATAAGATGTAACTCAAGTATTACGGGGCTACTATTAGTA
AGAGATGGTGGAAATAATAACACAGATAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTGTATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCATTTGGATTAGGAGCTGTATTCATTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCTGTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAGCAGCAGATGCTGAAACTCACGGTCTGGGGCATT 
>KX232627 
TTCTATTGTAATACAACAAAACTATTTAATAGTACTTGGGGCAATGGCAGTGAACCAGAGGTAAACAATACCA
TAACCCTGCCATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGACAAGCAATTTATGCCCCTCC
CATCCCAGGAAGAATAAAGTGTGAATCAAACATTACTGGACTACTATTGACAAGGGATGGGGGACAGAATAAT
AGGTCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTGAACCATTAGGTGTAGCACCCACCCATGCAAGAAGGAGAGTGGTGGGGAGAGAAAAAAG
AGCAATTGGTGGACTGGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAGGCTA
TTGAGGCTCAACAACAGATGTTGAGACTCACAGTCTGGGGCATT 
>HM215282 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGTATAACAATAGCAATAACAACAATGCCAGCTCAA
ACCCCACAGAGTTAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAAAGT
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAGAGTGTAAATCAAACATTACAGGATTGTTATTA
ACAAGAGATGGAGGGAATAGTAATGGTGCAAATGAAACTTTCAGGCCTGGAGGAGGAGATATAAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAGAAG
AAGAGTGGTGGGGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGCAGGCTATAAAGGCTCAACAACATCTGTTGAGGCTCACGGTCTGGGGCATT 
>KR017777 
TTCTATTGCAATACATCAAAGCTGTTTGAAGGTTGGATTTGGAATCATAGCAATGGGAGTTGGGAAAGGAATA
ATAAAACAAATGATGAAAATAAAACAGAGGATGGAAATATAATTCTCCCATGCAAAATAAAGCAAATAGTAAG
AATGTGGCAGAGAGCAGGACAGGCAATGTATGCCCCTCCCATCAAAGGATTAATAAATTGTAAATCAAACATT
ACAGGACTACTATTAACAAGGGATGGAACACATAATGGGACCAACGAGACCTTCAGGCCTATAGGAGGAGAGA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCAC
CGAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGG
CATT 
>KU749421 
TTCTATTGTAATACATCAAAGCTATTTAATAGCACCTGGAATAGCACTGGGGAGAATCAGAAAATTAGGAATG
GGACTCTCATCCTCCCATGCAGAATAAAGCAAATTGTACGGATGTGGCAGAGAGTAGAACAAGCAATGTATGC
CCCTCCCATCCAAGGAGAAATAAGATGTCATTCAAATATTACAGGAATACTGTTAACGAGAGATGGCGGGGGT
AACGAGACAAAGGAGACCTTCAGACCTGTAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAGCCAATAGGAATAGCACCCTCCAGGGCACGAAGAATAGTGGTGGGGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCAATTTGCTGATGGCTA
TAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>GU201504 
TTCTATTGTGATACAGCAGAACTATTTAATAGTACTTGGGAAAGGGAAAATGGCACTCGGAGAAATAGCACTG
GGAATATAAATCTCCAGTGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAACAGGACAAGCAATGTATGC
CCCTCCCATTCCAGGAATAATAGAATGTAAGTCAAACATTACAGGACTACTATTGACAAGAGATGGTGGAGCT
AATAACAGTGCAGAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGGGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KR017773 
TTCTATTGCAATACATCAGGCCTATTTAATAGCACTTGGAATAGCACTGGGAATAATAATAATATCAGCTCAG
ACAATATCACTCTCCCATGCAGAATAAAGCAAATTGTGAGGCTATGGCAGAGAGTAGGACAAGCAATGTATGC



CCCTCCCGTCTCAGGAGTAATAAGATGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGAAG
AAAAATAAGAGTAGTGACCCTGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KR017772 
TTCTATTGCGATACATCAGATCTGTTTAATAGCACTTGGGACAATAATACTGTCAGCCCAAACGACACAGAGG
CAAAAGACAATATAACCCTCCAGTGCAGAATAAAGCAGATTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACTGGACTACTATTAGTAAGAGATGGA
GGAATTGATAATAGGACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACTAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>GQ372986 
TTCTATTGCAATACAACAGATCTGTTTAATAGCGCCTGGAATGCCAGCTCAACCTGGCCCAACTCAACAGGTA
ATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCC
TCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTACTCTTAACAAGAGATGGAGGGACTAAC
ACTAACAGTAGTGGTGCAAACGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGATTTGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTACAACAGCAGAGCAATCTGC
TGAGGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>AB231894 
TTCTACTGCAATACAGATGAACTGTTTAATAGCACTTGGAATAGTAGCACTTGGAATAGTAGCAGTACTACCG
ATAGCTCAAATATAACTCTCCACTGCAGAATAAAACAAATTATAAATATGTGGCAGACAGTAGGACGAGCAAT
GTATGCCCCTCCCATCCCAGGAATAATACAGTGTAACTCAAACATTACAGGATTGCTATTAACAAGAGATGGA
GGAAAGGATAATAGTACTGAGACTAATAATACTGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCAATAGGTGTAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>AY521632 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGTTGGAGTTGGAATGACACTACAAATTTAACGGAATCAA
ATGGTACTATAAATCTCCCATGTAAAATAAAACAAATTATACGTATGTGGCAGAGAGTAGGGCAAGCAGTGTA
TGCCCCTCCCATCCAAGGAGTAATACGCTGTAAATCAAACATTACAGGGCTACTGCTAACAAGAGATGGTGGG
AATGATAATGATAATACAACTGAGAAGTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGCGCAGCTGGAAGTACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTACTGTCTGGCATAGTACAACAGCAGAGTAATCTGC
TGAGAGCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCTGGGGCATT 
>AY521633 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGATTCGGTATGCCAATGGCACCGTGCAGAACAATG
GCACGGAGCCAAATGGTATTATTCCTCTCCAATGCAGAATAAGACAAGTTGTACGTATGTGGCAGAAAGTACG
ACAAGCAATATATGCCCCTCCCATTAGAGGAGTAATATGCTGTGTATCCATCATTGCAGGGCTACTACTAACA
AGAGATGGTGGGGATAATAATACTACCGAGAAGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGGGGAGAGAAAAGAGAGCAGTTGGACTGGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGTACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCTCAACAGCACCTGCTGAAACTCACAGTCTGGGGCATT 
>JN864055 
TTCTATTGCGATACAACAGAATTATTTAATAGTACTTGGGAGACTAATAACACTGCCAGCTCCAATACCACAA
ATGGAACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGG
ACAACTGAGACAAATAATAAAGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTAGTACAAATTGAACCACTAGGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTGGA
GAGAGGAAAAAGAGCAGTTGGAATAGGAGCTGCTTTCCTTGGGTTCTTATCAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 



>FJ388896 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCTCTTGGTATAACAATGGCACTGCCATCTCAAACCACACAG
GGTCAAATGGCACTGGGTCAAATGGCACTATCACTCTCCAATGCAGAATAAAGCAAGTTATAAATATGTGGCA
GAAAGTAGGACAGGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGATGTGACTCAAACATTACTGGACTA
CTATTAACAAGAGATGGAGGGAGTAATAATAATACAAATGAGACTAAGACTAAGATCTTCAGGCCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAGTAGAAATTGAACCACTAGGTGTAGC
ACCCACCCCTGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGCTCTTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGT
CTGGTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGT
CTGGGGCATT 
>DQ926899 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACTTGGGGCAATAACACCTGGGACAATAACACTGCCAGCT
CAGAAAATATAACTCTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCCGAGGAATAATAAGTTGTAAATCAAACATTACTGGACTACTATTAACAAGAGATGGAGGG
AAATATAATGATAGCAATGCAACTCAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACACATGCAAGAAGAAGAGTGGT
GGGGAGAGACAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAAGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>JN882651 
TTCTATTGCAATACGACAAGCCTGTTTAACAACAGCCAGTGGCCATTTAATGGGAGTAGTAACCCTGTCCCTA
ATGGCACCATAACTCTCCAATGCAGAATAAAGCAATTCATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCCAGGAAATATAAGTTGTATGTCAAACATTACAGGACTACTATTAATAAGAGATGGAGGG
AATGGTAATAGTACAAATGAGACTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCAATAGGTATAGCACCCACCCATGCAAGAAGAAGGGTGGTGGGGAG
AGACAAAAGAGCAGCTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
AGGCTATTGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MH666158 
TTCTATTGCGATACATCAGGACTGTTTAATAGTTCTTGGAATGGCACTAGTCCTAGGAATGATACTACCAATA
GCACTATAACTCTCCAATGCAGAATAAAGCAAATTATCAATATGTGGCAGAGAGTAGGGCAAGCAATGTATGC
CCCTCCCATCCGAGGGGTAATAAGGTGTGAATCAAACATTACTGGACTATTATTAACAAGAGATGGAGGGAAT
AAAAATAATAGTGATCCTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTGAAAATTGAACCACTAGGTATAGCACCCAACCGTGCAAAAAGAAGAGTAGTGGGGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTGA
AGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTTTGGGGCATC 
>JN882653 
TTCTATTGCAATACATCAATACTGTTTAATGGTACATTTAATGGTACAGAATTTAATGATACAGAAATTAACA
ATACAACCACACTCCGACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGAAAAATCAACTGTTTCTCAAATATTACAGGGCTACTATTAGTAAGAGATGGA
GGGACTAATAATAGTACAAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAATTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATAGAGGCTCAGCAGCAAATGTTGAGGCTCACGGTCTGGGGCATT 
>JF683752 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGAATACCACTGATACTTGGAATAACACTTATAGCC
ACAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTGTAAATATGTGGCAGAGAGTAGGGCGGGCAAT
GTATAACCCTCCCATCCCAGGAGAAATAAAGTGTGCATCAAACATTACTGGACTACTATTAACAAGAGATGGA
GGGAGTAATAATATTACAAATGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAC
TATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGTGTAGCACCCACCCCTGCAAAAAAAAGAGTAGTGGG
GAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCCTAGGACCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>MH666162 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGATCAACTTAGATAACTTAAATG
GCAGCATAACTCTCCAATGCAAAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGGCAAGCAATGTATGC
CCCTCCCATCAAAGGAATGATACAGTGTAGATCAAACATTACTGGACTAATATTAACAAGAGATGGAGGGAAT
ACTGAGAATGCTACTGATAATGATACAGAGATCTTCAGGCCTACAGGAGGAGATATGAGAGACAATTGGAGAA



GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAGAAGAAGAGT
GGTGGAGAGACAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTTCTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGCAAGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATT 
>JF683766 
TTCTACTGCAATACATCAACACTATTTAATAGAACATGGAATGGTACCACATGGAATAACACAGCAAATAGTA
CAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCAT
TGAAGGACAAATAAATTGTACATCAAATATTACAGGGCTACTACTGACAGTAGATGGTGGTAATAATACTAAT
AATTCAGAGACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTACAAATTGAACCAATAGGTGTGGCACCCACCCATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGG
CTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AB231897 
TTCTATTGCAATACATCAACACTGTTTAATAGCACTTGGATTAGGAATAGCTCAAATAGCACTTGGAATAGCT
CTGCCTCGAACAGCACAGAGTTAAATAGCAATATAACTCTTCAGTGCAGAATCAAGCAAATTGTAAGAATGTG
GCAGAGAGTAGGACAAGCAATGTATGCCCCTCCAATCGCAGGAGACATAAGGTGTGAATCAAACATTACTGGA
CTACTATTAACAAGAGATGGAGGGCATGAGACTGAGAATAAGACTGAGATCTTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTAAACCATTAGGTATAGCACCCAC
CCATGCAAAAAGAAGAGTGGTGACGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTA
GGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTA
TAGTGCGACAGCAAAACAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGG
CATT 
>AB480046 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACCTGGTATGGAAATGGCAATGACACCACAAATGGCACGA
TTCTACATGGTAATAGAACTCATATAACTCTCCCATGCAGAATAAGACAAATTGTACATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATTAAAGGAATAATAAAATGTACATCAAACATTACAGGGCTACTGCTA
ACAAGAGATGGTGGGAATAATAATAGTACAAATGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGTTGGACTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCA
GGAAGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTACAAC
AGCAGAACAATCTGCTAAGGGCCATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>MK086119 
TTCTATTGCAATACAACAGACCTATTTTCTTGGAATAGTAGTAGCCCATGGAAGAACATAACGTCAAATGACA
GTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAATGTATGCCCC
TCCTATACCAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAAT
AATACAAATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGCCTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGATACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTCTGCTGACG
GGCTCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086120 
TTCTATTGCAATACAACAGACCTATTTTCTTGGAATAGTAGTAGCCCATGGAAGAACATAACGTCAAATGACA
GTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAATGTATGCCCC
TCCTATACCAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAAT
AATACAAATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGCCTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGCGGG
CCATAGAGGCTCAGCAACATCTGTTGAAACTCGCGGTCTGGGGCATT 
>KR017771 
TTCTACTGTAATACAACAAATCTGTTTAATAATCTGTTTAATAATACAGAAGACAATGGTACAATCACTATTC
CATGTAGAATAAAGCAAATTATAAACATGTGGCAAAGAGTAGGACGAGCAATGTATGCCCCTCCCATAGCCGG
AAAAATTCAGTGTAACTCAACTATCACAGGTCTACTATTAACAAGAGATGGTGGTAATACTAATGTGACTGTG
ACTGAGATCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGGTAG
TGAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTAACCAGAGCAAAAAGAGACAT
GGGAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAAGGCTATAGAAGCGC
AACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>MK086117 



TTCTATTGCAATACAACAGACCTATTTTCTTGGAATAGTAGTAGCCCATGGAAGAACATAACGTCAAATGACA
GTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGCAAGTAGGACAAGCAATGTATGCCCC
TCCTATACCAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTGTTAACAAGAGATGGAGGAAATAAT
AATACAAATAACACAGAGGTATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGCCTGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGATACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGCGGG
CCATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086118 
TTCTATTGTAATACATCAGAACTATTTAATAGCACATGGAATAGTAGCACTCCTAGCACTGGAAATAGAACTA
TAACTCTCCAATGCAAAATAAAGCAAATTGTAAGAATGTGGCAAAAGGTAGGACAAGCAATGTATGCTCCTCC
CATTAGTGGAAATATAAGTTGTAACTCAAACATTACAGGATTGCTATTAACAAGAGATGGAGTGGACAATAAT
AGTACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTACAAATTAAACCATTAGGTGTGGCACCCACCCAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAATTGGACTGGGAGCTGTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGAGAATTATTGTCTGGTATAGTGCGACAGCAGAGCAATCTGCTGCAGGCTATAG
AGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MK086115 
TTCTATTGCAATACAACAAGACTATTTAATAGCATTTGGAGTAGGAATGAGACTAAGAATGACAATGACACTT
GGAGTAATATCACTAATAGCACTGCCTGGACAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTGT
AAGAATGTGGCAGAGAGTAGGACAAGCAATGTACGCCCCTCCCATCCAAGGAGAAATAAAGTGTGAGTCAAAC
ATTACAGGATTACTATTAACAAGAGATGGAGGTGCACATGGTGACAATGAGACATTCAGGCCTGGAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTAAACCATTAGGTGTAGCACC
TACACATGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTG
GGGCATT 
>MK086126 
TTCTATTGTAATACAACACCACTATTTAATAGCACTTGGAAGAGCAATGACACTGCCAGTTCAAACCCAAATG
ACACTATAACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGAAAGTAGGACAAGCAATGTATGC
CCCTCCCATCTCAGGAAACATAATGTGTAACTCAACCATTACAGGAATACTATTAACAAGAGATGGAGGGATT
AATAATACAGAGGAGGAGGAGACGTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAGGTAGTAAAAATTGAGCCACTAGGTGTGGCACCCACCTATGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN864057 
TTCTATTGCAATACAACAAGACTGTTTAATAGCATGTGGATCAAAAATGTCAGCAGTGACACTTGGAATAACA
ACATCACTAGTGATAACAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGAATTAAGGTGTGAATCAAACATTACAGGACTACTG
TTAACAAGAGATGGAGGGGATACTAATAATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATACAAGTATAAAGTAGTGAAAATTGAACCACTAGGTATAGCACCCACCCCTGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTAATGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>MK086116 
TTCTACTGTAATACAACAGTTCTGTTTAATACCACAGGGTTAAAAGACAGTATCACTATTCCATGTAAAATAA
AACAAATCATAAACATGTGGCAAAGAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAAATTCAATG
TAACTCAAGTATTACAGGTCTACTCTTAACAAGAGATGGTGTTAATGATACAAAAAATGAAACCCTCAGACCT
GGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGGTAGTGCAAATTGAACCACTAG
GAGTAGCACCCACCAGGGCACAAAGACGAGTGGTACAGAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTAT
GTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTATGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>AY371147 
TTCTATTGCAATACAACAACACTATTTAATAGCACTTGGGATACAAATAGCACTTGGAATACCAGCATAAGCA
GCACAGGGTCAAATGACACCATAACTATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCGAGGAAAGATACAGTGTAAGTCAAACATTACAGGATTACTATTGACA
AGAGATGGTGGGGGTGATAACAGGACAAATGAGACTTTTAGACCTGAAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAAAACTTGAACCACTAGGTGTAGCACCCACACAGGCAAGAAGAAG



AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTATTCCTTGGGTTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCGCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>AB480048 
TTCTATTGTAATACAACAGGACTGTTTAATATATCAAGTAATGAACTAAATAATACATTAGATAATAATAACA
ATGAGAGTATCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCACCTCCCATTGCAGGAAGAATTCAATGTAAATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGA
GAAGGAGAGAATAGCACTAAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAACAGTAAAAATCAAATCACTAGGAATAGCACCCACCAGGGCAAGGAGACGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCTGGGAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ866557 
TTCTATTGCAATACATCACAACTGTTTAACAGTACTTGGAGTAACAATGGCACTGCCATCCACACAGGGTCAA
ATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGCCTACTATTAACAAGAGATGGAGGG
AATAGTAATAATAGTAATACAAATGAGACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAGAATTGAACCACTAGGTGTAGCACCCTCCCGTGCAAGAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATA
GGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCACCAGCAGAGCAATC
TGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>MH667256 
TTCTATTGTAATACATCAAACCTGTTTAATAGCACTTGGAACAATAGCACTTGGGATAACAATAACACTGGGA
ATGAGAATATAACTCTCCAATGCAAAATAAAGCAATTTGTAAATATGTGGCAGAGGGTAGGAAGAGCAATGTA
TGCCCCTCCCATCCGAGGAGTAATAAAGTGTGTATCACACATTACAGGACTAATATTAACAAGAGATGGAGGA
AATAATAATACACAGGAGGAGATTTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACTATGGCTAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCATT 
>FJ388944 
TTCTATTGCAATACAACATTACTATTTGATAGCACTTGGTATGGAAATGGCTCTGACATCGACAAAATAAATA
AAACAATGTCAAATGAAACTATAATTCTCCCATGCAGAATAAAGCAAATTGTACGCATGTGGCAGAGAGTAGG
ACAAGCAATGTACGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAGTCAAACATTACAGGACTACTATTGACA
AGAGATGGTGGGGGTAACGGTAGCAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTAGCACCCAACAAGGCAAGAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCGGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AGAGTAATTTGCTGAAGGCTATAGAGGCTCAACAACACTTGTTGAGACTCACGGTCTGGGGCATT 
>DQ313254 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACTTGGTATCGGAATGGCACTGCCATCAGGCAGAACGGCA
CGGGGTTAAATGATACTATAACTCTCCCATGCAGAATAAGGCAAATTGTACGTACATGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTCAAGGAGTAATAAAATGTGAATCAAACATTACGGGGCTACTGTTAACAAGA
GATGGTGGGAATAATAGTAGTAATAATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGGAAGACAATT
GGAGAAGTGAATTATACAACTATAAGGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTAGTGGGGAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGGACAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCACCAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AM279364 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTGGAATGACACTAGCATCAATGAGAACTACACGGATC
CAAATGCAACTCTTATTCTCCTATGCAGAATAAAACAAATTGTGCGTATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCCATTCCAGGAGTAATACAGTGTGTATCAAACATTACAGGGCTACTGCTAACAAGAGATGGT
GGGAATAATACTAATAGGACAGATGAGACGTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATG
AGTTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATTGGAATGGGAGCTCTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATC
TGCTGATGGCCATAGAGGCTCACCAGCATTTGTTGAAACTCACGGTCTGGGGCATT 
>KR017778 
TTCTATTGCAATACATCACGATTGTTTAATAGCACTTGGACTGGGAATAACACTACTTGGAGTATCAGCAGCG
AGAACGATACTGGGAAAGATGATCCCATAATTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAG



AGTAGGACAAGCAATATACACTCCTCCTATTCAAGGAGAACTAAGGTGTGACTCAAACATTACAGGACTATTG
TTAACAAGAGATGGTGGGAATAACAATGACACAGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTGGTGGAGATTAAGCCACTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACAGTGCAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAACAACTTGCTGAAGGCTATAGAAGCACAACAGCAGCTGTTAAAACTCACTGTCTGGGGCATA 
>EU513192 
TTCTATTGTAATACATCAGACCTGTTTAATTGGGAGAATGACACCTTGCAGGGGCCAAATAAGGCTGTGTCAA
ATGATAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCTATCCAAGGAGTAATAAGGTGTAACTCAAACATTACAGGACTACTATTAACAAGAGATGGTGGG
AACAATAGTAATCCGACTGAGACCTTCAGACCTGAAGGAGGGGATATGAGGGACAATTGGAGGAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGACGAG
AGAAAAAAGAGCAATTGGAATGGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAACAGAACAACCTGCTGA
GGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>AY894995 
TTCTATTGTAATACAACAAAATTATTTAATGGTATCTGGAATAAAACAGGTAGTACCACATATAACTATACAA
ATAGCACAGAGAATGATACTATTACACTGCCATGCAGAATAAAACAAGTTGTAAGAATGTGGCAGAGGACAGG
ACAAGCAATGTATGCCCCTCCTATCCAGGGAATAATAAGGTGTGCATCTAACATTACAGGAATAATATTAACA
AGAGATGGTGGGAATAACAATAATGCAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACTAGGGCAAGGAGGAG
AGTAGTGGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTGGGAGGCGCAAAATCA
ATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>AY371163 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAGAAACATTAATGGCACTTGGAATAGCACTGGCA
ACACAGAGTTAAATAGCACTATAATTCTCCTGTGTAGGATAAAACAAATTGTAAATATGTGGCAGAGAACAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAGTGATAAGGTGTGAGTCAAACATTACAGGACTACTATTGACA
AGAGATGGTGGGAATGAGAATAATATTAATACAAATACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATCGAACCACTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGATTGGGAGCTGTTTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCAT
T 
>FM877779 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACGTACTTGAATATAACAAAGGGAAACATAACAATGCTCC
CATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATATATGCCCCTCCTATTGCAGG
AAAGATACAGTGTGTATCTAATATAACAGGACTAATATTGACAAGAGATGGGGGAAATGAAGATAATAATACT
GAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGG
ACTGGGAGCTCTTTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAAC
AGCACATGTTGAAGCTCACAGTCTGGGGCATT 
>FM877778 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACTTGGCTGGTTAATAGCACTAGGGAGAATGGCACGAGCA
CCATGGGAAACATAACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCCCCTCCTGTCGCAGGAATGATACAGTGTGTATCAAATATTACAGGACTAATATTAACAAGAGATGGG
GGAAGTAATGATAATAGTACTGATAATAATACTGAGACCTTCAGACCTACAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTACAACTTGAACCACTAGGATTAGCACCCACCGAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTCTTTTCCTTGGGTTTTTAGGAACAGCAGGA
AGCACTATGGGCGCGGTGTCAATGACGCTAACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>FM877783 
TTCTATTGTAATACATCAGGCCTGTTTAATAACGAGTGGAATAGCACTTGGAAGAATAGCACTTGGGAAAATG
GCACCATAACACTCCCATGCAGGATAAAACAAATAGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGC
CCCTCCTGTCGCAGGAATGATACAGTGTGCATCAAATATTACAGGACTAATATTGACAAGAGATGGGGGAGAG
AATAATAGTAGTAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTACAAAGTAGTACAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATGGGAATGGCAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG



TCAATAACGCTGACTGTACAGGTCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCTCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FM877784 
TTCTATTGCAATACCTCAGGTCTGTTTAATAGCACTTGGAATGGAACTACAAGTGGGTCAAATGTCAATACAA
CTGGCAATATAACACTACCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCCCAGGAATAATACAGTGTATATCAAATATTACAGGGTTATTAATAACAAGAGATGGTGGA
AATAATGCAACTAATGAAACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAAGCAAAGAGAAGGGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCGGGCATAGTGCAACAGAAAAACAACTTTC
TGAAGGCTATAGAGGCTCAACAGCACCTGTTGAAACTCACGGTCGGGGGCATT 
>KT022402 
TTCTATTGTAACACATCAGGCCTTTTTAATAGCAAGTGGCATAGGGATAACAATAGCAGCATTGGGTATAGCA
ATAATAGCACAGAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAATTTATAAAACTGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGACTCAAATATTACAGGTCTCATA
TTAACAAGAGATGGGGGAAATAACAATGCAAGCAATGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGGTTAGCACCCTCCAGGGCAAG
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCT
GGAAGCACTATGGGCGCAGCGGCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAAAGCAATTTGCTGCAAGCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>KT022407 
TTCTATTGCAATACATCAAGCTTGTTTAATAGCACATGGAACGGCACTGCACGGGATAACAAAAACTCAAATG
ATACTATGACTCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATATATGC
CCCTCCCATTGCAGGAATGATACAGTGTACATCAAACATTACAGGAATAATATTGATAAGAGATGGGGGTAAT
CTCAGTGCGAGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGTAGCACTATGAGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022386 
TTTTATTGTAACACATCAGGTCTGTTCAATAGCTCTTTCAAGAGCTCTTGGAAGGTTAATGTGTCAAATGACA
ATAGCACTATAACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGTGCAATGTA
TGCCCCTCCCATTGCAGGAGTAATAAAATGTGAGTCAAACATTACAGGACTAATATTAACAAGAGATGGAGGG
AAAGTGGACAATGACAATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGCGGT
GCAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTTTCTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGGCAATTATTATCTGGCATAGTGCAACAGCAAAGCAACT
TGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KU749429 
TTCTATTGTGATACATCAATCCTGTTTAATAGCACTTGGTATCACAATGGCAGTATCTTGCAGAAGTCAAATA
GCACGGATAATATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCAAAGGACCAATAGTGTGTGAATCAAATATTACAGGACTAATATTAACAAGAGACGGT
GGCACGGATGACAATACAACTGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGGCTAGGAGCTGTCTTCATTGGGTTCTTAGGAATGGCAGGAAGCACTATGGGC
GCGGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KU749427 
TTTTATTGCAATACAACAGAGTTGTTTAATGGCACATGGAGTAATGGCACTGAATGGAGCAAGGGCAATGTCA
GCACAAATGGCAATATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGC
AATGTATGCTCCTCCCATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGATACTAGCAGTGCAGATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TGTATAAGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGACAAAAGAGCAGTGGGAATGGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGATACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAAGCTATAGAGGCTCAGCAGCAACTGTTGAGGCTCACGGTCTGGGGCATT 
>AF457088 
TTCTATTGTAACACATCAGGCCTGTTTAATAATAGTGTTTGGAATAGCACTACCGTCACGCAGGAGTCAAATA
GCACGGAGTCAAATGGCAATATAACTCTCAATTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCTATTCCAGGAGTAATACAGTGTGTATCAAACATTACAGGACTAATATTAACA



AGAGATGGTGGGAAGAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCCGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623492 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACATGGAATAGCACATGGGAGAATAACATTAATGACACGA
AGCCAAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAGTATA
TGCTCCTCCCATCCAAGGAGTAATAAGGTGTATATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
AATAATAGTAGGACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTTGGAATAGGAACTGTCCTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACTGTCTGGGGCATT 
>AY945739 
TTCTATTGTAATACATCAGGTCTGTTCAATAGCACTTGGTATGCCAATAGCAGCATGCAAGGGTCAAATGACA
CGGAGTTAAATGGCACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTAAATCAAATATCACAGGACTACTGTTAACAAGA
GATGGAGGGAAGGGAAATGACACTGAAACTTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KC473836 
TTCTACTGTAACACATCAGACCTGTTTAATAGCACTTGGAATAGCACTGAGTCAAATAGCACAGAGGCAGAGT
CAAACAATGACACTATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATATACGCCCCTCCCATCCCAGGAGTAATAAAGTGTAAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGGGGTATTAACAATAGTAGCAGCTCCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCTCCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGGGCAGTAACCCTAGGAGCTCTATTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU220698 
TTCTATTGTAATACATCACAACTGTTTAATAGCACTTGGGACAAAAATGGCACTTGGATCAATGGCAGCGCAG
ACACAACAAATGGAACTATCACTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGCGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAGAATGTAGATCAGAGATTACAGGACTACTATTAACAAGA
GATGGTGGGAATGAGAGCAGTTCAGCAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAACTAGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCTCTAGGAGCAGTCCTTTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGATGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>DQ083238 
TTCTATTGTAATACATCAGAACTGTTTAATAGCACTTGGAATTCCAGTACGCAGGGGACAAATAACACAGAGC
TAAATGACACGATAACTCTCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGAATAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGT
GGGATTAATAGTACAAATGGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAACGGT
GGGGAGAGAAAAAAGAGCAATTGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACAAATGTTGAGACTCACGGTCTGGGGCATT 
>AF067156 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACTTGGAATGCCAGCATGCAGGAGTCAAATAGCACGGAGT
CAAATGAAACTATAATTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTCAAGGAATAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGT
AAAAGTAGTAACAGTACAGATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGCGGTGGG
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457061 



TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGGCTGGTATAATAACACTTGGAATAATAGCACTT
GGAATAACAGTGGCAACACACAGGAGAATATAACTCTTCAATGCAGAATAAAACAAATTGTAAACATGTGGCA
GGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAATATCACAGGACTA
CTACTGACACGTGATGGAGGAGTAGGGACAGACAATAAGACAAATGACACAGAAATATTCCGGCCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAATAGC
ACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGT
CTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>AF457087 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACACTGCCATCGAGGCTAAGTCAAATAACA
CGGAGACAGACGGTATTATAACTCTCCAATGCAGAATAAAGCAACTTATAAATATGTGGCAGAGGGTAGGACA
AGCAATATATGCCCCTCCCATCCCAGGATTAATAAGGTGTGAATCAAACATTACAGGGCTAATATTAACAAGA
GATGGTGGGAATAATGGTGGGAATAATAGCAGTGAAAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATTA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCAT
T 
>KT022391 
TTCTATTGTGATACATCAGGCCTGTTTAATAGCGCTTGGGCAGCCAATAGCACTTGGACAGCCAATGACACTG
ACAGAAATCAGGTAGATAACAATAATGACACCATAACTCTCCCATGTAAAATAAAGCAAATTATAAATATGTG
GCACAGAGTAGAACAAGCAATATATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGA
CTACTATTAACAAGAGATGGTGGGGTTAGGGTTGACAATACAAGTAATACAAGTGAAACCTTCAGACCTGGAG
GAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAGAAATTGAACCACTAGGAGT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAAGTAT
TGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTAAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCAC
GGTCTGGGGCATT 
>KT022393 
TTTTATTGTAACACATCAGGCCTGTTTAATAGCAGTTGGGCAAATAACACAGAGTCAAACAACACAGAGTTAA
ACAGAACTATAACGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGATTAATATTGACAAGAGATGGTGGG
GATAATAGTATAAATGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGAATAGTACAACAGCAAAGTAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022395 
TTTTATTGTAATACATCAGGACTGTTTAATGAGAGTTGGGTAAATGGCACTGAACCAAGTAGCAATGATACTG
ATATGACTCCCATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACAGGCACT
GTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAACTCAAACATTACCGGACTACTATTAGTAAGAGATGGA
GGGTCTCTTAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGCTGGAATAGGAGCTTTGCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022408 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGAATAGCACAGAGCGGTCTAGAAATAGCACTAACA
GCACAGGGGAAGGTAGAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAGAAATAAAGTGTGTATCAAACATTACAGGAATACTATTAACA
AGAGATGGTGGGAACAATACAAGTCAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022413 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCGCTTGGAATCACACTCACAATGACAGCATACAGGGGTCAA
ATGACACTCTAACTCTCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAATAATAAAGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGT



GGGAGTAATAACAGTACAGATGAAATCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>FJ623489 
TTCTATTGTGACACATCAGGCCTATTTAATAGCACTTGGTATGGGAATGGGACCAACACAACGGAACCAGATA
GCACAAATGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTACGCCCCTCCCATCCCAGGAGCAATAAGCTGTACCTCAAACATTACAGGATTATTATTAACAAGAGAT
GGTGGGTATAATAGCACTAATGAAACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATTTAAGTACAAGGTAGTACAAATTAAACCACTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTAGGAGCTTTCTTCATTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HM215276 
TTCTATTGTGATACATCAATCCTGTTTAATAGCACTTGGTATCACAATGGCAGTATCTTGCAGAAGTCAAATA
GCACGGATAATATAATTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCAAAGGACCAATAGTGTGTGAATCAAATATTACAGGACTAATATTAACAAGAGACGGT
GGCACGGATGACAATACAACTGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGGCTAGGAGCTGTCTTCATTGGGTTCTTAGGAATGGCAGGAAGCACTATGGGC
GCGGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KF716469 
TTCTATTGTAATACATCAGGCCTGTTTAATCATACATACAATCACACGCAGGAGGCAAATGGCACGGGGTCAA
ATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAAATGTGTATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGG
GGAAATAACAGGACAGAGGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCTACCACGGCAAGGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716471 
TTCTATTGTAATACATCAGGCCTGTTTAATCATACATACAATGACACGCAGGAGGCAAACAGCACGGGGTTAA
ATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAAATGTGTATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGG
GGAAATAGCAGTACAAAGGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAGCCACTGGGGGTAGCACCTACCGAGGCACGGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921793 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGGGTAATACCAGTGTGCCAGAGTTAAATAGCACGG
AGGCAAATAGCACGGAGCAAAACAATATAACAATAACACTCCAATGCAGAATAAAGCAAATTATAAACATGTG
GCAGAGAGCAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGAGATAAGGTGTATATCAAACATTACAGGA
TTAATATTAACAAGAGATGGTGGGAATAATAATAACAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAGTGGTAAAAATTGAACCAATAGGAATAGCACCCAC
CAGGGCAAAAAGAAGAGTGGTGCAGAGAGAGAAAAGAACAGTAGGACTAGGAGCTGTCTTCATTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCTAGACAACTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGG
CATT 
>KU921796 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACTTGGGATAGCAATAACAGCGAGCAAGAGTCAAATAGCA
CTGAGTTAAACAATATAACTCTAACTCTCCACTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAGTGATAAGATGTGTATCAAACATTACAGGATTAATATTAACA
AGAGATGGTGGGGATCATAATAACAGCGCAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGGAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAGAAG
AAGAGTGGTGCAGAGAGAGAAAAGAGCAATAGGAATGGGAGCCGTCTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAAACAACTATTGTCTGGCATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 



>KU921839 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACTTGGAATTCCACTAACATGCAGGAGCTAGATAGCACAG
AGGCAAATGGTACTATAATACTCCCATGCAAAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATACCCCTCCCATACCGGGAGTAATAAATTGTGAATCAAACATCACAGGATTAATATTAACAAGGGAT
GGTGGCCCTAATAACGATACAGAAATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTCTCGTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATCGAGGCTCAACAACAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KU749431 
TTCTATTGTGATACAACAAGCCTGTTTAATAGTACTCACTCCCCTAACGACACGCAGGGTGACCAGGAGTCAA
ATTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGC
AATATATGCCCCTCCCATCGAAGGAGATATAAGGTGTAGCTCAAACATTACAGGATTATTATTAACAAGAGAT
GGTGGGATTAATGTGAGCACTACTAATGAAACCTTCAGACCTAGTGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTACAAGGTAGTAAGAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGCATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ396022 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGTATAATGGCAGCATGTCAAATAGCACGGAGTCAA
ATGACAATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGAAATAAAGTGTGTATCAAACATTACAGGGCTAATATTAACAAGAGATGGTGGT
GACAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGATGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF457064 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATGACAGTGACAGCATGCAGGGGCCAAATAGCA
CGAAGTCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGCCTAATATTAACAAGA
GATGGTGGGGATAATAGCAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU749428 
TTCTATTGCAACACATCACAGCTGTTTAATTCATCACTGCTCAATAGTACAGAAAGTATTAATGAAACAAGTG
GTAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGGGCAAT
GTATGCCCCTCCCATTAGAGGAATAATAACATGTAAATCAAATATCACAGGACTACTACTGACACGTGATGGA
GGAAATGAGAAAAATAACTCAGAGGCAAATAACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCC
GGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>KX983685 
TTCTATTGTAATACATCAGGCCTGTTTAATAACACATGGGCTAATAACAATTGGACTGACAGCACAAATTACA
CAAATGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGACAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAATAATAATGTGTAGGTCAAACATTACAGGCCTACTATTAACAAGAGATGGA
GGGAATACAAATGATACAAATGCAACTGAAACCTTCAGACCTGGGGGAGGAAATATGAGGGATAATTGGAGAA
GTGAGCTATATAAATATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCGAGGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGCCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>U88823 
TTCTATTGTAATACATCAGGCTTGTTTAATAGCACCTGGAGTAAAAGAAATGGCACCTGGCAGTCAAATGGCA
CAGAATTAAATATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGACAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAGCTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGAAATAATAATACTACAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGA



GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTATTAAAACTCACAGTCTGGGGCATT 
>MF373141 
TTTTATTGTAATACATCAGTACTTTTTAACAGAAGTATAACAGGCAATATCACAAACCTAACAGAAGTAAACA
GTACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTCAAGGATTCATAAAATGTGAATCAAATTTCACAGGACTACTCCTGACACGTGATGGAGGG
AATATTAGTACAGAGAACGAGACATTCAGGCCGGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCCATAAGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373155 
TTCTATTGTAATACAACAGGCCTGTTTAATAGCACTTGGAATGATACCACTTTGAACAGCACCACTGAGTTAA
ACAACACATATGAAAATATAACTCTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGAAA
AGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAACATTACAGGACTACTGTTAACAAGC
GATGGTGGGAATAAAAGTACTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTGAAAGGGCAAAAAGAAGAGT
GGTGGCGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>AF071474 
TTCTATTGTGATACATCAGGGCTGTTTAATAGCACCTGGCCGTTTAATAGCACAAACAGCACAGGGCCAAATG
GCACTATAACTCTCCAATGCAGAATCAAGCAAATTATAAGGATGTGGCAGAGAACAGGACAAGCAATATATGC
CCCTCCCATCCCAGGAGAAATAAACTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAAT
AATATTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGCAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGCATGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>AY253318 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATAGCAATGCCAGCATGCAGACGTCAAATGGTA
CGGGGTTAAATGACACTATAATTCTTCTATGTTGTATAATACAACTTATTATTATGTGGCGGAGAGCAGGACG
AGCAGTATTTGCCCCTCCTATCCTACGAGGAGTAATGTGGGGATCATACATCACAGGGCTACTATTATCAACA
GATGGTGGGGATGGTACACATGAAGAACTCTTCGTACCTGGACGAGGAGATATGAAGGTCAAGGGCAGAAGCA
AATTCTATTTGTATAAAGTTGTAAAAATTGAACCTGTACGTGTAGCACCCACCCCTGCCAACACAAAAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGCAATAGGAACTGGATTTGTTGGGTTTTTAGGATCAGGAGCAAGCACTATG
GGTGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAGCTTACGGTCTGGGGCATT 
>AY253315 
TTCTATTGCAACACAACAGACCTGTTTAATTGGAATAATGACACCAGGCAGAAGCGAAATAGAACAGAGTCAG
ATAACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGAGCAATAAGGTGTGACTCAAACATTACAGGACTAATATTAGCAAGAGATGGGGGT
AACACAAATGAAAGTGAAGAGGAAATCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTACAAAGTAGTGAAAATTGAGCCACTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>AY253319 
TTCTATTGCAACACATCAGGCCTGTTTGATAGCATTTGGAATGACACTGACAGCATGCAGGGGTTAGATAGCA
TGGAGTCAGATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATAGAGTGTACATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATAGTAGCAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
ATGAATTATATAAGTATAAGGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAAAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY734552 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCATTTGGAACAATACCAGCACGCAGGAGTCAAATAGCACGG
AATCAAATGACACTATAACTATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC



AATGTATGCCCCTCCCATCCAAGGAATGATAAGGTGTGAATCAAACATTACAGGACTACTGTTAACAAGAGAT
GGTGGGAATGAGAGCAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCGTTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTGGGGCATA 
>AY734553 
TTCTATTGCAACACATCAAGCCTGTTTAATAGCACTTGGAATGGCACTACTGATAATGGCACTGGCAGCACAA
ACAGCGCAAATAGCAATATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTGATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATAATAACAGTACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTTCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACACATGTTGAAACTCACAGTCTGGGGCATT 
>AY734562 
TTCTATTGTGATACATTTGAACTGTTTAATAGCACTTGGAATCTCACTGCCAGCATGCAGGGGTCAAATAGAA
CGGAGGGCAATATAACACTCCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAACATCACAGGACTATTATTGACAAGTGATCAT
GGTAATGGTAGTCCAACAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAAT
TATATAAATACAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734554 
TTCTATTGTAACACATCAGGACTGTTTAATAGCACTTGGAATAGCAATGACAACGTGCAGGAGTCAAATAGCA
CAAAGTCAAACGACACTATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACG
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTAATTCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATGAGAGCAGTATAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY734555 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAATACTAACACTTTGAATAGCAGTAACAGCATGG
AGGAGTCAAATGACAATATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAATGAGA
GATGGTGGGAATAATAATACAAATGAGACATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCAACAGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAATTTACTGTCTGGCATAGTGCAGCAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>KX907342 
TTCTACTGCAATACATCAGGTCTGTTTAATTATACAGAAGGTACTTTAAATAGTACAATCAATAGTACAGAAC
CAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
GCCCATTGCAGGAACCATAACATGTAGATCAAACATTACAGGACTACTATTGACACGTGATGGAGGATGTCAT
AATAATTGTACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907377 
TTCTATTGCAACACCACAGAACTGTTTAATAGAACATACTGGTCAAATGAGACAGGAAGCAATTCAAACAATT
CAAGCAGTTCAAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
ACAAGCAATGTACGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAACATTACAGGGCTACTGTTAACA
AGAGATGGTGAGAATAACGGTACAGAAACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 



