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Sample set of 3725 env/asp overlapping regions fulfilling the following criteria: i) an asp anti-
sense frame not interrupted by premature stop codons; ii) delimited by an ATG initiator at 
canonical nucleotide positions (triplet CAT at the end of the sequence) and a stop codon at 
canonical nucleotide positions (triplet CTA at the beginning of the sequence). Definition of 
canonical nucleotide positions is reported in the Materials and Methods; 2.1 Assembly of a 
sample set of 3725 env/asp overlaps. All sequences belong to the group M of HIV-1 except for 
SIVcpzMB66 (NCBI acc. number DQ373063). The nucleotide sequence of each env/asp overlap 
is reported both in the alignment format with gaps and in the format without gaps. 
 
>K03455 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTTGGAGTACTGAAGGGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
GAAGGAAGTGACACAATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCCTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF725913 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACCTGGAGGAATGGAACCATGCAGGAGCCAAACAGCACAC
AG-----------------------------------------------------------------------
----------------------------
TTAAATGACACTATAACTCTCAAGTGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATACAGTGTAAATCAAAT---
ATTACAGGATTACTATTGACAAGAGATGGTGGTGCGGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------
GCAAGTGTACCTGAAATCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAGGT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCACTAATTGGA---CTAGGAGCT---
------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAGCC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>KY968401 
TTCTACTGTAATACAACACAGCTGTTTAATTTTAATAGTACTTGGAATAATAATGACACTGAAGGAAATTTCA
CTGAAGAT-----------------------------------------------------------------
----------------------------
AATAAAACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACACTAAC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATGGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY968403 



TTTTACTGTAATACATCAAAGCTGTTTAATAACACTTGGAATGGCACTGCATGGCCAAGCACTGAA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAAAGGTGTAATTAGCTGTTCATCAAAT---
ATCACAGGGCTGTTATTAACAAGAGATGGGGATAACAATAACGGG----------------------------
-------------------------------------------------------------------------
----------------
TCCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAGCCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTAAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AY037269 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTAAATGGCACTTTAAATAACACTGCAGGAAATG
AC-----------------------------------------------------------------------
----------------------------
AGTGACACAAGCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGAGTAATTAGCTGTGTATCAAAT---
ATTACAGGGCTGCTATTAGCAAGAGATGGTGGTGGGAACACGAGC----------------------------
-------------------------------------------------------------------------
----------
AGAGACAACGAAACCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KY968394 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGGCTTTGAATAGTACTAACACTACTGCTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAGAGCAA
TGTATGCCCCTCCTATCAAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGATAGTAATAGAACT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY968407 
TTCTACTGTAATTCATCAAAGCTGTTTAACAGTATTTGGTGGTCTAATAATACTAATACTACAGAGGGAATT-
-------------------------------------------------------------------------
----------------------------
GCAGGAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGTAAAGATAATGAAAATAGCAAT-------------------
-------------------------------------------------------------------------
----------
AATAGGACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAGATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383746 



TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGAATTCAACACAACTTAATCCTAATAGCTCTTTGA
GTACC--------------------------------------------------------------------
-------------------------
AATGATACTGCTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACACATTAGGTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAACGAGAGCGAG----------------------------
-------------------------------------------------------------------------
----------------
TCTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGCGAATTATATAAATATAAAGTAG
TAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KY968396 
TTCTACTGTAATACAACACAGCTATTTAATAGTACGTGGAACGAGACATGGGCAAATGACACAGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAACTGTACATCCAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAGGAATACAAGCGAG----------------------
-------------------------------------------------------------------------
-------------
CTCCTCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAACCATTA---GGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383748 
TTCTACTGTAATACAACAAAACTGTTTGATAATAGTACTTGGAATAACACTGAGGAGTCA-------------
-------------------------------------------------------------------------
----------------------------
AATAGCACTATATTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGACCGAGGAGAAG----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAA
AAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAAAGAGAGAGAAGAGCA---GTGGGA---ATAGGAGCC---------
CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ383751 
TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATGATACTAATATAAACAGAACTGAAGGGTTAA
ACAAC--------------------------------------------------------------------
-------------------------
ACAGGAAGTGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTAATGGTAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AACAAGACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCATGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KY968399 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGTACTTGGAATAGTACTAAAGGGGTAAATGGCA
CT-----------------------------------------------------------------------
----------------------------
GAAGAAAAGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAATGGACAAATTAGATGTTCATCAAAA---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTACTAACAGTACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---CTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY658686 
TTCTACTGTAATATATCACAACTGTTTAATAGTACTTGGAATCCAAATACTACAGAATCAGACAACACAAAT-
-------------------------------------------------------------------------
----------------------------
AACACTGAACTTATCATACTCCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCAAGGAAACATTACCTGTTCATCAAAT---
ATTACAGGGCTAGTATTAACAAGAGATGGTGGTGATAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
CTTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAGAAGAGCA---GTGGGAGCGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY658683 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATGCAAATAATACCCAAGGGTCAAATGGA----
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATTAGTTGTTCCTCAAAT---
ATCACAGGGCTGCTACTAACAAGGGATGGTGGTAGCAATAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAAAAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---CTAGGGATTGTGGGAGCT---------
GGGCTCCTTGGGTTCTTAGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078530 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTAATAGTAATTGGCATTCCAATAAGACTTGGGAGGGG----
-------------------------------------------------------------------------
----------------------------
CTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACACATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTAGTGGCAGCAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---ATAACG---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY658685 



TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAACAGTACTTGGAATTGGAACAGTACTACTGAGA
ACTCA--------------------------------------------------------------------
----------------------------
ACAAACTTTAACATAACAATTCCATGCAAAATAAAACAAATTGTAAACAGGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATCCAATGCACATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ATTAGTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078533 
TTCTACTGTAATTCAACACCATTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAATAGTAATATTGAAC
AGGTTAAT-----------------------------------------------------------------
-------------------GGA---
ACTGAACAGGATACTATCACACTCCACTGCAGAATAAAACAAATAGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAG---
ATTACGGGGCTACTGTTAGTAAGAGATGGGGGTAAAAACAACACA----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGGCCTACAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCAACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
ATGATCCTTGGTTTCTTGAGTACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY037268 
TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGAATGAGACTAATATTTGGAATGAGACTAATACA-
-------------------------------------------------------------------------
----------------------------
GATAATAGCACAATCACACTCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACACATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTATCAACACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGGGTAATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY037282 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGACTACTGAAGGGTTAAATAGCACTGAAGGAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACAAAAATAATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGACACTAACAGT-------------------------
-------------------------------------------------------------------------
----------
AGCAATACCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ952154 



TTCTACTGTAACACAACAAAATTGTTTAATAGTACTTGGAATAGTAATGCTCCTTGGAATAGTACTGAATGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCAGAAATGGTAACAGTAGC----------------------
-------------------------------------------------------------------------
-------
AACAACGGGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ676886 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGGTGCGAGATGGTAATACTTGGAGGGAGTCTAATA
GAACTAAT-----------------------------------------------------------------
-------------AGTAGT------
ACTTCAAGTGTTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAACAATACC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF042100 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATGATACTGGAGAGT
CAAATAAC-----------------------------------------------------------------
-------------------ACT---
GTAGGCAATGTCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAAGGGTAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACGGTCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCTAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATAGGAGCTGTG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTACTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042101 
TTTTACTGTAATTCAACACAACTGTTTAATGGTACTTGGAATGATACTGAAAGGTCATGGTCATATAACACTG
CA-----------------------------------------------------------------------
-------------------------
GAAAATAATGACACAATCACGCTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAC---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGCCCTGACAATAAA----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF538304 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAAGGTTAAATAACACTGAAAGA-
-------------------------------------------------------------------------
----------------------------
GATAATACTACAATCACACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACGAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATAGTGGTAGCGGGAACGGG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---TTAGGGGGACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF538306 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTACAGGGTCAAGTAACATGGAAGAGG
AT-----------------------------------------------------------------------
----------------------------
AGTCCAGAAAATATTACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGCTGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGCGAGACC-------------------------
-------------------------------------------------------------------------
----------
AAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAGAGAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGTGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042103 
TTCTACTGTGATTCAACACGACTGTTTAATAGTACTTGGATTAATGGTACTCGGAATGAAACTGAAGGC----
-------------------------------------------------------------------------
----------------------------
AATGGAAGCACTATCACACTCCCCTGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF042104 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATTTGGAAAAATGATACTTGGAATAATAGTACTTGGGATG
AC-----------------------------------------------------------------------
----------------------------
ACTGCAGGACATATCACACTTCCATGCAGAATAAAACACATTGTAAACATGTGGCAGGAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGATGCTACTAACAAGAGATGGTGGTAATAGCGATAACGCG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACCTTCAGACCTGGAGGCGGAGATATGAGGGACAATTGGAGATGTGAACTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGATC---
ATTTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042105 



TTCTACTGTAATACAACACCACTGTTTAATAGAACATGGGTTAATGGTACCTGGGATAATACTTGGGATAATA
CTACA--------------------------------------------------------------------
-------------------------
GACATTAACGGAAATATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTTTGAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTAAATTATATAAGTATAAAGTAG
TAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
ACTCTG---CTGAGG---GCTATTAAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF538302 
TTCTATTGTAATTCAACAGGATTGTTTAATAGTACCTGGAATAATAGTACCTGGAATGATACTGAAAAGTCAA
ATAGC--------------------------------------------------------------------
-------------------ACT---
GGAGGAAATGATACAATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTGTCAAGGAG----------------------------
-------------------------------------------------------------------------
----------------AACGAGACCTTCAGACCTGGAGGAGGC---GATATGAGG---
GACAATTGGAGAAGTGAATTATATAAAGTAGTACAAATTGAACCATTA---
GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY624305 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGAATAGTAATGGGACTTGGAATGGTGATAAGGAA-
-------------------------------------------------------------------------
----------------------------
ACTAAAGGAATTATCGTACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTCAAAGGAAAAATTGAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
GATAGCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN002002 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGAATTCAACACAACTGTTTAATAGTACTGGGGATG
ATACT--------------------------------------------------------------------
-------------------GGA---
GAGTCAAATAAAATAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACAGTGACACG-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN002009 



TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTATTTGGAAAGTTAATGATACTGAAG
AGTCAAAT-----------------------------------------------------------------
-------------AGCACT------
ACAGAAAATATTACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAGAATAACCAGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367406 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACATGGAATGATACTGAAAGTCCAAATAGCAAT-------
-------------------------------------------------------------------------
----------------------------
GACACCACAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAATAATCAAATGTTCATCAAGT---
ATTACAGGGCTGCTTCTAACAAGAGATGGTGGTAGAAGTAACAGCAATGAC----------------------
-------------------------------------------------------------------------
-------
ACTAATAACACTGAGATCTTCAGACCTGCAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---
------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367395 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGAATGGTCGGAATGAAAGTATCACAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCACTGCAAATTTCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATACTGGGAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653258 
TTCTACTGTAATACAATACAATTGTTCAACAGTACTTGGAATGAAAATGATACTGAGAATGACAATAGTACTG
AA-----------------------------------------------------------------------
-------------------------
GGATCAAATGACACTATCACACTCCAATGCAAAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGGAACATTACATGCTCATCACAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGCGAACAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGTT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCATTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485973 



TTCTACTGTAATTCAACACAGCTGTTTAATAATAGTACTTGG-------------------------------
-------------------------------------------------------------------------
-------------------AAT---
GAAACTGATAACATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACGCAAGC----------------------------
-------------------------------------------------------------------------
----------------
GCCGAGGTCTTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATCGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCACAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MN485981 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGCAGTCTAATGATACTTGGCAGAGTAATAGTGAG-
-------------------------------------------------------------------------
----------------------------
AATGATACTATCATCACGCTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTAGCGGACTCATTAACTGTACATCAAAC---
ATTACAGGGCTAATACTAACAAGAGATGGTGGTAATGTTAGCGAC----------------------------
-------------------------------------------------------------------------
-------------
AACCCTGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGGAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGA------GTGGGAGCACTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGAACA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485993 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAGTGGTAATGAGACTAAGACTGCAGAAAAC----
-------------------------------------------------------------------------
----------------------------
AATACAGAAACTATCACGCTCCCATGCAGAATAAAACAAATTGTGCGCCTGTGGCAGGAAGTAGGAACAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTCGGTGTTCATCAAAT---
ATTACAGGACTGTTATTGGTAAGAGATGGTGGTAATATCAATGGAACC-------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485996 
TTCTATTGTAATACAACGCAGCTGTTTAATAGTACTTGGAATAGTACTTTGGAAAATAGTACTAGGAATAAT-
-------------------------------------------------------------------------
----------------------------
ACAAATGCCACCATTACACTCCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTACAGGTAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485998 



TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAGTAGTAGCAATTGGACTGATAATAGCAATAACA
GCACACAA-----------------------------------------------------------------
-------------------------
GGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAAGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGATCCTGAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACTTTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486009 
TTCTATTGTAATACATCACAACTGTTTAATAGCACTTGGGGGGTTAATAGTACCAGGAATGGTACACTTGCTT
GGTGGGTTAAT--------------------------------------------------------------
-GGTACCAGGAATGATACA------
CTTGTAAATGATACTATCACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTAAATGCTCATCAAAC---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAAAACCAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACA------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486010 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGAGTTTAATGATACAAGTAAAACTTGGTACATCA
ACAATACAATT--------------------------------------------------------------
-------------AGCAAC------
AACACAAATAGCACAATCATACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAGAG
CAATATATGCCCCTCCCATCGAAGGACAAATTAGATGCGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGATGAATAACACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486013 
TTCTACTGTAATACAACAAAACTGTTT----------------------------------------------
-------------------------------------------------------------------------
----------ACTGAAAAC------
ATAAATAGCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTTGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAGGTGTTCATCAAAT---
ATCACAGGGCTACTATTAATGAGAGATGGTGGTAATAGTAGTGGT----------------------------
-------------------------------------------------------------------------
----------
AATGAGTCCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486014 



CTCTATTGTAATACATCACAGCTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATGAGACTGGAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AAAACAGAACTTATCATACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATTTCCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTAACCTCAACGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---TTTGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGAAAC---TTATTA---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN486022 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCCAATAATACTTGGAATAATACTGGAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAACATCACAATCACACTCCCCTGCAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACCAATTACCTGTAGATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGAGAGTAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AAGAACAATGAGACCTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---ATAGGA---TTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>DQ313249 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAACAACACTGGAGGA-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACGATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCACCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAATAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGCG------GGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACTA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>L07421 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGATACTACAGGAT
CA-----------------------------------------------------------------------
----------------------------
AATAAAGGAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACATATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGTGGTAAGAACGAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTGAAGATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGACTGATAGGAGCT------
---TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ313250 



TTCTACTGTAATACATCACAACTGTTTAATACTACTTGGAGTGATACTACTACTTGGAATAATACTAACAAC-
-------------------------------------------------------------------------
----------------------------
ACAAATGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCTCGCGAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ313253 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGCCTGTAGGGTCAAATACAAATGCCACAAATACC-
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAATACTCACGCTCCCATGCAAAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTAATAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AATACGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGACA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ313252 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGATACTTGGAATGATAATGAACAGTCAAATG
AC-----------------------------------------------------------------------
----------------------------
ACTGAAGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAAAATGATACCAATGAT----------------------
-------------------------------------------------------------------------
-------
ACCGAGACCATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU191616 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGCATGCAAATGGCACTGTAGAGTCAACT-------
-------------------------------------------------------------------------
----------------------------
ACCACTGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATAAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTAACGAGAGATGGGGGGGATAATAACACG----------------------------
-------------------------------------------------------------------------
----------
GACGAACCCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH746266 



TTTTACTGTAATTCAACACAGCTATTTAATAGTACTTGGCTATTTAATAGTACTTGGAATGATACCAATTGGA
AGGGTACC-----------------------------------------------------------------
-------------------------
GAAGGGAATGGTACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGACAAG
CAATGTATGCCCCTCCCATCAGCGGACTAATTAAATGTACATCAAAC---
ATTACAGGGCTATTACTAACAAGAGATGGTGGTAATAATGGAAGT----------------------------
-------------------------------------------------------------------------
----------
AGTAACAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH746265 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGATAGGAATAGTACTTGGAATGATCCTAAT----
-------------------------------------------------------------------------
----------------------------
AATAGCACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACTAATTAAATGCTCATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGTAATAATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCT---CTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH746264 
TTCTACTGTAATTCAACACAACTGTTTAATAGCAGTTGGAGTTGGAATGGTACTAATGGTAATTGGAGTACTG
AAGAGCTAAAT--------------------------------------------------------------
----------------------------
GGCACTGAAAATATTACACTCCCATGTAGAATAAAACAAATAATAAACATGTGGCAAACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGCATCAAAT---
ATTACAGGGATGATACTAATAAGAGATGGTGGAAATGATGGAGGA----------------------------
-------------------------------------------------------------------------
-------------
GCCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746261 
TTCTATTGTAATACATCAGAGTTGTTTAATAGCACTTGGAATGAGACTACTACAAATTTAACTGGTATA----
-------------------------------------------------------------------------
----------------------------
AATGACTCAACTATCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAACGGAAAAATTATGTGTAACTCAACT---
ATTACAGGACTGCTCTTAACAAGAGATGGTGGTAGTAATAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ACAGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAGGAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MH746254 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGGAATAATACCAGTGACAGTAAAGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACAATCCAATGCAGAATAAGACAAGTGATAAACATGTGGCAGGAAGTTGGCAAAGCAA
TGTATGCCCCTCCTATCAGAGGAAAAATTATCTGTTCATCAAAT---
ATCACAGGAATAATATTGACAAGAGATGGTGGTGAGAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AATAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ358809 
TTTTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGATAATAGTACTGGAGAGGCTACTAGTACCT
GGAATAGTACT--------------------------------------------------------------
----------GAAGAGCCA------
GAAAATAGCGCAATTATCATACTCCCATGCATAATACAACTCATCATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGAATAATTAGCTGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACAATAGCGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>DQ358810 
TTCTACTGCAATACATCACGGCTGTTTAATACTACTTGGAATACTACTACTTGGAACAGTACTGAGCTGGCTA
ATATTAGT-----------------------------------------------------------------
-------------GCTATT------
AACGATAATGAAACTATCACACTCCAGTGCAGGATAAAACAAATTATAAACATGTGGCAGGCGGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAAT---
ATAACAGGGCTGCTATTAACAAGGGATGGTGGTAATAATAGTATTAAGTGGAAC-------------------
-------------------------------------------------------------------------
-
CAGAGCACATCCGACTCCGAGGTCTTCAGACCCCTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN692435 
TTTTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCTGCATAATAACACTTGGAATGGTACTACAGGAT
CA-----------------------------------------------------------------------
-------------------------
AATAACAATGACACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACTAATTAGGTGTTCATCAAAT---
ATTACAGGGTTACTCTTAACAAGAGATGGTGGTCCGAACGTGACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTGACG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 



>JN692440 
TTCTACTGTGATACAACAAAGCTGTTTAATAGTACTTGGAATACTACTAGGAATACAACTAAAAGTGAAGAAG
AA-----------------------------------------------------------------------
----------------------------
GGAGATAGCACAATCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAACGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGGTGGTAACAGG----------------------------
-------------------------------------------------------------------------
----------
TCGAACGAGGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692443 
TTCTACTGTAATACAACAAAACTGTTCAATAGTAGTTGGCAGATTAATGGTACTGGTAGTGGAGAGCCAGATG
AT-----------------------------------------------------------------------
----------------------------
GAGAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCTCCTCCCATCAGAGGACTAATTAGATGTTCCTCAAAT---
ATTACAGGGCTGCTACTCACAAGAGATGGTGGTAATAGTAACACG----------------------------
-------------------------------------------------------------------------
----------
AGCAATAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692444 
TTCTATTGTAATACAACACGGCTGTTTAATAGTACTTGGCCTATTAATGATACAAATATGAATAATACAAATA
ACTCA--------------------------------------------------------------------
-------------------------
AATAGCACTAGAATTATCACACTCCAATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAATACTAGTAGAACT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAATAGTACAAATTAACCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGAGCGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692445 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTGATTGGGACAATGGTACTTGGAATGATACTAAC-------
-------------------------------------------------------------------------
----------------------------
AAGGGAGAAAATATCACAATCCCATGCAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTGACAAGAGATGGTGGCCTTAACACTAGCGAG-------------------------
-------------------------------------------------------------------------
-------
ACTAACAGGACCGAAATCTTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>JN692447 
TTCTATTGTAACACAACACAATTGTTTAATTGGGATGATAATAGTACTTGG----------------------
-------------------------------------------------------------------------
----------------------------
ACAGAGGGCAAAATCATACTCCCATGCAGAATAAAACAAATAGTAAACAGGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGATCAATTAACTGTACATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGGAACCAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAGTTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCTTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
GTGTTCCTTGGGTTCCTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF637056 
TTCTACTGTAATACAACAAGGCTGTTTAATGGCACTTGGGATGGTACTAAATGGAATAATACTGTATGG----
-------------------------------------------------------------------------
----------------------------
GGAAATAACACGCTTATACTTCCATGCAGAATAAAACAAATTATAAATAAGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGTAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AAGTCTGAAATTTTCAGACCAGGAGGAGGATATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATCGAGCCATTA---GGAATAGCACCCAACAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGGGCA---GTGGGG---ACCGATAGG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637054 
TTCTACTGTGATACAGCGAAGCTGTTCAATAGCACGTGGATTTGGAATAGTACTCGGAATGATTCTAGCACTA
AT-----------------------------------------------------------------------
----------------------------
GAAACCAGCATAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTGAATGTTCCTCCAAT---
ATTACAGGGTTGCTATTAACCAGAGATGGTGGTAACAGTAGTAAC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>EF637051 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGGTTAAATAGTAATGGCACAAATAGTAATGGCA
CAAAT--------------------------------------------------------------------
-------------------------
AGTAATGGCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGGGGAAATATTAGCTGTACATCAAAT---
ATCACAGGGATACTATTAACAAGGGATGGTGGTACCAACCAGACC----------------------------
-------------------------------------------------------------------------
----------
AGTGAAACCGAAACCTTCAGACCTGGAGGGGGCGATATGAGGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>EF637050 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTATTCTAATGGTACTTTGAATGATACTGGTACTT
GGAATGGT-----------------------------------------------------------------
-------------ACTGAG------
GGGTTAAATGACACTATCACACTCCCATGCAAAATAAAACAATTTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGAAAGTGAACGGGTCT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGGGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGGACCCACCAGAGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGATG---GCTATTGAAGCGCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATC 
>EF637048 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGGTTAATGGTGCTTGGATTAATGGTACTTGGTCC-
-------------------------------------------------------------------------
----------------------------
AATAATACTAATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAATGAGAGATGGTGGTAAGGACAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ATTTCCGAAATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGAGTATGTTGCAACTCACCGTCTGGGGCATC 
>EF637047 
TTTTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACTTGGAATGGTACTGGGCCTGAAATGGTAAATA
ACAAC--------------------------------------------------------------------
-------------------ACA---
GAAAACACAACAGAAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTACATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTAATGTAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGATATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAA---GTGGGAACATTCGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637046 
TTCTACTGTAATACAACACCGCTGTTTAATAATAGTAAGTGGGTGAATGGTGGGTGGAATAGTACTATG----
-------------------------------------------------------------------------
----------------------------
AAGAATGGAACTATCACCCTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCACAA---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTATTAACCAGACC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAAACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 



>JN692450 
TTCTACTGCAATACAACAGATCTGTTTAATAGTGCTTGGGATTCTACAAATGATACTGACAATCTTACAGATG
ATACTGGC-----------------------------------------------------------------
-------------ATGGGA------
GGAGATGGTTCAGTTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAAATGGTAATAAC-------------------------
-------------------------------------------------------------------------
-------
ACAAACGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGAGTACACCCACCAAGGCAAAGAGGAGAACGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN692451 
TTCTACTGTAATACAACACCACTGTTTAATAGCACATGGCATGATAATAATAATGTAAGCATATGGCATGTTA
ATAGAACTGTA--------------------------------------------------------------
-AATAGTACTGAAGGG---------
TTAAAGGGAGAAAATATCACACTCCAATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATAACCCTCCCATTAGGGGCTTAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAATGAGAGATGGTGGTGGTCCTAACAAC----------------------------
-------------------------------------------------------------------------
----------
CGTACTAACGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAGCCATTA---GGACTAGCACCCACAAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGTGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATT 
>JN692452 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGGGCCTAATGGTACTTGGCTGTCAAATAGTACTG
AGAATAGG-----------------------------------------------------------------
-------------GCTAAT------
GGGTCTAATGACATTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCACAT---
ATAACAGGACTGCTATTAACAAGAGATGGTGGAAATAGTAATAGAACAAAC----------------------
-------------------------------------------------------------------------
-------
GGGTCCGAAACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---ATAACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>JN692453 
TTCTATTGTAATTCATCACAGCTGTTTAATAGCACTTGGAATAATACCAATTGGAATGATACTAATATACAGG
CA-----------------------------------------------------------------------
-------------------------
AATGACACTGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAGCGGAATAATTAAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACAAGAATGGGACG-------------------------
-------------------------------------------------------------------------
----------
GAAAGGAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTCACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATT 



>JN692457 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATATTAATGGTACTTGGAATGACACTAAA----
-------------------------------------------------------------------------
----------------------------
GGTAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGTGGATGGATCAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACCAAAGCGGG----------------------------
-------------------------------------------------------------------------
----------
CCCGACTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGAA---CTAACA---CTAGGAGCG------
---TTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ195090 
TTCTACTGTAATACAACACAACTATTTAATTTCACTTGGAATGGTACTGAGATTGGAAATAATAGTACT----
-------------------------------------------------------------------------
----------------------------
AAAGAAAAAAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATACATTAAATGTGTATCAAAT---
ATTACAGGGCTGCTATTAGCAAGAGATGGTGGTAATACTAGTGAAAAT-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTTAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCTTGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAA---GCCAGGCTA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692459 
TTCTACTGTAATACAACACAGCTATTTAAGGATACTTGGAATGGCACTTGGATTGATAATATTTGGAAGGAGA
ATGATACT-----------------------------------------------------------------
-------------GAAAAG------
ACAGATAACACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGACGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGGGGTGACAGCAACTTGAATAAGACC------
TCGAATGGGACCTGCTTGAAGGGGACC----------------------------------------------
-----------------
TGCTCGAATGAGACTGAGACCTTTAGACCTGTAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGG---
GCTATTAAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692460 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAAATAATGGTACTAGGAATGATACTAACTCTA
CAAGT--------------------------------------------------------------------
-------------------GAT---
AATAGCCCAAAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGGGAAGAG
CAGTATATGCCCCTCCCATCAAAGGAATAATTAGCTGTTCATCCAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAGCGGTGGGAACGACACC----------------------
-------------------------------------------------------------------------
-------
GGAAACGCCACCGAGGTCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATGGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---



ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692463 
TTCTACTGTAATACGACACAACTGTTTAATAGTACTTGGGGTATGGATGACAAGGATGTGAATGGTACTACA-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCATACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGGCAATAAAAAC----------------------------
-------------------------------------------------------------------------
----------
AGAAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692467 
TTCTACTGTAATTCAACACAACTGTTTGATACTTGGAATGATACTACCCATGGA-------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAATTGTGTATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTAACACGAATGACCAG-------------------------
-------------------------------------------------------------------------
----------
AACGGGTCCGAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692475 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAAGTTTAATGGTACCTGGAGTATGTCCAATGGGA
AT-----------------------------------------------------------------------
-------------------------
AGTACTGAAAAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAAGTGGCAAGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGCGGAATAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTGATAAT----------------------------------
-------------------------------------------------------------------------
-------------
TCGACAGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAGGATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>FJ195091 
TTCTACTGTGATACAACTAGGCTGTTTAATAATGAAACACAG-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCACACTCCCATGCAAAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAATCAATGT
ATGCCCCTCCCATCAGAGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAGTACCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCATTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGGGCA---GTGGGAACGTTTGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ195088 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGGAGTTTAATAGTACTACGCAGTTGAATATT----
-------------------------------------------------------------------------
----------------------------
ACAGGTAAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGGAGGACAAATTAGCTGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAAATGATGGTAACAAT-------------------------
-------------------------------------------------------------------------
----------
ACTGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ195089 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTATTTGGAAGCATAATAGTACTACTAATATTAAAGGAAATT
CC-----------------------------------------------------------------------
-------------------------
ACTAGTAATGACACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTAAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACCAACAATAGTGAA----------------------
-------------------------------------------------------------------------
-------
GCCAACAGCAGTGAAACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692479 
TTCTACTGTGATTCAACACAGTTGTTTAATAGTACTTGGCATAATACTACAGACAATAATACTACA-------
-------------------------------------------------------------------------
----------------------------
GACAATAGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGCTGTACATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAGAAAGCAATGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----------------
----------------------CAAAAAGAGAAAAGAGCA---GTGACG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAT---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ377443 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATATTGATGGTACTTGGAATGATACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAAGCAAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGATGGCAAGAAGTAGGGAAGGCAA
TGTATGCCCCTCCCATCCCAGGACAAATTACATGTAGATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGCGGCAAAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGCCTTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---



ACAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ377487 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACCTGGACCCAGGTAAACGGTACTACAGTTAGGAATGGTA
CAAATAGC-----------------------------------------------------------------
-------------ACTGCT------
AACACAAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACACGTGGCAGGCAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAGCTGTAACTCAAGT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTGGTGTCAATGTC-------------------------
-------------------------------------------------------------------------
-------
ACGAACGACACCGAAATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN687739 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGACTTGGAATGATACACAGCTGTTGAATGATACTG
GAGAG--------------------------------------------------------------------
-------------------------
CCAGACAATGAAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACATATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCAGTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680907 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAACCGGACTATAGGGTCGAATGACACTAAAGAG-------
-------------------------------------------------------------------------
----------------------------
AATGACACAGACATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAGGGAAAAATTGAATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGAGGTGATAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KU749389 
TTCTACTGTAACACAACAAAACTGTTTAATAGTAGTTGGCCTCTTAATGGTTCAGCAAATATAACT-------
-------------------------------------------------------------------------
----------------------------
GCAGAAGACCCTATCAGACTCCCATGCAGAATTAGACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAGTAAGAGATGGTGGTAATGGTGGTAATGAC-------------------------
-------------------------------------------------------------------------
-------
ACAAACACGACCGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---TTCGGAGCG---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427690 
TTCTACTGTAATACCACAACGCTATTTAATAGTACGTGGAATAAGAATGATACTAGGAATGATACTACT----
-------------------------------------------------------------------------
----------------------------
AGGAATGATACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCCCAGGACAAATTAAATGCTCATCCAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAACAGTACCGAG----------------------------
-------------------------------------------------------------------------
----------------
AGTGAAACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAGATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------------
----------------------AGGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427688 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTGAGAATGGTAATGACACCAATAGTACTGGGCAA----
-------------------------------------------------------------------------
----------------------------
TCTAACAGTACCATCACACTCCAATGCAGAATAAAACAAATTATTAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAACACAACTGAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCAACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAAGAATTGAACCAATA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427686 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGATGGAAATAGTACTGAAAACAATAACACAGGA-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAATACATGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGAAAGATTAATTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-------
TCCAATGAGAGTGAGACCTTCAGACCCACAGGAGGAAATATGATGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCCTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCT---GTGGGAGCAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427685 
TTCTACTGTAATACAACACAACTGTTTAACAGGACCTGGAATGAGACTACCTTGAATGGTACTAACCTTAATG
TAACT--------------------------------------------------------------------
----------------------------
TCCAATGAAAATATCACAATTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGGTGCTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGCGGAGAGAACAGG----------------------------
-------------------------------------------------------------------------
-------------
TCCAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAATAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>KT427683 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGTTGGTTAATGGCACCAGCAATACAGAT-------
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACAATCGAACTTCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTGCTATTAATAAGAGATGGCGGTAATGGGTCTGGG----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTG---GGAGTAGCGCCTTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTGGGAACACTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427682 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGGACACAGCTGTTTAATAGTACTTGGAATG
GGACGGAATCA---TCA------GAT-----------------------------------------------
-------------------------
AACTCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTAGCGACAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AATGGCACCGAAACCTTCAGGCCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427680 
TTCTACTGTAAGACAACAAACCTATTTAATAGTAGTTGGTCAAAGAATAATAGTATTTGGTCAAAGGATAATA
CTGAGTCA-----------------------------------------------------------------
-------------------------
GATAATAATGATACCATCACACTCCAGTGTAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAGTAATTAACTGTGTATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGCAACGATGATAATAACGCCACC-------------------
-------------------------------------------------------------------------
-------
AAGAACGGGCCTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAAAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGATCTGGGGCATC 
>KT427675 
TTCTATTGTAATACAACACAACTATTTAATAGTACCTGGGTCTGGAATGCTACTAGGAATGATACTGGAGGAC
TAAATAAC-----------------------------------------------------------------
----------------------------------------
ATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTC
CCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTACTATTAACAAGAGATGGTGATAATGGGACTAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGGAGCGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427671 
TTCTACTGTAATACAACACCATTATTTAATAAGACTTGGAATGGTACATCGACAGGGGACTGGGAAAAT----
-------------------------------------------------------------------------
----------------------------
GCCACAGGAAGTATCACACTCCATTGCAGGATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAGATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGTCTAATAATGGGACT-------------------------
-------------------------------------------------------------------------
-------
AAAAATGACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTAACG---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAT---GCTATTGAGGCGCAACAGCGTCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427745 
TTCTACTGTAATACATCAAGGCTGTTTAATAGTGCTTGGCTGAATAATGGTACTAGGAATGGTACTAACTCTA
ATTCA--------------------------------------------------------------------
----------------------------
ACAGATAATAAGATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAACAATTAGATGTTCATCCAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAGTGGTGGGAACGACACCGGG-------------------
-------------------------------------------------------------------------
----------
AACGCCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGGGGACTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGAATA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849788 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGCATAATAATGGTACT-------------------
-------------------------------------------------------------------------
-AGGCCTAATAGTACT---------
TGGTCAAATAACACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACCTGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGATATATTAATTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTAGT----------------------------------------
-----------------------------------------------------------------
ATCAGCAGTAGCAGTAAT---
AACACTGAAGTCTTTAGGCCTAGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCAACCAAGGCAAAGAGGAGAACGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
CTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427740 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGGATGATTGGAATAAAAGTA
AT-----------------------------------------------------------------------
----------------------------
GATACAAGTAATATCACACTCCCATGCAGAATAAGACAAATTGTAAATAAGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGATGCTATTGACAAGAGATGGGGGTAGTAAAAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGAGCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAATAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---



ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>KT427739 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAAATAATGGTACTAGGAATGATACTAACTCTA
CAAGTGAT-----------------------------------------------------------------
----------------------------
ACTAACTCTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGGGGAAAGCAA
TATATGCCCCTCCCATCAGAGGAATGATTAGCTGTTCATCCAAC---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGCAGCGGTGGGAACGCCACCGGG-------------------
-------------------------------------------------------------------------
----------
AACGCCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCACAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>KT427738 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGCAAAGTAATGGTACCTGGAATAATAGTAATAATA
AA-----------------------------------------------------------------------
----------------------------
GAGAATGACACATACACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAGGAACGAAAGT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACACCACATGTTGCAACTCACAGTCTGGGGCATT 
>KT427735 
TTCTACTGTAATACAGCACAGTTGTTTAATTCTGATTGGAATTCTACTTGGACTTGGAGTGATAATACAAATA
ATACTGGGTTT--------------------------------------------------------------
----------------------------
GAAAACAAAACTATCACACTCCTGTGTAGAATAAAACAAATCATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTACGCCCCTCCAATCCAAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGCAACAATACCGGT----------------------------
-------------------------------------------------------------------------
----------
AACGATACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427734 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATAATGGTACTGAAAAG----------------
-------------------------------------------------------------------------
----------------------------
ACCAATGGCACAATAACACTCCCATGCAGAATAAAACAAATTGTGAACAAGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAACAATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGCCAGAACGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGGATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACGGTCTGGGGCATT 
>KT427733 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGGGTCTAATGGTACTTGGAAGGGTACAAATGAC-
-------------------------------------------------------------------------
----------------------------
AGTAATAGTAATATCACAATACAATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTCAAAGGACCAATCAAATGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTAGTAGTAGTAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCG---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849803 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACCTGGTATGGGAATGAG----------------------
-------------------------------------------------------------------------
-ACTGCAGAGGCAAAT---------
AGTACAAATACTAATATCACACTCCCATGTAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATAAGATGTTCATCAAAT---
ATTACAGGGATACTACTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
GATAACAATACCGAGATCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAGCCATTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---ATAACA---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427730 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGTGGGGAATAGTACTATAAATGATACTGCC----
-------------------------------------------------------------------------
----------------------------
AAGACAGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACCAATTAACTGTTCATCAAAT---
ATTACAGGGATACTATTACTAAGAGATGGTGGTGTTAATACCACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427728 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACGTGGCCGTGGCCGCATAACAGTACTATAAATAGGACTG
AAGAG--------------------------------------------------------------------
-------------------------
TCAGATAATAGCACAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAATAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAAATGTTGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AAGACCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGAACGCTGGGAGCT------



---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427727 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATGATACTTTGGATACCAGGTTCAATATG-
-------------------------------------------------------------------------
----------------------------
ACAGATGATAATATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAGTGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAATAGTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAA---ATAACAACACTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427725 
TTCTACTGCAATACATCCAGACTGTTTAATAGTACATGGAATAGCACTGAACTGGAGGAGAGGAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGATAAAATTATCACACTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAGCTTAACTGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGCCAAGGGAACGAG----------------------------
-------------------------------------------------------------------------
----------
ACCAATAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCC---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427724 
TTCTACTGTAATACAACACAACTGTTTACAACACAACTGTTTAATAGGACATGGGAGTTTAATAGTACTGGAC
CAAAT--------------------------------------------------------------------
----------------------------
GCTACAGGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGATATATTAACTGTTCATCAAAT---
ATTACAGGACTCCTATTAATAAGAGATGGGGGCAATGAAACCGAT----------------------------
-------------------------------------------------------------------------
-------------
GGGAGCGAGACCTTTAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGCGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCC---ATAACA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGATTA---TTATTA---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427723 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGATACATAATGGTACTCGGCTAAATAATGGTACT-
-------------------------------------------------------------------------
----------------------------
AGGAATGGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCCAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGGAATGACACC-------------------------
-------------------------------------------------------------------------
-------
GACAACTCCACCGAGGTCTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCAACAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---



------CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTCACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427720 
TTCTATTGTAATACAACAAAGCTATTTAATGATACATGGTTGAATGAAAATGAAACT----------------
-------------------------------------------------------------------------
----------------------------
AGCACTAGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTTCAGGAGCCACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGTGGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGACTGGCACCCACCAAGTCAAGGAGAGTAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427716 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTACGTGGAACTCTACTACAAAGATAAATACT----------
-------------------------------------------------------------------------
----------------------------
ACAAGGTCAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAAGAAAAGCAA
TGTATAACCCTCCCATCAAAGGAAGAATTAAGTGTTTATCAAAT---
ATTACAGAGATACTATTAACAAGAGATAGTAGTAGTAACAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTAAGCCATTA---AGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849767 
TTCTACTGTAATACAACACAACTGTTTAATAGCAGGTGGAATATGACTGCTAAT-------------------
-----------------------------------------------------------------------
TGGACTATGAATGTTACT---------
ACAGGGACAGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATCAAATGCTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTAGT----------------------------------------
-------------------------------------------------------------------------
-
AACCAGACTAATGGGACAGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAGAAGAGCA---ATAACA---
ATGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427847 
TTCTACTGTAATACAACACAGCTGTTTAATAATGCTTGGAGTGAGACTGAGCTGTTTAATAGTACTGAGAATG
AT-----------------------------------------------------------------------
----------------------------
GCAAACAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTTGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGGTGTGTATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACAATTCTTCT----------------------------
-------------------------------------------------------------------------
----
GAAACCAATTCTTCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----



----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGGACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAA---GCTAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427853 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGATGGGGAATGATACCATATCAAATACTACAGGA-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGCGGACAGATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAACACCACC----------------------------
-------------------------------------------------------------------------
----------------
ATCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCAGTA---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAGAAGAGCA---GTAACG---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTATGGGGCATC 
>KT427709 
TTCTATTGTAATACAACAGACCTGTTTAATAGTGCTTGGCTGTCTAACAGTACTGGGAATGAGACT-------
-------------------------------------------------------------------------
----------------------------
GGACAGTCAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCCCCCATCCAAGGACAAATTAGGTGTTCATCAAAT---
GTTACAGGGCTAATATTAGTAAGAGATGGTGGTGACAATACCAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAATATAAAG
TAGTAAAAATTGAGCCAGTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAAAAAAAAGAGCG---GTGGGAACGCTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427702 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGGTTAATGGTACTTGGAATGATACTAGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGTAATAACGGGACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---ATAGGA---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427700 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGCCTTTGAATGATACTACTTTGAATGATACTACAG
GG-----------------------------------------------------------------------
----------------------------
TCAGATAAAAATATCACTCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGTCTATTATTAACAAGAGATGGTGGTAATGTCAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAATATA



AAGTAGTGAAAATTGAGCCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---ATAACAGGGCTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427699 
TTCTACTGTAATACAAACCGACTGTTTAACATAAATGAAACTACTCTAAATAAAACTATAAATGAAACTAGA-
-------------------------------------------------------------------------
----------------------------
GTCAATGAGACAATCACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAACGGACAAATTAATTGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAAACTAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATGATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCTACCAAGGCCAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427692 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAACTAATAGTACTAGGAATAGTACTAACCAA-
-------------------------------------------------------------------------
----------------------------
GGCAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGAGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCCAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTAGTAAGAACGGCACC-------------------------
-------------------------------------------------------------------------
-------
GACAACTCCACCGAGGTCTTCAGACCTAGAAGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---AGAATAGCACCCAACAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGAACA---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427792 
TTCTACTGCAGTACAACAAAGCTGTTTAATAGTACTTGGTCTGAGAATAATACCGCAGAGAATAATACCGCAG
GG-----------------------------------------------------------------------
----------------------------
GTAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATCATAAACAGATGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGATATATTAACTGTTCAGCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGCAATAATAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
CCCAACGAGACTTTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAGG
TAGTCCAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAAAGAAAAAAGAGCA---GTGACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427791 
TTCTACTGTAATACAACACAGCTATTTAATAGTACCTGGTATGCTAATGGTACTACTGAAAATAGTACT----
-------------------------------------------------------------------------
----------------------------
GGAAACGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAGAGCAA
TGTATGCCCCTCCTATCAAGGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAAACGACACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427787 
TTCTACTGTGACACAGCAGAACTGTTTAATAGTACTTGGAATAATACTGAAGAGGCAGATAACATGGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGATACCATCATACTCCCATGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACATATTAATTGCTTATCAAAT---
ATTACAGGGCTACTATTAATGAGAGATGGTGGTAATAACGTGAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAACCATTA---GGAATAGCACCCACTAAAGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427786 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGCCCGCTGGGGACACTTGGAATGATACTGAA----
-------------------------------------------------------------------------
----------------------------
AACACAGCCAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGCAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGATAATGCTACA-------------------------
-------------------------------------------------------------------------
-------------
AGGAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTAGGAGCT---------
ACGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427784 
TTTTACTGTAATACAACAAAGCTGTTTAATAGTAGGTGGAATATTAGTGGAGAGTCAAATAACACA-------
-------------------------------------------------------------------------
----------------------------
GAAGGAGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAGCGGATATATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATGGAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCAGGAGGAGGAGACATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427781 
TTCTACTGTAATACAACACAGCTGTTTAATAGTATTTGGCCTTGGAATGATACTGATTCAAATAGTACTAAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAGCAATATCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATCAGGTGTACATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTTCTGAGGACAACACT-------------------------
-------------------------------------------------------------------------
----------
TCTATATCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTACAAGTTGAGCCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTAACA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427656 
TTCTACTGTAATTCATCACAGCTGTTTAATAGTACTTGGTATACTAATGGTACTTGGAATGCTAATGGCACTG
AAAAAAAT-----------------------------------------------------------------
----------------------------
TTCAATGACACCATTACGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGACATAGGAAGAGCAA
TATATGCTCCTCCCATCAGAGGATACATTAATTGTTCATCAAAT---
ATTACAGGAATGATATTAACAAGAGATGGGAGTGACAATGACTCT----------------------------
-------------------------------------------------------------------------
-------------
AGTCCTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGTTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCCGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>KT427650 
TTCTACTGTAATACATCACAGTTGTTTAACAGTACCTGGAGTCTTAACAGTACTTGGAATGGTACTAATACT-
-------------------------------------------------------------------------
----------------------------
AACAATGGCACTATCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAGATCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAATTGTTTGTCAAAT---
ATTACAGGGCTCCTGTTAACAAGAGATGGTAGTAATGGGTCCGAT----------------------------
-------------------------------------------------------------------------
----------------
CCCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAAAATCGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGGA---GTAACA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACG---GCAGGAAGCACTATG---GGCGCAGCGGCC---
ACGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ849811 
TTCTACTGTAATACAACAGAACTATTTAATTCCACTTGGAATGGTACTGCTGGT-------------------
-----------------------------------------------------------------------
GAGAACAATAGTACTAGT---------
ACTGAGGGAGGAAACATCACACTCCCATGTAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAT
CAATGTATGCCCCTCCCATCAGTGGATACATCAAGTGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
ATTACTAATGAAACTAAC---
CACAACGAGACTTTTAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGGCTA---CTCTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849825 
TTCTATTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTACTGCTGGAAATTGGACT----------
-----------------------------------------------------GGAAAT---
TGGACTGTGACTAAAGGGCCA---------------
AGTGGTACTGATATTATCATACTCCCATGCAGAATGAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGTGGAAGAATTAGCTGTTTATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AATAACAAGAACAGGAAC---
CGGACCGACAATTTCAGACCTGAAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATACAAAG



TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATGGGAACACTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427775 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGAATAGTACTTGGAATGATAATGAGACAAAAT
CA-----------------------------------------------------------------------
----------------------------
GACAATAGCACTATCACTCTTCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGCAATACCAGTAAT----------------------------
-------------------------------------------------------------------------
----------
GGCCACAGTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCTTTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427769 
TTTTACTGTAATACAACAAAGCTGTTTAATAGGACTTGGATTAGAAATGGGGGATTTTGGAATACTACTGAAG
AG-----------------------------------------------------------------------
-------------------------
GAAAATAACACTGAAATCACACTCCCATGCAAAATAAAGCAAATCATAAACAGGTGGCAGGAAGTAGGAAAAT
CGATATATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAACAATACTACT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTTAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427767 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATAGTACATGGACTACTGCAGAGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
GAAGGAAGTGACTCAATCACCCTCCCATGCAGAATAAAGCAAGTAGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACGAATTAACTGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGGGAGTGAA----------------------------
-------------------------------------------------------------------------
-------------
CCTATAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATAGAACCATTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTGACA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427764 
TTCTACTGTAATACATCACAGCTGTTTAACAGTACTTGGATTAATGATACTAATACAGAA-------------
-------------------------------------------------------------------------
----------------------------
AATAACACCCATATCACCCTCCCATGCAGAATAAGACAAATCATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGTCAATGGTACC----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCG---GTGGGAGCACTAGGAGCT------
---ATGTTCCTTGGATTCTTGGGCACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATC 
>KT427761 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAAAATAATAATGTTAGTTGGAATGTTGCGGCT-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCACACTCCCATGTAGAATCAAACAAATTATAAACCTGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGTTATTAATAAGAGATGGTGGTATTAACAACCAGACC-------------------------
-------------------------------------------------------------------------
----------
AAGGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427757 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGCCTGAGAATAATATTAGTACTACAGGGGTAAAT-
-------------------------------------------------------------------------
----------------------------
GTAAGTGATACTATCACAATTCCATGCAGAATAAAACAATTCATAAACAGGTGGCAGGCAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGATATATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACAGCTCC----------------------------
-------------------------------------------------------------------------
-------------
TTAAATGAGACTTTCAGACCTGAAGGGGGAAATATAAAGGACAATTGGAGAAGTGAGTTATATAAATATAAGG
TAGTCCAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427756 
TTCTACTGCAATACATCAAATCTGTTTAATAAGTCTTGGACTAATAGTTCTTGGTCTGGTAATGAAGGGTCAA
ATAAC--------------------------------------------------------------------
-------------------AAT---
ACAGAAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCCGAGGAACAATTAAATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGCAATAACAGCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTATTCCTTGGGTTCTTGTCGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KT427755 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACGTGGAACAGTGGGAATTTAGCAGTAGATAATAGTACTG
AT-----------------------------------------------------------------------
----------------------------
GATAATGGGACTATCATACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTCGAGGAATAATTAAATGTTTATCAAAT---
ATCACAGGGATAATTTTAACAAGAGATGGTGGTAATAACAATAATAGCAACGAG-------------------
-------------------------------------------------------------------------
-------------
ACCACCGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTGAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACG---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAAAAGGGCGACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT427754 
TTCTACTGTAATACATCACAGCTGTTTAACAGTACTTGGCCTTGGAACAGTGCTGGGAATGAGAGT-------
-------------------------------------------------------------------------
----------------------------
GATAGTACTAATATCACACTCCCATGCAGAATAAGACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATACCAACCAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACGGAGATCTTTAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427750 
TTTTACTGTAATACAACACTGCTATTTAACAGAACTTGGAAGTTTAATGGCACTTGGAATAGTGTGAAGAATA
GTACTGGA-----------------------------------------------------------------
----------------------------
GAGTCAAACAATATTACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAACTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGCGAATAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCGGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427830 
TTCTACTGTGATACAACTAAACTGTTTAACAGTACTTGGAATAATAGCATTGATACTTGGGAGAATAGCACT-
-------------------------------------------------------------------------
----------------------------
AATACTGGGAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAAC---
ATTACAGGGCTGCTACTAGTGAGAGATGGTGGTACAAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AACAGCTCCGAGATTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAGGTATA
AAGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427829 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATAATAATGGTAGTACTTGGTATACTAATGATA
GTATTTGG---------------------------------------------------------------
TATACTAATGGTACTGAA---------
GAACTAAATGACACTATCACCCTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTACAACTCACAGTCTGGGGCATC 
>KT427824 
TTCTACTGTAACACAACACCACTGTTTAATAGTAGTTGGCAGAAAAATAATGGAACTTGGAGTACCAATATTA
CTGGAAAT---------------------------------------------------------
TGGAGTACTGATACTACTGGG------------
AATAATAGCACTAATATCACACTCCAATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACCAATTAAATGTGAATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGAGGAGATGGGGGTAATAAA----------------------
--------------------------------------------------------------------
AGTAATGACCATAAC---
AAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849790 
TTCTACTGCAATACAACAAAGCTGTTTAGTAATTTTAATAGTACTTGG-------------------------
-------------------------------------------------------------------------
-------AATAATACTGAA------
GGGTCAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATA-------------------------------------
--------------------------------------------------------
AGGAATGAGTCTGGAGGAAAT---------
GAGTCTGAGACCTTCAGACCTGCAGGAGGGGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAA---GTAACA---CTAGGGGCT---------
TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427819 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCTGCCTAATGGTACTTGGCTGTCTAATAGTACTA
GGAATGAG-----------------------------------------------------------------
----------------------------
ACAAATGGAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGGAAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTAGCAGCACAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGTCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAGTTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849796 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTTCTTGGCATTTTAATGGTTCTTGG----------------
-----------------------------------------------------------------
TATGGTAATGAACCTGAAAGA------------
AATAAAACTGTCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTATGTGCAAATCAAAT---
ATTACAGGGCTGTTACTAGCAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------
AATAATGAATCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---
------ATGATCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCACCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT427815 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGGCTACAAATGAAACTAATGAGAGA----------
-------------------------------------------------------------------------
----------------------------
AATGAATCTACAATCACGCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTACTGATAATAGT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
CTGTTCGTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATA---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTAGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849807 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACATGGGTATAT----------------
-----------------------------------------------------------------
AACATAGCTACAGGAAACATA------------
ACTACAGATAATAAAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGGGGT----------------------------------------
--------------------------------------------------------------------
GTTAACAGCAGCAAC---
CAGTATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAGAATTGAACCGTTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT427805 
TTCTACTGTGAAACAACACAGCTATTTAATAGTACTTGGACTTTTAATAGGACGTCTAATAGTACCGGG----
-------------------------------------------------------------------------
----------------------------
AATGATACTATTATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATCAATTAACTGCACATCAAAC---
ATCACAGGGCTAATACTAACAAGAGATGGTGGGATTAACAGGACT----------------------------
-------------------------------------------------------------------------
-------------
GAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTA--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849808 
TTCTACTGTAACACAACACAGCTGTTTAATGGCACATGGTCCAATGGTACA----------------------
-------------------------------------------------------------------------
-------TGGACAACACCG------
CTGCTTAATGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAGCTGTACATCAAAT---
ATCACAGGACTGCTATTAACAAGAGATGGGGGG----------------------------------------
-------------------------------------------------------------------------
-
GTTGGCCAGAGAGAGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTAT



ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCCAGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427799 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGCATGCTAATAGCACTTGGAATGAGACTACAGGAT
CA-----------------------------------------------------------------------
-------------------------
GGGTCAAATGACACTATCTCACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTACAGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGTCCGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---TTTGGAGCT---------
TTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>KT427667 
TTCTACTGTAACACAACACAACTGTTTAACAGTACCTGGACTAATGGTACCTGGGAGACGACTAGTACTGGG-
-------------------------------------------------------------------------
----------------------------
AATATAAGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATAACCCTCCCATCAGGGGAAAAATTAACTGTTTATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGAGGAGGTAACGGGTCT----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCGCCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427794 
TTCTACTGTAATACAACAAAGTTGTTTAATAGTACTTGGAAGTACAACGATACTAGCAACACTTGGACTGAAG
GAAACCAT---------------------------------------------------------
ACTAAAGAAGGAAACCATACT------------
GAAGGAAATAACACAATCACACTCCCATGTAGAATAAAGCAAATTATAAACAGGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGGGGACTAATTAAATGTACATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTAAGGAGAATGAGACCGAG----------------------
-------------------------------------------------------------------------
-------------
AATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU749390 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATGCTACTGGGAATGGTACTATAGAGGGA----
-------------------------------------------------------------------------
----------------------------
GATAGCGATAACATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAATGAGTCC----------------------------
-------------------------------------------------------------------------
----------



AGTACTGATGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181912 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAATACTAAAGAGTGGCATGGTACTACAGGG-
-------------------------------------------------------------------------
----------------------------
AGAAACAACACTATCACACTCCCATGTAAAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGACAAGCTA
TGTATGCCCCTCCCATCAGTGGAAAAATTAACTGCTTATCAAAT---
ATTACAGGGCTGTTATTAATAAGAGATGGTGGTGTTAACGTTAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAGACCTTCAGGCCTGGGGGGGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCCTTT---GGAGTAGCCCCCCCCCGGTCAAAGAGAAGAGTGGGG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTAGGAGCT------
---ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGGGCTGACGGTACAG---GCAAAACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATTTT---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181906 
TTCTACTGTAACACATCACAGCTGTTTAATAGTACTTGGTATTGGAATGGATCAAATTTCAATGAAACAAATC
TCAAT--------------------------------------------------------------------
----------------------------
GAATCTGAAACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATGATTAACTGCACATCAAAT---
ATTACAGGGCTGCTATTAACATGGGATGGTGGTAACAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181900 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAGTAGTACTTGGTATAATAAAAGTGCTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATTCCACTATTATACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCCCAGGACACATTAACTGTTTATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGAAACAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCTCCGAAACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181901 
TTCTACTGTGATTCAACACAGCTGTTTAATAGTACTTGGCTGTTTAATGATACTCGGAATGGTACTGACATTG
AA-----------------------------------------------------------------------
----------------------------
GGTAATGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCGAAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------



AACAGTGGGACAGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGAAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181891 
TTCTACTGTGATACAACAAAGCTGTTCAATAGTACTTGGGTGATCAATAATACTTGGCAAAGAGTAAATAACA
CCAAA--------------------------------------------------------------------
----------------------------
AATGAATCAAAGATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATACATTAACTGTTCATCGAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGAGACAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCCCAAGGGGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAGCCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGAGTGCTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181907 
TTCTATTGTAATACAACACAACTGTTCAATAGCACCTGGAATAATACAGAAATGGTTAATGGTACTACTAATG
GTACT--------------------------------------------------------------------
----------------------------
ACTAATGATACAATTATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCCTCAGGGGAAAAATTAACTGTGTATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGGGGAATAAATAGGACG----------------------------
-------------------------------------------------------------------------
-------
AAGAACGAGACCGAGACCTTCAGACCTGGGGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCCTTA---GGGGTAGCCCCCCCCCGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTAACC---CTAGGAGCT---
------ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCAATATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX181910 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGTTTGCGAATGGTACTAGAAAAGAAAATGGAACTG
CA-----------------------------------------------------------------------
-------------------------
GGAAACAACACATTCATCACACTCCCATGCAGAATAAAACAGATCATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGATACATTAATTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACCGGAAACAAA----------------------------
-------------------------------------------------------------------------
----------
ACCGAGCCCGAGATCTTCAGACCTAGAAGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTGAGCCATTA---GGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGAAATGCTAGGAGCT------
---ATGTTCCTTAGGTCCTTAGGAGCA---GCAGGAAGCACTATA---GGCGCAGCGTCG---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181911 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTAGTTGGACTAATGGTAGTTGGACTGGCATTGAAGGAAATA
ATACA--------------------------------------------------------------------
----------------------------
AGTAATGAAAGTATCACACTCCCATGCAGAATAAAACAAATAATAAATAGGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAGTGGACAACTTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGGACCAATGGG-------------------------
-------------------------------------------------------------------------
-------------



GAGGCCGAAGTCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KX181895 
TTTTACTGTAATACAACACGGCTGTTTAATAGTTTTTGGGTGAAAGGTACTTGGGGGAATAGTACTTTACAG-
-------------------------------------------------------------------------
----------------------------
AACAATGGTACTATCATACTTCCCTGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAACAA
AGTACGCCCCCCCCCTCAGAGGACACCTTAACTGTTTTTCAAAC---
ATTACAGGGGTGATATTAGCAAGGGATGGTGGTATTAATGTGACC----------------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGACCTTCAGACCTGGGGGAGGGGACAAGAGGGGCAATTGGGGAAGTGAATTATACAAATATA
AAATAGTAAAAAATGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACTATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX181897 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGCACACATCTGTCTAATAGTATT-------
-------------------------------------------------------------------------
----------------------------
GGGAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGCTGTTCATCAAAT---
ATAACAGGGCTGATATTAACAAGAGATGGTAGTAATGATAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACGAATGAAACTTTCAGACCGGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCAGTA---GGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX181915 
TTTTACTGTAATACAACAAACCTGTTTAATAATGGTACCCAGCTGCTGCCTAATGATACTTGGCAGTTTAATG
GAAGTAAAATT--------------------------------------------------------------
----------------------------
GAAAATGGGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGTACAACAACAAGTCT-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAGCCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT------
---ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAAC---
AATTTG---TTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX181916 
TTTTACTGTAATTCAACACAGCTGTTCAACAGTAGTTGGAGGTTTAATAATAATACTTGGAAGGTTGTTAATA
ATAATACT-----------------------------------------------------------------
-------------------GGG---
AATTCAAATGACAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGATGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAGCTGTTCATCAAGT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAAAGAG----------------------------
-------------------------------------------------------------------------
-------------



TCCCCGGAGGCCTTCAGACCTGGAGGGGGGGATATGAAGGGCAATTGGGGAAGTGAATTATATAAATATAAAG
TAGTAAAAAATAAGCCATTA---GGAATAGCCCCCCCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGAACGATAGGAGGT---------
ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCAGTATG---GGCGCAGCGTCC---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041584 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTACTTGGAATAGTACTGACTGGTCAAATACCACTGAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAGATTATGTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAACAGTAACGGGTCG-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATAGAGCCATTA---GGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>MK041586 
TTCTACTGCAATACAACACAGCTGTTTAATTCAACTTGGGATACTAATTCAACTTGGACTGCTGAGGAAGCAG
AT-----------------------------------------------------------------------
----------------------------
GGAAATATCACTATCACACTCCCATGTAGAATAAAACAATTTATAAACAGATGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAACTGTGTATCAAAT---
ATTACAGGACTACTATTAGTGAGAGATGGTGGTGAGAACAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGGCCTGGAGGAGGCGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAGATTGAGCCGTTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041551 
TTTTACTGTGATACAACACAACTGTTTAATAGTACTTGGTCACTTAATAAGACTTCTTGGTATAATACTACTA
CT-----------------------------------------------------------------------
----------------------------
GAAGGAATAGATATCACACTCCCATGCAAAATAAAACAAATCATAAACAGGTGGCAGGGAGCAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTTTCTGTTCATCAAAA---
ATTACAGGAATACTATTAACAAGAGATGGTGGGTTTAACAATGCCAGT-------------------------
-------------------------------------------------------------------------
----------
AACAATAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGACAAAAGAGCA---GTGGGAACGTTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041554 
TTCTACTGTAATACATCACAGCTGTTTAATGAAACTTTTTTGAAGAAGAAT----------------------
-------------------------------------------------------------------------
----------------------------
GATACTGAACCTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGATACTAACGAGAGATGGTGGCATCAATAATACC----------------------------
-------------------------------------------------------------------------
-------------



ATGAATGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041558 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATAGTACTGACACTAACTGGATAAATAATGCTA
GTTCG--------------------------------------------------------------------
----------------------------
ACAAAGGGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTCCTGAAAATGAC----------------------------
-------------------------------------------------------------------------
----------------
TCTGCGACCTTCAGACCTGGAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCA---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041556 
TTCTACTGTAATACATCACAGCTGTTTAATAGTATGGAGTTGGAGGCTTTGAGGAATAACAATAAA-------
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTGTATCAAAT---
ATTACAGGGTTGATACTAACAAGAGATGGTGGTAACGGGACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041562 
TTCTATTGTGATTCAGCACAGCTGTTTAATAGTACTTGGAATGAAACTGATAGTTGGAATAATACTTCT----
-------------------------------------------------------------------------
----------------------------
GAAGAATCAACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCAGAGAAGGGGTTATTAGCTGTTTATCAAAT---
ATCACAGGGCTGCTCTTAACAAGAGATGGTGGTAATGAGAACACGAACTCT----------------------
-------------------------------------------------------------------------
-------------
AGCACTGAAACCTTCAGACCTGGAGGAGGCAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCTACCCTGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571981 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGTTTAATAATATTAATAATA
GTACTAAA-----------------------------------------------------------------
----------------------------
GAGAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTGATACTAACAAGAGATGGTAGCGGTAACGGGTCTGCG-------------------------
-------------------------------------------------------------------------
-------------



AGCAATGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATAGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACGTTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571996 
TTCTACTGCAATACAACACAGCTGTTTAATTCAACTTGGGATACTAATTCAACTTGGACTGCTGAGGAAGCAG
AT-----------------------------------------------------------------------
----------------------------
GGAAATATCACTATCACACTCCCATGTAGAATAAAACAATTTATAAACAGATGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAACTGTGTATCAAAT---
ATTACAGGACTACTATTAGTGAGAGATGGTGGTGAGAACAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGGCCTGGAGGAGGCGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAGATTGAGCCGTTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571999 
TTCTACTGTAATACAACAAAGCTGTTTAATGGTACTTGGAATGGTACGGATTTCAATAATACTGGAGAA----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCCTGCAGAATAAGACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCACCTCCCATCAGTGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATGTTAACAAGAGATGGGGGTGAGGATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
TCTACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>MG572006 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGTAATAATACTTGGAATGGTACTGAAGGAAAT-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTTCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TATATAACCCTCCAGTCAGAGGAATAATTAACTGTGCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACAAACACAACC-------------------------
-------------------------------------------------------------------------
----------
AATAGGTCTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATAGAACCAATA---GGAATAGCACCCACCGCGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTGCCG---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY173956 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATAGTACTTGGAATGTTGATGAAAGATCAAAT-
-------------------------------------------------------------------------
----------------------------
GACACTGCAACACTCAAACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGATGGGCAAATTAGTTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAACACAAAC----------------------------
-------------------------------------------------------------------------
-------------



GAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY779552 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAACAGCACTAAAGGGTCAC
ATAAC--------------------------------------------------------------------
-------------------AGT---
ACAGGAAATGAAACTATCACACTCCAATGCATAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGGGGCAATGACACG-------------------------
-------------------------------------------------------------------------
-------
GACAATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTTTGGGGCATC 
>GU562135 
TTCTACTGCAACTCATCAAAACTGTTTAATTGGAATTCAACACATTGGAATTCAACACATTGGAATTCAACAC
AACAGGGT-----------------------------------------------------------------
-------------AATAGT------
ACTGGAAATGATACTATTACACTCACATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGAAATAACAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AACAAAACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562272 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGCCTAGAAATTCAACAACACAACAGTCTAAT----
-------------------------------------------------------------------------
----------------------------
AATAGTACACCCATTGTACTCAAATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATTAGGTGTTCATCAAAT---
ATCACAGGGATAATATTAACAAGAGATGGTGGTGCTAATAATACTAAC-------------------------
-------------------------------------------------------------------------
-------
CATAATAATACCGAGACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAGTAGGAGCA---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>GU562155 
TTTTACTGTAATTCAACACACCTATTTAATTCAACTTGGAATAAGAATGATTCAACTTGGAATAAGAATGATT
CAACTTGGACT--------------------------------------------------------------
-AAGAATGATTCAACA---------
GTAAATAACGAAACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAGTAAGAGATGGTGGGAACACGAACACC----------------------------
-------------------------------------------------------------------------
----------------



ACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320413 
TTCTACTGTGACTCAACACCACTGTTTAATAGTACTTGGAATAAGACTGAAAATGAGTGGAATAGTACTACTG
AC-----------------------------------------------------------------------
----------------------------
ATACCAGAGAACATCACCCTCAGATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGCCCAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCTCAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGCTGCAACTCACAGTCTGGGGCATC 
>GU562266 
TTCTACTGTAATACATCACAATTGTTTAATGGTACTTGGAATAGTACTACATGGTCAAATTCAATTAAC----
-------------------------------------------------------------------------
----------------------------
AGCACTGAAAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACCAATTAGATGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATAATGACATG-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAATGGGACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>AY314061 
TTCTACTGTAATACAACATCACTGTTTAACAGTACTTGGAATGGTACTGAAGGGTCAATTAACACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACCCACTCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATGACACCATCAAT-------------------------
-------------------------------------------------------------------------
----------
AAGGGGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAGAGAGCA---GCGGGA---ATAGGAGCT------
---GTGCTCCCTGGGTTCTTGGGAGCA---GCAGGAAGCACTAAG---GGCGAA---TCC---
AGCACACTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562033 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAGTAGTACTTGGAATAGTACTGAAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATTATACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCAGAGGACAAGTTAAATGTTCATCAAAA---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAGTGGTAATAAC-------------------------
-------------------------------------------------------------------------
-------



ACGAACGAGACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562058 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGTTTAAGAATAATACTTGGATAGGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
GGCACTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAGTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGAAGAGGTGATGTTAATAAC----------------------
-------------------------------------------------------------------------
-------
ACCAACGAGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTAACG---TTTGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562001 
TTCTACTGTACTACAACACAGATGTTTAATAGTACTTGGAAGGATGGTACTTGGACTGAAGGATCAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGGCGGAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGGGCAATGCT-------------------------
-------------------------------------------------------------------------
-------
ACTAATAATACTGAAACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562080 
TTCTACTGTAATACAACACAACTATTTAATTCAACTTGGAATAATAACTCAACTTGGAGTAGTAATTCAACGG
GAGAT--------------------------------------------------------------------
-------------------------
AATGAAAATATCACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGGAGGGCAAATTAGATGCTCATCAAAT---
ATTACAGGGATGATTTTAACAAGAGATGGTGGTGAGAACAACACC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ322223 
TTCTACTGTAATGTAACAGAACTGTTTAATAGTACTTGGAATGGAACTGAACAGAATAGTACCCAG-------
-------------------------------------------------------------------------
----------------------------
AATGAGGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTACTTGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGAAACAATGAGAGC----------------------------
-------------------------------------------------------------------------
-------------



ACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ322227 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTAGAAACAACACTGAAGGGTCTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTAATAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
AATGGGATTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGAC---CTAGGA---CTAGGAGCT------
---TTGTTAATCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>DQ322225 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGAGAATGGGAATACTTGGAATAAAA
CTACATGGTTA--------------------------------------------------------------
-------------GATAAC------
CCAGAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAGATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGGATCGTAACAATAGC----------------------
-------------------------------------------------------------------------
----
GAGAATGAGGAGAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAGAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>DQ322239 
TTTTACTGTGATACAAAACCGCTGTTTAATAGTACTTGGAATCCAAAACAACCAGTTAATAGTACTGGGAATG
GT-----------------------------------------------------------------------
----------------------------
ACTGACGGAGATATCATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGTTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACGTGAGTGATAGT-------------------------
-------------------------------------------------------------------------
----------
AATATCACCGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403022 
TTCTACTGCAATACATCACAACTATTTAATAGTACCTGGAATAGTACTTGGTCTGATACTTGGAATAGTACTG
GAGGA--------------------------------------------------------------------
----------------------------
AAGAACGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAACAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAGTGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACCACCAAC----------------------------
-------------------------------------------------------------------------



----------
AACAACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAAACAAATATGTTGCGACTCACGGTCTGGGGCATT 
>JQ403023 
TTCTATTGTGATTCAACAAAATTGTTTAATAGTAATTGGACTATAGGTGAGGATACTGATTGGTTCAATAATA
CTGATTGG-----------------------------------------------------------------
----------------------------
TTAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTAATTCAACT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGTGGATAATAACACC-------------------------
-------------------------------------------------------------------------
-------
GATAATAACACTGAGATCTTCAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGGGGC------------ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC797171 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTCCAATAGTAGTGGTACTTGGAATTCAACACATA
ATAGTACT-----------------------------------------------------------------
-------------GAGGAG------
TTAGATAACGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGAAAAATTAGATGTTCATCAAAC---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGCAATACTAATAATACTAAT----------------------
-------------------------------------------------------------------------
----------
AATACCATTGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATTTAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCTTCCAGGGCAAAGAGAAGAGCGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403025 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGATACTAATACTACAGGGTTAGATAATGACACTA
AAGGA--------------------------------------------------------------------
----------------------------
GATAATGACACATTCATACTCCCATGTAGAATAAAACAGATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGACTGCTAATAACAAGAGATGGTGGTAGTAACGGGACT----------------------------
-------------------------------------------------------------------------
----------------
GATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403026 
TTCTACTGTAATACAACACATTTGTTTAAGGGTACTTGGAATGGTACTGAATGGTCAAATAACACTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------GACACT------
GCAAGAAATGACACAATCATACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGAGACCGAAAAG-------------------------
-------------------------------------------------------------------------



----------
AATGAGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023916 
TTCTACTGTAATACAACACAGCTATTTAATAGTACCTGGGTAAATGGTACTAATACTGGGAATAGTACT----
-------------------------------------------------------------------------
----------------------------
AATAGCACCGATATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGATGTAACTCAAGT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAGGTAACAGGACCGAG-------------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCACTA------GGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403019 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTCTGATAATAGTACCGGGAATGGTACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAGGAGAGGTCATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAA
TATATGCCCCTCCTATTAAGGGACAAATTAACTGTACTTCAAAT---
ATTACAGGGTTGCTCTTAACAAGAGATGGTGGTAATACTAGTAGG----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ403029 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGGGGGTTGCTAATAGTACTTGGAAT----------
-------------------------------------------------------------------------
----------------------------
GTTAGTGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAACGGAAATGGGACC-------------------------
-------------------------------------------------------------------------
-------
GACAACACCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403044 
TTCTACTGTGATACAGCAAAACTGTTTGATAGTACTTGGCATAATAGTACTTGGAATGATACTACAGGAGTCA
ATAACACT-----------------------------------------------------------------
-------------GAGGGA------
AATAGCACAGACCCAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACGAATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGCACAAATGATACA----------------------------
-------------------------------------------------------------------------