>KX907379 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACTTGGGACAACAGTAGCATCACACAGAATTACACGGAGT
CAAATGAGACTATAACTCTCCAGTGCAGAATAAAACAAATTGTAAACGCGTGGCAGAGAGTAGAACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGTGGTAATAACAGTAGTGAAAACGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907409 
TTCTATTGTAACACATCATCCCTGTTTAATAGTACTTGGCAGGTCAGCGGGCAGGGGTTAAATAGCACGGAGT
TAGGTGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAAT
ATATGCCCCTCCCATCCCAGGAGTAATAAGGTGCGAATCAAACATAACAGGACTAATATTAACAAGTGATTAT
GGGAATAGTAGCAGTGACAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTGAAAATTGAACCAATAGGAGTAGCACCCACCAAAGCAAGAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>KX907362 
TTCTATTGTGACACATCAGACCTGTTTAATAGCACTTGGCCTAGCAATACCAATAACAGCATACAGGAGTCAA
ATAGCACAGAGCCAAACGCCACTATAACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGC
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAATGATAAAGTGTAACTCAAACATTACAGGACTCATATTA
ACAAGAGATGGTGGAAATGATAGCAGTACAGATGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTGTGCTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907381 
TTCTATTGTAATACATCAGGTCTGTTTAATAGCACTTGGTCTAACAGCACGCAGGCGTCAAATGACACAGAGT
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAATAATAAACTGTATATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGGAATAACAATGGAACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCCATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGGCATC 
>KX907386 
TTCTATTGTAATACATCAAACCTGTTTAATGACACTTGGCCTATGTCAAATAACACGGAGTCAGATGACAACA
TAACCCTCCAATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTATATCAAATATTACAGGACTACTGTTAACAAGAGATGGTGGGGGGAATAGC
AGTACTGGTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTACAACTTGAACCCCTAGGAGTAGCACCTACCAGGGCAAGAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>KX907429 
TTCTATTGCAACACATCAGGTTTGTTTAATAGCACTTGGGATATCAATGACACTGCCAGCGTGCAGGTGTCAA
ATGGCACGAAGTCAAACAGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGT
AGGGCAAGCAATATATGCCCCTCCCATCCAAGGAATGATAAGGTGTGTATCAAATATTACAGGACTAATATTA
ACAAGAGATGGTGGGAATGATAGCAGGACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAGGTAGTAAAACTTGAGCCATTAGGAATAGCACCCAACAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGTGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAGGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ615972 
TTTTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTTTTAATAGCACTGGAAATAATTACAGCATGA
ATAGCACCAATGACACTATAACTAACGACACTATAATTCTCCAATGTAGAATAAAGCAAATTATAAATATGTG
GCAGAGAGTAGGACAGGCAATGTATGCCCCTCCCATTCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGA
CTAATATTAACAAGAGATGGAGGTAATAATGGGTCAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAAGGC



AAAAAGAAGAGTGGTGGAGAGAGCAAAAAGAACAGTAGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGTATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HM204625 
TTCTATTGTGACACATCAGGCCTGTTTGATAGCCAGGCAAATAGAACAAATGACACTATAACTCTCCAATGCA
GAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTAAAGGAGTAAT
AAATTGTACATCACATATTACAGGATTAATATTAACAAGAGATGGTGGTAATGATACAACTGAAACCTTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAATTGAGCCAC
TAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAACAGTTGGACTAGGAGCTGT
CCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATATGTTGA
GACTCACGGTCTGGGGCATT 
>KY658699 
TTCTATTGTAACACATCAGGCCTGTTTGATAACAACACGCTGACAAATACAACGCAGGAAAATATAACTCTCC
CATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATATGCCCCTCCCATTAAAGG
AGTAATAAAGTGTGAATCAAATATTACAGGATTAATATTAACAAGAGATGGTGGTAATACTAATGATAGCGAT
GAAATTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGC
AGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGCAGGCTATAGAGG
CTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF361876 
TTCTATTGTAATACAACAGACCTGTTTAATAGCACCAGGTACCGGGTTAATAGCACTTGGAATATGCAGGGGT
CAAATAGTACGGAGTCCAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAG
AGCAGGACAAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTATGTCAAACATTACAGGACTACTG
TTAACAAGAGATGGTGGGAATAATAACAGTACAAATGAAACCTTCAGACCTGAAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAGGGCAAA
AAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAATTTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF361879 
TTCTATTGTAATACTTCAGGCCTGTTTAATAGCACTTGGAACATTACCAGCACACAGAAGTCAAATAGCACGG
AGTCAAATAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGCAATAGGGTGTAAATCAAACATTACAGGACTATTGTTAACAAGA
GATGGTGGGGAGAATAACAGTGAAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACAATTGTTGAGACTCACGGTCTGGGGCATT 
>HM215279 
TTCTATTGCAATACATCAGACCTATTTAATGGCACGTTTAATGAGACATCAGGCCAGTTTAATAGCACATTTA
ATAGTACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTCGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAAGCATAACATGTATATCGAATATCACAGGACTAATATTAACAAGAGATGGTGGGAATACT
AACAGTACAAAGGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGCGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HM215315 
TTCTATTGTGATACATCAGCCCTGTTTAATAGCACTTGGAATAACAGCACGAGGAACAGCATGGAGTGGTTAA
ATGACACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCTATGTA
CGCCCCTCCCATCCAAGGAACAATAAGTTGTAACTCAAACATTACAGGACTACTGTTAACAAGAGATGGGGGG
AAGGACACCACAAATGAAACCTTTAGACCTGGAGGAGGAGACATGAGGAACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>HM215322 
TTCTATTGTGATACATCAGACCTGTTTAATAGCACTTGGAATTATACTAGTATCACGTCAAATAGCACGGAGT
CAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGAAGGACAAGCAAT



GTATGCCCCTCCCATTGAAGGAAACATAACATGTATGTCAAACATTACAGGACTACTGTTAGTAAGAGATGGT
GGGATTAATAACAGGACAGATGAAATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGAAATTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF484491 
TTCTATTGTAATACATCAGGTTTGTTTAATAGCTCCTGGGCAAATAACACTGACAATAGCAATAACACTGTCA
ATAGCACGGACATTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAAAGAACAGGACAAGC
AATGTATGCCCCTCCCATCAAAGGAGTGATAAGGTGTGAATCAAATATTACAGGACTACTATTAACAAGAGAT
GGTGGGGCTACTAGCATTATAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGGGGAAAAAGAGCAATTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>AF484501 
TTTTATTGTAACACATCAGGCCTGTTTAATCACACTTACACTTGGTATAATGGCAGCTTGCAGGAGTCAAATA
GCACGGGGTCAGACAACATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTGGGACA
AGCTATGTATGCCCCTCCCATTCGAGGAGTAATACAGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGAAATAATAATGATAATACAACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAACAATTGAACCACTAGGAGTAGCACCCACCCAGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGC
ACTATGGGCGCGGCGTCCATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAGCAACTGTTGAGACTCACGGTCTGGGGCATT 
>FJ647147 
TTCTATTGCAATACATCAGGCCTGTTTAACAGCACTTGGGAGTTTAACAACCCTTTTAATGAAACTGAGTGGC
CACAAAATAAAACTATAATTCTCCAATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAGGC
GATGTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTAATTCAACCATTACAGGACTATTCTTAACAAGAGAT
GGTGGAAATACTAGCAGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTAATAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT183118 
TTCTACTGCAATACATCAGGCCTGTTTAATGACACATTTATGCCCAATAATACGGCTAATAGTACTAAGAATG
AAACACAGGAAAAGAATATAACTATCTCATGCAAAATAAAACAAATTATAAGAATGTGGCAAAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTGAAGGATTAATAAAATGTGAATCAAACATTACAGGAATACTATTGACAAGA
GATGGTGGGAACAATACTAACAGTACAGAGGTCTTCAGACCTGGAGGGGGAAATATGAAGGACAAGTGGAGAA
GTGAATTATATAATTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAGGAGAAGAGT
GGTGGAGAGAGAGAAAAGAGCAGTAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGGCAATTATTGGCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGCAGGCTATAGAGGCTCAACAACATATGTTGAAACTCACTGTCTGGGGCATT 
>GU201611 
TTCTATTGTAACACAACAGACTTGTTTAATAGCAGTTGGGCTAACAATGGCAGCAGGCTGGGGCCAAATGGTA
CAGAGTCAGACATTATAACTATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAAGC
AATATATGCCCCTCCCAGAAAAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTGATATTAACAAGAGAT
GGTGGTAGCAATAACACAAATAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGGGTAGCACCTACCCCGGCAAAAAGAAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTTGGACTAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGTAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>KF114883 
TTCTATTGCAATACATCAAATCTATTCAATAGTACATACAATGAAACAACCATCACAATTCACTGCAGAATAA
AACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAAAATAACATG
TAACTCAAATATCACAGGGCTACTACTGACCCGTGATGGAGGCATAAACACAACAGAAAACGGCATAAACACA
ACAGGAAAAGAGATATTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCGAAAAGAAGAGTGGTGGAAAGAGAAAAAAG
GGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>GU329121 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCAGTTGGAAAATTGAGAATGGCAATGCCACGCTAAATAGCA
CGTGGCCAAATGGCACCATAACTCTTCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGGACAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGA
GATGGTGGGGATAATAATGGTACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AGTTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>JF680922 
TTCTATTGCAACACATCAGGACTGTTTAATAGCACTTGGTTTCAGAATGGCACTAACATTACACAGGGGTCAG
ATGGCAATATAACTCTTCATTGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCCATCAAGGGAGTAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGT
ACCAATGTGACGAATGGAACTGAAATCTTCAGGCCTGGAGGGGGAGATATGAAGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGG
AAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>AF457056 
TTCTATTGTGATACATCAGGCCTGTTTAATTACACGTTTTATCCCAATGGCAGCTTGCAGGGGGAATCAAATG
ACACGCAGGAGAAGATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGGCAAGC
AATATATGCCCCTCCCATCCAAGGAGTAATAAGATGTGTATCAAACATTACAGGAATACTATTAACAAGAGAT
GGTGGAGATACTGGGGACAACAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGGAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022400 
TTCTATTGTAACACAGCAGGCCTGTTTAATAGCACTTGGAATAGTAGCACTTATAGTAACAATGCCAGCGGGC
AGGAGTCAAATGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATATATGCCCCTCCCATCGAAGGAGTAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATGCTAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAGAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGATGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATT 
>KT022401 
TTCTATTGCAACACAAATGAATTGTTTAATAGCACTTGGTTTTTGAACACTACTAATACCAGCACGTGGGAGT
CAAATGGGACGAGGTCAGAAAATATAACTCTCAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGC
AGGACAAGCAATGTATGCCCCTCCCATCCGAGGAGTAATAAACTGTACATCAAACATTACAGGACTAATATTA
ACGAGAGATGGTGGGGTTAATAACAATACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAAAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>KT022414 
TTCTATTGCAATACATCAAGACTGTTTAATAGCATTTGGGAGCATAATAGCACTTGGACCAATACACGGGGAT
CAAATAGCACAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCGCAGGAGCAATACAGTGTGCATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGAAATCATAACAGGACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAAGCCAGGCAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCACCTGTTGAGACTCACGGTCTGGGGCATT 
>KU749430 
TTCTATTGCGATACAGCAAAACTGTTTAATAGCACGTGGGAGTACAATGGCACTGAATACAACATGACCAAAG
GGTCAAATGGAAATCTGACTCTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAAGTGTGAATCAAACATCACAGGACTAATATTAACAAGAGAT
GGTGGGAAGAATACCAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCGCAGCAAGGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCAGTTGGAATGACAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>KF716470 
TTCTATTGTAATACATCAGGCCTATTTAATAGTACTTGGCATTGGAATAATACTGATACTAATGGCACCAATG
GTACTAATGATACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGC
AATATATGCCCCTCCCATCCCAGGGGTAATAAAATGTGTATCAGACATTACAGGACTCCTATTAACAAGAGAT
GGTGGGGTCAATAATAGCAGCAATAATGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921717 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATAGCACTTGGAATGGCAATGACAGCAGCACAG
AAAATGGCACTATAACTTTACAATGCAAAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCCCCCATTCAAGGAGTCATAAATTGTAAATCAAACATTACAGGATTGATATTAACAAGGGATGGT
GGAAACACTACCAGCAGTGAGGAAATTTTCAGACCTGGAGGGGGAGATATAAGGGATAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGAA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTTTTCCTTGGGTTCTTAGGAGCAGCGGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>KU921730 
TTCTATTGTAATACATCAAAACTGTTTAATAGCACTTGGTATAATTCCACTAATACCACTTGGGAGGATGACG
GCACACAGAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAACAGGACGAGCAAT
GTATGCCCCTCCCATCCGAGGAGTAATACAGTGTAGGTCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGGAATGATAATGATACCAGTAACAATGAAACCTTCAGACCTGGAGGTGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAGGAGGATAGT
GGTAGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921766 
TTCTACTGCAATACATCAAATCTGTTTAATGGTACATGGATAGTAAATAATACAAATAGTACAAATAATGCAG
ATACATCAAATAGTAATATTACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATCTATGCCCCTCCTATTGCAGGACTAATAAAATGTTCATCAAATATTACAGGAATATTGTTAACAAGA
GATGGTGGTGCAAGTCATAATAATCAGAGTGAGACCCTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGGCTTGAACCAATAGGTCTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACAATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF075702 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGTAAATGGCAGCAGGGAATCAAATAGCACAGATA
ATGATACTATAACTCTCCCGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCTTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGATTAATATTAACAAGAGATGGTGGG
AATAATACCAGTACAAATGAAACCATCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAGAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCGCTATGGGCGCA
GCGGCAGCAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ659612 
TTTTATTGTAATACATCAGACATGTTTAATAGCACTTGGAATTGGAATAGCAGTGCCAACATGATGGAGTCAA
ATAGCACCAGCGTGCAGGGGCCAAATATAACTGAGCAAAATATAACTCTCCAATGCAGAATAAAGCAAATTAT
AAATATGTGGCAGAGAGCAGGACAAGCAATATATGCCCCTCCTATCAAAGGAGTAATAAGGTGTGAATCAAAC
ATTACAGGGCTAATATTAACAAGAGATGGGGGAAAAAGTAACAACACAAATAATACTGAAACCTTCAGACCTA
CAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTGGAAATTAAACCATTAGG
AGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGAAGAGAGGAAAAAGAGCAGTAGGAATAGGAGCTGTATTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAGCT
CACAGTCTGGGGCATT 
>KX907397 



TTCTATTGTAATACATCAGGCCTGTTTAATAGCACGTGGAACAATAGCATGTGGAACAACATGCTGACTTGGA
ATGCCACGGGGAAGTACATTATGACTCTCCCATGTAAAATAAAACAAATTATAAATATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGACTAATTCAATGCTCATCAAATATTACTGGACTATTATTAACA
AGAGATGGGGGTGTAAATAATGATAGTCAGAGTGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGTCTGGCACCTACCAGGGCAAAAAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGAGAGTTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KX907350 
TTCTATTGCAATACATCAAACCTGTTTAACGGCACTTGGAATGGTAGCACTTGGGATAGCCCTTGGAATAGGA
ATAACAGCAATGAAAATATAACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATCACAGGACTACTATTAACACGT
GATGGAGGAGAAAATAATAATACTACAGAGACATTCAGGCCGGTAGGAGGAAATATGAAAGACAACTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAGAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCAAATGTTGAGACTCACAGTCTGGGGCATT 
>KX907351 
TTTTATTGTAACACATCAGGCTTGTTTAATAGCTCTTGGTCTTGGAATGGTACCAATAACACGGAGTCAGGTA
ACATAAATGTCAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATTCAAGGAGTGATACAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAATAATAGCAGTACAAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAAGCGCAACAGTACCTGTTGAAGCTCACGGTCTGGGGCATT 
>KX907353 
TTCTATTGTAACACATCAAAGTTGTTTGACAGCAGTTGGCCAAAAACAAATAGCACGGTGCAGGAGTCAAATA
GCACAGACAATATAACGCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATACTAACAAGAGATGGT
GGAAGTAATACCAATGCAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGCATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KX907419 
TTTTATTGTGACACATCAAACCTGTTTAATAGCAATTGGACTGTGACTGACAGCGAACCGAAGCTAAATAGCA
CGGAGCCAAACGACAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAATAATAGAGTGTAAATCAAACATTACAGGACTAATACTAACAAGA
GATGGTGGGCCTCCTAATACAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCGGGGCACGGAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>KX907370 
TTCTACTGCAATACAACAAATTTGTTTAATGCAACAAAATGGTTTAATAGGAGTATAGAGGAAAGTGCAAATG
CAAATGACACAAGTGAGAATTCCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGGCAAATCAAATGTTCATCAAATATTACAGGACTATTG
TTGACAAGAGATGGTAATAATAGTCATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCAATAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACA
ATGGGCGCAGCGTCGCTAACGCTGACGGTACAGGCCAGGCAAGTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215280 
TTCTACTGCAATACATCACAACTGTTTAATACTACATGGAGTAAAAATGGTACATCAAATAGTACAGGGTCAA
ATAATAGTACAATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
GTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTAATTTTAACAAGAGATGGT
GGAAATAATAACAAAACAGATGAAACTCTCAGACCTGGAGGTGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KF716489 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGTATCCTAATAGTACTTTGAATGATAGTACTGGAA
AGTATAATAAGACAATAACACTCCCATGTAGAATAAAGCAAATTGTAAACATGTGGCAAAGAGTAGGACAAGC
AATATATACCCCTCCCATTGCAGGAATAATAAAGTGTGTATCAAACATTACAGGACTATTATTAACAAGAGAT
GGTGGTATGAGTAACACAAATAACACAACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAGTATAAAGTAGTAGAAATTAAACCACTAGGAATAGCCCCTAGCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTACTCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>EU110096 
TTCTATTGTAACACATCAGGCTTGTTTAATAGCACTTGGAATAGCAATAGCACTTGGAATAGCACTGCCACGC
AGGAGTCAAATAACACGGAGTTAAATGGCAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTG
GCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAGTAATACAGTGTAAATCAAACATTACAGGA
ATGATATTGACAAGAGATGGTGGAAATAGTACAGAGACTTCCAATAATAATGAGACTTTCAGACCTGGAGGAG
GAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGC
ACCCACAAAAGCAAGGAGAAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTGGGAGCTCTCTTCCTTGGG
TTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGGACAGGCCAGACAATTATTGT
CTGGCATAGTGCAACAGCAAAGCAATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGT
CTGGGGCATT 
>DQ912822 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACTTGGAACAAAACTGACAGTGGCAGCATGCAGGGATCAA
ATAGCACAACAAGTGACGTTATAACTCTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATTCCAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGAATGATAATACTACCGAAATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF457058 
TTCTATTGTAATACATCAGGACTGTTCAATAGTACTGTGAATACTTTGAATATTAGCACTTGGAATTACAATG
AGTCAGATAACACTACTATACAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTGGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAGTCATCAAATGTTCATCAAATATTACAGGACTATTGTTGACAAGA
GATGGTGGTGCAAATAGTACCAGTCAGAAAGAAACCTTCAGACCTGGAGGGGGAGACATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAGAAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCACTGACGCTGACGGTACATGCCAGACAGTTATTATCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF457082 
TTCTATTGCAACACATCAGACCTGTTTAATAGCAATTGGACTTGGGATAGTAATAATGGCACTATGAAGGAGG
TAAATAGCACGGGGTCAAATGGCACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAG
AGCAGGACAAGCAATATATGCCCCTCCCATCAAAGGAGTAATAAACTGTGTATCAAATATTACAGGACTAATA
TTAACAAGAGATGGTGGGGATAATAGTAGTACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGATGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>KT022385 
TTCTATTGTAATACAACAGCCCTGTTTAATAGCATTTGGAATGATACTGGCCTTAATAATAAAACTTGGGATA
CAAATACAAATGATACTATAATCCCATGCAGAATAAAGCAAATTATACGAATGTGGCAGAGAGTAGGACAAGC
AATGTACGCCCCTCCCATCCCGGGAGTGATAAAGTGTATATCTAACATTACAGGGCTACTATTAACAAGAGAT
GGTGGACAGGGCAATAATGAAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAGAGAGCAGTTGGACTGGGAGCTGTATTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022387 
TTCTATTGTAATACAACAGAACTGTTTAATAGCACCTGGTTTAATAGCACTTGGGACAGCACGCAGGCGCCAA
ATAGCACGGATTCAAATGACACTATAACCCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGT



AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTGTATCAAACATTACAGGATTACTATTA
ACAAGAGATGGTGGGGATAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCACAGAG
AAGAGTGGTGGAAAGACAAAAAAGGGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAGCAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022388 
TTCTATTGTGACACATCCAGCCTGTTTAATAGCACTTGGGATACCGATGACACCAGGCGAGAGTTAAATAGCA
CAGAGTCAAATGACACTATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTAAATCAAAAATTACAGGACTAATATTAACAAGA
GATGGTGGTAAGAATAGCAGTACCAATGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACAAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAAACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KT022389 
TTCTACTGCAATACATCAGCACTGTTTAATAGGACTTATAATATATCAGAACTGGGTAATACTAATAATATAT
CAGATACTAGTAATACATCAAAGGTTATCCCACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGA
AGTAGGCAAAGCAATATATGCCCCTCCCATTGCAGGAATAATCAGATGTTCATCAAATATTACAGGACTATTG
ATGACAAGGGATGGTGGTGAATATAATAATAGTCAGAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGAG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTCGAACCATTAGGTCTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGACAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT022390 
TTCTATTGCAATACATCAGGACTGTTTAATACATTAAATAGTACAGGGATAAATGAGACTACAATCACACTCC
CATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGG
ACTAATCCACTGTTCATCAAACATTACAGGACTATTATTGACAAGAGATGGTGGTAATGATGGTGCAAATATT
ACTAATCAGAATGAGACTTTTAAACCTGAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAGACAAAA
AAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022392 
TTCTATTGTAACACATCAGGCCTGTTTAATGGCACTGTCAAACAGGAGTCAAATGGCACAGAGTCAAATGATA
CTATAATTCTCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATATGCCCC
TCCCATCCCAGGAGTAATAAGGTGTGTCTCAAACATTACAGGACTAATATTAACAAGAGATGGTGTTAATAGC
AGTGCAAATGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022394 
TTCTACTGCAATACATCAAGACTGTTCAATAGTACATGGGTATTAAATAGTACATCAAATAGTACATGGACAT
TAAATAGTACAACGGGAGATAGCAGTACATCAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACAG
GTGGCAGGAAACAGGAACAGCAATATACGCCCCTCCCATTGAAGGACTAATTCACTGTTCATCAAATATTACA
GGACTACTATTAACAAGAGATGGTGGGAACCCTAATGAGACAAGGGAGAATGAAACCTTTAGACCAGAAGGAG
GAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGT
CTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGT
CTGGGGCATT 
>KT022396 
TTCTATTGCAGCACATCAGGCCTGTTTAATGGCACTTGGACTTGGACTAATGACACTGGGAGTAATAACAATG
TCAGCCAGCAAGAGTTAAATGACACTATAACTCTCCCATGCAAAATAAAGCAAGTTATAAATATGTGGCAAAG
GGTGGGACAAGCAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATA
TTATCAAGAGATGGTGGAGATAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCA



GGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KT022399 
TTCTACTGCAATACATCAAATCTGTTTAAGGGGACATTTAATGGGACATCAAATAGTACAGGGAATAATGAGA
ATCAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGAATAATTAAATGCTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGT
ACAGAAAATAATGATAGTGAGACCATCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022409 
TTCTACTGTAATACAACAGGCCTGTTTAATAGCACTTGGAAGTTTAATAGCACTTGGGAGCAAGGGTCAAATA
CCACGGAGACAAATGAAACTATAACTCTCCAATGCAGAATAAAGCAAATCATAAACATGTGGCAGACAGTAGG
ACAAGCAATGTATGCTCCCCCCATCCCAGGAGTAATAAAGTGTAGATCAAACATTACAGGATTAATATTAACA
AGAGATGGTGGGAATAATAACAATGGAAGTGGAAATAATAACAATGGAAGTGAAATCTTCAGACCTGGAGGAG
GAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCCCTAGGAGTAGC
ACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGT
CTGGGGCATT 
>KT022410 
TTCTATTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATTTAACTGCCAACAGGCAGGGACCAAATAGCA
CGGAGTCAACTGACACCATAACTCTACAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATATATGCCCCTCCAATCCAGGGAGTAATAAGGTGTGCATCAAACATTACAGGACTACTATTAACAAGA
GATGGTGCTGGCAGTGACAGTGAAACCTTCAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACTGTCTGGGGCATT 
>KT022411 
TTCTACTGTAACACATCAAATCTGTTTAATAGCACATGGACTAATAGTACATGGAATATAACAGAAGAGGCTA
ATAGTACAGAGCCAATTATACTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAGAGTAGGACAAGC
AATGTATGCTCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGCATAATAAGACAAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATACAAATATAAGGTGGTAAAAATCGAGCCACTAGGAGTAGCACCCACAAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>FJ623491 
TTCTATTGTAACACCTCAGGCCTGTTTAATAGCGCTTGGTCGGGCAATACCAGTAATACCAGAACCAATAGTG
CAGAAGCCAATATAACTCTCCAATGCAGGATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCTCAGGAGTAGTAAGGTGTAAATCAAATATTACAGGACTACTATTAACAAGAGATGGT
GGGGGTAATGGTACAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP174771 
TTCTATTGTAACACATCAGGCCTATTTAATAGCACGTGGGATGCGAATGCCACCATGAATGCCAACAGTACGG
AGTCAAATGACACAACTATCACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTGAATCAAACATTACAGGACTAATACTAACAAGA
GATGGGGGAAGTAATAATACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGT
GGAGAGACAAAAAAGAGCAGTTGGCATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921707 
TTCTACTGTAATACATCGAACCTGTTTAATAGCACTTGGTACAGTAACGGTTCGATGCCAAATATCACTACTG
GCAATATAACTCTCCCGTGCAGAATAAAACAAATTATAAAGATGTGGCAGAGAGCAGGACAAGCAATATATGC



CCCTCCCATCAAAGGAGTAATAAGGTGTGACTCAAACATTACAGGATTACTACTAACAAGAGATGGTGGGAGT
ACTAACAGTACAAATGAAACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATTATTGGACTGGGAGCTGTATTCGTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
TGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACAGTCTGGGGCATT 
>KU921719 
TTCTACTGTAATACATCAGGCTTGTTTAATAGCACTTGGTTTAGCAATGTCAGCTTGCAAGAAAATAGCACAG
AGTCAAGTGGCAATATAACTCTCCACTGCAGAATAAAGCAAGTTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCTCGGGAAAAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGGGAT
GGTGGGAATAGTGACAATACAAGTACAGATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGAGAGAGGAAAAAGAGCAGTTGGGCTGGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAAAGTCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921749 
TTCTACTGCAATACATCAAGCCTGTTTAGGAGTACATGGGAAAATAGTACTACATTAAATAGTACAGGGGGAA
ATGAGACAATTACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGGAAGGCAATGTA
TGCCCCTCCTATTGAAGGACTAATCTCCTGTTCATCCAATATTACAGGGCTATTATTAACGAGAGATGGTAAT
AAAAATAGTCAGAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCACGGAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGAATAGGAGCGGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGAGAATTACTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGA
GGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU921798 
TTCTATTGTAACACATCAGGCCTGTTTCATGGCAAATGGTCTAATGGCACTTGGACTAGGAATGACACTGCAA
ACGACACTATAAGGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCCATAAAAGGAGTAATAACATGTAGATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGA
ACGAATAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
ATTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTCGGAATGGTCCTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTA
ACGCTGACGGAACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU921799 
TTCTATTGTGACACATTAGGCCTGTTTAAAGGCACTTGGTCTAATGGCACTTGGTCTAATGGCAATTGGACTA
GGAATGACACTGGCAGCAACAACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAAGATGTGGCAGAG
AACAGGACAAGCAATATATGCCCCTCCCATAGAAGGAGTAATAAGATGTGAATCAAATATTACAGGACTAATA
TTAACAAGAGATGGTGGAAAGAATGAGCTAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGGGGAGTTGGAATAGGAGTTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACGATGGGCGCAGCGGCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCTCAACACCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921805 
TTCTATTGTGACACATCAAGACTGTTTAATGGCGCTTGGTCTGGGAATGACACTAGCATTGAACAGGAGCAAA
ATGGAACCGACCCTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGC
AATATATGCCCCTCCCATTGCAGGAGTAATAAGATGTGAATCAAATATTACAGGATTAATATTAACAAGAGAT
GGGGGACTTAATAATACAAATAAAGATAATGAAACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTCGCACCCACCAGAGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KU921813 
TTCTATTGTAATACATCAAGCTTGTTTGGTAGCACTTGGGTCCCTAATAGCACTGTGGACACCAACAGTACCA
ACAGCACGCAGGGGACAACTATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
AAGAGCCATGTATGCCCCTCCCATTGCAGGAACAATCAGCTGTTCATCAAATATTACAGGACTATTGTTGACA
AGAGATGGTGGTGCAAACAGTAGTCATAATGAGACTTTCAGACCTGGAGGGGGAGATATAAGAGACAATTGGA
GAAGTGAATTATACAAATACAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 



>AF407149 
TTCTATTGTAATACATCAGGCCTGTTTGATAGCACTTGGAATGACACTGACAGCAGACAGGAAAATGGCACTA
TAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATATATGCCCCTCC
CATCCAAGGAGCAATAAGGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGAACAATAAC
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAG
AGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAG
AGGCTCAACAGCATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF457059 
TTCTACTGTAACACATCAAGCCTGTTTAATAGCACTTGGAATAGTACTAGCACTGGGCACAATGCCAGCGGGC
AGGAGATAAATGACACTATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAATAGGACA
AGCAATGTATGCCCCTCCCATCAAAGGAGCAATATGGTGTAGATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGAGGACAATAGCAGTACTGAAACCTTCAGACCTGGAGGAGGAAACATGAAGGATAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAACTTGAACCATTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCTGGACTGGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGCAACAGCAAAACA
ATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF457073 
TTCTATTGTAACACATCAGACCTGTTTAATAGCACCTGGAACAGCACCACACTGGAGTCAAACACCACAGGGT
CAAATGGCACTTTAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGAGTAATAAGGTGTAATTCAACAATTACAGGGCTACTATTAACAAGGGATGGT
GGAAAGGATAACAGTAGTGAGAGTAGTGAAGAAATCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGA
GAAATGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGGGAGAGAGAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>DQ208501 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGTTGGAATCACACTGTCAGCAGCATGCAGGAAG
CAAATGGCACGGAGTCAAATGGCACTATAACCCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAG
AGTAGGACGAGCAATGTATGCCCCTCCCATCGAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATA
TTAACAAGAGATGGTGGGGTTAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCCCGGCGAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTCTTCCTTGGTTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AACAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCAGATGTTGAGACTCACGGTCTGGGGCATT 
>DQ187009 
TTCTATTGTAATACATCAGGCCTGTTTTCCAGCACGCAGGAGTCAAGTGATCCTATAACTCTCCCATGCAGAA
TAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCCAAGGAGAAATAAG
GTGTAAATCAAACATTACAGGAATAATATTAACAAGAGATGGTGGGCTTGGTACTACAAATGAAACCTTCAGA
CCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAGTATAAAGTAGTAAAAATTGAACCAC
TAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAGAAAAGAGCAGTTACAATAGGAGCTGT
TCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGA
CTATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGA
AACTCACAGTCTGGGGCATT 
>AF075701 
TTCTATTGTAACACAACAGGCCTGTTTAATAGCACGTGGAATGACACTGCCACAGAGCAGAAGCCAAACGACA
CTATAAGACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGCAGGACGAGCAATATATGCCCC
TCCCATCCAAGGAGTAATAAATTGTGTATCAGACATTACAGGACTAATATTAACAAGAGATGGTGGGGTTAAT
AATACAAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGTAGCTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAG
AGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF071473 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACTGACAGCATGCAGGAGTCACATAGCA
CGGAGACAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTACATCAAACATTACAGGACTGATATTAACAAGA
GATGGTGGGGGTAATAACAGCATAAATGCAACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAGTAGGAATAGCACCCAACAGGGCAAAGAGAAGAGT



GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGTTGTCTTCTTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY253316 
TTCTACTGCAATACATCAGAACTGTTTAATAGTACATGGAGCATGAACAATAATACATCAAATAGTACAGGGG
TAAATGAGAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
ATATGCTCCTCCCATTGAAGGAATAATCAGCTGTTCATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGGAATAATAACAGTACAAATGAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCTCAACAGCATGTGTTGAGACTCACGGTCTGGGGCATT 
>KX907376 
TTCTATTGTAATACATCAGGCCTGTTTAGTAGCACTTGGAATGTCACTTACAATAATAACACTTGGAATGCCA
CTCAGGTGTCAAATAGCACAGAGCCAAATGGCACTATAGTGATCCCATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAACAGGACAAGCAATGTATGCCCCTCCCATTCCAGGAAAAATACAGTGCATATCAAACATTACA
GGACTACTATTAACAAGAGATGGTGGGGACACTAGCAGTATGAATGAAACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAGGGCGCAGAGACGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCA
TAGTGCAGCAGCAAAATAATTTGCTGAGGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACAGTCTGGGG
CATT 
>KX907355 
TTCTATTGTAACACATCAGGCCTGTTTAGCAGCATTAGCCGATTTAATAACAATAGCGAAATAAATAGCACAG
GGTTAAACGGCACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAGAATGTGGCAGAGAACAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTCAATCAAACATTACAGGAATAATATTAACAAGAGAT
GGTGGGATTAATAACACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAAGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KX907361 
TTCTATTGTAACACATCAAAGTTATTTAATAATGGCACTGCCAACATAGATGACTCTATAACTCTCCCATGCA
AAATAAAGCAAATTATAAGGATGTGGCAGAGAACAGGACAAGCAATGTATGCCCCTCCTATCCAAGGAACAAT
AGAGTGTATATCAAACATTACAGGACTGCTATTAACAAGAGATGGTGGGAGTGATAGCAATACAAATGAAACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTG
AACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGG
AGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTAGCGCTGACGGAACAG
GCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAGAATA
TGTTGAGGCTCACAGTCTGGGGCATT 
>HQ615969 
TTCTACTGCAATACATCAGGACTATTTAATAGTACATGGTTAGCAAATGGGACACCAAATAGTACAGGGATAA
ATGAGAGTACAATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAACAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGGGATACTAATGGAACAGATGAAACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
CAGAGAAAAAAGAGCAGTTGGATTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGCATAGTGCGGCAGCAAAGCAATTTGC
TGCAGGCTATAGAGGCTCAACAGCAGCTGTTGAAACTTACGGTCTGGGGCATT 
>KY658698 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTGCTTGGAATAACACTAACCTCTTGACAAATAGCACAGGGA
CAAATGGCACTATAACTCTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGGCAAGCAAT
GTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGA
GGGGATAATAACAGTACAAGGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTACAACTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTCGGAATGGCAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF442565 



TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGGGCAACAATACCAGCATATTAAATGGCACGG
GGTCAAACGACAATACAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATCCCAGGAGTAATAAAGTGTGTGTCAAATATTACAGGACTAATATTAACAAGAGAT
GGTGGTAATGATGGTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF442570 
TTCTACTGTAACACATCAAACCTGTTTAATAGCACTTGGAATAATGACAATGCCACACAGTTAAATAGCACGG
AGTCAAACGAAACTATAACTCTTCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AGTATATGCCCCTCCCATTCAAGGAGTAATAAAATGTGAATCAAACATTACAGGAATAATATTAACAAGAGAT
GGTGGAAATAATAGCAGTGCAGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCTGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCAAATGTTGAAACTCACAGTCTGGGGCATT 
>AF442566 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGAGTAATGGCACTAGGAAGGACAATGACAGCAGGC
AGAAAACAAATGACACTATAATAACTCTCCAATGCAGAATAAAGCAAATTATAAATTTGTGGCAGAGAGCAGG
ACAAGCAATATATGCCCCTCCCATCGAAGGAATAATAAGATGTAACTCAAACATTACAGGACTAATATTAACA
AGAGATGGGGGCGAATCTAATAACAAAACTGAAGAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGTAGCTTTTGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>HM027851 
TTCTATTGTAACACAACAAACCTGTTCAATAGCACCTGGGAGAACGGCAAGCAGACATCAAATAGCACAAACA
ATGACACTATAACTCTCCCATGTAGAATAAAACAAATTGTAAATATGTGGCAGAGAACAGGACAGGCAATATA
TGCCCCTCCCATCCAAGGAATAATAAGGTGTAACTCAACCATTACAGGACTACTATTAACAAGAGATGGTGGG
AATAATAACAATACAAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACGAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGGGGAG
AGAAAGAAGAGCAGTTGGACTGGGAGTTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGCATAGTGCAACAGCAAAATAATTTGCTGA
GAGCTATAGAGGCTCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATT 
>HM027850 
TTCTATTGTAACACATCAGATCTGTTTAATGGCAGTTGGAATAACACAATGCAGGGGTCAAATAACACGGGGT
CAAATGACACTATAACTCTCAAATGTAGAATAATAACAGTACAAAATGAAACTAAAACCTTTAGACCTACAGG
AGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAGCCACTAGGAGTA
GCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTG
GGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATT
GTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACA
GTCTGGGGCATT 
>HM027864 
TTCTACTGTAATACATCAGGCCTATTTAATGGCAGTTGGAGTAGAAATGATACTACAAATGACACAGAGTCAA
ATGACACTATAACTCTACAATGTAGAATAAAACAATTTATAAATATGTGGCAAAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTAAAGGACCAATCACGTGTAACTCAAATATAACAGGACTATTGTTGACAAGGGATGGTAGT
GGTAATCAAAATAATGATACCGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>HM027870 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGATAGCAATGAGCTTAATAGCACTTTGAATGGCA
CTGAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACA
GGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGAAACATTACCAACAATACAGAAATCTTCAGACCGGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCTACCAAAGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGATTCTTAGGAGCAGCAGGAAGCACT



ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JX658625 
TTCTACTGTAATACATCAAAACTGTTTAATAATAGTATAGGGAGGAATGCTACTACATCAAATAGTACAGAAT
CTATAACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAGCAATGTATGCCCC
TCCCATTGAAGGACTAATCAAATGTGAATCAAATATTACAGGGCTATTGTTGACAAGAGATGGTGGTAATACT
AATAATCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCG
CTGACGCTGACGGTACAGGCCAGACAAGTACTGTCTGGTATAGTGCAGCAACAAAATAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM027827 
TTCTACTGTAATACATCAGGCCTGTTTAATGGCACCTGGAATAGTAATGATACTATAAATGAAACAGAGACAA
ATGACATTATAATTCTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAAAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTAAAGGACCAATCACGTGTAACTCAAATATAACAGGACTATTGTTGACAAGAGATGGTGGT
GAAGAGAAAGAGAAACAGAATAATGAGACCTTTAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>HM215273 
TTCTATTGTAATACATCAGGATTGTTTAATAGCACTCATCCTATCAACAGGACGACAAATAGCACAGAGAACA
ATGGAACTATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAATATA
TGCCCCTCCCATCCCAGGAATAATAAGGTGTACATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGG
AATCATAATGATACTAACAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAAAGATAATTGGAGAAGTG
AACTGTATAAATATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGGGTGGT
GAAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAAGTACTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGATGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215274 
TTCTATTGTAATACATCAAGCTTGTTTAATAGCACCTGGAACAAGAACAGTGACACCTGGAACACCACCAGGA
ACGTGCCTAAGTTAGAACCTATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCGAACAGG
ACAAGCAATGTATGCCCCTCCCATCCAGGGAGTAATAAGGTGTAACTCAACCATTACAGGACTCCTATTAACA
AGAGATGGTGGGCTTAATAATGAAACCTATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAGTTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGCAGCTGTATTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAAA
ACAAGTTGCTGAGAGCTATAGAGGCTCAGCAGCATCTGCTGAGACTCACGGTCTGGGGCATT 
>JX236674 
TTCTATTGCAACACATCAGACCTGTTTAATAGCAGTTGGAAGAACAGTACCAGCATACATAACAGTACCAGCA
ATGACACTATAACTATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGAGAGCGGGAAAAGCAATATA
TGCCCCTCCCATCCAAGGAGTAATAAAGTGTGAATCCAACATTACAGGACTAATATTAACAAGAGATGGTGGA
ATTAGTAACAGTACAAATAAAAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATCGAGCCAATAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTTGGACTAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGTAATC
TGCTGAAGGCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACGGTCTGGGGCATT 
>KF859746 
TTCTATTGTAATACATCAAGCCTGTTCAATAGCACGTGGCCTGCTAATGACAGCATGCAGGCAAATAGCACGG
AAAATAGCACGGAGATGATAAAACTCTCATGCAACATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAACATATGCCCCTCCCATCAAAGGAATAATAAAGTGTGAATCAAACATTACAGGATTAATATTAACAAGA
GATGGTGGGAATAATAACAATGGAAACAATAAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAGGATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
AAGACGAATGGTGGAGAGAGAAAAAAGAGCAGTTGGCCTGGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCTCAACAGCAGCTGTTGAGACTCACAGTCTGGGGCATT 
>KF859747 
TTCTACTGTGATACATCAGGCCTGTTTAATAGTACTTGGAATACCACTGACACTGGCAGCATAAACTCAAATA
GTACAGATAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACGAGCAAT
GTACGCCCCTCCCATCCAGGGAATAATAAGGTGTGAATCAAACATTACAGGATTACTATTAACAAGAGATGGT



GGTAACAGTACAAATGAAACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCAACAGGGCCAGGAAAAGAGTGGTGGGAAGAGA
AAAAAGAGCAGTTGGAATTGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCAGATGTTGAAACTCACAGTCTGGGGCATT 
>KP109491 
TTCTATTGTAATACATCAGACCTGTTTAATAGCACCTGGCCCAGGGATGCCTGGAATAGCAGCAACCAGACTG
GGACAAGGGACAATATAAATATAACTCTCCAATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGG
ACAAGCAATATATGCCCCTCCCATCCCAGGAAACATAACTTGTGTATCAAACATTACAGGACTAATATTAACA
AGAGATGGTGGGGCTAATAATGAAGGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCAGGGAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>KF716487 
TTCTATTGTAATACAACAAAATTGTTTGATAGCACTTGGAACAAAACCACTTGGAACACAACGAGCACAGGGG
AGACAAATAACACAGGGGAGACAAATGACACTATAACTATCCCATGTAGAATAAAGCAAATTATAAATATGTG
GCAGAGGACAGGACAAGCAATATATGCCCCTCCCATTCAAGGAATAATAAGGTGTGACTCAAACATTACAGGA
CTACTATTAACAAGAGATGGTGGGCCTGGTAATACAACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAACAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGCATAGTGC
AACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716490 
TTCTATTGTAATACAACAAACCTGTTTAATACTACTTGGAGTAATGGCAGCCTGGTTAATATTACGGAGTCAA
ATAATGCTACAAATAATGCTACGATTCTTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATACAGTGTACATCAAACATTACAGGACTATTATTA
ACAAGAGATGGTGGGAATATTACTAACAATACAGAGATCTTTAGACCTGGAGGGGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCGGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGCTGGAATAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KF716482 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCAGCTGGGATGGCAACAGCGAGGATAACAATACTCAGGGAA
CTGACACTATAACTCTCCAATGCAAAATAAAGCAAATTATAAGGATGTGGCAAAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAACAATAAAGTGTCAATCAAACATTACAGGGCTATTATTGACAAGAGATGGGGGG
AGTGAAAGTACAAATGAAAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KP109493 
TTCTATTGCAACACAACAAGGCTGTTTAATAGCACTTGGAGTAATGACACTTGGGATAATAGCACTTGGGATA
AATCAAACAACATTATAAATCTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAACAGGACGAGC
AATGTATGCCCCTCCCATTCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAATAGTAACGAGACAGAAATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCTGTTGGACTGGGAGCGTTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KY580490 
TTCTATTGTGATACAGCAGAACTGTTTGATAGCGCTTGGAATAGTAGTAGCAATTGGACTATAACTGACAAGT
CAAATAATACCAATATAACCCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTACATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGGAGACTAACAATGCAACTGAAGAAACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAGACTCACAGTCTGGGGCATT 
>KP109497 



TTCTACTGTAATACATCAGGGTTGTTTAATAGTACATGGAGAAGGAACAGTACAAATGGTACATGGGAAAGTG
ATATATCAGGGGTAAATGAGAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
GGTAGGAAGAGCAATGTATGCCCCTCCCATTCCAGGATCAATTAATTGTTCATCAAATATTACAGGATTATTG
TTGACAAGAGATGGTGGTACAAACAGTAGTCAGAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGTCTGGCACCCACCAAGGCACA
AAGAAGAGTGGTGGCAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716484 
TTCTATTGTAACACATCAGGTCTGTTTAATAGCACATGGGAAAGGAATATGACATCAAATAGCACAGAGTCAA
ATGACACCATAACTCTCCAATGCAGAATAAAGCAGATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCCATTCCAGGAGAAATAAGGTGTAGATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
GGGCAGAACGATACAGGAGGAGGAGGAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAGTATAAAGTAGTAAAGATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGCGAGAGAAAAAAGAGCAATTGGACTGGGAGCTGCGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAGCATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTACTGAAGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>AY352657 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGAGGAATGATTATCCATCAAATAGTACAGGAG
TAAAGGAGAGCGTAATCACACTCCCATCCAAAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAACAGC
AATGTATCCCCCTCCCATTGAAGGACTAATCAAATGTTCATCAAATATTACAGGACTATTATTGACAAGAGAT
GGTGGTGTCAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTGGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGATGGCTATAGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>U36883 
TTCTACTGCAATACATCAGGACTGTTTAATGGTACATGGAGTAATGGTACATGGAGTAATGATACATCAAATA
GTGCAAATGGAAATGGTACAATCACTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAAAGGACGAATCCAATGTGAATCAAATATTACAGGACTATTGTTGACA
AGAGATGGCGGTCAGACCAATGATAGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAGTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAGTTAATGGCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ579955 
TTCTATTGCAACACATCAGGCCTATTTAATAGCATTTGGGAGAATGGCACTTTGAAAAGCAATGACAGCATGT
CAAACAACATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATGTA
TGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAACATTACAGGATTAATATTAACAAGAGATGGTGGG
AATAATAACAATGAAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGTTGGAATAGGAGCTGTCTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAAGCAATTATTGTTTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484503 
TTCTATTGTAACACATCAGGCCTGTTTAATAACAGTTGGAATGGCACGCAGATGTCAAATAGCATGAAGCCAA
ATGACACCATAACTCTCCAATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCTATCCGAGGAGTAATAAGGTGTGTATCAAACATTACAGGACTGATATTAACAAGAGATGGTGCT
GAGGATAAGGACAGTACAAAGGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGCGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484521 
TTCTACTGCAATACATCACAACTATTTAATAGAACATGGAATGATAGTATATCAAATAATGCATGGAAGAATA
ATAGTACAGGGGAAAATGACACAATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAAAGGTCTAATCAGATGTTCCTCAAATATTACAGGACTATTGTTA
GTAAGAGATGGTGGAAATAATAGTAGTCAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAG
GAGAGTGGTAGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCGGGA



AGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAAATCTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484522 
TTCTACTGCAATACATCAGGACTGTTTAACAATAGTGTATGGACATCAAATAGTACGATAGGGGCAAATGGGA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCC
TCCCATTGAAGGACAAATCAACTGTTCATCAACTATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAAA
AATAATAGTCAGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAACTGGAGAAATGAATTATACA
AATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCGCTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTTTGGGGCATT 
>AF484482 
TTCTACTGCAATACATCAGAACTGTTTAATAGTGAATGGAAAAATGGGACTACATCAAACAGTACAAGAAATA
GGACAATCACACTCCCATGCAGAATAAAACAAATCATCAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGC
CCCTCCCATTAAAGGACTAATCAATTGTTCATCAAATATTACAGGACTATTGTTAACAAGAGATGGTGGTACA
AATCAAAGTGAGGAGACTTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGACCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484479 
TTCTATTGTAACACATCAGGGTTGTTTAATAGCACTTGGACGGGTAACAACGCTGCCAACAGCACGGAGGGCA
ATATAACTCTCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCCAAGGAGTAATAAAATGTGTATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGATCAAAT
GGAACTGGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAAAAGTTGAGCCACTAGGGGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCTCAACAGCATTTGTTGAGACTCACAGTCTGGGGCATT 
>AF484517 
TTCTATTGTAACACATCAGGCCTGTTTAACAGCACTTGGACAAATGGCACTATGCAGGGGTTAAATGGCACAG
GAAACATAACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGACTAATCCAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTAAT
AATAATAGTCAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAGTTGAACCAATAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATTGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484488 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACTTGGAATAGTACTAAGGAAAATGATACTGACAGCGGGA
GTGGCACCATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCCATCAGAGGAGTAATAAGGTGTGATTCAAACATTACAGGACTACTGTTAACAAGAGATGGAGGG
GATAGTAACAATAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAGCCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGATGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484492 
TTCTATTGTAACACATCAAAGTTGTTTAATAGCACTTGGGGGGAAAATAGCACTTGGGGGGAAAATAGCACTA
GCATAGAGTTAAATGACACTATAACTCTCCCGTGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAACAGG
ACAAGCAATATATGCCCCTCCCATCCAAGGAGTGATAAGGTGCGAGTCAAATATTACAGGACTATTGTTAACA
AGAGATGGTGGTAAAAATAATAGTAATCAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACT
GGAGAAGTGAGTTATATAAGTATAAAGTAGTAAAAATTGAACCTTTGGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGGGAAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF484496 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACCTGGGACAGCAAGACAAATTACACGGAGTCAAATAGCA
CTACTAATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAATTGTGTGTCAGACATTACAGGACTACTATTAGTAAGAGATGGTGGT



CCTGGAAATACATCTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAGGTGAATTATATA
AGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>KJ948659 
TTCTATTGTAACACATCAGAACTGTTTAATAGCACTTGGAATGACACTAACTGGCAGGGATCAAATGACACGG
AGAACATAACGCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCGATATATGC
CCCTCCCATCCAAGGAGTAATACAGTGTAAATCAAACATTACAGGACTAATATTAACAAGAGATGGGGGGAAG
AATAACAGTAATAATGAAACCTTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATA
AGTATAAAGTAGTAAAAATTGAACCCTTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTTTTCCTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGCACAGGCCAGACAACTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCTCAACAGCATCTGTTGAAGCTCACGGTCTGGGGCATT 
>JF683744 
TTCTACTGCAATACATCACGGCTATTTAATAATAGCGCAGCATCCAATGGTACTATCCCTATCACAATCCCAT
GTATCATAAACATGTGGCAGGGAGTGGGGCAGGCAATGTATCAGGCAATCTATGCTGGAAACATTGCAGGAAA
AATAAATAGTACATCCATTATTTCAGCAAGAGATGGGGCCAGAGATGGAGGCAATGATAGTAACTATACTGAA
ACCTTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAATACAAAGTAGTAGAAA
TTAAACCACTAGGAGTAGCGCCCACCAGGGCAAAAAGACAAGTGGTGAGAAGAGAAAAAAGAGCGGCACTAGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATTGAAGCGCAACAACATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>AY371164 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGCCCAATGGCACTGGGCCTAATAATGGCACTTGGA
GCAGTGAAAGTGACATTATACAACTCCCATGCAAAATAAAGCAAATTATAAATGTGTGGCAGAGAACAGGACA
AGCAATATATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTTTTAACAAGA
GATGGTGGGAATGGTGGGAATGATACCAATCACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAGAGAGCAGTCGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTAAGGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>KP718932 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACGTGGAATAACACTGGCAGCATGCAAGACAATAATAGTG
ACACTACTGGCACTATAATTCTCCCGTGCAACATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAAATGTGACTCAAACATTACAGGGATGTTATTGACAAGGGAT
GGCGGTCTTAATGATAGTGCAGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAAGCTCAACAGCATATGTTGAGACTCACAGTCTGGGGCATT 
>GU332510 
TTCTACTGTAACACAACCCAGCTGTTTAATAACATAAGAGGAAATGACACTATCACCCTACCATGTAGAATAA
AACAAATTGTAAATATGTGGCAGGGGGTAGGACAAGCAATGTATGCTTCTCCCATTGCCGGAAAAATTCAGTG
TAACTCAACTATCACAGGTCTCATATTGACAAGAGATGGTGGTAATACCACCAATGGTACCGACACCCTCAGA
CCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAGGTAGTGAAAATTGAGCCAA
TAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGGGCAGTGGGAATGGGAGCTGT
GTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGA
AGCTCACGGTCTGGGGCATT 
>KY392772 
TTCTATTGTAATACCTCAGGCCTGTTTAATAGCACTTGGGTCAAGAATGGTACAGACATGAGGGCAATTGACA
CAGGATTAAATGACACAGAATCAAATGGCACTATAACTCTTCAATGCAGAATAAAGCAAATTATAAGAATGTG
GCAGAAAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGAAATAAGGTGTAACTCAAACATTACAGGA
TTACTACTAACAAGGGATGGTGATAAAAACACTAGTGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTCAAAATTGAACCACTAGGAGTAGCACCTACCAGGGCAAG
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>EU191618 



TTCTATTGCAGTACATCAGGCCTGTTTAATAGCACTTGGGAAAATGGCACTCAGGTGGCAAATGACACGGGGT
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAATGATAAGATGTGAATCAAACATTACAGGATTAATATTAACAAGAGATGGT
GTTGGGAATAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAGCAGGGCAAAGAGAAGAGTGGTGGC
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAGAGCAATCTGC
TAAGGGCTATAGAGGCTCAACATCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>EF025170 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACTTGGCCTAATGGCACTCGGAGCGAAGAGGACAATGAAA
CTGACATTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTTTTAACAAGAGATGGTGGG
AATGATAGCAATCACACTGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAACTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTAACCCATTAGGGGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGGAAG
AGAAAAAAGAGCAGTTGGACTGGGCGTCGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>GU332511 
TTCTATTGTGATACATCAGAGCTGTTTAATAGTAGTCTCATTGGTGATAATCTAACTAGTAGTAATACATCTG
ATAATAAAACAATCACACTTCAATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATCGCAGGAAATATTACATGTAAATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGGAATAGCAGTAAAAATAATGACACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGAGTAGGAGCTGTTCTCCTTGGGTTCTTATCAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAATATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTGTAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX422197 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACTTGGAAGAACAATGGCAATGGCACTTGGAGGGAAAATA
GCACTGGGGATGATAATACAGGCAACATAACTCTCCAATGTAGAATAAAGCAAATTGTAAATATGTGGCAGAA
AGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATTACTGGGCTATTA
TTAACAAGAGATGGAGGAAATACTAATAATACAATTAATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCGTGC
AAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTCTTCCTTGGGTTTCTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AF457062 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACCTGGCCCTGGGAGAAGTTAAACAGCACAGATAATAGTA
GCACAGATGACAATATAACTCTCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCTATCCCAGGAGAAATAAGATGTGTATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGGATAATAGCAGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCACGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>KY392771 
TTCTATTGTAATACAACAAAGTTGTTTAATAGCACCTGGTATAATATCAATAGTACATGGAATACCAATAGCA
GTACTGGGAATCACACCAATGATACCATTATACTGCCATGTAGAATAAAACAAATTGTAAATATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATTAGAGGAGAGATTAATTGCAGCTCAAATATTACAGGAATGATA
TTGACATTTGACCGTCTGAATAAGAGTGAGGTGAATGTGACCTTCAGACCTGGAGGAGGAAATATGAAAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAGACCACTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC186563 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGAGTAATACTACTGTGGCAAATAATACGGGGGTAA
ATGGAACTATAATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATATA
TGCCCCTCCCATCCAAGGATTAATAAATTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTCAG
AAGAATGGTAGTGACAATGATACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTGGAGATTAGACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGACTGGCATAGTGCAACAGCAAAGCAATTTGCTGC
AGGCTATAGAGGCACAACAGCATCTATTAAAGCTCACTGTCTGGGGCATT 
>GU201508 
TTCTATTGCAATACATCACTCCTGTTTAACAGCACCTGGATGGTGAATGGCACTGGGGTCACCAATGGCAATA
ATGTCACCAATGACATTATAACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACA
AGCAATGTACGCCCCTCCCATCCGAGGAATCATAAATTGTGTATCAAACATTACAGGACTACTCTTAACAAGA
GATGGTGGTAGCAGCCAAAACGGATCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGACCCAATAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCACTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGC
ACTATGGGCGCGGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCTCAACAGCATTTGTTGAGACTCACGGTCTGGGGCATT 
>KP718927 
TTCTATTGCAATACAACACAACTGTTTAATAGTACCTGGCAAGAGGGCACCAACAACAGCAATGCAGGTAATG
ATACTACTATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGCGATAAAGTGTGTATCTAACATTACAGGACTAATATTGACAAGAGATGGTGGG
AATAATAGGACAAATGAGACCATCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAACAGTGAGAATTGAACCACTAGGAATAGCACCCACTCATGCAAGGAGAAGAATGGTGAACAGAGA
AAAAAGAGTAGCTGGAATGGGAGCTGTCTTCTTTGGGTTCTTAGCAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAATG
CTATAGAGGCTCAACAGCAGCTGTTGAAACTCACGGTCTGGGGCATT 
>KP718919 
TTCTATTGCAATACATCGGGCCTGTTTAATAGCACTTGGGGAACTGGGGACTACACTGCAGGAAATGACACTG
TAGGAAATGACACTATAACTCTCCGGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAGTCAAATATTACAGGACTACTCTTGACAAGAGAT
GGTGGGAATAATAATAGTATAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCTACCCAGGCAAAGAGAAGGGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGATTAGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACTATG
GGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTAAGGGCTATAGAGGCTCAACAACAGATGTTGAGACTCACGGTCTGGGGCATT 
>KY359380 
TTTTATTGCAATACATCAGGCCTGTTTACTAATGGCACAAATATAACTACAAATATAAATATAACTCTCCCGT
GCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCCGGAGT
AATAAGATGTGACTCAAACATTACAGGACTACTGTTAACAAGAGATGGTGGAATTAACAATGACAGTAATACT
GAGGTCTTCAGGCCTACAGGAGGAGATATGAGGGACAATGGGAGAAGTGAATTATACAAATATAAAGTAGTAA
AACTTGAACCCCTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGG
ACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAAC
AACATATGTTGAAACTCACAGTCTGGGGCATT 
>KJ849789 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATAACACACAGCCAGATAACACAACAGATAACA
CAACAGAGTTCATAACTCTGCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATTCAAGGAATAATAAATTGTACATCAAATATTACAGGGCTAATATTAACAAGAGACGGT
AATCCTAATGCGAGTAGTGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCTGGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
AGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ388929 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACTTACAATGGGACAGAGGAGGCAAATGAAAATGACACTA
AGGCAAATGACACTATAATACTTCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGAAAAGC
AATGTATGCCCCTCCCATTCAAGGAGTAGTACAGTGTAATTCAAGCATTACAGGATTATTATTAACAAGAGAT
GGTGGTAGTAAAAATGAGACTGGGGAAACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAGGATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCGGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGCTATTATCTGGCATAGTGCAACAGCAGAGAAATC
TGCTGCAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTTTGGGGCATT 
>EU191612 
TTCTATTGCGATACAACAAAATTGTTTACAAACTTGTCTACAAATAGCACGGGGTTGGATGATAATAGCACGG
GGTCGAATGATACCATAATTCTCCCGTGCAGAATAAAACAAGTTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCTATCCGAGGAGTAATAAGGTGTAACTCTAACATTACAGGACTACTATTAACAAGAGAT



GGTGGGAATGGGAATAACAGTACAGAGGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATAAAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF069672 
TTCTATTGTAATACATCAAGCCTGTTTAACAGCACGTGGAGTAACGATAACAACACTCAGGGGTCAAATAGCA
CAGAGACAAAAGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGAGTAATAAGGTGTGAATCAAACATCACAGGACTAATATTAACAAGA
GATGGTGGAGATGCCGGGGAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AGTTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCCAGGCAAGGAGAAGAGTGGT
GAAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAAAGTAATT
TGCTGAAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>AF411965 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACATTTGATAACACATCTCTGGTTAATGGCACGGGTAATA
GTACCAACACACAGGGGGCAAATGACACTATATATATTCCATGCAGAATAAAACAGATTATAAACATGTGGCA
AAGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAACATTACAGGAATG
CTATTAACAAGAGACGGTGGGTCTGAAAGTAACGGTACAGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAATTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGCTGGAATAGGAGCTGTCCTCCTTGGCTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGAAATTATTGACTGGCATAGTGC
GGCAGCAAAGCAATTTGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>U86778 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAGGGCATACACGACTAATGGTACAGGAAATG
ACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTATTATTGCTACGTGATGGAGGA
AAAGAAGACAATAAAACAGAGATGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAGCCACCCAGGAGAGTGGTGGAGAG
AGGTGGAAGAACAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTCGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>L22955 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATCCTAATAGTACAGAAAGTAATTCAGACTTAA
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAGTAATAAAGTGTACATCAAACATTACAGGAATAATATTGTCAAGAGATGGTGGGAACAGT
GGGAACAGTACCAATGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTAGAACCACTAGGAGTAGCACCCACCAAGCCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>MK086111 
TTCTATTGTAATACATCAAGCCTGTTCGATAGTGCTTGGCTTAATAATGAAACTGGCATCGGGCAAAACATCA
CAGAGTCAAATAATACTATAACTCTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGAGAGTAGGGCA
AGCACTGTATGCCCCTCCTATTCCAGGAAACATAACCTGTAGATCAAACATTACAGGGCTGCTACTAACAAGA
GATGGTGGGAATAATACGAGTGATAATGGTACAGTTATTGAAACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCACTAGGAATAGCACCCACCGAGGC
AAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAATTGGACTAGGAGCTTTTTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAAGGCTATAGAGGCTCAGCAGCTCATGTTGAAACTCACGGTCTGGGGCATT 
>HQ385818 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGAATGGTACTTTTGCCAATGGCACTGAAGGAA
ATGGCACAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAACAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAACTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AGTGGTAACAGCACAGAGAACGAGACTGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAGTTGAGCCATTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGCCGGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCCATAGAGGCTCAGCAACATATGCTGAAACTCACGGTCTGGGGCATT 
>MN485971 



TTCTATTGCAATACATCAGGCCTGTTTAATAGTATTTGGAATAGTAGCACTTGGAATAATAATAGCACTGGGA
ATAACAGCACACAGGAGTCAAATGACACTATAACTCTCCAATGCAGTATAAAACAAATTATAAACATGTGGCA
GGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAAGATTGCATGTTTATCACAAATTACAGGACTA
ATATTAACAAAAGATGGTGGTGCAAAAAATAATAGTCAGAATGAGACTTTCAGACCTGCAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGGTAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACAATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>AJ277825 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAGCCTTAACAGCAGCGCGCCAGATGACACAGAAT
CAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAGGGCAGGACGAGCAAT
ATATGCCCCTCCCATCCAAGGAATAATAAGGTGTAATTCAAGCATTACAGGACTACTATTAACAAGAGATGGT
GGGGATAACAATACGCATAATGAAACCTTCAGACCTGGAGGTGGAAATATGAGGGATAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCGACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ595799 
TTCTATTGTAACACATCAAGACTGTTTAATAGCACTTGGCATGATAACAGCACGCTAGAGTCAAATCAAACAG
AGTCAAACGATACTATAATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGC
AATGTATGCCCCCCCCATTCAAGGAGTGATAAGGTGTGTATCAAATATTACAGGACTAATATTAACAAGAGAT
GGTGGGGATAATAACAGCGCAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTAGGACTAGGAGCTGTTTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAAGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>AY322191 
TTCTATTGTACTACCTCAGGCCTGTTTAATGGCACTTGGGACAGCAAGCAGAAGTCAAATAGCACGGAGTCAG
ATGACACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGGGTGGGACAAGCAATGTA
TGCCCCTCCTATCCAAGGAATAATAAGTTGTGTATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGG
GGTAATAACAGTAGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTTGGAATGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>JN977603 
TTCTATTGCAACACATCACAGCTGTTTAATTCATCACTGCTCAATAGTACAGAAAGTATTAATGAAACAAGTG
GTAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGGGCAAT
GTATGCCCCTCCCATTAGAGGAATAATAACATGTAAATCAAATATCACAGGACTACTACTGACACGTGATGGA
GGAAATGAGAAAAATAACTCAGAGGCAAATAACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCC
GGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAAC
AGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAACATTTGTTGAAACTCACGGTCTGGGGCATT 
>AY887516 
TTCTATTGTGATACAAAAAACCTGTTTAATAGCACTTGGAACGACAGTAACATCAACATCACACAGGAGTCAA
ATGACACAGATTCAAAAGGCAATATAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGC
AGGACAAGCAATATATGCCCCTCCCATCCCGGGAGTAATAAGATGTGAGTCGAACATTACAGGAATAATATTA
ACAAGAGATGGTGGGAATGTTAGCAGTCAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>HQ540690 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAACTCTACTAATGGAAATTGGACTCAAAACGAAA
CTGACAATAAGACTGAAACTATAAGTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCCATACAAGGAGTAATAAGCTGTAACTCAAGCATTACAGGACTGCTACTAACA
AGAGATGGTGGTTACAATAATAGCAATAATGAAACCTTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAAAAGGAG



AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTTTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093606 
TTCTACTGCAATACATCAAGATTGTTTAATAGCACATTTAAGGTCAAGGACACAGATAATAATGCTGGGGACA
ACACAGAAGAGGATATAACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAGCATCACAGGAATACTATTGACAAGAGAT
GGGGGGGAGTCTGATAACAAAACAGAAGAGGTCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAATTATAAGGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCGATAACGCTGACGGTACAGGCCAGGCAATTATTGACTGGCATAGTGCGGCAGCAAG
GCAATTTGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAAGCTCACTGTCTGGGGCATT 
>HQ540691 
TTCTACTGCAATACATCAGGCCTGTTTAAGGGCACATTTCAGGTTAATGACACGGGTAATAGTAACAGCACAC
AGGGGGCAAATGACACCATAACTATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAAGAGTGGGACA
AGCAATGTATGCCCCTCCCATTGAAGGAGTAATAAAATGTAAGTCAAACATTACAGGAATGCTATTGACAAGA
GACGGCGGGGCTGAAAGCAATACAGAGGTCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAATTATAAAGTAGTAAAAATTGAACCAGTAGGAGTAGCACCCGCCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCGGCAGCAAAGCAATT
TGCTGCAGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCATT 
>HQ595773 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAAGAATGACACTTGGGAGTCAAATAGCACAGAGT
CAAATGGCACTATATATCTTAATTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGAATGATTACATGTATATCAAATATTACAGGGATATTATTAACAAGAGATGGT
GGTGCAAATAATAATAGTCAGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGGCTTGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GACAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAGTTATTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGATGGCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595793 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACTTGGAATAACAGCACACAGGTGTCAAATGACACACAGT
TAAATGACACTATAACTCTCCAATGCAGGATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCTCCTCCCATTGAAGGAAATATTACATGTTTATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGTGCAAATACTACTAGTCAGAATGAGACTCTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCACTGGGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGCAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAACACTTGTTGCAACTCACAGTCTGGGGCATT 
>L22942 
TTCTACTGCAATACATCAAAACTGTTTAATAGTGTATGGGGAAATTCAAGTAATGTGACAAAGGTAAATGGGA
CAAAGGTAAAAGAGACAATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGACTCATCAACTGTTCATCAAATATTACAGGACTATTGTTGACAAGA
GATGGTGGTGAAAATAATAGTAGTCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAGCGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ208482 
TTCTACTGTAACACATCAGAACTGTTTAATAGTGTATGGGCAAATGATAGTACAGAAAATAATAGTACATGGA
ACAATGAGAGTATAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGATACATCAACTGTTCATCAAATATTACAGGACTATTGCTGACAAGAGAT
GGTGGTATAAATAATAATAGTCATGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGGAAAAAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCACTGGCGCTGACGGGACAGGCCAGACAGTTAATGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U36866 
TTCTACTGCAATACATCAGACCTGTTTAATAGTACATGGGAGAGTAATAATACATCAAATAGTACAGGGTCAA
ATAATGGTACAATCATACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCGAAGGAATAATCACGTGTAGATCAAATATTACAGGGCTATTACTGACAAGAGATGGG
GGTAGTAATAATAGTCATAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTAGAAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTGTAGAGGCTCAACAGCATATGTTGAAACTCGCGGTCTGGGGCATT 
>AY444799 
TTCTATTGTGACACATCAGGCCTGTTTAATAGCACGTGGAATGTCAATACCAGCGTGCAGCAGTCAAATATCA
CGGGCAATATCACGGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGG
ACAAGCAATGTATGCCCCTCCCATCCAAGGAAAAATAAAGTGTGTATCAAACATTACAGGACTAATATTAACA
AGAGATGGTGGAGGTAATAGCAGTGCAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTCCTCATTGGGTTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAAACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCTCAACAGCAGCTGTTGAAACTCACAGTCTGGGGCATT 
>AY371160 
TTCTATTGTAATACATCAGGCTTGTTTAACAGCACTTGGTATAAGGAGACTGCCCCTGTCAGCAGAACAGGGT
CAAATGACACAAGTGACAATATAACTCTCCCGTGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAACAGG
ACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAACATTACAGGACTATTATTGACA
AGAGATGGTGGGATTAGCAATAACAGTAATGAGACTTTCAGACCTACAGGAGGAGAGATGAAAGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAAGGCAAGGAGAAG
GGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GTAATTTGCTGAAGGCTATAGAGGCTCAACAGAATCTGTTGAGACTCACAGTCTGGGGCATT 
>MK086110 
TTCTATTGCAACACATCAAACTTGTTCAATTGGAATGGTACTTGGAATGGTAACACAACAGGCAATGACACGA
TAACTCTCCAGTGCAGAATAAAGCAAATTATAAATATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCC
CATTCCAGGAGAAATAAAGTGTGAGTCAAACATTACAGGACTACTATTGACAAGAGATGGTGGGAACAGTACA
GATAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTAGGAGTAGCACCCAACAAGGCACGGAGGAGAGTGGTGGGGAGAGAAAAAAGAGC
AGTTGGACTAGGAGCTGTCTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCGGCGTCACTGACG
CTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCAATAGAGG
CTCAACAGCATATGTTGAGACTCACGGTCTGGGGCATT 
>AF377958 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACTTGGGACAAGAATGGCACGTGGGTTAATGGCCACACAG
GGTCAGATAATGACAATATAACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCTAACATTACAGGACTACTATTAACAAGA
GATGGAGGGAATAATAATAATAGTGCAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAGGTAGTAGAAATTGAACCACTAGGTGTAGCACCCAACCATGCAAGAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAAGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>MH705142 
TTCTATTGCAATACATCAGCCCTGTTTAATAGCAAGTGGGAAAGTGAATACAATGCCAGCGAGAATGAACAAA
AGAGTGACACTAATATAACTATTCCATGTAGAATAAAGCAATTTGTAAATGTATGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCAGTCCAAGGAGAAATAAGATGTGACTCAAACATTACAGGACTACTATTAGAAAGAGAA
TATGGGGATCATCATAATGGGACAAATGAGACTTTCAGACCTACAGGAGGAGACATGATGAACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCCAGCGGAGCAAGGAGAAGAGT
GGTGGCAAGAGAAAAAAGAGCACTTGGAGGACTAGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTAAGGGCTATAGAGGCTCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>AY371162 
TTCTATTGCAATACAACACAACTGTTTAATAGTACCTGGGAAAATGACACCCTGAAGGGAGCGGCAGGTAATG
ATACTATTACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATACAGTGTGTATCAAACATTACAGGACTAATATTGACAAGAGATGGTGGGAGT
AATAACAATACAAATGAGACCATCAGACCTGGAGGAGGGGAGATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTTGGATTGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGGGCAATCTGCTGAGGG
CTATAGAGGCTCAACAACATCTGTTGAAGCTCACGGTCTGGGGCATT 



>MH705135 
TTCTATTGTGATACATCAAGCCTGTTTAATAGCACTTGGTCCTGGGAAAATGGCAATTGGTCTTGGAATAATA
ATGACACGACCACCATGAACGAGATAAATACAAATGTGACTATCCCATGCAGAATAAAGCAAATAGTAAATAT
GTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAATTGTGTATCAAACATTACA
GGACTATTATTGACAAGAGATGGTGGGAGTAATAACAGTACAAATGAGACTTTTAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAC
TAGGGCCAGGAGACGAGTGGTGCAGAGAGAAAAACGAGCAATGGGAATAGGAGCTGTGCTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGG
CATT 
>AF069932 
TTCTATTGCAATACATCAGGCTTGTTTAATAGCACTTGGACAAATGGGACAAACAGCACGGGGACTAATGACA
ATATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCAAAGGAGTAATAGAGTGTAAATCAAATATTACAGGAATACTATTAATGAGAGATGGTGGTGCTAAT
GATACAGCTAACAGTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTGGGGGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAAGG
CTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>AF069939 
TTCTATTGCAACACATCAGGACTGTTTAATAGCACTTGGGATAACAACAACATTGCCAGCTCAAACCACACAG
GGTCAAATGATACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATCTGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAATCAAATATTACTGGACTCCTATTAACAAGAGAT
GGAGGGAATAATAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GGCGAGAAAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGTTTCTTAGGAGCTGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCCGGCATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KT427849 
TTCTACTGCAACACAATACAGCTGTTTAATAGTACTTGGTTCAATGAGAATAGTACTTGGTTCAATGAGAGTG
GTACAGGGTCAAACACTGAAAATATCACACTCCCATGCAGAATAAAGCAAATTATAAATAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACGAATTAACTGTTCATCAAATATTACAGGGCTGCTATTG
GTAAGAGATGGTGGTGATGGGAACGCGACAGCAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATAGAACCATTAGGAATAGCACCCACCAAGGCGAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAATAATTTGCTGAAGGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427790 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAGACCTAATATTACAGGAAACCATAGTGAAATAG
AAAATTCGACCATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATTCAAGGAATAATAACATGTAGATCAAATATCACAGGACTACTACTAACACGGGATGGA
GGAGGCAATGTCAATGACAGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGCGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC898981 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATAATGGTACATACATGTTTAATGGTACAAACC
TGTCTAATGAGACACAAGAGTATTATAATTCAAGCTCAGTCATTACAATCCAATGCAAAATAAAGCAAATTAT
AAATATGTGGCAGGCGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT
ATCACAGGACTACTATTGGCACGTGATGGAGGAACAAAAAATGAGACAAATAATACAGAGATATTCAGACCTG
GAGGAGGAGATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGG
AATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTC
TTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAAT
TGCTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACT
CACGGTCTGGGGCATT 
>KF835539 
TTCTATTGTAATACTTCAGGCCTGTTTAATGGTACATACCTGCCTAATGGTACATACATGCCTAATGATATAC
AAGATACAAACTCAACCATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT



GATGGAGGAAACCAAGAAAAAACAGGAAATAATACAACAAATGATACAACAGAGACATTCAGACCTCAAGGAG
GAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGC
ACCCACTAAAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGCAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGT
CTGGGGCATT 
>KC898983 
TTCTATTGTAATACATCAAAGCTGTTTAATGGCACATACAATGGCACAGACATGACTAATATGATTAATAGTT
CAGCAGTAATCATAATCACATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGA
AAATCAAATACTACAGAGACATTCAGACCTCAAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTAGTGGAGAGAGA
AAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCCGGAAGCACTATGGGCGCGGCG
TCAGTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM776938 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACTGGCCTAATGGTACATACATGTATTATAAAACAA
ACAATGATTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAACTCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGCCTAGGTAATACTACAGATAATACTACAGAGACGTTCAGACCCCAAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTCAGCCGTTGGGAATAGCACCCACTAAAGCAAAGAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250381 
TTCTATTGTAATACATCAGGTCTGTTTAATGGTACATACAATAGTACAAGATACAATAATACAAGGGAGAATG
GAACCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAACA
AATCAAAGTAATACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGATTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF250382 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATACCATAATGGTACATACACATTTAATGGTACAGAAG
GTAATGCAAGCTCAATCATCATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAAATTAGAATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGGATAAATACTACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAGTTCAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATCTGC
TGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>KC898988 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACACGAATGGTACATACATGTTTAATGGTACGATAG
GTAATTCAAGTTCAGACATCACAATTCAATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT
GATGGAGGAAATGGGACAAATCAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGTGCAGCCGGGAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899010 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTACTAAACGAGACTTTGAGAAACCTTGGA
GTGATGATAACAGAACAGGCATTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCCACTATCACAGGACTACTGTTG
GTACGTGATGGAGGAAATACTACAGGGAAAAATGATACAAATAATATAGAGATATTCAGGCCTCAAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGGGCGTTTGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGT



CTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KC807955 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACAATGGTACATACATGTTTAATGGTACAATGGTTG
ATAATATAAATAGGACTTCAGACTTAAACTTCACAATCCCATGCAGGATAAAGCAAATTATAAATCTGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAGAATAACATGTAAATCAAATATCACAGGACTA
CTATTGACACGTGATGGAGGGAATGGGACAGAGACAAATCAGACAGAGATATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCAC
TACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGGTCTTG
GGAGTAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTA
TAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGG
CATT 
>KC807982 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCCTACATACAATGATACAGAGAATAGTTCAA
ATGAAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAATCATAACATGTAAATCAAATATCACAGGACTACTATTGGCACGTGATGGAGGA
AAAGGTAATGAGACAGATAATAAGACAGAAATATTTAGACCTCAAGGAGGAAATATGAGGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCAACTGGAGCAAAAAGGAGAGT
GGTGGACAGACAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF250399 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGATACAGACATGTCTAATGGTACAGAAAGTA
ATTCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
GAAGAGACAAATGTTACAAATAACACAGAGACATTCAGACCTCAAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250405 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAACAATACAGCCAATAATTCAAGCTCAAACAGCA
CAATCATAATCCCATGTAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGAATATTATTGATCCGTGATGGAGGAAATGGA
AATGAGACAAATGAAACAGAGACATTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATAGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MK792287 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACTGGTCTAATGGTACATACAAGATCAATGATACAT
ACAAAGTTAATGATACAGAAAGTAAGTCAATCATCTTCCAAATCCCATGCAGAATAAAGCAAATTGTAAACAT
GTGGCAGGAGGTAGGAAGAGCATTTTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACA
GGACTACTATTGGTACGTGATGGAGGGCAGCCAAAAAATGGTACAAATAGTACAGAAGAGATATTCAGACCTA
TAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTGGTAGAAATTCAACCATTGGG
AGTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGGAAGAGAAAAAAGAGCAGTATTTGGAATAGGAGCTGTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGAC
AATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCA
ACTCACGGTCTGGGGCATT 
>EU839599 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACCCACGTATGAACAGTACAGGAGATAATTCAAGTG
TAATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTAATACTGACAAGGGATGGTGGTAACATA
ACAAATAACACAGAAGAAAAATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTGAGCCATTAGGAATAGCACCTACTAATGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAGTAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCA
TCAGTGATGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>EU000514 



TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAACAGTAGTAGTACTTGGACTACTACAGGAAATA
TCACCACAATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGACTAATTAGATGTACATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGTTATGAG
AACAAGACAGGGAACAGGACAGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGGCAATAACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB097873 
TTCTATTGTAATACAACACAACTGTTTAATAGTAGTTGGAATGAGACTGATATTGGGAATAATACTAGTACTG
GGAATGATACTACTATCATGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAATATTACAGGGTTACTATTGACAAGAGAT
GGTGGTCATAATGAGACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGATGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MF373189 
TTCTACTGTAATACATCAAACCTGTTTAATACATCAAACCTGTTTAATACTGATGATAATGCAACTGGAAAAA
GTGACACTATCACTCTCACATGCCCAAGAAAACTAATTATAAACATGTGGCAGGAATTAGGGAAAGGGAAGGA
TGCGCCTCCCATTCCAAGCCAAAGACAATGTACATCTTCCATTACCGGACTGCTATTGCTAATAGATGGAGGT
TTAGACAACACCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATAAGAGATAATTGGAAAAGTGGAATAT
ATAAATATTATGCATTAAAAATAGAACCATTAGGAATATCACCCAACACTGCAACGAAAACAGTGATGCTAAG
GGAACAAAGAGTAATGAGAACAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT183077 
TTCTACTGTAATACATCAAAACTGTTTAATACTACACTGTTTAATAAGAATAGTACTACACTGACTTGGAATG
ATACTGACACTGCAGAAAATATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATATATGCTCCTCCCATCAGTGGACTAATTAGATGCTCATCAAATATTACAGGACTGCTATTAATA
AGAGATGGGGGTAATGATAATCAGACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAA
GTGAATTATACAAATATAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAATAGGGATGGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTATCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849787 
TTCTACTGCAATACATCAGGACTGTTTAATTACTTCAATAATAACACCAATAATAACAAATCCTCTTCTGATG
ACACTCATATCACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCTAATCCCATTGCAGGAAACATTACCTGTAGATCAAATATTACAGGCCTACTATTGACTAGAGATGGTGGT
CATAATGATAATACTACTAATCGGACTGAGATCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACAAAGGCAAAAAGACAAGT
GGTGAGCAGACACAGAAGAGCAGTGGGATTTGGAGCTGTGTTCCTTGGGTTCTTGTCGGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAAAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849800 
TTCTACTGCAATACATCACAACTGTTTAATGAGACAATAAGCAATGACACTATCAAACTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGCCACTCCCATTGAAGGAAACATTACCTG
TAACTCAAACATTACAGGTCTACTATTGACAAGGGATGGTGGTCAGAATAATGATACCAATAAGACTGAGACC
TTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTC
AACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAAAAAGAAAAAAGAGCAATAGGACTAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
ACCAGACAATTAATGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATC
TGTTGCAACTCACGGTTTGGGGCATC 
>KY968400 
TTCTACTGTAATACAACACAACTATTTAATACTACTTGGAAAAATAATAATACTGAAGAGACAAATAGCACTA
AAGGAAATGACACTATCACACTCCCATGCAGAATAAAACAGATCATAAATATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGCGGAAAAATTAGATGCTCATCAAATATTACAGGACTGCTACTAACAAGAGAT
GGTGGTATTCATAACAATAGCAATGGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGCGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037267 
TTCTACTGTAATACAACACCGCTATTTAATAGTACTTGGCCGTCTAATAATACTCAGAATAATACTGACCCTG
GAAGAAACATCACACTTCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATTAAAGGACTAATTAGTTGTTCATCAAATATTACAGGGCTACTATTAACATTCGATGGTGGT
AAACCGAATAGCACCAACGAGACTTTCAGACCAGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCAACAAGGCAAAAAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GTAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY968405 
TTCTACTGTAATACAACACCACTGTTTAATAGCACTTGGAATAGGACTAATAGCACTTGGAATAGGAATGGGA
ATAGTACTAATGGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGACTAGTTAACTGTTCATCAAATATTACAGGTCTACTATTGACAAGA
GATGGTAGTCAGAATGATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCAACAAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078535 
TTTTACTGCAATACAGCAGGATTGTTTAATAACATAAAAAATAATGGAACAATCATACTCCCTTGCAGAATAA
AACAAATAATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGCGGACGAATCAACTG
TTCATCAAATATTACAGGTCTAATATTGACAAGAGATGGTGGCTATCAAAATGATAGTAATGCTAGTGAAATC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTG
AACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGACTAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACC
TGTTGCAACTCACAGTCTGGGGCATC 
>AF408628 
TTCTACTGTAACTCAACACCGCTGTTTAATAGTACTTGGCATACAAATGGTACTAGTACTTTAGAGTCAAATG
CCACTGAAGGAAACGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTTTATCAAATATTACAGGGCTGCTGTTAATA
AGAGATGGTGGTAATCAGAATCAGACAGGGGATCAGACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY037278 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAAAAGAAAATGGCACTATTATTCTCCCATGTAGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTGGGACAAGCAATGTATGCCGCTCCCATTGCAGGAAACATTTCCTG
TAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATGATACTAATGGAACTGAGATC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAGGTAGTAGAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGACGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGGCAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAAGCGCAACAACATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>AY037283 
TTCTACTGCAATACATCAAGACTGTTTAATGACACACTGTTTAATGATACAGAATCCAATGAAACTATTATTC
TCCCATGTAAAATAAAACAAGTTGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGC
AGGAGCCATTACCTGTAACTCAACTATTACAGGTCTATTATTGACAAGAGATGGTGGTCAGAGTAATGATACT
AATGGTACTAAGATTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAGGAGAGA
AAAAAGAGCAGCATTGGGAGCGTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358803 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAGTACTGCAGGGAGCAACACTGATGGAAGTG
ACGCCATCATACTCCTATGCCGAATAAACAATTATACATGTGGCAGAAGTAGGAAAAGCATGTTTGCCCCTCC
CATCAGCGGACAAATCAGATGCTCATCAAATATTACAGGTATACTATTGACAAGAGATGGTGGTCAGAATAAT



GATACTAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATA
GATATAAAGTGGTAAAAATTGAGCCATTAGGAGTAGCACCCACCTTGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGGATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ358804 
TTCTACTGCAATACATCAGGACTGTTTGATGAAACAAAATTTAATGACACAGAATCCAATAACGCCACTATCA
CTCTCCTATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCAATCCCAT
TGCAGGAAGCATTACCTGTAACTCAACTATCACAGGTCTATTATTGACAAGAGATGGTGGTCAGAATACTACG
AATAGTACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAG
AGCAGTTGGACTAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTACTGTCTGGAATAGTGCAGCAGCAAAATAATTTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ358806 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTACCCAATGGCACTATCACTCTCCCATGTCGAATAA
AACAAATTGTAAATATGTGGCAAGGAGTGGGGCAAGCAATGTATGCCGCTCCCATTGCAGGAAATATTACCTG
CAGATCAAATATTACAGGTATACTATTGACAAGAGATGGTGGTGATGCTAATCAGAATGATCCCAATGGAAAT
GAGACCTTTAGACCTGGGGGAGGAAATATGAAAGACACCCGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGG
CACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTGTTGAAGCGC
AACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ358812 
TTTTACTGCAATACATCAGAACTGTTTAATAACACAAAAAACAATGGCACCATCATTCTCCCATGTAAAATAA
AACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAATGTATGCCAATCCCATTGCAGGAAAAATTAACTG
TAACTCAAATATTACAGGTCTATTATTGACAAGAGATGGTGGTAATCAGGCTAATGAGACTAGTGGTATTCAG
ACTAATGGGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTGCAGAGAGCAAG
AAGAGCAGTGGGAATAGGAGCTCTTTTCATTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTACTGCAGGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365770 
TTCTACTGCAATACATCAGGGCTGTTTAATGAAACAAACTTTAATGACACTATCACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCAATCCCATTAAAGGAAACATTACCTG
CAGCTCAAATATTACAGGTCTAATATTGACAAGAGATGGTGGTCAGAAGAATGATACTAATCAGACTGAGACC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTG
AACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGACGAGACAAAAAAGAGCAGCAATAGGAGC
TTTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
CGACAATTATTGTCTGGGATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAACATCTGT
TGCAGCTCACAGTCTGGGGCATA 
>JN692449 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATTTGAATGCCACTGGAAAGTCTAATTACACAG
AAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGACTGCTATTAACAAGAGAT
GGTAGTAACAACACCAACGAAAGCGAGATCTTCAGACCTGGAAGAGGAAATATAAAGAACAATGGAAGGAGTG
AACTATACAAATATAAAGTAGTAAAAATTCAGCCATTAAGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGACCCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGAGAGCTATTGAAGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>EF637052 
TTCTACTGCAATACATCAGGACTATTTAATAACGCACTGTTTAATGACACAGGAGTCAATAATGGCAGTGATG
ACAATATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATAC
TGCTCCTATTGCAGGAAACATTACCTGTAGATCAAATATTACAGGTCTTCTATTGACAAGGGATGGTGGTAAT
AATGGTGATAATCAGACTCAGATTTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGACAAG
AGAAAGAAGAGCAGCAGTGGGACTGTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH938678 



TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGCACTAATAGTATTAATAAGACTGGTACTA
TCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATATATGCCCCTCC
CATTGGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTAATAACAAGAGATGGTGGTCATAATCAG
ACTGCTGAAACCTTCAGACCTGGAGGAGGAGATATGAAAGACAACTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCACTAGGAATAGCACCCTCCAAGGCAAAGAGAAGAGTAGTGCAGAGAGAAAAGAGAGC
AGTGACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAAGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JN692456 
TTCTACTGTAATACATCAGCACTGTTTAATAGTACTTGGCCGTCTAATAGTACTTGGAATGATACTGACAATA
AAGGAAATGATACTATCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAACAACAGCACCAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATTTAAATATAAAGTAATAAGAATTGAACCATTAGGAATAGCCCCCACTCAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF804808 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATAATAGCAATAGTACTTGGAATAGGA
ATGATAGCACTAATACTTGGGATAGTGCTAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAA
CAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATT
ACGGGGCTGATATTAACAAGAGATGGTGGGTCCAATCACAGCTCCACCGAGACCTTCAGACCTGGAGGGGGAG
ATATGAGGGATAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCCCC
CAACAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGT
CTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGT
CTGGGGCATC 
>HM026455 
TTCTACTGCAATACATCAGAATTGTTTACTGACAAAAAATTCAATGCCACCCATGGCACTATCACTCTCCCAT
GTCGAATAAAACAAATTGTAAACCTATGGCAGGAAGTAGGAAGAGCAATATATGCCGCTCCCATTGAAGGAAA
CATTACCTGTAATTCAAATATTACAGGTCTACTACTAACAAGAGATGGTGGTCAGAACAGTAGTGCTAATGAG
ACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCGTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAGCAGCAGAACAACCTGCTGAGGGCTATTGAAGCGCAACAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN687738 
TTCTACTGTGACACAACACAGCTGTTTAATAGTACTTGGAATATTACTAAAACAGATAATAGCTCTTGGAGTG
GTACAACTCAGAATATCACACTCCCATGTAGAATAAAACAATTCATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTACATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTAGTAACGAATCCCTAAAAGACATCGAGATCTTCAGACCTGTAGGGGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAGTTGAGCCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGGGT
GGTGCAGAGAGAAAAAAGAGCGGTAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ236610 
TTCTACTGTAATACATCAGGACTGTTTAATACATCAAGACTGATTATTAATGACACTTCCCCTCTCAATGACA
CTATCATTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCTAA
TCCAATTGCAGGAAACATTACCTGTAACTCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGAAAGAAA
GATAATCAGACTGACGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCTCCCACAAAGGCAAAAAGACAAGTGGTGCGGAGAGA
CAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAAAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG365769 
TTCTACTGCAATACATCAGAACTGTTTAATGAAACACTAACAAAAACCAATGACAATAACACAATCACTCTCC
TATGTCAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGG
AAACATTACCTGTAACTCAAATATTACAGGTTTACTATTGACAAGAGATGGTGGTAGAACTACCAAGAATGAT
ACTGAGATCTTCAGACCTGGGGGAGGAGATATGAAAAACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAACCACTGGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGT



AGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTACTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427871 
TTCTACTGTAACACATCAAAACTGTTTAGTAGTACTTGGAATAGTAGTACTTTGAATAGTACTGGAGAGTCAA
ATAACACTGAGGACACAATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAATATTACAGGGATGATATTAACAAGA
GATGGGGGTCATAACACGAGCGAGACGACCGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCTAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCGGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT427779 
TTCTACTGCAATACATCACAGCTGTTTAATGACACAGAATCCAATAATAGCATTATTACTCTCCCATGTAGAA
TAAAACAAATAGTAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTGCTACTAACAAGAGATGGTGGCCAGGATAATAATACTAATCAGAATGAG
ACCTTCAGACCTGGGGGAGGAGATATGAGAGATAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAGAAA
TTGAACCATTAGGAATAGCACCCACCAGGGCAAGAAGACGAGTGGTGCAGAGAGAGAAACGAGCAGTGGGACT
AGGAGCTGTGTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAGCGCAACAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849813 
TTCTACTGCAACACATCAAAACTGTTTAATGACACAGAATTCAATAATGACACTATCACTCTCCATTGTCAAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCGTTGCAGGAAACATTAC
CTGTAACTCAACTATCACAGGTTTAATACTGACAAGAGATGGGGGTGGTAATGGTAATGAAACTAATTCGACT
GAGACTTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAGGGCACAAAGACGAGCGGTGCAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCGCTATGGGCGCAGCGTCATTGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427651 
TTCTACTGTAACACATCCCGACTATTTGATGATAGTTGGAATGGTACTTGGTCAAAGAACACTACTATAGAAA
ATATCACACTCCCATGCAGAATAAAACAAGTTGTAAACCTGTGGCAGCAAGTAGGAAAAGCAATGTATGCCGC
TCCCATCAAAGGACTACTTAACTGTACATCAAATATTACAGGGCTGATATTAGCAAGAGATGGTGGTTATAAT
GTTGATAACAATACAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849794 
TTCTACTGCAATACAACACTATTGTTTAACGAAGAATTAAATAACACTGGCACTGATGACACTGGCACTAACG
ACACTATCATTCTCCCATGTAAAATAAAACAAATAATAAACATGTGGCAGGAAGTGGGACGAGCTATGTACGC
TGCTCCCATTGCAGGAAACATTACCTGTTACTCAAATATTACAGGTCTACTATTGGTAAGAGATGGTGGTAAT
ACTAATGATGGTAATACTACTAGTGGTAATAAGACCGAGATCTTCAGACCTGAGGGAGGAAATATGAAAGACA
ATTGGAGAAGTGAACTATATAAATATAAAGTAATAGAAATAGAACCACTAGGGGTAGCACCCACCAAGGCAAA
AAGACAAGTGGTGAAGAGAGAAAAAAGAGCAATAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427660 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACAATAGTTAATAATACAATGCAGAATAAGACTGGGAATG
GTAATATCACACTCCCATGCACAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGCTGTACATCAAATATTACAGGTCTACTATTGACTAGAGATGGGGATCAG
AATGACAGTGAGACCTTCAGACCTCAGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCA
CTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181927 
TTCTATTGCAATACATCAGGCCTGTTCAATATGTCCCATAACAATGGCAATGACACAACCACTGTCACTATCA
CCCTCCCGTGTCGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCGCTCCCAT



TGCAGGAAGCATTACCTGCAAATCAAATATTACAGGTCTGCTATTGACAAGAGATGGTAGTAGCAATAATAGT
ACTCATAATAACACTGAGACCTTCAGACCTGGGGGAAAGAATATAAAAGACAATTGGAGAAGTGAACTGTATA
AATATAAAGTAATAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACGAGTGGTGACGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTAAGTTCTTAGGAGCAGCAGGAAGCACTATAGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK041580 
TTCTACTGCAATACATCAGGACTGTTTAATGAGACAGAATTCAATGGTACTATCACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCGCTCCCATCGCAGGAAACATTACCTG
CAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATAATGCTACTGAGATCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGGGCAGTGGGAATAGGAGCTTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGC
AGCTCACAGTCTGGGGCATT 
>AF005495 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGTAGACAATGGCACTATCACTCTCCCATGTCGAATAA
AGCAAATTGTAAATATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATCAGACGGAGGAGACCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAGCCAT
TAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGA
CAATTATTGTCTGGCATAGTGCAACAGCAGAATAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>AY455784 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAAGATCCAATGGCACTATCACTCTCCCATGTCGAATAA
AACAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCGTTGCAGGAAACATTACCTG
TAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAAACAGAATGGTACTAATCAGACTGAGATC
TTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAATAGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAAGAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAG
GCCAGACAAGTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>AY455785 
TTCTACTGCAATACATCAAAACTGTTTAATAACATAGGAGACAATGGCACTATCATTCTCCCATGTCGAATAA
AACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAACTCAAATATTACAGGTTTACTATTGACAAGAGATGGTGGTCAGACTAATGAAACTAATACTGAGACCTTC
AGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAAC
CAATAGGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTGCAGAAAGAAAAAAGAGCAGTGGGAATGGGAGC
TTTGTTCCTTGGGTTCTTGGGAGCACAAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCC
AGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCACCTGT
TGCAGCTCACAGTCTGGGGCATT 
>AY455780 
TTCTATTGCGACACATCACAACTGTTTAATAACACAAAAGTCAATGACACTATCACCCTCCCGTGTAGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCTATTGCAGGAAACATTACCTG
TAATTCAAGTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGGCTAATAGGACTGAGACCTTCAGACCT
GGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAG
GAGTAGCACCCACCGGGGCAAGAAGACAAGTGGTGAGGAGAGAAAGAAGAGCAGTGGGAATGCTAGGAGCTAT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATATCGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>AY771592 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTTGGTATAATAATGTGAATGATACTA
GTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCATTTTA
TGCCCCTCCTATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGTATACTATTGACAAGAGATGGTGGT
CAGAATAGTCAGAATGAGACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAGTTGAGCCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAGAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 



>AY771593 
TTCTACTGTAATTCAACTCAACTGTTCAATAGTACTTGGCTCAATAATACTTGGTATAATACTACTTGGGAAG
GAAATAGCACTGAAGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGTCTAATATTGACA
AGAGATGGTGGTCGTCAGAATGATACTAATGCTACTGACACCTTAACAGCTGGAGGAGGAAATATGAACGACT
GTTGGAGAGGTGAATTTTATTATTATAAAGTAGTAATAGTTGCGCCAATAGGAGCACCCCCCCCCCAGGCAAA
GAGAATAGTGGTGCAAAAAGAAAAAAGAGCGGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGTCATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY536233 
TTCTACTGCAATACATCAGGACTGTTTAATGAAACAAGGTTTAATAACACAACATCCAATGACACCATTATTC
TCCAATGTAAAATAAGACAAATAGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGA
AGGAAATATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTAGTCAGGCT
AATAAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAG
AGCAGTAGTGGGAATAGGAGCTGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTA
TTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY536238 
TTCTACTGCAATACATCAGAACTGTTTAATAACACAGAAACCAATAGCACAAACACCAATGGCACAGAAACCA
ATGGCACTATTATTCTCCCATGTAGAATAAAACAAATTGTGAACATGTGGCAGGAAGTGGGACGAGCAATGTA
TGCCAATCCCATTGCAGGAAACATTACCTGCAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGT
AATACTAGTAATAATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAGAAATTCAACCATTAGGAATAGCACCCACCAAGGCAAGGAGACCAGTGGTGAAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAAGCGCAACAACATATATTGCAGCTCACAGTCTGGGGCATT 
>KU749408 
TTCTACTGCAATACATCAGGACTGTTTAATAACTCACTGCTCAATGACACAAAATCCAATAATGACACAGGAT
CCAATAATACTATTACTCTCCCATGTAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGACGAGCAAT
GTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAATATTACAGGTATACTATTGACAAGAGATGGT
GGTCAGAATAATAAGAATGAGACCTTCAAGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAG
ACAAGTGGTGAAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>FJ853621 
TTCTACTGTAATACATCAGAACTGTTTAATAACACAATATCCAAAAATGGCACTATCATTCTCCCATGTCGAA
TAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTACTATTGGTAAGAGATGGTGGTAATCGTAATCAGACAAATAAGACTGAG
ACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTAACGAGAGAAAAAAGAGCAGTGGGACT
GGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATTGAAGCGCAACAGC
ATATGTTGCAGCTCACAGTCTGGGGCATT 
>JX140661 
TTCTATTGCAATACATCAGGACTGTTTAATAACATAAAAATTAATGGTACTATTACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCAATCCCATTGCAGGAAACATTACCTG
TAGCTCAATTATTACCGGTCTGTTATTGACAAGAGATGGTGGTAATCAGACTGGTAATAATAGTTATATTGAG
ACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAGAGAGCACTAGGACT
AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAGCAGCAGAACAATTTGCTGAAGGCCATTGAAGCGCAGCAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ904244 
TTCTATTGCGATACATCTAAATTGTTTAAAGTGTTTAATGACACCAATGGCACAAAAGCCAATAATGACACAG
ACCCTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGACGAGCAATGTATGC
TAATCCCATTGAGGGAAACATCACCTGTAGATCAAATATTACAGGTCTAATATTGACAAGAGATGGTGGTAAT
CATAATAATGATAGTCAGGATAATCAGACTGAAATCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGGCA



AGTGGTGAAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB480301 
TTCTACTGCAATACATCAGGATTGTTTAATGACACAGAAACCAATGATACTATCATTCTCCCATGTAAAATAA
AACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAACTCAAGTATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAAAAATAATACTAATGAGACCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTCAACCAC
TAGGAGTAGCACCCACCAGGGCAAGAAGATTGGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTAT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>JN251899 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAAGACTGTTAAATGACACATCCAATAACACTATTGTTC
TACCATGTCAAATAAAACAAATTGTAAACTTATGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGC
AGGAAATATTACCTGTAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCACAGTAATAATACT
AATGAGACCTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAGCGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGC
AACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>JN251905 
TTCTACTGTGATACATCAAAACTGTTTAATGAGACAAAATTCAATGACACTAGTGAAGGTAGTCCTAATATTA
CTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCAT
TGCAGGAGCCATTACCTGTAACTCAAATATTACAGGTCTCCTATTGACAAGAGATGGTGGTAATACTACTAAT
CAGACTATTGAGATCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTGCAGAGAGAAAGAAG
AGCAGTGGGAATGGCAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY781128 
TTCTACTGCAATACAACACAACTGTTTAATGACGCAGTATCTAGTGACACTATTATTCTCCCATGTAAAATAA
AGCAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAATATTACCTG
TAACTCAAACATTACAGGTCTATTATTGGTAAGAGATGGTGGTAATAATAATCAGACTAATAATACTGAGACC
TTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGCAGGAATAGG
AGCTGTGCTCATTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>JN235953 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAATATCCAATGACACTATCATCCTCCCGTGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCAGAATAATGGAACAGAGACCTTCAGACCT
GGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAG
GAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAATGGGATTAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGTAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATC 
>KF726017 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGACTGCTTAATAGTACTTGGAATAGTACTGAAG
GGTTAAATGACACTGTAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAATTTGTGGCA
GGAAGTAGGAAGAGCAATGTATGCCCCCCCCATCAGTGGAAACATTAGATGTTCATCAAATATTACAGGTCTA
TTACTGACAAGGGATGGGGGTCAGGGTAATTCAAGTAATAGTACTACGGAGACCTTCAGACCTGGGGGAGGAA
ATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATCAAACCACTAGGAGTAGCACC
CACCAAGGCAAGAAGACAAGTGGTGAGGAGAGAAAAAAGAGGCCTAGGAGCTGTGTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MK086130 



TTCTACTGTAACACAACAAGGCTGTTTGAGGAGAATAATAATGCAACACAGAAAAATAATGAAACTATTATCA
CTCTTCCCTGTAGAATAAGACAACATGTAAACATGTGGCAAAGAGTGGGACGAGCAATGTATGCCCCCCCCAT
TGCTGGAATAATTCAGTGTAACTCAAATATCACAGGTCTACTATTAACAAGAGATGGTAATAACACTGGAAAT
AATGACACCCTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAACTGTATAAATATAAGGTAG
TAAAAATTGAACCACTAGGAATAGCACCCTCCAAGGCAAAAAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAAGGCTATAGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>U39253 
TTCTACTGCAATACATCAAAACTGTTTAGTACATCAAATAGTACATGGGTAAACAAGACTACAATCACACTCC
CATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTACGCCCCTCCCATTGAAGC
ACTAATCAACTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAATAATAGTCAGGAG
GAGATCTTCAGGCCTGGAGGTGGAGATATGAGAGACAATTGGAGGAGTGAATTATACAAATATAAAGTAATAA
GAATTGAACCAATAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGG
ACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAAGCCAGACAATTATTGTCAGGTATAGTGCAACAGCAAGATAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY074891 
TTCTACTGTAACACATCAGGACTGTTTAATAGTATAAGTATAAGTGAATCAAATAGTACAGGGGTAAATGGTA
CAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCC
TCCCATTGAGGGACTAATCCAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTAATAAT
AGTCAGACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACA
GATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGACAAGAGA
AAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCGCTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921741 
TTCTACTGCAAGACATCAGAACTGTTTAATAGTACATGGACATTAAATAGTACAAGTGAAGGGACATCAAATA
GTACAAAGATAACAAATAGTACAAATATAACACTCCCGTGCAGAATAAAACAAATTATTAACATGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGACTTATCAAATGCTCATCAAATATTACAGGAATATTG
TTGACAAGAGATGGTGGTACAGATAATCAGACAAATGAGACCTTCAGTGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCAATAGGTCTAGCACC
CACCAGGGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTC
TTGGGAGCTGCAGGAAGCACGATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAGCTAATGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTG
GGGCATT 
>MF373183 
TTCTATTGCAATACATCAAGCCTGTTTCATGAGAACATCACTGCAAACAGCACAAACAGCACAGATGTAAATA
AAAACATCACACTTCAATGCAAAATCAGACAAATTGTAAGAATGTGGCAAGGGATAGGACAAGCAATGTATGC
CCCTCCCATTGAAGGACTAATAAATTGTAAATCAAATATCACAGGGCTGTTGCTGACACGTGATGGAGGCCCC
AACAACCGGACTAATGAAACATTTAGACCTCAAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTGGGGCACAGAGGAGAGTGGTGGGAAGAGA
AAAAAGAGCAGCAACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253309 
TTCTACTGCAATACATCAGGGCTATTTAATAATAGTGAGTGGACATCAAATAGTACAAATAGTACATCAAATA
GTACAGGGGGAGATGATGTAATCACACTCCAATGCAAAATAAAACAGATCATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGCCAAATCAGATGTTCATCAAATATTACAGGACTATTGTTAACA
AGAGATGGTGGTCAGAATAAGAGTCAGGAGGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGGATTGAACCACTAGGTCTAGCACCCACCAGGGCACAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAATAGGCCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCGGCGTCGCTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>HQ615974 
TTCTACTGCAATACAACACCACTGTTTAATAATAGTGTATGGTCAAGTAATACAAGTATAGATACAAGTACAA
ATAATACAGAGGGAAATAATGGGACAATCATACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAAAA
AGTAGGAAAAGCAATATATGCCCCTCCCATTGCAGGACTAATCAATTGTCACTCAAATATTACAGGAATATTG
TTGACAAGAGATGGTGGTAACAATATTAATCAGACTAAGAACAATAGTAGTCAGACTGAGAGCAATAGGAGTC
AGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGT



AGTAAGAATTGAACCAATAGGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCA
ATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCGGTGACGC
TGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAGAGGC
GCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484500 
TTCTACTGCAATACATCAGGGATATTTAATAGTACATGGGAGGCTAATAATACAGCAAATAGTACAGGGGTAG
ATAAGAATATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAACAGCAATGTA
TGCCCCTCCCATTGAAGGACTAATTAAATGTACATCAAATATTACAGGACTATTGTTAACAAGAGATGGTGGT
GCAAATAATAATAGTCAGAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAGAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACATGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373188 
TTCTACTGCAATACATCAGAGCTGTTTAATGAAACAGAAAACTCCAATGGCACTATTATTCTCCCATGTAGAA
TAAAACAAATGATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCTATTGCAGGAAACATTGT
CTGTAACTCATCTATTACAGGTCTACTATTGACAAGAGATGGGGGTAATAATGATAATAATAACACTGAGATC
TTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTC
AACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCATTGGGAGC
TTTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGGATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGT
TGCAGCTCACAGTCTGGGGCATT 
>EU166607 
TTCTATTGCAACACATCAGAACTGTTTAATGATACATACAATAATACTACTCCAAATGGGACCATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCCCCCATTGCAGG
AAACATTATCTGTAACTCAAGTATTACGGGGCTACTATTGACAAGAGATGGTGGTAAAAATAAAACTGGAGAA
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTCTATAAATATAAAGTAGTAG
AAATTCAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGACAAGTGGTGAGAAGAGAAAAAAGAGCAGTGGG
AATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392768 
TTCTACTGCGACACATCAGGATTATTTAATGTTACATATGAGGTCAATAGTTCAAACCAAATTAATAATGCTA
CTAATAATAACATCACACTTCCATGTAAAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAAT
GTATGCCCCTCCTATTGAAGGAATAATAACATGTGTATCAAATATTACAGGTCTACTATTGACTCGTGATGGA
GGTCAAAATAACTCAGACACAGAGACCTTCAGACCAACAGGGGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGACTGGGAGCTGTGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286849 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATTACAGCCTGTTTAATAGTACATATTACAATGGTA
CATACAATAATAATACCAACATCACCCTCCAATGCAGGATAAGACAAATTGTAAACATGTGGCAAGAGGTAGG
AAAAGCAATGTATGCTGCTCCCATTCAAGGAAGCATAACATGTGCATCAAACATCACAGGGTTACTCTTGACA
CGCGACGGAGGCAATGGAGAGACAAATGGGACAGAGATTTTCAGACCTCAAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAGTTGAACCACTAGGAGTAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGCGTTCTTGGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAGCGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AJ277819 
TTCTACTACAACACAACAGATCTGTTTAATAACATGGAAAAAACTAACAATAACACTATCATTCTCCCATGTA
AAATAAGACAATTTGTAAACATGTGGCAAAGAGTGGGACGAGCCATGTATGCCCCTCCCATTGCCGGACAAAT
TCAGTGTAATTCAAAGATCACAGGTCTACTATTGACAAGAGATGGTGGAGAGAATACAAATGGGTCCGAGACC
CTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTAGTAAGAATAG
AACCACTAGGAGTAGCACCTACCAAGGCAAAAAGACAAGTGGTGCAGAGAGGAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAAGGCTATAGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>MN485986 



TTCTACTGCAACACCTCACAACTGTTTACATGGTCAGATAATAGCACAGGGATAAATGATAGCACAATCGTAC
TCTCTTGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCTATGTATGCCCCTCCCATTGC
AGGAAAAATCAGTTGTTCATCAAAAATTACAGGGCTGTTATTGACAAGGGATGGTGGTAAAGAGACTAACGAG
ACCTCCGCTCACGAGATAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCCCTTGGAATAGCACCCACTAGGGCAAAAAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ670527 
TTCTACTGCAACACATCATCCCTGTTTAATGGGACATGGACTAATAATACATGGCACAATATTACATGGAACA
CAAATATGACAATCCCATGCAAAATAAGGCAAATTGTAAACATGTGGCAAGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGACACATCAACTGTTCATCAAATATTACAGGACTACTATTGATAAGAGATGGGGGTAAA
GGACAGAATCAGAGTAATCAGAGTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCTCTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ388908 
TTCTACTGCAATACATCAAAACTGTTTAATAGGACATGGGATACAGGGAATACTACAGAACAGGGTATTAGTA
TAGGGTCAAATGATATAATCATACTCCCATGCAAACTAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTGAAGGAGAAATCAAATGCTCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGGGGAAATATTAATGGAAGTAGTAATCAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAACAATTGAACCAATAGGACTAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCC
GGAAGCACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>KX579838 
TTCTACTGCAATACATCAGAACTGTTTAATTGGGATAATAGTACAAAGAGTACTGTAAATGGAACAAAATTAA
ATATAACTATCCACTGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCC
TCCCATCGAAGGACAAATTCAATGTATATCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGTAGTGAT
TCTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAGTTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGACAGAGAAAAAAGAGC
AATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN337382 
TTCTACTGCAATACATCAGGACTGTTTAATAGAGCATTTAATAATACAACATGGGATACTAGTACAGGGAGTG
CTAGATTAAATAATACAATAACCATCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAG
AGCAATGTATGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAATATTACAGGGTTACATTTGACAGCA
GATTGGGTTGGAAATGAGTCTGTGTCTAGAGTAATTTACAGGCCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
ATAACTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY352655 
TTCTATTGCAACACAACAAAACTGTTTAATAGTAGCTGGAAACATGACAATAACACCAATAACACCTGGAATA
GAACTAATGGTAAAATCGATGGCCGCTATACAGAAAATGATACTATTACACTGCCATGTAGAATAAAACAAAT
TATAAACATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCCAAGGAAATATTACATGTGTATCA
AATATTACAGGACTAATATTGACAAGGGACCATCCGAGTAATAATACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCTCCGA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCATGATCTTTGGGTTCTTGGGA
GCAGCTGGGAGCACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATACAAGCGCAACAGCATATGTTGCAGCTTACTGTCTGGGGCAT
T 
>KU310619 
TTCTATTGTAATACATCAGAACTGTTCAATCTATCAAGATTGTTCAATGGCAGTGGGGAAGAGACTAGCAATA
AGACTCATATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATATA
TGCCCCTCCCATCGCAGGAAACATCACATGCACATCAAATATTACAGGATTATTATTGACACGTGATGGGGGA
CCCAGTAATGGAACTAATGAAACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGGAGTGAGTTAT
ATAAATATAAAGTAGTAGAGATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAG



AGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF286236 
TTCTATTGCAACACATCAGAGCTGTTTACTGGTATTTGGAATGGTACTTGGGATAAGAATTGCACTAGCACTG
AGAGTAATTGCACTGGAAATATTACACTCCCATGCAGGATAAAACAAGTGGTAAGAACATGGCAGGGAGTAGG
ACAAGCAATGTATGCCCCTCCTATCGAAGGGACAATTAGGTGCTCATCAAATATTACAGGTCTACTATTGACA
AGAGATGGTGGTAATGGCAATGCAACTCAAAATGAGACCTTTAGACCTGGAGGAGGAGACATGAAAGATAATT
GGAGAAGTGAATTGTATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGATGGGAGCTTTGTTTCTCGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATGGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN617377 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGGATAATAATGGTACTGAGATTAATACTACAGGAA
CTACAGGAAATGACACTATCATTCTCCCTTGCAGAATAAAACAACTTGTAAACATGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTAGTGGAATAATTAGATGTTCATCGAATATTACAGGATTGCTATTAACAAGA
GATGGTGGTAACAATCAGAGCACTATCAATGAGACTTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACTATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACAATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215251 
TTTTATTGTAATACATCAAAACTATTTAATAGTAGTTGGTGGTTTAATACTACAAATAGCATAGGAATAAATA
CAAATAGCACGGAAATAAATGATACTATCATACTTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAATATTACATGTGTATCAAACATTACAGGCTTATTA
CTGACACGTGATGGGAAATATAGGCCAAATAGTACTAATGAGACCTTCAGACCTACAGGAGGAGAAATGAGGG
ACATTTGGAGAAATGAATTATATAATTATAAGGTAGTGGAGATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAGAAGAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>HM215249 
TTCTATTGTAATACATCAGGATTATTCAATAAGAGTTGGGGGAGTTGGGAGCCTAATACTACAGAGGTTAATA
ATGTAACTAAAGAAAATGGTACTATCACACTTCAATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGT
AGGACAAGCAGTGTATGCCCCTCCCATTGCAGGAAATATTACATGTACATCAAACATTACAGGCTTATTACTG
ACACGTGATGGGGGTAACAATAATAGTGATAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACATTT
GGAGAAGTGAATTATATAATTATAAGATAGTGGAGATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTAGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>KY392780 
TTTTATTGTAATACATCAGGATTGTTCAATGGCACTAGGTTCAATGGCACTAGGACAAATGGCACAAATGAAA
CTATCACACTCCCATGTAAAATAAAACAAGTTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATTTATGCCCC
TCCCATCGCAGGAAACATTACATGCTCATCAAATATTACAGGATTAATATTAACACATGAAAGTTCTAATGAT
ACAGAAATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TGAAGATTGAGCCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAAT
AGCTGGAATAGGGGCTGTCTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATAGAGG
CTCAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>FN392873 
TTCTATTGCAATACATCAGGACTGTTTAATGACAGTTGGTCTAATGGCAGTTGGTCCAAAAACAGTACAGACA
GCACACAGAACATAACTCTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATTCGAGGAATAATAAACTGTAAATCAAACATTACAGGACTACTACTAACAAGAGATGGG
GGAGATAATAACAGTACAAATGAGACCTTCAGACCGGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAATAAAAATTGAACCACTAGGGGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGGGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGCTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAGAGCAATCTGC
TAAGGGCTATAGAGGCTCAACAGCACCTGTTGAAACTCACAGTCTGGGGCATT 
>KY392773 
TTCTATTGCAATACAACACAGCTATTTAATAGCACCTGGGAGAAAAACACAACCAGTGAAGGCTATAGACAGA
TAAATAACACAACAAATGATACTACTACTATTGTGCTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCA



GAGGGTAGGACAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTACATGTGAGTCAAATATTACAGGACTA
ATATTGACAAGCGACTTTGTTAATCAGTCTAAGGATAGTGATAGTGTTACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGTACCACTAGGTGTAGCACCCAC
CGAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAGAGCAGAAGACAGTGGCAACGAGGCTGTCCTCTTTGGGTTC
TTGGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATAGAGGCTCAACAACATATGTTGAGACTCACAGTCTG
GGGCATA 
>JF706452 
TTCTATTGCAATACATCAGCGCTATTTAACAGCTCTTGGGAACCCAACAAAACTAACACAACTAACACATCAA
TGTTAAATGGCAATATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGCAGGGCGAGC
AATGTACGCCCCTCCCATTGCCGGAAAAATTCAATGTAACTCAAATATCACAGGTCTCATATTAACAAGAGAT
GGTGGTAATAATAGTAAGACAAGTAATGAGACTGAGACTGAGACCTTCAGACCTGGAGGGGGAGACATGAGAG
ACAACTGGAGAAGTGAACTGTATAAATATAAGGTAGTGAAAATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAGAAGACATGTGGTGCAGAGAGCAAAAAGAGCAGTGGGATTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAAGCTCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KP718920 
TTCTATTGCAATACATCAGAACTGTTTAATAGCACATGGACATATAATGATACTAAAAATAACACTGACAGCC
AGACAGGGTCAAATGACAACATAACTCTCCCATGTAGGATAAAGCAAATTATAAATATGTGGCAGAGAACAGG
AAAAGCAATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAACATTACAGGACTAATATTGACA
AGAGATGGTGGGGTTAATAGTACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCAGCAGGGCAAGGAGAAGGGT
GGTGCAGAGAGAAAAAAGAGCAGTTGGAATTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>JF683772 
TTCTATTGCAATACATCCAAACTGTTTAATGGTACATGGTTTAATGGCACATGGGTTAATGGCACATGGTACA
ATAATACACTAGACAGCAATGACACAGAGAATGGGACTATAACTCTCCCATGCAAAATAAGACAAATAGTAAG
AATGTGGCAAAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCAAGGGGTAATACATTGTCAATCAAACATT
ACAGGACTACTATTAACGAGAGATGGAGACAAGAATGAAACTGAAACCTTCAGACCTACAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCTATCTTCCTTGGTTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGGCTGGCATAG
TGCAACAGCAGAGTAATCTGCTGAAAGCTATAGAGGCCCAACAGCAACTGTTGAGGCTCACAGTCTGGGGCAT
T 
>JX140679 
TTCTATTGCAATACAACACAACTGTTTGATAGCAGTTGGGGTATCAATGACACTGTCAGCAATAGCAATGACG
CTGACAGCGATGACAACATAACTCTTCAATGCCGAATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACA
AGCAATATATGCCCCTCCCATCCGAGGAAACATAAGTTGTCACTCAAACATTACAGGGCTACTATTAACAAGA
GACGGAGGGAACAATAGTACAAATGAGACTTTCAGGCCTGGAGGAGGAGACATGAGAGATAATTGGAGAAGTG
AATTATATAAGTATAAAATAGTAAAAATTGAACCACTTGGTGTAGCACCCACCCATGCAAAAAGAAGAGTGGT
GGGGAGAGAAAAAAGAGCAATTGGAATGGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAGCAATT
TGCTGAAGGCTATAGAGGCTCAACAAAATCTGTTGAGACTCACGGTCTGGGGCATT 
>JF680905 
TTCTATTGCAATACATCAGGACTGTTTAATAGCTCTTGGAATAGCACTGACAACTCAAACCACACAGGGTTAA
ATAATGACACTATAATTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCCCCTCCCATCCAAGGAGCAATAAGATGTAATTCAAATATTACAGGACTACTATTAACAAGAGATGGA
GGGAATAATGGGACAAATAACACCGAAATCTTCAGACCTGAGGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGTGTAGCACCCTCACGTGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCCTCTTTGGATTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGCATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATAGAGGCTCAACAACATATATTGAAACTCACGGTCTGGGGCATT 
>MH078558 
TTCTATTGCAATACATCAAATCTGTTTAATAGGACTTACAGCAGGGGGATGAACGGCACTTGGGAGACAAATG
ACACAGGGATAAATGACACTAAAAGCCTTCAATGTAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACGAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAGAGTGTAAGTCAAACATTACAGGACTACTATTGACA
AGAGATGGGGGTGCTAATAACAATAGGACTGAGGAAACATTTAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTATATAAGTACAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGGGAAAAGAGCAGTCGGAATGGGGGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGA



AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGC
AGAGTAATCTGCTGAGAGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>MH078559 
TTCTATTGCAACACATCAGATCTGTTTAATAGTACTTGGGATAAGAACACTACTTGGAATAACAACTATCAGA
ATGAGAATGACAATATAACTCTCCCATGCAGAATAAAACAATTTGTACATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCCATTCAAGGAGTAATAAAATGTAAATCAAACATTACTGGAATACTATTAACAAGTGAT
GAAGGTTTTAAAAACACAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCTCCTGGGCAAGGAGGAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTACAACAGCAGAACAATCTGC
TGAAGGCTATAGAGGCTCAACAGCAACTGTTGAAACTCACGGTCTGGGGCATT 
>JF680912 
TTCTATTGCAATACATCAACCCTATTTAATAGCACATGGAATTGGAATGGCACTCAGAACATAACTGGCACTG
CAAATCACATTATCCCATGCAAAATAAAGCAAATTGTGAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGC
CCCTCCCATCAGCGGAATGATACAATGCAATTCAAGCATTACAGGACTATTGTTAACAAGAGATGGAGGGAAC
AGAAACAATTCAGACAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGAATGGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
AGGCTATAGAGGCTCAACAACAACTGTTGAAACTCACGGTCTGGGGCATT 
>KU168285 
TTTTATTGTAACACAACTACGCTATTTAATCATACTTTTTCTTGTAACAATTCCACCTGTCAGAACATGTCTG
GCAGTGACACTTCTAGCAATGACACTATACCTTGCAGGTTGAAACAGATAGTAAGGTCATGGATAGGGGGAGA
GTCGGGATTCTATGCACCTCCCATCAAGGGTGCCCTAAATTGCACCTCACAAATAACTGGAATGATTTTACAA
CTGGACTATCCATGGAACAACACAGAGGGAAAGGCCACAAATAACACAAAAAACAATACCAACGTCATATTTA
GACCAACAGGGGGAGATATGAAAGATATATGGAGGACTAAATTATTTAACTATAAGGTAGTAAAGGTAAAACC
TTTTAGTATAGCACCTACAAAAGTTGCAAGACCAGTCATAGGAACTGGCACTCATAGGGAGAAAAGGGCAGCA
GGTATGGCAATGCTATTCTTGGGGGTTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGA
CGGTACAGACCCGAAGTTTAATAAAGGGTATAGTGCAACAGCAGGATAAACTGCTGAGAGCAATACAGGCCCA
GCAACACTTGCTGAGGTTATCTGTATGGGGCATT 
>KU168294 
TTTTATTGCAACACATTTGAGTTGTTTAATTATACTTTTAGATGTAGAGGGTCCAACTGTACTTCTGAAAATA
GCACCCAAATAAATGGAACAATACCTTGCAAGATAAAACAAGTAGTAAGGACATGGATGGGGGGAAGGTCAGG
ACTCTATGCACCTCCCATTAAAGGTGAACTAACATGTGAATCAAACATAACTGGAATGCTACTACAAAGGGAT
CAACCATGGAACCAAACATGTAACAGCACATTTAGACCAATAGGGGGAGATATGAGAGATATATGGAGAACTA
GCTTATACAACTACAAAGTAGTAAAAATAAAACCTTTTAGTGTGGCACCTACAAGAATTGCAAGGCCAGTCAT
AAGTCTTAGATCTCCTAGAGAAAAAAGGGCAGCAGGATTGGGAATGCTATTCTTGGGGGTGCTAAGTGCAGCA
GGTAGCACTATGGGCGCAGTGTCAACGACACTGACGGTACAGACCCAAAAAGTGTTAAAGGGTATAGTGCAAC
AGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACATTTGCTGAGGCTATCTGTATGGGGCATT 
>KU168284 
TTTTATTGCAACACATCTGGGTTGTTTAATCATACTTTTGAGTGTATAGAGCACAACTGTACTTCTAAAATTA
ATAGCACCCATGAAAATAGCTCCCAAAGAAATGGAACAATACCGTGCAGGATAAGACAGGTAGTAAGAGCATG
GATGGGGGGAAGGTCAGGACTCTATGCACCTCCCATCAAAGGTATCCTAACATGTCAATCAAATATAACTGGA
ATGCTACTAGAAAGGGATGAACCATGGAACCAAACAGGCACAAATAACAGCACATTTAGACCAACAGGGGGAG
ATATGAGAGATATATGGAGAACTAGCTTATACAATTACAAAGTAGTAAGAATAAAACCTTTTAGTGTGGCACC
TACAAAAATTGCAAGACCAGTCATAAAAGCTCCTAGAGAAAGAAGGGCAGCAGGATTGGGAATGCTATTCTTG
GGGGTGCTAAGTGCAGCAGGTAGCACTATGGGCGCAGTGTCAATGACACTGACGGTACAGACCCAAAACGTGT
TAAAGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCACCACTTGCTGAGGCTATC
TGTATGGGGCATT 
>AY532635 
ATCTATTGTAATACTTCCAGATTATTCAATGAGAGCATGAATACAAATGGGACTAATGGGACTATTACTCTGC
CCTGTAGAATAAGACAAATTGTAAATTTGTGGACAAGAGTAGGAAAAGGAATTTATGCACCGCCAATTCGGGG
AAATCTTACCTGTAACTCCACTATTACTGGACTGATTCTAGAACATAGTGGTGGCAGTAATGGCACAGTATAT
CCCACAGGAGGAAACATGGTCAATCTCTGGAGACAAGAGTTGTATAAGTACAAAACAGTCAGTATAGAACCCA
TAGGAGTAGCACCAGGTAAAGCTAAAAGACGCACAGTGAGTAGAGAAAAAAGAGCAGCCTTTGGACTAGGTGC
GCTGTTTCTGGGGTTTCTTGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
CGGACATTGTTATCTGGGATAGTGCAACAGCAGAATAATCTGGTGAGAGCAATAGAGGCGCAACAACATTTGT
TGCAACTCTCAATCTGGGGCATT 
>GQ324959 



TTCTATTGTAACACTTCCAAATTATTTGATAAAAATTTACTTAACAAGACAAACGAGACTATTGTTCTGCCCT
GTAGAATAAAACAGATTGTAAACTTGTGGACAAGGGTAGGAAAAGGGATTTATGCACCACCAGTTAGGGGAAA
TCTTACCTGTAACTCCAATATTACTGGACTGATTCTAGAGTATAGTGGTAACAGTGGTAACGAAATGGTGTAT
CCCTCAGGAGGACACATGGTTAATCTTTGGAGACAAGAGTTGCATAACTACAAAGTAGTTAGTATAGAACCCA
TAGGAGTAGCACCAAGTAAAGCTAAAAGGCACACAGTGAGTAGAGAAAAGAGAGCAGCCTTTGGACTAGGTGC
GCTGTTTCTTGGGTTTCTTAGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
CGGACATTATTATCTGGGTTAGTGCAACAACAGAATAATCTGTTGAGAGCTTTAGAGGCGCAACACCATTTGT
TGCAACTCTCAGTCTGGGGCATT 
>AJ006022 
TTCTATTGTAACACTTCCAAATTATTTAATGAGGAATTACTTAACGAGACAGGTGAGCCTATTACTCTGCCTT
GTAGAATAAGACAGATTGTAAATTTGTGGACAAGGGTAGGAAAAGGAATTTATGCACCACCAATTCGGGGAGT
TCTTAACTGTACCTCCAATATTACTGGACTGGTTCTAGAATATAGTGGTGGGCCTGACACCAAGGAAACAATA
GTATATCCCTCAGGAGGAAACATGGTTAATCTCTGGAGACAAGAGTTGTATAAGTACAAAGTAGTTAGCATAG
AACCCATAGGAGTAGCACCAGGTAAAGCTAAAAGACGCACAGTGAGTAGAGAAAAAAGAGCAGCCTTTGGACT
AGGTGCGCTGTTTCTTGGGTTTCTTGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCCGGACATTATTATCTGGGATAGTGCAACAGCAGAATATTCTGTTGAGAGCAATAGAGGCGCAACAAC
ATTTGTTGCAACTCTCAATCTGGGGCATT 
>HQ179987 
TTTTATTGTAACACCAGCAGCCTGTTTAACTTTAGTTATACTTGGAATGACACCACCTGGCGGGCTGCAGGCA
ATCATAATACAAGTGAAAATATAACACTGTCTTGTAGACTGAAGCAAGTAGTTAATTCATGGATGAGAGTGGG
ATCAGGCTTGTTTGCGACACCTATTGAGGGGGAATTAAAGTGTCAATCCAACATTACAGGTTTAATGTTAGAA
AGAGAACTACCTTACAATGACAGCAGCAAGAACACCACTTTAAGTCCTATAGGGGGAGACATGACAAATATCT
GGAGAAGTGAGTTATATCCCTACAAAGTAGTTCAAGTAAAAGCTCTGGCCGTGGCACCTACAAAAATTTCCAG
ACCTACAATTATGGCTCATGATGGACATAGGAAGAAAAGGGCAGCAGGCCTAGGAATGCTATTCCTTGGGTTT
CTGAGCGCAGCAGGAAGCACTATGGGCGCAGCGGGAATCACGCTGACGGTACAGGCCAAGCAATTATTGCATG
GTATAGTGCAGCAGCAGAACAATATGCTAAGAGCTATAGAGGCACAGCAAGAATTGCTGAGACTCTCTGTGTG
GGGCATA 
>KY953207 
TTTTATTGTAACACCAGTAGCCTGTTTAATTATAGCTATACTTGTAATACCTCGGGTGCATGTATCATTAATC
CTACAGGTAATCACACAGGTGAGAACATGATAATAACACTACCTTGTAGACTAAAGCAAGTAGTTAATTCATG
GATGAAAGTGGGATCAGGCTTGTTTGCGCCACCTATCGAGGGACAATTGCAGTGCCACTCCAACATTACAGGT
TTAATATTAGACAGAGCATCACCTTATAATGTCAACAGCAGTAACACCACTTTAAGTCCTACCGGGGGAGAAA
TGAGAAATATCTGGAGAAGTGAGTTATATCCCTACAAGGTAGTTCAAGTAAAAGCTCTGGCTGTGGCACCTAC
AAGGGTCTCCAGACCTACAATCATGGCTCATGATGCTCATAGGAAAAAAAGGGGAGCAGGCCTAGGAATGCTA
TTCCTTGGGTTCATGAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTTACGCTGACGGTACAGGCCAGGC
AATTATTGCATGGTATAGTGCAGCAGCAGAACAATATGCTACGAGCTATAGAGGCACAGCAAGAATTGCTGAG
ACTCTCTGTGTGGGGCATA 
>JQ866001 
TTCTATTGTGACCTCAAAAATTGGACAAACAATGGCATCGAGATCGATGGAATGCTGATAGCACCATGTCGAC
TTAGACAGATAGTAAATCATTGGGGAATAGTATCCAGGGGAATTTATCTCCCTCCCAGGGAGGGACAGGTCAA
ATGTGTATCTAGTATTACAGGATTCATAATGACAGCTGAGACGAATGACACTGATGGCACTATCACACCCACC
TTCTCTGCAAAGGTGGAAGACTACTGGAAAGTAGAAATGAGTAGATACAAAGTAGTGGAGATACAGCCATTAT
CAGTGGCACCCACTAAAGGAAAAAGACCAGTAGTTGGTGACCCAGAAGCAAAAAGTAGAAGTAAAAGAGAAAT
AGGAATGGGAATGATCTTTATGGGATTTCTCAGTGCAGCAGGAAGTACTATGGGCGCAGCGTCAATAGCGCTG
ACGGTACAAGCCAGAGGATTGCTCTCTGGTATAGTACAGCAGCAAGCAAATTTGCTGCAGGCAATAGAGGCTC
AACAACATTTGTTGCAGCTCTCGGTGTGGGGCATA 
>JX178450 
TTTTATTGTGAGACATCTTCATTGTTTAATGCTACAATAGATATTACACCAAATACTACACTGAATGAGACGA
CCTGGGATTATCCAGCTGAGAACAATATTAACCAAGAAATGATAATCCATTGTAGAATAAAACAAATTGTATC
AATGTGGCAGAGAGTGGGAAAAGGAATATTTTCTCCTCCTATTAGAGGAACCATTCAATGTAACTCCACTATT
ACAGGACTACTGCTAACTCGCGATGGTAATAACAAAGCAGATAGTGAGAACAAAACAAGGATTGAAACAGGAC
AGAACAAAGCAGAAGAGATTAATAGGACTGACATTTTTAGACCTGCAGGAGGAGAAATGAGAGACAATTGGAG
AAGTGAATTATATAGATACAAGGTGGTGAAAATTGAACCACTAGGACTAGCACCCACCAAGGCAAAAAGAAGG
ACTGTAAATAGAGAAAAAAGAGCACCAGGACTAGGACTGATGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCA
CTATGGGCGCAGCATCATTAACGCTGACGGTACAGGCCAGGCAATTATTGACTGGCATAGTGCAACAGCAAAG
CAATTTGCTGAGAGCTATAGAGGCGCAACAGCACTTGTTGCAACTCTCAGTCTGGGGCATT 
>EF535993 
TTTTATTGTAACACCACCCCATTGTTCAATAACAGTTGGACAAATACAACTAGCTCAGATATAAATAGCTCAA
ATATAATAATAAACTGTAGAATAAGGCAAATTGTAAACTCCTGGATGAGAGTGGGCAAGGGAATTTACGCCCC
ACCAATTAGAGGAACTATAAGTTGCACATCAAATATTACTGGGCTCCTGCTCGAGTTAGACAGAGGACTCCCG



AGAAATGGGACTAATACCAATAACAAGTTAACACTATACCCTACAGGAGGAGAGATGAGAGATTTGTGGAGGC
TGGAATTACATAAATACAAAGTAGTCAGCATAGAACCCATAGGAGTGGCACCAAGTAAAGCTAAAAGGCACAC
AGTGACAAGAGAAAAAAGAGCAGCCTTTGGACTAGGTGCGCTGTTTCTTGGGTTTCTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCCGGCAATTATTGTCAGGGATAGTGCAACAGCAGA
ACAACCTGCTGAGAGCAATAGAGGCGCAACAGCATTTGTTGCAACTCTCAGTATGGGGCATT 
>DQ373065 
TTTTACTGTAATACCAGTCAATTGTTTACAAATCAAAATGGCAACACAACTGGCAATATCACCTTACAATGCA
GAATAAGACAAATTGTAAATTTATGGACAAGAGTAGGAAAAGGAATTTATGCTCCGCCAATTAAAGGACCTAT
TAACTGTCTCTCTAACATCACTGGGATAATACTTGACTATACAAAGTCTGGAACTGAGAAGTACACCATATAT
CCCACAGGGGGAGACATGACTAACCTCTGGAGGCAGGAGTTGTATAAGTATAAGGTGGTCAGCATAGAACCCA
TAGGAGTAGCACCAGGAAAAGCTAAAAGACACACAGTGACTAGACAAAAAAGAGCAGCCTTTGGACTAGGTGC
GCTGTTTCTTGGGTTTCTTGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
CGGAAATTATTATCTGGGATAGTGCAGCAGCAGAATAATCTGCTGAGAGCAATAGAGGCGCAACAACACTTGC
TGCAACTCTCAGTTTGGGGCATT 
>DQ373064 
TTTTATTGTAACACCTCGGCCTTGTTCAATGACACCTTGTTACGCAATAAAACCTTGCTCAATGAAACCTTGC
ACAATAACTTGACACTACCTTGTAGGATTAGACAAATTGTAAACCTATGGCTAAGAGTAGGAAAGGGAATATT
TGCTCCACCTATTAGAGGTAACATCCGCTGTAATTCCACTATTACTGGGTTGATCCTAGAAAAACACACAAAC
ACAGACAATATCACCTTCCGTCCAATAGGAGGGGATATGACAGACATCTGGAGAAGTGAATTATATAACTATA
AAATAGTAAAAATTGAACCATTAGGAGTAGCGCCTACCAGGGCGAGAAGGAGGACTGTGGATAGAGAAAAAAG
AGCAGCAGGGCTGGGAGTGTTTTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCAGCATCATTA
ACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAGCAGAGTAATTTGCTGAGAGCTATAG
AGGCGCAGCAACACTTGCTGCAACTCTCAGTCTGGGGCATC 
>EF535994 
TTTTACTGTAATACATCAAACTTATTCAATCAATCCACTATTAACAATATTACACACATTCCGTGCAGAATAA
GACAAATTGTAAATCAGTGGCAAGGAGTAGGAAAAGGAATCTTTGCACCTCCTATTAGAGGAACAATTCAATG
TAATTCCACAATCACAGGCCTACTCTTAACAAGAGATGGTAAAAATGAGACTGAAACTTTTAGACCTACAGGA
GGAGACATGAGAAATAATTGGAGAAGTGAATTATACAAATACAAGGTAGTAAAAATTGAACCCCTAGGATTAG
CACCAACCAAGGCAAAAAGGAGAACAGTGCAAAGAGAAAAGAGGGCAGTAGGACTGGGAGTGATGTTCCTTGG
ATTCATGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCACTGACGCTGACGGTACAGGCCAGAAATCTACTC
TCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCTCAG
TCTGGGGCATT 
>AF115393 
TTTTATTGCAATACTACTACATTGTTTAATTATACGTGGAAAAACAACAATATAACTAAGGGAGATAACACCA
CCTTCTTCCCATGTAGAATAAGGCAAATTGTAAACTCCTGGATGAGAGTGGGGAAGGGAATTTATGCCCCACC
AATTAGAGGAGTTATAAGTTGCACATCAAACGTTACTGGGATTATACTTGAGACAGGGCATGGCATCAACAAC
AGCATCACCAACATCACGCTATACCCTACAGGAGGAAACATGGTAGACTTGTGGAGGCTTGAATTGCATAAAT
ACAAGGTAGTTAGCATAGAACCCATAGGAGTAGCACCAAGTAAAGCTAAAAGGCACACAGTATCAAGAGAAAA
AAGAGCAGCCTTTGGACTGGGTGCGCTGTTTCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAGTGGTGCTGACGGTACAGGCCCGGCAATTATTGTCAGGGATAGTGCAACAGCAGAACAACCTGCTGCGAG
CAATAGAGGCGCAACAGCATTTGTTGCAACTCTCAGTTTGGGGCATT 
>AJ271369 
TTTTATTGTAATACCACTCCACTCTTCAATAAGTTTAATTATACTTGTGATAACCAAAACAACTGCACCAGAA
ATAACACAAATGACACAAACTCAGACAATAGTACACTAACAATATCATGTAGAATAAGGCAAATTGTAAACTC
CTGGATGAGAGTGGGGAAAGGAATCTATGCCCCACCAATAAGAGGGAACATAACATGCATATCAAATATAACT
GGACTCCTCCTCGAAGCAGGAGGAAAATGGGAAAACAATACTATAACAGTGTACCCTTCAGGGGGAGAAATGA
GAGACTTGTGGAGGCTTGAATTAAACAGGTATAAAGTAGTTAGCATAGAACCCATAGGAGTAGCACCAACTAA
GGCTAAAAGGCACACGGTGGCAAGAGAGAAAAGAGCAGCCTTTGGACTAGGAGCACTGTTCCTCGGGTTTCTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTGGTGCTGACGGTACAGGCCCGGCACTTGTTGTCAGGGA
TAGTGCAACAGCAGAACAACCTGCTGCGAGCAATAGAGGCGCAACAACATTTGTTGCAACTCTCAGTTTGGGG
CATC 
>AF382828 
TTTTATTGTAATACATCAAGATTAATTACCTGTAACAGTAGTGACACAAGTGAGTACATTCTCCCATGCAAAA
TTAGGCAAGTAGTAAATTCTTGGATGAGAGTGGGGAAAGGTATCTTTGCCCCGCCTAGAAGAGGAACTATAAC
CTGTAATTCCACCATTACAGGACTCCTCTTAGAAGTACAGAATGGCACGGGGAACAACACAGAAGTTTACCTG
TCAGGGGGAGATATGAGAGATATTTGGAGGAGTGAATTATATAAATATAAAATAGTAAAAATTGAGCCACTGG
GGGTGGCACCAACAAAAGCAAAGAGGTACACAGTGGCAAAAGCACTTGATAGATCCAAAAGAGCAGCCTTTGG
ACTGGGGGCGCTGTTTCTTGGATTCCTTGGAGCAGCAGGAAGCACTATGGGCGCAGCATCTGTGATGCTGACG
GTACAAGCTCGAAACCTGCTTTCGGGAATAGTGCAGCAGCAAAATAACTTGCTGCGAGCCATAGAAGCTCAGC
AACACCTGCTGCAGCTATCAGTCTGGGGCATA 



>AF447763 
TTTTACTGTAATCTCACAAATTGGACTAATACCTGGACAGCTAATAGAACCAATAATACTCATGGTACTCTTG
TTGCACCATGCAGACTGAGGCAGATAGTAAATCATTGGGGTATAGTGTCAAAAGGGGTTTACCTTCCCCCAAG
GAGGGGAACAGTAAAATGTCACTCAAACATCACAGGACTTATCATGACAGCAGAAAAAGACAACAATAATAGT
TATACCCCCCAATTTTCTGCTGTAGTAGAAGACTATTGGAAAGTAGAATTAGCAAGATATAAAGTGGTGGAAA
TTCAGCCCTTGTCAGTGGCTCCAAGGCCAGGAAAAAGGCCTGAAATTAAGGCCAATCATACTAGGTCAAGAAG
AGATGTGGGCATAGGACTGTTGTTTCTTGGATTTCTTAGTGCAGCAGGAAGTACAATGGGCGCAGCGTCAATA
GCGCTGACGGCACAGGCCAGAGGATTACTCTCTGGTATTGTACAGCAGCAACAAAACCTGCTTCAGGCCATAG
AAGCGCAACAACACTTGTTGCAGCTCTCTGTATGGGGCATT 
>DQ374657 
TTTTATTGTAATCTTACTGGTTGGACAAATCCCTGGAACAACACAAACCACAGAAATGGAACTCTAGTAGCAC
CATGTAGACTTAGACAAATAGTTAATCATTGGGGGATAGTATCTAAAGGAATTTATCTTCCTCCAAGGAGGGG
AACATTAAAGTGCAATTCAAATATTACAGGACTTATTATGACAGCAGAAAAAGGAGGTAATAACACAGTTCCT
ACATTCTCCGGTAAAGTAGAAGACTATTGGAAAGTAGAGTTAGCAAGGTATAAAGTAGTAGAGATTCAGCCCT
TGTCAGTGGCTCCTAGGCCAGGAAAGAGGCCTGAAATTAAGGCTAACCACACTAGATCAAGAAGGGATGTTGG
CATAGGACTGTTGTTTCTTGGATTTCTCAGTGCAGCAGGAAGTACAATGGGCGCAGCGTCAATAGCGCTGACG
GCACAGGCCAGAGGGTTACTCTCTGATATTGTACAGCAGCAACAAAACCTGCTGCAGGCCATAGAGGCGCAAC
AACATCTGTTGCAGCTCTCTGTGTGGGGCATC 
>DQ374658 
TTTTATTGTAATCTTACAACTTGGACAGGTAACTGGACACGTAACAGGACACATCAGACAAGTGCCCTGAACA
AAACACATCTATTAGCACAATGTAGGCTTAGACAGATAGTTAATCATTGGGGTATAGTATCTAAAGGAATTTA
CCTCCCTCCAAGGAAGGGACATATAAAGTGCGTTTCAAACATCACAGGACTGATTATGACAGCAGAAGGAGGA
AACAGCAACAGAACCCCCACATTCTCCAGTAAGGTAGAAGACTATTGGAAAGTAGAATTAGCAAGGTATAAAG
TGGTGGAGATTCAGCCCTTGTCAGTGGCTCCTAGGCCAGGAAAAAGGCCTGAAATTAAGGCTAATCACACTAG
ATCAAGAAGGGATGTTGGCATAGGACTGTTGTTTCTTGGATTTCTCAGTGCAGCAGGAAGTACAATGGGCGCA
GCGTCACTAGCGCTGACGGCACAGGCCAGAGGGTTACTCTCTGGTATTGTACAGCAGCAACAAAACCTGCTGC
AGGCCATAGAGGCGCAACAACATCTGTTGCAGCTCTCTGTGTGGGGCATC 
>JN091691 
TTTTACTGCAATCTGACAAATTGGACTAGCCCAGATTACATTGGCAAGAATGGCAGCATTGTAGCACAATGTA
GACTTAGACAGATAGTTAATCATTGGGGTATAGTATCTAAAGGAATTTATCTTCCTCCAAGAAGAGGAACAAT
AAAATGTACATCAAACATTACGGGGTTAATCCTTACAGCAGAAGGCGGAAATGAAACTATAACACCTACATTC
TCCAGTAAAGTAGAAGATTATTGGAAAGTAGAATTGGCAAGATATAAAGTAGTGGAAATTCAGCCCTTGTCGG
TGGCTCCAAGGCCAGGGAAAAGGCCTGAGATTAAGGCTAATCATACTAGGTCAAAAAGAGATGTTGGCATAGG
GCTGTTATTTCTTGGATTTCTCAGTGCAGCAGGAAGTACAATGGGCGCAGCGTCAATAGCGCTGACGGCACAG
GCCAGAGGGTTACTCTCTGGTATTGTACAACAGCAACAAAACTTGCTGCAGGCCATAGCAGCGCAACAACATC
TGTTGCAGCTCTCTGTGTGGGGCATT 
>JN091690 
TTCTATTGCAACCTCACTAACTGGACAAATATAACGTGGCTAGAGACGTGGCTAAAGACTAACAATAGTTCCC
GTCCCCTTGTAGCACCATGTAAACTTAGGCAGATAGTAAACCATTGGGGTATAGTATCTAAAGGTATCTACCT
ACCTCCTAGAAGGGGAAATTTAACATGCAGATCTAACATTACAGGGTTCATTACGACATGGGATAATGACACG
GAGAACGTGCTTGTTACCTTTTCAGCCAAAGTAGAAGACTATTGGAAGGTAGAAATGTCACGATACAAAGTAG
TGGAAATTCAGCCCTTGGCCATAGCTCCTACTACAGGAAAAAGGCCGGAGATTAGAGCCAATCACACAAGGTC
AAAAAGAGATGTTGGCATAGGACTGTTGTTCCTGGGATTTCTCAGTGCAGCAGGAAGTACAATGGGCGCAGCG
TCAATAGCGCTGACGGCACAGGCCAGAGGATTGCTCTCTGGTATTGTACAGCAGCAGCACAACCTGCTGCAGG
CCATAGAAGCTCAACAGCACTTGTTACAGCTTTCTGTGTGGGGCATT 
>AF103818 
TTTTATTGTAATACAATTCCCCTATTTAACATGACCTACAACAATACCGACAACACCACTATCACACTTAAGT
GTAGAATAAGACAAATTGTAAATCAGTGGATGAGAGTAGGAAAAGGAATCTTTGCCCCACCAATCAAAGGTGT
GCTAAGTTGTAACTCAAATATAACGGGAATGATTCTTGACATAAGCATAAGCGCAGTCAATAACGATAGTAGG
AATATAACAGTGATGCCTACAGGAGGAGATATGACGGCTTTATGGAAAAATGAATTACATAAGTATAAGGTGG
TCAGCATAGAACCTATAGGAGTGGCACCAGGTAAGGCCAAAAGGCATACAGTGAAAAGAGAAAAAAGAGCAGC
CTTCGGACTAGGTGCACTGTTCCTGGGGTTTCTTGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTAGTG
CTGACGGTACAGGCCCGACAATTATTGTCAGGGATAGTGCAACAGCAGAATAATCTGCTAAGAGCAATAGAGG
CCCAACAGCATTTATTGCAACTATCAGTTTGGGGCATT 
>FJ424866 
TTCTACTGTAATACCACTAAAATGTTTAGCTACAATTGCACAACAGAGGGTTGCAATACCACTGAAACAAGCA
ATACCACTGAAACAACTAAATATATTCCCTGCCATCTAAAACAGGTAGTCAGGTCCTGGATGAGAGTAGGCTC
AGGCCTATTTGCTCCGCCTATTAGGGGAACTCTAAGATGTATATCTAACATTACAGGAATAATATTACAAAGG
GATGCACCCCTAAAAACTGATGAGAACAGCACCTTAAGACCAATAGGAGGTGACATGACAAACATTTGGAGGA
GTGAACTGTACCCCTACAAGGTGGTGAGGGTCAAGGCATTGACTGTGGCACCAACAAAAGCAAAGAGGCCTGT



TATTGGCCATAACAGGGAAAAACGTGCAGCAGGCCTGGGAATGCTGTTTCTTGGGTTCATGAGTGCAGCAGGA
AGCACGATGGGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGGCAAGTCTTGCATGGTATCGTGCAGCAGC
AAAACAACATGCTGAGAGCTATAGCAGCTCAGCAAGAATTGCTGAGACTCTCTGTTTGGGGCATA 
>KP004990 
TTTTATTGTAATACCTCTAAACTCTTCAACTATACCTATGTCTGTAATCAGACAGATCAAGGTAATGCTAATT
ATTCCTGTCATAGTACTAGTACATTAGAAAATGGAACCTTAGTAATACCCTGCAAATTAAGGCAGGTAGTTAA
TTCATGGATGAGAGTGGGATCAGGACTTTTTGCACCACCTGTCCCGGGAAGCCTAACGTGCCACTCCAATATC
ACAGGTCTAATCCTTCAAAGGGACTGGCCACTAAACAATAATACGACTACTATTTTGAGGCCTGAAGGAGGAG
ACATGAAAGACATCTGGAGAAGTGAGCTATATCCATATAAGGTAGTCCAAGTAAAAGCTTTGGCTGTGGCACC
TACAAAAATCTCCAGACCAACAATTATGGCACAGACTCATCAGAGGGAAAAAAGAGGAGCAGGCCTCGGAATG
CTATTCCTTGGGTTCATGAGTGCAGCAGGAAGCACGATGGGCGCAGCGGCAGTAACGCTGACGGTACAAGCCA
AGCAATTATTGCATGGTATAGTGCAACAGCAGAATAATCTGCTCAGAGCGATAGAGGCACAGCAAGAATTGCT
GAGGCTCTCTGTGTGGGGCATA 
>HQ615979 
TTCTATTGTAACACAACAGCCCTGTTTAATCATAGTATCACTGCAAATAGCACAGAGTCAGATAATGGCACTA
TAACTCATAATGGCACTATAACTCTCCCATGTAGAATAAAGCAAATTATAAAAATGTGGCAAAGAACAGGACA
AGCAATATATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGAATAACAGTACAGATAACAGCACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGA
AGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCTAGACAACTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTAAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGTATT 
>HQ834965 
TTCTATTGCAATACAACAGACCTGTTCAATAGCACTTGGGACAAAAATGGCACTGGCACAAGTACGGGGGCCA
GTGACAATATAACTCTGCCATGCAAAATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCTATCAAAGGAATTATAAAGTGTGAATCAAACATTACAGGACTACTGCTAACAAGAGATGGTGGA
ACTAATAGCAGCTATGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCTACCGGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATTGGACTGGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGCAGG
CTATAGAGGCCCAGCAGCATCTGCTGAAACTCACGGTCTGGGGTATT 
>KY658684 
TTCTACTGTAATACCTCAGAACTGTTTAGTAGTACTTGGAATGAAACTAATGGATCAAGTACTTGGAATGGTA
CTCAGAATGAAACTATCACACTTCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGCAAGTAGGAAGAGC
AATATATGCCCCTCCCATCAAAGGACCAATTGTATGTGTATCAAATATTACAGGGCTGATATTGACAAGAGAT
GGTAGTCAGAGCAACCAGACTGACCAGCCTGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCACTAAGGCAAGAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>DQ358808 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGTCGCGTAATAGTACTAATGGTACTTGGACGCTTA
ACAGTACTTATACTACAGAGAATATCACAATACTCCCATGCAGAATAAAACAATTATACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGCAGGAACAAGTCCGACGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCAATTCAGGCACAACAGAGCCTGTTGCAACTCACAGTCTGGGGCGTC 
>JN692461 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATTAAGAGTAATAATACTTGGAGCAGTAATTGGA
CTGATACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAGGGACCAATTAGCTGTTTATCAAACATTACAGGGCTGTTATTAACAAGAGAT
GGCGGTAACGAGACCACTAATAAAACTAATGAAACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>JN692471 



TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAACAATAGTGCTTGGATGCATAATGAAGGGTCAA
ATGAAACTGAAATCACAATCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAGGACATAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAACAGGAACGAGAGCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTA
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCTCCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATC 
>KT427743 
TTCTATTGTAATACAACAAAGCTGTTTAATTGGACTGAAGGATCAAATAACACTGGAGAAGACAATACAACAA
CTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCC
TCCCATTAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGAGGTAACAAT
AACAATAACTCAAAGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCAGCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCATTAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GAGCTATTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>KJ849820 
TTCTATTGTAACACATCACAGCTGTTTGATAGTACTTGGTTGAAAAATGGGACTGGTACTATAAATAATGCTA
GCAAAACTATCACACTCCCTTGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTGGGAAAAGCAATGTA
TGCTCCTCCCATCAAAGGACAAGTTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGAGGC
AGCAGTAGCACAAACAATACCAACGACACAGAGATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCTTCCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGATGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGTATA 
>KJ849785 
TTCTACTGTAATACATCAAAATTGTTTAATAGTACCTGGCCTAATAGTACTTTGGAAAATAGTACTGGGTCAA
ATAGTACTCAGAATGAGACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAGAGCAATATATGCCCCTCCCATCAGAGGACAAATTAAATGTACATCCAATATTACAGGGTTGATATTAACA
AGAGATGGGGGTAATAGTAATGAGAGCACAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCGTT 
>EU023921 
TTCTACTGTAATTCAACAGAGCTGTTTAATAGTACTTGGAATCAGAATGATACTAGAAATAACACTGGACAAA
ATGACACGATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGT
AATGATGGTGGTAATTACACAAACAAGACAGAGACCTTCAGACCTGGAGGTGGAAATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGATCCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAG
GGTGGTGCAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>EU131798 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAAAACTAGTATTGGGTATAATATTACAGGAA
ATAGCATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGT
AAGAATGAGAACAACACCACCGAGACCTCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGAGCAACTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>EU131810 
TTCTACCGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAGTAGTACTTGGAATGATACTACAGGAA
ATGACAATATCACACTCTCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAAAATTACAGGGTTACTATTAACAAGAGATGGTGGT
AATAATGAGAGCGAGAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>JF932488 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGTCTAATAATGGTACTACGAATGGTACTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATACTAATGATACTAACAATAGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KR914678 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGAATAAGGATAGTTGGAATAATGAAGCTTGGAATG
AAACTGAAGCAAGTGATACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCGCCCATTAGTGGACAGATTAGATGTGTATCAAATATTACAGGGTTGCTGTTAACA
AGAGATGGTGGTAATAGTAACAATGAGTCCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAACGTCAATAACGTTGACGGTACAGGCCAGACGATTGTTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCACA 
>JF683781 
TTTTATTGTAATACAACACAATTGTTTAATAGTACTTGGCCAAATGATACAACTATTGAACAAAATATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCGATGTATGCCCCTCCCATCAG
TGGACAAATTAGATGTTTATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGCATGAGAGCAGG
GACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCGGT
GACGCTGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTG
ACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>JF683807 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGAACAAGACTGATGATACTTGGAATTCAACACAAC
AATCGGGTGGGAATAAAACTATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGG
AAAGGCAATATATGCCCCTCCCATCAAAGGAATCATTAAATGCACATCAAATATTACAGGGTTACTATTAACA
AGAGATGGTGGTAATAATAATGAAAGTGACACCACCGAAACCTTCAGACCTGGAGGGGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATA 
>KY324591 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATTCTACTGATACTTGGAATGAAACAGAAGAGT
CAAATGACAATATCACCATCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAAAGGGTAGGACAGGCAAT
GTATGCCCCTCCCATCAGTGGACTAATTAGGTGTTCATCAAACATCACAGGGATACTATTAACAAGAGATGGT
GGTAGTGGTAATAAAAACAACAGTACTGAGGAAAAGAAAAGCAACAGTACTGAGGAAAAGGAAATCTTCAGGC
CTCAAGGAGGAGACATGAGGGATAACTGGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGTTCGGAGCCTTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCA
ACTCACAGTCTGGGGTATT 
>AF041127 
TTCTATTGTAATACAACAGGACTGTTTAATAGTACTTGGAATGCTAATAGTACTGGGAATGATATTAAAGAAC
ATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCTAGCAGAGGAAAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAAT
AACACAAATGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATCGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTAACGATGGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>KC699023 
TTCTACTGTGATACAACACAGTTGTTTAATAGTACTTGGCAATCTAATAGTACTTGGAATAATGCTACAGGCA
ATGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAATGTA



TGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGATAATATTAACAAGAGATGGTGGG
GGTAATGATACTAATAAGGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAGTTGAGCCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
GGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>HQ595775 
TTCTACTGTAACACAGCACAGCTGTTTAATAGTAGCTGGCCTCATAATAGGACAGATAATAGTACAGAGTCAA
GTAATAGTAATAAAACAATCATCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCAATCAGTGGACCAATTAGATGTACATCAAATATTACAGGGCTGATATTGACAAGA
GATGGTGGTAATAGTAGTGATATTAAGAATGATACCGAGACCTTCAGGCCTCAAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACTCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAAGCTAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAATC 
>HQ595795 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGTTGGCCTGCTAATAGTAGTTGGTCTGTTCAGAATAACA
CAAATGAAACTATCACACTCCCGTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAACTGTTTATCAAATATTACAGGGTTGATATTAACAAGAGATGGT
GGTACAAACTCAACTAGCACCACCGAGACCTTCAGACCTGCAGGGGGAAATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCACAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATC
TGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>MK303347 
TTCTACTGTAACACAACACGACTGTTTAATAGCACTGATTGGAATAGTACTAATAATAATAATGAGTCAAATA
TTATCACAATCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGCGGAAACGAG
ACCAACAACACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTAGGAACAGCAGGAAGCGCTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACATCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>AB588331 
TTCTACTGTAATACAACAAAGCTGTTCAATAGTGCTTGGTTTAATGGTACTAGGGATAATACTGATAACTTAA
ATAACGCTGATACAGAAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAATATTACAGGGATAATATTAACAAGA
GATGGTGGTGATAACAACAAGTCCGAAACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGATTAGCACCCACCAAGGCAAAGAGAATAGTGGT
GCAAAGAGAAAAAAGAGCAGTAACATTCGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGGACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGTC 
>HQ386159 
TTCTACTGTGACACAACACAACTGTTTAATAGTACTTGGCCTGTTAATAGTACTGGGAATGGTACTGTGTCAA
ATAACACTGAAGAAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAATAGGAAGAGC
AATGTATGCCCCTCCCATCCAAGGATACATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATGATAATGAGAGCAAACCCGAGACATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCGGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGTC 
>EU744114 
TTCTACTGTGATTCAACACAATTGTTTAATAGTACTTGGATAGCTAATAGGACTTGGGAGAATGATAATAGCA
CTGGAGGAAATATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCAACAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGAGATGCTGGGGACAACGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 



>KP411822 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGCACTGAAGGGTTAAATGACACTGAAGAAA
ATGACACACTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCACAGGACGAATTAGATGTACATCAAACATTACAGGGCTGCTCTTAACAAGAGATGGTGGT
ACCGACCAGAGTGATGCTAAGGTCTTCATACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAGCCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGC
AGGCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGTATC 
>KP411825 
TTCTACTGGAACACAACATCCCTATTTGATAGTACTTGGAATACGAATGCTACTTGGGATAGGAATTGGAATG
ATACCAGTGGAGAAAATGACATCATCACCCTCCCATGTAGAATAAAGCAAATTATATACATGGGGCAGGAAGT
AGGAAAAGCTATGTATGCCCCTCCCATTACTGGACTAATTAGCTGCTCATCCAACATTACCGGGTTGTTATTA
ATAGGATGTGGTGGTGAAAGCTACAATGATGAGATCTTCACACCTGGAGGAGGAAATATGAAAGATTACTGGA
GAAGTGAATTATATAAATATGATGTACAAGAAATTGAACCATTATTAGTAGCACCCACCAAGGCAAAGAGGAT
AGTGGTGCATAGAGAAAAAAGAGCATTTAGATTCGGATCTATGTTCCTTGGGTTCTTGGAAGCGCCAGGAAGC
ACTATGGGCGCAGCGTCAATAACACTGACGGTACAGGCCATACTATTATTGTCTGGTATACTGCACCAGCATA
GCAATCTGCTGAAAGCTATTGAGGCTCATCAGCTTCTGTTGCTTGTCACAGTCAGTCTTATT 
>MF373201 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGGATGGAAATATTACTGAAGGGAACATTACAG
CAAATATCACACTCCCATGCAGAAGAAGACAAATAGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAATTGTGCATCAGATATTACTGGGTTGCTATTAACAAGAGATGGTGGTTCT
GAGTCCAACCACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTGAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>JX448103 
TTTTACTGTAATACAACACCACTGTTTAATAGTACTTGGGACAATAATACATGGGACAATAATACATGGGACA
CAACACAGTCCAATGCGACTGTCACTGACTCAATTATACTTCAATGCAGAATAAAACAGGTTATAAACCTGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAATATTACAGGG
TTGCTATTAACAAGAGATGGGGGCAATGACAATAGCACAAATGGGAACGAGACCTTCAGACCGGGAGGAGGAA
ACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAGTAGCACC
CACCAAGGCAAGGAGGAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTG
GTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTG
GGGTATC 
>AF277059 
TCCTACTGTAATACAACAAAGCTGTTTAATGGTACTTGGAATGATAATAGTACTTGGAATGATACTGGGGAGT
CAAATAACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTGCATCAAATATCACAGGGCTGCTGTTAACAAGAGGTGGT
GGCAGTAATAATAGCAACAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACGGCATCTGTTGCAACTCACGGTCTGGGGCGTC 
>FJ496078 
TTCTACTGTAATACAACAAAACTATTCAATAGTACTTGGAATAGTACTAGGAATGATACTGAAAGGAATAGTA
ATGAAACTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGGGAT
GGTGGTAATACTAACAGGAGCGGGAGCAACGGGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCGTTGTTCATTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGATGGCTATTGATGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>FJ469758 
TTCTACTGTAATACAACACAACTATTTAAGAGTACTTGGCAGGTTAATGATACTTGGCAGGGAGAGTCAAATG
ACTCTAAAGGGAATGACACAATCATACTCCCATGCAAAATAAACAAATATAAACATGTGGTTGGAAGTAGGAA
AAGCATGTATGCCCCTCCCACATTAACAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGACATGGTGGTAATAGTAGTGATGATGATGTGAACAAAACCGAGATATTCAGACCTGGAGGAGGAGATA



TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGCCTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAAACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
TATC 
>KX156454 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAAGTTTAATACTACTTCTAATGGTACTTGGAATT
TTAATGGTACTTGGAATGGTACAGGACCAGGAAACGACACCATCAGGCTCCCATGCAGAATAAAACAAATTAT
AAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACACATTAAATGTTCATCAAAT
ATTACAGGGCTGCTATTGATAAGAGATGGTGGTAATAATGGGAATAACGAGACCGAGACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCCTTAGGAGT
AGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCTGCATTTGGACTAGGAGCTTTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAAT
TACTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACT
CACAGTCTGGGGTATT 
>HQ217850 
TTCTACTGTAACTCAACACCACTGTTTAATAGCACTTGGAATAGGACTTGGAATGAAGAATCAAATAACACTG
ATAAAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGCGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAATGGACTAATTAGATGCTCATCAAATATTACGGGGCTGCTATTAACAAGAGATGGGGGT
AATAAACTAAACGAGTCCGAGATCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGAAAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGCAAATTGAACCAATAGGACTAGCACCCACAAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCGCT
ATGGGCGCAGCGGCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>JF689889 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGGATAATAGTACTTGGGATGATAATGGAAGGTCAA
ATAACACTGGAAACGACTCAATCGTACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTCATAACACCACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGGGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTACTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAGTC 
>JX864021 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAGTCAAAATGGCACTAGGAGTGGTCCTGAAAGGA
TAAATGACACTGACATCATCACACTCCAATGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAACACAAATGTGAGCAATGAGACCGAGACCTTCAGACCAGGAGGAGGAAATATGAGAGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTGTGCTCCTTGGGTTCTTGGCAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGAATC 
>JF320467 
TTCTACTGTGACTCAACAAAACTGTTTACTTGGAATAGTACTTGGAATAGTACTGAAAGATCAAATAACACTG
CAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTACTACTAACAAGAGATGGTGGT
AATGATGGTAACCAAACGAGAGGGAATGAGACAAAGACAGAAATCTTCAGACCTATAGGAGGAAATATGAAAG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAAGCCAGATCATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCACC 
>GU330994 
TTCTACTGTAATACATCACAACTGTTTAGGGATACTTGGAATAATACTTGGAATGGTATTTGGAATAATGATA
CTGAAGTAAATGAAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGAGAGTAACAAGACCATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCGTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCGTC 



>KC312386 
TTCTACTGTAACTCAACACAACTGTTTAATAGCACTTGGAATGCTACTAAAGAGCTTAATGACACTGGGAGTA
GTACTGAAGGGTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTACATGTGTATCAAATATTACAGGACTGCTATTAACAAGA
GATGGTGGTAATGATACCAATACTAACAATGACACCGAGATCTTCAGACCTGCAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>JQ403062 
TTCTACTGTGATTTAGCACAACTGTTCAAGAGTAGTTGGAATGGTACTGAACAGATAAATGGCACTGACAAAA
ATATCACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGCAGAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAAATGTGCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAT
AATAGTAGTAATGAGACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAGATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGCTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGAGTT 
>JQ403063 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATGAAAGTATCCCACTCAATTCTTCCGATGATA
ATATCCCAAATTCTTCCAATGATAATATCATACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTATTA
TTAACAAGAGATGGTGGTGATAGTAATAAAAGTGAGGAGGTGTTTAGACCTGGGGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTTTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>JF680915 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAAAATAATGGTACAAATGGTAATGAAGGATCAA
ATAGTGACAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACCAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACATTACCAATAACACTGAAACCTTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTAAGAATTGAGCCCTTAGGTATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGC
GCAGCGTCGCTAACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCGTC 
>MK145772 
TTCTACTGTAATTCAACACGACTGTTTAATAGTACTTGGTCTAATAGTACTTGGCCTAATAATGGTACTTGGA
ATGATACAGGAGCAGAGATTATCACACTCCCATGTAAAATAAGACAAATTGTAAACAAGTGGCAAGAAATAGG
AAAAGCAATATATGCCCCTCCCATCAGCGGACTGATTAGATGTTCATCAAATATTACAGGGATACTCTTAACA
AGAGATGGTGGTATTAATGGGAATAATACTACTGAGATCTTCAGACCTCAAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAACTTGAACCATTAGGAATAGCACCCACCAGGGCACAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTCTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTGTC 
>KM354962 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCAACACACCTATTTAATAGTAGTTGGAATA
TGACTAAAGAATTAAATATCACTAATGAGCCACTCACACTCCCATGCAGAATAAGGCAAATCATCAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAAATGCTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAGTGGTAATAGCACAGAGAACACAACGGAGATCTTCAGACCTGGAGGAG
GAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCCTTAGGAGTAGC
ACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGATGCTGACGGTACAGGCCAGACAACTATTGT
CTGGTATAGTGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGTATC 
>KT124809 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGACTAATGGTACTCGAAATGATACTGAAGAGATCC
ATGCTAAAGAGAGCAATCAAACTGTTAATATTACCCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCA
AAAAGTAGGAAGAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGCGTATCAAATATTACAGGGTTG
CTATTAACAAGAGATGGTGGTACTGAGAACGAGACCGAAACCTTTAGACCTGCAGGAGGAAATATGAAGGACA



ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGTGTC 
>KU641402 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGCAACACACATGATTAATGGTACTTGGAATG
ATACTGAGGGAAATATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCCAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAAGACTAACGAGAGCAACACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAACGTCGATGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCGTC 
>KC473832 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCACACAAATGGTACTTGGCAGGGTATTGAAGGGT
CAAATAACACTGAAGACCTTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATAAGAGGAAATATTATTTGTTCATCAAAAATTACAGGGCTGTTATTAACA
AGAGATGGGGGTGAGAAAAATCAGAGCAGCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGAACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGAGTGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>MG197055 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAAAAAGGGCAAGAATGATACTTGGAGTAGGAATA
AAACTGATGAGACAAATAGCACTGAGATCATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAA
GGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGAAACATTAGATGTACATCAAATATTACAGGACTAATG
CTAGTAAGAGATGGTGGTAGTGATACACAGGGCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGCGGTGCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGGCGATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGTATATGCTGCAACTCACAGTCTGGGGTATT 
>KY778345 
TTCTACTGTAATACAACACAACTATTTAATAGTAGTTGGAATGGTACTGAGAATAGTATTAACGGATCAAGTA
GCAATGGAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCGAATATTACAGGACTGATATTAACAAGAGATGGT
GGAGCCGGGGGCAAGGGCAATGACAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGGTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGTATC 
>KR182306 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACGTGGACTAGGAATGGTACTGACAAATGGTCAAGTAACA
ATACAGGAAATGAAACAATTATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGATACATTAATTGTACATCAAATATTACAGGGATGCTATTAACAAGA
GATGGTGGTAATAACAATGAAACCAATGGGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGAAG
AAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGTATC 
>KR182345 
TTCTACTGTGATACAGCATCACTGTTTAATAGTACTTGGAATAGTACTTGGAATATTGGAAATGATACTGAAG
GGTCAGATGGCACTGAAAGAAATATCAAACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCTATCAAAGGACTAATTAGATGTACATCAAATATTACAGGGTTAATATTA
ACAAGAGATGGTGGTAAAAACAACAATGACACCGAAATCTTTAGACCTGGAGGGGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCTCCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGCTCTTGTCAGCAGCCGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAACCAGACAATTATTGGCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATC 
>AY247224 



TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGGAAAATGATACTAGAG
GGTCAGATAGCGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGGAATAATAGGAACGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGAATC 
>AY835774 
TTCTACTGTGATTCATCACGATTGTTTAACAGTACTTGGAATGGTACTTGGGAGACAGGGTGGAATGATACTG
AAAAGGCAGATGAGACAAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAATTATAATAAAACCGGGAATATAACCGGGAATAAGACCGAGATCGAAGTCTTCAGACCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGG
AGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCTATG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGAC
TATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGTATC 
>EU289185 
TTCTATTGCAACTCAACACCACTGTTTAATAGTACTTGGAATGATACAAAAGGGTCAAATAACACAGTAGGAA
ATGACACAATCATACTTCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAATGTA
TGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ATTGTGGACAATAACGATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>EF593311 
TTCTACTGTGATTCAACACCACTATTTAATAGTACTTGGGAGAATAGTACTTGGGATAATAGTACTTGGAATA
CTGAAGGAAATGACACAATCACCCTCACATGTAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGTTAAGAATAATGAAACCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGCGAATTATATAAATATAAGGTAGTAAAAATTGAACCACTAGGGTTAGCCCCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTCGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGTATC 
>KT808396 
TTTTACTGTAATACAACATCACTATTTAGTAGTACTTGGGATAATAATACAATATCACTATTTAATAGTACTG
GGAATAGTAATGAAGGATTAAATGACACAATCACCCTCACATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAATAATAGCTCTGATAATAGCTCTGGGGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGCTCTTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTG
GGGCGTC 
>KP754464 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGCCCAATAACAGTACTTGGCCCAATAACACTGAAG
TCACAAATACCACTGAAAATGGCACTATCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAAGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAATGGACCGATTAAATGTAGATCAAATATTACAGGGTTAATA
TTAACAAGAGATGGTGGTATAAACAACACCACCGAGACTAACACCACCGAGACTTTTAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGCTGGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTG
GTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTG
GGGTATC 
>GU728348 
TTCTATTGTGATACAACACAACTGTTTAATAGTACTTGGGAGAATGATAATGCTACTGCGGGGGCAACAGGAA
ATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAGGGACAAATTAGATGCTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT



CATAACAGGACCGGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTAT
ATAAATACAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGTTGGGCATAGGAGCTGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>GU728283 
TTCTACTGTAATTCATCACAACTGTTTAGTAGTTCTTGGAATGGTAATAGTACTAGAAATAGTACTGGGTCAA
AAGACAAAGACATTATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAAT
ATATGCCCCTCCCATAAAAGGACCAATTAGCTGTTTATCAAATATTACAGGGCTGTTATTAACAAGAGATGGG
GGCTTAGGAAACAACAGTTCAGAAAATAAGACTGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTC 
>KY658703 
TTCTACTGTAATTCAACACCACTGTTTAATGGTACTTGGAATAATACTAACAATGGAGAAAATAATGATACAA
TCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAAAGAACAGGCAAAGCAATGTATGCCCCTCC
CATTAGAGGACCAATTAACTGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTAATACCAGT
GAGAGCAACACTGAGATCTTCAGACCTCTAGGAGGAGATATCAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAATAAAAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGAGTC 
>KT452596 
TTCTATTGTAATACAACACCATTGTTTAATGATACTTGGACTAGGAATGGTACTGATGGTACTTGGATTTCAA
ATAGTAATAGGACTGGAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAACATATGCCCCTCCCATCAGAGGGCCAATTACGTGTGTATCAAACATTACAGGTCTGATGTTAACA
AGAGATGGTGGTAATAATCAGACAAATAATACCGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTCCAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTCACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGG
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCATCAGC
AGAATAACCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCGTC 
>KR861317 
TTCTATTGCAATACATCAGACCTGTTTAATACATCAAAACTGGTTAATGAGACTCATAAACGTAATGATACCA
TCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACATGTACATCAAATATCACCGGACTACTATTAGAATACGATGGAAGAAAGGATAAA
AACAAAACAGAGACATTCAGACCTGGGGGAGGAGATATGAGGGATAACTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAAAGAGGAAAAAG
AGCAGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>KR861333 
TTCTATTGCAATACATCAGGCCTGTTTAATGATACAAATGATGGTACAACAAACATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCCCCCCCCATTGCAGGAAACATAAA
ATGTGAATCAAACATCACAGGATTACTATTGACACGTGATGGAGGAAACAATAGTAGTGAGAAAATTGAGAGA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTA
AGCCATTAGGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATT
TGTTGCAACTCACGGTCTGGGGTATT 
>KR861283 
TTCTATTGCAATACATCAGGATTGTTTAATGGAACATACAATGGAACTAATATTACAGGAGACAGCAACATCA
CACTAGACAGCAACATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAATCATACAATGTAACTCAAATATCACAGGACTATTGTTAACACGTGAT
GGAGGAGGAGGCGATAATTCAACTGAAATATTCAGGCCTACAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAATTCAACCATTGGGAATAGCACCCACTACAGCAAGGAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAGTGGGAGCCTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGTGCAACAACATATGTTGCAACTCACAGTCTGGGGTATT 
>KC898980 



TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGCCTAATGGTACAG
AAAGTAATTCAAACTCAACCATCACAATACCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTA
CGTGATGGAGGAAGCGAGCCAAATATTACAAATAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGC
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCGT
T 
>KU319550 
TTTCATTGCAGTACTACAGGACTGTTTACTGATACATATGGTACAAGTACATGCGGCACTAACAGTACAGGAA
ATACTTCAGGAATTCACACCATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGG
GCTAGCAATGTATGCCCCTTCCCTTGCAGGAAACATAATATGTAAATCAAATTTCACAGGACTAGTCTTGACA
TGTGATGGAGGAGAGGGGAATAACGTGACTAACTTGACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCTACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCGTT 
>FJ977093 
TTCTATTGCAATACATCACAATTGTTTAATACATCACATTGGTTTAATAATACAACAAATCAGACTGAACCCA
TCACACTCCAATGCAGAATAAAACAGATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTAAAGGAAACATAACATGCAGATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAACAATGCA
AGTGCAAGTGAGGAGACATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGAAATTAACCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCAATAGGGGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCGGCGTCGCTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KU921827 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTAGTTGGAAACAGGAACATAATAATAACAGTTGGAATAGAA
TTGACAACAGGACAGAATCAAATGACACTATAATTCTCCCATGCAAGATAAAACAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCTCCTCCCATTCAAGGAAACATAACATGCAAATCAAATATCACAGGATTA
TTACTAACACGTGATGGGGGACCAGACTCAAATGGCACAGAAATATTCAGGCCTGTAGGAGGAAACATGAAGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAACCATTAGGACTAGCACCCACTAGGGC
AAAAAGGCGAGTGGTGGACAGAGAAAAAATGGTGGACAGAAGAAAAAGAGCAGTGGGACTAGGAGCTATGTTC
CTTGGGATCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTAT
TATTGGCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACT
CACTGTCTGGGGCGTT 
>KC894080 
TTCTATTGCAATACATCAAACCTGTTTAATACTACTAATAGTACAGAAAGTACTTCAAATTCAACCTTTATCA
CGCTCCAGTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTCTTGACCCGTGATGGAATACCAAATGCAACA
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGACTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAAACAAAAAAGAGCAGT
GGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATCACGCTG
ACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>HM070584 
CTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATAATTATACAGAAGACAATTCAACAGGCCCAG
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCGATGTATGCCCC
TCCCATTGCAGGAGAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAAATACT
AGAGGAAATACTACGGGAGGAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAAACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>HM204597 
TTCTATTGCAATACATCAGGCCTGTTTAATAAGACATACTATAGTAATGGTACATACAATAATATTAGTACAG
ACAATAGTACTGATTCTAACATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGCAGGTAGG
AAGAGCAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTAACA
CGTGATGGAGGACCTGAAAATAATGACACAAATAGAAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGG



ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATTGCTCCCACTGAGGC
GAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCTGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KC187073 
TTCTATTGCGATTCATCAGCACTGTTTAATGGCCAGTATAATGGTACAAATGTCCAGTATAATAGTACAGAAA
ATATAACACTTCAATGCAGAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTAACACGGGATGGAGGAGAAAGT
AATGATTCAAAAATTGCAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KP109526 
TTCTATTGCAATACATCAGGACTGTTCAATGGCACATACAATAATACAAATAGTACAGAGGGTATAAATAAAA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCC
GCCCATTGCAGGAAACATAATATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAGTACAT
GACAATGAGAATGAGACGGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTGGAGCCATTGGGAGTGGCACCCACTAAGGCAAAAAGAAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGGACAATCTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>HM639114 
TTCTATTGCAACACATCAAGCCTGTTTAATGGTACATACAATAGTACAGGAATGCCTAATAATACAGGAGGTG
CAAATATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGCGATGGAGGAAAT
AGTACAGAGACAAAAAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KC894130 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTAGATACAATAGTACAAGAAGTACTTCAAATTCAACCATCA
CACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAGCATGTAGATCAAATATAACAGGACTATTATTGACACGTGATGGAGGTAATGGAGGAGAC
AATACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KU341728 
TTCTATTGTAATACCTCAGGCCTGTTTAATAGGACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGC
AATATATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAACATCACAGGACTACTATTGGTACGTGAT
GGAGGAATAAAGGAAAATGATACAGAGAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCATTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCC
GGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGATGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>MF373134 
TTCTACTGTAATACAACAGGCCTGTTTAATAATAATAGGATAAATTCAACCATCACACTCCCATGCAGAATAA
AGCAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATATATGCCCCTCCCGTTGAAGGACTCATAACATG
TAGATCAAATATCACAGGAATACTACTAACACGTGATGGAGGCAATACTACTGCAACAAACGAGACATTCCGG
CCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAGATCAAGCCAT
TAGGAATAGCACCCACTGGGGCAAGGAGGAGAGTGGTGAAGAGAGAAAAAAGAGCAGCAACACTAGGAGTTAT
GTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTTGGGTATAGTGCAACAGCAAAATAATTTGGTGAGGGCTATAGAGGCGCAACAGCATTTATTGC
AACTCACAGTTTGGGGAATT 
>MF373135 



TTCTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAACAGTACTAACAGTACAAATTCAAGTT
CAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGC
CCCTCCCATTGAAGGAAACATAACATGTATATCAAACATCACAGGAATACTATTGACGCGTGATGGAGGAAAC
AATAACACAGAGACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTGGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KP411830 
TTCTATTGCAATACATCAAGACTGTTTAATACGACATCATTGTTATGTACTATGTGTACTGCAGGGTCTAATA
GTACTAATAGTACTTCAGATGAACCCATCATCCTCCCATGCAGAATAAAACAAATAGTAAACATGTGGCAGAG
GGTAGGACGAGCAATGTATGCCAATCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTA
CTGACACGTGATGGAGGCAATACTAATAACACAACTGAAATATTCAGACCAGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTGATAGAGATTAAGCCATTAGGAATAGCACCCTCAAAGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCTGGA
AGCACTATGGGCGCAGCGTCTTTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGGATT 
>MF373176 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAACAGTAACTCAAGCTCAA
ACATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAATTCAATTATCACAGGACTACTATTGGAACGTGATGGAGGGGAAACA
AACAGTAGTACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAACTGGAGAAGTGAATTATATAGAT
ATAAAGTGGTAGAAATTAAGCCCTTGGGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGTGCAGCAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>AY253307 
TTCTATTGCAATACATCAGAATTGTTTAAGTTTAATGGGACATACATAGGTAATACTACAGACAATGAGACAA
TCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCGATGTATGCCCCTCC
AATTAAAGGAAATATAACATGTAAATCAAAGATCACAGGAATACTAATGACACGTGATGGTGGTATGAATGGG
ACAAAGGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATCAAACCATTAGGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGTGTT 
>AY253317 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACATACATGCTTAATCACACTGACACAGAAAGTAATTCAA
CATCAGACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGACACATAATATGTAACTCAAGTATCACAGGACTACTATTGCTACGTGATGGAGGC
AGTGGCAAGGGCATAAATAATGAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACCGAGGCAAAAAGAATAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGACTGGTATAGTGCGACAGCAAAGCA
ATTTGCTAAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGTATT 
>AY253320 
TTCTATTGTAATACAACAGACCTATTTAATAGAACTATTACTGATGGAAACTACAAATACTTACTGATGAAAA
TTCAAATATCACACTCCAATGTAGAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATATA
TGCCCCTCCAATTGAAGGAGAAATAATATGTACATCAAACATCACAGGACTGCTATTGACACGTGATGGAGGA
ACTGGAGAAAATAGCAGTACAAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>KX907357 
TTCTATTGCAACACATCAGGCCTGTTTAATAGTACATACAACGATACATACATGCCTAATGATACAACAAGTA
CAAACAATACAAAAATCACACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAGTATCACAGGACTAATATTAGTACGTGAT
GGAGGTTCTGAAACAAATGAAACATTCAGACCTGAAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGCACAGGCCAGAAAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGGATT 
>AY838566 
TTCTATTGCAACACATCAAACCTGTTTTATAATGATACATACCAGTCTAATAACGGCAGCATCACACTCCCCT
GCAAAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAAA
CATAACATGTAAATCAAGTATCACAGGAATACTATTGACACGGGATGGAGGGGCAGAAAACAACACAGAGAAG
CCAGAGATATTCAGGCCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTGGGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGAATT 
>JX845611 
TTCTATTGCAATACAACAAAACTGTTTAATAAAACACTGTTCAATGAGACAAGTGAGAACAACATCACACTCT
CATGCAGAATAAAACAGATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATAACCCTCCCATTGAAGG
AAGCATAACATGTAACTCAACTATAACAGGACTACTCTTGTTCCGTGATGGAGGAGGCAAGAATAACACTGAG
ATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCCGGAAGCACTATGGGCGCGGCGTCGATAACGCTGACGGCA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGTATT 
>AY529666 
TTCTATTGCAATACATCAGGCCTATTTAATGGTACATTTAATGGTACATACATGTCTAATGGTACAGAGAATA
ATTCAAACATCACACTCCAATGTAGAATAAAACAAATTATAAAAATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTCAAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGACACGTGATGGAGGA
ACAGAAAACGGAACAGAGAGAAATAATGAGACATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGT
GGTGGAAAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAACAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCGTT 
>DQ447270 
TTTTATTGCAATACAACAAAACTGTTTAATAATAGTAATTATAATAATAGTATGGTTATACTCCCATGTAGAA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACCTAAC
ATGTAAATCAAATATCACAGGACTGCTGTTGACACGTGATGGAGGAAAGGAAAAAAATGGGACAGAGATATTC
AGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAAC
CATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGTATT 
>DQ275653 
TTCTATTGCAATACATCAAGTCTGTTTAATGAAAGTAAAACAAACAGAAGTGAGTCAAATCCAAATGACACAA
TCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGCCAGGGCGAGCGATGTATGCCCCTCC
CATTGCAGGAAAAATAACATGTAACTCAAATATCACAGGACTGTTATTGACACGTGATGGAGGGAATGACACA
CAGGGAAGCGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTACATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>DQ396384 
TTCTATTGCAATACCACAAAGTTGTTTAATAGTACATACAATGGAACAGAAAGCAACAATGAAACTATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
CGGTAACATAACATGTAGCTCAAATATCACAGGACTACTCCTGACACGTGATGGAGGAAATGGAACTGACACT
AATGGGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTGGGGATAGCACCCACTGACGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 
>DQ275661 
TTCTATTGCACTACAACAGACCTGTTTAATACAACAAAAATATTTAATGATACAGGTAATCAAACAATCACAC
TCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAGAGGTAGGACGAGCAATGTATAACCCTCCCATTGA
AGGAATCATAGCATGTAATTCAACTATAACAGGATTACTCTTGCTACGTGATGGAGGAATCACTGATAATACT



AATGGCACAAAGGACAAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
GGAAAAAAGAGCAGTGGGCATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGCGCG
GCGTCGGTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>AY901976 
TTCTATTGCAATACAACAAATCTGTTCACAAATAATACAACAGATAATAACAGTAGTATCATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CTTAACATGTAACTCAAGTATCACAGGACTACTACTGACACGTGATGGAGGAAACAAAAACGGAACAAATAAC
ACAGAGATATTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCTCCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGCTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCTAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATTTGTTGCAACTCACGGTCTGGGGAATT 
>AY878071 
TTCTATTGTAATACAACAAAACTGTTTACAAATCTGACTAGTAACAATGAAACAAATCTGACTAGTAAAAATG
AATCAGACATCGAACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTGACACGGGATGGAGGA
AATACCAACAAAAGTAATAATACAGAAACTTTTAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAACTAAGCCATTGGGAATAGCACCCACTGGATCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>DQ093587 
TTCTATTGCAATACAACAAAACTGTTCAATGACAGTGCTTTAAGTGCTTTCAACAAAACCTCTAATGAAACCA
TCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGGAACATAACATGTAACTCAAGTATCACAGGACTATTATTGCTACGTGATGGAGGAAAAGAAAAT
AATGAGACCAATAACACAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACGATGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATGGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCACT 
>DQ382380 
TTCTATTGCAATACATCAAAACTGTTTCATGGAACATACAATGGTACATACAATTCTAGTGGAGAGGATAATT
CAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTAATATTGACACGTGATGGAGGAAAT
GACAATGGCACAAATGACACTACCACAAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTCAAGCCATTGGGAGTAGCACCCACCAAGGCAAA
AAGGAAAGTGGTGGAGAGAGAAAGAGTAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCATTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCGT
T 
>GQ999972 
TTCTATTGCAATACATCAAAACTGTTTAATGAGAGCATGTTAAATAGTACAGACAATAGTACAAAAGAGGATG
TAAACATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAATATGTACCTCAAATATCACAGGGCTACTACTGACACGTGATGGAGGGCCA
GAGAATGGCACAGATACAGTCAGACCTGTAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGGAGGGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAGTT 
>HQ615945 
TTCTATTGCAATACATCACTACTATTTAATAGCAATGATACAGAAAGTAACAATGATACAGTAAGTAGTAATT
CAACCAGTAATTCAACCATCACACTTCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTAGCACGT
GATGGTGGAAACTCAAATGACTCAAATAAAGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTGGGAATAGCACCCACTAAAGCACAAAGGAG
AGTGGTGAAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGTAGCCGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 



>KC156116 
TTCTATTGCAATACAACAAAACTGTTTAATGATACAGAAAAATATAACAGTACAAACATCATACTCCCATGTA
GAATAAGACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTAAAGGAAACAT
AACATGTGAATCAAATATTACAGGACTACTGTTGACACGTGATGGAGGGAATAAAAGCAACCAAACTAACCAA
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
AGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AACAGCACCTGTTGCAACTCACAGTCTGGGGTATT 
>HM204618 
TTCTATTGCAATACATCACAACTGTTTAATAGCGCTGAAAATGAAACAGATATTATAAATTCAAACATCACAC
TGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAATATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGCAACATCAGCGACAGC
AACCAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCCCCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAGAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATA 
>HQ615961 
TTCTATTGCAATACAACATTTCTGTTTAATAACAGTGCTTCAAACACAACTATCACTCTCCCATGCAAAATAA
AACAGATAATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTCAAGGAAACATAACATG
TGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGAAGATAACAACAAAACAGAGACATTCAGACCT
GGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAGGCCATTGG
GAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAAAAAAGAAGAAAAAAGAGCAGTGGGATTAGGAGC
TGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGAGTT 
>HM623611 
TTCTATTGCAATACATCAAAACTATTTAATAATGAGACAGAGAGGAATTCAACCACCATCACCCTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGATGTATGCCCCTCCTGTTGCAGGAAACAT
AACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAACAACAAATGAGAGCACACAAGAA
ATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGCTAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAAGCGCAACAGCATC
TGTTGCAGCTTACGGTCTGGGGTATT 
>KF725900 
TTCTATTGCGATACATCACAACTGTTTAATGGAACATACGTGAATAACACAAGCAATAATTCTGACATCACCA
CACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAGCTCAAATATCACAGGAATTTTATTAGTACGGGATGGAGGCGAAGAT
GAAGATAGTAATGACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAACTAT
ACAAATATAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATGACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGAATT 
>JX213387 
TTCTATTGTGATACATCAAAACTATTTAACATGTATAATGGTACATATAATGATACAGAAAGAGGGTCAAACT
TAACCATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAAGACAAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTCTTGACAAGGGATGGAGGTAAG
GAAGATCCAAACAATACAGATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGGAAAAAGAGCAGTGGGACTGGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATCACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGTATT 
>KF986058 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAATGATAATAGAATTACAGGGGGTAATGACAGTA
CAATCACACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGAGAGTGGGAAAAGCAATGTATGCCCC
TCCCATTGCAGGAGTAATCAGTTGTACATCAAATATTACAGGACTATTGTTGACAAGGGATGGTGGTGTAGAT
AATCAGAGGAATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAGAGA



GAAAAGAGCAATAGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCGTT 
>KF986041 
TTCTACTGCAATACATCAGGATTGTTCAATATATCAGGAGGAAATGAGACTATAACCCTTCCATGCAGAATAA
AACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGGCTAATCAAATG
TTCATCAAATATTACAGGCTTATTGTTGACAAGAGATGGTGGCGCAAACAATACTAGTCAAAGTGAGACCTTC
AGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAAC
CACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTAGAAAGAGAAAAAAGAGCAATAGGACTGGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCC
AGACAAGTGTTGTCAGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACAGTCTGGGGTATT 
>JX236670 
TTCTACTGTAATACATCAAAATTGTTTAATAGTGAATGGGGGAATAATAATACATTAGATAGAACAGGGGAAA
ATGGGAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGAATAATCCAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGG
GGTGTAAATAATAATAGTCAGAATGAGACCTTTAGACCGGGAGGAGGAGATATGAGAGATAATTGGAGGAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAACCAATAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGAATGGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>EU852966 
TTCTACTGCAATACATCAGGACTGTTTACATCAAATATTACAGGGGTAAATGAGACAATCAAACTCCCATGTC
GAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCTCCTCCCATTGCGGGAGTAAT
CAAGTGTACATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAGATACTCAAAATGAGACCTTC
AGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAAC
CACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGC
TATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCC
AGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACAGTCTGGGGCGTT 
>AF484505 
TTCTACTGCAATACATCAGGACTGTTTAATAATAGTGTATGGATAGATGGTAAATTAAATAGTACAGGGGTAA
ATGACAGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGCGTAGGAAGAGCAAT
GTATGCTCCTCCCATTGCAGGACCGATCAACTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGT
GGTAATGATACTAGACTGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAC
TATACAAATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACCCACCAAAGCAAAGAGAAGAGTGGTAGA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCAGTGACGCTGTCAGTACAGGCCAAACAGTTAATGTCTGGTATAGTGCAACAGCAATACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAAT 
>AF484516 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGACTAATAGTACAGGGGTAAATAACAACAGTACAA
TCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCCTCC
CATTGCAGGACAAATCAACTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGCGGTGCAAATAAT
AATGGTACAAATGAGACCGTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAGAATTGAACCACTAGGTATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
ATGGCGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>AF484481 
TTCTACTGCAACACATCAGGACTGTTTAATAGTACATGGGGAAAAGATACAAATAGTACAAGGGTAGAGAATA
ATAGTACAATCACACTCCGATGCAACATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAAAGGAGTAATCAGCTGTTCATCGAATATTACAGGACTATTGTTGACAAGAGATGGTGGA
GTAAAGAATAATAGTGAGGAGACCGTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATCGAGCCACTAGGTCTAGCTCCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>AY795903 
TTCTATTGCAATACATCAGAACTGTTTAATCAAAGTGCATGGGGAAATACAAGTGAGATCACACTCCAATGTA
GAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGACTAAT



CAGGTGTTCATCAAACATTACAGGGCTATTATTGACAAGAGATGGGGGCAATGAAAATAATGAGACCTTCAGG
CCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAC
TAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGA
CAGTTATTGTCTGGTATAGTGCAGCAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGC
AACTCACAGTCTGGGGCGTT 
>MG365767 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAAACCAATGACACTATCATTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCGTTCCCATTGAAGGAAACATTACCTG
TAGATCAAATATTACAGGTCTACTCTTAACAAGAGATGGTGGTCAGAACAATGATACTAAAGGAAATGAGACC
TTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTAAATTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGGGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGAAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGGATAGTGCAACAGCAGAACAACTTGCTGAGGGCTATTGAAGCGCAACAGCACA
TGTTGCAGCTCACAGTCTGGGGTATT 
>KU749395 
TTCTACTGCAACACATCAGGACTGTTTAATGACACAGTGTCTAATGACACAGTATTCAATGATGAAACTATCA
CTCTCCCATGTAGAATAAAACAAATTGTAAACCTGTGGCAAGAAGTGGGGCGAGCAATGTATGCCGCTCCCAT
TGCAGGAAACATTACTTGTAACTCAAATATTACAGGTCTACTATTAACAAGAGATGGTGGTAGTGATACTAGT
AACAATGAGACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAGATTCAGCCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACAATCTGCTGAAGGCTA
TTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGTATT 
>HQ236559 
TTCTACTGTAATACAACAACACTGTTTGATGAAACAAAATGGAATGACGACACCATCGTTCTCCCATGTAGAA
TAAAGCAAATTGTAAACATGTGGCAAGCAGTAGGAAGAGCAATGTATGCCGCTCCTATTACAGGCAACATTAC
CTGTAACTCAAATATTACAGGCCTATTATTGACAAGAAATGGGAAAAATGACACTGAAACCTTTAGCCCTGAA
GGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTCAGCCACTAGGAG
TAGCACCTTCCAGGGCAAGGAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGTTGGGAGCCATGTTCCT
TGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGACCAGACAATTA
TTGTCTGGGATAGTGCAGCAGCAGAGCAATCTGCTGAGGGCCATTGAAGCACAACAGCATATGTTGCAGCTCA
CAGTCTGGGGCGTT 
>AF190127 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACCTGGACCAATAGCAGCTATACCAATGACACCTATAACA
GCAACAGCACAGAAGATATCACAGGAAATATCACACTACAATGCAAAATAAAACAAATTGTGAACATGTGGCA
GAGAGTAGGACAAGCAATGTATGCCCCTCCCATCAGAGGAAACATCACATGTATATCAAATATTACAGGACTA
ATATTGACATTTGACCGGAATAATACAAATAATGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCAACCGAGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCTATAACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTATT 
>AF190128 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTAGTTGGACTGGGGACAATATTAATATGCCAAATGACACAG
GAAAAAATATTACACTGCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCTCCTCCCATTAAAGGAAGCATTACATGTGTATCAAATATTACAGGATTAATCCTGACTTATGACGAAGAT
AAGGGAAATAATGATAATGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCTGTGGGAATGGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTAA
GAGCTATACAGGCGCAACAGCACATGTTGCAGCTCACGGTCTGGGGTGTT 
>KY392777 
TTCTATTGCGATACAACAGACTTGTTTAATAGCACCTGGATCAATAGCAGCTATAGCACTAACTACAATAATA
GCAACTACAATATCACACTGACATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAAAGGACAGATTACATGTGTATCAAATATTACAGGACTAATTTTGACAAGAGACGGT
GGTAATGGGTCCAATGTTAGTGATACCTTCAGACCAGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCACTAGGAGTAGCACCAACTAAGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCTGTGGGAATAGGAGCTTTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCTGTAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGAGCTATACAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 



>KY392778 
TTCTATTGTAATACATCAAGGCTATTTAATAGTACTTGGCTATCCAATAGTACTTGGAACTCGACTGACATGC
CAAGTAACACATCAAATATAACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAAAACTTCAATGTGTATCAAATATTACAGGCTTAATATTGACAGTA
GATAATGCTAACATGTCTGCAGCTAACTTTACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGA
GTGAACTATATAAGTATAAAGTAGTAAAAATTGAACCATTGGGAATTGCACCAACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCTGTGGGAATGGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAGAGCTATACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 
>KU168279 
TTCTATTGCAATACATCAAAATTATTTAATAGTACCTGGGACGCCAACAAAACCTCTAGCACAAACAATACAA
TGATCACACTGCCATGCAGAATAAAACAAATTATAAAGATGTGGCAGAGAGTAGGACAGGCAATGTATGCCCC
TCCCATCAGCGGAGATATTACATGTATATCAAATATTACAGGATTAATATTGACAAATGATGAGGGTAATATG
TCTGCAGAGAATTTTACTTTCAGACCTGTAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAGATTGAACCACTGGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCTGTGGGAATGGGAGCCTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTA
TACAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGTGTT 
>MH327752 
TTCTATTGCAATACAACACAATTATTTAATTGCACAAACAATAATACAAACAATAATGACACCGAAGTGTGTA
ATGACCCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCGTCAGGGGAATAATTAATTGTGTATCAAACATTACAGGAATACTGTTGACAAGGAATGGTGGG
AATAATAGCACGAACGAGAGCGAGACCTTCAAACCTGAAGGAGGAAATATAAAAGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGGATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>MF373147 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATTAATGAAACCATAAGTGGAAGTGAAGGTACCG
TCACCATCCCATGTCCGAGAAGGCTAAATAAAAATATGAGGATGGGGCAAGGACTAGGACTGGAAGCGCATGC
CCCTCCCGTAACTATAAATTTTGTCTGTGAATTTAACGTTACACGAATACCAATGACTAGAGATAGTGGTATT
AATAATACTAATACTACCTACACACCCGCACGAGGAAGAAGAAAGGACAATGACAGATGTAAAATGGATATAT
ATAAATATAAACTAGTTGAACCTGTACGACTAGGAATAACATCCGCAAAGACAAAAATGATAGAGATAGAGAG
AAAAGAAATAGCACTGGGAGTTATAACTATTATCTTCGTGTTCTTGGCAGCAACCAGTATGACTACGGCCTCG
GCGTCGCTGACGCTGACGGCACAGACTTACCAGTCAGTGACAGGAGTATACTTGCAAATCAATATGCTGATGC
CTATAGATGAGCAGCAGCATCTAGCTCTGCTGCTACTCATAGTCTGGTGT 
>EU743757 
TTTTATTGCAATACATCAAAACTGTTTAATACTACTGTCCTAAAAAATGGAACTATGAGTGGTAATATCACAA
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAAGGGACTAAGAAT
AATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KU230430 
TTCTATTGCAATACATCAAGATTGTTTAATGGTACAGGAAATGGAACCATGGAGGGGCCTAATGGCACTAATG
GCACTGTCATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAGGCAATGTATGC
TCCTCCCATCAGGGGAATAATTAATTGTGTATCAAATATTACAGGGATATTATTAACAAGAGATGGTGGTAAG
AATACTACGAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAACTTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGGAGAGTGGTGGACAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>AF015916 
TTCTATTGCAACACAACACGACTGTTTAATAATACTTGCGTAGAGAATGGAACCAGGGAGGGGTGTAATGGCA
ATATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAAAATATGCTCC
TCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCAAAT
AATGCAGCGAGTAACAACGGGACCGAGACCTTCAGACCTGGAGGAGGGAATATAAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT



GGAGAGAGAAAAAAGAGCCGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGGGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCACAGCAGCATCTGTTGCAACTAACAGTCTGGGGGATT 
>EU513182 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACTTGGAATAATAGTAGCATTTGGGATAATAGCACTGGGG
ACTATAACAGCACTAAGGACAACGAGACAATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCA
GAAAGTAGGACAAGCAATGTATGCCCCTCCCATCAAAGGAATAATAAGGTGTGATTCAAACATTACAGGACTA
CTATTAACAAGGGATGGAGGGATTAATAATAGTACGAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTACAAATTGAACCAATAGGTTTGGCACCCACCCATGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTCTTTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACGGTCTGGGGCGTT 
>AF119819 
TTCTACTGCAATACATCAGACCTGTTTAATAGGACATACATGGTTAATAAAAACGAAACAAATAGTACAAACA
CGACAGATGAAAAAATTATCAGGCTTCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTGGGACA
AGCAATATACGCCCCCCCATTGCAGGGATCATTAACTGCAACTCAAGTTATTACAGGAATAATATTGACAAGA
GATGGTGGTAATAGAAGTGATACTGGCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAGTAGCACCCACTAGGGCAAGGAGACG
GGTGGTGCAGAGAGAAAAACGAGCAGTGGGAATAGGAGCTGTGTTCCCTGGCTTGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTTTGGCATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACGGTCTGGGGCGTT 
>AF193253 
TTCTACTGCGATACATCAAAATTGTTTAATGCCACAGTGTTTAATGATACAGTGTTTAATGCCACAATGTTTA
ATAATGACAGTGACAAGAATATCATTCTCCCATGTAAAATAAAACAAATAGTAAGAATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCCGCTCCCATTGCAGGAAACATTGCCTGTAACTCAACTATTACAGGGATACTATTGGCA
AGAGATGGTGGAAATGGTAATGATAGCTCCAACGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAGATTCAACCACTAGGAATAGCACCCACCAGGGC
AAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAATGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGCAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGC
AACAGCAAAACAATTTGCTGCAGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGTATT 
>JF346906 
TTCTATTGTAATACATCACGCCTGTTTAATAGTACATACATGACTAATGGCACATACATGTTTAATGGTACAC
AAAATAATTCAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGATACGTGAT
GGAGGAAATACAACTGAGTCAAATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGACGCAAGAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>JF346914 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACAAGAAAGTTTAATAGTACAGGAAGTAATTCAAGCTCAA
TCATCACAATCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAATTCA
AGTGGAACAGAAGAGACATTCAGACCTCAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAATAGTGGAGAGAGAAAA
AAGAGCAGCGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGAAAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 
>HQ326146 
TTCTATTGTAATACTTCAGGACTGTTTAATGGTACATACAGGTCTAATGATACAAAAGGTAATTCAAGCTCAA
TCATCACGATTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGCGACA
AGTGCGGGAACAGAGACATTCAGACCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTGGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCC
ATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCACT 
>AF408627 
TTCTACTGCAATACATCAAGACTGTTTAATGACACAATACCCAATGGCACTATTATTCTCCCATGTCGAATAA
AACAAATTGTAAACCTGTGGCAAGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG



TAGCTCAAACATTACAGGTCTACTATTGACAAGAGATGGTGGTCATACTCCTAATCAGACTGAGAATAGTACT
GAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGAAACAGT
GGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCG
CTGACGGTACAAACCAGACAATTATTGTCTGGGATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCGTT 
>DQ354120 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAGTGCTTGGAATTATACTACAGAAA
ATGACACTATCAGGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGACTAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATACGAACACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATT 
>JF804807 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACAGGGAATGACACTGGGACTAATACTACTGGTA
ATATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCACAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGTAACTAT
ACCAAGGACAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAGATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACATTAGGAGTTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGAGCGTC 
>KX907411 
TTCTACTGTAATACATCAAACCTGTTTAATAATACATGGAATAGTAGCAGTTGGACAGGGGAAAATAACTCAA
CAATCACAATACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGCTCC
TCCCATCGAAGGAGAAATTAAATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGAGATGGTGGT
AACAATAATAGTTCTCAGGAGACCTTCAGACCTGGAGGAGGAAATATGCAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCGTT 
>JN417240 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCATTTGGAATAGCAGCACATGGGAGTCAAATAGCACAGAGT
TAAATAGCACAGAGTTAAATGACAATATAACTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAAGATTATATGTAGATCAAATATTACAGGACTATTA
TTAACAAGAGATGGTGGTGCAAATAATACTAATCAGAATGAGACTCTCAGACCTGGGGGAGGAGATATGAGAG
ACAATTGGAGAAATGAATTATACAAATATAAAGTAGTAAGACTTGAGCCACTAGGTATAGCACCCACCAGGGC
AAGAAGAAGAGTGGTGGCAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACAATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGCTATTGTCTGGTATAGTGC
AGCAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTT 
>KC898991 
TTCTATTGTAATACATCAAGGCTGTTTAATGGTACATTTAATGGTACATTCATACCTAATGGTAACATGACTA
ATGAAACAATCACAATTCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGAAGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGATTACTATTGGTACGTGATGGAGGA
ATAAATCAGAGTTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTATTTGGAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTATCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KC898994 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACCTACAATGATACAGAAAATAATTCAACTAATAATTCAA
ACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTATATGATGGAGGA
AGAACAGAGCGAAATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCACAACAGCATCTGTTGCAACTCACGGTCTGGGGTATT 



>MH986013 
TTCTATTGTAATACATCAAAACTGTTTGATAGTACTTGGGCTCGGAATACCAGTACTGGGAATAATGCCACTT
GGAATAAGACTGGGGATAGCACTAATGATACTCATATCATACTCCCATGCAGAATAAAACAAATTATAAATAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAGCTGTTTATCAAATATTACA
GGGCTTCTATTAATAAGGGATGGTGGTGAAAACAGGACCAATAATGAGACAGAGACCTTCAGACCTGGAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGTGGGAACACTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCCTTGACGCTGACGGTACAGGCCAGGCAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCAC
AGTCTGGGGTATC 
>MN055644 
TTCTATTGTAATACATCAGGCATGTTTAACGGCACAGACAAGTTTAATGATTCAAGCATTACAATCCCATGCA
GAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGACGGACAAATGATACTGAAGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAATAGCACCCACTGAAGCAAAAAGAAGAGTGGTGCTGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAG
GCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGTATT 
>KF716464 
TTCTATTGCAATACATCAGAACTATTTAATAGTATTTGGAATAGCACTTGGAATAACACTCAGGACAACAGCA
CAAGTCCAAATATAACTCTCCAATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGCAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTCCAGGAATAATAAGGTGTGTATCAAACATTACAGGACTACTATTAACAAGAGACGGT
GGGACTAATATGACAAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGGGTGGTGCAGAG
AGAAAAAAGGGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGTTCAACAGCATATGTTGAAACTCACAGTCTGGGGCGTT 
>JX447830 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTCAAATGATACTAGTGCTAGGACTGGTACTA
TCACGCTCCCTTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAAAATTAATTGTCTATCAAATATTACAGGAATACTGTTGACAAGAGATGGTGGTAATAGTACA
AGTAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
GGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATCG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGTATC 
>AY082968 
TTCTATTGCAATACAACACAAATGTTTAATAATACTTGCATAGGAAATGAAACCAAGGAGGGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGAT
ACAACAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAGT 
>KU310618 
TTCTATTGCAATACATCACAGCTATTTAATAGTACTTGGAATAGCAATAACACGTCAGATGGCACATCAAATA
TTACACTTACACTGAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCCGGGAAGTCTTACATGTGTATCAAATATTACAGGTTTAATATTGACAATTGACAAGGTTAAC
AGGTCTGAGGCTAACGGAAGTCTTACCTTCAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGC
TATATAAATATAAAGTAGTAAAAATTGAACCACTGGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCTGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAAGCTATACAGGCGCAACAGCATATGTTGCAGCTTACAGTCTGGGGTATT 
>KX398187 
TTTTATTGTGACACATCTGGGATGTTTAATTATACCTTTAATTGTACAGGAACCAGCTGCGATAACAAAACTA
GTACTGAGAATAGTACCACAATATTTTGCAAGATAAAACAGGTGGTAAGATCATGGATGAGGGGAGCGTCAGG
ACTCTATGCCCCTCCCATTCGAGGTCAACTAAAATGTATGTCAAATATAACTGGGATGATTCTACAAATGGAT
AAGCCATGGAACAATACTGACGAGAATGCTACATTTAGACCAGGAGGGGGAAATATGGAAGATATATGGAGAA