----------
AAAGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATGGAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGACTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---ATAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX792621 
TTCTATTGTAATACAACAGGACTGTTTAACAGCACTTGGAATTCAACACAACTGTCTAATGATACTGGGAATG
AAACTGAGGGG---TCA------GGT-----------------------------------------------
-------------------------
AACACTACTACAGAGATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCTGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCTAAT---
ATTACAGGGCTATTATTAACACGGGATGGTGGTAATACTAATAATACA-------------------------
--------------------------------------------------------
GAAGGGAATGGCACCGAGACT---------
TTCACTGAGATCTTCAGACCTGAGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GCA------ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403043 
TTCTACTGTAATTCAACAAAACTGTTCAATAGTACTTGGTATAGGAATGATACAGGAACTTGGAATATTACAG
GAACTGGA-----------------------------------------------------------------
----------------------------
GAGAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACTGGGATACTATTAACAAGAGATGGTGGTAATACAAATAACAATAATACC------------ATG----
-------------------------------------------------------------------------
----------
AACGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CGGATAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403045 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGCTGGGATAATAGTACTGAGAATGGAAATGATACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAACCTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATAACCCTCCCATCCAGGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACACGAGATGGTGGTAAGAGTGAGAACAAGACT----------------------
-------------------------------------------------------------------------
----
GAGAACAAGACCACTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403046 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAACGGTACTGAAGGAAATTTC-------------
-------------------------------------------------------------------------
----------------------------
ACTGAAACTAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGCGA
TGTATGCCCCTCCCATCAGCGGAATCATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTATCAGCAACAATGGG-------------------------



-------------------------------------------------------------------------
----
TCCGAAAATGGGTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTAACG---
CTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACTC---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAAA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU023919 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGGTTAATAATACTGAGAGTAATACTACCATA-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATTACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCCCAAAC----------------------------
-------------------------------------------------------------------------
----------
GGGACAAATGAGGCCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023922 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGGACTAATACTGAAGGCACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAGACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTACGAACGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTAAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792557 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACGTGGACTTGGAATAATACTGATAGTGCTGGGAACGAG-
-------------------------------------------------------------------------
----------------------------
ACTGAAAAAATTATCACACTCCCGTGCAGGATAAGACAAATTGTAAATAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCAATCCCATTAGTGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAACAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTTGGGGGGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAATATA
AAGTAGTAAAAATTAAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTGGGAGCT------
---ATGTTTCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792831 
TTCTACTGTAATACAACAAAACTGTTTGATAGTACCTGGTATCCGAATGGTACTTGGTATTCGAATGGTATTA
CTTGGTATCCG---AATGGTACTACAAGGTATCCGAATGGTACTACAAAGGCAAATAGC---
ACAGGGTCAAAT------------------------
AGCACTGAGGATACGATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCGCCCGAGGACAAATTAAATGCTCATCAAAT---



ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAAGAGCAATACCAGTGAG----------------------
-------------------------------------------------------------------------
-------------
AACGAGGAGACCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAAAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403042 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATTGGAATGATACTACCAAATCAAATAATACA-
-------------------------------------------------------------------------
----------------------------
GGGCCAGATAACATCACACTCCCATGCAGAATTAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAGTTAGATGTGTATCAAAT---
ATTACAGGGCTACTATTAACAAGGGATGGTGGTACGGACAACACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAACG---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792664 
TTCTACTGTAATTCATCACGACTGTTTAATTGGACAGGGAATGGGACTAATATAACATCAAATAGCAATATCA
CA-----------------------------------------------------------------------
----------------------------
TCAAATATCAATATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCATGGGACAAATCAAGTGTTCAACAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGGAACAACGAAACT----------------------------
-------------------------------------------------------------------------
----------
AACGCCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATACCA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792688 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTGGTATTTTAATAGCACTGGGGATAACAATAGTACTG
GGAATACT-----------------------------------------------------------------
----------------------------
ACTAACAAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTACAAACACCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGATACCTTCAGACCTGCAGGGGGGAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCC---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX792771 
TTCTACTGTGATTCAACACCACTGTTTAACAGTACTTGGAACAGTACTTGGAGTGGTAATGATACGGGAGTAA
ACAAC--------------------------------------------------------------------
----------------------------
ACTGAAAAGACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATAACCCTCCCATCAGTGGACAAATTAATTGCTCATCAAAT---



ATTACAGGGATGATATTATCAAGAGATGGTGGTAGTATGAACAGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792725 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGCTGTTTAATAGTACATGGAATAGTACT-------
--------------------------------------------------------GAA---
AGATTAGGGAATGATACTAAA---------------
AGGACAAATGACACTATCACACTCCCATGCAAAATAAAACAAGTTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTAGTGGTAACACCACC----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACCTTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAACCCTTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792808 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAGTCGGGATAATAATAGAAGGTCAGATAACTCTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATAAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTAATGGTAATGAGTCCAAT----------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGATTGGCACCCACCAAGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCCTCG---
ATGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023929 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGTATAGTAATAGTACTTGGAATAGTACTGAAGGGG
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGCAGGAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGGGGGCCTAACAACACG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023933 
TTCTACTGTAACACATCACAGCTGTTTAATAGTACTTGGAACGGTACTGAGAGTGGTATTACAAACCTTACAA
AC-----------------------------------------------------------------------
----------------------------
CCAGATGAGACTATCTCACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAGTGGACAAATTAATTGTTCATCAAAT---



ATTACAGGGCTGCTATTAGTAAGAGACGGTGGTGTGTATAATAGTACA-------------------------
-------------------------------------------------------------------------
----------
AGTGATAACGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGATTA---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU023927 
TTCTACTGTAATGTAACACCACTATTTAATAGTACTTGGAAGCCTGGTAATGAGACTGTGAATGATACT----
-------------------------------------------------------------------------
----------------------------
AAAGAAGAAGTCATCACACTCCCATGCAGGATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTGTAAACGTGAGC----------------------------
-------------------------------------------------------------------------
----------
GAAAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATGTGTTGCAGCTCACAGTCTGGGGCATC 
>MH714351 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAGTACTGAAGGGTTGAATAAAACTGAAAGAA
ATGAA--------------------------------------------------------------------
----------------------------
AATGACACAAAGATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTATATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACAATAATGGG-------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714324 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATACCTGGAATAGTACTGACTGGTCAAAAAAC-
-------------------------------------------------------------------------
----------------------------
ACTACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACGAATTAAATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAACGGTACCAATACT-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGGTCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGCGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714343 
TTCTACTGTAATACATCAAAACTGTTTGATAGTATTTGGAATGGTACTGAAAGGATAAATAACACTGAAGAA-
-------------------------------------------------------------------------
----------------------------
AATAGCACAATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAC---



ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAGAACGGAGAATGGGACT-------------------
-------------------------------------------------------------------------
-------
GAGAATGATAAAGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714329 
TTCTACTGTAACACAACAAAACTGTTTAACAGTACTTGGGATGCTAACAGTACTTGGGATGAAAATAATACTA
CAAATGAC-----------------------------------------------------------------
----------------------------
AATGATGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTATCTGTAACTCAAGT---
ATTACAGGGCTCCTAATAACAAGGGATGGTGGTAATGACACAAAC----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KU600814 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGTAATAATACTGGGAATGGTACTGACGAAT
TAGGGAAC-----------------------------------------------------------------
-------------------------
AGTGGAAATAACACAATTACACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACGTATTAACTGTACATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGAAATACTAATAATGATAGT----------------------
-------------------------------------------------------------------------
----------
AGCGAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU600818 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAATCCTGAAAGGTCAAATAGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAGTGTATATCAAAT---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTAATAATGGTACC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU600815 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAAGGAGTCAAATAATACTTCGAAT-------
-------------------------------------------------------------------------
----------------------------
GAGACTGAAATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCACCTCCCATCAGAGGAAACATTAGCTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGTGGTGAATGGTAGT-------------------------
-------------------------------------------------------------------------
-------
AGCAATGAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTACAAATTGAACCATTA---GGACTAGCACCCACCACGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY180905 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAGTACTAGGAATAATATA-------------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAGCGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU363827 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATGAGACTAGTGCTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACGCATTAAATGCTCATCAAAT---
ATTACAGGGTTACTATTGACAAGAGATGGTGGTAGGAATAACGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGTAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGT---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>AY905493 
TTCTATTGTAATACATCACAACTGTTCAATAGTACTTGGAATGGTAATACTACTTGGAATAATACTGCA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACTAATAAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGAACACCGAGACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932492 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGTATAATAATGATACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAGATGACAATATCACACTCCCTTGCAGAATAAGACAAATTGTAAACCTATGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGGACGAATGAGGGC----------------------------
-------------------------------------------------------------------------
----------
AATACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY905497 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTAATGGTACCTGGAATGGTACTACA-------------
-------------------------------------------------------------------------
----------------------------
AAAAATGGCAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCTCCTCCCATTAGCGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTACTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY905495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGAATACTAATGGTACTTGGAATGATACTAGTACTT
GGAATAAT-----------------------------------------------------------------
-------------------AGT---
ACAGGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGGGACCAAC-------------------------
-------------------------------------------------------------------------
-------
ACCACCGACACAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY905494 
TTCTACTGTAATACGACACAACTGTTTAATAGTACTTGGAAGTTTAATAGTACTTGGAATGATACTAGTACA-
-------------------------------------------------------------------------
----------------------------
GAGAATGGTACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGGAGGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215397 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTGGTACTGTGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGCATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGCAA
TATATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAGCACGACC-------------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699990 
TTCTATTGTGATACATCACAACTGTTTAATAATATTTGGTTTAATAGTACTTGGAATGATAGTACTTGGAATA
AT-----------------------------------------------------------------------
-------------------ACT---
ACAGGAGATAGCAACATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTACAGTGCAGCAGCAGAGA---
AATTTG---CTGAGG---GCTACTGAGGCGCGACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ699996 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAGTTGGAATAATACTAATACTGAGAATAATACTA
CAGAA--------------------------------------------------------------------
-------------------------
AACAGCAATATCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAACAGTACCAAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGGCCTGAAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACCCACAGTCTGGGGCATC 
>EU131797 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGTATAATAATGGTACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGTTGTAAATCAAAT---
ATTACAGGGTCGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AGGACCAACGAGACCTTCAGACCTACAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTGTAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131791 
TTCTACTGTAATACATCACAACTGTTTAAGAGTACTTGGAATGTTACTACTGGTACTCCGAATGGTACTACA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTACAGGAGTAATTAGCTGTTCATCAAAT---



ATTACAGGGTTACTATTAACAAGAGATGGTGGTAAAAATGTGACCAAT-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGGCAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>EU131790 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCATAATAATGGTACTTGGGGTGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCTCTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCTCCTCCCATTGAAGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAAAAATGAGAGC----------------------------
-------------------------------------------------------------------------
-------------
GCCACCGAGACCTTCAGACCTGAGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131788 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GACAATAGCACTATCACACTCCCTTGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTACTAATAAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCTAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>EU131808 
TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGTATGAGAATGGTACTTGGAATGGGACTAGTAATT
GGAATGGG-----------------------------------------------------------------
-------------------ACT---
ACAGGAAATGACATTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGTGCCAATGAGACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGGAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131789 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATAGAAATAGTAGTACTTGGAGTAATACTACAG
GA-----------------------------------------------------------------------
-------------------------
CATAACAATAGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAGCGGACTAATTAGATGCTCATCAAAG---



ATTACAGGGTTATTATTAACAAGAGATGGTGGTACTAATGAGAACAACACC----------------------
-------------------------------------------------------------------------
----
ATCGAGAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGA---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MK053935 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATGAGACTAGTACT-
-------------------------------------------------------------------------
----------------------------
GAGAATAATATTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACAAGAGATGGTGGTAATGAGACCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ990880 
TTCTACTGTAATACCTCACGACTGTTTAATAGTACTTGGTATAATAATGGTACTTGGAATAATGCTAGTACTG
GG-----------------------------------------------------------------------
----------------------------
AATGATAGCACTATTATACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TATATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAAA---
ATTACAGGGTTACTATTAACAAGAGATGGTGGGATTAATAAGACT----------------------------
-------------------------------------------------------------------------
-------------
GACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCG---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---ACTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215420 
TTTTATTGTAATACATCACAACTGTTTAATGAAACTTGGACTTGGAATAATAGTACTAGGAATGATAATACA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAATACCGAC----------------------------
-------------------------------------------------------------------------
----------
AAAAACACCGAGATCTTCAGACCTGGAGGAGGAAACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699995 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATAATAATGGCACTTGGGATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCAATATCACGCTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGGAGAGCAA



TGTATGCCCCTCCCATTACAGGAAAGATTACATGTTTATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGGAATAATAAGACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215428 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTATGTGAATGGTACTTGGAGTGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGCAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU363828 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTACAGAAAATAGCAATATTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAGAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGGGATGGTGGTAATAAGACCAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACCGAAGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGCGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF591612 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGGTAATAGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAGATGATCCTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATACGAACGAGACCACC-------------------
-------------------------------------------------------------------------
----------
GAGGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTA---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932482 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATTCAAATGGTACTAATACTTGGACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTAGCGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699949 
TTCTACTGTAATACATCACAACTGTTTGATAGTACTTGGTGGAATAATGATACTAGTACTTGGAATGGTACTG
CA-----------------------------------------------------------------------
----------------------------
GAAAATAATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGATGATGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215423 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGCATGTTAATGGTACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCCCCCATTAGCGGGAAAATCAGATGTTCATCAAAA---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGCTAATGAAAGC----------------------------
-------------------------------------------------------------------------
----------------
GACCTCATCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGATG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACCGTCTGGGGCATC 
>EU131805 
TTCTACTGTAATACATCAAAACTGTTTAGTAGTATTTGGCATGACAATGGTACTAGTATTTGGAATGATACTA
TA-----------------------------------------------------------------------
----------------------------
AAAGATGAAAATATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAACT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAATGATACCAGT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCAACAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCGCCAGGGCAAAGAGAATAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131800 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAATAATTGGACTAATACTA
CA-----------------------------------------------------------------------
----------------------------
GAAAAGGGCAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTGCAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGAGATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGAACGTTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACCG---GCCAGACAA---TTGTTG---TCTGGTATAGCGCAACAGCACAGA---
AATTTG---CTGAGA---GCTATTGAGGCCCAACAGCATATGCTGCAACTCACAGCCTGGGGCATC 
>EU131794 
TTCTACTGTGATACATCACAATTGTTTATTAGTACTTGGAATAATACTAGTACTTGGGAGAATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCGATATCACGCTCCCTTGCAGAATAAAACAAATTATAAATATGTGGCGGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAAGAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCAAGACGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGAAACGATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131807 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAATAATACTAGTACTTGGACCAATACTACA-
-------------------------------------------------------------------------
----------------------------
GACAATAGCACTATCACACTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTGATAATAAGGAC----------------------------
-------------------------------------------------------------------------
----------
AGTACCACTGAGACCTTCAGATCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTAAATTATATAAATATA
AAATAGTAAAAATTGGACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTAACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131809 
TTCTACTGTAATACAACAAAGCTATTTAATAATACTTTGCAGGATAATAATACTTGGAATAGTCCTTGGCAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTAACGAAAGCGGG----------------------------
-------------------------------------------------------------------------
----------------
TCCGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH479968 
TTCTACTGTAATACATCAGAACTGTTT------AATTGGAATGATACTAGTCCTTGGAAGAAT----------
-------------------------------------------------------------------------
----------------------------
ATCACAAGAAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTAGAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATGTCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932468 
TTCTACTGTAATACATCACAACTGTTTAATGGTACTTGGAATAATAATGGTACTTGGAGTGGTACTGCTTGGA
ATACTACA-----------------------------------------------------------------
----------------------------
GGAAATAACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TATACGCCCCTCCCATTAGAGGACAAATCAACTGTTCATCAATT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAAGAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTGCAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGA---
AATTTG---CTGAAT---GCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932470 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATGATACTAGTACTGAGAATGTTACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACTATCGTACTCCATTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAATAATAAAGGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932471 
TTCTATTGTAATACAGCAAAACTATTTAATAGTACTTGGCATGCTAATAATACTTGGACTGGTGATAGTACTA
TA-----------------------------------------------------------------------
----------------------------
GGAAATAGCAATATCACGCTCCCTTGCAAAATAAAACAATTTATAAACAAGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGCGGACTCATTAAATGCCCATCAAAG---
ATCACAGGGTTGCTATTAACAAGAGATGGTGGTAAGGAGACCAATACC-------------------------
-------------------------------------------------------------------------
----------
ACCGACATTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932473 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAGTAATAATAGTACCAGTACTTGGAATAATACTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
-------------
GACATTGAGATCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM217584 
TTCTACTGCAATACAACAAAGCTGTTTAATAATACCTTGTTGGCTAATGACACTTGGAATAGAACTTGGCAAC
AG-----------------------------------------------------------------------
----------------------------
TCAAATGATACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGGGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACACGAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AATAGGTCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAGCCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACAATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGAACATGTTGCAACTCACAGTCTGGGGCATC 
>KM217662 
TTCTACTGTAATACATCAAAGCTGTTTAATAATACTTGGACTAATAATACTTGGAATGGTACTTGGCCA----
-------------------------------------------------------------------------
----------------------------
AATAGTACCATCATAATCATCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAGGGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGGGATGGTGGTGGTGGTAATAACTCAACTAAC------TCAACTGAG---
CCA----------------------------------------------------------------------
--------------
ACTGAGGAAATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAGCCAATA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACTTTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>KM217802 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGTACTGAAGGGGTAAATACCACTGAAGGAG
AG-----------------------------------------------------------------------
----------------------------------------
ATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATATATGCCCCTC
CCATCAGCGGACAGATCAATTGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTATTAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
CAGACTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGGT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM217995 
TTCTACTGTAATACAACAAAGTTGTTTAATAATACTTTGCTGACTAATGATACTTGGCGAGATACTTGGCAAG
AGTCA--------------------------------------------------------------------
-------------AATAAT------
ACTGAAGGAAATGTCATTACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG



CAATGTATGCCCCTCCCATCAGGGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGAGATGGTGGCAGCATGAATGAGTCC-------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932475 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGTAATGATACTTGGAATAATACTACA----
-------------------------------------------------------------------------
----------------------------
AAAGATAGCAATATCACGCTCCATTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACTAATTAGATGTACATCAAAC---
ATTACCGGGTTGCTACTAACAAGAGATGGGGGTAATAATAGGAGCGGG-------------------------
-------------------------------------------------------------------------
-------------
GACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932476 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGATAGGACTGATAATAATACTCGAAATGAT----
-------------------------------------------------------------------------
----------------------------
AATAATAATACAATCACGCTCCCTTGCAGAATAAAACAACTTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAACTGTTCATCACAT---
ATTACGGGATTGCTATTAACAAGAGATGGTGGTACTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGTTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932477 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGGTAATGATACTAGTACTTGGACTAACGCTA
CA-----------------------------------------------------------------------
----------------------------
GAAAATCGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAATAAGAGATGGTGGTAATAATGAGAGCACG-------------------------
-------------------------------------------------------------------------
----------
ACCAACAACGAGACCTTTAGACCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932483 
TTCTACTGTAATACATCAAAACTGTTTAATGATACTATTGCTTGGAATGATACAGAACTAGAACTGTTTAACG
ATACTAGTACT--------------------------------------------------------------
----------------------------
GAGAATGATACTATCACACTCCCTTGCAGAATAAAACAAGTTGTAAATATGTGGCAGGAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTAATGTGACCAAC----------------------------
-------------------------------------------------------------------------
----------
AACAAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAG-----------------------
-------------------------------AGAAAAAAAAGAGCA---GTGGGAACAAAAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932484 
TTCTACTGTAATACCTCACAACTGTTTAATAGTACTTGGTATGCTAATAGGACTTGGAAGGGTGATACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAATGGGAACAAGACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGACCTTCAGACCGGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATACCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF932485 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCATAATAAGGGTACTTGGAATAGTACTCGGAATG
ATACTGCA-----------------------------------------------------------------
----------------------------
GAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAACAAGACCACC-------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932486 
TTCTACTGTGACACATCACAACTGTTTAATAGTTCTTGGAATAGTAATACTAGTACTTGGAATAAGACA----
-------------------------------------------------------------------------
----------------------------
GGAGATAGTAATATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGGAAAGCAA
TGTATGCCCCTCCTATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGGGGAACAGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH479957 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATAATACCAGTACTGGGAATGATACTAATACT-
-------------------------------------------------------------------------
----------------------------
ACAGATAGAATTATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATTGGAGGACAGATTAGGTGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATACCACCGAGTCTACCGAG-------------------
-------------------------------------------------------------------------
-------------
TCTACCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932487 
TTCTACTGTAATACATCAAAACTGTTTAACAGTACTTGGCATGCTAATGGTACTTGGACTAATAGTACA----
-------------------------------------------------------------------------
----------------------------
GTAGATAGCAATATCACGCTCCATTGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTAATACTGGGAAC----------------------------
-------------------------------------------------------------------------
----------
ACTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTTAAAATTGAGCCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCTCTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932489 
TTCTACTGTAATACATCACAACTGTTTAATGGGAATGGTACTAGTACTGGGAATAAGACTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGCAA
TGTATGCCCCTCCCATTTCAGGACGAATTAGATGTGTATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGACCGAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCCGACCTTGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932490 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGAGAATGGTACTATTACTACTAAGAATTTT-
-------------------------------------------------------------------------
----------------------------
ACTACAGGAACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGGGGTACGGGTAATGAGACCAACAAC-------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932491 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTGGGAATAATACTAGTACTAAGACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGATAATATCACGCTCCCTTGCAAAATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCAA



TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTGTTAACAAGAGATGGTGGTAGTAATGAGAACACG-------------------------
-------------------------------------------------------------------------
-------------
ATCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAACCTTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932493 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATACTAGTATTTGGAATAATGTTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGTTAATAAGAGC----------------------------
-------------------------------------------------------------------------
----
GAGGGCAACACCACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCG---ATGACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGA---AATTTG---CTGAGG---
GCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932499 
TTCTACTGTAATACATCACAACTGTTTAATAGTTCTTGGAATGATACTAGTACTTGGAATAATACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACTATCATGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGAATAATTAACTGCAAATCAAAT---
ATTACAGGGTTGCTATTAACGAGAGATGGTGGTGGTAATGAGACT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGATCTTTAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTAAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932500 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTAATAATGGTACTTGGAATGATACTGCA----
-------------------------------------------------------------------------
----------------------------
AAAAATGACAATATCACTCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGGAATGAGAGT----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM218168 
TTCTACTGTAATACAACAAAGCTATTTAGTAATACTTGGCAGACTAATAACTCTTGGAATGGTACTTGGCAAG
GGTCAAATAAT--------------------------------------------------------------
-------------------------



AGTGATAGAAATGTCCTTATACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGAGATGGTGGTAACACAACTGAGTCCAGA----------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGACAAAAGAGCG---GTAGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAAA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KM218228 
TTCTACTGTAATACATCAAAATTGTTTAATAATACTTTACAGCCTAATAATACTTGGAATAGTACTTGGCAAA
CAGAT--------------------------------------------------------------------
----------------------------
ATTAACGGAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAAAACGAATGGGTCCGAA----------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAAATCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCG---GTGGGAACACTGGGAGCT------
---GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF932479 
TTCTACTGTAATACATCACAACTGTTTAATAGTGTTAATGGTACTTGGAATGGTACTGGTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATAACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF932480 
TTTTACTGTAATACATCACAACTGTTTAATAGTTCTTGGCATGCTAATAGTACTAGGAATAACACAGATAAG-
-------------------------------------------------------------------------
----------------------------------------
ATCATACTTCCTTGTAGAATAAAACAAATTGTAAACATATGGCAGGGAGTAGGGAAAGCAATATATGCCCCTC
CCATTGAAGGACAAATTAGTTGTTTATCAAAG---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTGGTGGTAGAAATGCGAGT----------------------
-------------------------------------------------------------------------
-------
GAGAACAACACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATGGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932481 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGATTTGGAATGATACTAGTACTTGGAATGGTACTG
CA-----------------------------------------------------------------------
----------------------------



GAAGATAGCACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATAGCAGGACAAATTAGATGTTCATCAAAT---
ATTATAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAACAAC----------------------------
-------------------------------------------------------------------------
----------
AAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF346919 
TTCTACTGTAATACATCACTACTGTTTAATAGTACTTGGTATGAGAATGATACTAGTAATTGGAATGCT----
-------------------------------------------------------------------------
----------------------------
ACTAAAGAAAAAATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAACTTAACTGCTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGGTGATGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACGGACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JF932498 
TTCTACTGTAATACATCACGCTTGTTTAACAGTATTTGGAATGGTACTAGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCATACTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGAAAGTAGGGAAGGCAA
TGTATGCCCCTCCCATTAGCGGACCGATTAGCTGTTCATCAAAA---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAGCCAG----------------------------
-------------------------------------------------------------------------
-------------
ATTTCCGAGACCTTCAGACCTGAAGGAGGGGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960597 
TTCTACTGTAACTCAACACCACTGTTTAACAGTACTTGGGAGAATGGGACACAGGAAGAATGGACACAGCTTA
ATGAG--------------------------------------------------------------------
-------------AATAAT------
ACTGAAGAGTCAAATATCACCCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATCAGGTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGAGGG-------------------------------------
-------------------------------------------------------------------------
-------------
GAGAACGAGACCTTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX960598 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGACACTCGTATTGAGAATAGTACTGGGAACG
CA-----------------------------------------------------------------------
----------------------------



AATGGAAGCCATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTACTTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAGTAAGAGATGGTGGTGCTGTCAATACT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTATGGGGCATC 
>KC899011 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGATACTAAA----------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCGATTGCAGAATAAAACAAATTGTAAATATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGTTACTATTAACAAGAGATGGTGGCAATAATGGGAACAACGAG----------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCAATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>HQ215556 
TTCTACTGTAATACAACAAAGCTGTTTAATAATACTTTTAATAGTGCCTGGCAAGAGTCAAAAGATAATGGC-
-------------------------------------------------------------------------
----------------------------
ACCGAAGGAGTCATCAAACTTCCATGCAAAATAAAACAAATAATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAGGGACAAATTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACACGAGATGGTGGTAACAAGAGTGAG----------------------------
-------------------------------------------------------------------------
----------
ACTGAGCCTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAGCCATTA---GGACTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGACAAAAAAGAGCA---GTGGGAGTACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTCACGCTGACGGTACAG---GCCAGACTA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTGTTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF346916 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGCTAATGGTACTTGGGAGGGTAATTCA----
-------------------------------------------------------------------------
----------------------------
AGAAATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGTTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGACCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932494 
TTCTACTGTAATACAACAAAACTGTTTGATAGCACTTGGCATAAAAGTAATAATTGGACA-------------
-------------------------------------------------------------------------
----------------------------



GAAAATGGCACTATCGAGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACGAATTAGCTGTTTATCAAAT---
ATTACAGGGTTGCTCTTAACAAGAGATGGTGGTGGTAATGAGACCAAT-------------------------
-------------------------------------------------------------------------
----------
ACGACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX140658 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGCCAAGTGATGGTACTGATGGTAATGTTACTGGAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCAATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGAGTAATCAACTGTACATCAAAT---
ATTACAGGACTACTGTTAGTAAGAGATGGTGGGATTAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATACAAAG
TAGTAAGACTTGAGCCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAATAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGATGGTACAA---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX692916 
TTCTACTGTAAGACATCACAACTGTTTAATAGTATTTGGTATAGTAATAGTACTTGGAATGATACTACAGGAA
AT-----------------------------------------------------------------------
----------------------------
AGTACTGGGAATATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTTAGACCTGCAGGAGGAGATTTGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692929 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGAATAATACTGGTACTCGGACTGGTACTACT----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCTCGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGGGAGGGGAACGCGACCAGT----------------------
-------------------------------------------------------------------------
-------
ACTAACGACACAGAGATCTTCAGACCTACAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692941 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGGTGGGATGATGTGGATGAGAATGAGACTAGTACTAGTA
ATGGCACT-----------------------------------------------------------------
-------------------------



ACAGGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGGGATGGTGGTAATATTAATGCTACT-------------------------
-----------------------------------------------------
GGGAACAATACCAACAAGAATAAT---------
AACACCGAGATCTTCAGACCTGCAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692973 
TTCTACTGTAATACATCAAAACTATTTGATAGTACTTGGAATGCTACTAGTGATTGGAATGATACTGAG----
-------------------------------------------------------------------------
----------------------------
ACTACAAAAAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTGGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAGCAAGAGATGGTGGTAATAGTGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGCAGGAGGAAACATGAGAGACAATTGGAGAAGTGAATTATATAGATATAAAA
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692981 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATAAAAACAGTACTTGGAATGGTGCTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGGAACAAT-------------------------
-------------------------------------------------------------------------
-------
ACCACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGATTGGTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693001 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGCACTTGGAATGGTGCTACA----
-------------------------------------------------------------------------
----------------------------
GGAAACGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACAAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693029 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGCCTTGGAATGATACTAGTACTGGGAATGATACTA
CA-----------------------------------------------------------------------
----------------------------



GGAAATAGCACTATCACGCTCCCTTGCAAAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAGCTGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGGGAGCGCG----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693036 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGAATAATAATAGTACTTGGAATGGTACCAGTTTT-
-------------------------------------------------------------------------
----------------------------
AAGAATGATACTATCACGCTCCCTTGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAATAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGCTCATCAAAA---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTGGTAAGAATGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GACAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693575 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAATACTAGTGCTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAAAATTAGCTGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693068 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCCTAGTACTGGGAATGATACTCCTAGTACTGGGA
ATGATACT-----------------------------------------------------------------
-------------------------
ACAGGAAATGGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAAAGGGCAAATTAGCTGTGTATCAAAT---
ATTACAGGGTTGCTATTAATGAGAGATGGTGGTAAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693091 
TTCTACTGTAATACATCACAATTGTTTAATAGTACCTGGAACAGTAATGGTACTCGGAATGGTACCACA----
-------------------------------------------------------------------------
----------------------------



GGAAATGACATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCCGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATT 
>KX693093 
TTCTACTGTAATACATCAAGACTGTTTAATGAGACTTGGGATAATATTACTACTGGGAATATTGGGAGTAACA
TTACA--------------------------------------------------------------------
----------------------------
GAAGATGATATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGCGGACTAGTTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACTAGTAAGGCCAATGACACC-------------------
-----------------------------------------------------------------
AATACTGGGACCAATAAT---
AACACAGAAATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATA 
>KX693114 
TTCTACTGTAACACATCAAAACTGTTTAATAGTACTTGGAGTAATACTAGTGCTTGGAATGATACTGCA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAATGGTGGTAATAATGGGAGC-------------------
-------------------------------------------------------------------------
----------
AATACCACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAAAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693689 
TTCTACTGTGATACATCACAACTGTTTAACAGTACTTGGGACAAGAATGGTACTTGGGAAGGTACTGTAGGAA
AT-----------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACTCTCCCCTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGACGGTGGTAGTGGTAAAAAT----------------------------
--------------------------------------------------------------------
GAGAGCAATACCACC---
GAGACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693720 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAATGGTAATTGGGATGGTACTACAGGAA
ATGATACT-----------------------------------------------------------------
-------------------------



ACAGGAAATGGCACTATCATGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAAAGGAAAGATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAAAATGTGACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX693770 
TTCTACTGTAATACATCAAAACTGTTTAGTAGTACTTGGTATAATAATGGTACTTGGACTAGTACTTGGAATG
AGACTATA-----------------------------------------------------------------
----------------------------
GAAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATAATGAGACCAACGCC-------------------
-------------------------------------------------------------------------
-------
ACCACCACCGAGGAGATCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693223 
TTCTACTGTAATTCATCACAATTGTTTAATAGTACTTGGTATGTTAATGGTACTCGGATTGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAGGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAGATGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATACAGAT----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693238 
TTCTATTGTAATACATCACAGCTGTTTAATAGTAATTGGAATGATAGTACTTTGAATGATAATAGTACTTGG-
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAGAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAAGAATGAGAGCAAT----------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGACCTTCAGACCTGAAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693247 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGATACTAATATTTGGAATGATACTAGTACTG
GGAATGGTACT--------------------------------------------------------------
-------------------------



ACAGAAAATAGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTAATGGGAGCGATACC-------------------------
-------------------------------------------------------------------------
-------
ACCAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693268 
TTCTATTGTAATACATCACAACTGTTTAATAGTACTTGGTATACTAATAATACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCTATTGCAGGAAAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTATAAACAATACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAGCACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGG---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KX693886 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAACAATAGTATTTGGAATAATAATATTACTTGGA
GTGAT--------------------------------------------------------------------
-------------------AAA---
ACAGGAAATGACACTATCTCGCTCCCTTGCAGAATAAAACAAATTATAAACACGTGGCAGAAAGTAGGAAAAG
CAATATATGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGTGGTAATGAAAACAAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGAGATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACAACTGTTGCAACTCACAGTCTGGGGCATC 
>KX693314 
TTCTACTGTAATACAACACGGCTGTTTAATAGTACTTGGAATGAGACTAGTACTTGGAATGATACTGCA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAGGCAA
TATATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693326 
TTCTACTGTAATACATCAAAACTGTTCAATAGTACTTGGTATGGGAATGGTAATAGTACTTTGAATGATACCA
CA-----------------------------------------------------------------------
----------------------------



GAAAATAGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGACCAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAATAATGATACTGAGAGC-------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCAGATGTTGCAACTCACAGTCTGGGGCATC 
>KX693339 
TTCTACTGTAATACATCAAAACTGTTTACTAATATTACAGGAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AGCACTGACCCTATCATGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAC
TGTATGCCCCTCCCATTGAAGGACCAATTAATTGTTCATCAAAG---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAGTGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693374 
TTCTACTGTAATACATCACAACTGTTTGATAGTACTTGGAATGATAGTAGTACTTGGAATGATACTAGTACTT
GGAATGTTACT--------------------------------------------------------------
-------------------------
ACAAAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCTATTAGAGGACTAATTAGTTGTTCATCAAAA---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAATAAGAATGATAGCAAT----------------------
-------------------------------------------------------------------------
-------
ACCACCGAGATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693390 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGGATGAAAATAGTACTAAGAATGATAATAATACTT
GGAAA--------------------------------------------------------------------
-------------GATACT------
ACAGGAAATGACACTATCACACTCCATTGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGGAGAG
CAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTACGAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCAACGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---CTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KX693437 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATGATAATAGTACTTGGAAATGGAACAGGAAAA
ATACT--------------------------------------------------------------------
-------------------------



ACAGATAATGACACTCTCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAGAGGACCAATTAAATGTAGATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAATGGGACC----------------------------
-------------------------------------------------------------------------
----------
AGTAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>KX693455 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGAGACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCACTATCACGCTCCCTTGCAGAATAAGACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTATTAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTAAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX693469 
TTCTACTGTGATACATCAAAACTGTTTAGTAGTACTTGGACTAATACTAGTACTTGGAATAAGACTGAGACTT
GGAATGTTTCT--------------------------------------------------------------
-------------------------
GCAGAACATGACACTATCACGCTCCATTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATACCAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KX693475 
TTCTATTGTAATACATCAAAGCTGTTTGATAGTACTTGGAATAATACTAGTACTGAGAATAAT----------
-------------------------------------------------------------------------
----------------------------
AATGATACTAATATCACGCTCCCTTGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGTTAATATTAACAAGAGATGGTGGTAATAATGGGACC----------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATGGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693489 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGACTTGGAATGATACTAGTGCTTGGAATAATAGTA
CA-----------------------------------------------------------------------
----------------------------



GAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCTATTGCAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693491 
TTCTACTGTGATACATCACAACTGTTTAACAGTACTTGGCCTTGGAATGATAATAGTACTTGGAATAATTCTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGGCAAATTAACTGTTCATCAAAA---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTATTGATAATACTACGAAC----------------------
--------------------------------------------------------------------
GATACCACCAAGAAC---
AACACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>KX693496 
TTCTACTGTAATACATCACAATTATTTAATAGTACTTGGAATTGGAATGATACTATTCCTTGGAATGATACTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGACACTATCGTGCTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTATTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCGCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGA---------------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693539 
TTCTACTGTGATACATCACGACTGTTCAATAGTACTTGGACTAATACTGGTACTTGGAATGCTACTACAGGAA
ATAATGAT-----------------------------------------------------------------
-------------------------
ACTACAGGAAATATTATCAGACTCCCTTGTAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGGG
CAATGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCTAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAAACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP109512 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTATGTTTAATGGTAGTAGTACTTGGA
ATAATACT-----------------------------------------------------------------
----------GGGAATAGT------



ACTGAAAATGACACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATCAGATGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGGGGGGTGGAACAGAACAGCACG----------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTGAAACTTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932495 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGAGACTAGTGCTTGGAATGATACTGCA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGGGAGCGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACG---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>JF932496 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGACTTGGAATGATATTAGTACTTGGAATAATACTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATAGCACTATCACGCTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAACAGCAA
TGTATGCCCCTCCCATCGAAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAAGAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
CCCGACACCGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>GU647196 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATAATACTAGTACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCATTATTACGCTCCCTTGCAGGATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACCAATTAAATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGACATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU363830 
TTCTACTGTAATACATCACAATTGTTTAACAGTACTTGGACTCCTAATAGTACTTGGAATGGTACTGGTACT-
-------------------------------------------------------------------------
----------------------------



TGGAATGATACTATCACACTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGAAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTATTATTAACAAGAGATGGTGGTAAAAATGAGAACAACACT----------------------
-------------------------------------------------------------------------
-------
GAGAACAACACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY561236 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATGGGACTATTACTG
AAAAT--------------------------------------------------------------------
-------------------------
TCAAATAACACTAATATCACACTCCCATGTAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGTAATAAGATGTGTATCAAAC---
ATCACAGGGCTACTATTAACAAGAGATGGTGGGAACAACGATACT----------------------------
-------------------------------------------------------------------------
----------
AACAACAATGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY561239 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGCTACTGATACTTGGAATACTACTACAGGGT
TAAAT--------------------------------------------------------------------
-------------------------
GATACTGGTAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAT---
ATCACAGGGTTGTTATTAACAAGAGATGGAGGTAATAACAGCATA----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>HQ377377 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGTATAGTAATGGAACGCGACTTGCAAATGACAGTG
AT-----------------------------------------------------------------------
----------------------------
ACAAGTGAAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGCGGACAAATTAGATGTGTATCAAAT---
ATAACAGGGCTACTATTAACAAGGGATGGTGGGAAAGGGAATGGGAACGGA----------------------
-------------------------------------------------------------------------
----
ACGAACAATAACACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAGTTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAACA---GTGGGA---
CTGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGATG---
GCTATTGAGGCGCAACAAAATATGTTGCGACTCACAGTCTGGGGCATC 
>AY586542 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGTTAATAATAATATTAGCGGGCAAAATAAC-
-------------------------------------------------------------------------



----------------------------
ACTGAAGCTAATATTACACTCCCATGTAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACGGGACC----------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU668963 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGGGAATAATACTTGGAATAATACTGATGACG
CTGCTACT-----------------------------------------------------------------
-------------------ATC---
ACTGAGAATGCGACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGAGGACATATTAGCTGTTTATCAAAC---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAAGGGCAATGACACC-------------------------
-------------------------------------------------------------------------
-------
AACAACAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCG---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTTTGGGGCATC 
>FJ388890 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACTTGGAATAATACTGGATGGTCAGCTGACACAAATGGCA
CTAAT--------------------------------------------------------------------
-------------------------
GGCACTGAAGGAAATATCACACTCAAATGCAGAATAAAACAATTTATAAACCTGTGGCAGCAAGTAGAAAAAG
CAATGTACGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAAC---
ATTACCGGGATACTATTAACAAGAGATGGGGGCAATAATAATGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACACGACAGAGGTATTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCCTTA---GGAATAGCACCCAACAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GATAGGGAGGCGCAACAACATCTGTTGCAACTCCCTGTCTGGGGCATC 
>FJ388895 
TTCTACTGTAACACAACACCACTGTTCAATAGTACTTGGAATCCTAATGGTATTTGGGAGGGTACTACAGGGT
CAAATGAC-----------------------------------------------------------------
-------------------ACT---
GGGTCAAATGACACTGTCACACTCCAATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTAATAGTACTAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGACAAAAGAGCA---GTGGGAATAATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCGACTCACTTTTTTTGGCATC 
>FJ388898 
TTCTACTGTAATTCAACACCACTGTTTAATAATACCTGGAATGGTACCGAATTGACAAATAATAATAATAATG
AAGAAAAT-----------------------------------------------------------------



-------------ATCACA------
AATAATGAAGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGCTCATCAAAC---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAATGATAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGCTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>FJ388905 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTTGAAACCAAAAAATAGCACTATCCAAAGATATAGAG
ATAAT--------------------------------------------------------------------
-------------------------
AGAGATAATGACACTATTGTACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACAGCTTAACTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGATGTTAATATCACCGAG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGATA------GGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388910 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGCTGATGGTACTCGGAACGATACTGAAGGGT
CAGATAAC-----------------------------------------------------------------
-------------------AAC---
AACAATACAGAAACAATCACACTCCCATGCAGAATAAAGCAAGTCATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCCTCAAGC---
ATTACAGGGCTACTATTAACAAGAGACGGTGGTGACAACTCCACT----------------------------
-------------------------------------------------------------------------
----------
AGCAGCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388911 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTGGGCTAATAGTACTGGGCCTGGTAATGGAAATG
GAAATATC-----------------------------------------------------------------
-------------------ACA---
ATCACATCTGAAAGCATCATAACTCCATGCAGAATAAAACAACTTATAATCAGAAGACCGCAAGAAGTAAGAA
CAACATCTGCCCCTCCTATAGCAGCAGAAAATATTTGTTGTTCAAAA---
ATTACAAGAGTGCTATTAACAACAGAAGGTGGTGATAATACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388912 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATGATACCGAAAGGT
CAAATATC-----------------------------------------------------------------



-------------------ACA---
GAAGAAAATTTCAATATCACATTCCCATTCAGAATAATTCTAATTATAAGCAGGGGACTGGAAATAGCAAAAT
CAGCCCCTCCCCCCACCGGCATAAGTAAAATTTCATGTTCTTCAACG---
AGTACGGGGTTGACAAGAGCAAGAGGTGAAGGTAATGATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGGA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAACAAAAC---
AATTTG---TTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>FJ388960 
TTCTACTGTAATACAACACAACTGTTTACTAGTAAGTGGAAGAATGGTACTAGATTGTCAGAGAACAAAACTA
AC-----------------------------------------------------------------------
----------------------------
ACAGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCTTCAAAT---
ATTACTGGGTTGCTATTAACAAGAGATGGGGGTGATACCGGGGAG----------------------------
-------------------------------------------------------------------------
----------
AACGAGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAGGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCCTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAATA------GGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGGTGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388914 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAGTACTAGCTGGCCAAATAACACAAATAACA
CAAATGAC-----------------------------------------------------------------
-------------------ACT---
AACACAAATGACACTATCACACTCAGATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGGAGTGATGCGAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGATCGAGGTCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGGGGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACATAATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388915 
TTCTACTGTAACACAACAAAACTGTTTAACAGTACTTGGACTTGGAATAGTGGTACTTGGAATTCAACAAATA
GTAGT--------------------------------------------------------------------
-------------------ACT---
AATGGAATTGACACTATCACTATCACATGCCCAATAAGGCTAAGTGTAAACGCGTGGCAGGAAGTAGGAATAG
CAATGTCTATCTCTGCCCTCAGAGGCCGAATCAAGAGTTTATCAACG---
TTTACAGGTACAGGATTAACAAGAACAAGTGGTGGCGCCAACGAGGAT-------------------------
-------------------------------------------------------------------------
-------
GAGAACAGGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCTTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCATTA------GGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388918 
TTCTACTGTAACACAACACAACTGTTCAATAGTACTTGGAATTTAACACAATCGTTTAATAGTAGTACTGAAG
GGTCAAGT-----------------------------------------------------------------



-------------GGCACT------
GGGTCAAGTGGCACTATCACACTCCCATGCAGAATAAGACAAATTGTACACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATCAGGTGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATGATGGTAATGAC-------------------------
-------------------------------------------------------------------------
----------
TCCAATACTGAGGTCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGCTA------GGAGCT------
---TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAA---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ388920 
TTCTACTGTAGTACAACACCACTGTTTAATAGTACTTGGGATAATAATACTGAATGGTCAAATAACACAAGTA
AAAAT--------------------------------------------------------------------
-------------------------
AAAAATGACAGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAACTGTTCATCAAAT---
ATTACTGGACTACTATTAACAAGAGATGGGGGTGGAAACGAGAGC----------------------------
-------------------------------------------------------------------------
-------------
AATATCGAGACCTTCAGACCCGCAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388923 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGATACTAGTCGGCCAAATATCACAGGTGAGG
AAGAT--------------------------------------------------------------------
-------------------AAT---
GGTGAGGAAGATAATATGATACTCACATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACCGGGTTGCTCTTAACAAGAGATGGGGGTAATGACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
AGGACCGAGGTCTTCAGACCTATGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGCAAGTTGAACCATTA---GGAGTAGCACCTACCACAGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388963 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGTTAGTACTGGGAATGGAAATAAAACTGGAG
AGGGCACAAAT--------------------------------------------------------------
-------------AGTAAT------
GGCACAAATAGGAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGTTATTACCAAGAGATGGTGGTTTAAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGG---CTAGGAGCT---------
GTGTTCATTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388924 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGTAATGGTACTGAATGGTCAAATAACACAAATA
ACCCT--------------------------------------------------------------------



-------------------AAT---
AACCCTGACAGAGATATCACACTCACATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACTGGGTTACTATTAACAAGAGATGGGGGTAAAAACGAGAGC----------------------------
-------------------------------------------------------------------------
----------
GAGGCCACCGAGGTCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388964 
TTCTACTGTGACACAAAACCACTGTTTAATAGTACCTGGAATAGTAATAGTACTTGGAATGTTACAAATGACA
CT-----------------------------------------------------------------------
-------------------------
GACACTGCAGAAAATATCACACTCCAATGCAAGATAAAACAAATTATAAACTTGTGGCAGAGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAAGGAAAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACTCTACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAGTAGCACCTTCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGT---
AATTTG---CTGCGG---GCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTTTGGGGCATC 
>FJ388927 
TTCTACTGTAATTCAACAGAACTGTTTAATAGTATTTGGTATGCAAATGGTACTAGGAATAGTACTGAAGGGG
CACATAAC-----------------------------------------------------------------
-------------------GAA---
TCACATAACGAAACTATCACGCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAG
CAATGTGTGCCCCTCCCATCAGAGGACAGATTAGGTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACGAGAACAAC----------------------------
-------------------------------------------------------------------------
----------
ACCAACACAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCGTTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388933 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAGTAACGGTACTGACA
GTGAAAATAAC--------------------------------------------------------------
-------------ATCAAT------
AATAACAACACTGAAATCGTACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAATTGTACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATAGTAGCGGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGATA------GGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATT 
>FJ388935 
TTTTACTGTAATACATCACAACTGTTTAATAGTAGTTGGGATGAGAATGCTAATGCTGGGAATAATACTCCTG
GGAATGAT-----------------------------------------------------------------



-------------------ACT---
CCTGGGAATGATACTATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAAAT---
ATTACAGGGCTGTTATTGACAAGAGATGGTGGTAAGAACAACAGTAAT-------------------------
-------------------------------------------------------------------------
-------
GATAACAATACTGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTAGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTTTGGGGCATC 
>FJ388936 
TTCTACTGTAATACAACGCCACTGTTTAATAGTACTTGGAATTGGAATAATACTGGAGAGCCAGAAACCACAA
ATGAC--------------------------------------------------------------------
-------------------ACT---
GACACTAATAAGAATATCACACTCAAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACTGGGTTACTATTAACAAGAGATGGGGGTAGTACCAAGAACGGGACC----------------------
-------------------------------------------------------------------------
-------
CAGAACGAGACTGAGGTCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ388937 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATAGTACTAAATGGTTAAATAGCACTGAAGGAG
AAAACATC-----------------------------------------------------------------
-------------------ACA---
ACTGAAGGAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAGTAAGGGATGGTGGTAATACCACTAGTAGC-------------------------
-------------------------------------------------------------------------
----------
AATTCCACCGAGACCTTCAGACCGGCAGGTGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATACA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAGGAGAAGAATGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAATAGGAGTAGGAGCT------
---GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>FJ388939 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGAATCGGGATGATATTTGGAATACTACTGGGGGGA
ATGGT--------------------------------------------------------------------
-------------------ACT---
GAGTCAAATAACAATATTACTCTCCCATGCAGAATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACACATTAGTTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGTTAATAAAAGT----------------------------
-------------------------------------------------------------------------
-------------
GCCATCGAGACCTTCAGACCATTAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GCACTA------GGAGCG---------
CTGTTACTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ388955 
TTCTACTGTAATACATCACAACTGTTCAATAGTACTTGGAACACCACTGAGCTTGAGTCAAATATCACAGATG
AAAAT--------------------------------------------------------------------



-------------------------
ATCACAGATGAAAATATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAATACCACA----------------------------
-------------------------------------------------------------------------
----------
AATGGAACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAATA------GGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF683736 
TTCTACTGTAATTCAACTGCACTGTTTAATAGTACTTGGAATAATACTGCAGGGTCAAATAACACTACAGGAA
ATAAC--------------------------------------------------------------------
-------------------ACT---
ACAGGAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAATAATAGCACAAAC----------------------
-------------------------------------------------------------------------
-------
AAGTCTGAGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>JF683741 
TTCTACTGTAATTCAGCGGGACTGTTTAATAGTACTTGGGGGACTACTAATGGTACTTGGAAGGGGACTGAAG
GGTCA--------------------------------------------------------------------
-------------------------
GCTAACAATAACACTCTCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCTATTAGAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGTTACTGTTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGGGACGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683743 
TTCTACTGTAATACAACACCATTGTTTAGTAGTATTTGGAATGGTACTAAGAGGGTAAATGGAACTAACGAAA
CT-----------------------------------------------------------------------
-------------------------
GAAACTGGAGACAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGTGGTGTTAGTAATAACACT-------------------------
-------------------------------------------------------------------------
----------
ACAGGGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------TTTGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683747 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTTGGGGGTGAATAGTACTTTGGGGG
TTAATAAT-----------------------------------------------------------------



-------------GGTACT------
GACAATGACACTATCATCTCACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAGTAGCAAGAATAAC-------------------------
-------------------------------------------------------------------------
----------
AGCACGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF683751 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGAAGGGTCAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAGCACCATC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGTG---GCAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683753 
TTCTACTGTAATACAACAAAACTATTTAATAGTGCTTGGATTAATGGTACTTGGAATGGTACTGAAGGGTCA-
-------------------------------------------------------------------------
-------------------------
AATAAATCAACCACCATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGATACATTAATTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTAATAAT----------------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTCACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGGGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683754 
TTCTACTGTAATACAACACCACTATTTAATAGTACCTGGAATGATACTAGCTGGTCAGTGGCCACTAAG----
-------------------------------------------------------------------------
----------------------------
AATGATACAAATATCACACTCGCATGCAGAATAAAACAAATTATAAACCTGGGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTAGCAACGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCACGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGGGCAGCTTCA---
ATTGGGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683769 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATGAAACACAATTGCATAATAGCACTTGGAATG
AG-----------------------------------------------------------------------



-------------------------
ACTAGAAATGACAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTACATCAAAT---
ATTACAGGAATGTTACTGACAAGAGATGGGGGTAGTAACCCTAACAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAACAATACTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF683775 
TTCTACTGTAATACAACACAACTATTTAATAGTAATTGGACAGTAGTTAATAGTACTTGGTCAGCTAATAGTA
CTTGGAATAGT--------------------------------------------------------------
-------------ACTACA------
GGGTCAAATAACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAATATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTCCTAGTAAGAGGAGGT---AATGAATCAAAA----------------------------
-------------------------------------------------------------------------
-------------
TCACAAGAGATCTTCAGACCTATAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCT---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF683778 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTTTTACTGGGAATACCACACAACTGGTTAATG
GG-----------------------------------------------------------------------
-------------------------
AGTGTGAATGAGAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAGAGGACCAATTAGCTGTACATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTGTTGGCAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATAGCACCGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCAATA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JF683785 
TTCTACTGTAATTCATCACAACTGTTTGATAGGTCTTGGCATACTAGTGGTACTCGGAAGGATAATAATACAA
GT-----------------------------------------------------------------------
----------------------------
ATAAATGGAACTATCATACTCCCATGTAGAATAAAACAAATTATACATATGTGGCAGGAAGTAGGGAAAGCAA
TGTACGCCCCTCCCATCAGAGGAGCAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAGTAAT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAAACTTTCAGACCTATAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683787 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATACAACAGGGAATACAACAGAATGGGGTAATA
GTACTGAA-----------------------------------------------------------------



-------------AGTAAT------
AGTACTGAAGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAAAAATTAAATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTGATAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACGGAACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA---GTAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683788 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGTATAATATTGATAATGCTACAGGGACAGAT----
-------------------------------------------------------------------------
----------------------------
GGTAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAATTGTTCTTCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAGTAATAACAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683790 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATAGTACTGATACTGGGGGTGAA----
-------------------------------------------------------------------------
----------------------------
ACTAATGAAAATATCACACTCCCTTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGCGGAGTAATTAATTGTCTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---TTTGGAGCT------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683794 
TTCTACTGTGATACATCAGAACTGTTTAATAGTACTTGGAATAATACTAAAAGGGTAAATAACACGAATAAC-
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTATTGACTAGAGATGGTGGTAAGAATAACACG----------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGAA---CTAACG---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF683801 
TTCTACTGTAAGACATCACAACTGTTTAATAGTACTTGGCAGTCTAATGATACTTGGCTGCCTAATGGTAACG
AG-----------------------------------------------------------------------



----------------------------
AGTGATGCCAAGATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGCAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAACAACAATGAC----------------------------
-------------------------------------------------------------------------
----------
AATAACAGCGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683804 
TTCTACTGTAATTCAACACGACTATTTAATAGTACTTGGTATAATAATGGTACTTGGAAAGGTACTGAAGGGA
TAAATAAC-----------------------------------------------------------------
-------------------ACC---
GGGATAAATAACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACTAACGGGACGACCGATGGT------
ACTAACGGGACGACCGAT---GGTACTAAC-------------------------------------------
--------------------------
GGGACCGAGATCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTAAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGGA---GCA------CTAGAAGTT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403048 
TTCTACTGTAATACAGCACAACTGTTCAACAGTACGTGGACAAATGATACTGGGGAAGTGAATGATACTAAAG
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGCAGGATAAAACAATTCATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGATCAATTAGGTGTTTATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATGGTAATAGGTCC-------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124812 
TTTTACTGTAATACAACAAACCTGTTTAATAGTACTTGGTCTAAAAATGATACTAATGTGACAAACAAAACT-
-------------------------------------------------------------------------
----------------------------
GATAATGACATTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAATAATAGCACC----------------------------
-------------------------------------------------------------------------
----------
AATGGGTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTTACAGTCTGGGGCATC 
>KT124752 
TTCTACTGTAATACAACAAAATTGTTTAGTAGTAATTGGACTTGGGATAATAATAATACGGGTAATTGGACTG
GT---------------------------------------------------------------------



ACTTGGAATAGTGTTAAT---------
AACACTGAACATAATATCACACTCATATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CGATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTATTACTAACACTAGC-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGAT---TTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCACAGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124755 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAACGTTTAAATAGCACTGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATGATAATATCACTATCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACGAAAAC----------------------------
-------------------------------------------------------------------------
----------
AATACCATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACACCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124757 
TTCTACTGTAATACATCACGATTGTTTAATAGTACTTGGAATAACACTAAAAACAGAGATATAGATATGACTG
GAGAC--------------------------------------------------------------------
----------------------------
ATAAATGGAACCATCACGCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCCGGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATGATACTAAG----------------------------
-------------------------------------------------------------------------
-------
AACAATACTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATC 
>KT124794 
TTCTACTGTAATTCAACAAAGCTGTTTAACAGTACTTGGTATCCTAAAGGTAATAGTAGTAATAGTACTAGTG
GTACTGAG-----------------------------------------------------------------
-------------------------
AATACTACTGAGATCATCACGCTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTACAAACCAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124800 
TTCTACTGTAATACAACACAACTGTTTAACAGTAATTGGACGACTAATAATACTGGGAGTAATGATACGGAGA
TTAATGATACT--------------------------------------------------------------



-------------------ATG---
GAGATTAATGATACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTTTGCCCCTCCTATTAGAGGACAAATCAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCGACAACAACGAGACAGAA----------------------
-------------------------------------------------------------------------
-------------
ACCACCGAAATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGGGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---TTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124810 
TTCTACTGTGAGTCAACACCATTATTTAATAATAGTTCAGAAGGGAACTTTAGTAGTTCAGAAGGGAGCTTTA
GTAGAAGC-----------------------------------------------------------------
-------------TCAAGT------
AACAACAACAGCACAATCACGCTGTCATGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGGCAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAGGAGACAGAA----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124749 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAATACTACTAGGAATGACA
CT-----------------------------------------------------------------------
-------------------------
GGAGGTGAAGATAAAATTACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGAGGTAATACAAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTATTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---TTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124753 
TTCTACTGTAATTCAACACCACTGTTCAATAGTACTTGGAATGAGACTAGTATTTGGAATGATCCTAATAATA
ATACTTGG-----------------------------------------------------------------
-------------AATGCT------
AATGCTACTGAATTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGAATAATTAGATGTTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAACAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAGCACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124754 
TTCTACTGTAATACAGCAGCACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTTAAATAGCACTAACGAAA
AT-----------------------------------------------------------------------



----------------------------
GGTACTATCCCTATCACACTCCCATGCAAGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGAAGAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATAATAGAGAG----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTAAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC247955 
TTCTACTGTAATACATCAAAACTGTTTAATGTGAGCACTAGACAGACAAATGAC-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACAGCAGCAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGCATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT124772 
TTCTACTGTAATACATCAAAATTGTTCAATAGTACTTGGCATAGGAATAATAATACAGTCTCAGGAAAT----
-------------------------------------------------------------------------
----------------------------
GTCACAGGGAATATCACACTCCAATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTCAGCGGAAAAATTAGTTGTGTATCAAAT---
ATTACAGGGATACTTTTAACAAGAGATGGAGGTAATAACAACACA----------------------------
-------------------------------------------------------------------------
-------
GAGAACAGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACG---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124797 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACCTGGATTAGTAATGGTACCTGGATTATAAATAGTACTG
GTAATGGGACT--------------------------------------------------------------
-------------AATGAT------
ACTGAAGGGTCAGATATCACGCTCCCATGCAGAATAAGACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGATATATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATGACGAGAATACC-------------------------
-------------------------------------------------------------------------
----------
ACCGATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGCAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC248026 
TTCTATTGTGACACAACACAACTGTTTAATAGCACTTGGATTAATGGTACCAGGAATGATACTGAAGGG----
-------------------------------------------------------------------------



----------------------------
TCAAATAATACTATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTACGGACAATGACACAAGT----------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTTGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC248015 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGAATGATTCTACTTCAGGGAATACCAAT-------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATCATACTCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAACAAGAGTGAA-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCAGTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124802 
TTCTACTGTAATACTTCACAACTGTTTAATAGTTCCTGGAACGGGACACAGAGCGAGACAAATAACACCAAC-
-------------------------------------------------------------------------
----------------------------
AGAAATGACACACTCACACTCCAATGCAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACCAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTGGTAATACAACC-------------------------
-------------------------------------------------------------------------
-------
AGCAACACTACTGAGATCTTCAGACCTGGAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124765 
TTTTACTGTAATACAACAGAACTGTTTAATAGTATTTGGGTTAATGGTTCTTGGGTTAATGGGACTAATAATG
ATACTGAA-----------------------------------------------------------------
----------------------------
TCAAATTCCAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAA
TATATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGGGATGGTGGGATAGACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AAAACCAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA------------CTAGGACTT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124811 
TTCTACTGTAATACATCACAGTTGTTTAATGGTACTTGGAATAGTACTGTGGGATGGATAACTGAAGGATCAA
ATAAC--------------------------------------------------------------------



----------------------------
ACTGGAGGAATTATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCTATCAGAGGAAATATTAGCTGTCTATCCAAT---
ATCACAGGGCTATTATTGACAAGAGATGGTGGTAGCACAAACAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACCTTCAGACCTGGAGGAGGAAATATGATGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATCGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGACAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KT124767 
TTCTACTGTAATACAACAGAACTGTTTAATAGTGTTTGGAATAATAGTGGAAGGGTAACTGGCACTGGA----
-------------------------------------------------------------------------
----------------------------
AATAGTACTAACATCACACTCCCATGCAGAATAAAACAATTTATAAATATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTCCTAACAAAACG----------------------------
-------------------------------------------------------------------------
-------------
GAGAATGATACCTTCAGACCTACAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAC---CTAGGA---CTAGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324301 
TTCTACTGTAATACAACACAACTGTTTAATAGTGACTGGACGATTAATAATGGTACTGGGAATGATACTGAAG
GGTCATTA-----------------------------------------------------------------
----------------------------
AATAGCAGTGACATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGACAGGGTAGTAATGCT-------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324379 
TTTTATTGTAACACAACACAACTGTTTAATAGTACATGGGATAATGGTACATGGCATAATGAGAATAATGAGA
ATAATGGAACA---TTT--------------------------------------------------------
-------------AATGCA------
ACAAGCCATGAAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGACTAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
CTTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAGCTAACAGTCTGGGGCATC 
>KY324630 
TTTTACTGTAATACAACCCAGCTATTTAATAGCAGTTGGAATGCAACACAACTATGGAATACTGGGATGGAGA
ATAATAGCTTT--------------------------------------------------------------



-------GGGATGGAGAAT------
AATAGCTTAGAAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGATTAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGGATGCACAATAAGAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTGCAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTTTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KY324641 
CTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGTTTAACAGTACCAACATTACTGACACTAGAGAAA
AT-----------------------------------------------------------------------
----------------------------
AGCACAGAAATAATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATTAGCTGCATATCGAAT---
ATTACAGGGCTGCTGTTAATAAGAGATGGTGGTAACATCACCAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACATCCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGACATTTGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KY324761 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATTTTAATAGTACTTGGAATACAACACAATTGC
TTAATAGT-----------------------------------------------------------------
-AATTGGAATACAACT---------
AGTACTGAGAAGAACATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGACGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGTTGAGAACACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAAGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCT---GTAACA---TTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324808 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGGACTAATACTACAAAGCCAGAAATC-------
-------------------------------------------------------------------------
----------------------------
GCAAATGGAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTTAACAAGACAAATGAT----------------------
--------------------------------------------------------------------
ACAAATGACACAAAT---
AACACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GCA------CTAGGAGCT---------
CTTGTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATCTG---TTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK115683 
TTCTACTGTGATTCAACGCAACTGTTTAATAGTACCTGGCTGCCTAATAATGAGAGTAATTGGTATAATAATG
GGAAT--------------------------------------------------------------------



-AATACTACAGGGTCAAAC------
AACAGTACAGCCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGCAATCAATTGCTTGTCAAAT---
ATTACAGGGTTGTTACTAACAAGAGATGGTGGGAATAATAACGAG----------------------------
-------------------------------------------------------------------------
----
ACAACCGACCCCACCGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGT---
CTCGGAGCC---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK115918 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGGATAGTACTTGGAAT-------
-------------------------------------------------------------------------
----------------------------
AATACAGATAATATCACACTCCCATGTAGAATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCTCCTCCCATCCGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGGGATGGTGGTAACGGGAATGAGACG-------------------------
-------------------------------------------------------------------------
----------
AGAGAAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGAACACTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---ACTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK116058 
TTCTATTGTAATACAACACAATTGTTTAATAGCACTTGGGATAATGGTACTGAAAAGTCAAGTAACCTTGGAG
GA-----------------------------------------------------------------------
----------------------------
AATGATACAACCATCATTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGAGGTAATAGTACTGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCAATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK116212 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAATACTTGGAAT-------
-------------------------------------------------------------------------
----------------------------
AGTACAGGTAATATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGAGTGAG----------------------------
-------------------------------------------------------------------------
----------------
AGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK086129 



TTCTACTGTAATACAACAAAACTGTTTAATAGGACCTTTAATAGTACTTGGAATAGTACTGAAGGGTCA----
-------------------------------------------------------------------------
----------------------------
AATAGTACAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAATAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTAATGACACTAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---ACCAGACGA---TTAGTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACACAATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN090868 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAATACTTGGAAT-------
-------------------------------------------------------------------------
----------------------------
AGTACAGGTAATATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGAGTGAG----------------------------
-------------------------------------------------------------------------
----------------
AGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF490512 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAGTTTAATGGTACTTGGAAGGTTGTTGAAGGAT
CAAGT--------------------------------------------------------------------
-------------------------
GACACTGCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAACACAAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCCCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U43096 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGAATGATACTAAAGAGTCAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAATAAGGAC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGACTGCTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCACGGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U43141 



TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAATACTAGTACTTGGAATGATAAT-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCATACTGCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGATAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACCACCGAGATCTTCAGACCTGGAGGGGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCACGGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514704 
TTCTACTGTAGTACAACACAATTGTTTAATAGTACTTGGAGTAGTACTGGAGAGTCAAATAACACCAATGGCA
CA-----------------------------------------------------------------------
-------------------------
GGAACAAATGGCAATATCATACTCCCATGCAGAATAAGACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTGGTAATAACACG-------------------------
-------------------------------------------------------------------------
-------
GACAATGCCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAGCAGAATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514705 
TTCTACTGTAACACTTCACAACTGTTTAATAGTACTTGGTATAGCACTTGGAATAGTACTTGGTATAGCAATA
GGAATAGTACT--------------------------------------------------------------
-------GGAGGGTCAACT------
AACGAGAGCGACATAATCTCAATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAACTGTTTCTCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTCTAAATGTTACC----------------------------
-------------------------------------------------------------------------
----------
AATACCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCTACCCAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514706 
TTCTACTGTAATACAACACTACTGTTTAATAGTACTTGGAATGATACTACAGGAAGGTTAAAT----------
-------------------------------------------------------------------------
----------------------------
ACCACTGAAGACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>EF514707 



TTCTACTGTAATACAACACCACTGTTTAATAGTACGTGGAATACTAATACTACAGAGCTAAATAACACTGATG
AC-----------------------------------------------------------------------
----------------------------
AACAATGGCACATTCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAAAGGACGAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAACCCAAACAGTACC-------------------------
-------------------------------------------------------------------------
----------
AGTACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA------------ATAGGAGTT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF514709 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGGTCAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
AGAAATGACACAATCACACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACGCAAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GCAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514710 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTAGCAACTCAAATACC----------
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATCACACTCCCATGTAGAATAAGACAAATTGTAAATTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACTAATTAAATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACATAAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514711 
TTTTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATGATACTAGAGAGTCAAATAATAATGTA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAGAAGGGAAC----------------------------
-------------------------------------------------------------------------
----------
GGGACGACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTCTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCCTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>EF514712 



TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGAATGAGAGTACTTGGAATGAGAGTACATGGAATA
ATACAGGGAAT--------------------------------------------------------------
----------ACTACCCCT------
GAAAGAAATGAAACTATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCGCCCATAGAAGGACACATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGGGGTAACAGGAGCAAGAGCGAG----------------------
-------------------------------------------------------------------------
-------
AATAACGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGGA---GTA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514697 
TTCTACTGTAATACAGCAAAGCTGTTTAATAGTACTCTGAATAATACTGAATGGTCAAATATCACTGCAGAAA
AT-----------------------------------------------------------------------
----------------------------
AATGAAGACAAAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACCAATTAACTGTTCATCAAGT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATATTAATAATAATAGC----------------------
-------------------------------------------------------------------------
-------
ATGAGAGATAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514701 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAACAGTAACAGTACCTTAACTTTAACTGGTCCTG
AAGAGTCA-----------------------------------------------------------------
-------------------AAC---
AGCACTGATAATAATATCACACTCCCATGCAGAATAAAGCAGTTTATAAACCTGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACGAATTAAATGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAATAGCAGCAAC----------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ694790 
TTCTACTGTAATACGACACGACTGTTCAATAGTATGTTCAATGGTACTTTGAAGAATACTACAGGGTCAAATA
ACACA--------------------------------------------------------------------
-------------------------
GGGAATAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACTAATTAACTGTGTGTCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGTAAGAGTAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAAACGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTGCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839597 



TTCTACTGTAATGCAACAGAGCTGTTTAATAGTACTTGGAATGATACTACTGGGAGTGTTACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGATATATTAACTGTTCATCAAAC---
ATTACAGGGCTGCTATTAATAAGAGATGGGGGTATTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAGACCTTTAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839596 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCTTGCTAATAGTACTTGGAATGATAATGATACTA
GT-----------------------------------------------------------------------
-------------------------
ACTGATAATAGTACTATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATCACAGGGCTACTATTAACAAGAGATGGTGGTAATGAAAGTGAG----------------------------
-------------------------------------------------------------------------
----------------
TTCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ817365 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTTGGAATGTAAATAAAACTGTAAATGACACT-------
-------------------------------------------------------------------------
----------------------------
GAAAAGGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTACTAATGAGAGATGGTGGTAAAGAGGAAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCATCATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGCGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY658702 
TTCTACTGTAATACAACACCATTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAATACTGCAA
ATGAA--------------------------------------------------------------------
----------------------------
AATGATACAACCATCACACTGCAATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGGGGAAATATTACATGTATGTCAAAT---
ATTACAGGAGTATTATTAATAAGAGATGGTGGCAATACAAGTGAGGCA-------------------------
-------------------------------------------------------------------------
----------
AACAGCACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGTATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACACTGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATC 
>AY173960 



TTCTACTGTGATACAACAAACCTGTTTAATAGTACTTGGAATGAAACACAACTATTTAATAGTACTTGGAATA
AT-----------------------------------------------------------------------
-------------------------
ACTGGGAATGAAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGACAAATAAACTGCTCCTCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGATAATAGTACAAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTATAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAGCCATTA---GGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC595150 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATAATAATACTAAAGGGTTAAATAACACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGCGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595152 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATACTCGGAATAATACTAAAGGG-------
-------------------------------------------------------------------------
----------------------------
TCAAATAACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAACGATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595154 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGAATAATAATAATAGTACCTGGAATAGGACGGGGG
AGGGGTCA-----------------------------------------------------------------
-------------------AAC---
AACACTGAAGAAATTATTATGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGTGGAATAATTAGATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAGGAGATGGTGGTAATAACACTGACACT-------------------------
-------------------------------------------------------------------------
----------
AACGCCAACGAGACTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGCAGCACCCACCAAGGAAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GGGGGG---ATAGTCTTT------
---TTGTTCCTTGGGTTCTTGGGAGCA---ACAGGAAGCACTATG---CCCGCAACGTCA---
TTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATC 
>KC595157 



TTCTACTGTAACTCAACACCGTTGTTTAATAGTACTTGGAGTAATACTACCGAGTCAAATAGC----------
-------------------------------------------------------------------------
----------------------------
ACAGCCAATAATATCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTGACAAGAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGGTCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAACGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTA------ATAGGAGCA---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595160 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAAGACTTGGGAGATTG
GAGGG--------------------------------------------------------------------
----------------------------
CCAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGAGGACAAATTAGATGCTCATCAACT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGTAGTAACACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595161 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGTAATACTGGAGCGTCAAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAAGATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG------GGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595162 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATGGTACTGAAGAGC
CAAGTAAC-----------------------------------------------------------------
----------------------------
TTTGCAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAACAAAAGC----------------------------
-------------------------------------------------------------------------
----------
GAGGCCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595163 



TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTACAAATGACACTGGCAAAAAT----
-------------------------------------------------------------------------
----------------------------
GACAATGACACAATCATTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATACTAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC595165 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAACCGGACTGGTACTGAGGGGTTAAATACCACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGGCACATTCACACTTCCATGTAGAATAAAACAATTTATAAACTTGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAAAATGAAC----------------------------
-------------------------------------------------------------------------
----
GAGACAAGCGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCTAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595197 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACTAGGAATGAC-------------
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCGTCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGGGGTAATACGAACGGT----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595202 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTACTGAAGAGACAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ACTGAAGGCACAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTAGCTGCTCATCAAAT---
ATTACAGGGGTGATATTAACAAGAGATGGTGGCACAGACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTTAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 



>KC595203 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGGATAATAGTAGTATTGAGAATAATACAGAGTCA-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCACACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGGCCAATTAATTGCTCATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAATGGCCCT----------------------------
-------------------------------------------------------------------------
----------
AACGATACTGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGAATAGCACCCACCAATGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCA---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCAACTGTTGCAACTCACAGTTTGGGGCATC 
>KC595158 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGTAATAATAGTACTTGGAGTAATACTACCGAGT
CAGGTGGC-----------------------------------------------------------------
----------------------------
AATGGAACAAATATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGTAACACG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595168 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAATAGTACTTGGAATG
AT-----------------------------------------------------------------------
----------------------------
ACTGGAGAAAAGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGCAATAACAAGAGC----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATATTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACCG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC595190 
TTTTACTGTAATACAACGGGACTGTTTAATAGTACTTGGAGTTGGAATGATACTAACACAAATGACACAAGAG
AA-----------------------------------------------------------------------
----------------------------
AATAACACACATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGTGGTGGTAACGGGAAC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>KT200351 
TTCTACTGTGATACATCAAAATTGTTTAATAGTACTTGGTCTAATAATGATAGTGTTATTAATAGCACTGAAG
TA-----------------------------------------------------------------------
----------------------------
AATAACACAGTCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACAATGCCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCGGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAGAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTTCTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU786676 
TTTTACTGTAATACATCACTACTGTTTAATAGTACCTGGAATGGTACTGGAGGGACAGATACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGCTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGGAAAGAGAGTAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACTACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGTTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595196 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAACGATACTGGAGGATCAAATAATACTGGAGAAT
CAAAT--------------------------------------------------------------------
----------------------------
AGCACTGGAACAATCACACTCCCATGCAGAATAAGACAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTCTTAACAAGAGATGGTGGTGATAACGGGACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAGCCATTG---GGAGTGGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATC 
>EU786678 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACCTGGAATACTAATGGTACTTGGAAGGGTACAACAGGA-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACCATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGATGCACATCAAAT---
ATTACAGGAATTCTATTAACAAGAGATGGTGGTAAAAGCAATAACAAT-------------------------
-------------------------------------------------------------------------
-------
AGCAATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGTGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>EU786680 
TTCTACTGTGATTCAACAAAACTGTTTAATAGTACCTGGTATTTTAATGGTACTTGGAATAATACAAATAATA
ATAAT--------------------------------------------------------------------
-------------------------
GATACCCATGATCCCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGTTGATAACAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAACTTAAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ236609 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGTCGTATAATAGTACTAAGAATAGTTGGAGTAGTA
CTGAA--------------------------------------------------------------------
-------------------GGG---
ACAAATGGCACCACCATCACACTTCCATGCAGTATAAAACAATTTGTGAGAATGTGGCAAAGAGTTGGACAAG
CAATGTATGCCCCTCCCATCGCAGGAAACATATCATGCAGGTCAAAC---
ATTACAGGGTTGATATTAACAAGAGATGGTGGCACCCCAGATGAT----------------------------
-------------------------------------------------------------------------
----------
GGCAATAACGAAACCTTCAGACCTGGAGGTGGAGACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGCTTGAACCATTA---GAAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAGAG------CGGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>FJ817366 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGTATAGTAATGGGACTAGTAATGGAGGGTTAAAT-
-------------------------------------------------------------------------
----------------------------
AACAGTGCCAACATTACACTTCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATTAACTGTTTATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTGAGAACAATGGC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGACTA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCAGCTGCTGCAACTCACAGTCTGGGGCATC 
>GQ372988 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACGTTGTTTAGTAATAATACTTGGTTCAATAGTACTATGA
ATGAA--------------------------------------------------------------------
-------------------ACT---
AATACAAATGACACTATCATGATTCCATGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGGAGGCCAGAACCAGACT----------------------
-------------------------------------------------------------------------
-------
GAAAACCAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTCACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>FJ670531 
TTCTACTGTGATTCAAAAGGACTGTTTAATAGTACTTGGAAGCTGGTTAATAGTACTTGGGAGCTGGTTAATG
GTACTTTGGAT--------------------------------------------------------------
----------TCAATAACA------
AATGGTACTGTCAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACCGGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAAAGGGCCAATTAACTGCACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGACAAAAAC----------------------------
-------------------------------------------------------------------------
----------
CAGTCCATTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ853620 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTATTAGGAATGACACTGAA-------
-------------------------------------------------------------------------
----------------------------
GCTGGAGAAAATATTACACTCACATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGGGATGGGGGTAAAAACAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200349 
TTCTACTGTAATACATCAGAACTATTTAATAGTACTTGGCAGTTTAATAATAATAATACTGGAAATAATAGT-
-------------------------------------------------------------------------
----------------------------
GCTGAAAGAAATATCACAATCCCATGTAGAGTAAGACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTGTATCAAAT---
ATTACGGGGATGCTATTAACAAGAGATGGTGGTAATGATGGTGGT----------------------------
--------------------------------------------------------------------
AATAACAGCACGAAC---
GTGAGCGAGATCTTCAGACCGGCAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGGATAGCGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAG---GCTAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---TTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200354 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCAGTTTAATAGTACTGAGAGTGGTACTGGGAAAC
TA-----------------------------------------------------------------------
----------------------------
AATACCACTGACATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAGTCACAGGAATAATTAGTTGTTTATCAAAT---
ATTACAGGACTGCTAATAACAAGAGATGGTGGTAATGATAATAAGACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCAATAGTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KT200358 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGGAAACAAACAGGAGTGAAAGTGCAAAT-------
-------------------------------------------------------------------------
----------------------------
ACCAGTGAAACAATTATACTCCCATGTAGAATAAGACAAATTATAAACTTGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGGAATGATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTACAAATTGAACCAATA---GGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACC---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTAAGAGCA---GCAGGCAGCACTATA---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTAAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ853622 
TTCTACTGTAATACAACAACACTGTTTAACAGTACTTGGTATAATAATGGAAGTTCAAATGACTCTGAAAAA-
-------------------------------------------------------------------------
----------------------------
AATGGCACCATCATCACACTCCCATGTAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCTATCGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGAACTGATAGT-------------------------
-------------------------------------------------------------------------
----------
AACCAGACCGAGACATTCAGACCTGAAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACGATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362883 
TTCTACTGTAATACTACACAACTGTTTAATAGTACTTGGCTGCCTAATAGTACTTGGAATGATACTGCAAAC-
-------------------------------------------------------------------------
----------------------------
GACACAATCACAATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTATCTGTAAATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAACAAGACCAAT----------------------------
-------------------------------------------------------------------------
----------
GACACATACGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---ATAGGAGCT------
---GTATTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362886 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGAAACTAAGAATGAAACTGAGACAGGGAAC-
-------------------------------------------------------------------------
----------------------------
ACAAGTGACAGTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGCATAGAAAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTAACA---TTGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTA---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 



>JX140656 
TTCTACTGTAATACAACGAGACTATTTAATAGGACTTGGAATAGTAATGATAATATTACAAATAATACAAATT
CA-----------------------------------------------------------------------
----------------------------
AATGACTCAGATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACCGGGATGCTATTAACAAGAGATGGTGGACATGGGAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCGTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362881 
TTCTACTGTAATACATCAAGTCTATTTAACAGTACTTGGGGGGTTAACGATACTTGGAATAATACTTGGAATA
GG-----------------------------------------------------------------------
-------------------------
AATGAAAATGACAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGCAGTAGGGAAAG
CAATATATGCCCCTCCCATTGCAGGATCAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGAAATGGTAATAATACT-------------------------
-------------------------------------------------------------------------
-------
AATAATACCATCGAGATTTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362885 
TTCTACTGTAATACAACAAAGCTGTTTAACAGTACTTGGTCGACTAATGATACTTTGAATAATACTACAAGGG
GT-----------------------------------------------------------------------
----------------------------
AATGACACTATCATAACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAATAAAACAGAA----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCATTAGGAGCT------
---ATGGTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACGA---TTAATG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGATGCGCAACAACAGATGTTGCAACTCACAGTCTGGGGCATC 
>KC473842 
TTCTACTGTAATACAACACAACTGTTTAATAATACTTGGAATGAAACTGCTTGGAATGAGACTAACAATGTAA
AT-----------------------------------------------------------------------
----------------------------
AACAGTGAAACTATCACACTCAAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATCAATTAGATGTTCATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACACGAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GCG------TTCGGAGCA---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>KT200353 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGCCGCCTAATAGTACTGTTAATGGTACTGATAATG
GA-----------------------------------------------------------------------
----------------------------
AGTAATGAAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACTAATTAAATGCTCATCAAAT---
ATCACAGGGCTGCTGATAGCAAGAGATGGTGGTAATAGTGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AACACTACTGAGATCTTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATA
AAGTAGTGAAAATTGAACCATTA---GGGTTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCC------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGATTA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200355 
TTCTATTGTAATACATCAACACTGTTTAACAGTACTTGGAATGCTAACAGTACTTGGAATGATACTGAAGGAA
CAGATGACCAC--------------------------------------------------------------
-------------------AAC---
ACAAATAATCTTAACATCACACTCCAGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTACATCAAAC---
ATTACAGGGGTGTTATTAACAAGAGATGGGGGGAATAATAATAACACAAGA----------------------
-------------------------------------------------------------------------
----------
AACGGGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200356 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACATGGAATGGTAATGTAAGCAATAATACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAGATAAAATTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAATCAA
TGTATGCCCCTCCTATCAGCGGAATAATTAGTTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATACAGGGAAC----------------------------
-------------------------------------------------------------------------
----------
AACGCCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY465967 
TTCTACTGTAATTCAACACCACTGTTTAACTGGACTTTGAATGATACTAAGAAGGAGAATGACACTGAA----
-------------------------------------------------------------------------
----------------------------
GAAGATAAAAATATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCGCCCATCCAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAAGAGTGATAAC----------------------------
-------------------------------------------------------------------------
-------------
CCAAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>KT276263 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGGATAATAATACTACACAATCAAATAAT-------
-------------------------------------------------------------------------
----------------------------
ACCAATGGAAACATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCGCAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAGACCTTTAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCA---------
ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT276266 
TTCTACTGTAATACATCAGACCTGTTTAATGAGACTAAGTTTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GAGACTGAGTCTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGAAGCAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGAATTATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACGGAGATCTTCAGGCCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT276267 
TTCTACTGCAATACATCAAAACTGTTTGATAGTACTTGGCTTAATGGTACTAGGTCTAATAGTACTGGAAATA
ACAAC--------------------------------------------------------------------
----------------------------
ACTGGAGAAACTATCACACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGAAGGACATATTAGGTGTTCATCAAAT---
ATTACAGGGCTGATCTTAACAAGAGATGGCGGTGATGACAACAAT----------------------------
-------------------------------------------------------------------------
----------
AATAGCACAGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCTAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGCTGCAACTCACAGTCTGGGGCATC 
>KU685585 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGTACCCGGATTAATGATACCTGGT
CTAATAGT-----------------------------------------------------------------
-------------ACTAGC------
AACACTAACGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGATACATTAATTGTTCATCAAAT---
ATTACAGGGCTGATCTTAACAAGAGATGGCGGTGTTAACAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGAGCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATACAAAG
TAGTACAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 



>KU685589 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGGATAACAGTACTTGGAATAATAATGGAAGCTCAA
GTAACAGCACA---TCC--------------------------------------------------------
----------------------------
TCAAATGACATCATCACACTCAGGTGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCCAAT---
ATCACAGGGCTGCTCTTAACAAGAGATGGTGGCAGTGGCAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGGTCTTTAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGCGAGAAAAAAGAGCA---ATAACA---TTTGGAGCT------
---ATGATCCTTGGTTCCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY989949 
TTCTATTGTAATACAACACAACTGTTTAACAGTACATGGGTTAGTAATGAAAACTTAACTAATAGTACCAATG
AA-----------------------------------------------------------------------
----------------------------
GACAATAGCACAATCACACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAATAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATCACAGGACTGCTATTAACAAGAGATGGTGGCAACACAAGCAAC----------------------------
-------------------------------------------------------------------------
----------
CCCAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGAA---CTAGGAGCT------
---TTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCGATTGAGGCGCAACAACGCATGTTGCAACTCACAGTCTGGGGCATC 
>KY989954 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAGTAATGGTACTTGGAATGGG-------------
-------------------------------------------------------------------------
----------------------------
AGTGCTGAGAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAAGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGGTGCTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGCAATAGCAATGATACC-------------------------
-------------------------------------------------------------------------
----------
AATGGCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAATAGAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC------
---ATGTTCTTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACGC---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY989956 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAGTTGGGATATGAGCAACCTAAATAGCACAGAAGCAAATA
GCAGC--------------------------------------------------------------------
----------------------------
AGCGAAGCAAAGATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAGAT---
ATTACAGGGCTGCTATTAACAAGAGATGGT---ACTGGAAACGAT----------------------------
-------------------------------------------------------------------------
-------------
ACCCTTGAAATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTGGGAACACTAGGAGCT---------
GTGTTTCTTGGGTTCTTGGGAACA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGATGCACAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 



>KC595171 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCCAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGGGGTGAGAACAATACT----------------------------
-------------------------------------------------------------------------
----------
ACTGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595172 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAGTGATACTGAAGGGTTAAATACCACTGAAGGAA
ATAAA--------------------------------------------------------------------
----------------------------
ACAAATGAAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAATGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---CTGGGAATAGGAGCTGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AAATTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595174 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGGGTTTAATGGTACTTGGAATG
AT-----------------------------------------------------------------------
----------------------------
ACTGCAAATAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATACTACCAAC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTA------ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595177 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAATATTACA----
-------------------------------------------------------------------------
----------------------------
GCAAATGGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGTAACGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KC595178 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAAGGATACTGAAGGGTCAAATGACACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGACGGTGGTACAGACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGCCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595195 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAAAGGTACTGAAAGGTTAAATAGCTCTTCTACAA
ATTCA--------------------------------------------------------------------
----------------------------
AATCCTACAGAAATCATGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAAATGTTCATCAAAC---
ATTACAGGGTTGCTACTAACAAGGGATGGTGGTAATGATAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCG------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTACAACAGCAGAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>DQ854716 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATGGTACTGCATGGTCAAATAACACTGAAGGAA
AT-----------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTATTAACCAGACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAAATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATAATAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595182 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGGAGTTTAATAGTACTG
GGAATAGTACT--------------------------------------------------------------
----------------------------
GAAGAAGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTTATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGGACGATAAC----------------------------
-------------------------------------------------------------------------
-------------
ATGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGTTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KC595159 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACGTGGAATGGTACTGAAAGGTCAAATAACACT-------
-------------------------------------------------------------------------
----------------------------
GAAGGAAATATAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAGAACGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC595225 
TTTTATTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACAAATGATACAAATGTTACTGCTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAGTGACACAATTGTACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTCCAAATAATACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGCCACA---GCAGGAGGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC595222 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGTATGCGAATGGTACTAGAGAGCCAAATGACACTG
CA-----------------------------------------------------------------------
----------------------------
AGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGATGTTCATCAAAT---
ATCACAGGGGTGATATTAACAAGGGATGGTGGCGGTAATGACAGTAGTGAG----------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AACTTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGGGAAAAAAGAGCA---GTGGGAATATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595206 
TTCTACTGTGACTCAACACAACTGTTCAATAGTACTTGGAATGGTACTAAAAGGATAATAGGAACTGAA----
-------------------------------------------------------------------------
----------------------------
GAGAATGGCACGATCACGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAACTGCTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTAAAGACGAAAAT----------------------------
-------------------------------------------------------------------------
-------
GAGACCGATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATTGGAGCA---GGAGTT---
------ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>DQ141341 
TTCTACTGTAATTCATCACAACTGTTTAATAGTTCTTGGAATGTTAATGGAGAATCAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>DQ141345 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGGCTAATGGTACTTGGAATGGTGCTAAC----
-------------------------------------------------------------------------
----------------------------
AAGTCAGGTGACATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCATTT------GGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF531330 
TTCTACTGTAATACATCACAGCTATTTAATAATACTTTTAATAGTACTGGGCCTAATAATAGTACTAAGAAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAACTGCTCATCAATT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGGGCAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAGTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTATTA------GGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---ACAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF531333 
TTCTACTGTAATACAACACAACTGTTTACTTGGATTGTTGATGGTAATGGGAATATTAGTAGTATTGGGAATG
GTACTAAT-----------------------------------------------------------------
-------------ACTACT------
GATGCTAACAAGAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATAAGGGGACAAATTAGATGCTTATCAAAT---
ATTACCGGGTTGCTAATAACAAGAGATGGAGGTAGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JX422195 
TTCTACTGTAATACAACACAACTGTTTAATACAGCACTGCTTAATAGTTCT----------------------
-------------------------------------------------------------------------
----------------------------
AACGAGACAAATCTCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCAGACAAGGAATAATTAGATGTTCATCAAAT---
ATCACAGGATTGATATTAACAAGAGATGGTGGGGTCACGAACGGGTCC-------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATAGAACCATTG---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
CTAACACTGACGGTACAA---GCCAGAATG---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY535455 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAAAATAATACTACAAGTCCGAATAAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGTGGTAATATG-------------------------
-------------------------------------------------------------------------
-------
ACTAATGGGACCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699018 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATGCTACGGATGCTAATAACACTAGAGTAGAT-
-------------------------------------------------------------------------
----------------------------
AACACCACTGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGCGATGGGGGTAATAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
TTTTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168261 
TTCTACTGTGATTCATCACCACTGTTTAACAGTACTTGGAGGAGAAATAGCACGGAAGGAAATGCCACCATTG
TAGGAAAT-----------------------------------------------------------------
----------GCCACCATT------
GGAAAAAATAACACACTTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CCATGTATGCCCCTCCCATTAGCGGAATCATTAGCTGCTCATCAAAT---
ATTACGGGGCTGATACTAACAAGAGATGGTGGTGACGAGAATAGGACC-------------------------
--------------------------------------------------------------------
ACTGACGAGAATAAT---
ACCACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCGAGGCCAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---ATAGGA---CTAGGAGCT---------
ATGTTCCTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JX140652 
TTCTACTGTAATTCAACGCAACTGTTTAATAGTACTTGGCTGTTTAATAGTACTGGGAATGATACAACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAGGTGTTCCTCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGTGGTAGCCATGAGAACGGGACCAAC-------------------
-------------------------------------------------------------------------
-------
ACCACCAACACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT---
------GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699029 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTCAAATGATACTAATAAG----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGGAATAAGACA-------------------------
-------------------------------------------------------------------------
-------
AACATCAGCATTGAAATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699030 
TTCTATTGTAATACAACAAGACTGTTTAGTAGTACTTGGTATAATAATGGTACTTGGTATACTAATGGTACTG
AGAATGGTATT--------------------------------------------------------------
-------------------AAA---
GAGTCAAATGCAACAATCATGCTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGTGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACCACTTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAATGAGAGATGGTGGAGGTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----
GAGACCACCCACAATGAGACCTTCAGACCCGGAGGGGGAGACATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAGCAGTTGAACCATTA---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---
ATGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATTGAGGCGCAGCAACATTTGTTGCAACTCACGGTCTGGGGCATT 
>KC699028 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGACATTCAATGATACTAGGAGTAATGATACAGAGT
CA-----------------------------------------------------------------------
----------------------------
GATAACGCTACGATTATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGAAAAAT----------------------------
-------------------------------------------------------------------------
-------
AAGAGTACCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCAATA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699039 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGAATGGTACCTGGGATGGTACTTGGAATGGTACTT
GGACTCGGATA--------------------------------------------------------------
----------GAGCCAAAT------
ATCAATGATACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAATAGGAAGAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTATATCAAAT---
ATTACCGGGTTGCTAATAACAAGAGATGGTGGTGATGAGGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AAGACTGAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCG------GGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX140654 
TTCTACTGTAATACAACACCACTGTTTAATAGTGCTTGGAATAGGAATAAGAGTAAGGATACTTGGAGTATCA
AAGGGTCAAAT--------------------------------------------------------------
----------AATAGCACT------
GGAGGAAATAACACTATCATACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATATCAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAGG
TAGTACAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTA--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGGACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699035 
TTCTACTGTGATACAACAAAACTGTTTAATAGCACTTGGAATAGCACTTGGTATAGTAATAGTACTGGGAGTG
ATATTAAA-----------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGATCAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTACTAACAAGAGATGGGGGTACAGACAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACTACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699036 
TTCTACTGTGAAACAGAAAAACTGTTTAATAGTACTTGGTGGAATAGTACTTGGAATAGTACTGAAGGGTCAA
ATAGT--------------------------------------------------------------------
----------------------------
ACTGGGGTAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGATGTGTATCAAAT---
ATCACAGGGATATTCTTAACAAGAGATGGTGGTAATGAGACCAGC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAAAATTGAGCCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>KF716494 
TTCTACTGTAATACAACAGAACTATTTAATAGTACTTGGAAGATTGAGAATAATACTGGGAATATTACTGAAC
AGGCAAAT-----------------------------------------------------------------
-------------AACACT------
GCAAGAAATGACACAATCATACTCCCATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAGGGACTAATTAACTGTACATCAAAT---
ATCACAGGGCTAATACTAACAAGGGATGGTGGCAATAACAATAGCACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF716495 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTACTAGCGAGTCAAGTGAC----------
-------------------------------------------------------------------------
----------------------------
CTAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAATTGTACATCAAAT---
ATCACAGGGCTCCTATTAACAAGAGATGGTGGTAACAAGGTTAAT----------------------------
-------------------------------------------------------------------------
-------
GAGAGCAACCATGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAATAGTAAAAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTGTTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATT 
>KC699031 
TTCTACTGTGATACAACACAGCTATTTAATAGTACCTGGAATAGTACTACTTTGAATAATACTTGGAATAATA
CTTGG--------------------------------------------------------------------
-------------AATAAT------
AGTGAAAATGACACTATCATACTCAGATGCAGAATAAAACAGATCATAAACAGGTGGCAGGAAGTAGGAAAAG
CAACGTATGCCCCTCCCATCAGTGGAGAAATTAGATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAAAACAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KC699034 
TTCTATTGTAATGTAACACAACTGTTTAATAGTACTTGGCATGGTAATGAGACTGTGAATAGTACTGAA----
-------------------------------------------------------------------------
----------------------------
GAAGGAGAAGTCATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGATACAACGGGGAC----------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---ATGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KF716496 
TTCTACTGTAATACAACACCACTGTTTGACAGTACCTGGAATGGGGGAGAGCCAGTGTCAAATAACACTGGAG
GA-----------------------------------------------------------------------
----------------------------
AATGACACAATAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTTGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGATCTTAACAATACC----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MH000302 
TTCTACTGTAATACAACACAACTGTTTAATAGTACGTGGGCTTCG----------------------------
-------------------------------------------------------------------------
----------------------------
AATACTAACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAACAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTATCAAGAGATGGAAGT----------------------------------------
-------------------------------------------------------------------------
----------------
ATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAGTTAAGCCATTA---GGAGTAGCACCCACCAGTGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGA---TTCGGAGCT---------
ATGTTCATTGGATTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH000296 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACTTGGGTTATG----------------------------
-------------------------------------------------------------------------
----------------------------
AATGATTCCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGA----------------------------------------
-------------------------------------------------------------------------
----------------
GAGGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH000299 
TTCTATTGTGATACATCACAACTGTTTAATAGTACTTGGAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AGTACTGTTAATATCACTCTCCCATGCAGATTAAAGCAATTTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATCCAGTGCTCATCAAAT---
ATTACAGGGCTGCTGTTAGTAAGGGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----------------
ACTGAAATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGCTTGCACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>KC699002 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATCTGGAATGGTACTTGGAATGATACTTGGAATGGTACTA
GAGGGGTA-----------------------------------------------------------------
-------------------AAT---
AACACTGAAGACAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACGAATTATGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAACGCT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699011 
TTCTACTGTAACTCAACACAACTGTTTAATAGTACTTGGGTGTTTAATAATACTTGGAATAGAACTGAAGGGT
TAAATAAC-----------------------------------------------------------------
----------------------------
ACTGCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACGAGA----------------------------
-------------------------------------------------------------------------
-------------
AATAGCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699010 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTAGGATTGAAAATGATACTGAAGAGT
CAAATAGC-----------------------------------------------------------------
----------------------------
ACTGAAAGAACGATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGCGGTAATGACAAGAAAAACGAG----------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699009 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTAATAGTACTTGGAAT----------
-------------------------------------------------------------------------
----------------------------
GGTACTGAAAGTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699008 
TTCTACTGTAATTCAACACCACTATTTAATAGTACTTGGCATAATAATGACACTGAAGGAAATAACATC----
-------------------------------------------------------------------------
----------------------------
ACTAACGGAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTAATAATAACAATAGT-------------------------
-------------------------------------------------------------------------
-------
ACCAATGACACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGTTGGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699003 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATGTTGCTGAAGGGTCAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAGGAATGGG-------------------------
-------------------------------------------------------------------------
-------
ACCAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTCACA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KC699004 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGCTTGGAATAATGGTACTTGGAATAGTACTGAAG
GGTCAAAT-----------------------------------------------------------------
----------------------------
AACACAGCAAATATCACACTCTCATGCAGAATAAGACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTACTAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCTCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699005 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTAAAGGGCCAGATAGCACTGACAATA
GTACTTGG-----------------------------------------------------------------
----------------------------------------
ATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTC
CTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGGGAAACAAGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGAGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699001 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTACTGAAGGGTTAA
ATAAC--------------------------------------------------------------------
----------------------------
ACTGAAGGCAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACATATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAACGAGAGTAGA-------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTTAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGAACA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535425 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGCTTAATAATACTTGGGATGGTACT-------
-------------------------------------------------------------------------
----------------------------
AAAGAGGAAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAACACGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGGCGTTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCGGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY713411 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAAACTAACAGTGAAGGAAATATC-------
-------------------------------------------------------------------------
----------------------------
ACCAGTGGAACTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGGAGGACAAATTAAATGTTTGTCAAAC---
ATCACAGGGCTGTTATTAACAAGAGATGGTGGTAGTGATAACAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AGTGGGAAAGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041125 
TTCTACTGTAACTCAACAAAACTGTTTAACAGTACTTGGAGTGCTAATGGTACTGTCATGCCAAATGACACTG
AA-----------------------------------------------------------------------
----------------------------
GGGAATGGCACAATCATGCTCACATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGGTGGTGGTGATAAAGAGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTCGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535471 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAACCATATTAGGAATGTTACTAGAGGGT
CAAATAGA-----------------------------------------------------------------
-------------ACAACT------
GGAGGAAATGACACACTCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCGTCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAACGGGAATGAG-------------------------
-------------------------------------------------------------------------
-------
ACCAACGGGACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTACCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041130 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGGTTAATAGTACTGGGGATGATACTAAT----
-------------------------------------------------------------------------
----------------------------
ACTACCACCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGATACTATTAACAAGGGATGGTGGTAATAACACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041131 
TTCTACTGTAATACAACACGACTGTTCAATAGTACTTGGAATGCTAGTAACATTGAAGAAAATAGCACCACT-
-------------------------------------------------------------------------
----------------------------
GAAGGAAATATCACCACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATGATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041134 
TTCTACTGTAATACAACCCAACTGTTTGATAGTATTTGGAATGATACTGAAGGGTCATATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACTCTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACGAGAGCGAA----------------------------
-------------------------------------------------------------------------
-------------
GCCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATTTG---TTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041133 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGAGTATTAATAGTACTTGGAATAGTACTGAA----
-------------------------------------------------------------------------
----------------------------
ATAACAGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTGGCACGAATGAGACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699014 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGACTTTTAATGGTACTACTTGGAACACAACTAACA
CTGAA--------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCAATGTAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAAATGTTCATCAAAT---
ATTACTGGGTTGCTACTAACAAGGGATGGTGGTAGTAATACTACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699016 
TTCTACTGTGATACAACAAAACTGTTTAGTAGTACTTGGAATAGGACTGAGACTACTTGGAATATTGCTGAAG
GGTTA--------------------------------------------------------------------
-------------------AAT---
GAGACTGAAACCACCATCACACTCCAATGCAGAATAAAACAAATTGTAAACAAGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGGAGCGGGAACGAGACCGAG----------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC699017 
TTCTACTGCAATACAACACAGCTGTTTAACAGTACTTGGTATAATAATAGTGCTTGGAATGGTACTGCACAGG
AAAAT--------------------------------------------------------------------
----------------------------
AGCACTGAAATTATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGACTGCTATTAACAAGAGACGGTGGAAACTCCAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTGAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTACAAATTAAACCATTA---GGAGTAGCACCTACCATGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699012 
TTCTACTGTAATTCAACAGAACTGTTTAATAGTACTTGGACTTGGAATGATACTAGGGGGTTAAATAACACTG
AAGGA--------------------------------------------------------------------
----------------------------
AATAGCACAATAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTTATCCAAT---
ATTACAGGGCTGCTATTAACGAGGGATGGTGGTATTATTACCACAAATGGGTCC-------------------
-------------------------------------------------------------------------
-------------
GAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTT---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699020 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACATGGTCAAATAACACAAATGAT----
-------------------------------------------------------------------------
----------------------------
ATTGCAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAAT---
ATTACCGGGCTGCTATTAACAAGAGATGGTGGCAAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGGTCTTCAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699026 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGATTTGGAATGATACTACTTGGAATGATACTATGG
GGTCC--------------------------------------------------------------------
-------------------AAT---
GACACAAAGGAAAATATCACACTCATATGCAGAATAAAACAAATTGTCAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATGAAAGC-------------------------
-------------------------------------------------------------------------
-------
AACAACGACACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAGATTGAACCCTTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGT---
AATCTA---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699015 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAATACTGAAGAGGCAAATAACAATA
GTACT--------------------------------------------------------------------
-------------GACGGG------
GCAAATGACACTATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAAAATTGAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAAACAACACT----------------------------
-------------------------------------------------------------------------
-------------
ACCAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699013 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGAATGTAAGTGGTACTGAAGAGTTAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGAAAAAATAATCACACTCCCATGCAGAATAAGACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTAGGGGACAAATTAGATGCTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACGAGAACGGGACC-------------------------
-------------------------------------------------------------------------
-------
AACGGGACCACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699021 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGAATTGGACTGATAATAGCTGGCCAAATGACACAA
AT-----------------------------------------------------------------------
----------------------------
ATTAATGACACTATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGCGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACACAAACACATCA-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAGCTCACAGTCTGGGGCATC 
>KF695111 
TTCTACTGTAACTCAACAAAACTGTTTAATAGAACTTGGTCTAATGGTACTTGGGATGATGCTTGGAATGATA
CT-----------------------------------------------------------------------
-------------------ACA---
GACGTTAACGGAACGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGTGAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAG
TAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGCCA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF033658 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACCTGGAATGATACTGAAAGGGTAGATGACACCGAT----
-------------------------------------------------------------------------
----------------------------
AGGGGTGACAATATCAAACTTCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAATAGCAA
TGTATGCCCCTCCCATCGAAGGAAATATTAGATGTTCATCAAAT---
ACTACAGGACTGCTATTAACAAGAGATGGGGGTAATGATAACACGACA-------------------------
-------------------------------------------------------------------------
-------
GCTAACAAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ACGGTGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF321080 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAATGTTACTTGGAATGAAACTGGAGAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
AGCACTGGAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTGCTGAGAACGCC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTGCAAATTAAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>M26727 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTACAAGGGCAAATAGC----------
-------------------------------------------------------------------------
----------------------------
ACTGAAGTAACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAACACCACG----------------------------
-------------------------------------------------------------------------
----------
AACGGGATCGAAATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCACGGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN034158 
TTCTACTGCAATTCAACACCACTGTTTAATAGTACTTGGAATGGTACTTTGGATAGTGCTGGAGAA-------
-------------------------------------------------------------------------
----------------------------
TCAAGTGACAATATCACACTCATATGCAGAATAAAACAGTTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAG---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAAGAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AACAAGACTGAGATTTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN034139 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGATAAATGGTATTATACAGTCAAATATCACTGCT-
-------------------------------------------------------------------------
----------------------------
GAAAATGACAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGATGCACATCAAAC---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATAAGAATGGGAGC-------------------------
-------------------------------------------------------------------------
----------
AACAACAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG902199 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGAATTGGAATAATACTGAAGAGT
CAGCTAAC-----------------------------------------------------------------
----------------------------
ACTACAGCAAACATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCCCCCATCTCAGGACAGATTAGATGCTCATCAAAT---
ATTACAGGGCTGATCTTAACAAGAGATGGTGGTAATGATACTAGCAAT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGAC---ATGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAGCTCACAGTCTGGGGCATC 
>MG902157 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATACTACTGATGGTAGTACTTGGAATAATACTG
ATAATAGTACT------------------------------------------------------------
GCA---AATGACATTAGT---------
ACTGCAAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAATAGTAGC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGCAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGACA---CTGGGAACC---------
ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HM586193 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGAATTGGAATGAGACTGACAATGATCCTGGGAATA
CA-----------------------------------------------------------------------
-------------------------
ACTGGTAATGGCACACTCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGCGGACCGATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACCAGAGATGGTGGTAATAGCTCGAAT----------------------------
-------------------------------------------------------------------------
-------------
GATTCAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM586198 
TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGAATAAGAACACAACC-------------------
-------------------------------------------------------------------------
----------------------------
ATGAATGACACAATCATACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGGGGTGATACCAATGGCACC-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCTTTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGGGCA---GTGGGA---CTGGGAGCT------
---CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM586210 
TTCTACTGCAATTCAACACAGCTGTTTAATAGTACTTGGAATAGTACTGAAGGCAGTATTGAAGGGTCAAATA
GCACT--------------------------------------------------------------------
-------------------GAA---
AAGAACATCACACTCATCACACTCCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAGGGAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGGGGGCTAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGTTGGTAATGGTGAGAACATA-------------------------
-------------------------------------------------------------------------
-------
AGCAACAATACTGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653437 
TTCTACTGTAATTCAACGAAACTGTTTAGTAGTACTTGGATGGCTAATAGTACTTGGACTAATAGTACTTTGG
AGAAG--------------------------------------------------------------------
-------------------AAT---
AGCACTGAAAAAAATATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAGATTAGATGTTCAACAAAT---
ATCACAGGTCTGTTATTAACAAGAGATGGTGGTGACAACACGACC----------------------------
-------------------------------------------------------------------------
----------
GACAGCGAGGAGGTCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTTGTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595768 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTATGGAAATGAGACTTGGAATAATACTGAAGGTG
CAGAC--------------------------------------------------------------------
-------------------------
AACACTAATGACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTACTACCAATGTCACG-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGG---CTAGGAGCT------
---TTGTTCGTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCACAGCATCA---
ATAATGCTGACGGCACAG---ACCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595771 
TTTTACTGTAATACAACACAACTGTTCAAAGGGACTTGGAATGGTACTAGTGGTACTTGGGAAAGTACTAAT-
-------------------------------------------------------------------------
----------------------------
AGTACTGAGAATATTACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACTAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATAATAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACTTTCAGACCTATAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAA
TAGTAAAAGTTGAACCAATA---GGAATAGCACCCACCATGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---



ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595772 
TTCTATTGCAATACAACACAACTGTTTAATAATATTTGGATTACTGATAATGTTACTGTTAATGAAACTAATA
GT-----------------------------------------------------------------------
----------------------------
GACAATAGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATACGAACAATACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTC-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT------
---GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595774 
TTCTACTGTAATACAACACAATTGTTTAATAGTACCTGGAATGATACTAATATTAATAGTACTGAAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AACACTGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCCGAGGACATATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAATACTACC----------------------------
-------------------------------------------------------------------------
-------------
ACCCAGGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204626 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATAGTAATAGTACTTGGAATAGTACGCAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATCAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGTATAAACAATAGTAAT-------------------------
-------------------------------------------------------------------------
----------
AATAATATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204627 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTACTTGGAATGGTACTAATG
GCGGG--------------------------------------------------------------------
-------------------AAT---
AACACTGAAAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCATGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGTAGTGGTAATATGAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAGAAGGGCA---GTGGGA---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204628 
TTCTACTGTAATACAACACCGATATTTAGTAGTACATGGAATAGTAATAGTACTAAAGATGATATTGAGAGAT
CAAAT--------------------------------------------------------------------
-------------------------
AGCACTGACAGGAATATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAAGGACAACAAT----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAGTA---GGAGTGGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204629 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCATTCAATGATACTGGGAATGATAATAGTAGTA
GC-----------------------------------------------------------------------
-------------------------
ACTGACAATACAACAATCTCACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGCACACCCGACAACCAA-------------------------
-------------------------------------------------------------------------
----------
AGTAGTGAGGAGGTCTTCAGACCTAGTGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCGTTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GCCACA---CTGGGAGCT------
---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204632 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGAATAGTAATAGTACTTGGAATGATACTATGGGCA
CTAAT--------------------------------------------------------------------
-------------------GAT---
ACTATGGACACTAATATCACACTTCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTGTTAACAAGAGATGGTGGTAGTAATAGCACC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204633 
TTCTACTGTAGTACAGCAGAACTGTTTAATAGTACCTGGTTTAACAATGGTACATGGATAAGTGACAATGGAA
AA-----------------------------------------------------------------------
----------------------------
AATGACACAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGCTGTTCATCACAA---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGCGAGTGTTAAC-------------------------
-------------------------------------------------------------------------
----------
AACTGGACCGAGACCTTCAGACCTGTGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



GTGATGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>HM204638 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCAGCTGTCTAATAGTACTCTGAAGGAAACA----
-------------------------------------------------------------------------
----------------------------
CAAGAGAGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAGATTAGTTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTCGAGAACAAGACT-------------------------
-------------------------------------------------------------------------
-------
AACGAGACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCTTCCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---ATGAAA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>HM204640 
TTCTACTGCAATTCATCACTGCTGTTCAATAATACTTGGAATGGCAATGATACA-------------------
-------------------------------------------------------------------------
----------------------------
AATAATACTATACTCACACTCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAGGCAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCCAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGATAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AACCAGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGCAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTAACG---TTAGGGGCA------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204641 
TTCTATTGTAATACAACAAAGCTGTTTAATTCTACTTGGAACAATACTAGTACTTGGAATAATAGTACTTGGA
ATAATACAATT--------------------------------------------------------------
----------TGGGATACT------
GATGGCAATGACACTATCATACTCCAATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAAG
CCATGTATGCCCCTCCCATCCAAGGACAAATTAAGTGCTCCTCAAAT---
ATTACAGGGCTGCTATTAGCAAGAGATGGAGGAAGTAATGGAAGT----------------------------
-------------------------------------------------------------------------
----------
AACAACATAGAGACCTTCAGACCAGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGGGCACTGGGAGCT------
---ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204642 
TTCTACTGTAATACATCACAACTGTTTAATAGTACCTGGGTTAATGGTACCTGGAATGGTACTGAAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATAGCCCAAACATCACACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGAAAAATTAGCTGTTCATCACAA---
ATCACAGGGCTGCTATTAGCAAGAGATGGTGGTAATGACAATTCCACT-------------------------
-------------------------------------------------------------------------
-------
GACAATAACACTGAGATCTTCAGACCTTCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGAATGATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---GCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204643 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATACTAATAGTACTT
GGAAT--------------------------------------------------------------------
-------------------------
ACTACTGAAGAGATAGTAAATATCCCATGCAGAATAAGACAAATTGTAAATAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATGGCAACCAG----------------------------
-------------------------------------------------------------------------
----------
TCCAATAACGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAAATGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCCTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204646 
TTTTACTGTAATTCATCACAACTGTTTACTTGGAATGAGACTAGTATTCGGAATAAGACAAATAAT-------
-------------------------------------------------------------------------
----------------------------
ACAAATGATACTATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATAACCCTCCCATCAAAGGAATAATTAGATGTGAATCAAAT---
ATTACAGGGTTACTGTTAACAAGAGATGGTGGTACTAATAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCCTTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KY658697 
TTCTACTGTAATACATCACACCTGTTTAATAGTACTTGGGAACGTAATAGTAGTACTTGGAACCTTACTAAAG
GGTTAAAT-----------------------------------------------------------------
-------------------------
GACACTGGAGGAAATATCACACTCCAATGCAAAATAAGACAATTCGTAAGACTGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTAATAATAATAATAATGAAACA-------------------
-------------------------------------------------------------------------
----------
AACACGACTGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTGAGAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GCA------CTAGGAGTT------
---TGGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---TTGAAG---GCTATTGATGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>HQ595776 
TTCTACTGTAATACATCAAAACTGTTTGATAGTAGTTGGCTGCCCAACAATACTGGTGGGCTGCCTACCAAT-
-------------------------------------------------------------------------
----------------------------
TCTGCAGACCCAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAAAGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCCAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAGGGAAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AACCAGACCGAGATCTTTAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGATGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATA 
>HQ595778 
TTCTACTGTAATTCAACACTACTGTTTAATGGTACTTGGCATGATTCTAATAGGACTTGGCATAACCCTAAAG
GA-----------------------------------------------------------------------
-------------------------
AATAACAGTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTAATTCAAGT---
ATTACAGGGCTGATGATAACAAGAGATGGTGGTAATAAAACTAACGAGACC----------------------
-------------------------------------------------------------------------
-------
ATCGAGAACGTCGAGACTTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGATA------GGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595779 
TTCTACTGTAATTCCACACAGCTGTTTAATAGTACTTGGGGAATAGGGGCAAATGTCACAAATACC-------
-------------------------------------------------------------------------
----------------------------
ACTGAATACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGTGGTAATATT-------------------------
-------------------------------------------------------------------------
-------
AGTAATACAACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGGGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---CTGACG---CTAGGAGCT---
------ATGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAAA---GCTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595788 
TTCTACTGTGATACAGCAAACCTGTTTAATAGTACTTGGTATGCTAATGGGAGTGGGAATATTAATGAAAGT-
-------------------------------------------------------------------------
----------------------------
TCAAGTAGCAATATCACAATCACATGTAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGAGGTAACGTGACCAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGAACGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595790 
TTCTACTGTGATACAGCAAAACTGTTTAATAGTACTTGGCTGCTGTCTAATGGTACTTGGAATAATTCAGCAG
TTAAT--------------------------------------------------------------------
-------------------AGT---
ACTGGGAATGGAAATATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAGAG
CAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACGAGAGATGGTGGTAACACCAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACCGAGACTTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAGCCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGGA---GTGGGA---TTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595792 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTTGGAGGTGAATAATGGTACT----
-------------------------------------------------------------------------
----------------------------
GACAATGACAATATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAGTAACAGCACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAACA---GTGGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595794 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTTAAATGACACTGAAGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATTGTACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTGTATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGACAGGATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
AGCAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGGAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---ATAGGGGTACTAGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595803 
TTCTACTGTAATACAACACAGCTATTTAATAGTACTTGGAGTTGGAATGGTACTGACATTAGAGATAATGGCA
CTGAC--------------------------------------------------------------------
-------------------ATT---
AGAGATAATGGCACAATCATACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAG
CAATGTATGCCCCTCCCATCAAGGGACAAATTATGTGTAACTCAACC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGATAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATTTAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680906 
TTCTACTGTGATACAGCAAAGCTGTTTAATAGTACTTGGAAAAATGGTAATATAAGCATCGCA----------
-------------------------------------------------------------------------
----------------------------
AAGGACAACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAGATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTTTTAACAAGAGATGGTGGCAGTAAAAATGTGACA-------------------------
-------------------------------------------------------------------------
-------
GATAATAAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595769 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATTCGAGTGATACTACTTGGAATTCAAATGATA
CTAAT--------------------------------------------------------------------
-------------------ATT---
AATGGAACGGGTACAATCACACTCCCATGTAAAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGATTCATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTAGTGAGAATGGC----------------------------
-------------------------------------------------------------------------
----------
ACAAACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAACAGTAAAAGTTGAACCATTA---GGAGTAGCACCAACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGGG---CTAACT---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595770 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAACAAGGATGGTAGTATTGGGAATACTACTAAGG
GGTCA--------------------------------------------------------------------
-------------------------
ATTAACACAGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATGTTAACAAGGGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680910 
TTCTACTGTGATTCAACGCGATTGTTTAATAGTACTTGGACAAATGGAAGTTGGACAAATGGTACTGAAGAG-
-------------------------------------------------------------------------
----------------------------
AAAAATGACACTATCACGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAC---
ATTACAGGGCTGTTGTTAACAAGAGATGGTGGTGAGAAGAAGAACAAC-------------------------
-------------------------------------------------------------------------
-------
AGTAATAGTACAGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTA--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACGCTAGGAGCT---
------GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680911 
TTCTACTGTGAAACAGCACAGCTGTTTAATAGTACTTGGTATGGGAATGAAACTGAAGAGTCACAAAAT----
-------------------------------------------------------------------------
----------------------------
AAGACAGACCCTATCATACTCCCATGCAGAATAAAACAAATCATAAATAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAAGGATGATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGCGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAGTA---GGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680913 
TTCTATTGTAATACAACAAATCTGTTTAATGCAACATTTAATATAACAAACAATACAACAAAGCTACCTAAC-
-------------------------------------------------------------------------
----------------------------
ACAGGTGACACTATCATACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACGAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCACTAACATGACTGAT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>HQ595783 
TTCTACTGTAATTCAACACCACTATTTAATGAGAGCTTTAGAAGATCAAATGAAAGG----------------
-------------------------------------------------------------------------
----------------------------
AGTGAAGGGAATATCACTCTCTCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGGGAAAATGGGACAGAG-------------------------
-------------------------------------------------------------------------
----------
GGAAATAATGAGACCTTCAGACCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680919 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGACCACTGATACTTGGAATAGTACTAATGGGTCAA
GC-----------------------------------------------------------------------
-------------------------
AATAGCAATGACACTATTATACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTATATGTCCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGATAATAGCACC-------------------------
-------------------------------------------------------------------------
-------
AAAAACGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCG------TTCGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGAACA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680920 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTGTTAATGGTAATGATACTGGGTCAAATATC-
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGATACTACTAACAAGAGATGGTGGGGACGGGAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
GCCAACGAGACCTTCAGACCTGGAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595786 
TTCTACTGTGATACAACACAGCTATTTAATAGTACTTGGAATATAACACAGCTGTCTAATAATAATAATACAG
GAAAT--------------------------------------------------------------------
-------------------GAC---
ATAAATAACACAACAATCGTGCTTCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGTAATTAAATGTTCATCAAAT---
ATTACGGGGCTGATTTTAGCAAGAGATGGTGGAATTAATGAGACT----------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTTCGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680928 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGAATGGTACTTGGCAGAATACTACAGAG----
-------------------------------------------------------------------------
----------------------------
TTGAATGGCACTATCACTCTTCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGGGGTAATAGCACCAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
GTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF680929 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGAGAATAGTGCTGGGGAGAATAATACAGAGTCAA
AC-----------------------------------------------------------------------
-------------------------
GCTACAGAGGTAAATATCATACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAATATCAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTGGTAACGAAAATCGC----------------------------
-------------------------------------------------------------------------
----------
ACAGGCAACGAGACCTTCAGGCCGGGAGGGGGAGATATGAAAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACAAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680934 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACGTTTAATGGTACTTGGATGTTTAATGGTACTA
CTTGGAATAAT--------------------------------------------------------------
----------ACTGATAAC------
AGTAACCATACCAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTAAATCGAAT---
ATTACAGGGATACTATTAACAAGGGATGGTGGTGATGGGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTGAAGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---



GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595801 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAGAATGTTGATAAT----------
-------------------------------------------------------------------------
----------------------------
AGGACAGATAACATCACGCTCCCATGCAAAATAAAACAATTTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGAGATGGTGGTAAAGATAACAATAGCAAT----------------------
-------------------------------------------------------------------------
-------
GACAACAATATTGAGGTCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTA--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595802 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAAACTGGTTAATAACACTTGGAGTAAGATTGATA
ATAAGAATGAG------------------------------------------------------------
ACTGGTAATAGTAATATC---------
ACACTCCCTAGTAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATTGGAGGACAAATTAAATGTTCATCAAAC---
ATTACAGGGCTAATATTAGTAAGAGATGGTGGTAATGACACAGGA----------------------------
-------------------------------------------------------------------------
-------------
GGCAACGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAGAAGAGCA---GTGACA---CTGGGAACC---------
ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ595804 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACTTGGAATGATACTGCAGGGTTAAATAACACTAACACTA
CA-----------------------------------------------------------------------
----------------------------
GACCAAGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGCTCAACAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGTGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---ATAGGGGGATTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595806 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATATAAAAGAGAATACAACAAAACGGGATAATA
GTACT--------------------------------------------------------------------
-------------------GAA---
AGTAATAGTACTACTATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAACAATTAAATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTAATAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA---GTAGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680937 
TTCTACTGTAATACAACACAACTGTTTAATAGCGATTGGAATATTACTGAAAGGGCAAATGACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGAAATTGGATGTTCATCAACC---
ATCACAGGGATACTCTTAACAAGAGATGGTGGAACGAACAGTACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATTTAAATATAAAGTAG
TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>D10112 
TTCTACTGTAATACAACACAGCTGTTTAATACTACTTGGCTGTTTAATGGTACTTGGAATGATACTGAAGGGT
TAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAAGAAATATTACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCACAGGAACAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGAGGCGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGGCA---
CTGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>Y13716 
TTCTACTGTAAGACAGCACAACTGTTTAATAGTACTTGGAATAGTACTGGAAATGGTACTATAAAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
ACCACTGAAATTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACAAATTAGATGTGCATCACAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGTAGGGAGAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCCTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>JF706393 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATATTACTGAAGGGTTAAATAAAACTGAA-
-------------------------------------------------------------------------
----------------------------
AGAAATGGCACATTCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATGAGAGATGGTGGTAATACTAACGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AAGACCACCGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN786861 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAAAGGTACTTGGAATGGTACTGAAGAGT
CAAATAAC-----------------------------------------------------------------
-------------------AAT---
GAAGGAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGAGAATACC----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCGGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ535594 
TTCTACTGTGATACAACACAACTGTTTAATGGGAGTGTTCCTAAAGGAAATAACACTGAAGGAAGTAGT----
-------------------------------------------------------------------------
----------------------------AATGACCTATCACACTCCCATGTT---
AGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAG
TTACATGTTCATCAAAT---ATTACAGGGCTGCTATTAACAAGAGATGGGGGTGTGACTAACGATACT-----
-------------------------------------------------------------------------
------------------------------
AACGGCACTGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AJ535607 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGAGAATAATACTTGGACAGAGTCAAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAAATATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGATGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTATTAACGTGACCAAC-------------------------
-------------------------------------------------------------------------
-------
GAGGCCGGCACCGAGGTCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>AJ535612 
TTCTACTGTAATTCAACAAAACTGTTTAGTAGTACTTGGAATAGTAATAGTACTTGGAATAGTGCTGAAGAGT
CA-----------------------------------------------------------------------
-------------------------
AATAGCACTGAAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAATCCGAACGAG-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ418531 
TTCTACTGTAATACTACTAAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGGATACTACT-------
-------------------------------------------------------------------------
----------------------------
GGAGATGACAATATCACACTCCCATGTAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTACCAAGAACGAGACC----------------------
-------------------------------------------------------------------------
-------
AGTAACCAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGACATC 
>AJ418494 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGTTAGTAATACTGAAGGATTAAATATCAATA
TCACT--------------------------------------------------------------------
-------------------------
GAAAGAAATGACACATTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAACGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCAGCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ418495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCAAAATGAGACTAGCGGGTCCATTAACATAACTG
AC-----------------------------------------------------------------------
----------------------------
ATTGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAAAGCTA
TGTATGCCCCTCCCATCCAAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACAACGAGACA-------------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ418519 
TTCTACTGTGATTCATCACAGCTGTTTAATGGTACTTGGAATGATACTAATACTAATGAA-------------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACTAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGACGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTTAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AJ418521 
TTCTACTGTAATACATCACAACTATTTAATAGTATTTGGAATAGTACTGAAAAGACAAATATC----------
-------------------------------------------------------------------------
----------------------------
ACTAAAGGAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTACGCCCCTCCCATCAGAGGAAATATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTAGTAACGGGAACGGGACC-------------------------
-------------------------------------------------------------------------
-------
GGGAACAGGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATCGAACCATTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGACA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36869 
TTCTACTGTAACACAACGCAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCTTGGAATGATACTAAA-
-------------------------------------------------------------------------
----------------------------
GGGCCAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGGGCAATAATACC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGGAGATCA---ATAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>U36872 
TTCTACTGTAATACAACAAAATTATTCAATAGTACTTGGACTTGGAATGATACTGAAGGGTCAGATAGC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAAGTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAACAAGACT-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGTCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACACTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286342 
TTCTACTGTAATACAAAACAGCTGTTTAATTGGAGTAGTACTTGGAATGATACTATAAGGTCAGAT-------
-------------------------------------------------------------------------
----------------------------
GCTCCAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCGAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAGCAACAATACC-------------------------
-------------------------------------------------------------------------
-------
AACAATACCACCGAGATCTTCAGACCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACGCTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---



ATGACGCTGACGGTACAA---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36875 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGATGCCTAATGGTACTTGGAATAGTACTGACACGT
CA-----------------------------------------------------------------------
----------------------------
AATAGCACTGAGATCAGGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACGAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAACGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACAAAT
TAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>U36879 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAATAATGGTACTAGGAATAATACTGAAGGAGGTA
AC-----------------------------------------------------------------------
----------------------------
ATTACAGACACAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGCAGGAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
ACCACCACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAAAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U36880 
TTCTACTGTAATTCAACACCATTGTTTAGTGGTACTTGGAATACTAGTACTTGGAATGATACTACAGGGTCGA
ATGAC--------------------------------------------------------------------
-------------------ACT---
GTAGGAAATAACACCATCATACTCCAATGTAGAATAAAACAAATTATAAACCTCTGCCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGACTGACAATAAG----------------------------
-------------------------------------------------------------------------
-------------
AATATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
GATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>U23487 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAATACTGGGAATGATACTAGAGAGTCAAATGACA
CA-----------------------------------------------------------------------
-------------------------
AATAATACTGGAAATATCACACTCCCATGCAGAATAAAACAAATATTAAATTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAATACTAATACTACT-------------------------
-------------------------------------------------------------------------
-------
GGGAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCACGGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>Y13719 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTGGAGGGTCAAATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATTATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAACAGCACA----------------------------
-------------------------------------------------------------------------
----------
AACGATACCGAGACCTTCAGACCCGGAGGAGGTGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286330 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGTGCGTGATGATGCTAATAGTTCTTGGAGGCTAA
ATAGCTCT-----------------------------------------------------------------
-------------------GAA---
GGAAATGACACACTTATCATACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGATCCAGAACGAGTCCCAGTCC------------CAG----
-------------------------------------------------------------------------
-
AACGGGTCCGAGAGCGAGGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------GCAAGAGAAAAAAGAGCG---GTGGCC---
CTAGGAGCT---------GTATTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ286332 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGCTTAATAATGGTACCTGGATTAATGGTACTTGGA
ATAAT--------------------------------------------------------------------
-------------------ATT---
GATGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTACTGACAACAGTACT-------------------------
-------------------------------------------------------------------------
-------
GACAATAACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACGAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATACCA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ286334 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGGAATGAGACTGAAGGGTCAAATAAC----
-------------------------------------------------------------------------
----------------------------
CCTGATAGAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGGGATGGTGGTAATAATAATGTCACA-------------------------
-------------------------------------------------------------------------
----------
AACCACACAGAGATCTTCAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AACTTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286336 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGACTTGGAATGATACTAAAGGGTCAAATAACACTG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGATAATAGTAGT-------------------------
-------------------------------------------------------------------------
-------
GACAATTCCTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAGAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAA---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286337 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAGTAATGGTACTAGGGTGTCAAATGACACTG
AA-----------------------------------------------------------------------
-------------------------
GGAAATAATACCACTATCACACTCAAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGCCATGGTATTAATGGG-------------------------
-------------------------------------------------------------------------
-------
ACTAACGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGACGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF491740 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGATACTGACGGGG
CAAATAGC-----------------------------------------------------------------
-------------------ACT---
AGGAAAAATGATACAATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTACATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATACCCAAAACAAG-------------------------
-------------------------------------------------------------------------
----------
AGCGACCCCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACGCACAGTCTGGGGCATC 
>HQ122397 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATGGTACTGAAAGGT
CAAATAGC-----------------------------------------------------------------
-------------------AAT---
GCAGAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAATGGAAGC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN002029 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTGAAGAGTCAAAGGGCATTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAGT---
ATTACAGGGTTAATATTAACAAGGGATGGTGGTGATACCGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---CCTGGTATAGTGCAGCAACAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36882 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTCTAATGGTGCTAGGAAGGAAGAGTCAAATA
AC-----------------------------------------------------------------------
----------------------------
AATGAAACAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGATATATTAACTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTACTACTAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AATGCCACCGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCAACCAAAGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ207940 
TTCTACTGTGATACAAAACAATTGTTTAATAGTACTTGGAATTCTAATGATACTTGGAATTCTAATGGTACGA
GG-----------------------------------------------------------------------
-------------------------
AATGATTCAGAAATTATCACACTCCCATGTAGAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAAAGGACAAATTAAATGTGTATCAAAT---
ATTACAGGAATAATACTAACAAGAGATGGTGGTGATAATGAGACT----------------------------
-------------------------------------------------------------------------
----------
AGAGGCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTA---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ385456 
TTCTACTGCAATTCATCACAATTGTTTAATAGTACTTGGAATGCTACTGATACTGGGAATACTAGTATTAGGA
AT-----------------------------------------------------------------------
----------------------------
GAGGCTGAGAATATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAAT---
ATCACAGGACTGCTATTAACAAGAGATGGTGGTGACAAGAACACT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>EU839603 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAACAGTACTATGAATGGAACTACAGAAGGAGAT-
-------------------------------------------------------------------------
----------------------------
GACACGGAAGTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGCCACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>EU839601 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGATGCTACACTAGACAGTGCTGGGAATAGTA
CTGAA--------------------------------------------------------------------
-------------------------
GGGCCAGATAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAAAG
CAATGTATGCCCCTCCTATCAGCGGACAAATTGCATGTTCATCAAAA---
ATTACAGGGATGATATTAACAAGAGATGGTGGGCCTGAGAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078551 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTACTTGGACTGGAAATGAGACAGAGAATAGTCTAAGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACAATCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCAGAAGAGGAATGATCAACTGTACATCAAAC---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTACTAACAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCGAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>MK303352 
TTCTACTGTAATACAACAAAACTGTTTAACAATGATTCAACACAACTGCCTAATGAG----------------
-------------------------------------------------------------------------
----------------------------
ACTAATGAGAATATCATACTTCCATGCAGAGTAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------
AACAGTAACCCTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGCAAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGA---CTAGGAGCT---



------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303348 
TTCTACTGTAATTCATCACAATTGTTTAATAGTACTTGGAATAGTACTAGGAATAATGATACTAGTACTAGGA
ATAATGATACA--------------------------------------------------------------
----------------------------
GAGTCAGGAGTTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAGATTAGCTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGACCAAA----------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGATCTTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303350 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGCTTGGAATGGTACGGAGGAT----
-------------------------------------------------------------------------
----------------------------
GATAACGGTACTATCACACTCCCCTGTAGAATAAAACAAGTTATAAAAATGTGGCAGAGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTACTAAGAGATGGTGGAAGTGGTAGTAACAATAGCATT-------------------
-------------------------------------------------------------------------
-
GTTACCAACAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---
ATAGGAGCA---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGCAG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303351 
TTCTACTGTAACACAACAGGACTGTTTAATAGTAGTTCAATACAACTGCTTAATGAAACTTGGAATAGTACTG
GGAAT--------------------------------------------------------------------
----------------------------
GAAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAACAACACCAAC----------------------------
-------------------------------------------------------------------------
-------
AACAACAACACAGAGATCTTCAGACCTGTAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303353 
TTCTACTGTAATACATCACAGCTGTTTAATAGTATTTGGTTTAATGGTACCTGGAATGGTACTAGATCAAAT-
-------------------------------------------------------------------------
-AGGACTGGGGATGATACT------
ATATCAAATAACACTATCACTCTTCCATGTAGGATAAAACAAATTATAAATAGATGGCAGGAGGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGGGGACTAATTCGATGTTCATCAGAC---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTGAAGGTACAGAG----------------------------
-------------------------------------------------------------------------
----
AAGGACAACACGACTGAGGTCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCAATA---GGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----



----------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---
CTGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MK303354 
TTCTACTGTAATACATCAGCACTGTTTAATAGTACCTGGAATAATACTTTGACTAATACTACAGGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GACACTGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACACATTAACTGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATTCTAGCAAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCCGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTAAACCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MK303355 
TTCTACTGTAATACATCAAAACTGTTTAATAATAATATTACTGCTGAT-------------------------
-------------------------------------------------------------------------
----------------------------
GAGAATGGGACTATCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAACAGGATCAACAGCACTGAT-------------------
-----------------------------------------------------
AACAGCACTATTGGGTACAGCAATGACAAC---
AACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU191372 
TTCTACTGTAATACAACCCCACTGTTTAATAGTACATGGAATGACACTAAACAATTCACTGTAAGTAAT----
-------------------------------------------------------------------------
----------------------------
AGCACCGAAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAACTTAGCTGCTCATCAAAG---
ATTACAGGGCTGATACTAACAAGGGATGGTGGTGGTACCGAGTCT----------------------------
-------------------------------------------------------------------------
----------
AAGGAAAACGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680936 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAATCATCAAACACCACC-------
-------------------------------------------------------------------------
----------------------------
ACCACTGGAAGCATCACGCTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAAAGATTAGTTGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATGATAATGGC----------------------------
-------------------------------------------------------------------------
----------
AGTAACCCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATTTAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCATCTAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF061032 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGGAGGGTCAGAA-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAGAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KF061031 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACATGGAATGTTACTGAAGGGTCAAATAACACT-------
-------------------------------------------------------------------------
----------------------------
GCAGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAGCAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGACCGAGATCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGCGAATTATATAAATATAAAG
TAGTAGAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY835445 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAATGGGAATAATACTACAGAATCAGATAGC----
-------------------------------------------------------------------------
----------------------------
ACAGGAGAAAATATCACACTCCCATGCAGAATAAAACAGATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGAAATAACAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCGGGCCCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACTA---CTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY835444 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGCTAATGGTAATTGCACCGGTTGTGATGAAA
GT-----------------------------------------------------------------------
-------------------------
GATGGAAATAACACTATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAAGGGACTAATTAAATGTACATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGCTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG



TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EU839605 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTTTAATGGTACTCTTAGTCCAGGGGAG----------
-------------------------------------------------------------------------
----------------------------
AATACTACCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGTGAT----------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTCAGACCACAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>JF680925 
TTCTACTGTAACACAACAGAGCTGTTTAATAGTACTTGGAATGCTAATGGTTCCTGGACGGGTACTGAAAAGA
ATGATACT-----------------------------------------------------------------
-------------AATACT------
AACAAAACAGGCATAATCACACTCCCATGCAAAATAAAGCAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGAGGACCGATTTCCTGTACATCAAAT---
ATTACAGGACTACTGTTAACAAGAGATGGTGGTAGTAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAGTTGAACCATTA---GGAGTAGCACCTTCCAAGGCAAGGAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>HM030564 
TTCTACTGTGATACAAAAGGGCTATTCAATAGCACATTCAATAGCACGTGGAATGCTACAGAAGATACTGGAC
TGCCA--------------------------------------------------------------------
-------------------AAT---
AGCACTAGCACTAATATTACACTCCCATGCAGAATAAAACAAATTATAAACACGTGGCAGGGAGTAGGCAAGG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTAGATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGGAGTGGAAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
GATAATACAGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM030559 
TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGAATATTGGGTTAAATAACACAAATGACACTGTAG
AA-----------------------------------------------------------------------
----------------------------
AATGATACTAATATCATACTACCGTGCAAAATAAAACAAATAGTGAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAATGGAGTAATTAAATGTTCATCAAAT---
ATTACAGGACTGTTATTAACCAGAGATGGTGGTAACACCACCGGGATTGAGAAC-------------------
-------------------------------------------------------------------------
----
AATATTAGCAATACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA



AATATAAAGTAATAAAAATTGAACCATTA---GGAATAGCACCTACCAGGGCAAAAAGGAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAGGG---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>HM030562 
TTCTATTGTGACTCAACACAACTGTTTAATAGCACTTGGACTAAGAATGATAGTACTTGGACTTTGAATGACA
AAGAG--------------------------------------------------------------------
-------------------TCA---
AATAGAACTGAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACCCATTAAATGCGAATCAAAT---
ATTACAGGGATGCTCTTAACAAGAGATGGTGGTAATAACGAGAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGATCA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATC 
>HM030565 
TTCTATTGTAACACAACACCGCTGTTTAATAGTATACACAAGGAAAATGACACACTCACTAACGAGACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACACTCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGATGGATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGTAATAATAATAGCACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---ATGGTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGGCTA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB428551 
TTCTACTGTAATACATCATCACTGTTTAATTGGAGTACTAATGGGTCAAATATTACTAATGGG----------
-------------------------------------------------------------------------
----------------------------
TCAAATATTACCAAAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCAGACTGAGTTT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB289588 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATTTTACTAATACTTGGAATATGACTGAAGGCA
TAACT--------------------------------------------------------------------
-------------------------
AACACTGAAGGAAATATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAGGGACTAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------



AATGAGACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGAGTACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCAGTTGTTGCAACTCACTGTCTGGGGCATC 
>AB289590 
TTTTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATGAAACAAACCTGTTTAATAATACTGGGAATA
AT-----------------------------------------------------------------------
-------------------------
ACTGAGGGTAATACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTACTAATGACACA----------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATATTCAGACCTACAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTACAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB428558 
TTCTACTGCAATACAACAGAACTGTTTAATAGTACTTGGATTAATGGTACTAGGACAACCAACACTACG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATCACACTCCGATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATAACCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATATTATTAGTGAGAGATGGTGGTGATAACAGTACG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAAACCTTCAGACCTGGAGGAGGGAATATAAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGGA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB221126 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGACTTGGAATAGTACTACGGGCACTTGGAATAATA
CTGGGAGC-----------------------------------------------------------------
-------------------AGG---
AGTGAGAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAACGAAACTGAG----------------------------
-------------------------------------------------------------------------
----------
AACGGGTATGATACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB480697 
TTCTACTGTAACACATCAGCACTGTTTAATAGTACTTGGAATAATAACACTTGGTATGTAAATGGCACTGAAG
GGTCA--------------------------------------------------------------------
-------------------AAT---
GACACTGATAAAAATATCACCCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGCAGTAGGAAAAG
CAATATATGCCCCTCCTATTAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAGGTAACGAAACT-------------------------
-------------------------------------------------------------------------
-------



GACAACCAGACTGAAGTCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGGGGAATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB480695 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAATGATAAT-------
-------------------------------------------------------------------------
----------------------------
AGTACTGAAAAAATCGTACTCCCATGCAGAATAAGACAAATTGTAAGCATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAATGGTACT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AACTTGAGCCTTTA---GGAATAGCACCTACTCCAGCAAGGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGTT---------
TTGTTCCTAGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB287363 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCATGGAAACATATCAAATGTGTCAAATAACATTG
GA-----------------------------------------------------------------------
----------------------------
AAAAATAGCAACATCACACTCCCGTGTAGAATAAGACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGATACATTAAATGTACATCAAAT---
ATTACAGGACTGCTATTGACAAGAGATGGTGGAAAGGGAAATAAC----------------------------
-------------------------------------------------------------------------
----------
ACGGACACGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAATA------GGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287364 
TTCTACTGCAATACAACAAAATTGTTTAATAGTACATGGATCTGGAATAAAACACTAATGGTTAATGACACAA
GA-----------------------------------------------------------------------
-------------------------
GAGTCAAATGACATTATCAGGTTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAGCAAAAAC----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCC---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588283 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATCCTAATGGGAGTATGATTGCAGAACCAAATA
AC-----------------------------------------------------------------------
----------------------------
ACTAACAACATTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGGAGGATAAGGAG-------------------------
-------------------------------------------------------------------------
-------



AATAGGTCACAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAGAAGAGCA---GTGGGG---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB588296 
TTCTACTGTAACACAACACAACTGTTTGATAGTACTTGGAATAGTACTTTAAATATTACTGAGAGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GACTCTGGTATAATCACCCTCCCATGCAGAATAAAACAATATATAAATTTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAGGGGAACGAAAAC-------------------------
-------------------------------------------------------------------------
----------
AATATCACTGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287367 
TTCTACTGTAATACAACAGGGCTATTTAATGATAGTATGCTGAATGATACTACT-------------------
-------------------------------------------------------------------------
----------------------------
GAAGGTAACAACCTCACACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGAAATAGTGGCAATAAA-------------------------
-------------------------------------------------------------------------
-------
ACTAATAATACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB287368 
TTCTACTGTAATACAACACCACTGTTTAATAGTAGCTGGTATGAAAATGGAAGTAGTATCTGGTATAGCATAA
AT-----------------------------------------------------------------------
-------------------------
AACACAACTGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGTGGTGATGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AATGATAGTGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTG---ACGATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AB588311 
TTCTACTGTAATACATCAGACTTGTTTAATAATGACACTTGGAATAACCCTAACAGTACA-------------
-------------------------------------------------------------------------
----------------------------
AAAGGAGAGAATATCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCTCCTCCCATCAGCGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTACTAACCAGACC----------------------------
-------------------------------------------------------------------------
----------------



ACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAG
TAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>AB731663 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCTGCTTAATAGTACTTGGAATAGTAATGATACAA
AT-----------------------------------------------------------------------
-------------AGCATT------
GGAGAAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTAGAGAAGGACCAATTAGATGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGTAATGGGTAT----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAAAAGGCGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC---------
TTGCTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB731667 
TTTTACTGTAATACAACACCATTGTTTAACAGTACTTGGAATGGAACAAATCTGACTACTTGGAAT-------
-------------------------------------------------------------------------
----------------------------
ACTGGAGCAAATATCACACTCCAATGCAAAATAAAACAGATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGT---AATACTAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATCTTCAGACCTACAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTACAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGAATATGTTGCAACTCACAGTCTGGGGCATC 
>KF716497 
TTCTACTGCGATACAACACAACTATTTAATAGTACCTGGGATAATAGTACTATGAATAGTACTAAGAAT----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAGAGAGAGATGGTGGTATTAACAAGACG----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAAACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF716498 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATAATAGTAATTGGCCAAATGACACTATGCCA-
-------------------------------------------------------------------------
----------------------------
AATAATAACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATAACCCTCCCATCGCAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAGTGAGAGATGGTGGGAACACAACGAATACA-------------------------
-------------------------------------------------------------------------
-------------



ACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588201 
TTCTACTGTAACTTATCACAACTGTTTAATAGTTCTTGGAATGTAAATGGTACTGAAGGGTCAAAT-------
-------------------------------------------------------------------------
----------------------------
AACACTGGAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTAACAAGAGCGAG-------------------------
-------------------------------------------------------------------------
-------
AGCACCAACACCGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588207 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGAATGAGACTACTAAAGGGTTAAATATTACTGGG-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGTGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGGTAACGGGAGC-------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGATCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588209 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGACTTGGACTGGGAATAATACTGAAGGAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGAATACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGCAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588211 
TTCTACTGTAATACAACAAAGCTATTTAATAATAGTATGCTGTCTTCTAATAATACTGGAGGA----------
-------------------------------------------------------------------------
----------------------------
TCAAATAAGACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTGGCGGGAACGGT----------------------------
-------------------------------------------------------------------------
----------



TCCGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACATG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588233 
TTCTACTGTAATTCAACACCACTGTTTAATAGTGCTTGGAATTTTACTAGTACTTGGAATATTATTGAAGGAT
CA-----------------------------------------------------------------------
-------------------------
GATAACACTGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAGGGACAAATTAACTGCACATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGGGGTAAGGATGAGAAT----------------------------
-------------------------------------------------------------------------
----------
AAGACGGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>AB480698 
TTCTACTGTAATACAACACAGCTGTTTGATAGTACTTGGCTGTCTAATGGTACTAGGAATGATACTACAGAGT
CA-----------------------------------------------------------------------
----------------------------
GATAGCACTGAGATCATACTCCAGTGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAAT---
ATTACAGGGATGATAATAACAAGAGATGGTGGTACCAATGACACG----------------------------
-------------------------------------------------------------------------
----------
CACGGAGACGAGATCTTCAGACCAGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGGAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACATG---CTGAAA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB564745 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAATACTGAAAGGGTAAATAGCACTATG----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATACACATGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAAACATTAGCTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTATTAAGAACGAG----------------------------
-------------------------------------------------------------------------
----------
AACAAGCCCGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB604946 
TTCTACTGTAACACAACACAACTGTTTAACAGTACTTGGCTGTCTAATGGTACTTTGAATAGTACTGAAACGT
CA-----------------------------------------------------------------------
----------------------------
AATGACACCATTATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAT---
ATTACAGGGTTGCTATTGACAAGAGATGGGGGTGAGAATAATACT----------------------------
-------------------------------------------------------------------------
----------------



GAAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGAA---CTGACA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>D12582 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACACACCTGTCTAATGGTACTTGGTGGAATGGTACT----
-------------------------------------------------------------------------
----------------------------
GGGCCAGAAAATATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACCCAGAACAATAAC----------------------
-------------------------------------------------------------------------
----
ACCAATAGCAGTATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
CCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB565497 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGCATTGGAATTGGAATAATTCTACTTGGGAGCGGA
ATGATACTGAA--------------------------------------------------------------
----------GGGTCAAAT------
AATACTGAGGACAAAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTGCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGGTGTGAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACATTCAGACCTGGAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATTGGAGCT---------
ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATTGAGGCGCAACAACAACTGTTGAAACTCACAGTCTGGGGCATC 
>AB565502 
TTCTACTGTAATACATCAAAACTGTTTAATAGTTCTTGGAATATTAATGGTACTTGGAATGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACTCTCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTTGCAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTACTAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
ATCGAGGTGGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGCGAAGTGAATTGTATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGTGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT961002 
TTCTATTGTAATACAACAAAACTGTTTAATAGTAGTTGGAATGAAACAACACTGTTTAATAATACTTGGAATA
GTACTGAA-----------------------------------------------------------------
-------------------------
GAGTCAAATAGCACAATCACACTCCCATGCAGAATAAAACAAACTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGCGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACTAGAGATGGTGGTAATAATAACACG----------------------------
-------------------------------------------------------------------------



----------
AATAAAAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB742153 
TTCTACTGTAGTACAACTAAATTGTTTAATAGTACTTGGAATAGTACTGAGAATTTGAATATTACTACTGAAA
GGTCAAAT-----------------------------------------------------------------
-------------AGCACT------
GGAGAAAACGACACAATCATACTCCACTGTAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGGCCAATTAACTGCTCATCAAAA---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAGTGGTAATGAGACT-------------------------
-------------------------------------------------------------------------
-------
ACCAATAACACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB641836 
TTCTACTGCAATACAACAGAACTATTTAATAGTAGTTGGAATGAGAGTACCTGGAATGAGAGTACTCGGAATG
ATACT--------------------------------------------------------------------
-------------------GAC---
GGGTCAGGAAATATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAAC---
ATCACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATAATAGCACC-------------------------
-------------------------------------------------------------------------
----------
AATGAGACGGAGACCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU869602 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATTTTAATAGTACTTGGAATAGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAAGACTGGGGAC----------------------------
-------------------------------------------------------------------------
----------
AACGGGAGTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGA---GCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043590 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATTTTAATAGTACTTGGAATAGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAAGACTGGGGAC----------------------------
-------------------------------------------------------------------------



----------
AACGGGAGTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGA---GCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043603 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGGAGAGTTGCTTAATAGTACTGGGA
ATAGTACT-----------------------------------------------------------------
----------------------------
AACAATGGAACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGGATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATGAAAACGGGACT-------------------------
-------------------------------------------------------------------------
----------
AACAGTACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316128 
TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAATGATACTGAAGGCCCAAATAATGGA-------
-------------------------------------------------------------------------
----------------------------
ACCAATAGAAATATCACACTCCAATGCAGAATAAAACAAATTATCAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCGCAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGGAATAATGAGAATGGG-------------------------
-------------------------------------------------------------------------
-------
ACCAGTGGGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTG---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316132 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGGGTGAATGGTACTGAAGGGTTAAATGTAACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATAGACACTTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCGGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGAACTAAGAACAACAGCAACAAC-------------------
-------------------------------------------------------------------------
-------
GAGACTGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316127 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTGAAGGGTCAAATACAACTG
AAGGA--------------------------------------------------------------------
----------------------------
AATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGGACTGGGAACAACAAG-------------------------
-------------------------------------------------------------------------



----
ACTGACAACGGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTC---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316135 
TTTTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTATTACTTTTAATAGAACTTGGGGTGAC-
-------------------------------------------------------------------------
----------------------------
CTTAATAAAAAGATTATATTCCCTTGCAAATTAAAACAAATTATAAACAGGTGCCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCTTCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTACCAAGAGATGGGGGGACCAAGAACAAAACTGAC----------------------
-------------------------------------------------------------------------
-------
AAGGCCATTATTAAATTTTTCAGCCTTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCACGGCAAGGAAAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316130 
TTCTACTGTAATACCACACCACTGTTTAATAGTACTTGGCGGTATAATAGTACTGGG----------------
-------------------------------------------------------------------------
----------------------------
GAAGAGGAAACTATCATACTCCCATCCAGGATAAAACAAATTATTATCAGCTGGCAGGAAGTAGGAACAGCAA
CGTATGCCCCTCCCATCAGCGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGGGGGCTATTAACAACAGATGGGGGGAGTGAGAAAAACGGG-------------------------
-------------------------------------------------------------------------
-------
ACTAACGATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ295195 
TTTTACTGTAATACAACACAGCTGTTTAATAGCACTTGGCCTAATAGTAGTGAGAATTCCAATAATACTGCT-
-------------------------------------------------------------------------
----------------------------
GATAATGGCACATTTATCCTCCCCTGCAGAATAAAACAAATTATAATCAGCTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGGGGAACTAAAAACAATTGCATT----------------------
-------------------------------------------------------------------------
-------
AACATCACCGGGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGGTAGCACCCACTGGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTCGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTGTCTGGCTGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>DQ295193 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTGCTTAATGATACTGGGAATGAGAGTAAACAG-
-------------------------------------------------------------------------
----------------------------
CCAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTGTTAACAAGAGATGGGGGGAATACTAATGAGACT-------------------------



-------------------------------------------------------------------------
-------
GGGAATGGGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAGCCATTA---GGGATAGCACCCACTAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316126 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGTAATGGTACTCGGAAGGAAGGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACTATCATACTCCCATGCAGGATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTACAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACTGGGAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACACGAATGAGACTTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCCAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACACTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ295196 
TTCTACTGTAATACATCACAACTGTTTAATAGAGCTTGGAATGGTTCTGAAAGGTCCAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATACAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGGAATGGGAACGAGACT-------------------------
-------------------------------------------------------------------------
-------
GAGAACGGGACTGAAATCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTA---CTGAAA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY839827 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTACAGTAATAATACTGAAGGGTCAAATAATACTA
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATTACCCTCCCATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGGGGAATCAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
ATTAATGAGACCTTCAGACCTGAGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCGAGTCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAACA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ837381 
TTCTACTGTAATACAACACAACTGTTTAATGGTAATTGGAGTAATGGTACCTGGAATGATCTAAACAACTCT-
-------------------------------------------------------------------------
----------------------------
AGTTCTATAAATATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAGGACAATACTACCGGCAGC-------------------



-------------------------------------------------------------------------
----
AATGAGACAAAAGGGGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---
CTGGGAGCG---------ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTA---
TCTGGTATAGTGCAACAGCAAAAC---AACTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316134 
TTCTACTGTAACACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGAGAATGGTACTGGTATTGAACAT-
-------------------------------------------------------------------------
----------------------------
TTAAATGGGACTATCACACTCCCATGCAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACTGAGAACAACAAAACTGAC-------------------
-------------------------------------------------------------------------
-------
AGCACTGGGACTGACATCTTCGGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTACG---GCCGCGACGTCG---
ATGACACTGACCGTACAA---GCCATACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043605 
TTCTACTGTAGTACAACAAATCTGTTTAATAGTTCTTGGAATGAAACACTGCTTAATAGTACTTGGAATGAGA
AT-----------------------------------------------------------------------
----------------------------
GACAATAAAAATATCACACTCCGATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAACTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGCCTGAGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAAATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATACAAAG
TAGTAAAGATAGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGAA---GTAACA---TTAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ140263 
TTCTACTGTGAGACAACAAAACTGTTTAATAGTACTTGGAGGTTTAATAGTACT-------------------
-------------------------------------------------------------------------
-TGGAATGGTACTGAA---------
GAGATAAATGACCCAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACT-------------------------------------
--------------------------------------------------------------
GAGAACAACAAGACTGGGAGCAACAGGACTGAGATCTTCAGACCAGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTA---
GGGATAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT878030 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTTGGAGGGGTAGTAAAAGA-------
-------------------------------------------------------------------------
----------------------------
TCCAATGGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAAT---



ATTACAGGGCTGATATTAACAAGAGATGGGGGGAATAACAGCGAG----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAAGTCAAAGAGAATAGTGATG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT878031 
TTCTACTGTAATACATCACAATTGTTTAATAGTACCTGGAATGAAACACTGTTGAATAGTACCTGGAAT----
--------------------------------------------------------GAA---
ACACTGTCGAATAGAACCTGG---------------
AATAGTAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAACAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGGAACAACAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AACCTG---CTGAGA---GCTGTTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>KT878032 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGAAGAATGGTACACTGATAAATGGAACTGAAGACA
ATAGC--------------------------------------------------------------------
----------------------------
AATAGCACCTTCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAACGACAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTAGCAACGAGACCTTCAGACCTGGGGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCGATGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---GCTGGTATAGTGCAACAGCAAAAT---
AATTTG---ATGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT878033 
TTCTACTGTAACACATCAAAATTGTTTAATACTACTTGGAGTAAGGATAATAATACTGAACCAAATGAAAATG
GA-----------------------------------------------------------------------
----------------------------
ACTGAGAAAGTTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
CATATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGAGGAGGAAACAAG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT878036 
TTCTACTGTAACACAACACAACTGTTTAATAGTACCTGGCTTGGGAATGATACTAATAAC-------------
-------------------------------------------------------------------------
----------------------------
AATGAAACACCTATCACGCTCCCATGCAGAATAAAACAGTTTATAAACAGGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCGGGAAACATTAGCTGTTCATCAAAT---



ATTACAGGGCTACTATTAGCAAGAGATGGGGGGAAGAATGAGACC----------------------------
-------------------------------------------------------------------------
-------------
AAGTCTGAGACCTTCAGGCCTTGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTAAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT878037 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGATGATAATAATACTAGTACTTGGGAAAATAGTA
CT-----------------------------------------------------------------------
----------------------------
GAAAATGACATTATCGAACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTTTGCCCCTCCCATAGCAGGATACATTAATTGCTCATCAAAT---
ATTACAGGGCTGTTATTAGTGAGAGATGGTGGTATTGTTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGACACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCCATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>KT878038 
TTCTACTGTAATACAACAAAACTGTTTAGTGGTACCTGGAATGGTACTTGGTATGGTACCTGGAATGGTACTT
GGGATGGT---------------------------------------------------------
GCTACAGAAAATAGTACTAAT------------
AAAAATATTACAGATATCATAATCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCGCAGGACGAATCAGATGTTCATCAAAT---
ATTACAGGACTGTTACTAACAAGAGATGGGGGCACAAACACAAGCACC-------------------------
-------------------------------------------------------------------------
-------
AGCAATGAGACGGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCACTG---GGGATAGCACCCACCAAGGCAAAGAGAATAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCT---GTGGGAACATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAATCTGGGGCATC 
>KT878022 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATCTGGAATGGTACTTCGAATGGTTTTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGCAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGGCAGGAGAATGGCACC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACGGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGCAT---
AATTTG---CTAAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT878023 
TTCTACTGTAATACAACATCATTGTTTAATAGTACTTGGACTACTAATGATACTAGGAATGATACTGAGAAT-
-------------------------------------------------------------------------
----------------------------
AATAATGGAACAATCACACTCCAATGCAAAATAAAACAGATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAC---



ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGACACAAAA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTATAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTACAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT878024 
TTCTACTGTGATACATCAAAATTGTTTAATAGTACTTGGAATAATACTGACACTTGGAATAATACTGACACTG
GGAATAGT-----------------------------------------------------------------
-------------------------
ACTGAAACAAGAAATATCACACTCCCATGCCAAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATAAAAATAATACA-------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGGCCTGGGGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGTGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT878025 
TTCTACTGTAATACAACAAAATTGTTTAAGAGTACTTGGAATAGTACTTGGAGTGATTGGAATAGTACTTGGA
GTGATAAT-----------------------------------------------------------------
-------------------GAA---
GGAAAAGAACATAATATCATACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACAGAAGACAATAGG-------------------------
-------------------------------------------------------------------------
-------
ACTAATGGGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACACTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT878027 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATGACACAAACCTGTATAATGCAACAAAA----
-------------------------------------------------------------------------
----------------------------
CAGAATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGATTAATACCTCT----------------------------
-------------------------------------------------------------------------
----------------
ACGGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACAAATATAAGGTAG
TAAGAATAGAACCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MK871374 
TTCTACTGTGATACAACACCACTGTTTAATAGTACTTGGAATATTAATGGGACTAAAAGGTCAAATGAAACTG
CA-----------------------------------------------------------------------
----------------------------
GAAAATGGCACAATTACCCTCCACTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAACTGTACATCAAAT---



ATTACAGGGCTGTTATTAACAAGAGATGGGGGCGGTAATCCCGCC----------------------------
-------------------------------------------------------------------------
-------
AACAAAACTAATGACACCTTCAGGCCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---GGGATAGCACCCACCAGGGCAAGGAGAATAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGACCA---GTGGGAACATTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAAGAAA---GTATTG---TCTGGTATAGTGCGACAGCAGCAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043576 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGAAGGGTCAAAAA
CTGAA--------------------------------------------------------------------
----------------------------
AGAAATGACACACTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGACTGAGAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGCGAGACTGAGATCTTCAGACCTGGGGGAGGAAATTTGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU896118 
TTCTACTGTGATACAGCACAACTGTTTAATAGTACTTGGAATGATACACAACTGTTTAATAGTACTGGGAATG
ATACTGAA-----------------------------------------------------------------
-------------------------
GGGTTAAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGATTGAGAACAAC----------------------------
--------------------------------------------------------------------
GGGACTAACAGGACT---
GAGATTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGATCCATTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTG---ACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043598 
TTCTACTGTGATACAGCACAACTGTTTAATAGTACTTGGAATGATACACAACTGTTTAATAGTACTGGGAATG
ATACTGAA-----------------------------------------------------------------
-------------------------
GGGTTAAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGATTGAGAACAACGGGACTAAC-------------------
-------------------------------------------------------------------------
-------
AGGACTGAGATTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGATCCATTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTG---ACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043588 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATGGGAATGATACTGTAGGGTCAAATAAA----
-------------------------------------------------------------------------
----------------------------
ACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATGAAGGCAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KU869580 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTGAATGGTCAAATACAACTG
AA-----------------------------------------------------------------------
-------------------------
GGAAATGACACAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGACTGAGAAAAACAGG-------------------------
-----------------------------------------------------------------------
ACTGAGAACAACGGGACGACTGAGATCTTCAGGCCAACGGGAGGGAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTA---
GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCACCAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043589 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAAGGTTCAATAACACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AATATCACAACTATCAGACTCCCATGCCGAATTATACACATTAGAAACGGGTGGCAAGAAGTAAGGAAAGCAA
TGTATGCCCCTCCCATCATAGGACGCACTACATGTTCTTCAGGC---
ATTACAGGGCTGCTATTAGCAAGAGATGGGGGGACTGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAAATCTTCGGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATACCACCCACCCAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGGGCT---------
ATGTTCCTTGGGTTCTTGGGACCA---CCAGGAACCATTATG---GGCGCAGCTTCA---
ATGACGCTGACGGTACAG---GCCAGATTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>KU869596 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACCGGGAATGGTACTGAAGGGTTAAATGAAACTG
GA-----------------------------------------------------------------------
-------------------------
GGAAATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGGATTGAGAACAAC----------------------------
-----------------------------------------------------------------------
GAGACTAATAGCAACAGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTA---
GGGATAGCACCCACCATGGCAAGGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGACTGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>KX960971 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGAATAATACTAAAAGGGTAGAGGGAACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACACTTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGCTGTTATTAACAAGAGATGGGGGTGAGAGGAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ140267 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTTGGAATGATACT----------
-------------------------------------------------------------------------
----
GAAGGGTCAAATATCACTGGTACTGTAGGGTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACA
GGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGG----------------------------------------
--------------------------------------------------------------
AGTGGGGACAACGAGACTAACGGGACGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTA---
GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ140248 
TTCTACTGCAATACAACACGACTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATGATACTGAA----
-------------------------------------------------------------------------
-------------
AGGTCAAATAAAACTGCAAATGACACACTTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGG
AAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGGCTAAGAACAACGGGACT----------------------
-------------------------------------------------------------------------
----
GAGAACAACGGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAACGTCA---ATGACGCTAACAGTACAG---GCCGGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ140252 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAGGGTTTAATAGTAGTACTGAAG
GG-----------------------------------------------------------------------
----------------TTA------------
AATAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGT
ATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGG----------------------------------------
-------------------------------------------------------------------------
-
AATGAGAGCAACGAGGCTGAGATCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCCAGGCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATCTG---CTAAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417425 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGGAACAGCACTTGGAATAAGACTGATAAG-
-------------------------------------------------------------------------
----------------------------



GCAAATGACACCATCACACTCCCATGCAGAATGAAGCAAGTCGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGGCAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATACCACGAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACCGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCGGAGT---
AATTTG---CTGATG---GCTATTGAGGCGCAACAACATCTATTGCAACTCACGGTCTGGGGCATC 
>KY820529 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAATGGGATAATAGTACTTGGAATAGAACTGAAG
GGTTGAAT-----------------------------------------------------------------
-------------------------
ATAACTGGAAGAAATATCACACTCCCATGCAGCATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGGGCTGGGAACAAC----------------------------
-------------------------------------------------------------------------
----
GGGACTAACGGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK577479 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTGAATGGTCAAATACAACTG
AAGGA--------------------------------------------------------------------
----------------------------
AATGACACAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGACTGAGAAAAACAGGACTGAG-------------------
-------------------------------------------------------------------------
----
AACAACGGGACGACTGAGATCTTCAGGCCAACGGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACGA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU869586 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAAGGTTCAATAACACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AATATCACAACTATCAGACTCCCATGCCGAATTATACACATTAGAAACGGGTGGCAAGAAGTAAGGAAAGCAA
TGTATGCCCCTCCCATCATAGGACGCACTACATGTTCTTCAGGC---
ATTACAGGGCTGCTATTAGCAAGAGATGGGGGGACTGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAAATCTTCGGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATACCACCCACCCAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGGGCT---------
ATGTTCCTTGGGTTCTTGGGACCA---CCAGGAACCATTATG---GGCGCAGCTTCA---
ATGACGCTGACGGTACAG---GCCAGATTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>MN043595 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACCGGGAATGGTACTGAAGGGTTAAATGAAACTG
GAGGA--------------------------------------------------------------------
----------------------------
AATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGGATTGAGAACAACGAGACT----------------------
-------------------------------------------------------------------------
----
AATAGCAACAGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCATGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGACTGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>KX960978 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTGAAGGGCCAAATAGAACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATAGCACACTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATGGGACCAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCGGGGCAAGTAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACCATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417415 
TTCTACTGTAATACAACAAACCTGTTTAATGGTACTTGGAATGGTACTGCTTGGAATGGTACTTGGAATGTTA
GT-----------------------------------------------------------------------
-------------------------
AAAACTGATAAAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGAAAAATTAGCTGTTCATCTAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGGAATGAGACCAAC----------------------------
-------------------------------------------------------------------------
----------
GGGACCCTGGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGGAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATCG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ417431 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTCTTAACCAGACAGCTAACCATGAAGGA----
-------------------------------------------------------------------------
----------------------------
AATGATACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATTGCGGGACGGATTGCATGTTCATCACAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAATGACACTAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 



>AJ417410 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGGGTCAAATACAACTGAAAGAA
AT-----------------------------------------------------------------------
----------------------------
AATAATACACATATCACACTCCAATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGATTGAGAACAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACCAAGACTATTGAGATCTTCAGACCTGGGGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AJ417413 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTTGGAATAGTACTGAA----
-------------------------------------------------------------------------
----------------------------
AGAAATGACACAATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGGGGAACTGGGAACAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACCAACGAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAGGAGAATAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417419 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACAAGACTTAGTAATTGGAATAGTACTG
AA-----------------------------------------------------------------------
-------------------------
AAGTTAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGAACTGGGAACAACGAGACT----------------------
-------------------------------------------------------------------------
-------
GGCAACGAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---
------ATGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTTTGTTGCAACTCACAGTCTGGGGCATC 
>AF224507 
TTCTACTGTAATACAACACAACTGTCTAATAGTACTTGGCAGAGGTCTGATGGTACTTGGAATAGAACTGGAG
GGTTA--------------------------------------------------------------------
-------------------AAT---
GAAACTAAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATGAGAACAATGGG-------------------------
-------------------------------------------------------------------------
-------
ACCAATGGGACTGAGACCTTCAGACCTGAGGGAGGAAATATGAAGGACAATTGGAGAAGTAAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTCGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCTGCACGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>AB097870 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGGAATAATACTAGTACTTGGAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTGCAGAAAATATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGGTTGCTGTTAACAAGAGATGGTGGTAATAAGACCAAC----------------------------
-------------------------------------------------------------------------
-------------
CCCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>AY423386 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGATGTGAATGCTACTGGGAATGGTACTACAGAA-
-------------------------------------------------------------------------
----------------------------
CCAAATAGTACTATAACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAAC---
ATCACAGGGCTGCTATTAACAAGGGATGGTGGTAGGAATAGGAACGAG-------------------------
-------------------------------------------------------------------------
-------
AGCACCGAGATCGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGCG---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ386146 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAAGGATACTAAAGGGTCAAATGAC-------
-------------------------------------------------------------------------
----------------------------
ACTGAACGCATAATCCAACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAGTAGTAATACCACGAGC-------------------
-------------------------------------------------------------------------
----
AATTCTAACAAAAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGATAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---
TTCGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGAAATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ386218 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGTGGTCTAATGGTACTTCGATTGGTACAAATAAC-
-------------------------------------------------------------------------
----------------------------
TCTAACGAAAATATCACTCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGGGGTAATAATAATACAACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
GATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>U34603 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGAAATAACACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGACGAGAACAAG-------------------------
-------------------------------------------------------------------------
----------
ACTGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCACGGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY970946 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGAAAGATACTGGAAAGTTAAATAACCCTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCAACATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACGTGAAT----------------------------
-------------------------------------------------------------------------
----------AATACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGG---------------
GAATTATATAAATATAAAGTAGTAAAAATTGAACCATTA---
GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU455480 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATTTGAATGGTACTTGGCATGGTACTGAAAGGC
CAAATAGC-----------------------------------------------------------------
-------------------ACT---
GAAAGAAATGACACACTCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTGTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTACCAGCAAGAACGGGACC----------------------
-------------------------------------------------------------------------
-------
ACCAACGACACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGGA---GTGGGA---
TTAGGAGTGCTGTATGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAG
CGTCAATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC--
-AATCTG---CTGAGG---GCTATTGAGACGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU455465 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGCTGCTTAATAGTACTTGGAATAGTACTGACGAGT
CATCT--------------------------------------------------------------------
-------------------------
AACAAGGAAATTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGGGACCGAG----------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTTAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CGAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744159 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGGAGGTTAATAGAACGAAAGAAAAT----------
-------------------------------------------------------------------------
----------------------------
GACAATGGCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGACTAATGGG-------------------------
-------------------------------------------------------------------------
----------
ACTGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGTACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTACAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU455505 
TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAATTTTACTAACGGGTCATGGTCATCTAACAATG
CGGAAAAT-----------------------------------------------------------------
-------------------ATC---
ACACTCTCAGAAAATACCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACGAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGGGACAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU455448 
TTCTACTGTAATACTTCAAAACTGTTTAATAGTACTTGGAATGATACTACTTTGACTTGGAATGACACTATTT
TAAAT--------------------------------------------------------------------
-------------------GAG---
ACAATGGACACAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTACTGACAATAAA-------------------------
-------------------------------------------------------------------------
----------
ACAAACATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGGAAAAAGAGCAATAGGGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ178989 
TTTTACTGTAATACATCACAGCTGTTTGATAGTATTTGGAATAATAGTACTAGGAATGACACTAGAGAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGCACTGATCCTATCATACTCCCATGCAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTGATTAGGTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTGTTAACACCACC----------------------
-------------------------------------------------------------------------
-------
AAGAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---



CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744007 
TTCTACTGTAATACAACAGAACTGTTTAAAGGTATTTGGAATTTAAATAATACTTGGACTCCAAATAGTACTT
GGGATTCACTT---------------------------------AATAATACTTTGGAT---
ACATCATGGAATAGTACTATA---------------
GAACCAAATAAGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
TAATGTATGCCCCTCCCATCAAAGGAATAATTAAATGCTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAAAGAGAATGAGACC----------------------
-------------------------------------------------------------------------
-------
CAGAATGGGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU455525 
TTCTACTGTAATACAACAAAACTGTTTGATTGGAAGGATACAACACAACAGTTTAATTGGAATATTACTAACG
GGTCA--------------------------------------------------------------------
-------------------------
TATAACAATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACGAATTAGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAAGACG----------------------------
-------------------------------------------------------------------------
----------
AGCGACCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744052 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATATTAATAGTACTGAGAATGTTACTGAAAAG-
-------------------------------------------------------------------------
----------------------------
GCAAATGAAACAATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGCACGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>U15030 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATGGTACTGAAGAGATTGTTACTGAAAGGTCAA
ATAGA--------------------------------------------------------------------
-------------------ACA---
GGAGAAAATGACACACTCATACTCCAATGCAAAATAAGACAAATTGTAAACCTGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAGTAGT-------------------------
-------------------------------------------------------------------------
-------
AATAACAACACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT---
------TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---



GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>L08655 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAATGATACTGAAGGGTCAAATGAC----
-------------------------------------------------------------------------
----------------------------
ACTAAAGCAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATGAGAACGGGACCGAT-------------------
-------------------------------------------------------------------------
----
GAGAACAGGACCGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAATGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320008 
TTTTACTGTAATACAACATCATTGTTTAATGGGACTTGGAATGGGACTTGGGATAATACCTGGCAAGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATCACACTCCAATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCAGAGCAGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGCTGATGTTAATGAGAGATGGTGGTAAGGAGGACAATAGTACC----------------------
-------------------------------------------------------------------------
-------
GAGAATAGTACCGAGATCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320215 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATACTACTACAGGGTCAAATGCTACTACAGGGT
CAAATGGC-----------------------------------------------------------------
-------------------ATT---
AGTACAAATGACACAATCACGCTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGGGATGGTGGTGATAGCCCCAAC----------------------------
-------------------------------------------------------------------------
----------
AAGAGCCAAGAGACCTTTAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCATGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320208 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATTGGAATAATACAATAGAGGGCAATAGCACTG
AA-----------------------------------------------------------------------
----------------------------
GATAATGAGACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAAC---
ATTACAGGGATACTACTGACAAGGGATGGTGGTAATGAGAACAACAAC-------------------------
-------------------------------------------------------------------------
----------
TCCATCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCG------



---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320230 
TTCTACTGTAATGCATCACAACTGTTTAATAGTACTTGGAGTGTTTTTGCAAATAATGGTACTTGGACTGCAA
CTAATGGC-----------------------------------------------------------------
-------------------ACT---
GAAGGAAATGATACTATCACTCTCCCATGTAGAATAAAACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGATAATAGCAGC-------------------------
-------------------------------------------------------------------------
----------
AATAGCATGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320013 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGTATAGTAATGGTACTTGGACTGGTACTAATGAAA
CA-----------------------------------------------------------------------
-------------------------
AATAACAATGATACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAGTAATCAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGAGGCCAACAGAACAATACT-------------------------
-------------------------------------------------------------------------
-------
GGGAACGAGACTGAGGTCTTCAGACCTTCAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCGCCCACTAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAGAGAGCA---GTAGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATTACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGTATATGTTGCAACTCACAGTCTGGGGCATT 
>JF320018 
TTCTACTGTGACTCTACACAGCTGTTTAATAGTACTTGGAATTGGAGTAATACTATAGGGATAAATGACACGG
AA-----------------------------------------------------------------------
----------------------------
GAAAATTTCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAAAAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGCAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320028 
TTCTACTGTAATACAACAAAATTATTTAATAGTACGTGGAATGAGAATGGGAGTTGGAATGATACTGACTGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCATACTCCCATGCAAAATAAAACAAATTATACGCATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATCAGCGGACAAATCAGATGTTCATCAAAC---
ATTACAGGGCTATTACTAACAAGAGATGGTGGTATCGAGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAAACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------



GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320019 
TTCTACTGCAATACAACATCACTGTTTAATGGTACTTGGTTTAATAGTACTGATAATAATACTGCAGAAACCA
TT-----------------------------------------------------------------------
-------------------------
ACTGGGAATAATACAATCACACTTCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAATTGTTTATCGAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAATAACAACAGCACA-------------------------
-------------------------------------------------------------------------
-------
GACAATAATAATGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078552 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATAGTACTGCAGTGACCACTCGGAATACTAATA
ATACT--------------------------------------------------------------------
----------------------------
GATGATGATAAGATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCAGAGCAGGAAATATTAGATGTAATTCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGGGGTCTGAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGATCTTCAGACCTACAGGAGGGAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTGGAACCAGTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAGTGACGGCAGGAGCT------
---ATGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH078553 
TTCTACTGTAACACAACACCACTATTTAATAGTACCTGGCATCCGAATAATACCAACATAACTAGC-------
-------------------------------------------------------------------------
----------------------------
ACTAGAGAAAACATCACACTCACATGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGGTGTTCATCAAAT---
ATTACAGGACTATTACTAACAAGAGATGGGGGTAGTGATAAGAACAGTAAC----------------------
-------------------------------------------------------------------------
-------
CTTAATGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH078555 
TTCTACTGTAATACAGCACAACTATTTAATGGTACTTGGGAGGCATATAAAAATAGCTCC-------------
-------------------------------------------------------------------------
----------------------------
ATGAATGATACTATAACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAACTGCACATCAAAT---
ATAACAGGGCTGTTCTTAACAAGAGATGGAGGCATTAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAATAAAAGTTGAACCTATA---GGACTGGCACCCACCAAGGCAAGAAGAAGAGTGGTA--------------
-------------------------CAGAGGGAAAAAAGAGCA---ATAACA---CTGGGAGCT---------



ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAG---TTACTA---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF210726 
TTCTACTGTAATACAACACCACTATTTAATACTACTTGGGTTAATGAGACTGGGCCTAATAATACCCAG----
-------------------------------------------------------------------------
----------------------------
GGGAATGATACCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACGAATTAGATGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAACAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAGTTGAACCATTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACATG---CTGCGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EF210730 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGAACAGAGCCAACTAATAGCAATAAA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTCTTAACAAGAGATGGTGGTAATAGCAGTACC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210732 
TTCTACTGTAATTCATCACAACTGTTTAACAGTACTTCAAAACAACTGTTTAACAGTACTTGGAATAAT----
-------------------------------------------------------------------------
----------------------------
ACAAATGCAAATATCGAACTCCCGTGCAGAATAAGACAAATTGTAAATATGTGGCAGAGAATAGGAAAAGCAA
TGTACGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGATAAGAACAACAAG----------------------------
-------------------------------------------------------------------------
-------------
TCCACCGAGGTCTTCAGACCTATAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC596069 
CTCTACTGTAATACAACACAACTGTTCAATGGGACTTGGAATGGTACTGCCTGGTCAAATGGTACTGACTGGT
CAAATAGCACT--------------------------------------------------------------
-------------------GAA---
GGAGATAATACCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGTGAGCAAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCAGAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------



CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN251896 
TTCTACTGTAATACAACACCGCTGTTTAATAAGACTTGGAATACAACAGAGCTGTCACAGTATGATAGTAGTG
ATACT--------------------------------------------------------------------
-------------------------
AATAGTAATGCTACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTAAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTACCAATGATACA----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACG---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN251901 
TTCTACTGTAATACAACAAAATTGTTTAATAGCACTTTTAATATTAATAGTACTTTAAATGGGACTGAGAGC-
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAGTGTGAATCAAAT---
ATTACGGGGATGCTATTAACAAGAGATGGTGACGGGAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAAAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN251906 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATGGAATGGTACTGAAGGGTCAAATAGCACA-------
-------------------------------------------------------------------------
----------------------------
AAAAATGGCACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATCTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCACAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTATGCAAAATAACAAGAAA----------------------
-------------------------------------------------------------------------
-------
ACTAGCATAACTGAGATTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY819715 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACTAATGATACTAGGGATAGTACTAATGAC-
-------------------------------------------------------------------------
----------------------------
ACAAATAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCGAGGGAGCAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGGGTAATGTGAGC-------------------------
-------------------------------------------------------------------------
----------
GGGAGCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATCCAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ896488 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGAATGGTACTTTTGCCAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTGGTAACAGCACAGAG----------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGATCTTCAGACCTGCAGGGCGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAGCCATTA---GGATTACCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GCCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX500709 
TTCTACTGCAAGACAACAGAACTGTTTAATAGTGCTTGGCATAATAATGGTACTAGTACTGTGAATAATACTG
GGAAA--------------------------------------------------------------------
----------------------------
AATACTGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTACATCAAAT---
ATTACAGGCCTGATATTAACAAGAGATGGCGGTAATAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGAGCA---ATAGGAACAATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX500707 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGAACAATAATACTACTAGTACT----------
-------------------------------------------------------------------------
----------------------------
GGGAATGGGACAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAAATTCTATGCTCATCAAAT---
ATTACAGGGCTAATATTATCAAGAGATGGTGGTAACAGCAGCACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCG---------
TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX500708 
TTCTACTGTAATACAACACAATTGTTTAATAGCACTTGGGATAAGAATATTACAGAGTTTAATAAGACTAATG
AGTTAAAT-----------------------------------------------------------------
----------------------------
AACACTGAAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCTCAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAACAATGACACC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------



GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---GCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373130 
TTCTACTGTAATACAACACAACTATTTAATAGTTCTTGGGATATGAATAGAATTGTAAATAGTTCCGAAAATA
AC-----------------------------------------------------------------------
----------------------------
ACTGACAAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAACAGCAGTAACGAG----------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAAATCTTCAGACCTGTGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCA------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373142 
TTCTACTGTAATACTACACAACTATTTAATAGTACTTGGAATGGTACTTTGGAAAATACTAATAGTACTGGGA
AT-----------------------------------------------------------------------
-------------------------
GGTGATAATAAAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAG---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGCAATGTACCAAATGATGGGGGC-------------------
-------------------------------------------------------------------------
-------
AATAATAGCACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAATAGTAAAAGTTAAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAGCAGCATATACTGCAACTCACAGTCTGGGGCATC 
>MF373144 
TTCTACTGCAATTCAACACCACTGTTTAATAGCACCTGGTATACTAATGGGACTAGCACCTGGTATACTAATG
GGACTTGG---------------------------------------------------------------
AATGTCACTGAAGGGCAT---------
AATAGCACTACAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAATAATTAAATGCTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGGCAACGGGACTGAC----------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGAT---TTGGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF373161 
TTCTACTGTAACACAACAAAACTATTTGATAGTACTTGGAATACGAATGCTACTTGGGATAGGAATTGGAATG
ATACCAGT-----------------------------------------------------------------
-------------------------
GGAGAAAATGACACAATCAGACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGACTAATTAGCTGCTCATCAAAC---
ATTACCGGGTTGTTATTAGTAAGAGATGGTGGTGAAAACACTACC----------------------------
-------------------------------------------------------------------------
-------------
GAAGAAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGATAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACG---TTCGGAGCT---------



ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAGC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411828 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATATGACTAATAGGTCTAAAAATAACACTGCAG
AA-----------------------------------------------------------------------
----------------------------
AATAATACTACATTCATACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAATT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAGTAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGTGACAATTGTAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGACG---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---TTTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MF373204 
TTCTACTGTAACACAACAAGACTATTCAACAGTACTTGGAGGATCAATGGTACTCTGAATAGTACTGAAGGGC
CA-----------------------------------------------------------------------
----------------------------
AATAATGCAACTATCATACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAAACATTAGTTGTTCATCAAAC---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTGAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAGGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU204920 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACTGGTACTTGGAGTAGAACTGATA
CTGAA--------------------------------------------------------------------
-------------------GTG---
TCAAATAGCACTAATATCATACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTTTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACTAACGAGACTAAC-------------------------
-------------------------------------------------------------------------
----------
GAAAGCAATGAGACCGTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN251856 
TTCTACTGTGATTCATCACCACTGTTTAATAGTACTTGGCCGGTTAATGGTACTAGTACTAATAGC-------
-------------------------------------------------------------------------
----------------------------
ATTAACGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAAGTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATAACATGAAC----------------------------
-------------------------------------------------------------------------
----------
CAAAGCACAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGATCA---GTGACA---CTAGGAGCT------



---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213741 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGGATGGAAATAGTACTAGGGAGAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTGGACAGTTATTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCGGGCCCAATTAACTGTTTATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGGTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATAAAG
TAGTAAGAGTTGAACCATTA---GGACTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213740 
TTTTACTGTAATACAAAACCACTGTTTAATAGTACTTGGACTGGGAAGAATAGTACCTGGAATAGTAATGATA
CTACA--------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCAGTGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATTGGGAGAGAAATAACACG----------------------------
-------------------------------------------------------------------------
----------
AGGGAGAACGAGACCCTCAGACCGGGAGGAGGAGATATGAGGGACATTTGGAGAAATGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>KY213747 
TTCTACTGTAATACAACACAACTGTTTAATTCAACACACCTGTTTGATACTACTAATAGCACTGGGAAT----
-------------------------------------------------------------------------
----------------------------
GCTACAGGAAATATCACACTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACCAATTAGCTGTTCATCAAAG---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAGTAATAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCG------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY213751 
TTCTACTGCAATACAACACAACTGTTTAACTCTACTTGGAATAGTACTGGGAATATTGCAGAAAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTGCAGAAAATATCACGCTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGACG----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATAGAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATGGGAGCG------



---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213748 
TTCTACTGTAATACAACACAACTGTTTAATTCAACACACCCGCCTAATACTACTTGGAATGAGAAT-------
-------------------------------------------------------------------------
----------------------------
AATACTGACATTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACCAATTAGCTGTTCATCAAAA---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAGTAACAAT----------------------------
-------------------------------------------------------------------------
----
GAGACAAACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCG---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY945710 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATACTAATGGTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAGATGACACTATCACGCTCCCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATCAGCTGTTCATCAAAT---
ATTACAGGGTTAATATTAACATGGGATGGTGGTAATAAGAACGGGAACAAG----------------------
-------------------------------------------------------------------------
----
ACCACCAATGATACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGA---AATTTG---CTGAGT---
GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ952535 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGTATAATAATAGTACTTGGAATGGTGCTTGGAATA
ATACTAGA-----------------------------------------------------------------
----------------------------
GAAGATGACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAGT---
ATTACAGGGTTGCTATTATTAAGAGATGGTGGTATTAAGAACCAAACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248321 
TTCTACTGCAATACATCACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGAACAGTACTTGGGGTG
ATACTAGTACT--------------------------------------------------------------
----------GAAGGGTCA------
AATGGAACAAAAGACATCGTACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGGGATGGAGGTGAAAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AACCAAACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---TTGCTTCTTGGGTTCTTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248329 
TTCTACTGTAATACAGCACAACTGTTTAATAGCACTTGGAATAATAATAGTACTGAGAATGATACTATA----
-------------------------------------------------------------------------
----------------------------
GGAGATGGAACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248333 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGTTAATAGTACTTGGAATGAGAATAGTACTG
GGGACAAT-----------------------------------------------------------------
-------------AATGAT------
GAAAATAACAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGCGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGGGATGATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGACCTTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN248335 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGCTAATGGTACTAGTACTGGGAATAATACTA
TA-----------------------------------------------------------------------
----------------------------
AAAAATGGCACTATCACGCTCCCTTGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAGTGGTAATGAGACC-------------------------
-------------------------------------------------------------------------
-------
ACCAATACCACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCGATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN248337 
TTCTACTGTAATACAACACGACTGTTTAACGGTACCTGGAGTAATGGTACCTGGGTTAATAGCACCTGGAATG
AT-----------------------------------------------------------------------
----------------------------
ACCACTAACGAGATCACCCTCCCATGCAGAATAAAACAAATTGTGAACATGTGGCAGGAAGTAGGAAAAGCCA
TATATGCCCCTCCCATCCAGGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATGATACAAAC----------------------
-------------------------------------------------------------------------
-------
AAGACCCAGGGCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN248343 
TTCTATTGTAATACAACACAGCTGTTTGAGAGTACTTGGCAGGGTGATAATATTGAAGAGTCAAACAGT----
-------------------------------------------------------------------------
----------------------------
ACTGAACAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGTAATGTCACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGTACTGAGATCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAGAGAGCA---GTGGGTATAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN248344 
TTCTACTGCAATACAACACAGCTGTTTAATACTACTTGGATGCCTAATGGTACTTTGAATGGTACTTGGGAA-
-------------------------------------------------------------------------
----------------------------
CATAACAGCACAATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAACTGTGCATCAAAT---
ATTACAGGACTGTTATTAACAAGGGATGGTGGTGAGGGTAATGGCACA-------------------------
-------------------------------------------------------------------------
-------
AACCAGACTGCTGAGGTCTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---GTAGGAGCT---
------TTGCTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JN248347 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCTGAATAGTACTTGGACTAACACCAGTACTTGGA
AT-----------------------------------------------------------------------
-------------GATACT------
GCAGGAAATGACACTATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAATAGCACGAAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAGAGAGCG------GGA---ATAGGAGCT---------
GTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTGTAGTGCAGCAGCAGAGA---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248353 
TTTTACTGTAATACAACAACACTGTTTAATAGTACTTGGACTAATAGTACTTGGACTAGCAACTCAACTGACA
CTGAA--------------------------------------------------------------------
----------------------------
GGCAATATCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAGATTACATGTTTATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGACAAAAACGAAACAGGG-------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTATAGGAGGAAATATTAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC



AGATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGAATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248354 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTTTGTCAATGGTACTAATGGTACTACAGTGCCAA
ATAATGAC-----------------------------------------------------------------
----------------------------
ACTGAAAAAATTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGACCAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCTTTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF297222 
TTCTACTGTAATACATCAAAACTGTTTAATAGTGCTTGGCCGCCTAATAGTAATTGGAATAACAGGAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAATCATTAACTGTGTATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGGGGTAATACTAGTGATACTAAG----------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGTTATACAGATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446800 
TTCTACTGTAATACAACACCATTGTTTAATAGTACCTGGTTTAGTACTGAGAATAGTACCTGGAATAGTAATA
ATAGTATT-----------------------------------------------------------------
----------------------------
GGGAATGATACTATTATACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAAGGGACGAATTAACTGTACCTCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGCCATAATAATTCT----------------------------
-------------------------------------------------------------------------
----------
AGCAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCAGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JX446818 
TTCTACTGTAATACATCAAAATTATTTAATAGTACTTGGAATAATACAAGTAATGACAGTACA----------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAGGGACAAATTAACTGTTCATCAAAT---
ATCACAGGGATACTATTAACAAGAGATGGTGGTAATGGTGGTAATACC-------------------------
-------------------------------------------------------------------------
----------
AACGATACAGAGGTCTTCAGACCTGCAGGAGGGGATATGAGGAACAATTGGAGGAGTGAATTATACAAATATA



AAGTAGTACAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX447795 
TTCTACTGTAATACCTCACAACTGTTTAATAGTACTTGGCATACTAATGATACTTGGAATGGTACAAAGGGT-
-------------------------------------------------------------------------
----------------------------
AACAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCGATTGGATGTTTATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGGGGGGAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AGGAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCACCTGATGCAACTCACAGTCTGGGGCATC 
>JX447156 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGGATGTTAATAGTACTTGGAATGGTACTGGGAATG
ATACCCCA-----------------------------------------------------------------
----------------------------
GAAAATAGCACTATCATGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTGCAGGACAAATTAACTGTTCATCAAAT---
ATTACCGGGTTGCTATTAACAAGAGATGGTGGTGATAATAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAGGGCTAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF297229 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAATGATACTAAGAATTGGAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTGCAGGAAATATCACGCTCATCTGTAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATTAACTGTGTATCAAAT---
ATTACAGGGTTGATTTTAACAAGAGATGGTGGTAAAAATGGTGGTAATGAT----------------------
-------------------------------------------------------------------------
----
ACAAATAACTTCACTGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTG------
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCGGGTATAGTGCAACAGCAGAGA---AATCTG---CTGAGG---
GCTATTGAGCTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989620 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATAATACTGGGGAGAACATTACTAGTCCTGCAG
AT-----------------------------------------------------------------------
----------------------------
ACAAACGACACTATCATACTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGAAGAAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGCGGGGACGAAGGCAAC----------------------------
-------------------------------------------------------------------------
----



CAAACCCAAGTAAATGAAACCTTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAGAAGAGCA---
GTGGGAGTAATAGGAGCT---------ATGTTCCTTGGATTCCTAGGAACA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGCAAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG989578 
TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGCATAGTAATAATACTTGGAATAGTAGGACTGGA-
-------------------------------------------------------------------------
-GAGCCAACTAACACCACT------
GGAGGAAATGGCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGCTCATCAAAT---
ATTACAGGGCTACTATTACTAAGAGACGGGGGTAACCACAAAGATAGC-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCATGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGACAAAAGAGCG---GCA------CTAGGAGCG------
---GTGTTCCTTGCGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MG989587 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATTTTACTAGTGCTGGGGAGCTTAATAACACTG
CTAATGAGACT--------------------------------------------------------------
----------------------------
AATGATGATAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAACAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTGACTGTACATCAAAT---
ATTACAGGGCTACTATTAATAAGAGATGGTGGTAACGAGAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCAGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTACGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>MG989506 
TTTTATTGTAATACCTCACAGCTGTTTAATAGTATTTGGAATAGTAGTACTGGGAATAATAATAGTACTGGG-
-------------------------------------------------------------------------
----------------------------
AATAAGAGCACTATCATACTCCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TGTACGCCCCTCCCATCGAAGGAATGATTAACTGTTTATCAAAT---
ATCACAGGGTTGCTGTTAACAAGAGATGGTGGCAGGGTGAATGGGACT-------------------------
-------------------------------------------------------------------------
----
GAGGAAAATAGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTAATG---
TCTGGCATAGTGCAACAGCAAAGA---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989541 
TTCTACTGTAATACAACACAGCTATTTAATAGTAAGTGGAATGATAGTAATTGGAATAGTACTTGGAATAATA
CTGAAAAG-----------------------------------------------------------------
----------------------------
TCAAATGATATAATCACACTCCCCTGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAGGGACTAATTAAATGTTCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAAT-------------------------------------



--------------------------------------------------------
GTGACTTTAGATAATGGGACTTCCAGTAATGAGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCAGTA---
GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-------------------------------------
--CAGAGAGAAAAAAGAGCG---GTAACA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>MG989610 
TTTTACTGTAATACAACACCACTGTTTAATGGGACACTGATTAATGGGACTTGGAATGGTATTGAATGGCCAA
ATAAT--------------------------------------------------------------------
----------------------------
ACGAATGGAACTATCACACTCCAGTGCAGAGTAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAAAGGACTAATTAAATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGCGGGAATGGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989551 
TTCTACTGTAATACAACACCACTGTTTAATATTACTAACACCACAAATGACAAT-------------------
-------------------------------------------------------------------------
----------------------------
GACAATAACACAATCATACTCCAATGCAAAATAAAACAGATTATAAATATGTGGCAGAAAGTAGGGAGAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTATGTGTTCATCAAAC---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGGAATAATAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCTTTA---GGAATAGCACCCACCAAGTCAAGGAGGCTAGTGGTG-----------------
----------------------CAAAGAGAAAAACGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCGACTCACAGTCTGGGGCATC 
>U39258 
TTCTACTGTAATACATCACAACTGTTTAATGGTACTTGGAATAATACTATA----------------------
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ354116 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAATACTAGTACTGGGAATAATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGAGGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGATAAGAAC----------------------------



-------------------------------------------------------------------------
----------
GCGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ354118 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATACTAATAGTACTTGGCATACTAATAGTACT-
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAAAAGGGAACGAA-------------------------
-------------------------------------------------------------------------
-------
ACCAACGAGACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGGACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ354119 
TTCTACTGTAATTCAACACCGCTGTTTAATGGGACGTTTAATAGTACTGGGAATGGAACTGGAGAGTCACAG-
-------------------------------------------------------------------------
----------------------------
AGCAATGGAAATATCACACTCCAGTGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGAAACGGGAGTACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGGGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCGATA------GGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTAACGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AY945711 
TTCTACTGTGATACATCAAAACTGTTTACTTGGAATAGTACTTGGAATAGTACTTGGAATAATAATACTTGGA
ATGAT--------------------------------------------------------------------
-------------------ACT---
ATAGGAGATAGCAATATCACGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTGGGAAAAG
CAATGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGGAGAC----------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215431 
TTCTACTGTGACTCAACACCACTGTTTAATAGTACTTGGAAGAATATTACAGAGTTAGATGCTACAAAGTTAG
ATAAC--------------------------------------------------------------------
-------------------GCT---
ACAGAAAAAGGAAATATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGACCAATTAGCTGTTTATCAGAA---
ATTACTGGGCTACTATTAACAAGAGATGGTGGTGTCACTAAGAATAATGAGACC------



AATGGGACCACTGGGAAT---GAT-------------------------------------------------
--------------------------
AAGACCGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GTGACA---TTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>HM215435 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTGGCTTAATAACAATTCA-------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGAACTATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAAAAACACC-------------------------
-------------------------------------------------------------------------
----------
AACTCCTCTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTAATA------GGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU839606 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAATGGTATTTGGAATAATACTATAGAGT
CAAATGAC-----------------------------------------------------------------
-------------------ACA---
GAGTCAAATGATACTATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGTAAAG
CAACGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACAAGAGACGGTGGTAATAACACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU839607 
TTCTACTGTAACACATCACACCTGTTTAACAATACTTGGAATGGTACTGAGACTGATACTTGGAATATTACAG
GG-----------------------------------------------------------------------
----------------------------
GAAGATAGTAATATCACACTTCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGTAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTAATGGTAATGACACG-------------------------
-------------------------------------------------------------------------
-------
AACAACGAGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAGAAAAGAGCA---GTGGGAGCAATAGGAGCT---
------ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ217662 
TTCTATTGTAATGCAACACAATTGTTTAATAGTACTTGGAGTATTGGGAATGATACTATAGAAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCAATATCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAGGCAA
TATATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATACTAATGAC----------------------------



-------------------------------------------------------------------------
-------------
ACGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGAAAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGGATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU839608 
TTCTACTGTAATACATCCCAACTATTTAATAGTACTTGGAAGAATGGCACTTGGTATAGTAATAGTACTAATA
CTACAGAG-----------------------------------------------------------------
-------------TCAAGC------
AGAAATATTACACTCATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGCAAAG
CAATGTATGCCCCTCCCATTAGAGGACCAATTACATGTGTATCAAAC---
ATCACAGGGCTGCTATTAATAAGAGATGGTGGTAGAAACGAGAATGAC-------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>EF593260 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTAGTAGTACTTGGAATGATACTGGAGGG-
-------------------------------------------------------------------------
----------------------------
ACTGATAGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAGAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTACATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATGACACCACTAAT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAGAAGAGCA---GTGGGAACACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>EU578580 
TTCTACTGTAATACAACACAGCTGTTTGATAGTACTTGGCTGTTTAATAGTACTTGGAATGATAGTAGTACTG
AGAATGGTACT--------------------------------------------------------------
----------ACAAAGCAA------
AATGGCAATGACACACTCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAA---
ATTACAGGCTTGCTATTAACAAGAGATGGTGGTAATAGAGATGATGGT-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAGAAC---
AATCTG---CTGAGA---GCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578603 
TTTTACTGTAATACAACAAAGCTGTTTAGTAGTACTTGGCATACTAACCATACTAACGGCACTTGGAATAATA
ATGGG--------------------------------------------------------------------
-------------------GAT---
AATACTGGAGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATCACGGGGCTGCTATTAACAAGAGATGGTGGTAATGACAAGAAC----------------------------



-------------------------------------------------------------------------
----------
AGCACCTCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>AF277060 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTAATGATACTCGGAATGGTACTACAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAGTAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACAAGAGACGGTGGTAACCAAAACACG----------------------------
-------------------------------------------------------------------------
----------
AGCGGCACCGAGATTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---ATGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF277055 
TTCTACTGTAATGCAACACCACTGTTTAATAGTAGCTGGTATGTTAATGGTACTAACACTACAGGGTCA----
-------------------------------------------------------------------------
----------------------------
GATGGAGAAAATATCACACTCCTATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTACATGCTCATCAAAG---
ATCACAGGGTTGCTATTAACAAGAGATGGTGGTAACACGAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF593245 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAGGAATGATACTAGGGAGT
CA-----------------------------------------------------------------------
----------------------------
AATGACACTATCATCACACTACCATGCAGAATCAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTGTTAACAAGAGATGGTGGTAACGAGAGCGAC----------------------------
-------------------------------------------------------------------------
----------------
GCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATTTTGCAACTCACGGTCTGGGGCATT 
>AF277070 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGCTAACAGCACTTGGAATGATACTAGAAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAGAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTGCATCAAAT---
ATCACAGGGCTGTTATTAACAAGAGATGGTGGTAATGAGAACAGC----------------------------



-------------------------------------------------------------------------
-------------
ACCGAGAACATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AF277072 
TTCTACTGTAATACAACAAAACTGTTTAACACAACACTGCTTAATGATACTGCAGAG----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGACAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGTAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGATTACTATTAACAAGAGACGGTGGTAATGATAATAACACG-------------------------
-------------------------------------------------------------------------
-------
GATAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>AF277073 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGTTAATGGTACTTGGAATGGTACT-------
-------------------------------------------------------------------------
----------------------------
GGAAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGCAAAGCAA
TGTATGCCCCCCCCATCAAAGGACAAATTAGATGTGCATCAAAT---
ATCACAGGGCTGCTGTTAACAAGAGATGGTGGAAATAGTAGTAATACA-------------------------
-------------------------------------------------------------------------
----------
AGCAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGCGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU578429 
TTCTATTGTAATACAACACCACTGTTTAATAGTACTTGGTATGAAAATGGTACTTGGAGTGGTACTCCAAAGT
CA-----------------------------------------------------------------------
----------------------------
GATAATGACACTATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGTTATTAACAAGAGATGGTGGTAGTAGTAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578386 
TTCTACTGTAATTCAACACAACTGTTCAATAGTACTTGGAATGGGAATAATACTTGGAATGGTACT-------
-------------------------------------------------------------------------
----------------------------
GGGGAGGATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTACTAACGGGACC----------------------------



-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU577148 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATGCTACTGATACTTGGAAATGGAATGATAGTA
ATACT--------------------------------------------------------------------
-------------------TGG---
TATAATTCCAGCAATATCACACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCCAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGATAACGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCG---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>EF593264 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTATTGACGAGTCAG
GT-----------------------------------------------------------------------
----------------------------
GATGATGACAATATCACACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATCACAGGGCTGCTGTTAACAAGAGATGGTGGTGGTAACAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGGATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593268 
TTCTACTGTAATTCAACAGCACTGTTTACTGGTACTTGGAATGGTACTACTTGGAATGGTACTACTTGGAATG
GTACTGAGCCT--------------------------------------------------------------
-GATACTGAAGAGTCA---------
AATAACACCACCACCATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAGT---
ATTACAGGGCTGCTATTAACATGGGATGGTGGTAATAACACGGACCAG-------------------------
-------------------------------------------------------------------------
----------
AACATGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGATTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>U32396 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTAATGGTAATGGGAATGGTACTGGAGGAT
CA-----------------------------------------------------------------------
-------------------------
AATGACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGCAAAG
CAATGTATGCCCCCCCCATCAGAGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTGGCACGAAC----------------------------



-------------------------------------------------------------------------
-------------
GGGACCGAGATATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATCGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>AF086817 
TTCTACTGTAATGCAACACCACTGTTTAATAGTACTTGGAATGCTACCAGTACTTTGAATGCTACTAATGAA-
-------------------------------------------------------------------------
----------------------------
GAAAATGAAAATATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATGTTAACAAGAGATGGGGGTACAAATGACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGGTCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACATTTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>DQ823362 
TTCTATTGTAATACATCAAAGCTGTTCAATAGTACTTGGAATAATGGTACTTGGACGAGTAATATTGATGAGG
GTAAT--------------------------------------------------------------------
-------------------ACT---
ACAGGGCCAGACCACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAGTAAGAGATGGTGGTAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACTTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAAGT---CCAACG---CTTGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ823363 
TTCTATTGTAATACAACACAGCTGTTCAATAGTACTTGGAATAATACTTGGAGTGGTGCTACA----------
-------------------------------------------------------------------------
----------------------------
GGATCAGACAACATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTATTATTAGTAAGAGATGGTGGTATTGGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAACG---TTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ823364 
TTCTATTGTAATACAACACAGCTGTTCAATAGTACTTGGCAGGCTAATAGTACTAGGAATGTTAGTACAACAT
CAGAC--------------------------------------------------------------------
-------------------AAC---
TCAGACAACAGCACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAGTAAGAGATGGTGGTAATGGTAATAATAGT-------------------------



-------------------------------------------------------------------------
-------
AGTAACGAGACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCGTTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACA---TTTGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN562768 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTCTAATGTTACTTGGACTACTGGAGAGTCA-------
-------------------------------------------------------------------------
----------------------------
GATAACAAAACAATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGTTAATATGACAAATGGTGAT------GTTAAT-------
--------------------------------------------------------------------
GGGACAAACAACAAC---
AACACAGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869026 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGTATAGCAATAATACTTGGGAAGGGTTAAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTGAAGCAAATATCACACTCCCATGCAGAATAAAACAAATTGTGAATATGTGGCAGCAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACGAATTAGCTGCACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTGGTAATAGCACAAAC-------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA---GTA------TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF363123 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAACAATGGTACTTGGACTTGGAACAATGGTACTT
GGAATGGT-----------------------------------------------------------------
-------------ACTGAA------
TGGTTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>EU289199 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGTATAATGAGACTGAAAAGATAAATAGCACTACA-
-------------------------------------------------------------------------
----------------------------
AGTGACAATATCACAACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATCACAGGGATGATATTAACAAGAGATGGTGGTAATAATAATAACAGT-------------------------



-------------------------------------------------------------------------
-------
AGCAATGACACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCCCCCACCACGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN944917 
TTCTACTGTAATACAACAAAATTGTTTACTAGTACTTGGAATAGTACTTGGAATAGTACTTGGAATAATACTG
AAGGGTCA-----------------------------------------------------------------
----------------------------
AATAGCACTGTTATCACCCTGCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCCAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAACGACACC----------------------------
-------------------------------------------------------------------------
-------------
ACAAAAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944930 
TTCTACTGTAATACAACAAACCTGTTCAATAGTAGTTCAACAGAACTTAATAGTACTTGGAGTGGTAATAGTA
AT-----------------------------------------------------------------------
-------------GACACA------
GGAAAAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAGTGATGGGGGTAGT-------------------------
-----------------------------------------------------
AAGAACAGTAGTAAGAATGAGACC---------
GGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGCGGTA--------------
-------------------------CAGAGAGAAAAAAGAGAT---CTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944938 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAATGGTACTAGTACTTGGAATAGT----
-------------------------------------------------------------------------
----------------------------
ACTGCAGACAATATCACACTCCCATGTAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTGATTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAGTAACAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>EF593288 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCTAATGATACTTGGAATAGTACTACAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
GGCACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGTTTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGGGGTAATGAGAACAGC----------------------------



-------------------------------------------------------------------------
-------------
ACTATTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGTGGGAATAGGAGCT---------
GTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>EF593289 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTAATTGGAATAATACTGAAAAGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGCACTGAAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAGT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTGACAACAGCACA----------------------------
-------------------------------------------------------------------------
----------
AACAATACAGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCGCCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM769944 
TTCTACTGTAATACAACAGAACTGTTTAGTAGCACTTGGAATATAACAGGAGATAGCATTGGGAATATAACAG
GA-----------------------------------------------------------------------
----------------------------
GAGTCTTTAAATATCACACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAGATGCATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAATAACACCGAGAAT----------------------
-------------------------------------------------------------------------
-------
GACAACAACACCGAAATCTTCAGACCTTGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---GTTGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ609746 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGCATGGGAATGAGACTGAAGAATCAAATACCACCA
AAGAC--------------------------------------------------------------------
----------------------------
AATAGCACAATAATCACTCTCCCATGCAGAATAAGACAAATTGTAAACCGGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGCGGACGGATTAACTGTTCATCAAAT---
ATTACTGGGCTGCTATTAACAAGAGATGGTGGTAATATCACGACC----------------------------
-------------------------------------------------------------------------
-------
GAGAATACTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTC---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869017 
TTCTACTGTAATACAGCACAATTGTTTAATAGTACTTGGAAGAGGGATGGTACTACTGGGACCTGGAGTGGTA
ATAATACTGAG--------------------------------------------------------------
-------AATGATACTGAA------
CATTCAAATGACACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAG
CCATGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTGAGAGCAATGCC----------------------------



-------------------------------------------------------------------------
----------------
ACTGAGGTCTTCAGACCCGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCTTCCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCAGCATCC---
TTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ869019 
TTCTACTGTAATACAACACAATTGTTTAATGGTACTTGGAATAGTACTTGGAGTAGTACTGTA----------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACAATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAATACT-------------------------
-------------------------------------------------------------------------
-------
GCTAATGAAACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTGTATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ869014 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACTACTCGGGAGAATGTAAAT----------
-------------------------------------------------------------------------
----------------------------
AACACTGAAACTATCACACTCCCATGCAGAATAAAACAGATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAGAA---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATAGTAACAATAGT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGGGAACGCTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACTGTTTGGGGCATC 
>DQ869027 
TTCTACTGTAATTCAACACAACTGTTTAAAAGTACTTGGCATGTTAATGGTACTCGGAATGGTACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAATATTACATGTTCATCAAAT---
ATTACAGGGCTCATACTAACAAGAGATGGTGGTAGCAATGGCGAGAACACCACT-------------------
-------------------------------------------------------------------------
-
GAGATCGAGAACACCACCGAGATCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAATGAATTAT
ATAAATATAAAATAATAAAACTTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGCGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---
ATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGGCAA---TTAATG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU578061 
TTCTACTGTAATACATCTGGGCTGTTTAATAGTACATGGGTGTTTAATAATAGTAATAAGGTGTATGAGAGTG
ACTGGAAT-----------------------------------------------------------------
-------------AATACT------
GAAGAGCAAAATATCACCACACTCCAGTGCAGAATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAGGGAAAAATTAAATGTAAATCAAAT---



ATCACAGGGCTGCTATTAACAAGAGATGGTGGTACAAATAGTACA----------------------------
-------------------------------------------------------------------------
----------
AATAAAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATC 
>FJ469738 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGGAATAGGACTGAAGGGTTAAATAAAACTA
AA-----------------------------------------------------------------------
----------------------------
GGAAATAACACAATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAGATTAACTGTTCATCCAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATACTAGCGAG----------------------------
-------------------------------------------------------------------------
----------
AACGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATAGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT283937 
TTCTACTGTAATACAACACAACTGTTTAATAGTGAATGGCCTTGGAATAGTACTAATAGTACTGGAGGGTCAA
AC-----------------------------------------------------------------------
-------------AGCACT------
GAGGGAGATGACACTATCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTGGAGGACAAATTAAATGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGAGGTAATGATAATAAG----------------------------
-------------------------------------------------------------------------
----
ACGGACAATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGAAAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAGAAAAGAGCA---
GTGGGAACACTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAGA---
GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>EF593254 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAGTTGGAATGGGAATGATAATGATACTGAAGAGGTAAAC-
-------------------------------------------------------------------------
----------------------------
AGCACAATAAGCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTGGGAACAATGCCACT----------------------
-------------------------------------------------------------------------
-------
GAGAATACCACTGAGATCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAACGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGATCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGCGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944936 
TTCTACTGTAATACATCAAAACTGTTTAATGGAACCTGGAATAGTACTAAAAGAGCAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ACGGAAGGGATTATCATACTCCAATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCGAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAACCACCAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAATTCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593291 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTACTTGGAATAGTACTAAAGGGTCAAATGAC-
-------------------------------------------------------------------------
----------------------------
ACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGGCACAAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593293 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAGTGGGGGACAGTCAAATGGAACTGAAGAC----
-------------------------------------------------------------------------
----------------------------
AATAGCACCAATATCAGACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATAGTAACACCACGAAC----------------------
-------------------------------------------------------------------------
-------
AACAGCAACACGGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593294 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCCGAGTAATGGTACTGAGCCGTTGAAT-------
-------------------------------------------------------------------------
----------------------------
GATACTGAAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACTAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTCTTAACAAGAGATGGTGGTAATAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
AAGAACGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU330249 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGACATCTAATGGTACATCTAATGGTACTTGGAAGC
CTGATGATGCT--------------------------------------------------------------
----------TGGAATAAT------
AATACTAAAGAAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG



CAATGTATGCCCCTCCTATTAGAGGACAAATTAGTTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGGTAATAACGGG----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAAACCTTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU330333 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGCATACTAATAGTACTGGGAATGAGACTACGGGGT
CAAATAAC-----------------------------------------------------------------
-------------------ACG---
GGAGAAAATGACACAATCATGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAACAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGACGGTGGTATAAATATCACT----------------------------
-------------------------------------------------------------------------
----------
AACGAGAATGAAACCTTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124777 
TTCTACTGTAACTCATCAAAATTGTTTAATAGTACTTGGTTTAATAGGACTGGGGAGGATAATAATACTACAG
CAGAT--------------------------------------------------------------------
-------------AGCAGT------
GCAGGAAATGGTACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGACAGATTAGATGTATATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGCGAGGAAGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGGTCTTTAGACCCGGGGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGGAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124795 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATTGGAATGATACTGAAAGGATAAGTAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGGAAAAAATATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTACTAACAAGAGATGGTGGTGGGGACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGGACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869020 
TTCTACTGTAATACAACACTACTGTTTGATAGTACTTGGAATAATAATAGTACTTGGAATGCAAAT-------
-------------------------------------------------------------------------
----------------------------
GTGTCAGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAGGCAA



TGTATGCTCCTCCCATCAGAGGACTAATTAACTGTTCCTCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTATTGGTAATAGTAAT-------------------------
-------------------------------------------------------------------------
----------
AGTGAAAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTTCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869021 
TTCTACTGTGATTCAACACAACTGTTTAGTAGTACTTGGAATAATGGTACTGAGAAGGCAGAAGGAAATGAC-
-------------------------------------------------------------------------
----------------------------
ACAAGTGACACAATTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGATATATTAACTGTCTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATAGGGATGGAGGGGTGAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACAAATATGAACGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ869022 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACCAGGAATGAGACCTTGAATGGGACTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AGCAATGACACATTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTAGTTGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTAGTACCGAAAATGAG----------------------------
-------------------------------------------------------------------------
----------
AGTAACACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCACAGAGAAGAACGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469687 
TTCTACTGTAGTACAACACCACTGTTTAATAGTACTTGGGAGCCTAATGATACTAGAAGGTTCAATGAC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAATTATCACACTCATATGCAAAATAAAACAAGTTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAGTGACGAGAAC----------------------------
-------------------------------------------------------------------------
----------
ACGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACTGTCTGGGGCATC 
>FJ469688 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGAATACTAGCAGTACTGGGAATGTTACTGATGAG-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACAATCACACTCCCATGCAGAATAAAACAGATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTACTACTAACAAGAGATGGAGGTAATGGGAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACAATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469693 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGTACTGGGAATATTGAAGGGTCAAATGGGA
CT-----------------------------------------------------------------------
-------------------------
GAAGGAAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAATCATGCGGCAGGAAGTAGAAAAAG
CAAAGTCTCCCCCTCCCATCAGAGGACAAATTAAATCTTCATCAATT---
ACTACAGGGCTATTATCAACAAGAGATGGTGGTAATAAGAATGGGACTAAT----------------------
-------------------------------------------------------------------------
----
GAGAGTAGCGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTAGTGGGATTAGGAGCC---------GTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217201 
TTCTACTGTAATACAACAAAACTGTTTAAGGGGACTTGGAATGGTACTACTTGGTGGAATGGTGCTAATGGGA
CAAATATCACA--------------------------------------------------------------
-------GATAACAATGAA------
GGGTCAAATGACACAATCATACTCCCATGCAGGATAAAACAAATTGTAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGTAACCAAAACAAAACATGCAAC-------------------
-------------------------------------------------------------------------
-
GAGACTAATCCATGCACTGAGACCTTCAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469730 
TTCTACTGTAATACAACACAGCTGTTTAATGGTACTTGGAATAATGGTACTTGGAATAATGGTACTTGGAATA
GTACC--------------------------------------------------------------------
-------------------GAA---
GGGTCAAATGACACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGCGATGGTGGTGGTAATGGGAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTAGCGAGACGTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469737 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGATAGGTACTAATAGTACTTGGAAT----------
-------------------------------------------------------------------------



----------------------------
GATACTGATATCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAGCCAGAACCAAACG-------------------------
-------------------------------------------------------------------------
-------
GAGAACAACACGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---ACCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403102 
TTCTACTGTAATACAACACAACTATTTAATAGTAGTTGGGTTGTCAATGGGACTATAGAGTCAAATGCCACCG
AA-----------------------------------------------------------------------
----------------------------
GGAGATAGCAAGATCACCCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTAGCTGTCCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGCATGATGGTAATGGGAATAGC-------------------
-------------------------------------------------------------------------
----------
AGCAACAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGACTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469741 
TTCTACTGTAATACAACACGACTGTTTAACAGTACTTGGACTTGGGATAATGATACTGAAGAA----------
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTGAGGACGGGAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469748 
TTCTATTGTAATACTACACAACTGTTTAATAGTACTTGGTATGGAAATGGTACTGTACAGTCAATATCTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAACAAGTAGGAAAAGCAA
CGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGGGGTAACGAGTCC----------------------------
-------------------------------------------------------------------------
----------
AGGAATAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTGATG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>FJ469760 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGCCACTTAATAGTACTGTGAATGATACTACCGGGT
CA-----------------------------------------------------------------------