CACAATTGTTCAATTATAAAGTAGTAAGGGTAAAACCTTTTAGTGTAGCACCTACAAAAATTGCAAGGCCAGT
CATAGGCACTGGTACTCATAGAGGAAAGAGAGCAGTAGGGTTGGGAATGCTATTCTTAGGGGTTCTAAGTGCA
GCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTTTGATGAAGGGTATAGTGC
AACAGCAGGACAACCTGCTAAGAGCAATACAGGCTCAGCAGCAACTGCTGAAGCTATCTGTATGGGGTATC 
>AJ239083 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTCATGTAAAGGAACTAACTGTACCCAAGTTGGTT
CCCAAAATGAATATAATAATCATACAACCAAGATACCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATAAG
GGGAGGGTCGGGACTCTATGCACCTCCCAGGCAAGGTCCCCTAAAATGTAGCTCAAACATAACTGGAATGATT
CTACAATTGGATAAGCCATGGAACAGAAGTGGGCACAACAATGACACCACATTTAGACCAATAGGAGGAGAAA
TGAAAGATATATGGAGAACTGAATTGTTCAAATACAAAGTAGTAAAGGTAAAACCTTTTAGTGTGGCACCTAC
AAAAATTGCAAGGCCAGTCATAGGCACGGGCACTCAAAGAGAAAAGAGAGCAGTAGGATTGGGAATGCTATTC
TTAGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACAGACCCACACTT
TGATGAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCT
ATCTGTATGGGGTATC 
>KX907367 
TTCTATTGTAATACATCAGGCCTGTTCAACAGCACTTGGAATAATAATGACTCTGCCAGCACAAGTCGCACGG
AGTCAAATGACACTATAACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATACTATTGACACGCGAT
GGGGGGTCAGATAACAACAGTAACACAGAAATATTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAA
GTGAATTGTACAAATATAAAGTAGTAGAAATTAAACCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGAAGCTGTGTTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGAATT 
>KX907387 
TTCTACTGCAACACAACAGGACTGTTTAATGACAGTAAGTGGCAACACAATAATAGTGAATGGGAAGAAACAA
GTAAAAGGATGAATAGTCCAGAGGCAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCA
GGGGGTAGGACGAGCAATGTATGCTCCTCCCATTAGGGGAGTAATCAAATGTACATCAAATATTACAGGGCTA
TTGTTGACAAGGGATGGTGGTTTAAATACTAGCAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCTACCAAGGC
AAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAACA
GCAGGAAGCACGATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCGTT 
>KP109492 
TTCTATTGTAATACATCAGACCTGTTTAATAGCAAGTGGGAAAATGGCAGCATGTGGGAAAATGACACCGAAA
TACGGGAAAATAGTACAGAGGTGGTAAATATAACTCTTCAATGTAAAATAAAGCAAATTATAAATATGTGGCA
AAGAGTAGGACAAGCAGTATATGCCCCTCCCATCCCAGGAAAAATAAAGTGTGATTCAAACATTACAGGGCTA
ATATTAACAAGAGATGGTGGGAAAGTTAACAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTCTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGC
AGCAGCAAAGTAATTTGCTGAAGGCTATTGAGGCTCAACAACACCTGTTGAAACTCACAGTCTGGGGTATT 
>KF716485 
TTCTATTGTAACACATCAAACCTGTTTAAGGGTATTTGGAATGGCAAGTGGAATGGCACAAATAGCACTGAGT
CATACATAAATATCACATGTAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAGCAATGTATGC
CCCACCCATTAAAGGAATAGTCAATTGTATATCAAATATTACAGGGTTATTGTTGACACGCGATGGTGGTGTA
AATAGTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGACTTGAACCACTAGGTCTAGCACCCACCAGGGCGAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTT 
>GQ365649 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAATGGTACATATAATAGTGCTGCAACAGAAACTT
CAAACATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGAGGAGCAATGTATGC
CCCTCCCATTGCAGGACTAATAACATGTAGATCAAATATCACAGGAATATTACTGACACGGGATGGAGGCGTG
GATGACACAGAGAATGGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATCAAACCATTAGGAGTAGCACCTACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>MN659380 



TTCTATTGCAATACATCAGTCCTGTTTAATAGTACATACATGTCTAATGGTACCTGGAAAAATGGTACATGGG
AAGGTTCGAACATCACAATCATCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACGGGACTATTAATAGTACGTGAT
GGAGGATCAGAGTCAAATAGCACAAATGATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAGAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGTATT 
>AB485665 
TTCTATTGCAACACAACAGAATTGTTTGATAGTACTTGGAATGGCACCAGTGGCAACTATACGACAAATGCCA
CAACAAATGAAACTGATACTATTATACTACCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGG
GCAAGCAATATATGCCCCTCCCATCAGAGGAAATATTACATGTGTATCAAATGTTACAGGACTAATATTGACA
GTTGACCATGCTGCAGAGAATGATAGTGTTACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCCCGGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATACAAGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCGTC 
>MH705148 
TTTTATTGTGACACATCTGGGATGTTTAATTATACCTTTTCATGTAACGGGAGCAATTGTATTAATACCCAAA
ATAACAGCAGCAGAAATGACACTACTATGTTTTGTAAATTGAGACAGGTAGTAAGGTCATGGATGGGGGGAGA
GTCAGGACTCTATGCACCTCCCATCCGAGGTCACCTACAATGCAGCTCAAACATAACTGGAATGATTCTAGAA
CTGGATAATCCATGGAACAGCAGCCACAGCAACAACACATTTAGACCAACAGGGGGAAATATGAAAGATATAT
GGAGAACTGAATTGTTCAAATACAAAGTAGTAAGGGTAAAACCTTTTGGTGTGGCACCTACACATATTGCAAG
ACCAGTCATAGGCACGGGCACTCGTAGAGAGAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGTTTCTA
AGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAGTAACGCTGACGGTACAGACCCACACTGTGATAAAGGGTA
TAGTGCAACAGCAGAACAACCTGCTAAGAGCAATACAGGCCCAGCAGGAATTGCTGAGGCTATCTGTATGGGG
TATC 
>MH705150 
TTCTATTGTGACACAACTAAGATGTTTAATTATACCTTCCGATGTAACGGAAACACCTGTGATGATGGCAATG
ATAACCAAAGTAACAATAAAACTCAGATACCTTGCAGGCTGAAACAGGTGGTAAGGTCATGGATACAGGGAGG
ATCGGGAATCTATGCACCTCCCATCAAAGGTAATCTAACATGTGCATCACGCATAACTGGAATGATTCTACAA
TTAGATGTGCCATGGGGAAACAAGAGCAGCAATGGACACAATAGCAGCACTGCAATATTTAGACCAGTAGGGG
GAGATATGAAAGACATATGGAGAACTGAATTGTTCAACTACAAAGTAGTAAGGATAAAGCCTTTTAGTGTGGC
ACCCACATATATTACAAGGCCAGTCGTAGGCACTAGCACTCATAGAGGAAAAAGAGCAGTAGGATTAGGAATG
CTATTCTTGGGGGTTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCC
AAGCTTTGATGAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCT
GAGGCTATCTGTATGGGGTATC 
>L20571 
TTTTATTGTAACACATCTGGGATGTTTAACTATACTTTTATCAACTGTACAAAGTCCGGATGCCAGGAGATCA
AAGGGAGCAATGAGACCAATAAAAATGGTACTATACCTTGCAAGTTAAGACAGCTAGTAAGATCATGGATGAA
GGGAGAGTCGAGAATCTATGCACCTCCCATCCCCGGCAACTTAACATGTCATTCCAACATAACTGGAATGATT
CTACAGTTAGATCAACCATGGAATTCCACAGGTGAAAATACACTTAGACCAGTAGGGGGAGATATGAAAGATA
TATGGAGAACTAAATTGTACAACTACAAAGTAGTACAGATAAAACCTTTTAGTGTAGCACCTACAAAAATGTC
AAGACCAATAATAAACATTCACACCCCTCACAGGGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGG
GTGCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCACAGTGTACTGA
AGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACACTTGCTGAGGTTATCTGT
ATGGGGTATT 
>AB485666 
TTTTATTGTGACACATCTCGGCTGTTTAACTATACTTTTAAGTGTAATGGTTCCCAATGTAATGAGACCAATA
AAACTCAGACAAATAAAACTCAGGATACTATAATACCTTGCAAGATAAGACAGGTAGTAAGATCATGGATAAA
GGGAGAGTTAGGACTCTATGCACCTCCCATCCCAGGTGATCTAACATGTAAATCCAACATAACTGGGATGATT
TTACAACTAGATACACCCTACAACTCCTCATGTGACAATGTCACATTTAGACCAACAGGGGGAGATATGAGAG
ATATATGGAGAACTGAATTGTACAACTACAAAGTAATACAGGTAAAACCTTTTAGTGTAGCACCTACAAAAAT
TTCAAGACCAATAATAGGCCTTAACACCACCCACAGAGGAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTA
GGGGTTCTAAGCGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACGGACCCAAGGTGTAC
TAAAGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACATTTGCTGAGGTTATC
TGTATGGGGTATT 
>KU168293 
TTTTATTGTAACACAAGTCACATGTTTAATTATACATTCAATTGTACTAACTCCAACTGTAGTAATACTACTT
ATGATAACAGTACAAGAATATATTGCCAGTTGAGACAGGTAGTAAGGTCATGGATGAGGGGAGGGTCAGGGCT



CTATGCACCTCCTATCAAAGGTAATCTAACCTGCAGTTCAAACATAACTGGATTGATTCTACAAATGGATACA
CCATGGAATAAAACCAACCACACAGTCACATTTAGACCAACAGGAGGAGATATGAAGGATATATGGAAAACCC
AATTGTACAATTACAAAGTAGTAAGGGTAAAATCTTTTAGTGTAGCACCTACTAAGATTAGTAGACCAGTTGT
AGGCACTAACCATCAAAGAGAAAAAAGGGCAGTAGGATTGGGAATGCTATTCTTGGGGGTTCTAAGTGCAGCA
GGTAGCACTATGGGCGCAGCGGGAATAACGCTGTCGGTACGAACCCACTCATTAATAAGGGGGATAGTGCAAC
AGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACATCTGCTGAGGTTATCTGTATGGGGTATT 
>KU168281 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTGCATGTACAGGAATCAACTGTAATATTACTCAAG
ATAACAGTAGAAATAATGACACTTGGAGACTGCCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATAAGGGG
AGGGTCGGGACTCTATGCACCTCCCAGGCCAGGTAACCTAACATGCAGTTCACACATAACTGGAATGATTCTG
CAAGTGGATGAGCCATGGAACAAGACCAAAAACAACAGCAAAGCCATCTTTAGACCAATAGGGGGAAATATGG
AAGATATATGGAGAACTGAACTGTTCAAATACAAAGTAGTAAAGGTGAAACCTTTTAGTGTGGCACCTACAAA
AATTGCAAGGCCAATCATAGGCACTGGCAATCAAAGAGAGAAAAGAGCAGTAGGATTGGGAATGCTATTCTTG
GGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACAGACCCACACTTTGA
TGAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATC
TGTATGGGGTATC 
>KU168295 
TTTTATTGTAACACAGCGGAAATGTTTAATTATACCTTTAAGTGTAAGGGCGCCACCTGTAACTCCACCAGTT
TAGAAAACAATGGGACTAGCAATCTAACTTGTAAGATTAGACAGGTGGTAAGGTCCTGGATGAAGCAAGGGTC
GGGACTCTATGCACCCCCCATCAGAGGTAACCTAGCATGCATGTCAAACATAACTGGAATAATTCTACAATTA
GATACACCATGGAACAACAGTAAAGAAAATACAACAGCCACATTTAGACCAACGGGGGGAGATATGACAGATA
TATGGAGAACTCAATTGTTCAACTACAAAGTAGTAAGGGTAAAACCTTTTAGTGTGGCACCTACAAAAATTGC
AAGGCCAGTCATAGGCACTGGCAATCTTAGACAGAAGAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTT
CTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACGGCGCTAGCGGTACAGACCCACACTTTGATGAAGG
GTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACCTGCTGAGGCTATCTGTATG
GGGTATT 
>AY169813 
TTTTATTGTGACACAAGTAAGATGTTTAATTATACCTTTAATTGTAACAAGACCAAATGTAATAATAGTAAAA
ATAGTACCCATAATAACACTATGACAACAATACCTTGCAGAATAAAACAGGTAGTAAGGTCATGGATAAGGGG
AGAGTCGGGACTCTATGCACCCCCCATTAAAGGTAATTTAACCTGCATATCAAACATAACTGGAATGATTCTA
TTAAGGGACGAGCCAGGGAATAACAGCAGACACACCCTTAGGCCAGTAGGGGGAGATATGAAAGATATATGGA
GAACTGAATTAGTCAATTACAAAGTAGTAAAAATAAAACCTTTTAGTGTAGCACCTACAAAAATTACAAGGCC
AGTCATAAGCACCCATAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTAGGGGTTCTAAGTGCAGCA
GGTAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGACCCAAACTTTGTTGAAGGGTATAGTGCAAC
AGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAACAGTTGCTGAGGTTATCTGTATGGGGTATC 
>AY169809 
TTTTATTGTAACACAACGGGGTTGTTTAATTATACCTTTCTGTGTGAAAACTCCATCTGTAACTTCACCCATA
ACAATACTTCAGAGGAGCGCAATCTAACTTGTAGAATTAGACAGGTGGTAAGGTCATGGATGAAGACAGGGTC
GGGACTCTATGCACCTCCCATCGAAGGTAACCTAACATGTAGGTCAAACATAACTGGAATGATTCTAGAAATG
GATAAACCATGGAACAAAAGTACAAACAATGAAACAGCCATATTTAGACCAATAGGGGGAGATATGAAAGAAA
TATGGAGAACTGAATTGTTCAACTACAAAGTAGTAAGGGTAAAACCTTTTAGTGTGGCACCTACAAAAATTGC
AAGGCCAGTCATAGGCACTGGCACTCCTAGACAGAAGAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTT
CTAAGTGCAGCAGGAAGCACTATGGGCGCAACGGCAACAACGCTGGCGGTACAGACCCACACTTTAATGAAGG
GTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCATTTGCTGAGGCTATCTGTATG
GGGTATT 
>AY169802 
TTTTATTGTAACACATCGGGGATGTTTAATTATACCTTTACATGTAACAAAACCAACTGCACTAACAATAGGA
CTGATAATAGCACTAATGACACAATACCTTGCAAGTTGAGACAGGTAGTGAGGTCATGGATACAGGGGGGGTC
AGGACTCTATGCCCCTCCCATCAAAGGTACCCTAACATGTATGTCAAACATAACTGGGATGATTCTAGAAATG
GAACGGTCATGGAACGGGAGTGCTACAAAGGACATTAATGCTACATGGAACATTAATGCTACATTCAGACCAA
TAGGGGGAGATATGAAAGATATATGGAGAACTCAATTATTCAACTATAAGGTGGTAAGGGTGAAACCTTTTAG
TGTAGCACCTACAAAAATTGCAAGGCCAGTCATAGGCATGGGCACTGGTACTCATAGGGAAAAGAGAGCAGTA
GGATTGGGAATGCTATTCTTAGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCAGCAACAGCGCTGA
CGGTACAGACCCACACTTTGATAAAGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCAATACAGGCTCA
GCATCAACTGCTGAAGCTATCTGTATGGGGTATC 
>AY169816 
TTTTATTGTAACACATCTAATTTATTTAATTATACCTTTTCATGTAATGGAACCACCTGTAATGATAGCCAAA
GTACCACCAATGACACACAGATACCTTGCAAACTGAGACAGGTAGTAAGGTCATGGATAAAAGGACAGTCAGG
ATTCTATGCACCTCCCATCAAGGGTAACCTGACATGTACATCAAACATAACAGGAATGATTCTACAAATGGAT
GCACCATGGAACAGCACCAGAAACAACAGCGAAAACCAAACTGCAACATTTAGACCAACAGGGGGAGAAATGA



AAGATATATGGAGAACTGAGTTGTTCAACTACAAAGTAGTAAGAGTAAAACCTTTTAGTGTGGCACCCACATC
AATTGCAAGGCCAGTTGTAGGCACTAGCACTCATAGAGAAAAAAGAGCAATAGGATTAGGAATGCTATTCTTG
GGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTTTGA
TAAAGGGTATAGCGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATC
TGTATGGGGTATC 
>AY169807 
TTTTACTGTAACACATCTCAGATGTTTAATTATACCTTTACATGTGATGGAACCACCTGTAAGAACTTAGGAT
TCAATAGCACTAATAACACTCAGATACCTTGCAGGTTGAAGCAGGTAGTAAGGTCATGGATAAAAGGAGAATC
AGGACTCTATGCACCTCCCATCCAAGGTCAATTAACATGTAGATCAAACATAACTGGAATGATTCTACAAATG
GATCAGCCATGGAACGGGAGCCAGAGCAATAGCAATAGCACATTTAGACCGATAGGGGGAAATATGAAAGATA
TATGGAGAACTGAATTGTTTAGATACAAAGTAATAAGGATAAAACCTTTTAGTGTGGCACCTACAAGAATTAC
AAGGCCAGTCATAGGCTTTGGCCACCACAAGGAAAAAAGAGCAGTGGGCTTGGGAATGCTATTCTTGGGGGTT
CTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTTTGATAAAGG
GTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATG
GGGTATC 
>AY169804 
TTTTATTGTAACACATCTCAAATGTTTAACTATACTTGTAACTGTACAAGCTCAGAATGCAACTGTACAAGAC
CCGGATACAACGGAACCAATGGAAATGAGACTATACCTTGCAGGTTAAGACAGGTAGTAAGATCATGGATAAA
GGGAGAGTCGGGACTCTATGCACCTCCCATCCCTGGCAACCTAACATGTCAATCCAACATAACTGGAATGATT
CTGCAATTAGATGCACCATGGAATTCCACATGTACTAAAACATTTAGACCAGTAGGGGGAGATATGAAAGATA
TATGGAGAACTGAATTGTACAACTACAAGGTAGTGCAGATAAAACCTTTTAGTGTAGCACCTACAAAAGTTTC
AAGACCAATAATAAGCATTAACACCAATCACAGAAGAAAAAGAGCAGTAGGACTGGGAATGCTGTTCTTTGGG
GTACTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACGAACCCACAGTGTACTGA
GGGGTATAGTGCAACAGCAGGATAACCTGCTGAGAGCGATACAGGCCCAGCAACATTTGCTGAGGTTATCTGT
ATGGGGTATT 
>AY169812 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTTATGTAATGGGACCAACTGTAAAAACCAAAGTA
CCCATAGCAATAATGGCACGATACCTTGCAAGTTGAAACAGGTGGTAAGATCATGGATGAGGGGAGGGTCGGG
ACTCTATGCACCTCCCATCCCAGGTAACCTAACATGCATGTCACACATAACTGGAATGATTCTACAAATAGAT
GGGCCATGGAACAACAACACCACAAACAATACATTTAGACCAATAGGGGGAGATATGAAAGATATATGGAGAA
ATGAATTGTTCAACTACAAAGTAGTGAGGGTAAAACCTTTTAGTGTGGCACCTACATCAATTGCAAGGCCAGT
CATAGGCACTGGCACTCATAGAGAGAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTTCTAAGTGCA
GCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACTCTCTGATAAAGGGTATAGTGC
AACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGGAATTGCTGAGGCTATCTGTATGGGGTATC 
>MH705147 
TTCTATTGTAACACATCTGGGATGTTTAATTATACCTTTTCACGCAATAGGACCAACTGTAATATCCAAAGTA
ACAGTAGCAATAATGGCACGATACCTTGCAAGTTGAAACAGGTGGTAAGAGCATGGATGAGGGGAGGGTCGGG
ACTCTATGCACCTCCCATCAAAGGTAACCTAATATGCAGATCAAACATAACTGGAATGCTTCTAGAAATAGAT
GGGCCATGGAACAAAACAACCACAAACAAGAGCACATTTAGACCAACAGGGGGAGAGATGAAAGATATATGGA
GAACTGAATTGTTCAAATATAAAGCAGTGAGGGTAAAACCTTTTAGTGTGGCACCTACATCAATTGCAAGGCC
AGTCATAGGCACTGGCACTCATAGAGAGAAAAGAGCAGTAGGATTGGGAATGCTATTCTTAGGGGTTCTAAGT
GCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTGTGATAAAGGGTATAG
TGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAAGAATTGCTGAGGCTATCTGTATGGGGTAT
C 
>AY618998 
TTCTATTGTAACACATCTGGGATGTTTAATTATACTTTCTCATGTAAAGGAACCAACTGCACTACTAACCAAA
GTAGTAATGAAACTAGTATACCTTGCAGAATAAAACAGATAGTAAGGTCATGGATGAGGGGAGAGTCGGGACT
CTATGCACCTCCCATCAAAGGTAATCTAACATGTAGATCACGAATTACTGGAATGATTCTACAAATAGATATG
CCATGGAATAAAAGCGAAGCAAACGTTACATTTAGACCAGTAGGGGGAGATATGAAAGACATATGGAGAACTG
AATTGTTCAAATACAAAGTAGTGGAAATAAAACCTTTTAGTGTGGCACCTACAAAAATTGCAAGGCCAGTCAT
AGGCACTGACACTCATAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTTCTAAGTGCAGCA
GGTAGCACTATGGGCGCAACGGCAACAGCGTTGACGGTACAGACCCACACTTTGATAAAGGGTATAGTGCAAC
AGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGACTATCTGTATGGGGTATC 
>KF859742 
TTTTATTGTATCACAGATCAAATGTTTAACTATACCTTCCACTGTAACAAAACCAAATGTACTGATAACAGTA
GCTATATCGACCCAAATAATTATATACCTTGCAAACTGAAACAGGTGGTAAGGTCATGGATGCGGGGAGGGTC
GGGAATCTATGCACCTCCCATCAAAGGTAATCTAACATGTATATCAAACATAACTGGAATGATTCTACAATTA
GATAGCCCATGGAACAGAAGTGAAAATGCAAACGCAACATTTAGACCAGAAGGAGGAAATATGAAAGAGATAT
GGAGAGCTGAATTGTTCAACTACAAAGTAGTAAGGGTAAAACCTTTTAGTGTAGCACCCACACCTATTGCAAG
ACCAGTCATAGGCACTAGCACTCATAGAGAAAAAAGAGCAGTAGGATTAGGAATGCTGTTCTTGGGGGTTCTA



AGTGCAGCAGGAAGCACTATGGGCGCAGTGTCAACAACGCTGACGGTACGGACCCACACTTTGATAAAGGGTA
TAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCATTTGCTGAGGCTAACTGTATGGGG
TATC 
>KX228804 
TTTTATTGTAACACAAGTAATATGTTTAATTATAGCTTTGAATGTGACGGAACCACCTGTACCATACCTTGCA
GGTTAAAACAGGTGGTAAGGTCATGGATACAGGGAGGGTCGGGACTCTATGCACCTCCCATCAGAGGTAATCT
AACATGTACATCAAACATAACTGGAATGATTCTACAAATGGATATGCCATGGAACAACAGCGGTACAGGAAAC
AGGACTGCAACATTGAGACCAGGAGGGGGAGAGATGAAAGACATATGGAGAACTGAATTGATCAACTACAAAG
TAGTAAGGATAAAACCTTTTAGTGTGGCACCCACACCTATTGCAAGGCCAGTCATAGGCACTAGCACTCATAG
AGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCA
GCGGCTACAGCGCTGACGGTACGGACCCACACATTGATGAAGGGTATAGTGCAACAGCAGGACAACCTGCTAA
GAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTATC 
>KU168289 
TTTTATTGTAACACATCTCAATTGTTTAATTATACCTTGTCATGTAACAAAACCACCTGTAAATTTAACCAAA
GTAGCACTAATAACACTCGGATACCTTGCAGGCTGAAACAGGTGGTAAGATCATGGATGAGGGGAGGGTCAGG
AATCTATGCACCTCCCATCCCAGGTAATCTAACATGTACATCAAACATAACTGGAATGATTCTACAAAATGAT
GAACCATGGAACAGCAGCGTAGGACGCGCAATATTTAAACCTACAGGGGGAGATATGATGGATATATGGAGAA
CTGAATTGTACAACTACAAGGTAGTAAGGGTAAAACCTTTTAGTGTAGCACCCACACCTATTGCAAGGCCAGT
CATAGGCACTGGCACTCATAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTGGGGGTTCTAAGTGCA
GCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCGCACTTTGATGAAGGGTATAGTGC
AACAGCAGGACAACCTGCTGAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTATC 
>KU168286 
TTCTATTGTAACACATCTAATCTATTTAATTATACCTTTTCATGTGAAGGAACCAACTGTACATGTAACGGAA
CCAACTGTGGGACTAACAATAGCACAAATAGCACGATACCCTGTAGGTTGAGACAGGTGGTAAGGTCATGGAT
AAGGGGACAGTCGGGACTCTATGCAGCTCCCATCCGAGGTAACCTAACATGCATATCAAACATCACTGGAATA
ATTTTACAAATGGATTCGCCATGGAAACACAACAACACCAATGCCACATTTAGGCCAACAGGGGGAGATATGG
AAGATATATGGAGAACTGAATTGATCAAATACAAAGTAGTAAAGGTAAAACCTTTTAGTGTGGCACCTACAAA
AATTGCAAGGCCAGTCATAGGCACTGGCACTCACAGAGGAAAAAGGGCAGTAGGATTGGGAATGCTATTCTTG
GGGGTTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTTTGA
TAAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTCTC
TGTATGGGGTATC 
>KU168292 
TTTTATTGTAACACAACGGAGTTGTTTATTTATAACTTTAATTGTAGCAACTCCACATGCAACATCTCAGATG
CCTATAGGAAAATTAATAGTGGTAGTGATGGATTGCATAATATAACTTGTAGAATTAAACAGGTGGTAAGGTC
ATGGATGAAGACAGGGTCGGGACTCTATGCACCTCCCATCAGAGGTCACTTAAAATGTGAGTCAAACATAACT
GGAATGATTCTACAATTGGATTACCCATGGAACAGTACAATTAGAAATGCCACATTTAGCCCAATAGGGGGAG
ATATGAAAGACATATGGAGAACTCAATTGTACAACTACAAAGTAGTAAGGGTAAAACCTTTTAGTGTGGCACC
TACAAAAATTGCAAGGCCAGTCATAGGTACTGGCACCGGTAGACAGAAGAGAGCAGTAGGATTGGGAATGCTA
TTCTTGGGGGTTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCAAA
CTTTAATAAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAG
GCTATCTGTATGGGGTATT 
>KY112585 
TTTTATTGTAACACAAGTAGCATGTTTAACTATACCTTTTACTGTAACAACTCCACCTGTAACAATGGAAGCA
ATCAGAATGGAAACAACATGACAATACCTTGCAGGATAAAACAGGTAGTGAGATCATGGATGAAGGGAGGGTC
AGGACTATATGCACCTCCCATCAGAGGTCACTTACAGTGTATATCAAATATAACTGGAATGATCCTACAATTG
GATCGAGAATGGAATTATACTAATAATGACACAAGAGATGCCAATGCCACATTTAGACCAACAGGGGGAGAGA
TGAGAGATATATGGAGAACAGAATTGTACAACTATAAAGTAGTAAGGGTAAAGCCTTTTAGTGTGGCACCTAC
AACAATTACAAGGCCAGTCATAAGCAACCATAGAAATAAAAGAGCAGCAGGATTGGGAATGCTATTCTTGGGG
GTACTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCAAAACTTAATAA
AGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACACTTGCTGAGGTTATCTGT
GTGGGGTATC 
>AF407418 
TTTTATTGTAACACAAATCAGCTGTTTAATCATACCTTTTCCTGCAAGAAGAATATGACCTATAACAAGATCA
ATTGTACTAATATTAGCAATAATAGCAATGGCACTCAGGCAATACCTTGCAGGTTGAGACAAGTAGTAAGGGA
CTGGATGAGGGGAGGATCGGGACTTTATGCACCTCCCATCCCAGGAAACCTAGTATGCAGGTCAAACATAACT
GGAATGATTCTACAATTGGACACGCCATGGAATAAAACACATCCTAACAGCACCACCCTTAGACCAGGAGGGG
GAGATATGAAAGATATATGGAGAACTCAATTGTTCAAATATAAAGTAGTAAGAGTAAAACCTTTTAGTGTAGC
ACCAACAAAAATTGCAAGGCCAACTATAGGAACTAGCACTCATAGAGAGAAAAGAGCAGCAGGTTTGGCAATG
CTATTCTTGGGGATTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCC



AGCATCTGATAAAGGGTATAGTGCAACAGCAGGATAACCTGCTAAGAGCAATACAGGCCCAGCAACACTTGCT
GAGGCTATCTGTATGGGGTATT 
>KU168288 
TTTTACTGTAACACATCTTGGTTGTTTAATTATACCTTTATGTGTAATGGAACTACCTGTGAGAGCCCAAATA
TCAACAGCACTAATAACACTCTGATACCTTGCAGGTTGAGGCAGGTAGTAAGGTCATGGATGAGGGGAGGATC
GGGACTCTATGCACCTCCCATCCGAGGTAACTTAACATGTAGATCAAACATAACTGGGATGATTCTACAGATG
GATCAACCATGGAACATGAGCCGCCAGAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGACATATGGA
GAACTGAATTGCTCAGATACAAAGTAGTAAGGATAAAACCTTTTAGTGTGGCACCTACAAAAATTACAAGGCC
AGTCATAGGCTTTGGCACCCGCAGAGAAAAAAGAGCAGTGGGCTTGGGAATGCTATTCTTGGGGGTTCTAAGT
GCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCACACTTTGATAAAGGGTATAG
TGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTAT
C 
>KU168290 
TTCTATTGTAATACATCTAAGATGTTTAATTATACCTTTTTATGTAAAGGAACCAACTGTACTAATACCCAAA
GTAATAGTACCAGAAATGACACTGTAATATATTGCAAGATAAGACAGGTAGTAAGATCATGGATGAGGGGAGG
GTCAGGACTCTTTGCACCGCCCATTCCAGGTAACCTAACATGCAGATCACAAATAACTGGAATGATGCTACAA
ATGGATAAGCCATGGAATGGAAGCAACAGCAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGATATAT
GGAGAACTGAATTGTTCAAATACAAAGTAGTAAGGGTAAAACCTTTTAGTGTGGCACCTACAAAAATTGCAAG
GCCAGTCATAGGCATAGGCACTGGCACTCATAGAGAGAAAAGAGACATAGGATTGGGAATGCTATTCTTGGGG
GTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACAGACCCAAAAAGTGATGA
AGGGTATAGTGCAACAGCAGGACAACCTGTTGAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGT
ATGGGGTATC 
>KU168291 
TTTTACTGTAACACATCTGCAATGTTTAATTATACCTTTTCATGTAATAGAACCACCTGTAATTTCCCCAATA
TCAATAGAGATAATAACACTCTGATACCTTGCAGGTTGAGACAGGTAGTAAGGTCATGGATGAGGGGAGGATC
GGGACTTTATGCACCTCCCATCCGAGGTAACTTAACATGTAAATCAAACATAACTGGAATGATTCTACAAATG
GATCAGCCATGGAACATGAGCCGGGGGAACAGCACATTTAGACCAACAGGGGGAGATATGAAAGATATATGGA
GAACTGAATTGCTCAGATACAAAGTAGTAAGGATAAAACCTTTTAGTGTGGCACCTACAAAAATTACAAGGCC
AGTCATAGGCTACGGCACCCGCAGAGAAAAAAGAGCAGTGGGCTTGGGAATGCTATTCTTGGGGGTTCTAAGT
GCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTTTGATAAAGGGTATAG
TGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATGGGGTAT
C 
>KU168282 
TTTTATTGTAACACATCTAAGATGTTTAACTATACTTTTGACTGTACAAGTGGCAACTGTACTGAGATCAATT
CCATGAATAAAACTGATGAGCATAATGGACTACCTTGCAGGTTAAGACAGGTAGTAAGATCATGGATAAAGGG
AGAGTCAGGACTTTATGCACCTCCCATCAGAGGCAACCTCACATGCCAGTCCAACATAACTGGAATGATTCTA
CAACTAGATGAACCATATAACCGCACATCAGATGCAAATGTCACACTTAGACCAAGTGGGGGAGACATGCAAG
ATATATGGAGAGCTCAATTGTACAACTACAAAGTAGTACAGATAAAACCTTTTAGTGTAGCACCTACAAGAAT
CTCAAGGCCAACAATAAACCTTAACACCCCTCGCAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTGTTCTTG
GGGGCGCTAAGCCTTGCAGGTAGCACTATGGGCGCAGTGGCAACAACACTGACGGTACAGACCCACAGTGTAC
TGAAGGGTATAGTGCAACAGCAGGACAACCTGCTGAGAGCGATACAGGCCCAGCAACACCTGCTGAGGCTATC
TGTATGGGGTATC 
>KU168296 
TTTTACTGTAACACATCTCAGATGTTCAATTATACCTTTATATGTAATGAAACCACCTGTGAGAACACCTGTA
AGAGCCCAAATTGCAGTAGCAATATCACTCAGATACCTTGCAGGTTGAAGCAGGTAGTAAGGTCCTGGATGAA
GGGAGGATCAGGACTCTATGCACCTCCCATCCGAGGTCAATTAAGATGTGAATCAAACATAACTGGAATGATT
CTAGAAATGGATCAGCCATGGAACGGGAACCAAAGCAACAGCACAAGGACATTTAGACCAACAGGGGGAAATA
TGAAAGATATATGGAGAACTGAATTGCTCAGATACAAAGTAGTAAGAATAAAACCTTTTAGTGTGGCACCTAC
AAAAATTACAAGGCCAGTCATAGGCTTTGGCCCCCGCAGAGAAAAAAGAGCTGTGGGCTTGGGAATGCTATTC
TTGGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACTT
TGATAAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCT
ATCTGTATGGGGTATC 
>KU168297 
TTTTACTGTTACACAGCTGATATGTTTAAGTATACCTTTAGATGTAATGAAACCACCTGTATCCCAGGATTCA
ATAGCTCAGAATCCAAGAATAACACCCGGATACCTTGCAGGATAAAGCAGGTAGTAAGGTCATGGATGAGGGG
AGGATCAGGACTCTATGCACCTCCAATCCGAGGAAACTTAACATGTGAATCAAACATAACTGGAATGATTCTA
CAAATGGATGAGCCATGGAACACGAGCAGAAAGAACAACACATTTAGACCAGTAGGGGGAGATATGAAAGATA
TATGGAGAACTGAATTGCTCAGATACAAAGTAGTAAGGATAAAACCTTTTAGTGTGGCACCTACAAAAGTTAC
AAGACCAGTCATAGGCTTTGGCCCCCGCAGAGAAAAAAGAGCAGTGGGCTTGGGAATGCTATTCTTGGGGGTT
CTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCACACTTTGATAAAGG



GTATAGTGCAACAGCAGGACAACCTGCTGAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATG
GGGTATC 
>JX245014 
TTTTATTGTAACACCACTAAGTTGTTTAATTATAACTTTACATGTAATGGAGCCACCTGTAATGAAACCATCC
ATAACCAAAGTTACCATAGCTATAAGAATCAAAGTATAATACCTTGCAAATTGAAGCAGGTGGTAAGGTCATG
GATACAGGGAGGGTCGGGACTCTATGCACCTCCCATCAAAGGTAATCTAACATGTACATCAAACATAACTGGA
ATGCTTCTGGAAATGGATAGCCCATGGAACAAAAGTAGCACGAATGCAACTTTTAGACCAATAGGGGGAAATA
TGAAAGATATATGGAGAACTGAGTTGTACAACTACAAAGTAGTAAGGGTAAAACCTTTTAGTGTGGCACCCAC
ATATATTACAAGGCCAGTCATTAAATCTCATAGGGAAAAAAGAGCAGTAGGACTGGGAATGCTATTCTTGGGG
GTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCCACACATTGATAA
AGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGT
ATGGGGTATC 
>JX245015 
TTTTATTGTAACACCTCTAAGATGTTTTGTTATACTTTCAACTGTAGTAGATCCAACAACTGCACCCTTATTA
AGAACAACTGTACCATTAATAGTACTAGTAATAGTACGAGTGAGATACCTTGCAGGTTGAGACAGGTGGTAAG
ATCATGGATGGGGGGACAGTCAGGACTCTATGCTCCTCCCATCAAAGGTAATCTAACATGTATATCAAACATA
ACTGGAATGATTCTACAACTGGATAAGCCATGGAACATCAGTAATAGGAACATCACACTTAGACCCACAGGGG
GAGATATGAAAGATATATGGAGAACTGAATTGTTCCAATACAAGGTAGTAAAGGTAAAACCTTTTAGTGTGGC
ACCTACAAAAATTGCAAGGCCAGTCATAGGCACTGGCACTCATAGAGAAAAAAGAGCAGTAGGATTGGGAATG
CTATTCTTGGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCC
ACACTTTGATAAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCGATACAGGCCCAGCAGCATTTGCT
GAGGCTATCTGTATGGGGTATC 
>AJ302646 
TTCTATTGTAACACATCTAAGATGTTTAATTATACCTTTTCATGTATAGGAACCAACTGTACTAGTAACCAAA
ATAGCAGCAACAGTAATGACACTCGGATATATTGCAGGATAAAACAGGTGGTAAGGTCATGGATACAGGGAGG
GTCAGGACTCTATGCACCTCCCAGGAAAGGTAACCTAACATGCAGCTCACTCATAACTGGAATGATTCTACAA
TTGGATATGCCATGGAACAGCACCAACAACAGCAACGCCACATTTAGACCAACAGGGGGAGATATGAAAGATA
TATGGAGAACTGAATTGTTCAAATACAAAGTAGTAAAGGTAAAACCTTTTAGTGTGGCACCTACAAAAATTGC
AAGGCCAGTCATAGGCACTGGCACTCAAAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTATTCTTAGGGGTT
CTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGGCGGTACAGACCCAATCTTTGATGAAGG
GTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATG
GGGTATC 
>AJ302647 
TTCTATTGTAACACATCTCAGATGTTTAATTATACCTTTTCATGTACAAGAACCAACTGTATTAGACAAAGTA
ACAGTAGCATTAATGGCACAATATCTTGCAGGATAAAACAGGTGGTAAGGTCATGGATACAGGGAGGGTCGGG
ACTTTATGCACCTCCCAGGCCAGGTTACCTAACATGCAACTCATCCATAACTGGAATGATTCTACAATTGGAT
AAGACATGGAACCGCACCAACAACAGCGAATCCACATTTAGACCAATAGGGGGAGATATGAAAGATATATGGA
GAACTGAATTGTTCAAATACAAAGTAGTAAAGATAAAACCTTTTAGTGTGGCACCTACAAAAATTGCAAGACC
AGTCATAGGCACTGGCACTCGAAGAGAAAAAAGAGCAGTAGGATTGGGAATGCTGTTCTTGGGGGTTCTAAGT
GCAGCAGGAAGCACTATGGGCGCAGCGGCAACAACGCTGGCGGTACAGACCCACACTTTGATGAAGGGTATAG
TGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCAATTGCTGAGGCTATCTGTATGGGGTAT
C 
>JN571034 
TTTTATTGTGACACAGGGAAAATGTTTAATTATACCCTGGAATGTAACGGAACCATCTGTGAGAATATCAGTA
GTGAGAGTAATAGCAGTAGTGAGAGTAAGAATAAAACGCGGATACCTTGCAGGCTGAAACAGATGGTAAGGTC
ATGGGCAACAGGAGGGTCAGGAATCTATGCACCTCCCATCCAAGGCAATCTCACATGTACATCAAACATAACT
GGGATGATTCTACAAACAGATGGGGTATGGGACTACCCCCACCCCAACAATGTAACATTTAGACCAACAGGGG
GAAATATGGAAGATATATGGAGAACTGAATTGTACAACTACAAAGTAGTAAAGGTAAAACCTTTTAGTGTGGC
ACCCACAAGAATTGCAAGGCCAGTCATAGGCACTGGCACTCATAGAGAAAAAAGAGCAGCAGGATTGGGAATG
CTGTTCTTGGGGGTTCTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGGCCC
ACACTTTGATGAAGGGCATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAACACTTGCT
GAGGCTGTCTGTATGGGGTATC 
>AY169805 
TTTTACTGCAACACATCTCAGATGTTTAATTATATCTTTAACTGTACCGGAACCACCTGTAATTATACCAAAA
ACATCCAAAATTATACCTTTAGCCAAAATACCACTAGCACTAAGATACCTTGCAGATTGAGGCAGGTAGTAAG
GTCATGGATGAGGGGAGGATCGGGACCCTATGCACCTCCCATCCGAGGTAACTTAACATGTGGATCAAACATA
ACTGGAATGATTCTAGAAATGGATGAGCCATGGAACGAGAGCCACAGGGAAAGCATATTTAGACCAACAGGGG
GAAATATGAAAGATATATGGAGAACTGAATTGCTCAGATACAAAGTAGTAAGGATAAAACCTTTTAGTGTGGC
ACCTACAAAAATTACAAGGCCAGTCATAGGCTTTGGCACCCGCAGAGAAAAAAGAGCAGTGGGCTTGGGAATG
CTATTCTTGGGGGTTCTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCC



ACACTTTGATAAAGGGTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCT
GAGGCTATCTGTATGGGGTATC 
>KF859744 
TTTTACTGTGACACAACTCAGATGTTTAATTATACCTTTAACTGTACTGACACCAGGTGTGATAATCAAAGTA
CCACCAGCAGTAATAATATACCTTGCAGGTTGAGGCAGGTAGTAAGGTCATGGATGAGAGGAGGATCGGGACT
CTATGCACCTCCCATCCGAGGTAACTTAACATGTGGATCAAACATAACTGGAATGATTCTACAAATGGATCAG
CCATGGAACGGGAGCCAGAGCAACACAAACAGGAGCAGCACCTTTAGACCAATAGGGGGAGATATGAAAGATA
TATGGAGAACTGAATTGCTCAGATACAAAGTAGTAAGGATAAAACCTTTTAGTGTGGCACCTACAAAAATTAC
AAGGCCAGTCATAGGCTTTGGCACCCGCAGAGAGAAAAGAGCAGTGGGCTTGGGAATGCTATTCTTGGGGGTT
CTAAGTGCAGCAGGTAGCACTATGGGCGCAGCGGCAACAGCGCTGACGGTACGGACCCACACTTTGATAAAGG
GTATAGTGCAACAGCAGGACAACCTGCTAAGAGCAATACAGGCCCAGCAGCACTTGCTGAGGCTATCTGTATG
GGGTATC 
>AY169968 
TTTTACTGCGATACTAGAAAAATGTTTAATGAAAGTGAACCTTTTCACGAGAACATGACAATACCATGCAGAA
TTAGACAAATAGTGAATTCATGGATGAGAGTAGGAAGGGGAATCTATGCACCTCCAATACCAGGACATATAAC
TTGTAACTCTCTAATTACTGGGCTCATATTGACACGAGACCATGTTAATAATACTAATAATACATTTAGACCA
ATAGGAGGAGACATGAAAAACATTTGGAGGAGTGAACTCTATAAATACAAAGTGGTGCGCATAGAACCATTAT
CTGTGGCACCAACCAAAGCAAAAAGGCATACAGTAGGAGAAAGGAGACAGAAGAGAGCAGCCTTTGGCCTGGG
AGCACTGTTCCTTGGGTTTCTGGGTGCAGCAGGAAGCACAATGGGCGCAGCGGCAGTCACGCTGACGGTACAG
GCCCGACAGTTACTATCGGGAATAGTGCAACAACAGAACAACCTGTTGAGAGCAATAGAGGCCCAACAGCATC
TATTGCAACTAACAGTCTGGGGAGTA 
>DQ373066 
TTCTACTGTAATACAAGTGAGATCATCAATATCACTAAGATAAACAAAACTGAGAATATGACAATAATCCCTT
GTAGAATAAGACAAATAGTGAATTCCTGGATGCGTGTAGGGAAAGGAATTTTTGCACCACCAATTAGAGGTAA
CATTACCTGCACTTCTAATATCACAGGTATGCTACTAGAGATACATAAGAACCGAGAAGATCAGGGAGAAGAT
CAGGATCAGAATAACACATACGTTTGTCTAACAGGGGGTAACATGAAAGATATTTGGAGAAGTGAACTATACA
AATACAAAATAGTTGAGATACAACCACTAGGAGTAGCACCTACTAAAAGTAGAAGATATGCAGTAGAAAAACA
ACACCATAGAGAAAAGAGAGCCCTTGGACTAGGAGCACTGTTTCTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAGTCGTGCTGACGGTACAAGCCCGGCAATTGTTAACGGGCATAGTGCAGCAGCAGAATA
ATCTGCTAAGAGCAATAGAAGCTCAACAACATCTGTTGCAGCTTTCTGTCTGGGGAATC 
>GQ217539 
TTTTACTGCAATACTACCCCTCTTTTCACAGGCAATAAGACAAATATAACAATAATACTGCCATGCAAAATTA
GACAGATAGTTAATTCCTGGATGAGAGTTGGAAAGGGTATCTATGCTCCACCCATTAGAGGAAATCTCTCCTG
TAATTCTAACATAACAGGGCTTCTATTAACAAGAGATGGACCAGACAAGAATATAAACGAGACTGAAACACTA
AGGCCAGGAGGAGGAGACATGAAAGACATTTGGAGAAGTGAACTTTATAAATATAAAGTAGTAAAAATTGAAC
CCCTGGCAGTAGCTCCAACTAAGGCAAGGAGATACACTATAAATATGGAAAAACACAGAGCAAAAAGAGCAGC
CTTTGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTTACGCTGACGGTACAGGCCCGAAATTTACTTTCGGGA
ATAGTGCAACAACAGAATAATCTGCTAAGAGCCATAGAAGCTCAGCAACATCTGCTGCAGCTGTCTGTATGGG
GTGTC 
>X52154 
TTCTATTGTAATACTAGCCAAATATTTACTGACAACATTACAAATGGCATTATAATACTGCCATGCAGAATTA
GACAGATAGTTAGTTCATGGATGAGGGTAGGAAGAGGAATATATGCACCCCCAATCAGAGGAAACATCACTTG
CAATTCTAACATTACTGGACTTCTCTTAACTTCAGACACTCCTGTGACTAACAACAGTGGTAACCTGACATTT
AGACCTACAGGAGGAAACATGAAAGATATTTGGAGAAGTGAGCTCTATAAGTATAAAGTAGTTCGAATAGAGC
CTTTATCAGTGGCACCAACAAAAGCAAGAAGGCATACAGTGGCAAGACAGAAAGACAGACAGAAAAGAGCAGC
CTTCGGTCTGGGAGCACTGTTCCTTGGGTTCCTGGGTGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTAACG
CTGACGGTACAGGCCCGACAGTTGCTGTCGGGTATAGTGCAGCAACAGAATAATCTGTTGAAAGCAATAGAGG
CTCAACAGCACCTATTGCAACTATCAATCTGGGGAGTA 
>JQ768416 
TTCTACTGCAATCTAACAAAATGGATTAACGAGACCTGGCTTAACGAGACGGACCAGACCAATCTTGTAGCAC
CCTGTAGACTCAGACAAATAGTTAACCATTGGGGCATTGTGGCTAAAGCCATCTACCTCCCTCCAAGAAGAGG
AACAGTAAAATGTGTGTCAAACATCACGGGTTTCCTGATGACAAACGAGGAAACGGGTGCTACCTTCTCCGGT
AAAGTAGAGGATTATTGGAGGGTGGAATTAGCAAAGTACAAAATTGTAGAAATTCAGCCCCTATCAGTGGCTC
CTACCACAGGAAAAAGGCCAGAGATTAAGGCCAATCATACAAGATCAAAAAGGGACGTTGGCATAGGGCTGTT
GTTTCTGGGATTTCTCAGCGCAGCAGGAAGTACAATGGGCGCAGCGTCAATAGCGCTGGTGGCACAGGCCAGA
GGGGTCCTCTCTGGTATTGTACAGCAGCAGCACAACCTGCTGCAGGCAATAGAGGCGCAACAGCATTTGTTGC
AGCTTACTGTATGGGGCGTC 
>KU921778 
TTCTTTTGTAATACATCAGAACTATTTAATAGCAGTTGGAATAATAGCAGTTGGAGTGACAATAGCAGTGAGA
ATAGGACGTCAAATGACACCACCATAACTCTTAAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAAC



GGGAAAAGCAATGTATGCCCCTCCCATTCAAGGAGTAATAAACTGTGTATCAAACATTACAGGACTAATATTA
ACAAGAGATGGGGGTGGAGATGATAGCAGTACAAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACGATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAACATCTGTTGAAACTCACAGTCTGGGGCATT 
>MF373124 
TTCTTTTGTGATACATCAGGCCTGTTTAATAGTACTTGGCCTTGGCAAAATGACACTGCCAGCCTATCAAATA
ACACAGAGTTAAATGGTAATAGCACAGAGTTAACTGGTACTATAACTCGCCCATGCAGAATAAAGCAAATTGT
AAATATGGGGCAAAGAGTAAGAAAAGCAATGCATGCCCCTCCCATCCAAGGGTTAATAAGGTGGGAATCAAAC
ATTACAGGACTACTATGGACGAGAGATGGTGGGGATAATAGCTACAATGAAACCTTCCGACCTGGAGGAGAGG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGC
ACCTACCAGGGCGAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTATTCATTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGT
CTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGT
ATGGGGCATT 
>GU201516 
TTCTTTTGCAATACAACAGGCTTGTTCAATAGCACATGGACGAAAGAGGGCAATAGCACATGGAAAAAGAACG
ATAGTGTCTCTGAAAGGGAGTCAAATGACAATATAACACTCCAATGCAAAATAAAACAGATTATAAACATGTG
GCAGAGAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTATATCAAATATCACAGGA
ATGATCTTGACAAGAGATGGTGGGAAGCGCAATGATTCCAGTAGTGAGACCTTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGCTTTCCTTGGGTTCTTG
GGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCTCAACAGCAGCTGTTGAAACTCACGGTCTGGGG
CATT 
>MN486000 
TTCTTCTGTAATACATCAAAATTGTTTAATAATAATGAAACCATTACAGAAAATATCACACTCCCATGCAGAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTATTAGAGGAATAATTAG
ATGTGTATCAAATATTACAGGTCTACTATTAACAAGAGATGGTGGTATAAACACCACCAACAACAACACTGAA
ATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAA
TTGAACCGTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATT
TGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTA
CAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAAGGCTATTGAGGCGCAACAGC
ACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427670 
TTCTTTTGTAACACAACAAAACTGTTTAATAGTACCTGGCCTATTAATAGTACCTGGAATGCAACTGGAGAGT
CTATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACCCATTAATTGTACATCAAACATTACAGGGCTACTATTAACAAGAGATGGTGGGGTT
GCAAACGCCACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427718 
TTCTTCTGTAATACATCAGGACTGTTCAATAGTACTTGGTCATCTAATAGTACGTGGAATGATACTAACGAGT
CAGAAAATATCACAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
AAGAGCAATGTATGCCCCTCCCATCAGAGGAAAAATTAGTTGTTCATCAAATATTACAGGTCTGCTATTAACA
AGGGATGGTGGTGATGAGAGCAACAATGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTCAACCATTAGGGATAGCACCCAACAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>KX181896 
TTTTTCTGCAATACAACACAGCTGTTTAATAGTACTTGGCTACTTAATGATACTTGGGATAGTACTGGGGAGT
CAAATAACACTGCAGAGAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGGGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTGGTGATAATAACAGGTCCAAAGAAACCTTCAGACCTGGGGGGGGGGGGATGAGGGGCAATT
GGGGAAGTGAATTATATAAATATAAAGTAGTAAAAAATGAGCCCTTAGGAATAGCCCCCCCCCCGGCAAAAAG
AAGGGGGGGGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGGTATGTTCCTTGGGTTTTTGGGAACAGCA



GGAAGCACTATGGGGCCAGCGTCAATCACGCTGACGGTACAGGCCAGACTAGTATTGTTTGGTATAGTGCAGC
AGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403021 
TTCTTTTGTAACACAACACCACTGTTTAATAGTACTCGGCTGTCTAATGGTACTTGGCTGTTTAATAGTACTG
AGAATAGTAATGACCCTAAAGCCAACATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTTGGAAAAGCAATGTATGCCCCTCCCATCAAGGGACTAATTAGATGTAAGTCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTAGTACTAACAGCACTGAGGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGGTAATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403047 
TTCTTCTGTAATACATCACAACTGTTTAGTAGTACTTGGCTGTCTAATGGTACTTGGAATGGTACTACAAGTA
AAAATGATACTACAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACCAATCAAATGTTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGGGGTATCAACAATACGAGCAATGATACAGAGGTCTTTCGACCTACAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAAGGCGAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EU363825 
TCTACTGTATACATCACACTGTTTACTAGTAACTGGAATGAGAGTGATACTAGAGTAAATATCCACGCTCCTT
GCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCATTGCAGGACA
AATTAGATGTTCATCAAATATTACAGGATTGCTATTAACAAGAGATGGTGGTAATGAGACCACCACCGGGAAC
GAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGG
AACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAAATGTTGTCCGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGGCTATTGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY586543 
TTCTGCTGTAATACAACACAGCTGTTTAATAGTACTTGGTTTGGTAATGGTACTAGCAGGTCAAATGACACTG
GAGAAAATATCACACTCACATGTAAAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGACTGCTATTAACAAGAGATGGTGGT
GGTAACAGCAGTAGTAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ388904 
TTCTTCTGCTGTACTACAGGGCTGTTGAATTGGAATTTTACTGGGAATAATACTAATCATACTACCACACTAC
CATGCAGAATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGG
ACAGATTAACTGCTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGTGGTGATGAGAACGGGACCAAC
GAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTCAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGG
AACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTG
ACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGC
AACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>JF683750 
TTCTTTTGTAACACAACACAACTGTTTAATAGTACTTGGAACAGTACTACTTGGAATAGTACTGAGAATGAAG
CTGGAGAGTCAAATGACAATATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAGGGGACCAATTAACTGCTCGTCAAATATCACAGGGCTGCTATTAACA
AGAGATGGTGGTAACAGGAATGGGAGTAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTGCAAATTGAACCAATAGGATTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATATCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF683797 
TTCTTCTGTAATTCATCACAACTGTTTAATAGTACTTGGGCTGACGAAAATGGCACAATCACACAAGGAAATG
ACACACAAGGAAATGACACAATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGG
AAAAGCAATGTATGCCCCTCCCATACGAGGACTAATTAACTGTACATCAAATATTACAGGAATACTATTAACA



AGAGATGGTGGGCATAATGTGAACAATACCACAGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124808 
TTCTTCTGTAACACAACAAATCTGTTTAATAGCATTTGGGATATCAATAGTACTTGGAATAGTACTGAAAGGA
CAAACAACACAGACAACACTAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGAGGGCTGATTAAATGTTCATCAAATATCACAGGGCTGCTATTA
ACAAGGGATGGTGGTAATAGTAATGACACCAACAACACAGAGACCTTTAGACCAGGAGGGGGAGATATGAAGG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTAAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTTACCTTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCACAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT200352 
TTCTTCTGCAATTCATCACAACTGTTTAATAGTACTTGGCCAAGTAACAGTACTTGGAATATTAGCACTAATA
CTCAGGGGAATAGCACTGAAGACATTATCACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGA
GGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTATAAACAATACAAATAATACTGAAACCTTCAGACCAGGAGGAGGAAATATGAAGG
ATAATTGGAGAAGCGAATTGTATAAATACAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGCGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAACTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699022 
TTCTTCTGTGATACAACAAAGCTGTTTAATAGTACTTGGCTGGCTAATGGTAGGAGGAATGATACTTCAAGTT
CAAATGACACTCTCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGTAAAGC
AATGTATGCCCCTCCCATCAGTGGACTAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGATGAGGATAATAGTAATAGCACGAAAAACAACACCATAGAGACCTTCAGACCTGGAGGGGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCATTGGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTCGGAGCTATGTTCCTTGGGTTCTTGGGT
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCAT
C 
>KC699024 
TTCTTCTGTAATTCATCACAACTGTTTAATAGTACTTGGTATGGTAATGGTACTGGAAATGCCAACACTACAG
GCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACTAGAGATGGTGGCAAG
GATCAGACTGAGAATGAAACCGAGACCTTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGAGAAGCGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595798 
TTCTTCTGCAATACAACAGCACTGTTTAATAGTACTTGGAATAATGAAAGGTCAAATGACACTGGAGGAAATA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACAGTCCA
AATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595777 
TTTTTCTGTAATACAACACAACTGTTTAATAGTAGTTGGAACAGTAACAGTAACAGTTCTGTAAATGAAAGTT
CTGTGAATATCACACTCCCATGTAGAATGAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATCCAATGCATATCAAATATCACAGGGCTATTATTAACAAGAGATGGTGGT
AATAATGGAACAAATGAGAGCGAGATCTTCAGACCTGCAGGAGGCAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAACAGAACAATC
TGTTGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>AB588226 
TTCTTCTGTAATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTGGATGGTTAAGTAACACAAATAACG
CTACAGGAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGT
GGTAATAGCACGAGCGGGGCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AJ417428 
TTCCACTGTAATTCAACACAACTGTTTAATAGTACCTGGAACGGTAATGATACTGATACTAAAGAAACAAATG
ACACTGAAGGAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAGGGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATATCACGAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373203 
TTCTCCGGAACCCCACCAGGACAATCCACCATACCTGGAATCATGGGAACTCGAAAAATAACTAAGGGACCAA
TTAAGGCATTAATCCCCTTCCCTGGAAGAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGAAACATTAGTTGTTCATCAAATATTACAGGACTACTATTAACAAGGGATGGT
GGTAATAATGAAACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGACGGGTGGTGCA
GAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>AY173951 
TTCTTCTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAGCACTGAAGGAAATGACGATGGAGAGGAAA
GAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGGAGGACAAATTAGATGCACCTCAAATATTACAGGGCTGCTATTAACAAGAGATGGAGGTAAC
CAAAATGGGACCAACGAGACTGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF277068 
TTCTTCTGTAATACAACACAATTGTTTAACAGTACTTGGAATATTAATGGTACTTGGCATGGTACTACAGTGT
CAAATAAGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAAT
GTATGTCCCTCCTATTAGAGGACAAGTTAGATGTTCATCAAATATTACAGGATTACTATTAACGAGAGACGGT
GGTAATAATAACAGCACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTGCA
AAGAGAAAGAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469735 
TTGTACTGTAATACATCACATCTGTTTAATAGTACCTGGATGTGTAATAGTACTTGGAATAGTACTAACACTG
AAGGGAACAACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTTATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTGTCGGTGATGACAGTTCAAACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403106 
TTCTTCTGTAATACATCAAAACTGTTTACTTGGAAGAGTACTAACAGGTCACTTAGCATTGGAGAAAATGACA
CAATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAAAGTGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAGGGACAAATTAAATGTACATCAAATATTACAGGGCTGCTAATAACAAGAGATGGTGGTCAGGGT
AATGAAACAGATAATAGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469759 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGTCAAATAACACAGAAGGAAATG
ATACAATCACCATCCCATGCAAAATAAGACAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAAGAAACATTAGTTGTACATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGT
GAAGAGAGCAATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCATTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTAATGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>FJ469722 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACGTGGCCAGTTAATGGTAATAACACTGAAGGAGATAGCA
CAAACATCACGATCCCATGTAGAATAAAACAGATCATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGATCAATTAAATGTTCATCTAATATAACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
ATCACGAACGAGACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCCTTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCAATAGGGGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF990605 
TTCTTCTGTAATACAACACAATTGTTTAGTAGCACTTGGAATGATACTAATAAAAATATCACAGGGTCAACTG
ACACTACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAACTGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGT
AAGGGGAACAACCACACTGAGAACATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGCACTTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGT
GGTGCAAAGAGAGAAAAGAGCAATAGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATATCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ653127 
TTCTTCTGTAATACAACACCACTATTTAATAGTACTTGGAATATAACTGATGAAAGGGTAAATAACACTGAAG
GAAATAGCACTATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGAGGACTAATTAACTGTGTATCAAATATTACAGGGATAATATTAACAAGGGAT
GGTGGGCAGGGAAATGACACAAGTGGAGCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GGAGTGAATTATACAAATATAAAGTAGTACGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGTTGGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACGGGCCAGACTATTACTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320329 
TTCTTCTGTAACACAACACAATTGTTTAACAGTACTTGGGGGCTTAATGATACTTGGGAAAGTGATACTGCTA
CTGAAGGATCAGATAACATCACAATCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTTATCAGATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTACTAATAATGAGACTAATGGCACTGAGACCTTCAGACCTCAAGGAGGAAATATGAAGG
ACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469710 
TTGTACTGTGATACATCAAAACTGTTTAATAGTACTTGGTATAGGAATGGTACTATAGTAAAGTCAAACAACA
CTAGTGGAAATGACACAATCGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACCAATCATCTGTTTATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGTAATGACAATAAAACAAATAACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF990608 
TTCTTCTGTAATACATCAAAGCTGTTTAATAGTACTTGGCCATATAATAGTACTTGGAATGAAACTGTGCCCA
ATAACAATGACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGC



AATGTATGCTCCTCCCAGCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGTTGCTACTAACAAGAGAT
GGTGGTATTAACATTACCACAAACAATACTGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCGTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGCTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403066 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAGCACTAGAGAAA
AGAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGGCAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGT
GGTGATAAGAACGAGACCACCACCAACGAAACCTTCAGACCTATAGGAGGAAATATGAAAGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGTCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTAAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403075 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGGAGGGTCAAATAACACGGAAGGAA
ATGATACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAACAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGC
CATGGTGGCAACAACAGTAACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGCAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403074 
TTCTTCTGCAATACAACAAAACTGTTTAATAGTACTTGGACAACTAATGGTACTGAAACGACAAATAACACAA
AAGGAAATGAGACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTGCATCAAACATTACAGGGTTGTTATTAACAAGAGAT
GGTGGTAATAGTGGTAATAACACGAACAACAGCACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACA
ATTGGAGGAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTACTCGGAGCTCTGATCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587391 
TTCTTTTGTAATTCAACACAACTGTTTAATAGTACTTGGGATAATGCTACTTTGAATAGTAATGCTAATGCTA
CTGATAGTGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGC
AATGTATGCCAATCCCATCAGAGGAGAAATTAAATGTACATCAAATATTACAGGGCTGTTATTAACCAGAGAT
GGTGGTCTTAACAGTACTGCCAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGGAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGCGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680917 
TTCTTTTGTAATACAACACAACTGTTTGATAGTACATGGAATAAGACAGACAATAACACGGGAAGATCAGATA
ACAATGAAACAATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGTGTAGGAAAAGCCAT
GTATGCCCCTCCCATTAGTGGACCAATTAACTGTTCATCAAATATCACAGGGCTGCTACTAACAAGAGATGGT
GGTGAGACAAAAATAAATGAGACAGGGACAGAATTAAATGAGACAGAGAAGACCGAGATCTTCAGACCTGCAG
GAGGAGATATGAGGGACAATTGGAGAAGCGAGTTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTTTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCAC
GGTCTGGGGCATC 
>JQ182910 
TTCTTCTGTAACACATCACAACTGTTTAATAGTACTTGGAGTAAGACTGATTGGAATAGTACTGGGACAAATA
GCACTGAAGCAGAAAATATGACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAGGGACGAATTGAGTGCTCGTCAATTATTACAGGGCTACTACTAACAAGA
GATGGTGGTCATAAAAATGAGAATGAGACAAACCAAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTCCAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACA



GCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCTAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF384798 
TTCTTCTGTAATACAACAAAACTGTTTAATAGTATTTGGTTTAATAAAAATGGTACTGAAGGGTCAAAAAGCC
CTGACAGAAATATCACACTCCCATGTAGAATAAGACAACTTATAAATATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGG
GGTATCAACACAACTAATGGGACCGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTTGGAATGCTGGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCTAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384802 
TTCTTCTGTGACACAACACAACTGTTTAATAGTACTTGGGCGCCTAATGGTACTTGGATTAATGGAACACTAT
ATAACTATACAGGAAATATTAAACTCCCATGCAGATTAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAA
AGCCATGTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAATATTACGGGGCTGCTATTAACAAGA
GATGGGGGTAACAGTAATGAGACTGAGAACAGGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ACTGGAGAAGTGAATTATATAAATATAAAGTAATAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGCTCGTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCTGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897915 
TTCTTCTGTAATACCACACCATTGTTTAATAGTACTTGGGTTAATGGTACTTGGCAGAATGGTACTAGAGTGT
CAGGTGACACAATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAATGGACGAATTAATTGTTCATCAAATATTACAGGACTGCTACTAACAAGAGATGGG
GGTGATAAGAATGCAACAAATGACACCTTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACATTTGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>KU901997 
TTCTTTTGTGATTCAACACAACTGTTTAATAGTACTTGGGATAATGCTACTTTAAATAGTAATGCTAGTGCTA
CTAATAATGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGC
AATGTATGCCAATCCCATCAAAGGAGAAATTAAATGTACATCAAATATTACAGGGCTGTTATTAACCAGAGAT
GGTGATCTTAACAATACTGCCAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGGAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGCGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACACTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU749387 
TTCTTCTGTAATACAACAAAGCTGTTTGACAGTACTTGGCTGTCTGACGGTACTCGGAATGATACTAAAGGGT
CAAATGAAACTATCATACTCCCATGCAGAATCAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGT
GGGCAAACTAACGATACAAACGACACAGAAATCTTCAGACCGGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU678125 
TTCTTCTGTAATACAACACAACTGTTTAATACAACATGGGGTAATGATACTGAAGTGACAAATAACACTAAAG
GAAATGAAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGACCAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTAATGATGGTAATAGTAGCACAAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAATATAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAGAAGAGCAATAGGACTAGGAGCGATGTTCATTGGGTTCTTGGGAGCGGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KY612720 
TTCTTCTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGCACTTGGAATAGCAATGATACTAGAGGGT
CAAATGACACTGGAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
GGCAATGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAGATATTACAGGGCTGCTATTAACAAGA



GATGGTGGTAATAATAATAACACGAACGGGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAAC
AGAACAATATGTTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX129293 
TTCTTCTGTGATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGGAGGGTCAAATA
ACACTGACCCAATCATACTCCCATGCAGAATAAAACAAATTATAAACACGTGGCAGAGTGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTGCTAACAAGAGATGGT
GGTAATAATAATAATACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>U84819 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGACCCTGTTCAATAATACTTGGAATAGTACTGAAG
GGTCAAATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGGGAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGAGGTAATGATAATAACGCAAACAACGGGACTGAGATCTTCAGACCTACAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576016 
TTCTTCTGTAATTCAACACCACTATTTAATAGTACTTGGAATGTGACTGATAGTACTACTTGGATAAATGGTA
CTGAAAGGTCAAATGACACGGTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGCACATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTGGTAACGGTAGCTTGAGTGAGGACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085287 
TTCCACTGTAATACAACAAAACTGTTTAATAGTACCTGGTATAGTCCTGAAAATTCAACACAACTGAGTAATA
ATGATACTGCTAATGGGACTATCACACTCCAATGCAGAATAAAACAAATTATAAACACGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAATACCAATGCCACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACTGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGGGGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGCGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984753 
TTCTTCTGTAATACAACACAACTGTTTAATAGTAGTTGGAATAAGAATAATACTATAAATGGGAATGATACTG
AAGAGTCAAATGACACTCTCACACTTCCGTGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAAAAATAACGGGACGAATGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGCACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>M21098 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGGAACACTACAGGAAATATCACTGAAGGAA
ATAGCCCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACAACGAGACCACCGACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGATGGCTATTGAGGCGCAACAGCATATGTTGGAACTTACAGTCTGGGGCATC 
>GU728014 



TTCTTCTGTAATACAACAAAGCTGTTTAATAGTACTTGGACAAAGGGTAATGAGTCTATTATTGATGAAGGGA
TAAATGGAACGATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAGGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAGGGAAAAATTCAATGTTTATCAAACATTACAGGGCTACTGCTAACAAGAGATGGT
GGCATTAATGCAACCAACAATGATATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAAT
TATATAACTATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAATGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU604640 
TTCTTCTGTAATTCATCACAATTGTTTAATAGTACTTGGCCTTGGAATGATACTGCAGAGTTAAATGGCAAGG
ATACTGCAGAGTTAAATGGCAATGACACAATCATACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGGCAAATTAGATGTTCATCAAATATTACAGGGCTG
CTATTATCAAGAGATGGTGGTAAGAATAATGGATCCCAGGAGACTTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCATAGAGAAAGAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT452465 
TTCTTCTGTAATACAACACGACTGTTTAACAGTACTTGGAATACTACTGATACTTGGAATGTTACTAAGATTG
GGAATGAGACGACAAAAGACGATAACAATACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTG
GCAGGAAGTAGGAAAGGCTATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTACATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGGGGTAATGGCAGTCAAGACACTGAAATCTTTAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACTAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KU319528 
TTTTTATGCAATACATCAGGCCTGTTCAATAATTCACTGTTGGCTAATACGAGTAATATACCGGACAATGACA
CCATCACACTTCCATGCAAAATAAAACAATATCTAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAGCGGAAGAATATCATGTAACTCAAATATCACAGGACTGCTATTGACACGTGATGGAGGAAAAGGA
AACAACAAGCAAAATGAAACATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTAGGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGGAAGAGA
AAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373128 
TCCCAAGGCAAATCATTAAGACTGTTTAATGGGTCCACGGGTAAAGGGACCAGGGGGAATGGAAGGTCAAGGA
ACCCATCTAAGTCAGACGTCACTATCACTTTCCCATGCAGAATAATCCAATTTTTGCCAGGAGCAGGGGTAGC
AATCAACGCCCTTTCCCGTACCGGAAACATTACATGTATTCTACTGGTTACAGGATTACTGCTGGCAGGGGGT
GGTGGTAACGATACTAAAGGGAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTGGAAATTAAACCATTGGGAATAGCACCCACTACAGCAAAGAGGAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTAGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCCATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373178 
TTTTTTTGCAATACAACAAAACTGTTTGATAATAATTCAACACGGGGTTCAGCCAATGGCACAATCACACTCC
CATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAACTCAAATATCACAGGACTACTATTGACATATGATGGAGGAAAAAACAATAACACTAAC
AACGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAGAAGGAGAGTGGTGGAGAAACAAAAAAGAGCAGT
AGGAATGGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623561 
TTCTTTTGCAATACAACACAACTGTTTAATGAAACTAATGTTACTGAAGATACCATTACAATCCCATGCAGAA
TAAAACAAATTGTAAACATGTGGCAGAGGGTAGGACGAGCAATTTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAATTCAAATATCACAGGAATACTATTGCTACGTGATGGAGGCACAAACAATAACACAAGTAACGAAACA
TTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAGATTA
AGCCATTGGGAATAGCACCCACTAATGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG



AGCCATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>KU749417 
TTCTTTTGCAATACATCAAAACTGTTTAATAGCACATACTATCCTAATGGTACAGAAAGTTCAAATGGTACAG
AAGGTTCAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTACTGACACGT
GATGGAGGAGGTAATGGTAATGAAACAGAGAGTAATAGGACTGAGATATTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTCAGCCATTGGGAGTAGCACCCACTAA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCAT
T 
>KF986074 
TTCTTCTGTAACACATCAGAACTGTTTAACAGTACATGGAATAGAACTAGTACTAATAGTACTACATGGGATA
GTACTAGTACACCCAATGAGACAGAGGATATTACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAAAATCAGATGTTCATCAAATATTACAGGACTA
TTGTTGACGAGAGATGGTGATGCAAATAATACTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCAATAGGCTTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGGAAAGGGAGAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCCGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAAATTTATTGTCTGGCATAGTGC
AACAGCAAAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484490 
TTCTTCTGCAATACATCAGGACTGTTTAATAGTACATGGGAGAAAAATAATAATAATAGTAAATGGGAAAATA
ATAGTACCAGGGGGAATAATAATACACTTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGACTAATCAGATGTTCATCAAATATTACAGGACTA
TTGTTGACAAGAGATGGTGGTATAAATAGTACTAATGGTAATCAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACGATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAGGTACTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KX181917 
TTATCATTCAATACAAATAATTTATTTAATGACACAGTAATAAATGACACAACCACTGTCAATATCACTCTCC
CATGTCGAATAAAAAAAATACTAAACGTGAGGCAGGAAGTAGAAGGAGCAATGTATGCCAATCCCATTGGAGG
AAAGATAACCTGTACCTCTATTATTACAGGTATAGTATTAACAAGAGAAGGAGGTAATAATAGGGGTAATAAT
AATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTTGGAGTAGCACCCACCAAAGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN248591 
TTCTTTTGTAACACATCAGGACTGTTTAATGCATCAGAAAAAGTTAACGCATCAGAACAGGGAAATATCACAC
TCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGC
AGGAGATATTACATGTCACTCAAACATTACAGGGCTTTTATTAACAAGAGATGGTGGGAATAATATTACTAAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTACAAAATAGTAA
AAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAATAGG
TGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGCTAATTTGCTGAGAGCTATAGAGGCAC
AGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH742769 
TTCTTTTGCAATACATCAAAACTGTTTGATAGCACTTGGGCACACAATACTACCAGCGCAAACTACACAGGAT
TAAATAACACAGAATTAAATGACACTATGACTCTCCAATGCAAAATAAAGCAGTTTATAAACATGTGGCAGAA
AGTAGGGCAAGCAATGTATGCCCCTCCTATCCAAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTACTA
TTAACAAGAGATGGAGGAAATAATAGTAGTGACCAGGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGTGTAGCACCCACCCATGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTTTATTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACATATGTTGAGACTCACGGTCTGGGGCATT 
>KF561437 



TTCTCTTGTAATACATCAATACTGGTTGACAACACTTTTAACAACACTTCGAACGAGAGCAGCTCAGGACACA
CAGGGTGGTCAAATGAATCTCTAACTCTCCCATGCAGAATAAATCAAATTGTAAATATGTGGCAGAAGGTAGG
ACAAGCAATATATGCCCCTCCCATCAATGGAGTCATAAGGTGTGATTCAAATATTACAGGACTTCTATTCACA
AGGGATGGAGGGAACAGTAGGAATGGAGGGGACAGTGGTGGTGACAATGAGACCTTCAGGCCTGGAGGAGGAG
ATATGAGGGATAATTGGAGAAGTGTATTATATAGGTACAAGGTAGTAAAAATTGAACCGCTAGGTGTAGCACC
CACCCATGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCTTCCTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCTCAACAACACCTGTTGAAACTCACGGTCTG
GGGCATT 
>KX389633 
TTCTTTTGCAATACATCAGGGCTGTTTAATAGCACTTGGTATGAGAATGACACTGAAACAAATAACACGGGTT
CAGTAGAGGGCAATACAACTATAACTCTCCCATGTAGAATAAAACAGATTGTACGTATGTGGCAGAATGTAGG
ACAAGCAATGTATGCCCCTCCCATCCCCGGAGAAATAAGGTGTGACTCAAACATTACAGGACTACTATTAACA
AGAGATGGTGGGGCACCGAACAGGACTAATGATACCTTCAGGCCTACAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATCAGTATAAAGTAGTGGAGATTAGCCCTTTAGGAGTAGCACCCACCAGGGCAAGAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
ACAACTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>DQ085872 
TTATACTGTAATACAACACAGCTGTTCAATGGTACTTGGAATGGCAATGACACTTGGAATGATACTTGGAATA
GTACTAATGGTATTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAACTTAACTGTTCATCAAAGATTACAGGGCTGCTACTAACAAGAGAT
GGGGGTGGTAACGTGAATGGCACTGAGAATGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>AY536235 
TTCTTCTGCAATACAACAAGACTGTTTAATGACACAGGATTCAATGACACAAAATCCAATGACACTGACACTA
TCACGCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGCAAGTGGGAAGAGCAATGTATGCCGCTCC
CATTGCAGGAAAAATATCCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTACT
ACAGATGGTAATAATAATACTACTACTGAAATCTTCAGACCAGGGGGAGGAAATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGAA
ATTTGCTGATGGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MH078537 
TTCTTTTGCAATACATCAGCACTGTTTAATAGCACTTGGATTAACAGCACTCTGTATAAAAATCAAAATGATA
CAAATCAAACTATAATAATTCTCAGTTGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAAAGTAGGACAAGC
AATGTATGCCCCTCCCATCGAAGGAGACATAAAATGTAACTCAAGCATTACAGGACTACTACTAACAAGAGAT
GGAGGACATGGTAATAATACTGGTACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAGGTAGTAAAAATTGAACCACTAGGTGTGGCACCCACCCATGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCTCAACAACAGCTGTTGAGACTCACAGTCTGGGGCATT 
>AF411964 
TTCTTTTGCAATACATCAGGTCTGTTTAATAGCACTTGGGGTAAAAATGACACTAACAGAACAATTGGCACGG
GAACAAATGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCCCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTACTAACAAGAGAT
GGTGGGAATAATAACAGTAGTAACAATAACAATGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGATTTGGAGCTATGTTCCTCGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATAGAGGCTCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>AF442569 
TTCCATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATCACAATACCAACATGACAGAGTCAAATAGCA
CGGACAATATAACTCTCCCATGCAGAATAAAGCAAATTATAAGGATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAAAAATAGAGTGTGTATCAAACATTACAGGACTAATGTTAACAAGAGATGGTGGA
AAGGATAACAGTGAAAATGAAACCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAG



AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>KF716483 
TTCTTCTGCAACACCTCAGGACTATTTAACAGTACATGGACACGGGATGGGGGTAATAAGACATGGAATAGTA
ATAGTACAGAGAGTGATAATATTACAGATATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCA
GACAGTAGGAAGAGCAATGTATGCCCCTCCCATTGAAGGAGTAATAAAATGTACATCAAATATTACAGGATTA
TTGTTGATGAGAGATGGTGGTTTAAATAGTACTAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAGCCAATAGGTCTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCCGGAAGCACAATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAACTTTGTTGACTGGCATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN054263 
TTATATTGCAATACATCAGGCCTGTTTAACAGTACTTGGACTTGGACAAATGGCACGTTGTCAAATAACACGG
GGTCAAATGAAAATGAAACTATAACTCTTCAATGCAGAATAAGGCAAATCATAAGGATGTGGCAGAGAGTGGG
ACAAGCAATGTATGCTCCTCCCATCCAAGGAAAAATAGAGTGCAACTCAAGCATTACAGGAATTCTATTAACA
AGAGATGGTGGCCAGAACACCTCAGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAGAAATTGACCCAGTAGGAGTAGCACCAACCACGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAATTCCACTAGGAGCTGTCTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
GCTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGCATAGTGCAACAACAGA
GTAATCTGCTGAGGGCTATAGAGGCTCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>DQ886038 
TTATACTGCAATACATCCAACCTGTTCAATAGCAATGGGTTGATAAAAGGCACAAATGCCAACATTACCAACA
TGACTATCCCATGCAAAATAAAGCAAATTGTACGTATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
CCTCAGCGTAGTAATAATTTGTATATCAATCTTTACCGGGATAATATTAACAAGAGCTGGTGGGAATCATAAC
AAGACAAATGATACTGAGATCTTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCAACAAAGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCACTAGCGCTGACGGAACAGGCCAGAAAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATAGAGGCTCAACAGCATATGTTGAAGCTCACAGTCTGGGGCATT 
>DQ383753 
TTCTTCTGCAATACATCAGGACTGTTTAATAACACACTGCTTAATGACACATTGTTTAACAGCACAGACAATA
GCCCTATTACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAGAGCAATGTATGC
CGCTCCCATTGCAGGGAACATTACCTGTAGATCAAATATTACAGGTCTACTATTGACAAGGGATGGTGGTAAT
AAAAATAATACTAATGAGACTGACGAGATCTTCAGACCTGGGGGAGGAGACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCAACCAGGGCAAAAAGACAAGTGGT
GACGAGAGAAAAAAGAGCAGCAGGACTGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTAACAGTCTGGGGCATT 
>JN692437 
TTCTTTTGTAATACATCACAATTGTTTAATAGTACTTGGAATAATACTAATGATTGGAATAATACTAATGATA
GGAATAAGACTAACAAAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGG
AAAAGCAATGTATGCTCCTCCCATCAGAGGACTAATTAACTGTTCATCAAATATAACAGGGCTGCTATTAACA
AGAGATGGGGGCAGTGGGAACAAGACTAACAATAATACAGAGATCTTCAGACCTGTAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>JF804810 
TTCTTCTGCAATACATCAGGGCTGTTTAATGAAACAGTATCCAATGACACTATCATTCTCCCATGTCGAATAA
AACAAATTGTAAATCTGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCCCCCATTGAAGGAAACATTACTTG
TAATTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATATCAATAATCAGACTCAGACCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAC
TAGGAATAGCACCTTCCAAGGCAAAGCGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTT
GTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGGCGCTGACGGGACAGACCAGA
CAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGC
AACTCACAGTCTGGGGCATC 
>DQ017382 
TTCCTTTGTAACACTTCCAGATTATTTGATGAGAACGGGACTGTAAATGGGACTATTATTCTGCCCTGTAGAA
TAAAACAAATTGTAAATTTGTGGACAAGAGTAGGAAAAGGAATTTATGCACCACCAATTCGGGGAAATATTAC



CTGTAACTCCAGTATTACTGGACTAATTCTAGAAGTTAGTGGAAATAGTACAGTATATCCTTCAGGAGGAAAC
ATGGTTAATCTCTGGAGACAAGAGTTGTACAAGTACAAAGTAGTTAGCATAGAACCCATAGGAGTAGCACCAG
GTAAAGCTAAAAGACGCACAGTGAATAGAGAAAAGAGAGCAGCCTTTGGACTAGGTGCGCTGTTTCTTGGGTT
TCTTGGTGCAGCAGGGAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCCGGAACTTATTATCT
GGGATAGTGCAACAGCAGAATAATCTGTTGAGAGCAATAGAGGCGCAACAACAATTGTTGCAACTCTCAATCT
GGGGCATT 
>U36863 
TTCTTCTGTAATACAACACAACTGTTTAATAGTACTTGGAAAAATGATACTGAAGTGTCAAATAACACTAAAG
GAAATGACACATTCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAAAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACTAATTAGATGTCCATCAAACATTACAGGGATACTATTAACAAGAGATGGT
GGTAAGAATGGTAAGAATGGGACCAATGACACTGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCGTC 
>MH327757 
CTATACTGTAACTCAACACAACTGTTTAATTGGACTGAGACAAAACTGAATAATGACACCAATAATGACACCA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTGAAGGACCAATTAGCTGTTTATCAAATATTACAGGATTGCTATTAACAAGAGATGGTGGTATCAAT
AATGAAACTAATGGCACTGAGACCTTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTACAACAGCAGAGCAATCTGCTGA
GGGCTATTGAGGCGCAACAACACCAGTTGCAACTCACAGTCTGGGGTATC 
>MG197210 
TTCTTCTGTAATTCAACACAATTGTTTAATAGTACTTGGAATAGTACTTGGAATTTGAATGATAATAATACTG
GGGACAATGGAAATGACACTATCACACTCCCATGCAGAATAAAACAAGTCATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTATTGGTAAGAACAATACCGAGAACAATGATACCGAGATCTTCCGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGACATTCGGAGCTTTGCTCGTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTA
TAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGG
CGTT 
>KR861319 
TTCTCTTGCAACACATCACAACTGTTTAATGGTACACACTGGTTTAATACTAACAGTACAGGTAATGGTACAA
TCATACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAATATATGCCCCACC
TATCGCAGGAAACATAACATGTAACTCTACTATCACAGGACTACTATTGACACGTGATGGAGGATCACCAAAT
GAGACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTGGGAGTAGCGCCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGATCTTTGGTTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGTATT 
>KP411844 
TTCTTCTGCACCACAACACCACCCACTTGCACCGGCAGTAGTAGTACTGGCAACAGCAACGGCAACAGGGACA
ACAATAGCACTAGCACCATAACCATACCTTTCCGAATCAGGCTAAAGCAAATTATGTGGCAGAGGCTGGGACT
AGGACAGTCAATGTATGCCCCTCCCATTACAAGAATAATACGGTGTGAGTCAAACATTACAGGACTACTATTA
ACAAAAAATGGAAGGAGGGTTAATAATACAAATGAAACATTTAAGCCTGGAGGAGGAGATATGAGGGACAATT
GGAAAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGTGTGGCACCTACCCGTGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGCCCTCATTGGGTTCTTAGGAGCTGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATAAAGGCTCACAAACAGCTGTTGAAACTCACGATCTGGGGCAAATTA 
 