-------------------------
AATAACAATGATACCATAGTTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAGAG
CAATGTATGCCCCTCCTATCAGAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGGGATGGTGGTGGTGGTGCAAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACCACCAGGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCC---GTGGGA---CTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCACAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469762 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTGATAATAGTACTACCGGGTCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACAAAAGGAATTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATTAATTAGATGTAAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAGAATAACAAC-------------------------
-------------------------------------------------------------------------
-------
GAGACTGAGACCGAAATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGTACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578460 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCTAATGATACTAGTACTTGGTATGGGAATGAT-
-------------------------------------------------------------------------
----------------------------
ACTGCAGGAGATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGGATAATTAGATGTTCATCAAAT---
ATTACAGGGATAATTTTAACAAGAGATGGTGGTAATAACATCACGAAC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593295 
TTCTACTGTGATTCAGCACCACTGTTTAATAGTAGTTGGATACGGAATACAAGTACTTGGACACGGAATGATA
GCGCTTGGAAT--------------------------------------------------------------
-AAAACTGAAGGGACA---------
AATAGCACTGATCCAATCACACTCACATGTAGAATAAAACAATTTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGTGGACAAATTAAATGTTTATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAACAAAAATACAAGT----------------------
-------------------------------------------------------------------------
----
GACAACGAGACTAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGACG---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF593296 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACAGGGGGGAATAATAACACTTGGACTGAT----------
-------------------------------------------------------------------------
----------------------------
ACTACAGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACACATTAAATGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTGGTAGTAATAAC----------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGACCTTTAGGCCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---CTCCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593297 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGGATACTACTACAGGGTCAAATAACACAAAT----
-------------------------------------------------------------------------
----------------------------
GACACTGAAATTATCACACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTACTATTAACAAGGGATGGAGGTAATAACACTGAC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU330460 
TTCTACTGTAATACAACAGGACTGTTTAATAATACTTGGGGGTTTAATAGTACTTGGGATGCTATTAATGTGC
CA-----------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGACTTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACCACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM234503 
TTCTATTGTAATACAACGCAACTGTTTAATAGTACTTGGAAAATTAATAGTACTTGGAATGATACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCGCACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAA---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGCAGCACCGATAAC----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCGCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC312470 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTATCAATGGTACTGAAATGTAC----------------
-------------------------------------------------------------------------
----------------------------
AGTGCAGGAAATATCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTGAGAGATGGTGGTAATGCTGAGAATGATACCAAC-------------------
-------------------------------------------------------------------------
-------
ACTACCAACATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGGGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCG---GTGGGA---CTAGGAGCT---
------TTGTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124807 
TTTTACTGTAATACAACACAGCTGTTTAGTACTTGGAATAGTACTGGGCAGTCTAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
GGGAATGATACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAGTAATTAATTGTACATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAAGACGGGCGAG----------------------------
-------------------------------------------------------------------------
----------
AATGAGAGTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAAGCCAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTTACAGTCTGGGGCATC 
>KT124813 
TTCTACTGTAATACGTCACAACTATTTAATAGTACTTGGAGTAATGGGACTAATGGTAATTGGACTATAAATA
ACACC--------------------------------------------------------------------
-ACAGGGGGAAATAAC---------
ATTGAGAATGACACTATCACACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGAAAGTAGGAAGGG
CAATGTATGCCCCTCCCATTAGTGGACAGATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGCTACTGATAAT----------------------------
-------------------------------------------------------------------------
----------
AGCATGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGAA---CTAACA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869016 
TTCTACTGTAATACAACAAAATTGTTCAATAGTACTTGGAACAATACTGATTCAAATACCACTGAG-------
-------------------------------------------------------------------------
----------------------------
AACAATGACACAATCACACTCCCATGCAGGATAAAACAAATCGTAAACTTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAGATTAGATGTTCATCAAAT---
ATCACAGGGCTTTTATTAACAAGAGATGGTGGTGATATTAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCT---TTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ869024 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGGAGTAATGATACAACACAACTGTCTAATAGTA
CTTGGAGGAGT------------------------------------------------------------
AATGATACTGCTTCTGAA---------
GGGTCAAATGACACTATCATCCTCCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACAGCACC----------------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATCGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
GATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869025 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGAACAGTACTTGGAGTGCTAATAGTAGTGGTAATG
TA-----------------------------------------------------------------------
----------------------------
GAAAATAAAACGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGATAATGATACG-------------------------
-------------------------------------------------------------------------
-------
AACAAGGAGGAGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCCTTA---GGAGTAGCACCTACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATCTTGCAACTCACAGTCTGGGGCATC 
>DQ869029 
TTCTACTGTAATACAACACAACTGTTTACTTGGAATGATACTAGTATTGAAAATTCAAATGACACTGAGGGA-
-------------------------------------------------------------------------
----------------------------
TCAAATAAAATTATCATTCTTCCATGCAAAATAAAACAAATTATAAAAATGTGGCAGAGAGTAGGAAAAGCAA
CGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCGAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACCAGAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGGGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCCTTGGGTTCTTAGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869030 
TTCTATTGTAATACAACAGAGCTGTTTAATAGTACTTGGCTGGATAATAATACTAGGAATGATACTGAAGGGT
CA-----------------------------------------------------------------------
----------------------------
AATAGCACTGATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAATTGTACATCAAAT---
ATTACAGGGCTACTATTAATAAGAGATGGTGGTAATGACAATAGTACT-------------------------
-------------------------------------------------------------------------
-------
GACAATAACACTGAGATCTTCAGACCTACAGGAGGAAACATGAGGGGCAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGC---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGCAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGGATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869031 



TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATACTTGGAATGCTACAGAGTCGAATGGCACTA
GA-----------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACGAATTAACTGTTCATCAATA---
ATTACAGGGCTGCTATTAACAAGAGATGGT---AGTAACAGTAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAGTTGAACCGTTA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---CTAGGGGGACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>FJ469701 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTACTAATAGTACTTGGAATGATACTGAAAGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGAGACTATCATACTCCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAACTGTGCATCAAAT---
ATTACAGGACTGCTATTAATAAGAGATGGTGGAAATGAGAAAAACAAG-------------------------
-------------------------------------------------------------------------
-------
ACCGAGGAGATCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCAGCG---CTAGGAACT---
------ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473846 
TTCTACTGCAATACAACACCACTGTTTAATAGTACTTGGGATAGTAGTACTTGGAATAGTACTAAAAATAATA
CGGGG--------------------------------------------------------------------
----------------------------
TCAAATGATACTATCACAATCCAATGTAGGATAAAACAAATTATAAACATGTGGCAGACAGTGGGAAAAGCGA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTATTATTAGAGAGAGATGGTGGTAATAATAAGACA----------------------------
-------------------------------------------------------------------------
----------
GACCACAACGAAACCTTCAGACCTAGCGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCAATA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG------GGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>EF593222 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATAGTGGGAATAATACTAATAATACTGAAGGAT
CA-----------------------------------------------------------------------
----------------------------
AATGACACTATTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTGTTATTAATAAGAGATGGGGGTAATACCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACCTTCAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ410465 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATACAACACAACTGTTTAATAGTACTTGGAATG
ATACTGGG-----------------------------------------------------------------
-------------CCAAAT------
AACGAAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAACGACAATAACAAGACC----------------------
-------------------------------------------------------------------------
-------
AATAACCAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410422 
TTTTACTGTAATACAACACAATTATTTAATAGTACTTGGAATGATACTGATAGTGGAGGGTCAAATAACACAA
AT-----------------------------------------------------------------------
----------------------------
AACAATGATACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCATGGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTACTAATAGGAGCAAGACC----------------------
-------------------------------------------------------------------------
-------
GAGACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---ATAACA---GTAGGAGCT---
------ATGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469739 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAATACTGCAGAGTTAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
CAGGATGTCATAATCCCACTCCCCTGTAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGCTCATCAAAT---
ATCACAGGGGTGCTATTAACAAGAGATGGTGGTATAAAAGGGAGCAACGAGAGC-------------------
-------------------------------------------------------------------------
-
TGCAACGAGAGCCAACCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAGCAGCAGAAT---AACTTG---CTGATG---
GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469743 
TTCTACTGTAATACAACACCACTGTTCAATAGTACTTGGAGGACAAATGGAACTTGGATAAATGGAACAGCAA
ATAAC--------------------------------------------------------------------
-------------------------
ACTGGAGAAAACACTATCACACTCCAGTGCAAAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGAGGACTAATTAGATGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATCCAAATAAGACTGATAAG-------------------
-------------------------------------------------------------------------
----
ACTGATACTACTAGTGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTAGGAGCGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---



TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>EF593228 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGGGGCCTAATAGAACTTTGAATGAGACTGGTGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTGATGATAACAAT----------------------------
-------------------------------------------------------------------------
----------
AACACCATCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACTA---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469753 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACTAATGGTACTTGGAGTGGTACTAAC----
-------------------------------------------------------------------------
----------------------------
AAAACTGGTGATATCACACTCCCATGCAAAGTAAAACAAATTGTACACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAGTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTAATACCGATAATACCAAT----------------------
-------------------------------------------------------------------------
-------
AATGCCCAGATTGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAGGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGATCA---TTATTG---ACTGGTATAGTGCAACAACAGAGA---
AATTTG---CTGACG---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>FJ469755 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGACAGGGAATGATACTGCAGAAGGAAAG-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACACTTACACTCCCCTGCAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCTCTGGACAAATTAACTGTTCATCAAAA---
ATTACAGGGATGATCTTAACAAGAGATGGTGGTACAAAACAGAAC----------------------------
-------------------------------------------------------------------------
----------
AACGAGAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAAAAT---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469765 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATGCTAGGGAAGTTAATGAGACTAGGGAAGGGG
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGATAAAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGCAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAACCAGAGATGGTGGTAACAACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AGTACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACT---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469770 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTACTACAGGGTTACCTAACAAGGAA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACGATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAGAGCAA
TATATGCCCCTCCCATCGCAGGACCAATTACCTGTTCATCAAAC---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATGTGACGGGC----------------------------
-------------------------------------------------------------------------
-------------
CAGGAAGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGAT---CTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593256 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGATGATACTACAGCGTCAAATATCACTAAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACAACATCACACTCCCATGCAGAATAAGACAAGTTGTACACTTGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTGAAAACAAC-------------------------
-------------------------------------------------------------------------
-------
ACCAACACCGAGGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGC---ATAGGAGCT---
------GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>EF593299 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTCATTTAATAGTACTGGGAATGGTAGTACTACAG
AG-----------------------------------------------------------------------
----------------------------
TCAAACGCCACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAGATGTAAATCAATT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTACAAACACCACC----------------------------
-------------------------------------------------------------------------
----------
AACAAAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATCAAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTATGGGGCATC 
>FJ469684 
TTCTACTGTGATACAGCAAAATTGTTTAATAGTACTTGGAATAGTACTAAATCAAATAGC-------------
-------------------------------------------------------------------------
----------------------------
ACGGAAGTAAAGATCACACTACCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AGGTCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGTTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216370 
TTCTACTGTGATACAACACCACTGTTTAGTAGTAGATGGTCACCTAATGGTAGTAGTAGTAGTACGATTAATG
AAACT--------------------------------------------------------------------
-------------------AGC---
ACTGAAGGAAATATCACCACACTCCAATGCAGAATAAGACAAATTATAAATATGTGGCAGAGAGTAGGCAAAG
CAATATATGCCCCTCCCATCGCGGGACCAATTGGATGTAATTCAAGT---
ATCACAGGGCTGTTATTAACAAGAGATGGTGGGAGAAACAACAACAGC-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAAGTTTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATACAAATATA
AAATAGTAAGGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ216504 
TTCTACTGTAATACAACAGCACTGTTTAATAGCACCTGGAATATTACTGAAGGGTTAAATAGCACATTCTCAA
ATAAC--------------------------------------------------------------------
-------------------CCT---
GAAGGAAATGACACAATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863969 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGATTGAAGGGACAAAT----
-------------------------------------------------------------------------
----------------------------
AACACTGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAGTAAGAGATGGTGGTAACGAACAGAACGGG-------------------------
-------------------------------------------------------------------------
-------
ACAAGCGCAACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562798 
TTCTACTGTACTACTACAGGACTGTTTAATAGTACTTGGCATTGGAATGGTACTAGGGAGAATAATACTACGG
AG-----------------------------------------------------------------------
----------------------------
CCAAATAGCAATATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTAACAGTGACCATAGC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---ATAACA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU577811 
TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGTATTGGAATAATACTCGGGATGAAGGGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
GGAGGCAATGGCACAATCATACTCCCGTGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATGCTATTAAGAGATGGTGGTAATAACGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>EU577862 
TTCTATTGTAATACATCACAACTGTATGATAGTACTTGGAATCTTACTAATACTGAAAGG-------------
-------------------------------------------------------------------------
----------------------------
TTAAATGACACTATCCAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAGTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTGATAATGCCACA-------------------------
-------------------------------------------------------------------------
----------
AACGGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATACAAATATA
AAGTAATAGAAATTAAACCAGTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>EU577947 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGCTGTTTAATGGTACTTGGAATGGTACTGCATTAA
ATGGC--------------------------------------------------------------------
-------------------ACT---
GAAGGAAATGAAACAATTACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTGAATGTTCATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTAATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTTAGGCCTAGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GGA------ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCTTCG---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577989 
TTCTACTGTAACACATCAAAACTGTTTAATAGTAGTTGGAATGCTGATGGTAGTGTTAATACTACTGGA----
-------------------------------------------------------------------------
----------------------------
GAATCAGGAAACATAACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAGTGATAACACAACAAAC----------------------
-------------------------------------------------------------------------
-------
AATACTGAGATCGAGATCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGATAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---



CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACACCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156438 
TTTTACTGTAATACAACACAAATGTTTAATAGTACTTGGAATGATACTGAGAATAATATT-------------
-------------------------------------------------------------------------
----------------------------
GGAAATGGAACTATCACACTCCCCTGCAGAATAAAACAAATTATAAATAAGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACGAATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGCGGGAACAAC----------------------------
-------------------------------------------------------------------------
----
GACACCAACACCACCGAGATCTTCAGGCCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTA-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAAAAC---AACTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578032 
TTCTACTGTAACTCAACACAACTGTTTAATAGCTCTTGGAATGGTACTGCTGGGAATGTTACTACAGGGGGGT
CA-----------------------------------------------------------------------
----------------------------
GATAACACCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCGATCCCAGGAAAAATTAGCTGTAAATCAATT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAACAATAACAGT----------------------------
-------------------------------------------------------------------------
----------
GAGACCTTCGAAACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>KX156451 
TTTTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGTGTTAAATAGTACTGGAGAGT
CAAAA--------------------------------------------------------------------
----------------------------
AGCAATGACTTAATCATACTCCCATGCAGGATAAAACAAATCGTAAACATGTGGCAGAGAGTAGGACAAGCAA
CGTATGCCCCTCCCATCGAAGGATTGATTAGATGTTCATCAAAA---
ATTACAGGGATACTATTAACAAGAGATGGTGGTATTAACAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAAACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAGATATAAGG
TAGTACAAATTGAACCAGTA---GGACTGGCACCCACCAAGGCGCAGCGAAGAGTGGTG--------------
-------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTAGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562778 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGATTAGGAATGATACTAATAATACTTGGCATAGTG
AAGGG--------------------------------------------------------------------
-------------------TTA---
AATGGCACTGAAACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATAAAATGTTCATCAAAT---
ATTACAGGGCTATTACTAGTAAGAGATGGTGGTAATAACAATAAGAGCAAT----------------------
-------------------------------------------------------------------------
----
AGCACTAACAATGCTGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
GATATAAAGTGGTACAAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---



GTAGGAGCT---------TTGTTCCTTGGGTTCTTGTCAGCA---GCGGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN562811 
TTCTACTGTAATTCATCAGGACTGTTTAATAGTACTTGGCATAGTAATAGTACCCAGAATAGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAAGGACACTATTACACTCCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAACTTAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGAGGTAATAACGGGGGC----------------------------
-------------------------------------------------------------------------
----------
GACAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAACA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869015 
TTCTACTGTGATACAACACAACTCTTTAATAGTACTTGGAATGATACTGTTGGGAATGATACTGAAGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATAATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATATCAGCACC----------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCATTA---GGAGTAGCACCCACCAGCGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>DQ869033 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAGACTAGTATTGAAAATAGCACTAGAGGAA
AT-----------------------------------------------------------------------
-------------------------
AGCACTGGAGGAGATATCACAATTCTATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACTAATCAATTGTACATCAAAT---
GTTACAGGGCTATTATTAATAAGAGATGGTGGTAACATTACCAAC----------------------------
-------------------------------------------------------------------------
----------
AACGACACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTGTACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM259097 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGATACTGCAGGG-------------------
-----------------------------------------------------------------------
AATGATACTGCAGGGAAT---------
GTTACTGAAGAAAATATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGA----------------------------------------
-----------------------------------------------------------------
AAAACCAACGAAACAAAC---
GAGACCGAGATCTTTAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410535 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGAATGATACTACCATAGAGCAAAATGACACA----
-------------------------------------------------------------------------
----------------------------
ACGGAAGAGAATATCACACTCACATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATAAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835452 
TTTTACTGTAACTCAACACAGCTGTTTAATAGTACTTGGTGGCCTAATGGTACTACGACTGAATGGTCAAATG
AA-----------------------------------------------------------------------
-------------------------
ACGTCAAATGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGCGGACCAATTAGCTGTTCATCGAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAATGACAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156493 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGAATGTTAGTAGTGGTTGGAATGGTACTAAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACTATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATAACCCTCCCATCAGTGGAATAATTAGATGTAACTCAACT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACAGGTCTGGGAGT----------------------
-------------------------------------------------------------------------
-------
GATAACTGGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156542 
TTCTACTGTGATTCAACACAGCTATTTAATAGTACTTGGAATAATACTGAACAGCCTACCTGGAATGAT----
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAATTATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCACTT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAAAAAGGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AATGAAACCGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156380 
TTTTATTGTAATTCAACACCACTGTTTAATAGTACTTGGGCTTGGAATGGTACTTTCAATAAGGAAAATAATA
CTGAAAAT-----------------------------------------------------------------
----------------------------
TCAAATAGCACTATCACCCTCCAATGCAGAATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAAC---
ATTACAGGGCTGCTATTACTAAGAGATGGTGGTGTTAATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469697 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTGAAGAGAATAGTGATAAAGGGAACA
CT-----------------------------------------------------------------------
-------------------------
GAAGGAAATGAACCAATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGCAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACGAGACTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACCTTCAGACCGCAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAA
TAGTGAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469698 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGCATAGTAATGGTACTATAGAGTCAGCT-------
-------------------------------------------------------------------------
----------------------------
AACAGAACAAATATCAGACTCATGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGATTAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCTTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTAGGGGTACTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217185 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAAGAGTACCGAGTCTAATGATACTGGG-------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAACTGCTCATCAAAT---
ATTACAGGGTTATTATTAACAAGAGATGGTGATAATAGTACTAATGAC-------------------------
-------------------------------------------------------------------------
----------
ACTGACACTGAGATCTTCAGACCTATAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC935957 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATGGAACTGAGTCAAATGACACTAGA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAAACAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAGCGCTGACGGGACAG---GCCAGACTA---TTATTG---TCTGGTGTAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410068 
TTCTACTGTGATTCAACACAACTGTTTAACAGTACTTGGACTGAAGGGTCAAATAACACTGAA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGACCCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCGTCGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGATCTTGATAAGAGATGGTGGTAATAGTAGTTCC----------------------------
-------------------------------------------------------------------------
-------------
CACAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAACA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTGTTA---TCTGGTATAGTGCAACAGCAGAAC---
AATCTA---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF363124 
TTCTACTGCGATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTAGTACTTGGAATGTTACTAGTACTG
GGAAT--------------------------------------------------------------------
-------------------GAT---
ACTGAGTCAAATAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGGCGGTACAG---GCCAGACTA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>EF363126 
TTCTACTGTAACACATCACAACTGTTTAATAACACTTGGAATGGTACTGAGTTAAGTAATAGTAAA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGGTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACAAACAGCACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGGCCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------



----------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
TTTTTCCTTGGGTTCTTGGGACTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>DQ410498 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGAATGATACTAATAGTACTTGGAATGGTACTGAGT
CACATAAC-----------------------------------------------------------------
-------------------ACA---
AAAGAAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCATAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCGGGAACAAT-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACCA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ251132 
TTCTACTGTAATACAACACCACTGTTTAATAGTAAGTGGACCAATGGTAATGGGAGTGGTTCTGAA-------
-------------------------------------------------------------------------
----------------------------
GGGAATGAGACTATCACACTCCAATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAATAACCAGAACAATACC----------------------
-------------------------------------------------------------------------
-------
CCTAATGCCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCAGCAATAGGA---ATGGGAGCC---
------TTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410260 
TTCTACTGTGATACAGCACGACTGTTTAATAGTACTTGGAGTGTTAATGTTACTGAAGGAGCAAATAACACTG
CA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCCTAACACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGGGCA---GTAGTGGGAATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410292 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAAAACTAGGGATGGTACTTGGAACAGTACTG
GGTCA--------------------------------------------------------------------
-------------------ACT---
ACAGGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAGACAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AATACCATCGAGATCTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCAACAGGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---ATA------GCGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTAAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410356 
TTCTACTGTAATACAACAAAACTGTTTACCTGGAATAGTACTGAAGAGTCAAATAACACTGAG----------
-------------------------------------------------------------------------
----------------------------
GGGAATAGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACTAATTAACTGTACATCAAAG---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAATAGTACA----------------------------
-------------------------------------------------------------------------
----------
AACAGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAGTA---GGAATAGCACCCGGCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCGATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>JQ403103 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAGGATTAGTAATGGTACGGAGATTAATGAT----
-------------------------------------------------------------------------
----------------------------
ACTAATAGTACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTTTGCCCCTCCTATCAGAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACGTCAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGGCAGAAACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGGGTTGAACCATTA---GGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403104 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTTCAGTGGTAATGAGAGTATAAATACTACT-------
-------------------------------------------------------------------------
----------------------------
GAGAACGCTACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAAC---
ATTACAGGCCTGTTATTAACAAGAGATGGTGGAGATAACAATACC----------------------------
-------------------------------------------------------------------------
----------
ACCAACACTGAGACCTTCAGACCTACAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217329 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACTTGGAATGAGACTACAACAAGGTCAAAT----------
-------------------------------------------------------------------------
----------------------------
AGAAGTGGTGACATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGACAAATTAACTGCTCATCAAAT---
ATTACTGGGCTACTATTAACAAGAGATGGTGGTAACGGAAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGTT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATGGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469745 
TTCTACTGTAGTACAACACAACTGTTTAGTAGTACTTGGAATAGTACTAACAGGACCGATACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACTATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGACAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACCACCGAGGAAATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGCTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK147530 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACATTTAATAATACTTGGAAGCCTAATATTACTG
GGAATGATACT--------------------------------------------------------------
----------------------------
GGAGGGGACAATATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAGAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGATAATACCACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCTTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469772 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTTAACAGTAATAGTACTGAAAATGGGACT----
-------------------------------------------------------------------------
----------------------------
ACTAACGGCACTATCACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAAGGAATAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGGTGCTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGGTGGGAACGAGACC-------------------------
-------------------------------------------------------------------------
-------
GAGACCAATACCGAGATTTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>EF593269 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGGACTAATAGTACTTGGGAGATTAATACTACT-
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------
AACGGCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGT---ATAGGAGCT------
---CTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593271 
TTCTACTGTGATACAAAAATACTGTTTAATAGTACTTGGAATTTTACTAACGGGAAAATTACTGCAGGGCCAA
ATAGC--------------------------------------------------------------------
-------------------ACT---
GAAGGAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGAATTATTAGCTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGGAGTAATGATAGCGCG----------------------
-------------------------------------------------------------------------
-------
ACCAATAAAACTGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593273 
TTCTATTGTGATTCAACAAAATTGTTTAATAGTACTTGGGGAATTAATGGTACTTGGAATACCACT-------
-------------------------------------------------------------------------
----------------------------
GAAGGGGCAAATATCACACTCCCATGCAGAATAAAACAGATTATAAATCTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAAATTAGCTGCTCATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTGGTGATAATGGAAAT----------------------------
-------------------------------------------------------------------------
----------
GGGACAGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF593274 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTCCTAATGGTACTTGGTTTCCTAATGATACTG
TGAAT--------------------------------------------------------------------
-------------------AAT---
ACTGGAGATGTGAATATCACCCTACCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTATTGGTAATAGCACA-------------------------
-------------------------------------------------------------------------
-------
AATAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAATT
CCAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCCAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593276 
TTCTACTGTAATACAACGAAGTTGTTTGATAGTGCTTGGCCTAATGCTACTTGGAAGAATGCC----------
-------------------------------------------------------------------------
----------------------------
AATGATACAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACCGGGAACAATGAGACA----------------------
-------------------------------------------------------------------------
-------
GACAATAATACTGAAATTTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGGAGAACGGTG--------



-------------------------------CAGAGAGAAAGAAGAGCA---GCA------ATAGGAGCT---
------ATGATCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>JN024210 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTGACTGGGTCAAATAACACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCACCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTGAACACCACCACC-------------------------
-------------------------------------------------------------------------
-------
ACCAACGAGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469683 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATGGTACTATAGAGTCAA
GT-----------------------------------------------------------------------
----------------------------
AACACTACTAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAAGAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ238279 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTGAGAATAAGAATGATACTA
AC-----------------------------------------------------------------------
----------------------------
AGCAATGAAACTATCATGCTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAATAGCAGCAGCGAC-------------------------
-------------------------------------------------------------------------
-------
AATACAAGTACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ496085 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAAGCTTTAATAGTACTGAAAGCT
CTAATAGT-----------------------------------------------------------------
-------------------ACT---
GAAGGAAATGACACAATCAGCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAATAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATAAATAGTACAGAT-------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689854 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTACTGAAGGGTCAAATAAC-------
-------------------------------------------------------------------------
----------------------------
ACTGGAAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGGGATGGTGGTAATAATAACGAGACC-------------------------
-------------------------------------------------------------------------
-------
AATAACGGGACCGAGACCTTCAGACCTGGAGGGGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JF689856 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACGTGGTTTTGGAATAATGCTACTGCTAATTGGACTTTGA
AAAATGATACT--------------------------------------------------------------
-AAGGGAGAATTCAAT---------
ATCTCTGGAGGGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAGAGGAGCCTAAC----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGACTTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGAATG---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689857 
TTCTACTGTAACACATCACAACTGTTTAATAATACTTGGAATGGAACTGCATGGTCAACTAACAGTTCA----
-------------------------------------------------------------------------
----------------------------
AATAGCACTGATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689859 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCACACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAACAATAGC----------------------------
-------------------------------------------------------------------------
----------
GAGAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689860 
TTCTACTGTAATACATCAGAGCTATTTAATTGGACTGAGGGAAAACCTGCTAAC-------------------
-------------------------------------------------------------------------
----------------------------
ACTGAAGACAAAATTACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCCTCAACT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAATGACACAAGG----------------------------
-------------------------------------------------------------------------
-------------
GAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383403 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATTTAACACAACCGTTTAATAGTACTTGGAATG
GTACTGAA-----------------------------------------------------------------
-------------------------
GGGTCAAGTAATATAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGATACATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGACAAAAACGGGACA----------------------
-------------------------------------------------------------------------
-------------
ACAACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATC 
>HQ216575 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGTGATAATAGTACTTGGAATAATAGTAGTAAAT
GGTTC--------------------------------------------------------------------
-------------------AAT---
GGCACTGGAAAAAATATCACACTCCTATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAGAG
CAATGTACGCCCCTCCCATCAGTGGAATAATTGACTGTACATCAAAT---
ATTACAGGGATAATACTAGTAAGAGATGGTGGTAATATAAATGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AGGGAGAAAGAGACATTCAGACCTATAGGTGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---CTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAAA---GCTATTGAGGCGCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HQ216584 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGTTAATGGAACTAAGAATGACACAAAGGGG----
-------------------------------------------------------------------------
----------------------------
GGTAATGGAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTACAAACACCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------



----------------------CAGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216686 
TTCTACTGTGATTCAACACAGCTGTTTAATAGTACTTGGCCGTCTAATAGTACTTGGTCGTTTAATGATACTA
CAAAT--------------------------------------------------------------------
-------------------AAT---
ACTGTAGGCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGCCTGCTATTAACAAGGGATGGTGGGGTTGGTAATAATAGCAGC----------------------
-------------------------------------------------------------------------
----
AATACAACGAACCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCGCCCACTAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---GTGGGG---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216727 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGCATTGGAATGGTACGATGTTTAATAGTACTGGGA
TTGAA--------------------------------------------------------------------
-------------------AGG---
TCAAATGAGACTAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTGTTATTTAGAGATGGTGGTAATACCACGAAGAAC-------------------------
-------------------------------------------------------------------------
----------
AATACCGACGAGACTTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGAGCATT 
>HQ216762 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTACTGATAAAAATATTACTGGGAAGGATAGT-
-------------------------------------------------------------------------
----------------------------
GGCAATAGAAACATCACCCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAACTGCTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGTAACAACAAC----------------------------
-------------------------------------------------------------------------
-------------
AACAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAGTAGGAGCT---------
ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACCGTCTGGGGCATC 
>HQ216816 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATCTTAATGGTACTTGGAGTGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAGAGGGGAACATTACACTCCCATGCAGAATAAAACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAAGAATTAGCTGTTCATCAAAT---
ATTACAGGGTTATTATTAACAATAGATGGTGGTAATAACAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG



TACAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAATACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ216841 
TTCTACTGTAATACAACGAATCTGTTTAATAGTACTTGGAATAGTACTAGTACTGTAAATAAGACTACAGGG-
-------------------------------------------------------------------------
----------------------------
CCAAATGGGACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATTAGATGTACATCAAAT---
ATTACAGGGCTGTTATTAGTAAGAGATGGTGGCAACAACAATGAT----------------------------
-------------------------------------------------------------------------
----------
ACTAATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCGCCCACCGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863966 
TTCTACTGTAATCTAACACAACTGTTTAATAGTACTTGGAATGTAAGTGAAGGGTTAAATATCACAGAAAGTG
TC-----------------------------------------------------------------------
----------------------------
AATGACACAGATATCATACTCCCATGCAGGCTAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCCAGGACTAATTAACTGTACCTCAAAT---
ATTACAGGGTTGTTAATAACAAGAGATGGTGGTAACGAGAGCAAG----------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATCTTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTAGGAGGATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863971 
TTCTACTGTAACACAACGCCACTGTTTACTAATTCTTGGAATGGTACCCATTGGGCTGATGAGTGGAATTGGG
AGAATAGT-----------------------------------------------------------------
----------------------------
ACTAATGGAACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAATAATGATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>JX863972 
TTCTACTGTAATACAACACCACTGTTTAATAGTAGTTGGAGGAATTCAAATAATACTTGGGATAGTACTGAAG
GATCAAAT-----------------------------------------------------------------
-------------AACACT------
GCAGGAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGAAACATTACATGTTTATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGAGGCAAAAGAGATAATAGCAGTAAC-------------------
-------------------------------------------------------------------------
-------
AATAATGATACTGAAATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863919 
TTCTACTGTAATTCATCACGACTGTTTGATAGTACTTGGTCACTGGAGGACACT-------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATGCTACCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGCTGATATGAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
GAATTGAACCAATA---GGATTAGCACCCACCAAGGCACAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTTCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863983 
TTCTACTGTAATACAACACCACTATTTAACAGTAGTTGGCATAGTAATGGGACTAGAAATGATACTGGAGGAT
CAAAC--------------------------------------------------------------------
----------------------------
AGCACAGACCCAATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGGCAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTACTAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
ACTACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863984 
TTCTACTGTAATACAACACTACTGTTTAATTGGACTGAAGAGGAAAATAACACAAATAAA-------------
-------------------------------------------------------------------------
----------------------------
TATAATAAAACAATCAAGCTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATTAACTGCTTATCAAAT---
ATTACAGGACTGTTATTAGTAAGAGATGGGGGTAATGGCAATAACACC-------------------------
-------------------------------------------------------------------------
----------
AACCGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX863985 
TTCTACTGTAATTCAACACCACTGTTTACAACTGCAAATAACTCT----------------------------
-------------------------------------------------------------------------
----------------------------
GGAGGAGTTAATATCACACTCCAATGCAAAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGGGATGGTGGTAATAATAGCAAG----------------------------
-------------------------------------------------------------------------
----------
AGTGATCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTGAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863986 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGGAATGGTACTAGTGCTGAGAATGATAGTA
CAAAT--------------------------------------------------------------------
----------------------------
CCAAGTGAAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGCTGTACATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAGAACAATAGCACC-------------------------
-------------------------------------------------------------------------
-------
AACAACACCGATGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGGA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320059 
TTCTATTGCAATACAACACAATTGTTTAATAGTATTTGGCCTACTAATGATACTAGCAAAGGGACTAAT----
-------------------------------------------------------------------------
----------------------------
ATCAAGGGAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACCAATTACATGTATATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGAGGTGCCAGTAAT----------------------------
-------------------------------------------------------------------------
----------
GGGACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTGAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCTTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>JF320361 
TTCTACTGTAACACAACACCACTATTTAATAGTACTTGGAATAATACTGAAAGGTGGAATGGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TTAAATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGATAGTAAGAGATGGTGGTATTAATACTACTAAC-------------------------
-------------------------------------------------------------------------
----------
GAGACGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACTATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ACAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCACAACAGCATGTGTTACAACTCACAGTCTGGAGCATC 
>JF320054 
TTCTACTGTAATACAACACAACTGTTTAATAGTTCTTGGAGGGTTAATGAGACTTGGAATAATACT-------
-------------------------------------------------------------------------
----------------------------
GAAGAGGGCAATATCATACTCCCCTGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCTA
TGTATGCCTCTCCCATTGCAGGACGAATTAAATGTAGATCAGAT---
ATTACAGGGCTGCTATTACTAAGAGATGGTGGACAAGAAAATAACACAGAG----------------------
-------------------------------------------------------------------------
-------
ACCAATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGGA---GCGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577917 
TTCTACTGTGACACAACAAAACTGTTTGATAGTATTTGGGAGTTTACTAAAGGGAATATTACGAATATTACTG
CAAGATCAAAT--------------------------------------------------------------
-------------AGCACT------
GAAAGAAATAACACAATCACACTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGAGATATTAGCTGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACAACGATAGCGAG----------------------
-------------------------------------------------------------------------
-------
ACCAACACCACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---TTCGGAGCG---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>EU578004 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGAATGTTAATAAAAATGAAACTAATAGCACA----
-------------------------------------------------------------------------
----------------------------
CACAATACCAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTAATAGTAATGGCAATAGT----------------------
-------------------------------------------------------------------------
----
ACTGAAAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGTA---GTGGGA---
CTAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGAATA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAAG---
GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KM258984 
TTCTATTGTAATACAACAAAACTGTTCAAAAATAGTACTTGG-------------------------------
-------------------------------------------------------------------------
-------------------AAT---
GAGACTGAAGGGAATATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGG----------------------------------------
--------------------------------------------------------------------
ACTAATGGGACTAAT---
GAGACAGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGAATA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>KM259000 
TTCTACTGTGATACAACAAATCTGTTTAATAGTACTTGGTTTCGGAATGATACTGGAAAGTCACAGAATAATA
CTATGGAGCCA---TGGACTTGGAATAATGAGACAGGGACATGGGATGATAAAAAGTTA---
TGGACATGGACTAATATT------------------
AATGATACAGAACACATCACACTCCAATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACTAATTAATTGTTCATCAAAT---
ATTACAGGGCTAATATTAGCAAGAGATGGT-------------------------------------------
-------------------------------------------------------------------------
----



ATTGACAATAAAACTGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATCGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGATCA---GTGACG---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259100 
TTCTACTGTAATTCAACACAACTGTTTAATAATACTTGGGATGGTACTAAGTGGAATGAT-------------
--------------------------------------------------------ACT---
GCTTGGAATGTTACTGCAGTG---------------
TCAAAAAACGAAAGCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGGGGAACAATTAGATGTTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTATTAAG----------------------------------
-----------------------------------------------------
AACGAATCCGAGAATAACGGGTCC---------
AAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACACACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410616 
TTCTACTGCAGTACAACAAGACTGTTCAATAGTACTTGGTATGGGAATGGTACTGGCACAATCGAGAAT----
-------------------------------------------------------------------------
----------------------------
GGTACTGACACAATCATACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAAAAATTATGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGCGGGAATAACAATAACGAAACG----------------------
-------------------------------------------------------------------------
-------
AACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGGGGGAAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410553 
TTCTACTGTAATACATCCCAACTGTTTAATAGTACTTGGAATCCTAATGGTACTTGGGAAGGGACGAAT----
-------------------------------------------------------------------------
----------------------------
GTTACAGAAAATACCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGTGGAATAATTAAATGTACATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTAGTGGTGGTGCTACTAAC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCATTAGGCGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410585 
TTCTACTGCAATACGACATCACTGTTTAATAGTACTTGGGATAATAGTACTTGGGGTAATACTATTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACAAACACAAATATCACACTCCTATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCGTCAGGGGACCAATTAAGTGTACATCAATT---
ATTACAGGGCTGTTGTTAACAAGGGATGGTGGTAGTAACAACCCT----------------------------
-------------------------------------------------------------------------



-------------
AATGAGACTTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTTAATAAATATAAAGTAG
TAAAATTGAACCCAATGGGA---GGGGTAGCACCCCCCCCGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGAACGCTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>DQ410596 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGCCGAGTAATAGTACTGATAATAGTACTGGTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAGCACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TATATAACCCTCCCATTCGAGGACGAATTAACTGTTTATCAAAT---
ATTACAGGGTTGCTACCCGTAAGGGATGGGGGGAGTGCCAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGTAGTGAGACCTTCAAACCTGGGGGAGGAGATATGAGGGACAATGGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGG---GTAGCCCCCCCCCCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCAGGGGGAACAATAGGAGTTTTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTT---TTTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCCATTGAGGCACAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156472 
TTCTACTGTAATACAACAGTACTGTTCAATAGTACTTGGAATGGTACTGAAGGATCAATTGCTGGA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGTGGTGACCCAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156483 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGATAAATACCACT-------
-------------------------------------------------------------------------
----------------------------
GGCAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAATCGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGCA------GGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156523 
TTCTACTGTAATTCAACACAACTGTTTGATAGCACTTGGAATATTACTTGGGATGGTAATAGTACTTGGAATA
GTACTGAG-----------------------------------------------------------------
----------------------------
GAAGATAGAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTAAGAGTAATGACACA-------------------------
-------------------------------------------------------------------------



-------
AACAACGAGACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156374 
TTCTACTGTAATACAACGCCATTGTTTAATAGTACTTCAACGCAGCTATTTGGGAATACTACTGAAGGG----
-------------------------------------------------------------------------
----------------------------
TCAAATGCCATTATCAAACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTTGTCAAAT---
ATTACAGGGCTGCTACTACTAAGGGACGGTGGTACAAAGAATGAGTCCAAT----------------------
-------------------------------------------------------------------------
-------
GGTACAGGGTCCGAAATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469703 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGACTTGGAATAGTACTAGAATGTCTAGTACTGAAA
AT-----------------------------------------------------------------------
-------------------------
ATTACTGAGGGAAATATCACACTCCAATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGTCTAATATTAACAAGAGATGGTGGTAACATCAGCACT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469706 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACCTGGGAATGGAATAATAGTACCAAAGATTGGAATAATA
CTGAAATGTCA--------------------------------------------------------------
----------AATAACACT------
GAAGGAAATAGAACTATCACTCTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACCGGGTTGCTCTTAACAAGAGATGGTGGTATTAGCAACAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGATCTTCAGACTTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGCAG---GCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTGGGGCATT 
>FJ469718 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGACTAATAGTACTTGGTATAATAGTACTTGGAATA
AAACT--------------------------------------------------------------------
-------------------AAA---
GAGTCAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCAATCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGTTGCTACTAACAAGAGATGGTGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------



----------
GGGACCACCGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGCTATATAAATATA
AGGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAAACC---
AACTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>DQ410115 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAGTACTAGGTCAGATA
ATACT--------------------------------------------------------------------
-------------------------
ACAGAAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGAGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886037 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGCATACGAATAAAACTAAGGGGTTAAATGACACTG
GA-----------------------------------------------------------------------
----------------------------
ATTAATGGCACAATCATACTCCCATGCAGAATAAAACAAATTGCTATCTTGCGGTTGGAAGTAGGTAAAGCAA
TGTATGCCCCCCCCCCAATTAAACAACAAAGATGTGAGTCATAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATAACAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACCGAAAACGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653236 
TTCTACTGTAGTACAACAAACCTGTTTAATAGTACTTGGAATAGTACTAGGAATGATAGAGGG----------
-------------------------------------------------------------------------
----------------------------
TTCAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTACTAATAATAATAATGGT----------------------
-------------------------------------------------------------------------
----
ACTGAGAACGGGACAGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AACTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653196 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAATAGTACTGAAGGGTCAGTGGATGACACAATTG
AAGGG--------------------------------------------------------------------
-------------------------
ACAGGGAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACCAATTAAATGCACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATGACACCACT----------------------------



-------------------------------------------------------------------------
-------------
AATAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653597 
TTCTACTGTGATACAACACAGCTGTTTAACAGCACTTGGCAGTCTAATGGTACTAGGAATGATACTGAGGAGT
CA-----------------------------------------------------------------------
-------------------------
GGGTCAAATGACGCTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACACATCAACTGCTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAACGAGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATAGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653474 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGGTAATGAAACTTGGAATAGCACTGAAAAGT
CA-----------------------------------------------------------------------
----------------------------
GATAACACCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCGGGACCAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAATAAGAGATGGTGGTAGTAATGGTAATGAG-------------------------
-------------------------------------------------------------------------
-------
ACCAATAAAACTGAGATTTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ653390 
TTCTACTGTAATACAACAAAGCTGTTTAGCAGTACTTGGAGTGGTAATAGTACTTTGAATGATACTGAAAGGT
CAGATACT-----------------------------------------------------------------
-------------------GAA---
AGGTCAGATATCAATATCACACTCCCATGTAGAATAAGGCAAATTGTAAACAGATGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATATTAGTGACAGT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTGGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>FJ653478 
TTCTACTGTAATACAACAGCACTGTTTAATGGCACTTGGTATAATAGTACTTGGAATACTTGGAATACTACTG
CAAAT--------------------------------------------------------------------
-------------------GGC---
ACCGCAGAGTCAAATATCACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCTCCTCCTATCAGAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGGATGGTAATGATACC-------------------------



-------------------------------------------------------------------------
----------
AATAGACCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGCATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>FJ653547 
TTCTACTGTAATACATCAGGACTGTTTAATAACAGGACCGGGAATAGTACTGAAGGA----------------
-------------------------------------------------------------------------
----------------------------
GTAAATACCACCATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAACACAAATATCACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACTTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217476 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGTAAATGGTAATTGGGTTAATGGTACTAGGCTGT
CGAAT--------------------------------------------------------------------
-------------------GAA---
ACTGGGAATGATACTATCACACTCCCATGCAAAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTGACAAGAGATGGTGGTCTACACAACAATAGC-------------------------
-------------------------------------------------------------------------
----------
AATAGCAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGCAGCT------
---ATGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ217546 
TTCTACTGTAATTCCACAGAACTGTTTAGTAGTACTTGGGATGGCACTAACTTGACTAATGATACTGAAAGGT
CA-----------------------------------------------------------------------
----------------------------
AATGACACTGTTATCACACTCCCATGCAGAATAAAACAAATAATAAACATGCGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAGGCACTAACGGAACT----------------------
-------------------------------------------------------------------------
-------
GATAACCAGACTGAGATCTTTAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTG---
------TTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCG---
ATGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217818 
TTCTACTGTAATACAACACCACTGTTTACTGGTACTTGGGATGGTAGTACTTGGAATAGCAGTAACAATGAG-
-------------------------------------------------------------------------
----------------------------
GAAAATGAAACACTCACACTCCAATGCAGAATAAAACAAATTATACGCCGGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGTTACTAATAACAAGGGATGGTGGTGACGACAACGGG----------------------------



-------------------------------------------------------------------------
-------------
ACGACCGAGGTCTTTAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217889 
TTCTACTGTAATACAACAGATCTGTTTAAGAGCAATTGGACCTTTAATGAGAATGCTACTTGGCATGATAAAA
GC-----------------------------------------------------------------------
----------------------------
AATGGAACAAATATCATACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAACAAGAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAAACCTTCAGACCTATAGGAGGAAATGTGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATAGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU330736 
TTCTACTGTAACTCATCACAACTGTTTAATAGTACTTGGAATAGTACTGAGGATAATGAGACTAATAGC----
-------------------------------------------------------------------------
----------------------------
ACTGAAAGAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTCTTAACAAGAGATGGTGGTAATATAACTGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU330809 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGGATAATACTGCAGAGTCAA
ATAGC--------------------------------------------------------------------
-------------ACTGAA------
GGAAATGGCACAATGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTACTGTTAACAAGAGATGGTGGTATCAATACTCCCGAT-------------------------
-------------------------------------------------------------------------
-------
AACAATGAGACTGAGATCTTCAGACCTGCAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGGATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAGAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU330839 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATAACACAACCGCTTACTTTGAATAGGACTA
AA-----------------------------------------------------------------------
-------------------------
GGGCCAAATGATACAATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAATTGTACATCGAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATGAGACTAGG----------------------------



-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689862 
TTCTACTGTAGTACAACACACCTGTTTAATAGTTCTTGGAATGGGACTGCATGGGTAAATGCCACAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAACTATCACACTCCCATGTAGAATTAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACCAATTAGATGTTTATCAAAC---
ATTACAGGCCTAATATTAACAAGAGATGGTGGTATTAACAATGAC----------------------------
-------------------------------------------------------------------------
----------
ACCGGGGTCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689863 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATGGTATAGTAATAGTACTTGGAATGAGACTGAAGAG-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATTAACTGTTTATCAAAC---
ATTACAGGGCTGTTATTGACAAGAGATGGTGGTAATGGTAATAGCAGC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGGGTAGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCGACTGTTGCAACTCACAGTCTGGGGCATC 
>JF689866 
TTCTACTGTAACACAACAAAACTGTTTAATAGTATTTGGTGGAGGAATGGTACTAATAATTGGAATGATACTA
AG-----------------------------------------------------------------------
-------------------------
AGTGACAATGACACAATCACACTCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGGGACGGTGGGCGTACCAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
ATAACGCTAACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>JF689867 
TTCTACTGTAACACAACAGGACTGTTTAACTCAACATTTAACTCAACAAAACTGCCTGATAGTAATAAT----
-------------------------------------------------------------------------
----------------------------
ACTGATTCAAATTTCACGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGGTAATGAGAGC----------------------------



-------------------------------------------------------------------------
-------------
GGTAGAGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
GTGACGCTGACGGTACAG---GCCAGAAAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>JF689870 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTTGGTCAAATAGCACTAGA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATACAACCGGG----------------------------
-------------------------------------------------------------------------
----------
AGCAGGTCAGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTATTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689871 
TTCTATTGTAATTCATCCCAATTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAATGGTACTGAAG
TAACA--------------------------------------------------------------------
-------------------AAT---
AATGGTACTGAAGTAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTCGTAACAGCACTGAG-------------------------
-------------------------------------------------------------------------
----------
GACGATACTGAGACCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689872 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTTGGAATGTTACTGGAGGAAATGCCACACTCA
CATCATCAAAC--------------------------------------------------------------
-------------AACACT------
GAAGGGAATGACACAATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGGCAAATTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTAATAAGAGATGGTGGTAACAAGAGAGAGAGCGGGAAC------------AAG----
--------------------------------------------------------------------
AACGAGAGCGGGAAC---
AAGACTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689873 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTAGTCCTTGGAATGTTACTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCGAGAAC----------------------------



-------------------------------------------------------------------------
----------
GAGACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689876 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAAGTCAAATAACAATGGA-------
-------------------------------------------------------------------------
----------------------------
ATAAATGACACAATCATACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAAAATTGAGTGTAAGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACAAACGAGAACAATACC----------------------
-------------------------------------------------------------------------
-------
AATACCAACACCGAGACCTTCAGGCCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGGGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ216908 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGAATGATAATAGTACTTGGGAAAATGATACT-
-------------------------------------------------------------------------
----------------------------
GAAGCAACTAACATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAACACGAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216925 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACAGAACTATTTAATAGTACTAAAGTATCAAATACA----
-------------------------------------------------------------------------
----------------------------
ACTGGAGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGGAGAATTAGTTGTTCATCAAAC---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTAATAACACTGGTAAC-------------------------
-------------------------------------------------------------------------
----------
AATGACAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCG------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCG---
GTAACGCTGACGGCACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATCTG---TTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ152546 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATAATAGTACTGAACTGGTAAATGGCACA----
-------------------------------------------------------------------------
----------------------------
GTTGACACAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAACTGTACATCAAAT---
ATTACAGGGCTGATATTAACTAGAGATGGTGGTAATCCAGATAACACCACA----------------------



-------------------------------------------------------------------------
-------
GATAACACCACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGCTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ152547 
TTCTACTGTGATACAACAAAACTGTTTAATAATTCTTGGAATGGTACATGGTCAAATAACAGTACA-------
-------------------------------------------------------------------------
----------------------------
GCAAATATCACAATCACACTCCCATGCAGAATAAGACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAATAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTACCACGAGTAATAAT----------------------
-------------------------------------------------------------------------
----
ACCATAAACAAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTAAACCATTA---GGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAA---AAAAGG---GGA------
ATAGGAGCT---------CTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863987 
TTCTACTGTAATTCAACACAACTGTTCAATAGTTCTTGGAAGTGGAATAATGGTACTTGGAGTAGCAATGATT
CTAAAGGG-----------------------------------------------------------------
-------------TTAAAT------
GGCACTGAGGACATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTGGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAAC---
ATTACAGGGATACTGCTAACAAGAGATGGTGGTAGTAACACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863988 
TTCTACTGTAGTACAACACAATTATTTAATGGTACTTGGAATGGTACTTGGGTTAATAATACTTGGAATGATA
CTGGAAAC-----------------------------------------------------------------
----------------------------
AGCAATATAACTATCTCACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAGGCAA
TATATGCCCCTCCAATCAGGGGAGTAATTAAATGTACATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTATTAATAATAGCGCC-------------------------
-------------------------------------------------------------------------
-------------
GAGGGCGAGACCTTCAGACCCCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863991 
TTCTACTGTAATACAACAGAATTGTTTAATGGTACTTTGGAGGCTAATGATACTTGGAAGAATGGGACTATAA
AGCCA--------------------------------------------------------------------
----------------------------
CAGAACGCCAACATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGTGGACAAATTAGATGTTCATCAAAT---



ATTACAGAGCTACTATTAACAAGAGATGGTGGTAATGGGAACGAGACC-------------------------
-------------------------------------------------------------------------
-------
GACAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGAAAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAGTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
TTGACGCTGACGGTACAG---GCCAGAATG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX863992 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAATAGCACTAAAGTAAATGAC-------------------
-------------------------------------------------------------------------
----------------------------
ACTAGAGATAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGCGACAGAC----------------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGACTTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562781 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTAGTACTTGGAATAATACTGAA----
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACACTCACACTCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACGAATTAACTGCTTATCAAAT---
ATTACTGGGCTGCTATTAATAAGAGATGGTGGTGGTGGTGGTAAT----------------------------
-------------------------------------------------------------------------
----------
GACACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATACA
AAGTAATCAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>JF320615 
TTCTATTGTAATACAGCACAGCTGTTTAATAGCACTTGGCCTAAGAATGATACTAACAGTACAGATACTGAAG
AA-----------------------------------------------------------------------
-------------------------
AATGGAAATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAGCTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTGACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTAAGG---GCTATTGATGCACAGCAGAGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320613 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGCAGGATAACAGTACTGTGAATGCTAGTAGT----
-------------------------------------------------------------------------
----------------------------
GATGAGGATCCCATCATACTCCCCTGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATACCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAT---



ATTACAGGGCTACTATTAACAAGAGATGGGGGGGAAGATAACGAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGG---CTGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF320048 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATAGTACTGGAGAGTCTTGGAATAGGACTGGAG
GGTCAAAT-----------------------------------------------------------------
-------------AACACG------
GGAAGAAATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAATAATAGC----------------------------
-------------------------------------------------------------------------
----------
ACCATCTCCGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGTACCAATA---GGGATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTGTGGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320308 
TTCTACTGTAATACCACAGGACTGTTTAATAGTACTTGGAACAATGAAACTAAAGAGTCAAAT----------
-------------------------------------------------------------------------
----------------------------
AACACTGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAATAACAATGGTAGTGAT----------------------
-------------------------------------------------------------------------
-------
AACAACAGAAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------TTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320003 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATACTAGTAGTGCTTGGAATAGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGCAGTAGTAACGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>JF320097 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGAATGCTAATGGTACTTGGAATGGTACCGGAAATT
TA-----------------------------------------------------------------------
----------------------------
ACTACTGGAAACATCACACTCACATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATAAGAGGACTAATTAGTTGTTCATCAAAT---



ATTACAGGACTGTTATTAACAAGAGATGGTGGTGAAGGTAATGACACC-------------------------
-------------------------------------------------------------------------
-------
AACAATATCACCGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320038 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAATGGTACTAATAATGCTACTACAGACTCA-
-------------------------------------------------------------------------
----------------------------
AATGCCACTGTCATTACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAGCGATGGGAGCTCC-------------------------
-------------------------------------------------------------------------
-------
TCGAATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAACAGAAC---
AATCTG---TTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320526 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAATAATACAAGGTCAAATGACACTGCA-------
-------------------------------------------------------------------------
----------------------------
AGCAATAAGACTATCATACTCCAATGTAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGAAACAATAGTCCAGGA-------------------------
-------------------------------------------------------------------------
----------
AACGGGAGTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACAATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320160 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATGCTACTGAAGGAGTAAATAGC----
-------------------------------------------------------------------------
----------------------------
ACTAATGATAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGCGGAATAATTAGGTGTTCATCAAAT---
ATTACAGGAATGATATTAACAAGAGATGGGGGAGCGGGGAACGGGAGC-------------------------
-------------------------------------------------------------------------
-------
AATAACGAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---
------TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320169 
TTCTATTGTAACACAACAGCACTGTTTAATAGTACTTGGGGGGCTAACAGTACTTGGGAGATTACA-------
-------------------------------------------------------------------------
----------------------------
AATGACACTGAAATCATACTCCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGAAACATTAGTTGCTCATCAAAT---



ATTACAGGGTTACTATTAACAAGAGATGGGGGTAATGGAAATGGT----------------------------
-------------------------------------------------------------------------
----------
ACCAAAAACGAGACCTTCAGACCTACAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320053 
TTCTACTGTAATACAGCACAACTGTTCAATAGTACCTGGATCAATGGTACTGAAAGGTCAAATACCACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATACCACAATCACACTCCCATGCAGAATAAAACAAATAGTAAATATGTGGCAGGAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCAGAGGAAAAATTAACTGCTTCTCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGCTCTGATAACAACACCACT----------------------
-------------------------------------------------------------------------
-------
GGCAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATCGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---TTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320356 
TTCTACTGTAATACAACAATACTGTTTAATAGCACTTGGAATGATACTAAAGGGACAAATAGC----------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGCGGACCAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTAGTACTAACAACAACAGC-------------------------
-------------------------------------------------------------------------
----------
ACTAAGAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>JF320592 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACAGGGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GACACTGAAACCATAATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGATCTCTAAAGAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCTTGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGGGTAGCACCCTCCAAGGCAAAGAGACGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>KT124791 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTAGAGAGAAAAATAGCACA-------
-------------------------------------------------------------------------
----------------------------
AGAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGTAACCAAAAT----------------------------
-------------------------------------------------------------------------
-------------
AGGACTGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACTGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR423026 
TTCTATTGTAATACAGCAAGATTGTTTAATAGCTCTTGGAATGATACCGAAGGGTCAATCAATGAGACAAAC-
-------------------------------------------------------------------------
----------------------------
TCAGAAAACATCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAATAATTAACTGTTCATCAACT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGGTAAGAATGGGAGC----------------------
-------------------------------------------------------------------------
-------
AATGAGACCAATGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAAAAATTGAACCATTA---GGACTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>GU331039 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATAATGGTAGCAGTACTTGGACTAGCAATGATA
CTAAA--------------------------------------------------------------------
-------------------------
GGGTTAAATAACACTATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAATAAGACCGAA-------------------------
-------------------------------------------------------------------------
----------
AACAAAACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU331147 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATCTGGACTAAAAATGATAATGGTATCTGGACTAAAAATG
AGACTAATGGT---------------------------------------------AAT---
TGGACTAGAAGCGGGAGCACA---------------
AATGACAATGACACAATCATACTCCCTTGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCTCCTCCCATTAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGTTACTAACAAGAGATGGAGGTAACAATAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGCGCAAATGAGACGTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCATTA---GGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCC------CTAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---ACTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM353701 
TTCTACTGCAATACAACAAAACTATTTAGCAGTACCTGGAGTATAAATGAAACTATCTGG-------------
-----------------------------------------------------------------
CATCTAAATGAAACTACAAAT------------
AACACTAATGACACTATCACACTCCCATGCAAAATAAAACAATTTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTAAATCAGAT---



ATTACAGGGCTGATATTAATGAGAGATGGTGGTGAA-------------------------------------
-----------------------------------------------------
ACTAACAGGGGCAACGAGACCTTC---------
AGCAATGAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAGCCATTA---GGACTGGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGAATG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687749 
TTCTACTGTGATACAACACCACTGTTTAATAGTACGTGGCCTTGGAATAGTACTTGGAATGATACAAATACA-
-------------------------------------------------------------------------
----------------------------
AATAATACCAATATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGGTGCTCATCAATT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATAGCAGCGAA----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCTGGAGGGAGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTTGTAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGAAA---ATAGGAGCT------
---CTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN687758 
TTCTACTGTAATACAACACAACTATTTGATAGTAATTGGACTCTATCTGATATTACTAAAGGGTCAAATACCA
CTGAA--------------------------------------------------------------------
-------------------------
GGCAACAGCACACACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGAAACATTACTTGCATATCAAAT---
ATTACAGGGTTGTTACTAGTAAGAGATGGTGGTAATAATAATGAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTAA
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCA------TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908116 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGCTAATGAAGGATCAAATAAAACAGGATCA-
-------------------------------------------------------------------------
----------------------------
AATGACACTACAATCATACTCCCATGTAGACTAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTACTAATACTACCAAC----------------------
-------------------------------------------------------------------------
-------
AAGACTAAGACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCTTCCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ251004 
TTCTACTGTAATACAACACAACTATTTAGTAGTACTTGGCTGCCTAATAGTACTCGGAATGATACT-------
-------------------------------------------------------------------------
----------------------------
GATAATAGCCCTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAGTTGCTCATCAAAT---



ATTACAGGGCTACTATTAACAAGAGATGGGGGTAATGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944897 
TTCTACTGCAATACAACACAACTGTTTAATAGTACCTGGAATCTTAATAGTACCTGGAATGGAACTAAAAATT
TAAATAAC-----------------------------------------------------------------
-------------------ACT---
ACAAGAAATGACACAATCATACTCCCATGCAGAATAAGACAAATTATAAACTTGTGGCAAAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGAAATACAAGTGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGGTCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCAATA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAGCGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGAAACTCACGGTCTGGGGCATT 
>JN944907 
TTCTACTGTGATACAAAACAACTGTTTAATAGTACTTGGAATGCTACTAAGGCAAATGGCACTACA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAAAATTAGTTGCTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGAGGAGGTGGGGGACAG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGGA---GTAGGA---ATAGGAGCT---------
ATGGTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN944909 
TTCTACTGCGATTCAACAGCGCTGTTTAATAGTACATGGAGGAGAAATAACACTTGGACTGGT----------
-------------------------------------------------------------------------
----------------------------
ACTACAGGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGATACATTAACTGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAATGATAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAACCGAGATCTTCAGGCCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
CTTCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469691 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTGGGAATAATACTACAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ATTTCAGGATATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATCAGGTGTTCATCAAAT---



ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTAATAACACC-------------------------
-------------------------------------------------------------------------
-------
AACGGGACGACCGAGGTTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469696 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAAGACTGGAGGA-
-------------------------------------------------------------------------
----------------------------
AATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTAATAACAAGAGATGGTGGTAATAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AACAAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGCATCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469700 
TTCTACTGTGACTCAACACAACTGTTTAATAGTTCCTGGAATGGTACTGGAGGGTCAAGTAAC----------
-------------------------------------------------------------------------
----------------------------
ACTGCAGAGAATATCACACTCCATTGTAGAATAAGACAAATTGTAAACTTGTGGCAAGAAGTGGGAAGAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGCTGCTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGAGGTAATAACACTGAAAGT-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTGGGA---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469708 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAACAGTAATGAAGAGACAAAGAATGTCACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGAAAAATTAGCTGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTGAAAACACGAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATTTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469709 
TTCTACTGTGTTACAACAAAACTGTTTAATAGTACTTGGACGTTTAATAGTACTAATGGTACTTGGACGTTGA
ATAGTACTTGG------------------------------------------------------------
AATAGCACTGAAGGGCTA---------
AACAACAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAACAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAGAGGACCAATTAACTGTACATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGGAGACCAAC----------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTCTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ250880 
TTCTACTGTAATACAACACCATTGTTTAATGGTAGTAGTTGGAATCTAAATAAGACTAAAGAAAATACAACTA
ATCTA--------------------------------------------------------------------
----------------------------
GAAAATGGCACAATCACCCTCCAATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACGGATTGAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGACATGAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217266 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATAAAAATAGTACTATTGAGGATAGA-------
-------------------------------------------------------------------------
----------------------------
AATGATGCTAATATCACACTCCCATGCAGGATAAGGCAAATTGTAAACATGTGGCAGCGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGCGGAATAATTAGATGTTCATCAAAT---
ATTACTGGGCTGCTATTAACAAGAGATGGAGGTAGTAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GCAATAGGACTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403068 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGAATGTAACTAGTTGGAATGTAACTGGTTGGAATG
GTACTGAA-----------------------------------------------------------------
-------------------------
GAGTCAAATGGCACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCAACAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACGAGAACAAT----------------------------
-------------------------------------------------------------------------
----------
AACAATAGTGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403095 
TTCTACTGTAATTCAACGCAACTGTTTAATAGTACTTGGGATATTAATAATACTAGTAGGGCAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCACTGGAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCGGGACAAATTAGATGTACATCAAAT---



ATTACAGGACTGTTATTAACAAGAGATGGTGGTAATGACACTACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259364 
TTCTACTGTGATACAACACCACTATTTAATAGTATTTGGAATACAACACAAATATTTAATGGT----------
--------------------------------------------------------ACT---
TGGAATGATACTGTAGGGTCT---------------
GGAGAAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACT-------------------------------------
-----------------------------------------------------
GGTGAGAACAACACTGGTGAGAAC---------
AACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACTAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KM259479 
TTCTACTGTAATACAACACGGCTGTTTAATAGTGAGTGGCTGTCCAATGGTACT-------------------
-------------------------------------------------------------------------
-TGGAAAGGGTCAAAT---------
GACACTGGAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGACAAATCAATTGTGTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGGGGT----------------------------------------
--------------------------------------------------------------------
AATGGCAATAACAGT---
ACCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACTT---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578667 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGATAGTACTTGGAATGATACTACAGAGCCAA
AT-----------------------------------------------------------------------
-------------------------
AACACTGACGACACAATCACACTCCCATGTAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCACAG---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTATTAACGAGAGT----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217967 
TTCTACTGTAATACAACACAATTGTTTAATAGTACATGGAAGAATGGTACTGCTGGGGTCAATGATACTACA-
-------------------------------------------------------------------------
-------------------------
GGAAATGACACCCATATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCGCCCATCAGAGGACAAATTAGTTGTTTATCAAAT---



ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAACGACAAAAACGGG----------------------
-------------------------------------------------------------------------
-------
ACCAACATCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATAGAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GCGGGG---TTAGGAGCT---
------TTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ218020 
TTCTACTGTAATACAGATAAACTGTTTAATAGTAATTGGACAACAAATACTAGCTCTGAGAATGTAACAAGTG
GCACT--------------------------------------------------------------------
-------------------------
GAAGGAAATGATATAATCACACTCCCATGCAGAATAAGACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGCTAACCAAACA----------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAATAAAAATTGAGCCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGTAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATC 
>HQ218034 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGAATGTTTCTGCAGATTTGAATACCACTGAAGAGT
CA-----------------------------------------------------------------------
-------------------------
AATAGTAATGAAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCTCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACGACAGCGCC----------------------------
-------------------------------------------------------------------------
-------------
CCCACAGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>GU330865 
TTCTATTGTAATACAACAAAACTGTTTAACAGTACTTGGATGGCTAATAGTACTTGGAATGATACTACACAGT
CA-----------------------------------------------------------------------
-------------------------
GATAACAATGACACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAG
CTATGTATGCCCCTCCCATTAAGGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATATTGATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTTAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACATG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689877 
TTCTACTGTAATACATCACAATTGTTTAATATGAGTTCAACACAACTGTTTAATAAGACTTGGACTAATGAC-
-------------------------------------------------------------------------
----------------------------
ACTAGAGAAAACATCACACTCCCATGTAGGATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGATGTGAATCAAAT---



ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGAGACCAATGGG-------------------------
-------------------------------------------------------------------------
-------
AATGAGACGATTGAGACTTTCAGACCTGGAGGAGGTAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689879 
TTCTACTGTGATACAACAAAGCTGTTTAATAGCACTTGGCAGGTTAATAGTACTTGGAATGATACTGAAAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTCTCACAATCCCATGTAGAATAAGGCAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGTTGTTCATCAAAT---
ATTACAGGAATGATATTAACAAGAGATGGTGGGTATAATAATGGGAGC-------------------------
-------------------------------------------------------------------------
----------
AATAATACGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCATTA---GGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF689883 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGCATGCTAATGGGAGTAATACAAAT----------
-------------------------------------------------------------------------
----------------------------
CTCGCTACTAACATCACACTCCCATGTAAAATAAAGCAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAGGAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AGTGATACTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCTAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATCGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689885 
TTCTACTGTGATACAAAAGAACTGTTTAATAGTACTTGGACTAACAATGGGACTGAGAATAAGAATGAGACTG
AG-----------------------------------------------------------------------
-------------------------
AATAAGAATGGGACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTACGGATAATGATAATAGC----------------------
-------------------------------------------------------------------------
-------
ACAAACACCACCGAGATCTTTAGACCTGTGGGAGGAGACATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTAACA---CTAGGAGCG---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAGGCAA---TTATTG---ACTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACACCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689890 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGGTTAATGGAACTTGGCCTGAAGGGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
GAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTGACAACCAGACT-------------------------
-------------------------------------------------------------------------
-------
AACAACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAGTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689893 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAAGGTTAATGATACTCGGAATGATACTGGAGGA-
-------------------------------------------------------------------------
----------------------------
GAAAATATCACACTCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACCAGAGATGGTGGTAATGAGAACGAG----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCAACAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAACA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK383385 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAATAGTACTGAAGAATTAAATATTACTGAAGGAT
CAAATACC-----------------------------------------------------------------
----------------------------
ACGGGAGACCCTATCATACTCCCATGCAGGATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAACAGCGA
TGTACGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTTGACAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863994 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGTTTGGGAATGATACTCGGAATGGTAGTGAAGAG-
-------------------------------------------------------------------------
----------------------------
GCAAATGACACAATTACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCTTCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATAAGAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AATAGCGAGACCTTCAGACCTGGGGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTGGGAGCT---------
TTGTTCCTTGGTGTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAA---GCCAGAACT---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863995 
TTCTACTGTAGTACATCACAACTCTTTAATAGTACTTGGTATGAGAATGGAACTAGGAATATTAGTGGA----
-------------------------------------------------------------------------
----------------------------
GGGACAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGATTAATTAACTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGACGGTGGTGGGGAGAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCCTTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863921 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGGATAATGACAGGTCAAATAGCACAGAA-------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTC
CCATTGCAGGACAAATTAACTGCACATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTACAGACAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX864007 
TTCTACTGTAATACAGCACAGCTGTTTAATAGTACTTGGAGTACTTGGAATGGTACTGAAGGAGCAAATAACA
CTGAA--------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTAGTAATAACACAAAG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGAAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX864008 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACCTGGCATCCGAATGGTGCTAAAATATCAAATGGC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATTAGCTGTGTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGACGGTGGTAACAAGAGCCAT----------------------------
-------------------------------------------------------------------------
----------
AACAGTACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCGACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTGGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JX864020 
TTCTACTGTAATACAACAATGCTGTTTAATAGTACTTGGTGGGCTAATGATACTTGGAATAGCACTTGGAATA
ATAATATC-----------------------------------------------------------------
-------------------AGT---
AAAGAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAACAAGTAGGAAAAG
CAATGTATGCACCTCCCATCAGAGGAGAAATTAGATGTTCATCAAAT---



ATTACAGGGCTGCTAATAACAAGAGATGGGGGGAATAACAACACTGGGAGAGGG-------------------
-------------------------------------------------------------------------
-------
GAGAATAAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---CTCGGAGTT---
------TTTTTTCTTGGGTTCTTGGCAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF320375 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGTACTGATACTTGGGATACTACTACAGAGG
CA-----------------------------------------------------------------------
-------------------------
GATAACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACAGATCAGATGCTCATCAAAT---
ATTACAGGGATACTCTTAACAAGAGATGGTGGTAGTAATGACACA----------------------------
-------------------------------------------------------------------------
-------------
GACAGTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCCAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320563 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGCTAATGGTACTATTAATGATACTAACGGGT
CA-----------------------------------------------------------------------
-------------------------
AATACAACAGAGGTGATCACGCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGCAATTAACTGCTCATCAAAT---
ATTACAGGAATACTGTTAACAAGAGATGGTGGAAGTAACCAAAGT----------------------------
-------------------------------------------------------------------------
----------
AATAACATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGACTAGCACCTACTAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGC---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACGCATGTTGCAACTCGCAGTCTGGGGCATC 
>JF320530 
TTCTACTGTGATACAACACCGCTGTTTAATTCTACTTGGAACAATACTACCAATGAAAATAACATTACT----
-------------------------------------------------------------------------
----------------------------
AGAGGAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCGCAGGACAAATTAGATGCTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAATAATAACACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCAGGAGGAGGGGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAGAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGCAA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF320631 
TTCTACTGTGACTCAACACAACTGTTTAATAGTACTTGGACATTTACTGACGGGAGGTTAAATGAAACTGGGT
TAAAT--------------------------------------------------------------------
-------------------GAA---
ACTGAAGCTGGAAATATCACACTCCCATGCAGAATAAAACAATTTATAAATATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACACATTAACTGTACATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATAGTGGTAGTAATGAGACTAGT-------------------------
-------------------------------------------------------------------------
-------
AAGAACGGGTCAGAGACCTTCAGACCTGGAGGAGAAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTA--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF320045 
TTCTACTGTAATACATCAAAACTGTTTAACAGTACTTGGAGTATGAATAGTACTGAAGGGAGTATGAATGGTA
CTGAAGGG-----------------------------------------------------------------
-------------GCAAAT------
AACACTGATGAGAAAATCGTACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGCGGTAAAAAGGATAACATGACA----------------------
-------------------------------------------------------------------------
----
GAGAAGGATGAGACAGAGACTTTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGGCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320173 
TTCTATTGTAATACCACACAACTGTTTAATAATACTTGGTCTAACGGTACTTGGAATAGTACTTGGAATAGT-
-------------------------------------------------------------------------
----------------------------
AGTATCACACATATCACACTCCCATGCAAAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGAGGGCTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTGTTAGTAAGAGATGGTGGTACTAATACTACTGAA-------------------------
-------------------------------------------------------------------------
----------
GACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JF320387 
TTCTACTGTAATTTATCACAGCTGTTTAATAGTACTTGGAATTTTACTGAAGGGTCAAATAGCACAGGAAAT-
-------------------------------------------------------------------------
----------------------------
TTGTCAGACACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCTCCTCCTATCAGGGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTAATAACAAGAGATGGTGGTATTAATAATAGTGATAGT----------------------
-------------------------------------------------------------------------
-------
GATGATAACACCGAGATCTTTAGACCTGCAGGGGGAAATATGAAGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGACAAAAGAGCA---GTGGGAATGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320117 
TTCTACTGTAATTCAACACAATTATTTAACAGTACTTGGAATGATACTACAGGGACAGGGAACATT-------
-------------------------------------------------------------------------
----------------------------
ACAGGAAATATTATTACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGAGGAATAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGTAATAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
AATGGACCTGAGATCTTCAGACCTCTAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAGATAGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320182 
TTCTACTGTAATACATCACAGCTGTTTAATAGCACGTGGCCAATTAATGGTGCATGGAATGGAACT-------
-------------------------------------------------------------------------
----------------------------
GAAGGGTCAGATATCACACTTCCATGTAGAATAAGACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAGAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGGGGCAATGAGACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF320577 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAGTACTGGGAGGCTTAATGATACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACCATTACACTCCAATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGACCAATTAGGTGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAACAGTAACGAG----------------------------
-------------------------------------------------------------------------
----------
AGCGAAAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156431 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGGATGTTAATAATACTTGGGTTGATGGTAATTGGA
GTGATACC-----------------------------------------------------------------
----------AACAGCGGA------
GTAAATATCACAAATATCACCCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATATCAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216971 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGGTACTGAGGTAACTAACAATGGAGAA----
-------------------------------------------------------------------------
----------------------------
AATAGCACAATTATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAATAGCAA



TGTATGCCCCTCCCATCACAGGACAAATCAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTAATAATAACAGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTCTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAGGTTGAACCATTA---GGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTGGGAGCACTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
CTGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908150 
TTCTACTGTAATACAACAGGACTATTTAATAGTACTTGGAATAGTACAGAAGGGTCAAATAAT----------
-------------------------------------------------------------------------
----------------------------
GATGGCAAAAACATAACACTCCAGTGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATTAGATGTTCATCAAAC---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTAATGACACAGAA----------------------------
-------------------------------------------------------------------------
-------------
AACATCGAAACCTTCAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAAAGTCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217045 
TTCTACTGTGATACAGCAAAACTGTTTAATGGTACTTTAAACAATACTATAAATAATACTACATGGAAGTTTG
AA-----------------------------------------------------------------------
-------------------------
GGGTCAAATGGCACTATCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAACATTAGTTGTACATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTGTTAAAAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ908184 
TTCTACTGTAATACAACAAATCTGTTTACTAACGAGCTAAATGAC----------------------------
-------------------------------------------------------------------------
----------------------------
ACTGATGGAAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCGCCCATTAGTGGACCAATTAATTGTTTATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTATAGGCAACAAC----------------------------
-------------------------------------------------------------------------
----------
ACCATCAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATACA
AAGTAGTAAAAATTAAACCATTA---GGATTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGTTGACGGTACAG---GCCAGATCC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM353733 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCGCTTAATAGTACCTGG----------------
-----------------------------------------------------------------------
GAGGAGACTGAAAGGTCA---------
AATGGCACTGGTGTATACACACTCCAATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG



CAATGTATGCTCCTCCCATCAAGGGAATCATCAGTTGTGCATCAAAT---
ATTACAGGTCTGCTATTAACAAGAGATGGTGGTAAT-------------------------------------
-----------------------------------------------------
AAGGCAAACACAAACGGAACTGAT---------
GAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGGATTGAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGAGCACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354114 
TTCTACTGTAATACAACAAAACTGTTTAATGGTACTTGGTTTAATAGT-------------------------
-------------------------------------------------------------------------
----------ACTGTGAAT------
GATACTGAAGAAGAAATCATACTCCCATGCAGGATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGATACATTAATTGTTCATCAAAT---
ATTACAGGAATGATATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
AATAACACCAGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217096 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGGATAAGGCTAATGACACTTTTTCTAGGAATGGGA
CT-----------------------------------------------------------------------
-------------------------
AGGTTAAATGGAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGATAAGAATAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCGATAGGAGGAGATATGAGGGGCAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217102 
TTCTACTGTAATACAACACCACTGTTTAGTAGTACTTGGAATGAGACTACTTGGTCTAATAGTACTGCAAATA
CCACT--------------------------------------------------------------------
-------------------GAA---
AAGGAAAGTGAAAATATTACACTCCAATGTAGACTAAAACAAATTGTAAACCTGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCTCTCCCATCAGTGGACCAATTAGCTGTAAATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTACAAATAATAATACG-------------------------
-------------------------------------------------------------------------
-------
AACGGGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGCTGCAACTTACAGTCTGGGGCATC 
>JN687759 
TTCTACTGTAATACATCATCACTGTTTAATAGTACTTGGAATGAAAATACAACTACAGATCTAAAT-------
-------------------------------------------------------------------------
----------------------------



AATAATGGAAATATCACACTCAAATGCAGGATAAAACAAATTATAAGAATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAAATGAGAACGAGACC-------------------------
-------------------------------------------------------------------------
-------
AACGCGACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGAGTCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687761 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGGATTCAAATAGCACTTGGGATGATTCAAATAATA
CTATT--------------------------------------------------------------------
-------------------------
GAGGAGAATGGGACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAAAAGTAGGGAGAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAGCAAGAGATGGGAGTGACAACAGCATT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TACAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN687762 
TTCTACTGCAATTCAACACAGCTGTTTAATAGTAGTTGGAATAGTACTGCTAATAGTACTGAAGGGAATGATG
AAACT--------------------------------------------------------------------
-------------------------
ATCAATAATGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGGAATAATGGGACT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GCA------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217115 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGAGACTAATGGTACTTCGAATTTCAATGAGACTA
GA-----------------------------------------------------------------------
-------------------------
GGGTCAAATGACCATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGGGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAATGGGAATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259082 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAGTACTATT----------------
-----------------------------------------------------------------------
AATAGTACCGAGAATAGT---------



AGAAATGACACTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGCAGGAATAATTAAATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAAG----------------------------------
-----------------------------------------------------
ACTAAGGATAACGGGACTGAGAGC---------
GACACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATC 
>HQ908139 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGTAATACAACTGATACAGATAAT-------
-------------------------------------------------------------------------
----------------------------
ACTACAGGGAATATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGACGGTGGTAAGAACAATACC----------------------------
-------------------------------------------------------------------------
----------
AACGGTACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGACC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217160 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATAATACTGAACTTAGTAGTACTTGGGAGACAG
AGCAA--------------------------------------------------------------------
-------------------------
AATGACAATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACACATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTAAGAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAATACAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCCGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469689 
TTCTACTGTAATACAACGAAATTGTTTAATAGTACTTGGAATAAGACTGATAGTGTTAATAGTACTTGGAATT
TTATTGAAGGG--------------------------------------------------------------
-------TTAAATAACACT------
GGAGAAAATGATATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAATAATTAGCTGTAGATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGTAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469707 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAGGAGAAGGGTCAAATGACACTG
AA-----------------------------------------------------------------------
----------------------------



ACAAATGACACAATCACACTCCCGTGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGTTACTGTTAACAAGAGATGGTGGTAATACCACGGGG----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469716 
TTCTACTGTGATACAACAAAACTGTTTAATAGTATCTGGCATAGTAATGATACCTGGACTGGGGCAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGAAAAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGAGGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGACGAAG----------------------------
-------------------------------------------------------------------------
-------------------
GAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469721 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAATACTAATGTGAATG
ATACTATT-----------------------------------------------------------------
-------------------GGG---
AATGAGACTGACCCAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAGTAAGGGATGGTGGTGTTAACAACAGC----------------------------
-------------------------------------------------------------------------
----------
CGCACAAATGAGACCTTTAGACCTTTAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN516423 
TTCTACTGTAATACAACACAACTATTTAATAGTACATGGACATGGAATACTACCGGGGATGGTACCTGGAAG-
-------------------------------------------------------------------------
-GTTACTGAAGGGTCAAAT------
AACACTGCAGAAAACATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAAAATTAGATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTGATACAAACGAA----------------------------
-------------------------------------------------------------------------
----------
GGCAACAATGAGACCTTCAGACCTGCAGGAGGGGATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---CTAGGAGCG------
---TTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217308 
TTCTACTGTAATACAACAAAACTATTTAGTAGTACTTGGAATAATACTTGGAATAGTACTTGGAATAGTACTA
AT-----------------------------------------------------------------------
-------------------------



GAATCAAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGAGGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAATGGAGAGAATGAG-------------------------
-------------------------------------------------------------------------
----------
TCTGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JQ403058 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGTCGTCCAATGGTACTTGGACTAATGATACTACAG
GGTTAAAT-----------------------------------------------------------------
-------------ACAACT------
GATAAATATGATAACTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGCGGACTAATTAGCTGTGAATCAAAT---
ATCACAGGACTGATATTAGTAAGAGATGGTGGTAATAATGCAAACGAGACC----------------------
-------------------------------------------------------------------------
-------
GACAACACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403059 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGTTACTGAAGAGACAAATAGCACTAGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTGGTAACAATAAC----------------------------
-------------------------------------------------------------------------
----------
AACAGCGAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403060 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAATTGGTCAGCTAGTAGTCCTTGGAATAGTAGTACT----
-------------------------------------------------------------------------
----------------------------
GAACGAGGAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCACCTCCCATCAAAGGAGTAATTAAATGTACATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTAGTAATAACACTAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTACAGCCAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403064 
TTCTACTGTAATACAACACAACTGTTTAACACTAATTGGACTAGGACTAATGCTAATTGGACTGTTACTAATT
GGACTGAT-----------------------------------------------------------------
----------------------------



GCTGGAGTAAATATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATATCACGAAC----------------------------
-------------------------------------------------------------------------
----------
GAGACCACCGAGATCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAACGAACA---GTGGGA---CTAGGAGCT------
---TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403077 
TTCTACTGTGATACAACAGGACTGTTTAACAGCACTTGGAACTCAACAGAATGGGATAATAGCACAGATAAAA
AAGTCACA-----------------------------------------------------------------
-------------ATCAAT------
AGCACAGATAAAAAAGTCACAATCAAATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTAGTTCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAACAGTAACAATAACAGTAAC-------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGGTCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACACTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ403092 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGGGTAATGGTACTTGGCAAGGGTCAAAT-------
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACACTCCCGTGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAA---
ATTACAGGGTTAATATTAACAAGAGATGGTGGTAACGTTAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTGACCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CGGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>JQ403093 
TTCTACTGTAATACAACAGAATTGTTTAATGGTACTTTGAATAACACTGGGTGGAGTAATAGTAGCACTGGG-
-------------------------------------------------------------------------
----------------------------
GTAAATGGAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAG---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACTAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----
ACGAACGCCACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGAA---
GTGGGAACACTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>JQ403096 
TTCTACTGTGATACAACACGGCTGTTTAATACTACCTGGAATGATACAAATAACAGTGGACTT----------
-------------------------------------------------------------------------



----------------------------
AACAATGAAACTATCACCCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAATTGTTCATCAAAA---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTACTAATGACACAAATAAC----------------------
-------------------------------------------------------------------------
-------
ACAAATAAGACCGAGACCTTCAGACCAGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ217347 
TTCTACTGTAATTCAACAGTACTATTTAATAGTACTTGGAATTCAACAACTTGGAATTCAACACTGTTTAATA
GTACTGGG-----------------------------------------------------------------
-------------AATGAG------
ACTAGTGGAGAAAATATCACCCTCAAATGCAGAATAAAACAGATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAAAATTAAATGTAAATCAAAT---
ATTACAGGGCTGCTTTTAACAAGAGATGGGGGTAATGGGGGTAATGAT-------------------------
-------------------------------------------------------------------------
----------
ACGAACAAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGAT---TTGGGA---ATAGGAGCA------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217386 
TTCTACTGTAACTCATCAAAACTATTTAATAGTACTTGGAATGTTAATAATACTTGGAATAATACTGGAGAAA
AA-----------------------------------------------------------------------
----------------------------
GAAAATGACACAATAATACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTGTTAACAAGAGATGGAAGAAATAGTGAGGAC----------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGGGCT------
---ATGTTCCTCGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>KC312583 
TTCTACTGTAATACAACAAAGCTGTTTAATAGCACTTGGTTGTCTAATGATACTACTACTTGGAATGAGACTA
AT-----------------------------------------------------------------------
----------------------------
GACAACAGCACAATCATACTCCCGTGCAGAATAAGACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGTCTAATTAAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGTAATAATAATAATAATAGT----------------------
-------------------------------------------------------------------------
-------
AATACCTCAGAAGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTCAAAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAACG---ATGGGAGCT---
------TTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217430 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACTTTTAATAGTAATAATACTACCTCTAGCAATG
GA-----------------------------------------------------------------------



-------------------------
AATAGCAATGGAAATATCATACTCCCGTGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGATTAATTAATTGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTGATAATGAGACCAAC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGGATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KM259264 
TTCTACTGTAATACAACAGAATTGTTTAATAGTACTTGGAATGGTACTGTG----------------------
-------------------------------------------------------------------------
-------AACGAGTCAAAC------
AACACTGGAGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAACACGAGATGGTGGT----------------------------------------
--------------------------------------------------------------------
ACTAATAAGACTAAT---
GATACTGAGACCTTTAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259566 
TTCTACTGTAACTCAACACCACTGTTTAACAGTACTTGGTTGTCTAATGGTACT-------------------
-------------------------------------------------------------------------
-TTGAATGAAACTGAA---------
GGCAACGGGGGCAACATCACCCTCCTATGCAGAATAAAACAAATTATAAATGTATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTACATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGG----------------------------------------
--------------------------------------------------------------------
AACAATGGGTCTGAA---
CCCACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAGTTGAACCATTA---GGATTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCAATAGGGGGA---CTAGGAGCT---------
TTGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217509 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGGTCAAATAACACTGAAGAGCCAAATAACACTG
GA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGTAGACTAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGAGATGGGGGGAACAGGAATGAGACTAAC----------------------
-------------------------------------------------------------------------
-------
GGGAACGGGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ217601 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGGACTACTAGGGAAAGCAATGTTACTGAAG
GGTCA--------------------------------------------------------------------



-------------------------
GATAACAATGAAACTATCACACTCCAATGCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CCATATATGCCCCTCCTATCAGCGGACCGATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGAGGTAATACAAATAAGAGCAAT----------------------
-------------------------------------------------------------------------
-------
GAGAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ256646 
TTCTATTGTAATACAGCACAACTGTTTAATAGTACTTGGCCTGAGAATAGTACTTGGCCTGGGAATAATGGTA
CTACAGAGTCA--------------------------------------------------------------
-------AATAACAACACT------
GGAGAAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGGATAATTAAATGTTCATCAAAT---
ATTACAGGATTGCTATTAGTAAGAGATGGTGGTAACACCAGCATG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCGTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTATCGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF689895 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATAATAATAATACCTGGACTGGTAACACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACACTCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAACTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGAGGTGATAATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ATGAGTGAGATTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF689896 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGGTTAAATAACACTGAAGGAAATAGCACTGGGT
CAGGTAAC-----------------------------------------------------------------
-------------------ACT---
GAAGGAAATAACACAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAAAAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGCTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---ATAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGGCGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX864023 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTGTTTAATGGTACTTGGACTATTAATGGGAGTG
TT-----------------------------------------------------------------------



----------------------------
ACTGAAGGAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTACTAAAAATAATAGTAATAAC-------------------
-------------------------------------------------------------------------
-------
ACCAGTGAACCCGAGATCTTCAGACCAGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCAGCAGTT------ATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX864024 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAACTCTAATAGTACTTTGAAC-------------
-------------------------------------------------------------------------
----------------------------
AGTACTGGGAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTGTTATTAGTAAGAGATGGTGGTAACAGTAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX864025 
TTCTACTGCAATACAACAAAGCTGTTTAACAGTACGTGGACTAATCGGACTACAACTAACGAGACAACTAGT-
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACTATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGGGGACCAATTAGATGTTCATCAAAT---
ATTACAGGACTAATATTACTAAGAGATGGTGGTAATAGCAATAACACAAACAAT------------AAC----
-------------------------------------------------------------------------
-------
ACAAACAAGACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM638517 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACCTGGAATGGGACTAGTACTGAAGAGAGCAAGGGA----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGCGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGCATTAACACCACCAACGAGACCTTCAGACCTGGAGGAGGAA
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACC
TACCAAGGACACCACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTA
TATAAATATAAAGTAGTAAGAGTTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-
--------------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---
TTTGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF499166 
TTCTACTGTAATACAACAAAACTGTTCAACACGAATTTG----------------------------------
-------------------------------------------------------------------------



----ACACAACTGTCTAAT------
AACACTAAAGAAAACATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATAACAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGCCAAAATGAGACCTTCAGACCTATAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCGATTGAGGTGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KR423340 
TTCTACTGTAACTTAACAAAACTATTTAATAGTACTTGGCCTAATAATGATACTTCAAAGTTTAATAGTACTG
GG-----------------------------------------------------------------------
----------------------------
GGTAATGATACTATCAGACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGAGAAATTACATGTAATTCAAGT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AAGGTGAATGAGACCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---ACCAAACAG---TTGCTG---TTTGGGATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM638584 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGTATAGTAATGAGACTGAAGAATTAAATAACACAG
GAGTG--------------------------------------------------------------------
-------------------------
AATAGCACAGAAACTATCACACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTACTACTAAGAGATGGTGGTAATATTAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AGAGACAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGTGGGAATAGGAGCT------
---TTGCTCATTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAACATCTGTTGCAGCTCACGGTCTGGGGCATC 
>KM354155 
TTCTACTGTAATTTAACACAACTGTTTAATAAAACATTTAATAACACCGGGGAT-------------------
-------------------------------------------------------------------------
-GATACTGACAACAGT---------
GAAGGTAATGACACAATAATACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------------------
GTTGTGGAGGACAAT---
AACACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGGAAAGAGACGGGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM354232 
TTCTACTGTGATACAACAGCATTGTTTAATAATACTTGGAATAATAATGATACT-------------------
-------------------------------------------------------------------------



-TGGAAGGGTACTAGA---------
GCACCAAATGACACCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACGAATTAGATGTGTATCAAAT---
ATTACAGGACTACTATTAATAAGGGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AATACTAACACAACAAAC---
AAGTCTGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KM354355 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGACT-------------------------
-------------------------------------------------------------------------
-------GGAGAGCCAGAT------
AACATTGTAAAAGAGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGAGGACGAATTAGCTGTGTATCAAAT---
ATTACAGGGCTGCTACTAGTAAGAGACGGAGGT----------------------------------------
-------------------------------------------------------------------------
-
AACGAGACTAACGGGAATGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAGTTGAACCATTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---
TTAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN687773 
TTCTACTGTAATACATCACAGCTGTTTAATACTACTTGGAATGATACTAATAGCACCAGGTATGAG-------
-------------------------------------------------------------------------
----------------------------
AATAACAGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCGCAGGACAAATTAGCTGTACATCAAAT---
ATTACAGGGGTGCTATTAACAAGAGATGGTGGTATCAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908219 
TTCTATTGTAACACAACACGGCTGTTTAATAATTGGACTTCTAATAATACTTGGAATGATACTACAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATAACAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAATAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGACCAACAACAGC-------------------------
-------------------------------------------------------------------------
----------
AACAGCAGTGAGACCTTCAGACCAGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAACA---GTAACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204596 



TTCTACTGTAATACATCACAATTGTTCAATAGTACTTGGGAGTTTAATAGTACTTGGAATGGGAATGAAACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACCATCATTCTCCCATGTAGAATAAAACAGATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAATACCTCCAAC----------------------
-------------------------------------------------------------------------
-------
TCCAGCAATATTGAAACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY112149 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATACTACACAATTGTTTAATAGTACTGAGAGTG
CTAATGATACT--------------------------------------------------------------
-------------GGAGGG------
TTGAATAACACAGTTATTACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGATTACTTAATTGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTGATCTTAACAGTACTGAC-------------------
-------------------------------------------------------------------------
----
AACAATACCAATATAGAGGTCTTCAGACCGCAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCC---ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KY112490 
TTCTACTGTGATTCATCACAACTGTTTAATAGCACTTGGAATAATGAGACTTGGAGTGATAATAGTACTAAAG
GGTCA--------------------------------------------------------------------
-------------------------
AATAGCACAGAAATTATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCTATCAAAGGACAACTTAATTGTTCATCAAAC---
ATTACAGGGCTGCTGTTAACAAGAGATGGCGGTAGTGGTCTTAACAGGACTGAC-------------------
--------------------------------------------------------------------
AACAGGACTGAGAAC---
AATACTGAGGTCTTCAGACCGCAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403067 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGTACTGAGAATGGTACTCTTACAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATGACACTAGCATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGGCAAATTACATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGTCCGAATGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAGATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JQ403069 
TTCTACTGCAATACAACACCACTATTTAATAGTATTTGGAATGATACACAACTGTCTAATAGTACTTGGAATG
AGACTGACTGG--------------------------------------------------------------
----------TCAAATAAA------
ACTACAAGAGAAAACATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTACGCCCCTCCCATTAGGGGAATAATTAAATGTTCATCAAAT---
ATCACAGGGCTACTATTAACAAGAGATGGAGGGGATTCTAATGAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTTG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTGGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403082 
TTCTACTGTAATACATCACAGCTATTTAATACATCACTTCTATTTGATAAGAGTCCTGAAAAGCCA-------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAACTGTTCATCAGAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATGACACCAAT----------------------
-------------------------------------------------------------------------
----------
AGCACCCACGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---ATATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATCGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JQ403035 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACTTGGCATAGTAATGGTACTGTAGAGTCAAGTAACAAT-
-------------------------------------------------------------------------
----------------------------
AACAGTACAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAC---
ATTACTGGGCTGCTATTAACAAGAGATGGTGGTAGTAACACCACC----------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403083 
TTCTATTGTGATTCAACAAAACTGTTTAATAGTACTTGGTATACTAATGGGAATACTACTGGAGAGCCAATTA
ACACTGAC-----------------------------------------------------------------
----------------------------
GGAAATGGTACAATCACACTCCCATGCAGAATAAAACAAGTGATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAATAATTAACTGTTCATCAAGT---
ATTACAGGGCTAATATTAACAAGGGATGGTGGTAACGAGAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAACA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>JQ403084 
TTCTACTGTAATACAACACAGCTGTTTAATGATAGTATTTGGAATGGGACTAGGACTAAAGAGCAAAAT----
-------------------------------------------------------------------------
----------------------------
GAAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACCCAGAGCAACGGT-------------------------
-------------------------------------------------------------------------
-
ACCCAGGGCAATGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAGCCAGTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403086 
TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATAGTACTAGGGATAATAGTACTGCAGAGTCAA
GT-----------------------------------------------------------------------
----------------------------
AACAGTACACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAGAGGACTGATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTAACAACACC----------------------------
-------------------------------------------------------------------------
----------
AATGAGATCGAGACCTTCAGGCCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403087 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGATAAATAATGGTACTTGGAAGGGTACTAACGTGT
CAGAT--------------------------------------------------------------------
----------------------------
TCAAATGACACTGTCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TATATGCCCCCCCCATCGCAGGACGACTTGAGTGCATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTATTAACACCACC-------------------------
-------------------------------------------------------------------------
----------
AAGGACAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAATGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCGCCCTCCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGG---TTCGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403088 
TTCTACTGTAATACAACACAACTGTTTAATAGTAATTGGACTAATACAACTAGAGAGGGA-------------
-------------------------------------------------------------------------
----------------------------
GAGAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGAGGACATATTAACTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAAAACAATGGGAGT-------------------------
-------------------------------------------------------------------------
----------
AATGACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403089 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGACTGAGAATAGAACTGTAGGGACTGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCCATTAGATGCTCATCAAAT---
ATTACAGGACTGCTATTAATGAGAGATGGTGGTACAAACCAGACC----------------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTGCAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403091 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTTGGGTTAATAGTAGTTGGGTTAGTGGGAGTAATGAAT
CTAGCGAT-----------------------------------------------------------------
----------------------------
GCCAATGGCACAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACAAATTAGATGCACATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTAAAAATACAAGT----------------------------
-------------------------------------------------------------------------
----------
AACAACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATA
AGGTAGTAAAAATTGAACCTTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---TTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ610123 
TTCTATTGTAACACAACACAACTATTTGATAGTACTTGGGATAGTAATAGTACTTGGAATAGTACTGGGAATA
CAAATAAA-----------------------------------------------------------------
-------------------ACT---
GGAGGAAAGGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGAATAATAGTACG-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGACTTTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM081848 
TTCTACTGTAATTCAACACCACTGTTTGGTAGTACTTGGCTGTTAAATAATACTGGGAATGGTACTTGGAATA
GGAATGATACT--------------------------------------------------------------
----------GAAAAGCCA------
AATAACACTGACCCAATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACATATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAGTAATGACACCACG-------------------------
-------------------------------------------------------------------------
----------
AACGGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM081861 
TTCTACTGTGACTCAACAAAACTGTTTAATAGTACTTGGAATAATAACACTGGGAATGTAAGTGATACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAACACTATCACGCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGACAGTGGGAAAAGCAA
TGTACGCCCCTCCTATCCGAGGACAAATTAACTGTTTATCAAAT---
ATTACAGGGCTACTCTTAACAAGAGATGGTGGTAACGGGAACAACACT-------------------------
-------------------------------------------------------------------------
----------
AATACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATCGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081893 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGACTTGGAATAGTACTGGGGAGGACAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGCAGAAAATATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCTAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGAGGTAGCGGGAAC-------------------------
--------------------------------------------------------------------
AATTCCAAGACCAAC---
GATTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081913 
TTCTACTGTAACTCAACACCACTGTTTAATAGCACTTGGTATCCTAATAATAGCACTTGGTATCCTAATGAGA
CTGTGGCAGAT--------------------------------------------------------------
----------------------------
ACTGAAGGAAATATCACACTCCAATGCCGAATAAAACAAGTCATAAACCTGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAATACCACA-------------------------
-------------------------------------------------------------------------
----------
AACACCATCGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATACAAATACA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081963 
TTCTACTGTAATACATCACAGCTGTTTAATGGTACTTTACAGCTTAATGGTACTTGGATTTGGAATGGTACTT
GGAATGGTACT--------------------------------------------------------------
-------------TGGAAT------
GGTACTATAGGTACCATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCCAAT---
ATTACAGGGCTACTATTAACAAGAGATGGAGGAGATAAAAGTAGTAACAGC----------------------
-------------------------------------------------------------------------
-------
ACAAACAATACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---
------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX864027 
TTCTACTGCAATACAACACCACTATTTAATAGCACTTGGAAAAGGAATGGTAATTGGAGTAGAAATGATACTG
AAGAA--------------------------------------------------------------------
-------------------TCA---
AACAGCACAGAACCAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGTGGACGAATTAACTGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAACAGTGCC----------------------------
-------------------------------------------------------------------------
-------------
GCCAACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------GTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH666175 
TTCTACTGTAATACGACAATACTGTTTAATAGTACTTGGAATTCAACACAACTGCAGAATAATGACACTGAAC
AG-----------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTAATAAGGAAGAAAACAATACCGAA-------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAAAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MH666186 
TTCTACTGTAATACAACAAAACTATTTAATAGCATCTGGAATGGCACCAGGAGTGAGAATAATAATACTGGAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGAGGCCTAAACAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGATAAGTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH666216 
TTCTACTGTAATACATCAAAGCTGTTTAGTAGTACTTGGAATAGTACTACTAATTGGAATAGTACTAATTGGA
ATAGTACTACT--------------------------------------------------------------
-------------------------
GATGGGAATAATACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGAGTAATTAAGTGTTTATCAAAT---
ATTACAGGGTTGCTATTAGTAAGAGATGGTGGTATTAACCAGACCAACACCACC-------------------
-------------------------------------------------------------------------
-------------
GAGATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCG---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>MH666227 
TTCTACTGTAATACAACAAAATTATTTAGTAGTACTTGGCATAATGAAACCAATAGCACTTTGAATGATCCTG
AAAATAGC-----------------------------------------------------------------
----------------------------
AATAACGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAACTGTTCATCAAAC---
ATTACAGGGCTATTATTAGTAAGAGATGGTGGTGGTAATGATACA----------------------------
-------------------------------------------------------------------------
----------
AGGGACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH666240 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAAGGGGGGAGAGTTAAATAGCACTGAAGAAAATA
ATAGCACT-----------------------------------------------------------------
----------------------------
AAAGAAAGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTAATAACAAGAGATGGTGGTAACAAGAATGATACT-------------------------
-------------------------------------------------------------------------
----
AATGATACTGATACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------TTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH666253 
TTCTATTGTAATACAACACCACTGTTTAATAGTACCTGGAATAAGAATGATAGTTCCGGGAACTGGACTGGG-
-------------------------------------------------------------------------
-AATGATACTGGAGTGGCA------
AATAACAATGGCACAATCACCCTCCAATGCAGACTAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCCGGGGAAACATTAGCTGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTTAATGCCACA----------------------------
-------------------------------------------------------------------------
-------------
AGCAACGAAACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>MH666262 
TTTTACTGTGATACAACACTACTGTTTAACAGTACTTGGAACAGTAACAGTACTGGGAACAGTACTGGGAATG
GTACTGAA-----------------------------------------------------------------
----------------------------
GAGGGTGATCCAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGCAACAGTGATAGCACT-------------------------
-------------------------------------------------------------------------
----------
AACGGAACTGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCATGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------



---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM354431 
TTCTACTGTAATACATCACAACTGTTTAATAATACTTGGAATAGTACTGATAAA-------------------
-------------------------------------------------------------------------
-ACGTTAAATAACACT---------
GAAGGAAATGACACAATTACCCTCCCATGCAGAATAAGACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCAATCGCAGGAATAATTACATGTTCATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGGGGG----------------------------------------
--------------------------------------------------------
ACAGAGAATGGGACTAACACC---------
ACCACTGAGACCTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGGATAGCACCCACCAGGGCAAGGAGAATAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KM354585 
TTCTACTGTAATACATCAGGACTGTTTAATAGCACTTGGACTCGGAACAATACTACTGGCACT----------
--------------------------------------------------------TGG---
AACAGTATCAATACCACCACC---------------
ATAGGAAATGACACCATCACACTCCAATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-
AACGAAACAGTGCACAATGAGACCTTCAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAAG---
GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM354670 
TTCTACTGTAATACAACACGACTATTTAATAGTATTTGGTATGCTAATGGTAGTAGTAAAGAG----------
--------------------------------------------------------ACA---
GAGCCTGTTAATAGTACTGAA---------------
GGGACAAATGCCACTATCAGACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAGG
CAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAGT-------------------------------------
--------------------------------------------------------
ATAAGGAATGACACAGATAAC---------
ACCACAGAGGTCTTCAGACCTGGAGGTGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX587204 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTAGGAATGATAGTGTTACTGGAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATAACACTATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTTGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGGAAGGAGTCCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACGACTGAGACCTTCAGACCAGGGGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC473824 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATAATACTAATATTAATTCAAATGACACTGAGA
GA-----------------------------------------------------------------------
----------------------------
TCAAATAAAACTATCATTCTTCCATGCAAAATAAAACAAATTGTAAAAATGTGGCAGAGAGTAGGAAAAGCAA
CGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTAACCATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGGGAGAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCCTTGGGTTCTTAGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK164663 
TTCTACTGTAATACAACAGAACTGTTTGAAAGAAGTTGGAGTAATAGTACTTGGAATGTTACTACCAATAATA
CTGAAGGG-----------------------------------------------------------------
----------------------------
GAAGATAAAAATATCACTCTCCCATGCAGAATCAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAACAACAACGGCAGTAATAAC-------------------
--------------------------------------------------------
AACAACGGCAGTAATAACAACAAC------
AGTAGTGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTATGGGGCATC 
>MK164670 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGGTTAATGGTACTTGGAGTAATATGCCTAACAATG
ATACTGAA-----------------------------------------------------------------
-------------------------
GGGGCAGATGGAAAGATCACTCTCCCATGCAGAATCAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCGACAACAACAGTCGGACCAAC-------------------
-------------------------------------------------------------------------
----------
GACAGTAGTGAGATCTTCAGACCTAATGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC935958 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAGTCAGCTAACAATACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGGGACAATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGGGGACAAATTACATGTATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGGAAAATAATACAACC----------------------
-------------------------------------------------------------------------
-------
AATGCAACCATCGAGACCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF680914 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATTCGAATGATACTAGCAAGGGAGATAACAATG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCATACTGAA----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGTGGGAATGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680916 
TTTTACTGTAATACAACAAGGCTGTTTAATAGTAATAGTACTATCTTGGATGCTTGGAATGAAACTACTGCTG
AT-----------------------------------------------------------------------
----------------------------
GAGAACAAGACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGGGGTAATAATGATACA----------------------------
-------------------------------------------------------------------------
----------
AGCGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCAATAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383384 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGATCTGGGATAATGGTGCTGAAAACTGGAATGGTA
CTGAAAGGCCA--------------------------------------------------------------
----------------------------
GAGAATGACACTATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAACTTAATTGTTCATCAAAT---
ATTACAGGTCTGCTTTTAACAAGAGATGGTGGTAAAAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATCGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGACA---TTTGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATC 
>KF526141 
TTCTATTGTAATTCAACACCACTATTTAATAGTACTTGGAATGTTAATGATACTAGTACTGGGAATGATACT-
-------------------------------------------------------------------------
----------------------------
GAAGAAGGAGATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGCGGTGTTAATAGGAGC----------------------------
-------------------------------------------------------------------------
----------
AATGGAACCGAGGTCTTCAGACCTTCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCAGCAAGGCAAAAAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM081852 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTTAGCAATGGAACTTGGACTAATGCTAGA----
-------------------------------------------------------------------------
----------------------------
AGCAATGAGACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAAGTGGCAGGGAGTAGGAAGAGTAA
TGTATGCCCCTCCCATCAGTGGAAATATTAGCTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTACAAAAAATGACATA-------------------------
-------------------------------------------------------------------------
-------------
AATGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GCA------TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM082074 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGAAGGGTCCAATAACACAA
AT-----------------------------------------------------------------------
----------------------------
AGCACTGATAATATCACACTCCAATGTAGAATAAAACAAATTGTAAATTTGTGGCAAGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGACATGGAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MG196787 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATTGGAATAGCACTGAAGAATCAAATACT----
-------------------------------------------------------------------------
----------------------------
ACTGAAAGAAATATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAAAGATGGGGGTACTGGAAATAAG----------------------------
-------------------------------------------------------------------------
-------------
ACTGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196997 
TTCTATTGTAATTCAACACAACTGTTCAACAGTACTTGGAATAGTACTTTGACTAATAACTGGAATGATACTT
GGAATGCTAAT--------------------------------------------------------------
-------------AGCACT------
GATGTCAATGACACTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CCATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTGATAGCGATGGC----------------------------
-------------------------------------------------------------------------
-------------
ACAGACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354703 
TTCTACTGTAATTCAACGCCACTATTTAACAGTAATTGGACTCGGAACAATGGGACT----------------
-----------------------------------------------------------------
TGGAAGCTAAATAACACTTCA------------
AATAGCACTGAGCCAATCACACTCCAATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTACTAATAACAAGGGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
GACCCGAACAGCACGACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGACA---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGATGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>KM354781 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTGAG-------------
-----------------------------------------------------------------
GAACAGTCAGGTGTTGATAAC------------
ACATCAAATAAGATTATCACAATCCAATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGTAGGAAGGG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAGTAAGAGATGGTGCC----------------------------------------
-------------------------------------------------------------------------
-------
AACGATACCAAGGAGACTTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN397365 
TTCTACTGTAACACATCAGGACTGTTTAATAGTACTTGGACTGTTATCGGTGAGTGGGAGGATCCTACACGG-
-------------------------------------------------------------------------
----------------------------
AATGATACCAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATCAACTGTACATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTATTAATAGAACT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGACA---CTCGGAGCT---------
ATGCTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ846901 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTGGAGAGTCTTGGAATGATACAAAA-
-------------------------------------------------------------------------
----------------------------
GGGGGAGTAAACATCACACTTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAATAACAAGAGTGAG-------------------------
-------------------------------------------------------------------------
----------
AACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA



AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC473825 
TTCTACTGTAATACAACAAGACTGTTTGCTTGGAATAGTGCTTGGAATAGTACTGGGAATGAAACT-------
-------------------------------------------------------------------------
----------------------------
GCAGATAGAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGCAATTAATTGTGCATCAAAT---
ATTACAGGGCTGTTATTATTAAGAGATGGTGGTAATAGCAGCGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473827 
TTCTACTGTAATACAACAGCACTGTTTAATAGCACTTGGAATAGGAATGAGACTTGGAATTCTACTGGAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCCAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTAACACAAACGAG----------------------------
-------------------------------------------------------------------------
----------
ACTACCTCTGAGACTTTTAGACCCGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678074 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATCCTAATGATACAAGTACTTGGAATGATACTA
AT-----------------------------------------------------------------------
-------------------------
GGAATTAATGACACACTCACACTACCATGTAAAATAAAACAATTTGTAAACTTGTGGCAGGAGGTAGGAAAGG
CAATGTATGCCCCTCCCATCCAGGGACAAATTAATTGTGCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGTGTTAACACTACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM082156 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGCTAATAGTACTTGGAATGACACTGAAGGGTTTA
GTGACACT-----------------------------------------------------------------
----------------------------
GGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATATTACCAAT----------------------------
-------------------------------------------------------------------------
-
AATAATACAAACAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT



ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCCCCCACCAAGGCAAAGAGGAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACTG---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF526228 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATTCACCACAACCTAATAGGAATTGGACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTGTATCAAAT---
ATTACAGGAATGATATTAACAAGAGATGGTGGTATTGGTAACACCACCGGG----------------------
-------------------------------------------------------------------------
-------
GAGAACGGAACAGAGATCTTTAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGCGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>KF526265 
TTCTACTGCAATTCATCACAATTGTTTAATAGTACTTGGAATGGTACTGAGTCTTGGAATAGTACTGGG----
-------------------------------------------------------------------------
----------------------------
CATGACACTAACATCACACTCCAATGCAGAATTAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGGAACAAGAGC----------------------------
-------------------------------------------------------------------------
-------
GAGACTGAGACTGAGACTTTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT---
------TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGTGCACCAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KF526312 
TTCTACTGTAATGCAACAAAACTGTTTAATTCTACGTGGAATAGTAGTACTTGGAATGATAATAATCCTGGG-
-------------------------------------------------------------------------
----------------------------
GAAAATGTTACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAACAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACGAATTAGCTGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGGGGTATTAATAACACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCAACAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF526323 
TTCTATTGTAATACATCAAAATTATTTAATAGTACCTGGAATGAGACTAGTACTTGGAATGAGATGGGA----
-------------------------------------------------------------------------
----------------------------
AAAGATGATAATATCATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAACCAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAACAAGGGCAGTAATGGT----------------------
-------------------------------------------------------------------------
----------



AGCAACACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTAATG---GCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAGCAACTGTTGCAACTCACGGTCTGGGGCATC 
>KT124766 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATGTTACTAGTGATGAGTCAAATAACACA----
-------------------------------------------------------------------------
----------------------------
AATAACACTACTATCACGCTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGTATAATAATGGCACCAAT----------------------
-------------------------------------------------------------------------
----------
AATGATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAGAATTGAACCATTA---GGAATAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGGATGATAGGAGCA------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAT---GCCAGACAA---GTATTG---GCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>KT124773 
TTCTATTGTAATACAACACAACTGTTTAATAGTACCTGGGTTAATAGTACATGGAATAGTACTGAAGGAATG-
-------------------------------------------------------------------------
----------------------------
AACAACACCAACATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTACATGTGCATCAAAT---
ATTACAGGGGTGCTATTAACAAGAGATGGTGGACATAATGGATCA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGATCA---CCAACA---CTGGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACACATATTGCAACTCACGGTCTGGGGCATC 
>KT124775 
TTCTACTGTAACACCACACAGCTGTTTAATGAAACCTGGATTAACAGTAACAGTACCGGG-------------
-------------------------------------------------------------------------
----------------------------
AGTAATAGCAGTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATGCAAGGACAAATTAGTTGCTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGAGGAGGTAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>MG196689 
TTCTATTGTAACTCAACAAAACTGTTCAACAGTATTTGGAATAGTAGTTTGATTAATGAGAATATTACTTGGA
ATGCTAAT-----------------------------------------------------------------
-------------AGCACT------
GATGCCAATGACACTATCACACTCACATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CCATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATACCAGTAGC----------------------------
-------------------------------------------------------------------------
-------------



ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAGG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196815 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGCATAGTAATAGTACTTTGAATAGTACTGAGAAT-
-------------------------------------------------------------------------
----------------------------
GTAAATAAAACTATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCCCTCCCATCAGAGGAGTAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAAGAGTAGCAACACCAGCAAC-------------------
-------------------------------------------------------------------------
----------
ACCACCGAGGAGGTCTTCAGACCTGAGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGATTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196840 
TTCTACTGTAATTCAACACCGTTGTTTAATAGTACTTGGTCTAATAATACTTGGAACGATACTGAAGAATTAA
GTGCC--------------------------------------------------------------------
-------------------ACT---
GAAGGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTGATTAGATGCTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTCCTAATAACACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCTACAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATAAAGTAG
TAGAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAACT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGGTGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196846 
TTCTATTGTGATACAGCAAGCCTGTTTAATAGTACTTGGCAGGCAAAGGAGACTGAAAGAAATGACACTGGA-
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGGAAAGCAA
TATATGCCCCTCCTATTGCAGGGTTAATTAGATGTTCATCAAAT---
ATAACAGGGCTGCTGTTAACAAGAGATGGTGGTAATGAGACCATGACC-------------------------
-------------------------------------------------------------------------
----------
AAGGATAACGAGACCTTCAGACCTGGAGAAGGAAATATGAGGGATAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196942 
TTCTACTGTAACACAACAGCACTGTTTAATAGCAGTTGGAATGAGAATAATACTTGGGTTAATAATACTGAAA
CA-----------------------------------------------------------------------
----------------------------
GGAGAGAGAAACATCACACTCCAATGTAGAATAAAACAAGTTATAAACTTGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTGAGCCTAACAATACC-------------------------
-------------------------------------------------------------------------
-------------



CAAAATGAGACCTTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG197084 
TTCTATTGTAATACAACAAAACTATTTGATAGTACTTGGAATGTTACTTGGAAAGAGGCAAATAACACTGGA-
-------------------------------------------------------------------------
----------------------------
GAGAATGACACAATCATCCTCCAGTGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTAGTTGCTCATCAAAT---
ATTACTGGATTGCTATTAACAAGAGATGGTGGTGACGATAGGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTTCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAGTTGAACCATTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197146 
TTCTACTGTAATTCAATACCACTGTTTAATAGTACTTGGGATAGTAATAGTACTTGGGGTAATGATACCATAG
GG-----------------------------------------------------------------------
----------------------------
TTAAATGAAACTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAGATTGGATGTTCCTCAAAT---
ATTACAGGGCTATTGTTAACAAGAGATGGTGGTAATGCTAAGAGG----------------------------
-------------------------------------------------------------------------
----
GACAAAAACGACACAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAAAAAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------TTGTTCATTGGGTTCCTGGGAGCA---GCTGGGAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGATG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM354470 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACAGAGTTA-------------------
-----------------------------------------------------------------------
AATAGTACTACAGGGAAT---------
AGTACTACAGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATAAGGGGATACATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
GAGGGCAACAACAGGAGTGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354904 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGACTAATAGTGGTGATGGT----------------
-----------------------------------------------------------------------
AATTGGACTAGTAGTGAT---------
AAGTTAAATGGCACTATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGATATATTAACTGCTCATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------



-----------------------------------------------------------------
ATTGAGAACAATACCAAC---
AGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATAAAG
TAGTACAAATTAAACCATTA---GGAGTAGCACCCACCGAGGCAAAAAGAAGAGTGGTA--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KM355003 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAGTACTGGA----------------------
-------------------------------------------------------------------------
-TCAAATAACACTGAG---------
GGAAATGACACAACAATCACAATCCCATGTAAAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAAATGCTCATCAAAT---
ATTACAGGGTTATTACTAACAAGAGATGGGGGT----------------------------------------
-----------------------------------------------------------------
ATTAATGCCACAAACGGG---
ACCATGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM355044 
TTCTACTGTAATTCAACAAAATTGTTTAATAGTACTTGGACGAATAGTAGTTTG-------------------
-------------------------------------------------------------------------
-GAAAATAATACTACA---------
GAGTCAAATATCAATATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAG
CGATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCAACAAAT---
ATCACAGGGCTACTATTAACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-
AATATCACTAATAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU901727 
TTCTACTGCGATACAACACAACTGTTTAATAGTACTTGGAATTGGAATGATACTCGGACAGGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
GGCAATGACAAGATCATACTCCCATGTAGAATAAGACAAATTGTAAATAGGTGGCAGGAGGTAGGAAAGGCAA
TGTATGCTCCTCCCATTAGAGGACAAATTAAATGCTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGGGGCAATAACAATACA----------------------------
-------------------------------------------------------------------------
----------
AATGAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTACAGGTTGAACCAATA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG-----------
----------------------------CGAAGAGAAAAAAGAGCG---GTAACA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384799 
TTCTACTGTAATACAGCACAACTGTTTAATAGTATTTGGAATGGTACTGAGCCTAATGCTGAATGGGCAACTA
AC-----------------------------------------------------------------------
----------------------------
AATAAAGCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGATGTACATCAAAT---



ATTACAGGACTATTACTAACAAGAGATGGTGGTAATAGCGGGAAAAATGATAGT-------------------
-------------------------------------------------------------------------
-------
AATAATAACACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGC---CTAGGAGCT---
------GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCACCTGTTACAACTCACAGTCTGGGGCATC 
>KF384805 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTGTCAAATAGTACTTGGATGTCAAATAACACTG
GAGGA--------------------------------------------------------------------
----------------------------
AATGACACAACAATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCCAGGACAAATTAGCTGTTTATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAATGTGAGCAACAGC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCTCCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA---GCG---------GGACTG------
---GTGTTCCTTGGGTTCTTGGCAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384806 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGTTTGGGAATACTACTAAACAGTCAAATGAC----
-------------------------------------------------------------------------
----------------------------
ACTACAGAATATATCAGACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAGAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATGATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AGGTAGTACAAATTGAACCCTTA---GGGGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473831 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAAATGGGAGGGTAATAGTACTTGGAATAGTACTGGAGAGT
CAAATAAC-----------------------------------------------------------------
----------------------------
ACTGCAGAAAACATCATACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCCA
TATATGCCCCTCCCATCAGCGGACCAATTAGATGCTCAACAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGAAAGGATGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
CAAACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
CTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATC 
>KC473833 
TTCTACTGCAATACATCAGCACTGTTTAATAGTACTTGGAATAGTACTATAAATACAAGT-------------
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCTCCTCCCATCAGGGGAAACATTAGCTGTACATCAAAT---



ATTACGGGGGTGCTATTAACAAGAGATGGTGGCGATGACCCTAACGGG-------------------------
-------------------------------------------------------------------------
-------
ACCAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTGTATAAAT
ACAAAGTAGTAAAAATTGAACCATTG---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473834 
TTCTACTGTAATACAACAAAACTGTTTAATGGTAATTTGACTAATACTTGGAATGGAAATTGGTCTGAT----
-------------------------------------------------------------------------
----------------------------
ACTAATGGTACTATCATACTCCAGTGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGACAGATTAACTGCACATCAAAT---
ATTACAGGATTGCTATTAACAAGAGATGGTGGCACAGGCAATGACAGT-------------------------
-------------------------------------------------------------------------
----------
GACAGCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN397362 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGGAAAAAACAAATGATACTTGGAGTGGTAATGAAA
CGTTA--------------------------------------------------------------------
-------------------AAT---
GGCACAATCACACCAATCACACTCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGAAAATAGGAAAAG
CAATGTATGCCCCTCCTATTCCAGGACCAATTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGAGGTGATAGGAGTAAT-------------------------
-------------------------------------------------------------------------
----------
GCCACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGTTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---TTTGGAGCG------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384810 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGAATGGAATAGTACCAATTGGAGTAATAACACT-
-------------------------------------------------------------------------
----------------------------
AGCAATGAAAATATCATACTCCCGTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACGGATTAGTTGTTCCTCAAAT---
ATTACAGGACTGCTACTAACAAGAGATGGTGGTGATAGTAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACG---CTGGGAGCT------
---TTATTCCTCGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTGTTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM516891 
TTCTACTGTAATACAACACAACTGTTTGATAATACTTGGAACAGCACTAAG----------------------
-------------------------------------------------------------------------
-GATGCGACTGGTACT---------
GAAAGAAATGATACTATTACACTTCCATGTAGAATAAAACAAATTATCAATATGTGGCAAAGAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAAT---



ATTACAGGGCTGTTATTAACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
GTGAACGTGACAACCAAC---
AACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAGAAGAGCA---GTA------CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU901848 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAAGAGTCAAATAACACTACTGCA-
-------------------------------------------------------------------------
----------------------------
GGAAATGATATAATCAAACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCAATCCCAACAGAGAACTAATTAGATGTTCATCAAAT---
ATTACGGGGCTGCTATTAACAAGAGATGGTGGTGTCACCAACACCACCAATGAG-------------------
-------------------------------------------------------------------------
----------
GCCAAAATTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384812 
TTCTATTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGATACTGAAGGGTCAAATAACACTGGGGGGT
CAGAAAAC-----------------------------------------------------------------
----------------------------
ACTGACAACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAGTTGTGTATCAAAC---
ATCACAGGGCTGCTATTACTAAGAGATGGTGGTAAAAAGAATGAGACTGAC----------------------
-------------------------------------------------------------------------
-------
GGGAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384813 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTGGTAATGAGTCAGATAGTACTAAC-------
-------------------------------------------------------------------------
----------------------------
AAAAGTGTCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTATAGACAACAAGACAGAC----------------------
-------------------------------------------------------------------------
-------
AAGAACGAGACCGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCGTTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383400 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGAATTGGAATGATACTAAAGGGTCAAATAGCACTG
GAGAA--------------------------------------------------------------------
----------------------------
AATAGCACACTCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATTAGCTGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCAGACTAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGATCTTCAGGCCTGAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KY778473 
TTCTACTGTAATTTAACACAGTTGTTTAATAGTACTTGGGGGCATAATAATTCAATACAATTGGATAATAGTA
CTTGGGAT-----------------------------------------------------------------
----------------------------
ACTAATAATACTATCACACTCCCATGTAAGATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTATATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGCAATACCACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTGGGAGCT---------
CTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124756 
TTCTACTGCAATACAACACAACTGTTTAATAGCAGTTGGACAGATGGGCAAGAGCTAAATAACACTGGGCAAG
AG-----------------------------------------------------------------------
----------------------------
CTAAATAGCACTATCACGCTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTAGTGGACCAATTAAATGTACATCCAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAACTCTAACTCTAGTGGGAAG-------------------
-------------------------------------------------------------------------
----------
AACGACACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897911 
TTCTACTGTAATACATCAAAACTATTTAATAGTACTTGGCAGACTGATAATAGTACTTGGCAGCCTGAAGCT-
-------------------------------------------------------------------------
----------------------------
GAGAATAACACTATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTACTAACAAGAGATGGTGACAATGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
AGCACTGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAGAAAAGGGCT---GTGACG---CTGGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCA---
ATGACGTTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897913 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGACAAATGGTACTGAAGAGGCAAATAACACTGGAG
GA-----------------------------------------------------------------------
----------------------------
AATGACACACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATCAGATGTTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATAACGGG-------------------------
-------------------------------------------------------------------------
-------------
ACGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATAGAACCATTA---GGAGTAGCTCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897916 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTTTAATAGTCCTTGGAATGATACTAAAATGTCAAATG
GCACTGAA-----------------------------------------------------------------
-------------------------
GGATATAACACAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAG
CAATATATGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTCTTAGTGAGAGATGGTGGTATTGATAATGCCACA-------------------------
-------------------------------------------------------------------------
----------
AACAATATTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897917 
TTCTACTGCAATACAACACCACTGTTTGATAATGTTTGGAATGGCACTAAGTTTACAAAGAATTTTACAAAGA
ATAAA--------------------------------------------------------------------
----------------------------
GGAGAGAATATCACTACTCTCTCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAACTGTTCATCCAAT---
ATTACAGGACTGATACTAACAAGGGAGGGTGGTGTTAACAGGACT----------------------------
-------------------------------------------------------------------------
-------------
GACAATGACACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTACAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCGACAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCG---------
TTGATCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196702 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTTGAATGATACTGAAGGGACAAAT-------
-------------------------------------------------------------------------
----------------------------
AGAACTGAAAATATCACGCTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAATTGTGTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTAACTCTACA----------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196732 
TTCTACTGTAATACAACACAATTGTTTGAAGAGTCAAATAACACTGAAAACAACACTAAAAGAGAAAATATCA
CACTT--------------------------------------------------------------------
----------------------------
GAAAGAGAAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAGAAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAC---



ATTACAGGACTGTTATTAACAAGAGATGGTGGCAATAATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
GATGATCCGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGACTAGGAGCT------
---TTGTTCCTTGGATTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MG196767 
TTCTATTGTAATATAACACAGTTATTTAATAGTACTTGGCTGGGTAATGGTACTGGGAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACTACAGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAGAGATCAGCTGTAGTTCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAAGCCCGGAAACGCCGCC----------------------
-------------------------------------------------------------------------
-------
GAGAGCATCAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAGGAGAAAAAAGAGCA---GTGGGAACATTTGGAGCT---
------CTGTTCCTTGGGTTCTTGAGTGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG196819 
TTCTACTGTGATTCAACAAAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATAATACTGAA----
-------------------------------------------------------------------------
----------------------------
GAGCCAGAGAACATCACCCTCCCATGTAGAATAAAACAATTTATCAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGATACTATTGACTAGAGATGGTGGTAATGGTAGCAGCACCGAG----------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGACA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196866 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGCATAGTACTACTAAGTATAGTACTAACAGGACAA
CTGAA--------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGCGGACCAATTGGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAACATGAGC----------------------------
-------------------------------------------------------------------------
-------------
GATAACGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACTCGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA------GGA---CTAGGAGCT---------
CTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196902 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATGATACTATGAATAATGCTACAGGAT
CA-----------------------------------------------------------------------
----------------------------
AACAGCAGTGATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGCAGGAATAATTAAATGTTCATCAAAT---



ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCCAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCC---------
TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MG196921 
TTCTACTGTAACTCAACACCACTGTTTGATAGTACTTGGAATAGTAATAGTACAGGGTTAAATAGCACCAAA-
-------------------------------------------------------------------------
----------------------------
ACCAATAACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTACGCCCCTCCCATCAGTGGACACATTAACTGTTCATCAAAT---
ATCACAGGGCTGCTGTTAACAAGAGATGGTGGTGTTGACAAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCAGTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196922 
TTCTACTGTAATACAACAAAACTGTTTAATGGGACTGCAGAACAGATAGAAAATAACACTAAAGCTGAA----
-------------------------------------------------------------------------
----------------------------
AATATCACAACAATCATACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---------
ATGTTCCTTGGGTTTCTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196952 
TTCTACTGCAATACAACACCACTGTTTAATACATTACTGTTCAATGAAACAAGTGGT----------------
-------------------------------------------------------------------------
----------------------------
GATAATAAGACTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAACTGTTCATCAACT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAACCCAAACGCCAGC-------------------------
-------------------------------------------------------------------------
----------
AACAGCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAATCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>MG196979 
TTCTACTGTAATACAACACCATTGTTTAATAGTAATTGGACTTGGAATAATAATACAGGGTTAAAT-------
-------------------------------------------------------------------------
----------------------------
AACAGTGGTACTATCACACTCCAATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGCAGGACAAATTAACTGTTTATCAAAT---



ATTACAGGGCTAATATTAACAAGAGATGGTGGTAACAGTAACCCA----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTAAGG---GCTATCGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197083 
TTCTACTGTAATACAACACCCCTGTTTAATAGTAGCTGGAGTAATAGTAATAGTACCAATGCAACAAGTGGTC
CTGAA--------------------------------------------------------------------
----------------------------
AAAGATGACACAATCATACTCCACTGCAGAATAAAGCAAATTATAAACATGTGGCAAAAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAAC---
ATCACAGGTCTGCTATTAACAAGAGACGGTGGTAACACAACTGGG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---CTAGGA---TTCGGAGCA---------
ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197164 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTTAAATAGTAGTACTTGGTGGAATAATGATA
CTGTG--------------------------------------------------------------------
----------------------------
AATAATGGAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAAATGTACATCAAAT---
ATTACAGGGATACTACTAACAAGAGATGGTGGTGCTAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTGGGAGCA---GCAGGCAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197187 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGGTTCAACACAGTTGTCTAATAGTAGTTGGGATA
AGACT--------------------------------------------------------------------
-------------------AAA---
GGACCAAATGACACACTCACACTCCTATGCAGAATAAAACAAGTCGTCAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCTAATCCCATCAAAGGACAAATTCTATGTAGATCAAAT---
ATTACAGGGATAATATTAACAAGAGATGGTGGTGAGAGTAATAACGGAAGTGAG-------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124785 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACTGAAATAGTGAATGGCACTGGA----
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCGGGGCCAATTAACTGTTCATCAAAT---



ATTACAGGACTGTTATTAACAAGGGATGGTGGTAATAATAAAACC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAGAAAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATTGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KT124790 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGAATGGGACAAATGTTACTGGAGAG----------
-------------------------------------------------------------------------
----------------------------
TTAAATGGTACAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTACGTGCTTATCAAAT---
ATTACAGGGATACTGTTAGTAAGAGATGGAGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACTGCGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGCGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM355085 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAATGGTACT----------------------
-------------------------------------------------------------------------
-------TCAACTAATACT------
ACAGGGAATGAAACTATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGGGGG----------------------------------------
-------------------------------------------------------------------------
-
AACAACTCCAGCAATAATGACACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGCATAGAACCAATA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGATGTGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KX587079 
TTTTACTGTAATTCATCAATATTATTTAATAGTACTTGGTATACTAATAGCACTTGGAATAGTACTTGGAATG
AAACTGGA-----------------------------------------------------------------
-------------------------
AATAAAAATGACACACTCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATATATGCCCCTCCCATCCAAGGACAAATTAATTGCTCATCAAAT---
ATTACAGGACTACTATTAGTAAGAGATGGTGGTAATAGTAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AAAAACAATGAGACTTTCAGACCTCTAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTAGGAGGAATGGGAGCT------
---ATGTTCCTTGGGTTCTTAAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGTGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KU901792 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGGATAGTAATAGTACCTGGAATAGTAATAGTACCA
CAGGGGTA-----------------------------------------------------------------
----------------------------
AATAGCACTGTTATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTACATCAAAT---
ATTACAGGGCTGTTACTGGTAAGAGATGGTGGTAATAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCA------TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KU901816 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTATACTAATAGTACTGGAAATGGTACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACAATCACACTCCCATGCCGAATAAGACAAATTATAAACAAATGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACACATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAACAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCAGTA---GGAATAGCTCCCACCAAGGCAAGAAGAAGAGTGGTA--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCC------TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KM986883 
TTCTACTGTAACTCATCAAAACTGTTTAATAGTACTTGGAATAGTACTGGGAGTGAAAATAATAACACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAACTGGCACTATCACACTCCAATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTAATTCAACT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGTGATACGGACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCTCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAG
TAGTAAAAGTAGAACCATTA---GGAATAGCACCCACTAAAGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTTTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTGTTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KU901976 
TTCTACTGTAGTACAACACAACTGTTTGATAGTACTTGGGCAACTAATAGTACTGGGAATATT----------
-------------------------------------------------------------------------
----------------------------
ACTAACGGAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATAATGACACG----------------------------
-------------------------------------------------------------------------
----------
AACGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY766175 
TTCTACTGTAATACAATACAGCTGTTTAATAGTACTTGGGATAATAATACTTGGAATAGGTATAATAGTACTA
CTGGG--------------------------------------------------------------------
----------------------------
TCAAATGAAATTATCAGGCTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGGTAATGGCACG----------------------------
-------------------------------------------------------------------------
----------
AAAGGAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCGCGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY778395 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGGAGAATAGTACTAGGAATGATAATAACACTGCA-
-------------------------------------------------------------------------
----------------------------
AAAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGAGGAGAAATTAGGTGTTCATCTAAC---
ATTACAGGGCTGCTACTAACTAGAGATGGTGGTAATGGGAACAGCACC-------------------------
-------------------------------------------------------------------------
----------
AAGGACAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897918 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGAGTAATGATACTAATACTGGGAAT----------
-------------------------------------------------------------------------
----------------------------
GATAATGGGAATATCACACTCCTATGCAGAATAAAACAATTTATAAACATGTGGCAGCAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTAATAATAACAATACTGGA----------------------
-------------------------------------------------------------------------
----------
AACCGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG196711 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGCAGCCGGTTAATAGTACTACTTGGAGTAATTTCG
GTCCGGGG-----------------------------------------------------------------
----------------------------
CCAAATGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAATCAA
TGTATGCCCCTCCCATTAGAGGAGTCATTAGCTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTGGGACCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MG197127 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAAAAACAATAGTACTTGGACTTGGAATAGCA
CTAGAAAA-----------------------------------------------------------------
-------------AACTTT------
ACAGAAAATGGCAATATCACACTACAGTGTAGAATCAGACAAATTGTAAACAGGTGGCAAGAAGTAGGAAAAG



CAATGTATGCTCCTCCCATCAGGGGACTAATTAGATGTTCATCAAAT---
ATTACTGGGCTATTGTTAACAAGAGATGGTGGTAATAATAAAACT----------------------------
-------------------------------------------------------------------------
----------
AATGGGAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---TTGGGAGCT------
---TTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124796 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATGAAACAGGGTCAAATAACACT----------
-------------------------------------------------------------------------
----------------------------
TTAAATGGCACAGTCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGGCTAATTAACTGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------
ACTAATGACACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAACGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505648 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACATTGAAGGAA
ATAACAAT-----------------------------------------------------------------
-------------------------
GAAGAAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAATGGGCAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGAGGGGTAAAAAATGGTACTGAGGAT-------------------
-------------------------------------------------------------------------
-------
GAAAACAAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCGTTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAGAAAAGAGCA---GTGGGATTAGTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGTACAG---GTCAGACAA---ATGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505652 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACCGAAGGGTTAAGTAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAGATGACACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAATTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAGGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX505686 
TTCTACTGTAATTCAACACAACTGTTTAATAAGACATGGAATGATACTGAACTATCTGATAAAACTTGGAAAG
TTGATAAA-----------------------------------------------------------------
-------------------AAT---
AATGCTAGTGACATCATCACACTCCCATGTAAAATAAAACAAATCATAAACCTGTGGCAGGAAGTAGGAAAAG



CAATGTATGCCCCTCCTATCAGAGGATCAATTACATGTTCATCAAAT---
ATTACAGGGCTGGTATTAACAAGAGATGGTGGTACGAACAATACC----------------------------
-------------------------------------------------------------------------
-------------
ATGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCTTTGGGTTCTTATCAGCA---GCAGGAACCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX505707 
TTTTACTGTAATACATCAAAACTGTTTAATAGTATTTGGAATGATAATAGTACTTGGAATAATACTAGAGAGT
TTAATAAC-----------------------------------------------------------------
----------------------------
ACTGACAGAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAGTTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAAGGGTAACAAGACAAAT----------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCAGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KY057587 
TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGAATACAAGTGATACTTGGAATAGTACTAATGAAG
AATCAAAT-----------------------------------------------------------------
-------------AACACT------
GCAGGAAATGACACAATCATACTTCGATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAATATTACATGTTTATCAAAT---
ATTACAGGACTGCTGTTAACAAGAGATGGAGGCAATAGCAGTAAT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY748513 
TTCTACTGTAACACAACAAGGCTGTTTAATAGTACTTGGAATGGTACGGATACAATAAATAACACTGCA----
-------------------------------------------------------------------------
----------------------------
GAAAACAGTACACTTACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGGGGACAAATTAGATGTAAATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTCCCGAAGGGAATAAGACC----------------------
-------------------------------------------------------------------------
----------------------
ACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAA
TTGAGCCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------------
----------------CAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY748576 
TTCTACTGTGATTCAACAAAACTGTTTAATAGCACTTGGAATGATACTTGGGATGTGAATATCACTGAAAGG-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTCATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTAGTGGCAACGAGACCACT----------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT284371 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACATGGTATGTAAATAATACTGAAGAGTTAAATAAG----
-------------------------------------------------------------------------
----------------------------
GAAGGAGACACGATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAAT---
ATTACAGGGCTACTATTAACGAGAGATGGTGGTACCGACAACAGCACG-------------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAGTAGTGGTG-----------
----------------------------CGAAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAGGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTAGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KR182173 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAAGACGGGTGAGATTTGGAATAGTACTATGG
AGAATAATAAT--------------------------------------------------------------
----------------------------
GACACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGATGTGTATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGAAATGATGGTAATACC-------------------------
-------------------------------------------------------------------------
-------
AACACCAGGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCAATA---GGACTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182183 
TTCTACTGTAATACAACACAGCTGTTTGATAGTATTTGGGAGCGTAATAGAACTTTGAATGATACAGAAAATA
CA-----------------------------------------------------------------------
----------------------------
AATGACCGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAAAAGGAGAAATTAGATGCACATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAGTGATACTAACAGG-------------------------
--------------------------------------------------------------------
GATAATAACACGACA---
GGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATGGGAGCT---------
ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGACGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KR182187 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTCGCTGTTTAATAGTACTTGGTCGCATAATGAAA
CTAGG--------------------------------------------------------------------
-------------AATGCT------
ACAAATGACCGTAACATCACACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAG



CAATGTATGCCCCTCCCATCAAGGGAGAAATTAGATGCACATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAGTGATACTAACAAT-------------------------
--------------------------------------------------------------------
GATACTAACAAGACA---
GGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGAACGATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGACGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KR182191 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGCCGCTTAATGAAACTTGGGATG
GTATCGAAGGA--------------------------------------------------------------
----------------------------
AATAACACTAACATCACACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAACACGAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGAGTGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---ATGGGAGCT---------
ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182196 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATGATACTAGTTCTA
ATATTGGA-----------------------------------------------------------------
-------------------------
GAGTCAAATGACACAATCACACTCCCATGCAAAATAAGACAGATTGTAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATTGCAGGACAACTTAATTGCTCATCAAAT---
ATTACAGGAATATTACTAACAAGAGATGGTGGTGAGAGTAATACCACG-------------------------
-------------------------------------------------------------------------
----------
AATAGTAACGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTAAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAAAAGCAAGAGCA---GCAGGA---TTAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KR182341 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATAGTACTAATGACAATA
GT-----------------------------------------------------------------------
----------------------------
ACAAATGGCACTATCACGCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAAT---
ATAACGGGGTTGCTATTAATAAGAGATGGTGGTATTAATAGTACA----------------------------
-------------------------------------------------------------------------
-------
GAGAATAGCACAGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAATA---GGACTAGCACCCACAAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGATGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KR182409 
TTCTACTGTGAGTCAACACCACTGTTTAATAGCACTTGGAATAGTAATGACTTGACTCCTACTATAGAGTCAA
ATAGC--------------------------------------------------------------------
----------------------------
AATGGAGAAAACATTACACTAACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGTGGACCAATTGAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGATAACAATAATATG-------------------------
-------------------------------------------------------------------------
-------------
AGCAGCGAGACTTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCGAGAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182465 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGATCAATGGTACTAAAAAGTCAAATACC-------
-------------------------------------------------------------------------
----------------------------
ACTGAAGACACAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAACAGGAAAAGCAA
TGTATGCCCCTCCCATAAGAGGACAACTTAGATGTTCATCAAAT---
ATTACAGGATTACTATTAACAAGAGATGGTGGGAATGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATACAAAG
TAGTAAAAGTTAAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG171201 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAGTGTTAATAGTACTCGGAGTGGTAATAGTACAG
GGTCAAAT-----------------------------------------------------------------
-------------------AAC---
ACTGGAAACTCAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGCAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATAACGCTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACTTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCTAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY778299 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCAGGGTAATACTTGGAATGGT-------------
-------------------------------------------------------------------------
----------------------------
ACTAAAGAAAATATCACACTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTACATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAATAAAAATTGAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK384347 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGACCTGGAATAGTACTGAAGGGTCAGGGAATGACA
CTGAGAGGAAT--------------------------------------------------------------
-------------------------
ATCACTGAGAGGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGAAAAG



CAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGTCTGCTTTTAACAAGAGATGGTGGTGGAAAAAATAAC----------------------------
-------------------------------------------------------------------------
----------
AGTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTCGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGACA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX505396 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATGAAACTAACACTGTAGTAAACCAA-------
-------------------------------------------------------------------------
----------------------------
ACTACAGAAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGGTGTTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACACGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX505419 
TTCTACTGTAATACAACAAACCTGTTTAATAGTACTTGGAATGTTAGTGATACTACTGGTAGGGGA-------
-------------------------------------------------------------------------
----------------------------
GTGTCAGACAACATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCCAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAACACCTCTGAG----------------------------
-------------------------------------------------------------------------
----------------
TCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGACGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX505435 
TTCTACTGTAATACATCAAAGCTGTTTAACAGTACTTGGAATGATACAAGTACTGGGGAGTGGGAGTCAAAT-
-------------------------------------------------------------------------
----------------------------
GATAATGAAACAATCATACTCCCGTGCAAAATAAGACAAATTATAAACAGATGGCAGAAAGTAGGAAGAGCCA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTATAAATAGGACC----------------------------
-------------------------------------------------------------------------
-------
GAGAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505475 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTTGGAATAGTGAGG
AACAGTCA-----------------------------------------------------------------
-------------------------
GGTGTTGATAACATTATCACAATCCAATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGTAGGAAGGG



CAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAGTAAGAGATGGTGGTAGTTCCAACGATACC-------------------------
-------------------------------------------------------------------------
----
AAGGAGACTTTCAAGGAGACTTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGCATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KX028091 
TTCTACTGTAATACAACAAAACTATTTAATAGTTCTTGGAATAGTACAGAAAGGTCACAATACAAAAACATAA
CA-----------------------------------------------------------------------
----------------------------
CAAAACGGAACCATAACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCGAGGAGAAATTAGATGTTCATCAAAC---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGTGGTGGTAATAGCACAGGGGAC-------------------
-------------------------------------------------------------------------
----------
AACGAAACCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGATGCAACAAAATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX028321 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACTTGGAATAGTACTTGGAATGGTACTACAGAGACAAGTG
GCACTGAA-----------------------------------------------------------------
----------------------------
GAAAATGGAAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAGTAGCACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTGAAGATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX028508 
TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGAATAATACTGGAAATAATTGGACTGATACTGGAG
AGTCA--------------------------------------------------------------------
----------------------------
GACAATATCACACTTATACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCAGCAGGGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGTAGTGGTGTGAAC----------------------------
-------------------------------------------------------------------------
----
GTGAGCAGCACAACTGAAACTTTTAGACCCGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAATAGTACAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGGCAA---CTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX505739 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGAGGCAGGTATTACTGAAAAGTCAGAA-------
-------------------------------------------------------------------------



----------------------------
TCAAATGACACTATTACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAATGTAAATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTAGCGAG----------------------------
-------------------------------------------------------------------------
----------
AATAAGAGTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678060 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTATGGTAATTCAACACAGGATAATACTACTGGG-
-------------------------------------------------------------------------
----------------------------
GATAGTACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATACATTAATTGTTCATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTATTGTGGCTAACAATACCGAT----------------------
-------------------------------------------------------------------------
----------
AACGATACCGAGACATTCAGACCTGAAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGCGG---GCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KX595124 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGCCTTGGAATGGTAACAAGACACATGATACA----
-------------------------------------------------------------------------
----------------------------
AATAGAAACAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGCAGGACGAATTAGCTGTTTATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGTAACAATATCGGA----------------------------
-------------------------------------------------------------------------
----
GGGGAAAATAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAGAAAAGAGCA---GCGGGA---
ATAGGAGCG---------TTACTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY323732 
TTCTATTGTAATTCAACACGACTGTTTAATAGTACCTGGGAGAGCCCTGATGGCCCTAGGAATGATAGTGGGG
AG-----------------------------------------------------------------------
----------------------------
CTCAATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGTATAATTAAATGCTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGGAATGAGAATGTCACAGGCAAC-------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTGCAAGTTGAACCACTA---GGAGTAGCGCCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTAACAGTCTGGGGCATC 
>KY323909 



TTCTACTGTAATACAACACGACTGTTCAATAGTACTTGGAATAATAATAATGGTACTTGGAGTGATAATAGTA
CTGGGAAT-----------------------------------------------------------------
-------------AATACT------
GGAGAAAATGACACACTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGGCAAATTAGATGTTCATCAAAC---
ATTACAGGGTTATTATTGACAAGAGACGGGGGAGTTAATAATACAACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGGAAAAAGAGCA---GTAGGC---ATAGGAGCT------
---GTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324122 
TTCTACTGTAATACATCCCAACTGTTTAATAGTACTTGGAATAGTACTTGGGATAATACTGGAGAGTCAAATA
GCACTGAA-----------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAATTTATGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAAACATTACCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGATAACGGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX028240 
TTCTATTGTAATACAACACAATTGTTTAATAGTACTTGGGATGCTAATACTACTGTACAAAATACTGGAGAAA
ATGACACT-----------------------------------------------------------------
-------------------------
GGAGAAAATGACACTATTATACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGCGAACAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTTTTAGCAAGAGATGGTGGCAACATGACCGAG----------------------------
-------------------------------------------------------------------------
-------------
AGCACGGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTTGAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGGA------------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX505555 
TTCTACTGTAACACTGACAAACTGTTTAATAGTACTTGGAATAGTAATGGTAGTGGTACCTGGAATAGGGATG
ATACTGAA-----------------------------------------------------------------
-------------------------
GAGTCAAATGACACAATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATTCTAGCAGCACG-------------------------
-------------------------------------------------------------------------
-------------
AACGACGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCAATA---GGGATAGCACCTGAAAAGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCATTAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH897920 



TTCTACTGTAATACATCAGAACTGTTTAAAGGTACTTGGAATGGTACTGAAAGGCCAAATGACACTGAAAAG-
-------------------------------------------------------------------------
----------------------------
TTAAATGATACAATTACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGAAATGGAAATGAGACG-------------------------
-------------------------------------------------------------------------
----------
AAAGAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX587137 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGTTTAATAATGGGACTAATAGTGAAGAGTCG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTTCCATGCAGGATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTAACTCAAGT---
ATTACAGGGATACTATTAGTAAGAGATGGTGGTAAGACCAACAGTACCAATGAG------------AGC----
--------------------------------------------------------------------
AGTACCAATGAGAGC---
GAGATCGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTAAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KX587284 
TTCTACTGCAATACAACAAAACTGTTTAATAGCACTTGGAATTCAACACATAGTTGGAACGATACAGGG----
-------------------------------------------------------------------------
----------------------------
CCAAATGACAATGTCACACTTCCATGCAGGATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTAAGGGAGAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACTAGAGATGGTGGGACAGGTAATGAGACT-------------------------
-------------------------------------------------------------------------
-------
GACAACAACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAGAATTGAACCAATA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATACCA---ATAGGAGCT---
------GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY113738 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTCGGAATGGTACTGAAGGGT
CAAATATCACT--------------------------------------------------------------
-------------------------
GTAGAAAATGACACAATCATACTTACTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGTAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAAAGAAAAAAGAGCA---GCA------CTAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY113566 



TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAGTACTACTACTG
AAAGAAAT-----------------------------------------------------------------
-------------------------
GAGACAGAAGGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGGGGAATAATTAAATGTTCATCAAAT---
ATTACAGGATTGCTATTGACAAGAGATGGTGGTAAAGACAATACC----------------------------
--------------------------------------------------------------------
ACAAATAATAATGGG---
ACTGAGGAGGTCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY113379 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATACTGATTGGAATAATACTGAAGAGGCAA
ATAAA--------------------------------------------------------------------
-------------ACTAGA------
GGAGGAAATGACACAATTATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTAGTTGTTTTTCAAAG---
ATTACAGGGCTGTTACTCACAAGAGATGGTGGTAATAGTAATATTACT-------------------------
-------------------------------------------------------------------------
----------
AGTGAGAGCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCCTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTTGGA---ATTGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY057390 
TTCTACTGTAACACATCAAAACTATTTAATGGAACTTGGAATGGTACTGATGGAACTTGGAATGATATT----
-------------------------------------------------------------------------
----------------------------
ACTGATGAAATTATCACAATCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGCTGTTCATCAAAC---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATACTAATAGCACT-------------------------
-------------------------------------------------------------------------
----------
AAGGGGAAGGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY748402 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTTTGAATACTACTTGGGAGGTTAAT-
-------------------------------------------------------------------------
----------------------------
GAGACTGACATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAAGAATTAAATGCTCATCGAAT---
ATTACAGGGCTGTTACTAATAAGAGATGGTGGTAATAACAATGGTAGCGAA----------------------
-------------------------------------------------------------------------
-------------
ACAACAGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTATTTGGAGCT---------
ATGTTCCTCGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY057518 



TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATAATACAGGGTCAAATGGAGCT----------
-------------------------------------------------------------------------
----------------------------
ACCAGTGACAACATCACGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGTGGACTAATTAACTGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGAAATGGAAATGACACAAAT----------------------
-------------------------------------------------------------------------
----------
AAAACCGATGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATAAATTATATAAATATA
AAGTAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTAGTG-----------
----------------------------CAGAGAAAAAAAAGAGCA---TTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATGTGTTGCAACTCACAGTCTGGGGCATC 
>KY324010 
TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGAAGCTTAATAGTACTTGGAATAGTATGGAAGAAG
TGACAAAT-----------------------------------------------------------------
-------------AGCACT------
AAAGGAGATGCCAACATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAGAT---
ATTACAGGGCTGCTATTACTAAGAGATGGTGGTAGTGGTAATAATACCACG----------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324473 
TTCTACTGTAATACAACATCATTGTTTAATAGTACTTGGTATGCTAATAATACTACTGAAGGGACAAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTGGAAGAAATATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAGTAATTAACTGTAAATCAAAT---
ATTACAGGGCTGATATTAACGAGAGATGGTGGTAACAATAATGGTAACAAT----------------------
-------------------------------------------------------------------------
-
AATAATACCAACGAAACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCACAAAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGAGA---
GCTATTGAGACGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK148554 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACTGAAGGGTTAAATAACACTGCA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTGATGGTAATAGC----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGGTTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>MK114705 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCCACGTAATAGTACTTGGAATAATACTGAAGGGT
CAAAT--------------------------------------------------------------------
----------------------------
GACACTGAAATAATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTACTAGTTAGAGATGGTGGAATTAACACCAGT----------------------------
-------------------------------------------------------------------------
----------
GAGAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTGGGAGCT------
---ATGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---ACCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK114983 
TTCTACTGTAACACAACACGACTGTTTAATAGTACTTGGAGTGTTAATGGAACTAGCATAAACGAAACT----
-------------------------------------------------------------------------
----------------------------
AACAATAAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGGATAATTAGGTGCTCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTACAACTGATGGTGGTACA----------------------
-------------------------------------------------------------------------
----
ACTAATAGTACAAAGGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCACAGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGCA---
ATAGGAACGTTAGGAGCT---------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK115065 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTACTGACAATTGGA
AT-----------------------------------------------------------------------
-------------GGTACT------
GAATCAAATAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGCTAGTAAGAGATGGTGGGAGCAACAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTCAAAATTGAACCATTA---GGAATAGCACCCACCCATGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGGGAAAAAAGAGCA---ATAGGA---CTTGGAGCT------
---TTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115195 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACA-----------------------------------------------------------------
----------------------------
GAAGTAAATATTATCACACTCCCATGCAGGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTACTACTAAGAGATGGTGGTAATAGCAATAAC----------------------------
-------------------------------------------------------------------------
----
ACGAATAACATGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAA---GCCAGACAC---TTATTG---



TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MK115360 
TTCTACTGTAATACAACACAACTGTTCAATAGTACCTGGCCCAATAATAGTACTGGGAATGATACGGGAGGA-
-------------------------------------------------------------------------
----------------------------
CCAAATGGTACTATCACACTCCCATGCAAAATAAAACAGATTGTAAACTTATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATGATATTAATAAGAGATGGTGGATCAGGTAATGAAAGTAATACC-------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK115488 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGAATGCTACCGAA----
-------------------------------------------------------------------------
----------------------------
TTAGATGGAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAGTAAGAGATGGTGGTAACACGAGCGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGGCTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115745 
TTCTACTGTAATACAACAAAACTGTTT------ACTTGGAATGCTACAGAT----------------------
-------------------------------------------------------------------------
----------------------------
AGCAATGGAACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGGACTAACAGGACA----------------------------
-------------------------------------------------------------------------
-------
GAGAACAGGACTGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACC---ATAGGAGCT---
------ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCGATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KX587450 
TTCTACTGTAATACAACACCACTGTTTAGCAGCTCTTGGAATGTTACTACAGGGGCAAATATCACTGGAGGAA
ATAGC--------------------------------------------------------------------
----------------------------
ACACAAAATAATATCACACTCCGATGCAGAATAAGACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCCATTAAATGCTCATCGAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTATAAATGTGACA----------------------------
-------------------------------------------------------------------------
-
GACACAGACAACAACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---



GGCGCAGCGTCG---CTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK499378 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGTCAAATGATACCTGGTTGAATAGTACTTGGAAT-
-------------------------------------------------------------------------
-GGAAATGAAGGGTCAAAT------
AGCAATGGAGAACCTATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTAATAATAATACC----------------------------
-------------------------------------------------------------------------
-------------
ATGAACGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK169493 
TTCTACTGTAACACAACAAAACTGTTTAATAGCTCTTGGCCTGAGAATAATACTAAAAATAATACTAGTAATA
AC-----------------------------------------------------------------------
----------------------------
ACTGGAGAAATAATAACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCTCTCCCATCAGTGGACAAATTAACTGTAACTCAAGT---
ATTACAGGGCTGTTGTTAACAAGAGATGGTGGTAAAAAGACTGAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK169546 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTTTAATGGTACTTGGTCTAATAGCACTGTGGAAT
GG-----------------------------------------------------------------------
----------------------------
CCAAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTATTATTACACCGAGATGGTGGTAATAATGTTAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTTAGACCTATAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169551 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTGGTCTAATAGTACTTGGCCTAATAGTACTGTGG
AAGAG--------------------------------------------------------------------
----------------------------
TCAAATAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAATTGTGTATCAAAT---
ATTACAGGGCTGTTATTACACCGAGATGGTGGTGAAAATAGTAATAATAATACT-------------------
-------------------------------------------------------------------------
-
GAGGTTAGTAATAGTACTGAGACCTTTAGACCCATAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---



CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169676 
TTCTACTGTAATACAACACTATTGTTTAATAGTACTTGGTCTAATAGTACTGTGGAAGGGTCAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
GAAAATAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGTTATTGACACGAGATGGTGGTAATAATAGTGCT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169581 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTTTAATGGTACTTGGTCTAATAGTACTGTGAAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAATTGTGTATCAAAT---
ATTACAGGGCTGTTATTACACCGAGATGGTGGTAAAAAAGTTAGT----------------------------
-------------------------------------------------------------------------
----------
AATGATACTGAGACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169545 
TTCTACTGTAATACAACACTATTGTTTAATAGTACTTGGTCTAATAGTACTGTGGAAGGGTCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACACGAGATGGTGGTAATAATAGTGCT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169677 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGGATAATAGTACAAATAGTACTGGA----------
-------------------------------------------------------------------------
----------------------------
GAGGGAGAAGATATCACACTCCCATGCAGACTAAAACAGTTTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGAGGTAATAGCACT-------------------------
-------------------------------------------------------------------------
----------
ACCACAAACGAGACCTTCAGACCAGGAGGGGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN090376 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACA-----------------------------------------------------------------
----------------------------
GAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTACTACTAAGAGATGGTGGTAATAGCAATGAC----------------------------
-------------------------------------------------------------------------
----
ACGGATAACACGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAA---GCCAGACAT---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MN090399 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACA-----------------------------------------------------------------
----------------------------
GAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTACTACTAAGAGATGGTGGTAATAGCAATGAC----------------------------
-------------------------------------------------------------------------
----
ACGAATGACACGGCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAA---GCCAGACAC---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>AY835781 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATGATAGTACTTGGAATGATACTAAAGGGTTAA
AT-----------------------------------------------------------------------
-------------------------
AACACTGAAGGAATTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTCTTAACAAGAGATGGTGGTAATAGCGAGAAC----------------------------
-------------------------------------------------------------------------
----------
GATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M17451 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTATATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTGAAGATACAACT----------------------------
-------------------------------------------------------------------------
----------



AATACTACAGAGATCTTCAGACTTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAGAATTGAGCCATTA---GGAGTGGCACCCACTAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGGCTCA---
ATAACGCTAACGGTACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AY835779 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTGGAGGGACAAATGGCACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AGTAACCCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAGTAACAAGAGC----------------------------
-------------------------------------------------------------------------
-------------
GATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTAACAGTCTGGGGCATC 
>M38431 
TTCTACTGTAAGACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGAATGATACTGAAAGGT
CA-----------------------------------------------------------------------
-------------------------
GATAACAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAAAGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCGCTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U90935 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATGTTTAATAATACTTGGAATGATACTGAAGACA
CT-----------------------------------------------------------------------
-------------------------
GAAGGAAATGGCGCAATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGAAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTACTAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M17450 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACCCTCCCATGCAGAATAAAAGAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAGTTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAAGAATGGTAGC----------------------
-------------------------------------------------------------------------
----



AAGAATGAGAACACAGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCTACGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY352275 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAAATAGTACTTGGAATGCTACT-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGACAAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGTACCACCGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835769 
TTCTACTGTGATTCAACACAACTGTTTAACAGTACTTGGCATGGTAATGGTACTTGGAATGGTACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGGAACGAGAGC----------------------------
-------------------------------------------------------------------------
----------------
AATATCACCCTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>M38430 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATAGTACTGAAGGGCCTAAAGGGTCAAATAAC-
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCACGGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB221005 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAGAGTCAAATAACACTGTA----
-------------------------------------------------------------------------
----------------------------
GAAAATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCCTGAGGACAAC----------------------------
-------------------------------------------------------------------------



-------------
AAGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY357406 
TTCTACTGTAAGTCAACAAAACTGTTTAATAGTACTTGGACTAGGAATAATGGTACTTGGACTCGGAATGATA
CTGAAAGG-----------------------------------------------------------------
-------------TCAAAT------
AGCACTGAAGAACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGACACGAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGTACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025758 
CTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAATGGGACTTGGAATGATACAGGAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AGCACTGAAGGAATTATCTCACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTAGTAGCCAAAACAAG-------------------------
-------------------------------------------------------------------------
----------
AGCGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGCATTATATAAATACA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025764 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCCATTTAATAGTACTTTGAATGATACTAGCACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGCCACAATCACACTCCCATGCCGAATAAAACAAGTTGTAAACACGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGAGGGACTAGCGAGAACGGG-------------------------
-------------------------------------------------------------------------
-------
ACGAACGAGATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTC--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025751 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTAGAGAGTCAAATAACAGTACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATAACGAGAGC----------------------------
-------------------------------------------------------------------------



----------
AATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U69584 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTGGGAATAATATTAGCGAGTCAGATA
AC-----------------------------------------------------------------------
----------------------------
ACTGAAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACACGGACGAG-------------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835778 
TTCTACTGTAATTCAAGAGAGCTGTTTAATAGTACTTGGAATGATACTGAAGGGTGGAATAATACTGACAGG-
-------------------------------------------------------------------------
----------------------------
TCAAATAAAACTATCACACTCCCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAGGAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
GAAAACGAGACCTTCAGACCTGGAGGAGACGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGGACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>AY835775 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATGGTACTGAGAGGTCATATAACACTTCA----
-------------------------------------------------------------------------
----------------------------
GAAAATATCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAAACAGAACGAGACC----------------------
-------------------------------------------------------------------------
-------
AAGAACGAGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAGAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCATCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835749 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGTTAATAGTACTTGGAGTAGTACTGAAGGGT
CAAATAAC-----------------------------------------------------------------
-------------------ACT---
GAAAGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGATAAAAACAACAAT----------------------------
-------------------------------------------------------------------------



-------------
GAGACCGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAACCATTA---GGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGTAGCAGTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY426119 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATTTTAATGGTACTTGGAATTTAACACAATCGA
ATGGT--------------------------------------------------------------------
-------------------ACT---
GAAGGAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGAACTAACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY426125 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTGAAAAGTCAAGTGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCTCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAATGAGAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGATCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF025759 
TTCTACTGTAATTCAACACAGCTATTTAATAGTACTTGGCTGTTTAATAGTACTGGGAATGATACTACAGGGT
CA-----------------------------------------------------------------------
-------------------------
AATAACACGGAACCTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTCTATTAACAAGAAATGACATC-------------------
-------------------------------------------------------------------------
----
AAAGAGAACGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAATGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025761 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGGATGAAGGGTCAAATAACACTG
AAGGA--------------------------------------------------------------------
-------------------------
AATAACACACTCCCAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAGTCCAAAC----------------------------



-------------------------------------------------------------------------
-------------
GATACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GAAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025749 
TTCTACTGTAATACAGCAAAACTATTTAATAGTACTTGGAATAGTACTTGGAGTTCAAATAATACTGAAGGAA
AT-----------------------------------------------------------------------
-------------------------
AGCACTGAAGAAATTATCATACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAATGGGAAGAAC-------------------------
-------------------------------------------------------------------------
----------
GAGACCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025750 
TTCTACTGTAATTCAGCACAACTGTTTAACAGTACTTGGAATGATACTGAAAGGTCAAATAACACTAGAGAA-
-------------------------------------------------------------------------
----------------------------
AATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAAATGTGCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATACT----------------------------
-------------------------------------------------------------------------
----------
GGGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025752 
CTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAAGTTTAATAGTACTTGGAATGATACTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACTACCAAAAACGGGAAC----------------------
-------------------------------------------------------------------------
-------
AACAACGATACTGAGATCTTTGGACCTGGAGGAGAAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF025756 
TTCTACTGTAATTCAACAAAACTGTTTAATAGAACTTGGAGTGTTAATAGTACTTGGAATGATACTGAAGGGG
TAAAT--------------------------------------------------------------------
-------------------------
AACACTGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAACAAC----------------------------



-------------------------------------------------------------------------
-------------
GAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M93258 
TTCTACTGTAATTCAACACAACTGTTTACTTGGAATGATACTAGAAAGTTAAATAAC----------------
-------------------------------------------------------------------------
----------------------------
ACTGGAAGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835758 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGCTACTGCAGGCCAAG
AATTA--------------------------------------------------------------------
-------------------AAT---
AGCACTGAAGACACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTACTTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACACGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>L02317 
TTCTACTGTAAGTCAACACAACTGTTTAATAGTACTTGGGCTGGGAATAATACTTGGAATAGTAGTGCTGAAA
GGTCA--------------------------------------------------------------------
-------------------GAT---
GACACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACGAGCGATACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025755 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAAGTTTAATAATACTTGGAATATTACTGAAAGGT
CA-----------------------------------------------------------------------
-------------------------
AATAACACTGACACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAACAATGGGACCGAGGGT-------------------



-------------------------------------------------------------------------
-
GATAATAACAACGAGACTGAGATTTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAGGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAAGCGCAACAGCATCTCTTGCAACTCACAGTCTGGGGCATC 
>AF025757 
TTCTACTGTAATTCAACACCGCTGTTTAATAGTACTTGGAATAATAATAATTGGAGTGATCCTAAT-------
-------------------------------------------------------------------------
----------------------------
AACGATGTAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGCCAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACCACGGAG----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATGTAAATATAAAGTAGTAA
AAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835763 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAAGTTTAATGGTACTACTTGGAATTGGACTACAG
GGTTA--------------------------------------------------------------------
-------------------AAT---
AAAACTGAAGTAAATGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAACAATGGTAGTAACAAT------------GGG----
--------------------------------------------------------------------
ACCGGGATTAACAAT---
GAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAACA---GTGGGA---TTAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTTACAGTCTGGGGCATC 
>AF025762 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTGAATGGTCAAATAACACTGAAGGAAATATC-
-------------------------------------------------------------------------
----------------------------
ACTAAAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATGAACATGTGCCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTGGCGGGAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGTTCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025754 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGAATAATACTGAATCTGAAGGGGTAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCTATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---



ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAATGGCAGC-------------------------
-------------------------------------------------------------------------
----------
AACAAGGCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GAAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF286365 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGAAATAGTACTTGG-------
-------------------------------------------------------------------------
----------------------------
TCAGATAAAATTATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCGATGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAATAGCAACGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>U39362 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGTTACTGGAGGGACAAATGGCACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACATAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCACAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGAGGTAATAGTACTGAG----------------------------
-------------------------------------------------------------------------
----------
ACTGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAACAGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF128126 
TTCTACTGTAATACAACACAACTGTTTGATAGTATTTGGAATAGTGAGAATGGTACTTGGAATATTACTAGGG
GGTTAAAT-----------------------------------------------------------------
-------------AACACT------
GGAAGAAATGACACAATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGATGATAATAGC-------------------------
-------------------------------------------------------------------------
-------
AGGGACGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAGAAAGAGCA---GTGGGA---CTAGGAGCT---
------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025763 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGTTGCTGAAGGGTCAAATAGCACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AATAGCACACTAATCGAACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAAT---



ATTACGGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGCGAG----------------------------
-------------------------------------------------------------------------
----------
AGCGCCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAGGGCGAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCG------GCA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012793 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGGGAATGGTACTGAGAGGTCAAATGAA-------
-------------------------------------------------------------------------
----------------------------
ACGGAAGATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTGATAAATTAACAAGGGATGGT-------------------
-------------------------------------------------------------------------
-
GGTGATAATGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576292 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTTTTAATAGTACTTGGAATAAGAATTTTAATA
GTACTTGGAAT--------------------------------------------------------------
-------ATTACTGAAGGG------
ACAAATAACACTGAAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCTAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGGTAATGGGAGC----------------------------
-------------------------------------------------------------------------
----------
GGGACCACTGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAGGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT283697 
TTCTACTGTGATTCAACACAATTGTTTAATAGTACTTGGAATAGTACTTGGCTGAATGATACCGAAGGGTTAA
ATAAAACT-----------------------------------------------------------------
----------------------------
GAAGGAGACCCTATTATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGCAATAACAATGACACT-------------------------
-------------------------------------------------------------------------
----------
AGCAACACCGAGATTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGACTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173952 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGGCTAATGATACTTGGACTGAGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AACAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAATAAAAACGATAGC-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGC---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173953 
TTCTACTGTAATACAACAAATCTGTTTAATAGTACTTGGAATGGTACTGAAGAGTTTGATAGTACTTTGAGT-
-------------------------------------------------------------------------
----------------------------
GATGCTGAAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACACATTAGATGTGTATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTATGAACAACGGGACCAAG----------------------
-------------------------------------------------------------------------
-------
GACAACGAGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173954 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGATTAATAATAATGGTACTTGGAATAGTACTTGGA
GTAGTAATAAT--------------------------------------------------------------
-------------AATACT------
GATAACAATGGAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AACAGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>U21135 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCATGCTAATGGTACTTGGAAGAATACTGAAGGG-
-------------------------------------------------------------------------
----------------------------
GCAGATAACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCACCCATCGAAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAGTAGTGAAGAG----------------------------
-------------------------------------------------------------------------
----------
AACCAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTCGAACTCACAGTCTGGGGCATC 
>MH012589 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGGTACTACAGAGTCAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ATTGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAGAGTTGAACCATTA---GGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH012650 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAACGTCAAATATCACT-------
-------------------------------------------------------------------------
----------------------------
GGAGAAGATATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACCAATTAGATGTACATCAAAT---
ATTACAGGGATGATACTAACAAGAGATGGAGGTAAAAACAACGGG----------------------------
-------------------------------------------------------------------------
-------------
AGCGATGAGGTCCTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCGATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAG---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012866 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGTTAATGGTACTTTGAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
GGAGGAGAAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGAAAACGGGAGC----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MH012925 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGCTTGGACTTGGAATAGTA
CTGAAGGGTCA--------------------------------------------------------------
-------------------------
CCTGACAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGATAACAGGAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835761 
TTCTACTGTAATACAACAGCACTGTTTAATAGGACATTTAATAGGACTGAGAATGATAATGGTACCTGGAAT-
-------------------------------------------------------------------------
----------------------------
AGTACTGACCCTATCATACTCCAATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAATGATACT-------------------------
-------------------------------------------------------------------------
-------
AAAAATGATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF069140 
TTCTACTGTAATACAAAAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCATATAACATTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTTGGTGCTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGTAAGAACAGCAGC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU331649 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCTTTTAATAGTACTTGGAATGATACTAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATAAACCAGAGC----------------------------
-------------------------------------------------------------------------
----------
AGGACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY608577 
TTCTACTGCAATTCAACACAACTGTTTAATGGTACTTGGAATGGTACTTGGTTAGATGTCAAACAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACAAGCAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
ACCACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATC 
>JN944928 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTATATTAATAATACTGGGAATGGTGCTAAAGGGT
CAGAT--------------------------------------------------------------------
----------------------------
AACACTGACACTATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA



TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGGGGTAATAACAATGATACC-------------------------
-------------------------------------------------------------------------
-------
AACAATGATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH013129 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGGAGAGGGAAGAGTCAAATGACACTCGA-------
-------------------------------------------------------------------------
----------------------------
GGGAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGTGAGCGAC----------------------------
-------------------------------------------------------------------------
----------------
CCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAGAAGAGCA---GTGGGC---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U04908 
TTCTACTGTAATACAACACAGTTATTCAATAGTACTTGGTATCGGAATGGTACTTGGTATTGGAATGGTACTA
GGATTGAGAAT--------------------------------------------------------------
-------GGTACTGAAGGG------
TTAAATGACACAATTATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATAAGACCGGG----------------------
-------------------------------------------------------------------------
----
ACCGAGAACGAGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGT---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT283706 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGAGGACTAAATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGGGACC----------------------------
-------------------------------------------------------------------------
----------
AGCGGGGCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012332 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACGGAAGGGTCAAATAACCCTGTA----
-------------------------------------------------------------------------
----------------------------



GACAATGGCACAATCACGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATAACGGGAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>MH012400 
TTCTATTGCAATACAACACAACTGTTT------
ACTTGGAATAGTAGTAGTCCTTGGAATATTACTGAAGGGGTAAATAGCACT----------------------
-----------------------------------------------------------------
ATGGGAAATGACACACTCACACTCCCCTGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGAAACGAGAGC-------------------------
-------------------------------------------------------------------------
-------
CAGGTCAATAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTGGGA---GTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>MH012257 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAGCGGG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGTTCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGGAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012478 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGGAATGGTACTAAAGTGTCAACTAACACGG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCATACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGGAAACAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGGTGCTATTAACAAGAGATGGGGGTAACAATGATGGGACT-------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH013027 
TTCTACTGTAATACAACAGACCTGTTTAGTAGTACTTGGAATGACACACAACTGAATAATACTGGGAGTGAAG
GGTCAAAT-----------------------------------------------------------------
-------------AGTACT------



GGAAAAAATGACACAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTGTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTAGTAACGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH013075 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATTCAACACAACTTAGTAGTACTGAGAATAGTA
CCGAA--------------------------------------------------------------------
----------------------------
GGGTCAGAGAACATCACACTCCCATGCAGCATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTGGGAATGCGAGCAATGAG-------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGAAAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCTCCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA------
TTGTTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGATGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ487188 
TTCTACTGTGATACAACACGACTGTTTAATAGTACTTGGAATAATACTTGGACTGGGAATGATACTTGGTCAA
ATAAC--------------------------------------------------------------------
-------------------ACT---
AGAAGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAAACATTACCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGATAACAATAGCACG-------------------------
-------------------------------------------------------------------------
----------
AACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ487190 
TTCTACTGTGATGCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGATTGGAATAGTACTGAAGATT
CAACTAAC-----------------------------------------------------------------
-------------------GCT---
GATGGAAATAACACAATCATACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGGCACCAAT----------------------------
-------------------------------------------------------------------------
----------
AACGACAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCG------GGC---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY612855 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAGAATGATACTACCTGGAATAATACAGCAG
GGTCA--------------------------------------------------------------------
-------------------------



AATAACAATGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAATTGTTTATCAAAT---
ATCACAGGGCTATTATTAACAAGAGATGGTGGTGACAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835437 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACGCGGCCGCCTAATGGTACTTGGCGGTCTAATG
GTACTTGGAAT--------------------------------------------------------------
----------AGTACTGAA------
GGGACAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACAGGACAGAT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT283729 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGCTTGGAATAGTACTGAAGGGTCAAATAGCACTG
GA-----------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGAGGTAATAATAATGGT----------------------------
-------------------------------------------------------------------------
----
ACGAACAATACCATAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGAAAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACAATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAAA---
GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ313246 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATACTAATAGTACTTGGAGTGATACTAGAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACGAGAGCAAG----------------------------
-------------------------------------------------------------------------
----------
CCCGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGTTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU289197 
TTCTACTGTGATTCATCACCACTGTTTAATAGTACTTGGGAGAATGATACAGAAGTGTTAAATAACACTGTG-
-------------------------------------------------------------------------



----------------------------
GGAAATGAAACAATCACGCTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTACTAACGGGGAC----------------------------
-------------------------------------------------------------------------
----------
AATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ609870 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGCTTAATAAAACTTGGACTGGGTCAAAT-------
-------------------------------------------------------------------------
----------------------------
GACACTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAAGACAAACCAGAGT-------------------------
-------------------------------------------------------------------------
----------
AACACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGA------GTAGCA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835436 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGAGTGTTAATAGTACTGGGAATGATACTACT----
-------------------------------------------------------------------------
----------------------------
GAAGAGCCGAATATCACATTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATAACCCTCCCATTAAAGGAATAATTAGTTGTAGATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAACAACAACACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAAACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835768 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATGAATAATGGTACTTGGATTGGTACTAACGAG-
-------------------------------------------------------------------------
----------------------------
TCAGATAGCAACATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGAACAAATTAGTTGTTTATCAAAC---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTGGGAACGAGAGCAAG-------------------------
-------------------------------------------------------------------------
----------
AACGGGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289190 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGTCGTCTAATGATACTTGGAATAGTACTGGAGTG-
-------------------------------------------------------------------------



----------------------------
CAAGATAACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTACTAACAATACC----------------------------
-------------------------------------------------------------------------
----------
AATGCCACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCC---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835438 
TTTTACTGTGATACATCACAACTGTTTAATAGTACTTGGAATTCTAATAGTACTTGGAATGATACTAACAATA
AT-----------------------------------------------------------------------
-------------------------
AATAGCACTGAAAAGATTATACTCTCATGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACCAATTAAGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAGCAAGAGATGGTGGAAATGAGACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GTGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATA---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT283753 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATGTTACTGATACTGAAGTGTCAAATAACACTA
AT-----------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCAGAGAAGGGCAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGTAATAATACT-------------------------
-------------------------------------------------------------------------
-------
GACAATGGAACCGAGGTCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289198 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTGGAATGTTACTGAAGAGTCAAAT-------
-------------------------------------------------------------------------
----------------------------
AGCACTGACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGTCTGCTATTAACAAGGGATGGTGGGAATACCATAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678164 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAATAGTACTTGGAATAGCACTGAAGGAA
ATAAC--------------------------------------------------------------------



----------------------------
ACTGACATACCTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCAATCTCAGGAAAGATTAGATGTTCATCAAAT---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTAATAATAGGAACAGT-------------------------
-------------------------------------------------------------------------
----------
AGTAATCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGTGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN024303 
TTCTACTGTAATACAACAAGGCTGTTTAATTGGAGTGATACTGAAAGTGGGAATGGTACTGAAGGG-------
-------------------------------------------------------------------------
----------------------------
AAAAATGACACAATTATACTCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTAGTAATACG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
TTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY332237 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAATCTGACTAGTGCTGAAGGGTTAAATGACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGAGAGAATGGG----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAACA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
TTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACACCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>AY308762 
TTCTACTGTAATACAACTAAACTGTTTAATAGTACTTGGGGGGTTAATGGTACTTGGAATGGGACTGAAGGGA
AT-----------------------------------------------------------------------
-------------------------
AATGGGAATAACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGATTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGATGTTAACAAGAGATGGTGGTGGTGGTAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY835753 
TTCTACTGTGAGACAACACAACTGTTTAATAGCACTTGGATTAGGGATAATGGTAATTGGACTAGGGCTGAGA
ATATT--------------------------------------------------------------------



-------------------------
ACTGAAGGGAATAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTTTATCAAAT---
ATTACAGGACTGCTATTAACATGGGATGGTGGTAATAATAGCACTAGT-------------------------
-------------------------------------------------------------------------
-------
AATAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAGCTTACAGTCTGGGGCATC 
>EU575474 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGATTGCAAATAAGACTGGGAATGATACTGGAGGA-
-------------------------------------------------------------------------
----------------------------
TCAAATGGAACTATTACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGACTGCTATTATTAAGAGATGGTGGTAAGAATAACGGGACA-------------------------
-------------------------------------------------------------------------
-------
GGAAACATGACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGAACACTAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JN024428 
TTCTACTGTAATACAACACAGCTGTTTAATAGTATTTGGTATAATACTACAAATAGTTCTTGGAATAATAAGA
CATGG--------------------------------------------------------------------
----------------------------
TCAAATAACACGATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TATATGCCCCTTCCATCAAAGGAAAAATTAAATGTATATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGATACCAATAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTGTG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331284 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAATGTTACTGCAAATAGCACGGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACCCTCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGGATAATTAGCTGTTCATCAAAT---
ATCACAGGGCTATTATTAACAAGAGATGGTGGAAGTGAAAACAGG----------------------------
-------------------------------------------------------------------------
-------------
CCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331285 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATTAGGGAGGGTAATAATGGTACTTGGAATGGTA
CTATAGGGTTA--------------------------------------------------------------



----------AATGACACT------
GCAGGAAATGACACAATCATACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGCGGTAAGGACGATAGTAATGGG----------------------
-------------------------------------------------------------------------
-------
AGTGAGATCCTCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG--------
-------------------------------CAAAAAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124745 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGCTTGGAATAATACTGAAGAGTCAAATAACACTG
AA-----------------------------------------------------------------------
-------------------------
GGAAATAGCACAACAATCACACTGCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAAATGTTTATCAAAT---
GTTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAACAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACACTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>JN562755 
TTCTACTGTGATACAACACAATTGTTTAATAGTACTTGGAATGGTACTGAAGAGTCAAATGACACTGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATATCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAATAATTAGCTGCTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAAGCCCAATAATGAGACT----------------------
-------------------------------------------------------------------------
-------
AATAATGGTACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562794 
TTCTACTGTAATACAACACTATTGTTTAATAGTAATTGGACTTGGAATGATACTGGAGGATATTTTACTAAAG
GGTCAAATAAC------------------------------------------------------------
ACAAATGATACTGAAGGG---------
TCAAATAGCACACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGACTAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTACTAACAAGGGATGGTGGTATGACGAATGATACC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTCTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562786 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATATTAATGGTACTTGGAAGGGTACA-------
-------------------------------------------------------------------------



----------------------------
GGAGAGCCAAATATCACACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTCATCACAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGCATACTAACAATAATGGG----------------------
-------------------------------------------------------------------------
-------
AGCAATGAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562773 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATGGTACAGAGTCAAATAACACTGAA-------
-------------------------------------------------------------------------
----------------------------
GAAGATAACACAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTATTAACCAGACC----------------------------
-------------------------------------------------------------------------
----------
AAAGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAGGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289189 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTAATGATACTTGGACTAATACTGAAGAGT
CA-----------------------------------------------------------------------
----------------------------
AATGAAACTGAAATCAGGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCCAAGGACAAATAAGATGTTCATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGGGGTAACAACACGAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCTAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593200 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGAATTCAACACAACTGTTTAATAGTACTGGG-
-------------------------------------------------------------------------
----------------------------
GAGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTGGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACCAATTACATGTAAATCAAAT---
ATCACAGGGCTGATACTAACAAGAGATGGTGGGAACAGCAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593201 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACGTGGAATGCCACTAGGGAGGAGAATGGTACTAAAGAGA
CAAGT--------------------------------------------------------------------



-------------------------
GACAATACCACACTTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCAATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGACAATGGTTCT-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGATGCTGACGGTACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU289192 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATACAACACAACTTAATAGTACTTGGGATGTTA
CAGGAGGG-----------------------------------------------------------------
-------------------TCA---
AATACTACAGAGAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAGTGGAATAATTAAATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTACAAACAATACA----------------------------
-------------------------------------------------------------------------
----------
AACGGTAGCGAGATTTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593204 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTCGCTTAATAGTACTGGGCTTAATAGTACTGGG-
-------------------------------------------------------------------------
----------------------------
AATGGTACTGAGATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGAGGGAGCAATGACACC----------------------------
-------------------------------------------------------------------------
-------------
CGCCAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAAACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289195 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATAATACTAATGGTGATTGGAATCTTGCTAGTG
AAGGATCAAAT--------------------------------------------------------------
-------------AACACT------
GCAGTAAATGGCAGTATCATACTTCCATGCAGAATTAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGTTAATGCGACC----------------------------
-------------------------------------------------------------------------
----------
AATGCCACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCATTGGGAATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU575815 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGGCTATGAATAGAACCTGGAATGATACTGAAGGGT
CA-----------------------------------------------------------------------



-------------------------
AATAACAATAAAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTGAAAATGCG-------------------------
-------------------------------------------------------------------------
----------
AACAAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATAGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU575850 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACTTGGAATAATACTGAATGGTCAAATGACACTAGGTCAA
ATGAC--------------------------------------------------------------------
-------------------ACT---
AGGTCAAATGCCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGCAGTAGCAATGATAGCACG----------------------
-------------------------------------------------------------------------
-------
AACGGGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCAGCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF593232 
TTCTACTGTAAGTCAACAGAACTGTTCAATAGTACTTGGAATACTAATAGTACTTGGAATACTACTAGTACTT
GGAATACTACT--------------------------------------------------------------
-------------AGAGGG------
CCTAACAATAGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGAACAATGGGACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTA---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN400469 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAACATTACTGAAGGGTCAAATAACACTGAAGGGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAGAACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATAGTAGCAGC----------------------------
-------------------------------------------------------------------------
----------
AACGGGTCAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCGCCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593304 
TTCTACTGCAATACAACAATACTGTTTAATAGTACTTGGAATGAAACTAACCTGTTTAATGCCACTGAAGGAA
AT-----------------------------------------------------------------------



----------------------------
AACACAGAAGTTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGCGGTATTGGGAACAATATC-------------------------
-------------------------------------------------------------------------
-------
ACCAATACCTCCGAGATCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTCAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331294 
TTCTATTGCAACTCAACCAAACTATTTAATAGCATTTGGGATAATAATAAAGATAGCACTAAAACAAATGAAC
CA-----------------------------------------------------------------------
-------------------------
AATGATGGAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGCAAGAACAATGGCACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGGTCTTCAGACCTGGAGGAGAAAATATGAAGGACAATTGGAAAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KT124746 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGAAATGATACTGGAGAGTTTAATAACACTG
GAAAA--------------------------------------------------------------------
----------------------------
AATATCACATATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAGTAGCGAG----------------------------
-------------------------------------------------------------------------
-------------
GACAAGGAGATCTTCAGACCTGAAGGAGGAAATATGAGGGATAATTGGAGGAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124747 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGCCATGGCCGGATAATGATACTAATGATAACGGTA
CA-----------------------------------------------------------------------
----------------------------
GGCAATAGCACAATCACACTTCCATGCAAAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTCCCACAAATGATACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGACCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGGAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF593208 
TTCTACTGTAACTTAACAAGGCTGTTTAATAATACTTGGTATAATGAGAGCAGTAGTACTTGGAAT-------
-------------------------------------------------------------------------



----------------------------
GTAAATGGCACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCATGGGATCAATTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAACCATAACAAT----------------------------
-------------------------------------------------------------------------
----------
GACAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGGA---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGGAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY560107 
TTCTACTGTAATACAGCAAAACTGTTTAATAGCATTTGGAATAATAGCAGTTGGAGTGGTACTGAAAGGTCAA
GT-----------------------------------------------------------------------
-------------------------
AACGAGACAAGGAACATCATACTCCCATGTAAAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAACACAGAA----------------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY560108 
TTTTACTGTAATACAACACCACTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACTGCAAGGCCAA
AT-----------------------------------------------------------------------
----------------------------
GACACTGACACAATTAAACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTATTAACAGCAGCAAT-------------------------
-------------------------------------------------------------------------
-------
ACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGATCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGGGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY560109 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGTATAGTAATAGTACTGGGAATAGTACTGGAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTACGCCCCTCCCATCAGTGGAAAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTATTAACATGACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAC---TTATTG---CCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY560110 
TTCTACTGTGATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATGATACTACTGACACTG
AA-----------------------------------------------------------------------



----------------------------
GGAAATGAAACAATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGAGGGAGTAATTAAATGTTTATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGT---ATAAGCAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTGACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
GCGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF175212 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAATTGGACTTTGGAGGGTAATGTGACATATACCACAAATA
AC-----------------------------------------------------------------------
-------------------------
ACAAATGGCACAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCAATCCCATCAGTGGACTAATTAACTGTACATCAAAG---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTACAGAGGGTAATGGCAGCAACGGGACCGGGACAGAGATCG
AGAAC--------------------------------------------------------------------
-------------
AGGACCGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAATA---GGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGGGTGCTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCAG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU577426 
TTCTACTGTAATTCAACAGAACTGTTTAATAGTACTTGGAATAATACTAATACTTGGAATGATACTGGAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATCATACTTCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAACTGCTCATCACAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATACCACT-------------------------
-------------------------------------------------------------------------
----------
AACATGATTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATCTAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGGA------------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593284 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGTATGGTAATGAGACTATTGAAGGGTTAAATGAC-
-------------------------------------------------------------------------
----------------------------
ACTACAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTTTTAGCAACAATACCCAG----------------------
-------------------------------------------------------------------------
----
GAGAAGAACAAGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTGCAAGTTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGT---
TTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593310 



TTCTACTGTAATTCAACACCACTGTTTGATAGTATTTGGAATAGTACTGGGAATGATACTGAAGGGTCAAATA
GT-----------------------------------------------------------------------
----------------------------
ACTGAAAAAGATATCATACTCCAATGCAGAATAAAACAAGTTATAAATATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAGGGGCGAG----------------------------
-------------------------------------------------------------------------
----------------
TCTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAGAGATCA---GTGACA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593312 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTATGGTAATGAGACTGAGACTGGAGGGACAAATG
AC-----------------------------------------------------------------------
----------------------------
ACTATAGGAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAACAACAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACATTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTCAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593314 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGACTGAAGGGGCGACTAACAATACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGCAGCAAA----------------------------
-------------------------------------------------------------------------
----------
ACAACCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAGATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAA---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593316 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGCCTACTAATAGTACTTGGAATGCTACAGAAGGG-
-------------------------------------------------------------------------
----------------------------
TCAAATAGCACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCATGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGATATTTTTAACTAGAGATGGTGGTAAAGAGAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GGA------ATAGGAGCA---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593318 



TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATGGTACTGAAGGGCCAAATATCACTG
GAGGAGAT-----------------------------------------------------------------
-------------------ACT---
AACATTAACATTAACATTACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGTTGTTGTTAACAAGAGATGGAGGTAACAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN786786 
TTCTACTGTAATACAACAGAACTGTTTAATAGCACTTGGTATACTAATGGGTCAAGTAATAATATTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AATGACACAATAATCACACTCCCATGCAGAATAAAACAAATTGTACGCATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGATGGAATAATTAGATGTACCTCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTATTGATAATAACACG-------------------------
-------------------------------------------------------------------------
----------
ACCGATCCCGAGATCTTCAGACCTGAAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAGATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGAAACTCCCAGTCTGGGGCATT 
>JN599165 
TTCTACTGTAATACAGCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGAGTTTAAATGACACTAAAAGAA
AT-----------------------------------------------------------------------
----------------------------
GGAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGGAACGGGAACATCACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124759 
TTCTACTGTAATACAACAGACCTGTTTAATAGAACTGTGGAAAAAAATATTACTTGGCCTAGGGCAAACGACA
CAGAAGGA-----------------------------------------------------------------
-------------------------
AATGAAAATGAAACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAGTAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGATACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN562762 



TTCTACTGTAATTCAACACAACTGTTTAGTAGCAGTTGGAATAGTACTAGTACTTGGAATAGTACTACAGTGT
CAAAT--------------------------------------------------------------------
-------------------------
GATACTGACAAAAATATTACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAATAATCAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAGCAAGAATGGGAGTACT------AACAGTAGC---
AGT------------------------------------------------------
GATGGGAGTAATAACAGTAAC---------
AAGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124776 
TTCTACTGTAATACAACACAACTGTTTAATAGTATCTGGAGTAGTAATGGTACCAGGAATAGTACAAATAGCA
CTAGG--------------------------------------------------------------------
-------------------------
ACAAATAGTACTATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAA
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTGTATCAAAT---
ATTACAGGGCTATTGTTAACAAGAGATGGTGGTACAAATATCACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGGGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124798 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAAGCGTACTTGGAATAATGTTAAAGGGAACAATG
AT-----------------------------------------------------------------------
----------------------------
ACTAATAAAAATATCACACTCCGATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTATTAGCAACAGCACGAAT----------------------
-------------------------------------------------------------------------
----------
GACACCACCGAGATCTTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGC---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU331247 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGGTACTGAAGTGGTAAATATCAATGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACAATATCACTCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCGAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTACTAATGACACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGGTCTTCAGACCTGCAGGAGGAGATATGATGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAACA---ATAGGAGCG---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---TTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN786831 



TTCTACTGCAATACTTCACCACTGTTTAATAGTATTTGGAATAGTAGTACTTGGAATGACACAAATAATACTG
AA-----------------------------------------------------------------------
-------------------GGG---
GCAAATGACACTGTTATCACACTTCGATGCAGGATAAAACAAATTATAAACATGTGGCAGGCAGTGGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAAAGAAAACGCTACC-------------------------
-------------------------------------------------------------------------
----------
AGGAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403100 
TTCTACTGTAAGACAGCACAACTGTTTAATAGTACTTGGAATGTGTTTAATAGTACTTGGAATGGTATTAAAA
GGGTAAAT-----------------------------------------------------------------
-------------AGCACT------
GAAGGAAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGCAATAACGAGAACGGA-------------------------
-------------------------------------------------------------------------
-------------
ACCCCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU576617 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATAGTACTACTAATGGGAATGAGACTGAAGGGT
CA-----------------------------------------------------------------------
----------------------------
AATAACGGAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGTGGTAATAACGAGACC----------------------------
-------------------------------------------------------------------------
----------
GACAGCACAGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331296 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACCGAAGAGTTAAATAGTACA-------
-------------------------------------------------------------------------
----------------------------
AATGACAAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAACAACAGC-------------------------
-------------------------------------------------------------------------
----------
GATACTCCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAACGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>EF593286 



TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGTATGGTAATGATACT-------------------
-------------------------------------------------------------------------
----------------------------
AGGAATGATACTATCACACTCTCATGCAGAATAAAACAAATAATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGGGATGGTGGTAATGACACGGAC----------------------------
-------------------------------------------------------------------------
-------------
GGGAAAGAGACCTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU577525 
TTTTACTGTAATACAACAAACCTGTTTAGTAGTACTTGGTATGGGAATGAAACTGAAGAGCCAAATAATACTA
CA-----------------------------------------------------------------------
-------------------------
GGAAATAGCACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGGCCAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACACGAACGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAAACCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAAAAATTGAACCACTA---GGAGTAGCGCCCACCAGAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGATGCACAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JQ085297 
TTCTACTGCGATTCAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGATGATTCTGGA----------
-------------------------------------------------------------------------
----------------------------
AAAAATAGAACAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAGGGACAAATTAGCTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085295 
TTCTACTGTAATACAACACCACTATTCAATAGTATTTGGAAGGATGGACAGTTAAATAACACATACACT----
-------------------------------------------------------------------------
----------------------------
AAAGAGAAAAATATCACACTCCAATGTAAAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTACATGTATATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTATTGGCAATAATGAAACTGGC-------------------
-------------------------------------------------------------------------
-------
AATAACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAGAGAGACAAAAGAGCA---ATAGGAACACTAGGGGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGATTA---CTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ798397 



TTCTATTGTAATACAACAAAACTGTTTAACAGTACTTGGAATGGTACTGAAGGACTAAACAACTCTACAGGAA
AT-----------------------------------------------------------------------
----------------------------
AGCACAGGAAGTATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAATT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTATTGACAATAAAAATGCCACT-------------------
-------------------------------------------------------------------------
----
AACACAAACAACACAGAGACCTTTAGACCAGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGCAACA---GCAGGGAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469685 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAACATTACAGGAAATAACACCATCGCACCA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGTGACAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ798416 
TTCTACTGTAATACAACAGGACTGTTTAAAAGTACTTGGTATATGAATACAACAAGGAATGAT----------
-------------------------------------------------------------------------
----------------------------
AGTGCTGAAAATATAACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCAATTAGTTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGGGATGGTGGTGATAGGAACGAT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAACAATTGAACCATTA---GGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---ATAGGC---CTGGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085289 
TTCTACTGTAATACAACATCACTGTTTAATAGTACCTGGAATGGGAATGAGACCATAGAGTCAAATAAC----
-------------------------------------------------------------------------
----------------------------
AGCACTGAAAATATTATACTCCAATGCAGAATAAAACAAACTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAATGCTAGC----------------------------
-------------------------------------------------------------------------
-------------
CAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAGATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 



>JQ085293 
TTCTACTGTGATACATCACTACTGTTTAATAGTACTTGGAATGAAACTACTTGGAACAAAACTACTGGGAATA
GTACTAAC-----------------------------------------------------------------
-------------------GAT---
GCAAATAACACAGTAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGCGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGTGGTAATGAAAGTAAGAAT-------------------------
-------------------------------------------------------------------------
----------
AACAGCGCTGAGATTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCCCCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATATG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF217150 
TTCTACTGTAATTCAACACCATTGTTTAATAGTATTTGGAATATTACTGGGAATATTACTGAAGAGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
AAAGGAAATGACACAATCATACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAAGGATGAAGGTAAA-------------------------
-------------------------------------------------------------------------
-------
GAGAACGATACCGAGACCTTCAGACCACAAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH262735 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGAGGGTGGTCAATGGTACTTGGAATGATACTATAG
AA-----------------------------------------------------------------------
----------------------------
TCAAATAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAACTGTTCATCACAG---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGACACAAACGGG-------------------------
-------------------------------------------------------------------------
-------------
ACGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAATCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH263144 
TTCTACTGTAATACAACACCACTGTTTAATAGCTCATGGAATGGTACTGAAGGATTCAAAAAGTTCAATGAGA
CT-----------------------------------------------------------------------
----------------------------
GAAGACAAAAACATTACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAATAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAGAGATGATGGTACTAATACC-------------------
-------------------------------------------------------------------------
----
ACAACAAACGATACCGAGATCTTCAGACCTATAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCAGTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GCA------
CTAGGAGCA---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGGCTA---TTATTG---



TCTGGTATAGTGCAGCAGCAGAAC---AATTTG---CTGAGG---
GCTATTGACGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH263362 
TTTTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAAGAGGAATGATACTAATAGTACTTGGAATGTAA
CACAATGGAAT--------------------------------------------------------------
-------------------GAT---
AGTACTAATGGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATTAGAGGAAACATTAGCTGCTCATCAAAT---
ATTACAGGGCTCATATTAACAAGAGATGGTGGTGAGAAAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCGATGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTACAACTTGAGCCATTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH263630 
TTCTACTGTAATACAACGAAACTGTTT------ACTTGGAATAGTACTCGGGATGGGAATAGCACTAAAGAG-
-------------------------------------------------------------------------
----------------------------
GCAAATGACACACTCATTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCCATTAATTGTGTATCAAAC---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTACTGGAAAAAATACC-------------------------
-------------------------------------------------------------------------
----
ACAGACAACAACACTGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACTTG---CTGAGG---
GCCATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX984368 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGAATGAGACTACAGGGATAAATACCACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACATTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGAGATGGT----------------------------
--------------------------------------------------------------------
GGTAATGACACAAAC---
AGGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX984537 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGGATAATAGTACCTGGGATACTAACTGGACTAGTC
CTGAA--------------------------------------------------------------------
-------------------AAT---
TCTACCAATACCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAAT---
ATTACAGGACTGCTGTTAACAAGAGATGGTGGTAATAGCACAGATGGA-------------------------
-------------------------------------------------------------------------
----------
AACAACTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTGCAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984588 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGTATGCTAATGGTTCTGGGAATAATACTAAGTGG-
-------------------------------------------------------------------------
----------------------------
ACAAATGACACCATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTGATTAACTGTGTATCAAGT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAGTGGAAATAACACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCTCCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY842786 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGTTAATGGTACCAGGAATGATACTAAAGGGTCAA
AT-----------------------------------------------------------------------
----------------------------
AGCACTGAAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGGGGTAACGAGGATAAC----------------------------
-------------------------------------------------------------------------
-------------
AAGACCGAGACCTTCAGACCTGCAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY842808 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAACGATACTACTATTAATAGAACTGAAGGGTCA-
-------------------------------------------------------------------------
----------------------------
AATACAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTGCTGATACTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAATA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984877 
TTCTACTGTAATACAACAAAATTGTTTGATAATAATATTGCTAACAGGTCA----------------------
-------------------------------------------------------------------------
----------------------------
GCTAATAGCACAATCATACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAGATTAGCTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTAGTAATGAGAAT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAGTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGCAGCA------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>AY842824 
TTCTACTGTAATACAGACCAGCTGTTTAATAGTACTTGGCAGTTTAATAGTACTTGGCCGCCTAATAGTACTG
AGTATAATACT--------------------------------------------------------------
----------ACAGGGTCA------
GATAACAATGGAACGATCACACTCCAGTGTAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACCAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACAGGAACAAT-------------------------
-------------------------------------------------------------------------
----------
AGCAGTACAGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CATAAAGAAAAAAGAGCA---GTGGGA---CTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MH632949 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTAATATTTGGATAAATGGGACGACA-------------
-------------------------------------------------------------------------
----------------------------
AATAACACTAATATTACACTCCCATGCAGAATAAAACAAATCATAAATAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGAGGGACGAATTAATTGTGTGTCCAAT---
ATAACAGGACTGATATTAACAAGAGATGGTGGTAACAAGACCAACACC-------------------------
-------------------------------------------------------------------------
-------
CCTGAGACCTTCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAGCCGTTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------CAAAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGGCAA---TTACTG---TCTGGGATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MH632956 
TTCTACTGTAACACAACACAGTTGTTTAATAGTACTTGGCCTCCTGAGAATGGGACAACAAAT----------
-------------------------------------------------------------------------
----------------------------
GATACAGGAAATATAATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTGAATCAAAT---
ATTACAGGGTTGCTATTGACAAGAGATGGTGGTACTCCTGTGAAC----------------------------
-------------------------------------------------------------------------
-------------
CAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACTATGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH632822 
TTCTACTGTAATACATCACAACTGTTTAATACTACTTGGAGGACTAATAATACTGATAACAGGTCAAAT----
-------------------------------------------------------------------------
----------------------------
AGAACTAATACAATCACCCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTACGCCCCTCCCATCAGTGGACCACTTAGTTGCTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAACGCCAAAAATGACAGCGAC-------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATGGGAGCT------



---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH575991 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCTACTTAATAGTACTTGGAATAATACTGAAAGGA
CAAAT--------------------------------------------------------------------
----------------------------
GACACTGAAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGCAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGTTGCTCATCAGAT---
ATTACAGGGCTGCTACTAGTTAGAGATGGTGGAATTAATACCAGCAACAACAGC-------------------
-------------------------------------------------------------------------
-------
AGCAACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTGGGAGCT---
------ATGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576349 
TTCTACTGTAACACAACACGACTGTTTAATAGTACTTGGAGTGTTAATGGAACTAGCATAAACGAAACT----
-------------------------------------------------------------------------
----------------------------
AACAATAAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGGATAATTAGGTGCTCATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTACAACTGATGGTGGTACAACT-------------------
-------------------------------------------------------------------------
-------
AATAGTACAAAGGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCACAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---ATAGGAACGTTAGGAGCT---
------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH576262 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTACTGATAATTGGG
AT-----------------------------------------------------------------------
-------------GGTACT------
GAATCAAATAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTGCTAGTAAGAGATGGTGGGAGCAACAATAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTCAAAATTGAACCATTA---GGAATAGCACCCACCCATGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGGGAAAAAAGAGCA---ATAGGA---CTTGGAGCT------
---TTCTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576152 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACA-----------------------------------------------------------------
----------------------------
GAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTACTACTACTAAGAGATGGTGGTAATAGCAATGACACGGAT----------------------
-------------------------------------------------------------------------
----------
AACACGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MH576039 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGAATGCTACCGAA----
-------------------------------------------------------------------------
----------------------------
TTAGATGGAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAGTAAGAGATGGTGGTAACACGAGCGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGGCTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTATTGCAACTCACAGTCTGGGGCATC 
>MH575857 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAACAAAAATAATACTAATTGGACTATTACTGAAG
GGTCAGAT-----------------------------------------------------------------
-------------AACACT------
GCAGAGAATGACACACTCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATTAGAGGAGTAATCAAATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGGGATGGTGGTAGAAACCAGAGTAATAAC----------------------
-------------------------------------------------------------------------
-------
CAGAATGAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAGCACCATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH575796 
TTCTACTGTGATTCAACGCAACTGTTTAATAGTACCTGGCTGCCTAATAATGAGAGTATTTGGTATAATAATA
GGAATAATACT--------------------------------------------------------------
----ACAGGGTCAAAC---------
AGCAGTGCAGTCAATATCACACTCCCATGTAGAATAAAACAAATTATAAACCTATGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGCAATCAACTGCACGTCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGGAATAATCCTAAC----------------------------
-------------------------------------------------------------------------
----
GGGACTAACACCTCTGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGT---
CTCGGAGCC---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAGCAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH575728 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAGTAGTAATGGGAGTAGTACTTGGAATAGTACTG
AG-----------------------------------------------------------------------
----------------------------
ACGAATGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAACAATAGCAACGACACTAGC-------------------
-------------------------------------------------------------------------
----------
AACGACACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------



----------------------------CAGAGAGAGAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAAG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH575694 
TTCTACTGTAACACATCAAATCTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTTGGAATAGTAGTA
CTCGGGGTAAT--------------------------------------------------------------
----------------------------
ACTACAGGAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAAAGGACCAATTAAATGTTCATCAAAT---
ATCACAGGGCTGCTACTAACAAGAGATGGGGGTGAGGAGAGTGAGAAT-------------------------
-------------------------------------------------------------------------
-------
AACAACGATTCCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT---
------TTGTTTCTTGGGTTCTTGGGAACA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTATGGGGCATC 
>MH575680 
TTCTACTGTAATACAACAAAACTGTTT------
ACTTGGAATGCTACAACAAAACTGTTTACGTGGAATGCTACAAAT----------------------------
--------------------------------------------------------------------
AGCAATGGAACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTCGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGGACTAACAAGACA----------------------------
-------------------------------------------------------------------------
-------
GGGAACAGGACTGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGACC---ATAGGAGCT---
------ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCGATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>MH575478 
TTCTATTGTAATACAACACAATTGTTTAATAGCACTTGGGATAATGGTACTGAAAAGTCAAGTAACCTTGGAG
GA-----------------------------------------------------------------------
----------------------------
AATGATACAACCATCATTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGAGGTAATAGTACTGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCAATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH575379 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTGATGGTACTCTGAATAGTACTTGGAAT-
-------------------------------------------------------------------------
----------------------------
AGTCCAGGTAACATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCCGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGAGTGGG----------------------------
-------------------------------------------------------------------------
-------------
AACAGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH633031 
TTCTACTGTAATACAACAGTACTGTTCAATAGTACTTGGAATTTTAATGATAGTGATACTGGTATTGGG----
-------------------------------------------------------------------------
----------------------------
AATAATACTAATATCACACTCCCATGCAGAATAAGACAAGTTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATACTAATGTTACCAAT----------------------
-------------------------------------------------------------------------
----------
AACAAGACTGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCT---GTGGGA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH633155 
TTCTATTGCAATACAACAGAATTATTTGACAGTACTTGGATTAATGGTACTGACATTACTACTAATGCTACTG
GAGGGAACAAT--------------------------------------------------------------
----------------------------
AGCACAAAAAATATCACCCTCACATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACTAGAGATGGGGGTGGTAATAGCACA----------------------------
-------------------------------------------------------------------------
----------
AACAACAATGAAACCTTCAGACCTACTGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGGGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ127534 
TTCTACTGTAATACAACAAACCTGTTTAATAGTACCTGGAATGCAACAAACCTGGTTAATGGTACCGGGAATA
GTACT--------------------------------------------------------------------
-------------------------
GAAGGGAATGACACAATCAAACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGACAGTGGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATTCGACGGAA----------------------------
-------------------------------------------------------------------------
-------------
CAGTCCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGGAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ127537 
TTCTACTGTGACTCAACACAACTGTTTAATAGTACTTGGAATGAGACTGATTGGAATAATAAAACTGAT----
-------------------------------------------------------------------------
----------------------------
GGAGATGAAACTATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAGTAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACAACATCGAGATCTTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ127548 
TTCTACTGTAATTCAACACAATTGTTTAATAGTATTTGGAAGTATAATAATGGCACTTGGAAGTATAATGATA
GTATTTGGAAT--------------------------------------------------------------
-AGTACTGAAAGTTCA---------
AATAACACTGAAAACATCATGCTCCCGTGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAGATGTACATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCACAAACAACAAC----------------------------
-------------------------------------------------------------------------
-------------
ACGAAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF219627 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTCGGAATGGTACTGATTGGACTCGAAATGATA
CTGAAGGA-----------------------------------------------------------------
-------------TCAGAC------
ATCACTAACGAAAATATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGCTGTTCCTCAAAT---
ATTACAGGGCTGCTATTAACACACGATGGTGTTGTTGGTCTGTACACG-------------------------
-------------------------------------------------------------------------
-------
GACGCGAACAACGTGACCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAGTTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728244 
TTCTATTGTAATACAACATCACTGTTTAATAGTACTAATAGTACTTGGAATATTGAAAGGTCAAATAACTCTA
AA-----------------------------------------------------------------------
----------------------------
GTTAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGGAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTAGTAAGAGATGGTGGTGAAAACCAGAAC----------------------------
-------------------------------------------------------------------------
----------
AGCAGCACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCGTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---TTCGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU728216 
TTCTACTGTAATACATCAGAGCTGTTTAATAGTGCTTGGCATGCTAATGATACTGGGAATGGCACAAAT----
-------------------------------------------------------------------------
----------------------------
GGGACAGAATATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGCAATAATAACGAG----------------------------
-------------------------------------------------------------------------
----------
AGCAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728376 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGAATATTCGGAATAGTACTGAAGAG----------
-------------------------------------------------------------------------
----------------------------
TTAAATGATACTATCATACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACACTAAAAAGAATGGG----------------------
-------------------------------------------------------------------------
-------
ACCGATGATACAGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469690 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATGAAACAGGGTCAAATAACACTGAG-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACCTTCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGGCTAATTAACTGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGTAGTAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAACGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469692 
TTCTACTGTACTACAACACCACTGTTTAATAGTACTTGGGATAATAATAGTACTGGGAATATTAACAGT----
-------------------------------------------------------------------------
----------------------------
ACTAACAAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGAGGGAACAATTAGGTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGCGGTATTAACAATACT----------------------------
-------------------------------------------------------------------------
----------
GACAACAAGGAGGTCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469694 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAAGTATAATGATACTAATGACACTGAAAGACACG
AA-----------------------------------------------------------------------
-------------------------
AAAGGCAATGACAATATTACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAAGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATAATGACACC----------------------------
-------------------------------------------------------------------------
----------
TCCCAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAG---AGA--



----------------------GAGGTGCAGAGAGAAAAAAGAGCA---ATAGGAATGGGAGCAGTT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469699 
TTCTACTGTAATACAACACAACTGTTTAAAGGTACTTGGAATGGTACTACTTTGATAAATACAACAGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TATATGCCCCTCCTATCAGAGGACATATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAACGGGACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAAATCTTTAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---TTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469702 
TTCTACTGTGACACAACACAACTGTTTAATAGTACCTGGAATGATACTACCTTGAATGATACTAGTAATTGGA
GTAAT--------------------------------------------------------------------
-------------------------
GATACTACTGAAGTTATCACACTCCCATGCAGAATAAAACAGATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCTAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATAATAGC-------------------------
-------------------------------------------------------------------------
----------
AACAACAGCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACACCATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469705 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAATAGTACTTGGAATGGTA
CTGGA--------------------------------------------------------------------
-------------------------
ACTGAAAATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCCCAGGAAATATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---CTGCTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ469711 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCATAAGAATGGTACTAATAGTACTGGGGGG----
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAACTGTTCATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAGCACTGCC-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGATTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCGA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469712 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACCTGGTATGCTAATGATACTAACAGTATTAGGAATAGTA
GCAGG--------------------------------------------------------------------
-------------------------
GAAGGAAACGATACAATTATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCATGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAAGAATAACGAG-------------------------
-------------------------------------------------------------------------
-------
ACTAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCA---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTC---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGA---GCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469719 
TTCTACTGTAATACAACACAACTGTTTAATACTACTTGGTATAACAATGAAACTGTGGATAATAAAACTTGGA
CTGAAGATGAT--------------------------------------------------------------
-------ACTAGAAACTTA------
ACTGACAAAGACATTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCCAAGGAATGATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTCTTAACAAGAGATGGTGGTAATGATACAGATACAGAT----------------------
-------------------------------------------------------------------------
-------
CCGAATGGGACAGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTA---GGGATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AGATTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469726 
TTCTACTGTAATTCAACACCACTATTTAATAGTATTTGGCATGCTAATGGTACCTGGAATGGTACTGAAAAGT
CAAAT--------------------------------------------------------------------
-------------------------
AACACTGAAAGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGGGGTCCAGAGAACGAG----------------------------
-------------------------------------------------------------------------
----------
ACTAAGCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAAAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGATTAGGAGCT------
---TTGTTCCTTGGGTTCTTAAGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728225 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGAGCAGGAATGGGACGTGGAGTAGTACTTGGAACA
CC-----------------------------------------------------------------------
----------------------------
ACGGGAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCGA
TGTATGCCCCTCCCATTGAAGGACTAATTAGATGTGTATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGGAACACCACCGAC----------------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGACCTTCAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGGTTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGAGTATGTTGCAACTCACAGTCTGGGGCATT 
>MN515912 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTGTTAATGAAGGGTCAAATAACACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
AACAATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTGTTAACAAGAGATGGTGGCAATAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>MN515943 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGCTGTTAATACTACTTGGAATAATACTGAAAACA
ATGAA--------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACCCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATAAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGTAATGACACT-------------------------
-------------------------------------------------------------------------
----------
ACCAGGCCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTA---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN515956 
TTCTACTGTAATACAACAAAACTGTTTAGTAGCACTTGGAATGCTACTGAAAAGATCACTTGGAATAATACTG
AAAGG--------------------------------------------------------------------
----------------------------
TCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAGGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAAAGTGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAGGTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAACTTGAACCATTA---GGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---TTCGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN515787 
TTCTATTGTAATACAACAAAGCTGTTTAATAGCACCTTTCCCTTTAATAGTACTTCAAATAATACTAATGGGG
CAAAT--------------------------------------------------------------------
----------------------------
AACACTGAAATAATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTTATCAAAA---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------
----------
AACACATATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAGAAAGAGCA---GTGGGG---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU850430 
TTCTACTGTAATTCTACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGATCAAATAGCACTGAA----
-------------------------------------------------------------------------
----------------------------
AGAAATACCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGT---AATAGTAACGAG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728304 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGACTAACATAAATAGCACTGGA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGCAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGGGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGATAAACACGACC----------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAACATATATTGCAACTCACGGTCTGGGGCATC 
>GU728410 
TTCTACTGTAACACATCACGGCTGTTTAATAGCACATGGTATGTAAATGGAAGTAGTACTGGAGAG-------
-------------------------------------------------------------------------
----------------------------
TCAAATAGCACTATCACCCTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAGGCAA
TGTATGCCCCTCCTATCAAAGGACAAATTAAATGTACATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAGCCAG----------------------------
-------------------------------------------------------------------------
-------------
CCCGAAGAAATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGCAAGAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728295 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACATGGAATGAGACTGATAGTAACAATACTAAA-------
-------------------------------------------------------------------------
----------------------------
GGAGAAGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTGTTATTAACAAGTGATGGGGGTGGGGGTGGCAAC----------------------------
-------------------------------------------------------------------------
----------
AGGACGGACGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGACTAGGAGCT------
---TTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>GU728383 
TTCTATTGTGATACAACATCACTGTTTAACAGTACTTGGAATAACAGTACTTGGGAGAATAATACTAAAGGAA
TC-----------------------------------------------------------------------
-------------------------
CTCCCAAACGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGAAGAG
CAATGTATGCCCCTCCTATTAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGGTATTGGTAATAATATC-------------------------
-------------------------------------------------------------------------
-------
ACCAATGGGTCCGAGACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAACCAGTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469729 
TTCTACTGTGATTCATCAGGACTGTTTAATAGTACTTGGAATGGAACACACCTGGATACTTGGAATGGT----
-------------------------------------------------------------------------
----------------------------
ACTGGAGAAAATATCACACTCCAATGCAGGATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGAATAATTAAATGTTCATCAAAC---
ATTACAGGATTGCTATTAACAAGAGATGGTGGTCCTGGTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ886033 
TTCTACTGTAATACAACAAAACTTTTTAATAGTACTTGGATGTGGAATACTACTACTAGTAATTGGACTCTAA
ATAGCACTACA--------------------------------------------------------------
-------------GGGGCA------
GATGACAATGACATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAAT---
ATCACAGGGTTGCTGTTAACAAGAGATGGTGGTATTAACAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728280 
TTCTACTGTAATACAACAAAACTGTTTACTTGGAATAGTACTTGGGATAATATTGAAAAAGCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGACTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAAGCATTATGTGTTCATCAAAC---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAACAACGGGACA----------------------------
-------------------------------------------------------------------------
----------
AACGATACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTACAAATTGAACCATTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>GU728339 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAGAATGGTACTGAGAATGATACTA
CA-----------------------------------------------------------------------
----------------------------
GGAGAAGAAACTATCATACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGC---AATACCAACGGT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAGTTGAACCAGTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ222211 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGAGGGTTTAAGAGCTCTAATAGTACTACTTGGA
ATAAAACCGGA--------------------------------------------------------------
-------------GGGTCA------
AATAACACCGGACTAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATGACCCG-------------------------
-------------------------------------------------------------------------
----------
AACAGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367407 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGTTAATAGTACATGGAATAATACTGAAGAG----
-------------------------------------------------------------------------
----------------------------
GTGAATGGCACAATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACAGTAGTAACAGT-------------------------
-------------------------------------------------------------------------
----------
AATAGCAATGAAACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATCCATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---TTGGGTGGTTTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367408 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATGGAAATAATACAGATA
AC-----------------------------------------------------------------------
----------------------------
ACTGACAAAAACATCACACTCCAATGCAAAATAAAACAAGTTATAAACATGTGGCAGACAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCCCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGACCTGG----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTGA
AAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------



-------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KP754463 
TTCTACTGTGATACAACACAATTGTTTAATAGTACTTGGAATGGGACTAATACTGAGAATAAAACTAAAGAGT
CA-----------------------------------------------------------------------
----------------------------
GATGACACTACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGGCAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAATAAGAGATGGTGGAGACAAGAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TGAGCCTTGAGCCAATA---GGAATAGCACCAACAAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGACC---CTGGGAGCT---------
ATGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP754465 
TTCTACTGTAATACAACAAAACTGTTTGAGGGTACTTGGAATGGTAATAATTGGACTACAGAGTCAAATAAAA
CTGAAGAC-----------------------------------------------------------------
----------------------------
AATAACACAACAATCACAATTCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCTATTGCAGGACTAATTAACTGTTCATCAAAT---
ATTACAGGACTGTTATTAATAAGAGATGGGGGTAAAAATAGCACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754466 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTACTGACCATACTAACCTTACA----
-------------------------------------------------------------------------
----------------------------
GGAGATGCAATTATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTTAACAATACCACCGAT----------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CATAGAGAAAGAAGAGCG---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP754468 
TTCTACTGTAATACAGCGAAACTGTTTAACAGTACTTGGTTCAATAACACTGAAGGCATAAATACCACTGAAG
GAAATGGCAAT--------------------------------------------------------------
----------------------------
ATCACACGCAATATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACCGATTAGCTGTAAATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTGAGGATAACAAC----------------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAGATTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGG---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>KP754470 
TTCTACTGTAACACAGCGAGACTGTTTAATAGTACTTGGGGGGTTAATAGCACGGGAAAATCAAATAAC----
-------------------------------------------------------------------------
----------------------------
AATGAAACACATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAGCAA
TGTATAACCCTCCCATCAGTGGACCAATTAGTTGTACATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGACAGACCAATGAC----------------------------
-------------------------------------------------------------------------
----------
AGTAGCACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP754472 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGATAAATGGTACTTGGACAAATGGTACTACAAATA
CCACT--------------------------------------------------------------------
----------------------------
GGAGAAGATAAGATTATACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAGGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTACCTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGGGGTAATAAGAACGGGAGTAATGAG-------------------
-------------------------------------------------------------------------
-------------
GCCGTTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754473 
TTCTACTGTAATACTACACCACTGTTTAATAAAATTTGGTTTAATAGGACTGACTGGTCTAATAATACTGCAG
GGTCA--------------------------------------------------------------------
-------------------AAT---
ACCACTAACGGCATAATTACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAATAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAAATGTACATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATCCTTCAAACGCA-------------------------
-------------------------------------------------------------------------
-------------
ACCGATGAGATCTTCAGACCCATAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCAATA---GGACTGGCACCCACCAAGGCGCAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ444258 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAATGATAACAGTACTTGGAATGTTAACGGTACTG
GG-----------------------------------------------------------------------
-------------------------
AATGATAATGACACCATCATACTCCCATGCAGAATTAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTAATAACATCACT----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728371 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGTCTAATAATGATACTTGGAATAGTAGTGATGCTA
CA-----------------------------------------------------------------------
-------------------------
AGGTCAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CGATGTACGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTGTTAGTAAGAGATGGTGGTACGAATAAGAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGTCCGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---CTGGGA---CTAGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU728322 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCTTAATGGTACTTGGAATAGTAATGATACTGGA-
-------------------------------------------------------------------------
----------------------------
TTGTCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCACCCATCAGGGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTACTATTAGAAAGAGATGGTGGTGAGAACAACAGG----------------------------
-------------------------------------------------------------------------
-------------
TCCAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EF440778 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAGTGATGGTACTAGAAATAGTAGTGAAACGT
CA-----------------------------------------------------------------------
----------------------------
TCTGAAACAGTTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAGGTGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCAAAGGTGACAACATC-------------------------
-------------------------------------------------------------------------
-------
ACCAACAACACCGAGATTTTCAGACCTGGAGGAGGAAATATGCAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728392 
TTCTACTGCAACACATCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGACAAATAACAATAAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTGCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTGACAAGAGATGGTGGTAATAGGACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGCTATATAAATATAAAG
TAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCG---------
TTTATCATTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886034 
TTCTACTGTAACACAACAAAACTGTTCAATAGTACTTGGACTTGGAATAGTACTGAAGGGTCAGAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTGACCAAAATACC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAGCCATTA---GGCATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886035 
TTCTACTGTGATTCAACACAACTGTTCAATAATACTTGGGATGGTACTAATATGTCAAATGCAAGA-------
-------------------------------------------------------------------------
----------------------------
AATGACACAAACATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTCCCAACGCGACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886036 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGAGAATGAGACTATTGAATGGTCAAATAACA
CT-----------------------------------------------------------------------
-------------------------
GTAGGAAATGACATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATTTTCAGACCTGTAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469750 
TTCTACTGCGATTCAACACCACTGTTTAATAGTACTTGGAATACTACTGAAGGAAATGACACAATCACACGC-
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAATAATGGGACC-------------------------
-------------------------------------------------------------------------
-------
AATAACAATACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAAAAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACACTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728413 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAATGATACTAAGGGGTCAAATGACACTGTA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTACGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAGAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAGTTGAACCATTA---GGAATAGCACCCACCATGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
CTGTTCCTAGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATC 
>GU728313 
TTCTACTGTAATACAACACGACTGTTTAATAGTACCTGGAATAATACTACCTGGAGTAATTCTAATGTAGCAA
AT-----------------------------------------------------------------------
-------------------------
GGCACTGAAAGAATTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGTTGCTCATCAAAT---
ATTACAGGGCTACTGATAACAAGAGATGGTGGGAAGAATGTGACT----------------------------
-------------------------------------------------------------------------
----------
AGGGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGTATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728179 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTTAACAGTACTTGGAATAATAGTGGAAATGATA
CTGCA--------------------------------------------------------------------
-------------------------
GAATCAAATGACACTATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGCGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGAAAGATAAAGTGTATATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGCTAGGAACAACAGC----------------------------
-------------------------------------------------------------------------
-------------
GAGAATGAGACCTTCAGACCCGAAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728409 
TTCTATTGCAGTACAACAGAACTATTTAATAGTACTTGGAATGTTACTGAAAAGTTAAATAAAACTAAAGAAA
AT-----------------------------------------------------------------------
----------------------------
GGAAGTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCCTCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGAAAACAAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCG---GGAATA------GGAGCT---------
CTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF491737 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAGTAGTAATAGTACTTGGAATGATACTACAGGGT
TAAATAAC-----------------------------------------------------------------
-------------------ACT---
GGGGAGGATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAGATATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCAGCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTATTAACGGGAGC----------------------------
-------------------------------------------------------------------------
----------
GAAGGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CGGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAATCTGGGGCATC 
>JN002043 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGATACTGACGGGG
CAAATAGC-----------------------------------------------------------------
-------------------ACT---
AGGAAAAATGATACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTACATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGATACCCAAAACAAG-------------------------
-------------------------------------------------------------------------
----------
AGCGACCCCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF049495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAGACTACAGAGTCAAATGGC----------
-------------------------------------------------------------------------
----------------------------
AAGGGAGAAAATATCACACTCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCAGCGATGGACAAATTAGGTGTACATCAAAT---
ATTACTGGGCTACTATTAACAAGAGATGGGGGTGGTCCTAGTGATAAC-------------------------
-------------------------------------------------------------------------
----------
AAAACCGACAAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469752 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATGACACTTGGGTTGATACTAGAAATACC----
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGATGGATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTGACAAGGGATGGTGGGAATAAAACAGGC----------------------------
-------------------------------------------------------------------------
-------------
GAAAACGAGACCTTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAACTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---GTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU728189 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGATTGATAATACTACA-
-------------------------------------------------------------------------
----------------------------
GGGTCAGAGAGACTCATACTCCCCTGCAAAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACTAATTAAATGCACATCAAAT---
ATCACAGGGCTAATATTAACAAGAGATGGCGGTCCCAACAACGAG----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU252650 
TTCTACTGTAATACAACACAACTGTTTAAGAGTACTTGGTATGCTAATGGTTCTAGGAAAGGGTTAGATGAC-
-------------------------------------------------------------------------
----------------------------
CCTGGAGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACCAATTAACTGTTTATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGACAAACAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGGTCTTCAGACCTGTAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAGAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU728294 
TTCTACTGTAACTCAACACAACTATTTAATAGTACTTGGCATAGAAATGGCACTGTAGTAGGGTTAAATACC-
-------------------------------------------------------------------------
----------------------------
ACTGAAGAAAATATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACCAATTAACTGTACATCAAAT---
ATCACAGGGCTGATATTAACAAGAGATGGTGGTAGTGAGGATATCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACCTTCAGACCTGGAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCG---GGAATA------GGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469756 
TTCTACTGTGAGTCATTAGCATTGTTTAATAGTACCTGGCATGCTAATGGTACTATGGAAAGGACAAAT----
-------------------------------------------------------------------------
----------------------------
AGCAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATATTAATGCCACAAATGGA-------------------
-------------------------------------------------------------------------
-------
AATGGGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAAATAC
AAAGTAGTACAAAATTGAACCAATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469761 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGAGTGCTAATGGTACTGGGGAAGAGTCAAATAGCA
CT-----------------------------------------------------------------------
-------------------------
GGAGATAATGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACACGAATGAG-------------------------
-------------------------------------------------------------------------
----------
ACTGAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAGATTGAACCGTTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGATTAGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469763 
TTCTACTGTAATACAACATCACTGTTCAATAGTACTTGGGATAGTAATGGTACTAGACAACTGTTCAATGGTA
CTGGG--------------------------------------------------------------------
-------------------------
GATAATAACATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAAT---
ATTACAGGACTTCTATTAACAAGAGATGGTGGTAACACGAACGAGACC-------------------------
-------------------------------------------------------------------------
-------
ACCAACAAGACCGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ACA------ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469766 
TTCTACTGTAATTCAACACAACTGTTCAATAGTACTTGGCTTAGGAATAATACTGCAGAGTCAAATAGCACTG
AA-----------------------------------------------------------------------
----------------------------
AGAAATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAG---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAACGAGACT----------------------------
-------------------------------------------------------------------------
-------------
ACTGAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGGTGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728073 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGATTACGAATGGTACTGAATGGTCACCTAACACTA
CTTTA--------------------------------------------------------------------
-------------------------
GGAGATACAGAAAATATCACACTCATATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CCATGTATGCCCCTCCCATCGAAGGACAAATTAAATGCTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGGGAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AGGAACAATGAGACCTTCAGACCTACAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------



----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU727875 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATTCTGATAGTACTCGGAATTGGACTGTACAGG
CAAAC--------------------------------------------------------------------
-------------------------
AACAGTGGAGACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGACCAATTGGATGTTTATCAAAT---
ATTACAGGGCTGCTACTAACAAGAGATGGTGGGAATGGGAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AACACCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACACTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAA---GCTATTGATGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>GU728234 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATTCAACACAAATATATAATAGTACTTGGGATA
CAAAG--------------------------------------------------------------------
-------------------------
AACACAACAGAAAGAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGAATAATTAGCTGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGTGAACAGTAGC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAACA---ATA------GCGGGAGCT------
---GTGTTCCTTGCGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>M95292 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGATACTAGACTGTTTAATAGTACTTGGAATA
ATACTATAGGG--------------------------------------------------------------
-------------TCAAAT------
AACACTGAAGGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAAACTAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469767 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACAACTACTCTGGATAATTGGAATGAAACTA
CTTGG--------------------------------------------------------------------
-------------------------
AATACTACTAAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTGCATCACAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATAATGATAATTCT-------------------------
-------------------------------------------------------------------------
-------
ACAAACGGGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------



-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469768 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATTCAGCACAACTATTTAATAGTACTTGGAATG
GCACG--------------------------------------------------------------------
-------------------AAA---
GAAAATGACACGACAATCGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAACACTAGC----------------------------
-------------------------------------------------------------------------
-------------
AGGATTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTTAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469769 
TTCTACTGTAATACAACACAATTGTTTAACAGTACGTGGAATGCTACTGATATGTGGAACATTACTGAAGGGT
CAGGA--------------------------------------------------------------------
-------------------------
AATACCACAACCAAAATCACACTCCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCCAAGGACGAATTAGATGCTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAAGGGCATTGAAACT-------------------------
-------------------------------------------------------------------------
-------
AAAAATGACACTGAGACCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469771 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATAAAAATAGTACTTGGAATAATACTGAAAAGA
CAAAT--------------------------------------------------------------------
-------------------------
AGCACTGAAAACATTATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGGGGTAATGAAAACAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728204 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAGTAATGATACTGAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAACAATACCACCAATAGTAAT-------------------
-------------------------------------------------------------------------
-
ACCACCAATACGACCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--



-------------------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---
ATGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU728223 
TTCTACTGTAATTCAACAAATCTATTTAATAGTACTTGGACTTGGAATGGTACTTGGATTAATGGTACTGAAG
GA-----------------------------------------------------------------------
----------------------------
TCAAATGACACAATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCGAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAGTGATACCAATGAT-------------------------
-------------------------------------------------------------------------
----------
ACCAGTAATGAGGTCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAACT------
---GTGCTCTTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU728030 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCCGTCTAATGATACTAAAGGGTCAGAT-------
-------------------------------------------------------------------------
----------------------------
GGCAATGAAACTATCATACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGAATAATTAGTTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGACAATAACCAC----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGACCTTTAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAAGGATTGAACCATTA---GGAGTAGCGCCCACCAGGTCAAGGAGACTAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728229 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACATGGGAAAGGAAGGGGGATGGTACTTGGAACAAGAGTG
AAACAAATAGC------------------------------------------------------------
ACTAAAGGAAGGTCAAAC---------
AGCACTGAAGAAAAGATCATACTCCGATGCAGAATAAAACAAATTATGAACATGTGGCAGGAAGTAGGAATAG
CAATGTATGCCCCTCCCATTAACGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGGGATGGTGGTGAGACTAACGAGACT-------------------------
-------------------------------------------------------------------------
----------
ACCAAAACTGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGTGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTA-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY189526 
TTCTACTGTAATACATCACAAATGTTTAATGTTACTGAAGTGTCAAGGAATGACCCTAGA-------------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAAT---
ATTACTGGGATAATGTTAACAAGAGATGGAGGTAAAATTGATAACGGA-------------------------
-------------------------------------------------------------------------
-------
ACCAACAACACTGAGATCTTCAGACCTGGAGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTCGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>GU728370 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCAACACAAACAGCTAATAGTAATAGTACTG
AC-----------------------------------------------------------------------
----------------------------
AATGGTACTGTAATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAACTGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTAATAACAATGAGAGC-------------------------
-------------------------------------------------------------------------
----------
ACCGAGATCGAGATCTTCAGACCTGCAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATACAAATACA
AAGTAGTAGAGATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728321 
TTCTACTGCAATACAACAAAACTGTTTAATGGCACTTTGCATACAAATGGCACTTGGTATTTTAATGGCACTT
GGAATTTTACT--------------------------------------------------------------
----------GGAGAGTCA------
AATAGCACTGAAAATATCATACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAGTACCACA-------------------------
-------------------------------------------------------------------------
----------
AACGAAAGTGAGACTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU727980 
TTCTACTGTAATTCAACACCACTGTTTAATAATATTGTGCGTACGGATGGGACTATAGAGAAAATTAAAAATG
ACACG--------------------------------------------------------------------
-------------------------
GAAACAAATGACACAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATAACAGGACTATTATTAACAAGAGATGGTGGTAATGGTGTTAACTTAACAGGA------
AATGGGGGTAACGTAACA---GGA---------------------------------------------
AATAGTAGTACACACGGAAAT---------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728054 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAACTGGAATGATACTAGAG
GGTCA--------------------------------------------------------------------
-------------------------
AACAACTCTGAAAATATCACACTGCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGACAGATTAGCTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTACCGAG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG



TAAAAATTGAACCATTA---GGAATAGCGCCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728181 
TTCTACTGTGATTCAACACCACTGTTTAATAGCACTTGGCATACTAATAATACTTTGGAGAGTACTAACGGG-
-------------------------------------------------------------------------
----------------------------
ACAAATGAAAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAGAT---
ATTACAGGGATGCTACTAACAAGAGATGGTGGTATTAACAACACCAATGGG----------------------
-------------------------------------------------------------------------
-------
GAGAACAACACCGAGATATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCAATA---GGGTTAGCACCTACCAAGGCAAAGAGAAGAGTGGTA--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU604556 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATTCAACACAACTGTTTAATAGTACTTGGTATA
ACGAT--------------------------------------------------------------------
-------------------------
ACAGGAAATGACACAATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAAAGGACAAATTAGCTGTTTGTCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAGTAACACCAGC----------------------------
-------------------------------------------------------------------------
----------
AACACAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX503075 
TTCTATTGTAATACAACACAACTGTTTAATAGTACCTGGGATGTTAATAGTACCTGGAATGGAGGGTCAGAGA
ACACT--------------------------------------------------------------------
-------------------ACA---
GGAGGAAATGATACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGCAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTACTACTAGTAAGAGATGGTGGAAATGATAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAAGGAAAAAAGAGCA---ATAACA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>AY781127 
TTCTACTGTAATACAACAGAATTGTTTAATAGTACTTGGCCGTTTAATAGTACTGAAAATAAGGCTAACGAGT
CAGGG--------------------------------------------------------------------
-------------------------
ACAAGTGAAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAAAA---
ATTACAGGGATGCTATTAACAAGAGATGGTGGTAAAGGGAACGAGACA-------------------------
-------------------------------------------------------------------------
-------
AGGAACGATACCGAGACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN235958 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGAATGATAGTACCTGGAATGGTACTGCAGGA----
-------------------------------------------------------------------------
----------------------------
CGGAATGATACTATTACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGAATGATTAGCTGTTCATCAAAT---
ATCACAGGCCTGCTATTAACAAGAGATGGGGGTAACAATAGTAAC----------------------------
-------------------------------------------------------------------------
----------
AGCAACAACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACG---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY795905 
TTCTACTGTGAAACAGGAAGACTGTTTAATAGTACTTGGAATTTAACACAACTGACTTGGAATGATACTAAAG
AG-----------------------------------------------------------------------
----------------------------
TTAAATAACACGATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTTATCAAAT---
ATTACAGGGCTGATTTTAACAAGGGATGGTGGTAATAAGGGTAATGGGACC----------------------
-------------------------------------------------------------------------
-------
GATGACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAGAAGAGCA---GTAGGA---TTGGGAGCT---
------TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGA---GCTGTGGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ948657 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATGTTAATATGACTGGGAAT-------------
--------------------------------------------------------GAT---
ACTGAGGCTGCTAAAAATATT---------------
ACAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGGGGT----------------------------------------
-------------------------------------------------------------------------
-
AAAGAGAACAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAAAGAGAAAAAAGAGCAATAACGGGA---
TTAGGAGTT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ948660 
TTCTACTGTAATACAACACAACTGTTTAATAATACTGGTATGGCGGGTGATAATTGG----------------
-----------------------------------------------------------------
ACTACTAGTTGGAATAATACT------------
ACACGAAATGTCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAATGGACACATTATATGTGCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATC-------------------------------------
--------------------------------------------------------
GAGGATAATGGGACTACTATT---------



AGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGATAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
CTGACGCTGACGGTACAG---GCCAGACCA---TTATTG---TCTGGTATAGTGGAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595755 
TTCTACTGTAATACAACACAACTGTTCAATAATACTTGGAATGGTACTACCTGGTCAAATAACAGGGCAACTA
AC-----------------------------------------------------------------------
-------------------------
AGCAGCAAAAATATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACAAATGGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAACAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP109515 
TTCTACTGTAATACAACACAACTGTTCAATAATACTTGGAATGGTACTACCTGGTCAAATAACAGGGCAACTA
ACAGC--------------------------------------------------------------------
----------------------------
AGCAAAAATATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGATAATAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACAAATGGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAACAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725915 
TTCTACTGTAATTTAACACAGCTGTTTAATAGTACTTGGCGGAAAAGTAATAGTACTAGGCAGATGAATAACA
CT-----------------------------------------------------------------------
-------------GGAACA------
AGGTTAAATGGAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAATTGTTCATCAAAG---
ATTACAGGGCTACTATTAATAAGAGATGGTGGTAAAACCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCTACAGAGATCTTCAGGCCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGAGTAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725918 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGCATGTTAATAGCACTGAAGGAAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATGAAGAAATCATACTCCCATGTAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGGAAAATTAACTGTTTATCAAAC---
ATTACAGGACTGCTATTAACAAGGGATGGTGGTAATAATAGGACC----------------------------
-------------------------------------------------------------------------
----------------



AACGAGACCTTTAGACCTGTGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF725946 
TTCTACTGTAACACAACAAAACTGTTTAATAGTATGTGGAATAGTAGTACTTGGAGTAACAATAGTATTGAAG
ACTCA--------------------------------------------------------------------
-------------------AAT---
AACACTGAGAACAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAGG
CAATGTATGCCCCTCCCATCAGTGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGATAGTAACACC-------------------------
-------------------------------------------------------------------------
----------
AATAGCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACACTTGTTGCAACTCACAGTCTGGGGCATC 
>KF725977 
TTCTACTGTAATACAACACAACTATTTAAGGGGTCTTGGAATGGTACTGAGTCTTGGAATGATACTGAGTCTT
GGAATGGT-----------------------------------------------------------------
----------------------------
AATGACACCATTCTCGAAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCCTCAAAT---
ATTACAGGATTACTATTAACAAGAGATGGTGGTAACACCAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACCGACGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KF726002 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACAACACAACTTAATAATAATAATACTGGAG
GGGGC--------------------------------------------------------------------
----------------------------
GACAATGAAACTATCACACTCCAATGTAAAATAAAACAAATTATCAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGCACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGGGAACGAGAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAACA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---ACTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF726004 
TTCTACTGTAATACAACAGGACTGTTTGATAGTACTTGGAATAATACTGAAAAAGTAAATGGCACT-------
-------------------------------------------------------------------------
----------------------------
AACAATGACACCATCACACTCCCATGCAGAATAAGGCAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAATAACAGTACC-------------------------
-------------------------------------------------------------------------
----------



AACGAGACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KF726016 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTAATGATACTAGGAATGATACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGCAGAATAACACT----------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF726018 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATACAAATAACAATGAG-------------
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGACTTCTATTAACAAGGGATGGTGGTAGTACTAATGAGACG-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGCAA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF726021 
TTCTACTGTAATTCATCAGCACTGTTTAATAGTACTTGGGATGTTAATAGCACTGGATTAAATAGC-------
-------------------------------------------------------------------------
----------------------------
ACTGGGGGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGGATAATTAACTGTACATCAAAC---
ATTACAGGACTGCTATTAACGAGAGATGGTGGTGGTAATAATAGCACC-------------------------
-------------------------------------------------------------------------
----------
AACGAGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234643 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGGAATGATACTGAAGGGTCAAATAACACTG
AA-----------------------------------------------------------------------
----------------------------
GGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAGCGAG----------------------------
-------------------------------------------------------------------------
-------------



ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ647145 
TTCTACTGTAACTTAACACAACTGTTTAATAGTACTTGGAATGTAAATGGTACTGAAGGGTCAAATAAC----
-------------------------------------------------------------------------
----------------------------
ACTGACAAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACGAGAAC----------------------------
-------------------------------------------------------------------------
-------------GATCCCGAAAAT---
TCACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTATTAAAAATTAAAG
CATTA---GGAGTAGCACCCCCCAAGGCCAAGAGAAGAGTGGTG-----------------------------
----------CAAAGAGTAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234640 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAATAGTACTTTGAGTACTGGGAATGATGATA
AT-----------------------------------------------------------------------
----------------------------
AACACTGGGATTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTTATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACAAACGGG-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY505010 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAACACTGAAGAGTCAGATAACACGGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTTCTATTAACAAGAGATGGTGGTAATAGTACTAAT----------------------------
-------------------------------------------------------------------------
----------
GGGAGTAGGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU168257 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGTATAAGAATGATACTACTTGGAATGGTACAGAAA
AA-----------------------------------------------------------------------
----------------------------
TCAAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGTGGATCAATTAATTGTTCATCACAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGCGGCAATACCAGTAGT----------------------------
-------------------------------------------------------------------------
-------------



AATAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTAAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168258 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGTTAATGGTACTTGGAATGATACTGAAGCA----
-------------------------------------------------------------------------
----------------------------
CGAAAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTATTGATAATAAC----------------------------
-------------------------------------------------------------------------
----------
AACAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---CCAGTA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCGCTATG---GGCGCAGCGGCA---
TTAACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168259 
TTCTATTGTAATTCAACACAACTGTTTAGTAGCACTTGGAATACGACTAAAATTTGGAATGATACTGACACTA
AAGGA--------------------------------------------------------------------
-------------AATAGC------
ACCACCAATGACACCATCATACTCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACTAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGAGGTAATAATAGCACT----------------------------
-------------------------------------------------------------------------
----------
AATGAGTCTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAACAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGTTAGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>JF680931 
TTCTACTGTAACACAACAGGATTGTTTAATAGTACTTGGCCAGTTAATAGTAATTGGACAGAAACTAATGGTA
CT-----------------------------------------------------------------------
-------------------------
AACAGGTCAGAGGTCATCACTCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCCAAGGGCCAATTAGCTGTTCCTCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTGGGGGTAACGAAACC-------------------------
-------------------------------------------------------------------------
-------
AACACCACCACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KC834604 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATTTTTCTAATTCAACACACCTGTTTAATTGGA
CTGGGTCAAAT--------------------------------------------------------------
----------------------------
AACACTGAGCCTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCGCCCATCAGAGGAGAAATTAACTGTTCATCAAAT---
ATTACAGGGGTGCTGCTAGTAAGAGATGGTGGTAAAGAAAACAGC----------------------------
-------------------------------------------------------------------------
-------------



ACTAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGCGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGCGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC834602 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTCTAATGGCACTAGGAATGATACTGAAAAA-
-------------------------------------------------------------------------
----------------------------
TTAAATGACATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGCAATGTCACC----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAACTTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGGCGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGA------GTGGCA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACTA---CTATTG---GCTGGTATAGAGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATC 
>KT452273 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCAGTTAATAGTACTGGGAATAGTACTGAA----
-------------------------------------------------------------------------
----------------------------
GAAAAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTGCTACCAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
GATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452314 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGTAATAGTTCTGAACTGATTAATGGTACTGAAC
TG-----------------------------------------------------------------------
-ACGATGAATGGTACT---------
GGGGAACATGAAAATATCACCCTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGACAAATTTTATGTACATCAAAC---
ATTACAGGGCTGATATTAACAAGAGATGGTGGAAATGTTAGTGAGAGC-------------------------
-------------------------------------------------------------------------
----------
AATGGCACGGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGT---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KT452341 
TTCTACTGTAATACAACAAGGTTGTTTAATAGTATTTGGAATAAAACTGAGATTGACAGTAATGCTACAGAAT
CAAAT--------------------------------------------------------------------
----------------------------
AGCAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAGATTAGGTGTTTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGAGGTAATAAAACGAAC----------------------------
-------------------------------------------------------------------------
-------



GAGACCAACATCGAAGTCTTCAGACCTGAAGGAGGAGATATGAGACACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAGAATTGAGCCATTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GGAAGAGAAAAAAGAGCG---GTCACA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452551 
TTTTACTGTAATTCAACACCATTGTTTAATAGTATTTGGTATGATAATGGAACAAGCATCGCTACAGGAAATG
GGACA--------------------------------------------------------------------
----------------------------
GTAAATAATACTATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTAAAGGACTAATTAAATGTTCATCAAAT---
ATTACGGGACTGCTATTAACAAGAGATGGTGGTAAAAACCAAACC----------------------------
-------------------------------------------------------------------------
----------
AATGACAGTGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAACA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452612 
TTCTACTGTAATACAACACCGCTGTTTAATAGTACTTGGAAGTGGAATAATGGTACTGGAGGGTCAAGTATCA
CTGAAGGAAAT--------------------------------------------------------------
----------------------------
CTCACAGAACCTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCCCCCATCCAGGGACAAATTAACTGTTCCTCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGAGGTGACGATAATACG----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGACACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCACCTTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGATCA---TTATTG---TCTGGTATAATGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452359 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATACTACTGAAGGGTTAAATAGCACTGAAGGA-
-------------------------------------------------------------------------
----------------------------
GATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCACAAAGTAGGCAGAGCAA
TGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAATGTGAGC----------------------------
-------------------------------------------------------------------------
----------
AATATCAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCTTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGAGCA---GTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAT---
GATATG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452109 
TTCTACTGTAATACAACACAACTGTTCACTAGTACTTGGAAAAATTCTAGTGATGGGAACGTTACAAGAAGT-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACACATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGGGCAACGAGAGCAGA-------------------------
-------------------------------------------------------------------------
-------------



GAAAATGAAACCTTCAGACCTGGAGGGGGAGATATGAAGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCGAGGCACAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGTTGACGGTACAA---GCCAAACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452090 
TTCTACTGTAACTCATCACAATTGTTTAATAGTACTTGGAATCTTAATGATACTTGGAATGGTACTAGTGAC-
-------------------------------------------------------------------------
----------------------------
ACCAATGAAAATATTACACTCCCATGCAGAATAAAACAAATCATAAACCTGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATGGATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGTAATAATGAG----------------------------
-------------------------------------------------------------------------
----------
AATACTAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTACAAATACA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT------
---ATATTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452407 
TTCTACTGTGACACAACACAACTGTTTAATAGCACTTGGCATCCTAATGGCACCAATAGTACTTGGCCTACTA
ATAGTACT-----------------------------------------------------------------
-------------AATGGA------
AGAGAAAATGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAGTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGGGATAATGGCACG-------------------------
-------------------------------------------------------------------------
----------
AATGGTACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CCGAGAGAAAAAAGAGCA---ATCGGA---ATAGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGAGATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452194 
TTCTACTGTGATACAACAAGTCTGTTTAATAGTAATTGGACGAAAGATAATAATGAGTCTTGGAGTAATACTA
CTGACTGG-----------------------------------------------------------------
----------------------------
TCAAATGGAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCAAAT---
ATTACAGGGGTGATATTAACAAGAGATGGTGGGGGGGGTAATAACACGGAA----------------------
-------------------------------------------------------------------------
----------
AACAATACTGAGATCTTCAGACCAGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGC---ATAGGAGCG------
---GTGTTCCTTGGGTTCTTGTCTGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGACC---
GCTCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452218 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATATTACTGGAGAACCAAATAGCACTGCA----
-------------------------------------------------------------------------
----------------------------
GGAAGTGACACAATCATACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAGGCAA
CGTATGCCCCTCCCATTAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGACGGTGGTACTAACAGTAGC----------------------------
-------------------------------------------------------------------------
----------



AACAGTAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTAGTATAGTGCAACAGCAGAAC---
GATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT452245 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTGAAGGGACAACTAACACTGAAGGGT
CAAATAACACT--------------------------------------------------------------
-------------------------
GGAGGAAGTGACCCTATCACACTCCCCTGCAGAATAAAACAAATTATAAACCTATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAACTTAGTTGCTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACAGCGGA----------------------------
-------------------------------------------------------------------------
----------
AGCGAGGTCGAGACCTTTAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAGTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCG---GTAACG---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MN486011 
TTCTATTGCAATACATCACGCTTGTTTAATAGTACACATAATGTTACAGAAAATGCATATAATATTACAGGAA
ATGCT--------------------------------------------------------------------
----------------------------
TCAGATTCAACCATCATCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCCACTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGTGAAAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACATCAGAAACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGGCGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ912708 
TTCTATTGCAACACATCAAAACTGTTTAATGAGACAGAACTGCTTAAAAGT----------------------
-------------------------------------------------------------------------
----------------------------
ACAGACAGTACTTTAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTAAAGGAAAAATAACATGTAAATCAAAT---
ATTACAGGACTACTACTAACACGTGATGGAGGAGTAAATAACGAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAAACATTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU191613 
TTCTATTGCAATACATCAGGATTGTTTAATGGTACATACATGAATAGTACATACATGAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACAGATAAAATCATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCTCTCCCATTAAAGGACAAATAAAATGTGAATCAAAT---
ATCACAGGATTATTATTGACACGTGATGGAGGAAATGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------



GTGACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTAAACCATTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>MH746230 
TTTTATTGTAACACATCAAATCTGTTTAATAGTACACACAGGGCAGATGATACAAATTCAACCATCACAAATG
ATACAGAT-----------------------------------------------------------------
----------------------------
TCAAATAGGACCATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTACTAACAAGGGATGGAGGAGTAAAGAATGAAACAGGGAAG------
AATGAAACAGGGAAGGACTCAGAT---GGG-------------------------------------------
-----------------------
AACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH746248 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTAATAGTACAAGCCTAGGTAATAGTAGTAATAGTACAGAAA
CA-----------------------------------------------------------------------
----------------------------
GAAAATGCAAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCTCCTCCCATTAAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGACTACTACTAACACGTGATGGAGGAGACAACAACAAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39233 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACAGACAGGTCTAGCAGTACA-------------------
-------------------------------------------------------------------------
----------------------------
GAAAGTGCAAACATAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAACAACAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGGCGTTCAGGCCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTAAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTAGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGACGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39237 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAGTAATAGTACAGACAATGCTAATAGCACA-
-------------------------------------------------------------------------
----------------------------
GACAATTCAACCATCACGCTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATTAGAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATATTACTGACACGTGATGGAGGATCAGATGCAAAT----------------------------
-------------------------------------------------------------------------
-------------



GAAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTA---GGATTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGATGGTACAG---GCCAGACAA---TTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39239 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACTGGCCTAACAGTACAAGAGAGGAGATTACAACA-
-------------------------------------------------------------------------
----------------------------
GACAATTCAAACATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
CATATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAAAC---
ATCACAGGACTGTTACTGACACGTGATGGAGGGATAAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
AATAGCACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAATCCATTA---GGAGTAGCACCCACTGGGGCGAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39246 
TTCTATTGTAATACATCAAAACTGTTTAATGGTGCATACAATAATGGTACATACAATAGTACAGAGAATATA-
-------------------------------------------------------------------------
----------------------------
GAAAATTCAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAGCAGCGAGGCAAAT-------------------------
-------------------------------------------------------------------------
----------
AAAACAGGGGAGACATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39245 
TTCTATTGCAATACATCAAAATTGTTTAAGACATCAGTTAAC-------------------------------
-------------------------------------------------------------------------
----------------------------
CCAAACATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTTCAGGAATAATAACATGTAAATCAAAT---
ATCACAGGACTACTACTAACACGTGATGGAGGGGGGCAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGACCAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCTCTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>U39251 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACTGGTTTAATAGTACACACTGGTTTAACAGTACAG
AAAGCGCT-----------------------------------------------------------------
-------------AATGGA------
ACAGAAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTCCTAACACGTGATGGAGGAAATTTAACTAAT----------------------------
-------------------------------------------------------------------------
-------------



GGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGCGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN692434 
TTCTATTGCAATACAGCAAGCCTGTTTAATAGTACATACAATAGTACAGGAAACATTACTGAGACAGAAAAGT
CA-----------------------------------------------------------------------
----------------------------
AACAGCACAGTCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCCCCTATAAAAGGAGAAATAACATGTAACTCAAGT---
ATCACAGGATTACTACTGACACGGGATGGAGGCCTGAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727522 
TTCTATTGCAATACATCAGGCTTGTTTAATGGTACATACAATGGTACAGAAAGCAATAATGAAACAGAAAAT-
-------------------------------------------------------------------------
----------------------------
GCAAACGCAAACATCACACTCCCATGCAAAATAAAACAAATTGTACGCATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCCCCTCCCGTTAAGGGAATGATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACACGGGATGGAGGCTCTAACACCACG----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727523 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATAAAAAATTCTAATGCAACAGGAAAC-------
-------------------------------------------------------------------------
----------------------------
ATTACTAGAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTCGAGGAATAATAACCTGTAGGTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGAGAATGATACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACAGTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY727524 
TTCTATTGCAATACATCAAGCCTGTTCAATGGTACATACAATGGTACATACAATAGTACAGGAAACATTAATG
GA-----------------------------------------------------------------------
----------------------------
ACAGACACAAACATCACAATACCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGAGGAATAATAATGTGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGGGGAATTAGCAGAGATAACAAC----------------------
-------------------------------------------------------------------------
----



ACAGATAACACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGGATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727525 
TTCTATTGCAATACAGCAAACCTGTTTAATGGTACATACAATGATACAGGAAACATTAAT-------------
-------------------------------------------------------------------------
----------------------------
GAAACAGAAACCATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATACCCCTCCCATTAACGGAATAATAACATGTAGATCAAAT---
ATCACAGGGTTACTACTGACACGGGATGGAGGCAATAATAATGGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACATTCAGGCCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>JX140663 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTGAATTAGACAGTAATGGTACATTCAAAATTAATGGGACAG
AAAATGGAACT--------------------------------------------------------------
-------------------GGA---
ACAGAAAATTCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAGATCAAAT---
ATCACAGGATTACTACTAACAAGGGATGGAGGAGACACGAGTGAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAGTTAAACCATTA---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181929 
TTCTACTGCAATACATCAGGCCTGTTTAATAGTACATACTGGCCTAATGCTACATATAATGCAACAGAAAATT
CA-----------------------------------------------------------------------
----------------------------
GAAAATTCAACCATCACAATCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGAGGACCAATAAACTGTACATCAAAT---
ATAACAGGACTATTGATAACACGTGATGGAGGAATCAACTCAAGT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCATTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCCGGCAA---TTATTG---TTTGGGATAGTGCAACAGCAAACC---
AATTTG---TTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181930 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGAATATTACAGAAAAAATTACTGAT----------------
-------------------------------------------------------------------------
----------------------------
AATAATTCAAGCATCACTATCACATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAGTAATAACTTGTAGATCAAAT---
ATCACAGGATTGCTACTGACACGGGATGGAGGCAACACAAATAAC----------------------------
-------------------------------------------------------------------------



-------------
ACAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181931 
TTTTATTGCAATACATCAAACCTGTTTAATAATATATACCCGAAATGGAACATGTTTGACTGGAGCAATGCAA
ACAAA--------------------------------------------------------------------
-------------------ACA---
AACACTACAACAAACATCACACTCCGATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGATTACTACTGACCCGGGATGGAGGCAGGGGAGACACAAATGGCACA-------------------
-------------------------------------------------------------------------
----
GAGACAAATAAAACAGAGACATTCAGGCCCGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCAACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181932 
TTCTATTGCAATACATCAATCCTGTTTAATGATACATACTGGGTTAATGGGACAGGAAGCACTAAT-------
-------------------------------------------------------------------------
----------------------------
GGAACAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TATATGCCCCTCCCATTAAAGGAAGAATAACATGTAAATCAAAT---
ATCACAGGAATACTACTGACACGTGATGGAGGAGAAACTAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGCCACAGAGGTATTTAGGCCTGGAGGAGGAGACATGAGGGACAACTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181933 
TTCTATTGCGATACAACAGGACTGTTTACAGAAAACAGTACTGAGATAGACAACGGTACA-------------
-------------------------------------------------------------------------
----------------------------
GAAAATTCAACCATCATAATCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAAGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGAAGGAAATGAGACA-------------------------
-------------------------------------------------------------------------
-------
CAAAATGATACAGAAACATTCAGGCCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCCTTA---GGAATAGCCCCCCCCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCG---GCA------TTAGGAGGT---
------GTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGATGCTGACGGCACAG---GCCCGACAA---TTATTG---TTTGGGATAGTGCAACAGCAAAGC---
AATTTG---TTGAGA---GCTATAGGGGCGCAACAGCACATGTTGCAACCCCCGTTTTGGGGCATT 
>KX181934 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATAGTAACTGCACATCTAATAGGACA-------
-------------------------------------------------------------------------
----------------------------
GGAACTGAAAACATAACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATAACATGTAGATCAAAT---
ATCACAGGATTAGTACTAGAAAGGGATGGAGGCACAAATAAGACA----------------------------



-------------------------------------------------------------------------
----------------
GAAGAGACATTCTGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAGACCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGAT---TTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>KX181935 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACTGGCCTAATGGTACAGAAAAC-------------
-------------------------------------------------------------------------
----------------------------
ACAAACATCACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGGCTACTACTGACACGTGATGGAGGAAATGGAGATTTCACAGAT----------------------
-------------------------------------------------------------------------
-------------
AGCCCAGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181938 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATACACCTAATAGTAATAGTACTGAAACA-------
-------------------------------------------------------------------------
----------------------------
GGAAATTCAACAATCACCATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGGGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTAGTGGAATAATAACATGTAGATCAAAT---
ATCACAGGGATACTACTGACACGGGATGGAGGCGATAGCAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGATATTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAACCCGTA---GGGATAGCCCCCCCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGGGGA---ATAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCCGACAA---TTATTG---TTTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KX181939 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATATTTTAATGGTACATATAATAGTACAGGA-------
-------------------------------------------------------------------------
----------------------------
AACAGTCCAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAATAATAACATGTAGATCAAAT---
ATCACAGGATTGTTACTGACACGGGATGGAGGCCCGGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
CGGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTACTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181940 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGACATACCCAGCTAATAGTACAGGATACAATAATGAAACA-
-------------------------------------------------------------------------
----------------------------
GGAAATTCAACCATTACAATCCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAGGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATAACATGTAGATCAAAT---
ATCACAGGATTACTACTGACACGGGATGGAGGCAACACAACAAAT----------------------------



-------------------------------------------------------------------------
-------------
AAAACTGAGATATTCAGGCCTGAAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749391 
TTCTATTGCAATACATCAAGCCTGTTTAACCATACATACCACAACCTGAATAGTAGTAGTACAAACACA----
-------------------------------------------------------------------------
----------------------------
ACAGCAAATATCACAAGAATACCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAGATCAAAC---
ATCACAGGATTAGTACTGACACGGGATGGAGGTAATACAGGAGGG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAGGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427678 
TTCTATTGCAATACGTCAGGGCTGTTTAATAATACATGGCTTAACGTGACTAATAAAACA-------------
-------------------------------------------------------------------------
----------------------------
GAAAATCCAACCATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAGATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGTGACAATATCACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAAATATTCAGGCCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427736 
TTCTATTGCGATACATCAGGCCTGTTTAATAGTACATTTAATAAGACAGGAAACAGTAATAGTACA-------
-------------------------------------------------------------------------
----------------------------
GTAAACAGCACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGAACAAAT---
ATCACAGGAATACTACTGACACGTGATGGAGGAAACGAAACTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATAGGGGGAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAAGAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427800 
TTCTATTGCAATACATCAGGGCTGTTTAATGCTACATTTAATGCTACACACTGGTCTAATATGACAGAAAGTA
CTAATGAA-----------------------------------------------------------------
-------------------------
ACAGACAATACAACCATCATAATCCCATGTAAAATAAAACAAATTGTAAACCTGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAATGATAACATGTAGGTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGTAATACAGATAAC----------------------------



-------------------------------------------------------------------------
----------
AGTAGCACAGAAATATTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749392 
TTCTATTGCAATACATCAAGCCTGTTTAATAAGACATACCTGTTTAATAATACATACCTGGTTAAGAATGGCA
CG---------------------------------------------------------------------
GTTACAGAAAACAATAAT---------
GGAACAAACATCACAGTCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGACCAATAACATGTATATCAAAT---
ATCACAGGGTTACTACTGACACGGGATGGAGGCCTTAACACAACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCGCCCACTAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TTTGGGATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749393 
TTCTATTGCAATACATCAGATCTGTTTAATGATATAGACACATCTAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AACACTGAGAACATCACAATCCCATGCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCTCTCCCATTAAAGGACCAATAACATGTAGATCAAAT---
ATCACAGGATTATTACTGACACGGGATGGAGGCACGGACGGGGGA----------------------------
--------------------------------------------------------------------
GGCGAAAAGGACAAC---
AACACGGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCAACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GCA------ATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>MK041570 
TTCTATTGCAATACAACAAAGCTATTTAAT---AATTGCACAGGAAACAGTAGTTGCAACACAGAAAACAGT-
-------------------------------------------------------------------------
----------------------------
GATGGAGAAGAGATCACAATCCCATGCAGAATAAGGCAAATTGTAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTATAGCGGGATACGTAACATGTAACTCAAAT---
ATCACAGGATTATTACTGACAAGGGATGGAGGGGATACAGGGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGGCGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041576 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACATATGCACCTAATGGTACAGAAAACAGTACTGAAACA-
-------------------------------------------------------------------------
----------------------------
AACAATTCAACCATCACAATCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTACTAACACGTGATGGAGGTGATGGAGGAAAT----------------------------



-------------------------------------------------------------------------
----
AATACAAATAATACAGAAACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGGATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041550 
TTCTATTGCAACACATCAACACTATTTAATAGTACACACAATGGTACATACAATGGTACAGAAAACATTACAA
TCCCATACAAT--------------------------------------------------------------
----------------------------
GGTACAGAAAACATTACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGAAGCGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATAACATGTCTATCAAAT---
ATCACAGGATTACTACTGACACGTGATGGAGGGGACACAGAGGAA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>MK041553 
TTTTATTGCAATACATCAGGCCTGTTTAATGGTACATATCCACCTAATAGTACAGGAAATGGTAATGGAACA-
-------------------------------------------------------------------------
----------------------------
GATGAGGAAAACATTACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGACCGATAACATGTAGATCAAAC---
ATCACAGGATTACTGTTGACACGGGATGGAGGGGTAAACAGCAAC----------------------------
-------------------------------------------------------------------------
----------
AACAGCACCGAGACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041561 
TTCTATTGCAATACATCAAGATTGTTTAATGGTACATATAATACTACAGGAAACAGTAATGAAACA-------
-------------------------------------------------------------------------
----------------------------
AACAATGCAAACATCACAATCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGCAATAACATGTGAATCAAAT---
ATCACAGGATTGCTACTGACATGGGATGGCGGCAAGGGGAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAACCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATATTGCAACTCACGGTCTGGGGCATT 
>MK041563 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACAACTCTACTACTACAGGAAACAGTACT-------
-------------------------------------------------------------------------
----------------------------
GAAAATGAAATCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---



ATCACAGGATTACTACTGACACGGGATGGAGGGAATAGCAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
CCAGAGGAGATATTCAGGCTTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK041564 
TTCTATTGCAATACAACACAACTGTTTAATAGAACATATTGGTTTAATAGTACAACTAATGACACAGGCACTA
ATGACACA-----------------------------------------------------------------
----------------------------
GAAGATAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAGCCATAACATGTAACTCAAAT---
ATCACAGGATTACTACTGACACGTGATGGAGGCACAGGAAATGATACCACA----------------------
-------------------------------------------------------------------------
----------
AATGCCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATAACGCTGACGGCACAG---GCCAGACAA---TTACTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>U52953 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACACACCTAATAGTACAGAAAACATTACTGGAACA-
-------------------------------------------------------------------------
----------------------------
GAAAATTCAATCATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTCGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATATTAACATGTAGATCAAAT---
ATCACAGGATTACTACTGACACGGGATGGAGGTACAGGTATGCAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCGAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443088 
TTCTATTGCAATACAACAAGACTGTTTAATGGTACATATAATAGTACAGGAAATGATACAAATTCA-------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAATATGTAAATCAAAC---
ATTACAGGACTACTATTGACACGTGATGGAGGTGAAGGTGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGCGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT---------
GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGATGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443089 
TTCTATTGCGATACATCAAACCTGTTTAATAAGACACGCAGGGATAAT-------------------------
-------------------------------------------------------------------------
----------------------------
GCTAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTCTTGGTACGTGATGGAGGAAAAACAGAGGAT----------------------------
-------------------------------------------------------------------------
----------
AACAAAAGTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATAAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGAATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443092 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAATAATACAAATTCTAATAAT-------------
-------------------------------------------------------------------------
----------------------------
AATACAGCAGACATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAGAGAAC----------------------------
-------------------------------------------------------------------------
----------
AACTCAACAGAGACATTCAGACCTGCAGGAGGAGAAATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGAAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443093 
TTCTATTGCAATACATCAAATCTGTCTAATGAGACATACCTGGCAAACCTGACACGGATGTCTAATGTAACA-
-------------------------------------------------------------------------
----------------------------
AAAAACGCCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TATATGCCCCTCCTATTGCAGGAAAAATAACATGTATATCAAAT---
ATCACAGGAACACTATTGACGCGTGATGGAGGAGTGTCAAATACAACA-------------------------
-------------------------------------------------------------------------
----------
GAGGGCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATACAAATACA
AAGTGGTAGAAATCAGGCCATTG---GGAGTAGCACCCACTGAGGCAAGAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGAGCAATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443094 
TTCTATTGCAATACATCAAACTTGTTTAATAATACATACAGGGCTGATAGTACATCCAATAATATAACAAAT-
-------------------------------------------------------------------------
----------------------------
GATAATTCAAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGAAGAGAACAATAGC----------------------
-------------------------------------------------------------------------
----
ACAAACAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAAAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCACAAAGGAGAGTGGTG-----
----------------------------------AAAAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443095 
TTCTATTGCAACACATCAGCACTGTTTAATAGTACATATAATAGTACATACAATACAAGCGGGCATAAT----
-------------------------------------------------------------------------
----------------------------
GATACAAGAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCAAT---
ATCACAGGACTACTCTTGACACGTGATGGAGGAAATACAAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGAAGGAGGGGATATGAGGGATAACTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443096 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATCCATCAGTACGGAC----------
-------------------------------------------------------------------------
----------------------------
AGTAACTCAAGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATAACACAGAG----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443098 
TTCTACTGCAATACATCACAACTGTTTAATGGTACATACATGCCTAATAGTACATACATGTCTAATAGTTCA-
-------------------------------------------------------------------------
----------------------------
GACAATAGAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACCTATGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAGGAGAAAGTAACACA-------------------------
-------------------------------------------------------------------------
-------
ACAAATGCAACAGAGACATTCAGACCTGGAGGAGGGGACATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAGTTAAACCATTG---GGATTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443101 
TTCTATTGCAATACATCACAACTGTTCAATGGTACATACAATGATACATACAATGGTACAGAAAGTAATTCA-
-------------------------------------------------------------------------
----------------------------
GGTAATTCAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACGCGGGATGGAGGGAAAGGGAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACCGCAGAGATATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAGGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443104 
TTCTATTGCAATACATCAGGCCTGTTTAATGGAACGTTTAATGGAACACACCTAAACATATCT----------
-------------------------------------------------------------------------
----------------------------
ACTAATACTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGAGATGGAGGACCAGAAGATACAAAG-------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAAACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443110 
TTCTATTGTAATACATCAATTCTGTTTAATGATACATATTGGTTTAATGGGACAGACATGGCTAATGATACA-
-------------------------------------------------------------------------
----------------------------
GGAAGTAATAACATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTAGAGGAATCATAACATGTACATCAAAT---
ATCACAGGACTGTTATTGACACGTGATGGAGGAAACACAGGAGGA----------------------------
-------------------------------------------------------------------------
----------
AACACAACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443111 
TTCTATTGTAATACATCAGGCCTGTTTAATAATAACCTGATTAATAATGGG----------------------
-------------------------------------------------------------------------
----------------------------
GCAGAAGATACTATCAGACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCGGGAAACATAACATGCACATCAAAT---
ATCACAGGACTGTTGCTGACACGGGATGGGGGAAACGGAGGAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443112 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACAAATAATAATACAGAAAGTGAG----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCCATGCAGAATAAAACAATTTATAAGAATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTATTGACAAGGGATGGA---AGCAAAAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGCGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443113 
TTTTATTGCAATATATCAAGATTGTTTAATAGGCCAAACATGACTAAAGAGACAAACATGACTAGTGATATAA
AA-----------------------------------------------------------------------
----------------------------
AATAATTCAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAGAATAATATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGACAGGGAGATAATGTC-------------------------
-------------------------------------------------------------------------
-------
ATGAATGCCACCGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443115 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAGGGCCAATAGTACAAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTCGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAATATGTAAATCAAAT---
ATCACAGGAGTACTATTGACATATGATGGAGGAGAAGGGGTAAAG----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATCGAGGCGCAACAGCATATGTTACAACTCACAGTCTGGGGCATT 
>KY658704 
TTTTATTGCAATACAACACAACTGTTTAATGGTACATACAATGGCACATACATTAATGATACAGAA-------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCACCTCCAATTGCAGGAAACATAACATGTAAATCAAGT---
ATCACAGGACTACTATTGACACGGGATGGAGGTGACAAAAACGAC----------------------------
-------------------------------------------------------------------------
----------
AACAACAGTGAAATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY658705 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATGGTACATACCTTGATGAGACAAATTCA----
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCCCCTATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTGTTGACACGTGATGGAGGAAAAGGAGAAAAT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTTGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAGAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGACGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KY658706 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATGGTACACATAATAATGCGACAGACTCA----
-------------------------------------------------------------------------
----------------------------
AAAAATCCAACCATCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA



TGTATGCCCCCCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTAATGAAAATGAAAATGAAACC-------------------
-------------------------------------------------------------------------
----------
AACAAAAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAGATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC154013 
TTCTATTGCAATACATCAAAACTGTTTAATGAAACATACCTTAATGATACA----------------------
-------------------------------------------------------------------------
----------------------------
AAGAGTGAAACAATCATACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTGTTGACACGGGATGGAGGAGAGACAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAACGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAATCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>KC154015 
TTTTATTGTAATACATCAGGACTGTTTAATAGTACATACTGGGGTAGGACTAATAGTACTGATATTCTT----
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGATTACTATTGACGCGTGATGGAGGAACATGGGAAAAC----------------------------
-------------------------------------------------------------------------
----------
AAGACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAG--------
-------------------------AAACAAATAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAC---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114882 
TTCTATTGCAATACATCAAAGCTGTTTAATGAAATAGACACAAATAAAACAGGAAAC----------------
-------------------------------------------------------------------------
----------------------------
GAAAGTGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGCACAAATACAAGC----------------------------
-------------------------------------------------------------------------
-------
GACAACAACAGTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCAACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861313 
TTCTATTGCGATACATCAAAACTGTTTAATGACTCGTCTAATAGTACA-------------------------
-------------------------------------------------------------------------
----------------------------
AGCAAGGAGCCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA



TATATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCTAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAGGGTCAATGACACA-------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTACACCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861315 
TTCTATTGCAATACAACAAAATTGTTTAACAGTACATACAATTCTAATGGTACATACAGTAAT----------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGCGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGGGTCCAGT----------------------------
-------------------------------------------------------------------------
----------
GATGCCCCAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTACGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGCTGCAACTCACGGTCTGGGGCATT 
>KR861316 
TTCTATTGCAATACATCACAACTGTTTAATAAGACAATGAACAATATTAATGGTACAGAAAACAGTACAGACA
CA-----------------------------------------------------------------------
----------------------------
GAAAACAGGACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAGAATCAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTACTTGGGTTCTTGGCAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861325 
TTCTATTGCAATACATCAAGTCTGTTTAATGAGACATACCTATATAATGGTACAGCAGAC-------------
-------------------------------------------------------------------------
----------------------------
AATACAGTAAACATTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGA
TGTATGCCCCCCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGGGGGAAAGGAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAACGAGCA---GCGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAGTGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861326 
TTCTATTGCGATACATCACAACTGTTTAATGAGTCCCTGTTTAATAGTACA----------------------
-------------------------------------------------------------------------
----------------------------
AACAATGATACAATCATAGTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGGAACATTACATGTAACTCTAGT---
ATCACAGGACTACTATTGACATGGGATGGAGGGATAAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAATGGGA---TTAGGAGCT---------
GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGAATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861337 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACATACAATGGTACATACAATGATATAGATCTG-------
-------------------------------------------------------------------------
----------------------------
AATAATGATACACTCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGCACATCAAAT---
ATCACAGGACTACTGCTACTGCGGGATGGAGGAATTGGAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATTGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KR861345 
TTCTATTGCAATACAACAAAACTGTTTGACACAGCAACACTGGTTAATGGTACATACATGAACAGTACAGAA-
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACAATCAAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTATATCAAAT---
ATCACAGGATTAATATTGACACGTGATGGAGGACCAAATAGTAGTGATAAT----------------------
--------------------------------------------------
GTGACTACAACTGGAAATAATACTAAT---------
ATTACTGAGATATTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861312 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACCCGCAGCTTAATAGGACAGAAGAT----------
-------------------------------------------------------------------------
----------------------------
GTAAATCGAACCATCACACTTAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTATATCAAAT---
ATCACAGGATTAATATTGACACGTGATGGAAAATATGAAAGTAGT----------------------------
--------------------------------------------------------------------
AAGAATGAAAGTAGT---
AAGAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861322 
TTTTATTGTAATACATCAAAATTGTTTAATGAGAGCCATGTGTATAATAAT----------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAGAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAGAGAATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
TCAGAAGAAGTATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTA---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861324 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACCATCCGGCCTAATGGCACTATCCAGTTTAATAGCACTA
ATGCA--------------------------------------------------------------------
----------------------------
ACAGCCCCAAACATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAATATAATGTGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTGGCAATGAGACT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGATATTCAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAGATCCAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861330 
TTCTATTGCAATACATCAAATCTGTTTAATAAGACATACTGTCCTAATGATACAAAGAGTAATGAGACAAAG-
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATCACACTGCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGTTAACACAACTGAG----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GCA------CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861335 
TTCTATTGCAATACAACAAAACTGTTCAATACAACAATACCGCCTAATGAGACATACAGGAGTACAAAC----
-------------------------------------------------------------------------
----------------------------
AATTCAAGTACCATCACACTCAAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGATTAATATTGACACGTGATGGAGGAAACAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGACTAGCACCCAACAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861336 
TTTTATTGCGATACATCAAGATTGTTTAATGATACACACTGGAATGACACAGAAGATAATATA----------
-------------------------------------------------------------------------
----------------------------
GCTAATAGTAACACCATCATACCATGCAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA



TATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCACGT---
ATCACAGGATTACTATTGGAACGTGATGGAGGAAAAAAAAATGAC----------------------------
-------------------------------------------------------------------------
-------
CCAAAAAAAATAGAAATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861343 
TTCTATTGCAATACATCAAACCTATTTCCAGGAAATGAGACGCAAGGCACAGGG-------------------
-------------------------------------------------------------------------
----------------------------
ACAAACAGCACAATAACAATACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAG---
ATCACAGGACTAATACTGACACGTGATGGAGGAAACAGTGGAAACAAT-------------------------
-------------------------------------------------------------------------
-------
ACAAAGCAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861311 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACATATGAGGTTAATGATACAGGTAGGACTAATGATACTA
GT-----------------------------------------------------------------------
----------------------------
GATAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGACGAGCAA
TATATGCCCCGCCCATTGCAGGAAACATAACATGTACTTCAAAT---
ATCACAGGAATGCTATTGACACGGGATGGAGGAAACAAAAACAATACA-------------------------
-------------------------------------------------------------------------
-------------
GAGCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGGA------------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
GTGATGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861327 
TTCTATTGCAATACAACAAAGCTGTTTAATAGTACTGATAAAAGT----------------------------
-------------------------------------------------------------------------
----------------------------
GATAATGGTACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTAATATTGACACGGGATGGAGGAAACGATACAAACACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCCAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861344 
TTCTATTGCAATACAACAAAACTATTTAGTGGGGTTAATGATACA----------------------------
-------------------------------------------------------------------------
----------------------------
GACAATAGGACAATAATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA



TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCTAAT---
ATCACAGGACTACTATTGGTACGAGATGGAGGTGATACCAATGCAACA-------------------------
-------------------------------------------------------------------------
-------------
GAGATAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGAGTCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCAGTATTGGGAGGAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861279 
TTCTATTGCAATACATCAAATCTGTTTAATGGAAAGCTATTTAATGATACATACAACAAGACAGGA-------
-------------------------------------------------------------------------
----------------------------
GATACTTCAAACATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGAATAATATTGACACGTGATGGAGGAATTAATAACACTACTAAC----------------------
--------------------------------------------------------------------
AACACTGAGAAAAAT---
GGCGCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTGCGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861271 
TTCTATTGCAATACAACAAACCTGTTTAATGGAACATATGGGGATAAAGATACAAAC----------------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAAACATCACACTCTCATGCAAAATAAAACAAATTATAAACACATGGCAGGAGGTAGGAAAGGCAA
TATACGCCCCTCCCATTGCAGGAAGCATAAACTGCACATCACAG---
ATCACAGGACTACTCTTGGTACGTGATGGAGGGGGAAATAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GATAATGACACATTCAGACCTGAAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAAGAAAAAAGAGCA---GTCGGA---ATGGGAGCT---------
GTGATTCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>KR861282 
TTCTATTGCGACACATCAAAACTGTTTAATAGTACATACAACGATCTATTTAATAAAACATACAATGATACAG
CT-----------------------------------------------------------------------
----------------------------
AATAGATTAAACATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTGAATCCAAT---
ATCACAGGACTGCTACTGGTACGTGATGGAGGTAGAAGTAACAAT----------------------------
-------------------------------------------------------------------------
-------
AACAATGGCACAGAGACATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861304 
TTCTATTGCAATACATCATGCCTGTTTAATGATAGTTGTACAAAAAATGAATCAGTC----------------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAAACAAATTACAAACATGTGGCAGGAAGTAGGACGAGCAATATATGCCCCTC



CCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTACTCTTAACACGTGATGGAGGACGGTCAAGTGAA----------------------------
--------------------------------------------------------------------
CCAAATAACACAAAT---
AACAATGAGACATTCAGACCTGCAGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAACGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AF110959 
TTTTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAATGGTACAGAAGGTAATATAAGC----
-------------------------------------------------------------------------
----------------------------
CCAAGTACAATCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAAAT---
ATTACAGGGTTACTATTGACACGTGATGGAGGGCTAAATAGGAGCACA-------------------------
-------------------------------------------------------------------------
----------
GAGGAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGGAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTCCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>AF290028 
TTTTATTGCAATACATCAAGACTGTTTGATGAGACATACCTGTCTAATGGGACAGACGAG-------------
-------------------------------------------------------------------------
----------------------------
GATAATGGTACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGGTTAAGCCCTAAT----------------------------
-------------------------------------------------------------------------
----------
AATGACAGTGAGACATTCAGACCTATAGGAGGAGAGATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443075 
TTCTATTGCAATACATCAGAACTGTTTAATGGAACATATAATGGAACAGACAACAAT----------------
-------------------------------------------------------------------------
----------------------------
AGCAATAAAACCATCACACTCCTATGCAGGATAAAACAAATTATAAACACATGGCAGGAGGTAGGACGGGCAA
TATACGCCCCTCCCATTGCAGGAAACATAATATGTATATCAAAC---
ATCACAGGACTACTCTTGACACGTGATGGAGGAAAAACAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443074 
ATCTATTGTAATACATCAAAGCTGTTTAATGGTACATACAACAGTACAGGAGGTACT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACAATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA



TGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGAGACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGATTGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGATTAGCACCCACTAAGTCAAAACGGAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTGACA---TTCGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGATCTGGGGCATT 
>KY658709 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAACAGTACAGGAAGTACT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCCATGCAGAATAAAACAATTTATAAACTTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAGTTGGTAATGAC----------------------------
-------------------------------------------------------------------------
----------------
TCAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KY658711 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTACAGACAGGTCTAAT-------------
-------------------------------------------------------------------------
----------------------------
AATACAGACAACATCATAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGGAAAGAAGAGAATAACACA----------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443076 
TTCTATTGCAATACATCAGGCTTGTTTAATAGTACATACAATCCTAATAGTACATACAATCTTAATAGTACAG
AAAGT--------------------------------------------------------------------
-------------------------
AAGGCAAATTCAAACATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAATACAACAGAG----------------------------
-------------------------------------------------------------------------
-------------
ACAAAAGAGACATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCGAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GCGGGA---CTAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443078 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAATGGTACAGAAAGAAATTCAACA----------
-------------------------------------------------------------------------
----------------------------
ACAAATGCAACCATTACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA



TATATGCCCCTCCCATTAAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGTCGAATGATACA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTTAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTGTATAAATATAAAGTAG
TAGAAATTAGGCCATTA---GGGATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------AATAGAGAAAAAAGAGCA---GTGGGA---GTAGCAGCT---------
GTGTTCCTTGGGTTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TCGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443079 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATGCTACATACAATAGTACATACAATGATACA-
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTGTTGACACGTGATGGAGGCATAAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGGATAGCACCCACCAAGGCACAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>AF443080 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTGCATTTAATGATAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AGTGGTGGGACCATCACCCTCCAATGCAGAATAGAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TATATGCACCTCCCATTGCAGGAAACATAACATGTAGTTCAAGG---
ATCACAGGACTACTATTGACACGGGATGGTGGAAAAAATGATACA----------------------------
-------------------------------------------------------------------------
----------------
CATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TGGAGATTAAGCCATTA---GGAGTAGCACCCAGTGAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCG---GCA------CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---ACCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443082 
TTCTATTGCAATACATCAAAGCTGTTTAATACATCATGGCTGGATTCATACATATCTAATAATACAGGA----
-------------------------------------------------------------------------
----------------------------
AATAATTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCAACCCCATTGAAGGAAATATAACATGTAGGTCAAAT---
ATCACAGGATTACTATTAGAAAATGATGGA---AACATG----------------------------------
-------------------------------------------------------------------------
----------------------
ACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGATGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443083 
TTCTATTGCAATACATCACGCCTGTTTAATAGTACATACAATCCTAATAGTACAAAAAGCAAT----------
-------------------------------------------------------------------------
----------------------------
ACAGGCTCATGGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA



TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGTGCGCGATGGAGGAACAACAAATGCC----------------------------
-------------------------------------------------------------------------
-------------
ACGGACGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443085 
TTCTATTGCAATACATCAGAACTGTTTAACAGTACGTACAATGCAAATATGACATATAATACAAGCATGACTA
ATGCTACA-----------------------------------------------------------------
-------------------GGA---
AATAACTCAACAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCGCCCATTGAAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGGAGGAAAGAATGCC-------------------------
-------------------------------------------------------------------------
-------
ACAAATGACACAGAGATATTCAGACCTGAAGGAGGAGACATGAGAAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GACAAAGAAAAAAGAGCA---ATA------GCAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443086 
TTCTATTGCAATACATCAAAACTGTTTAACAGTACGTTTAATAGCAATGGTTCATACATATGGCATGACAGTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGATCCACTAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGAATAATATGTAACTCAACT---
ATCACAGGGTTAATATTGACACGTGATGGAGGAAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215421 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACATACATGTCTAATGGCACATACATGTTTAATGACATGT
CTAATGGTACA--------------------------------------------------------------
-------------GAAAGG------
AATTCAAGCTCAATCATCGCAATTCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGACGAG
CGATGTATGCCCCTCCCATTGCAGGAAAATTAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699992 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGACTAATGGTACATACATGTTTAATGGTACAT
ACAGGCTTAAT--------------------------------------------------------------
-------------AATATA------
ACAAGTAATTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACACGTGGCAGGAGGTAGGGCGAG



CAATGTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835515 
TTCTATTGTGATACATCAGGCCTGTTTAATAGTACATACAATAGTACATACGTGCCTAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAAGCCAAACATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCTCCCATTAAAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGCAAATACTACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATCAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699985 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATGCCTAATGGTACAAACAGTAATTCAAGCAGTA
AT-----------------------------------------------------------------------
----------------------------
CCAAACTCAACCATCACAATCCCATGCAGTATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACGGGACTACTATTGGTACGTGATGGAGGAAATGTTACAGGGAGA-------------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGATATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM215411 
TTCTATTGTAACACATCAGACCTGTTTAATTCTACATACATGTCTAATGGTACATTCAGGTTTAATGGTACAG
TGTTTAATGGT--------------------------------------------------------------
----------ACAGGAGGT------
GATTCAAGCATAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAACAAATAATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTA-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898995 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATATATGGATAATAGTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGTAGAATAAAGCAATTTATAAACATGTGGCAGCAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAACAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGCTGCAACTCACGGTCTGGGGCATT 
>KC898996 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACACGTCTAAGGGTACATACAGGTTTAATGGTACAG
AAAGTAATGGT--------------------------------------------------------------
----------ACAGAAAGT------
AATTCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAAAGGAGACACAGGG-------------------------
-------------------------------------------------------------------------
-------
CTAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250403 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACGCCTTTTAATAGTACATACATGCCTAATGGTA
CAGAAAGTAAT--------------------------------------------------------------
----------------------------
TCAAGCTTAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCATAAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AGAGAGGAGACATTCAGACCTGGAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250404 
TTCTATTGTAATACATCAGATCTGTTTAATAGTACATACATGCCTAATAGTACAGAAAGTAATTCAAACTCCT
CC-----------------------------------------------------------------------
----------------------------
TCAAATTTAACCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGT----------------------------------------
-------------------------------------------------------------------------
-------
TCGAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC807921 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATACATAATGGTACATACATGAGTGGTACAAAAA
AT-----------------------------------------------------------------------
----------------------------
AATTCAAGCTTCATCAGAATACCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGAGTATCAGACACAAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGACTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870038 
TTCTATTGTAATACATCACAACTGTTTAATGGTACATACAATGGTACATAC----------------------
-------------------------------------------------------------------------
-ATGTCTAATGGTACA---------
GAAAGTAATGCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGA----------------------------------------
--------------------------------------------------------------------
GAAGGTACAAATGCT---
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGGTTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ388913 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACATGACTAATGGTACATTCATACTTAATGGTACAG
GCATG--------------------------------------------------------------------
-------------------AAT---
ACAGGTAATGAAACCATCATACTCCCATCCAGGATAAGACAATTTGTAATCCTGTGGCAGGAGGTAGGGCGAG
CAACGTATGCTCCTCCCATCGCAGGAAACATCACATGTAAATCAAAT---
ATTACAGGAGTACTAGTGGTACGTGATGGAGGCACAGGCAACGGGACA-------------------------
-------------------------------------------------------------------------
-------
GAAAATAACACAGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAGAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---GTATTG---GCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ388948 
TTCTATTGCAATACATCAAAACTGTTTGACAGTACACTATTGGATAATAGTACAAATTTAAACTTGACTGGCA
ATATC--------------------------------------------------------------------
-------------------------
AATTTAACTGGCAATATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCTCTCCCATAGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTAACACGTGATGGAGGAAAAGACAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAAACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAACAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATA 
>FJ388952 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTACGTACATGTCTAATGGTACATACATGGTTAATGGTTCTA
ATGGT--------------------------------------------------------------------
-------------------GCA---
ACTCCAAATTCAACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAG



CAATGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAACTCAAGT---
ATCACAGGAATACTATTGACACGTGATGGAGGAATTAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAACATAGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAACA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>JF683740 
TTCTATTGCAATACATCAAAACTGTTTAATAGGAAATACACATTTAATGGCACAAATGGCACAAAC-------
-------------------------------------------------------------------------
----------------------------
ACTAATATCACTATCACATTCCCGAGCAAGATAAAAAAAAACATAAACCTGGGGCAGGGGGGAGCAAGATCAA
CCTCTGCCCCTGCCGGAACCGTAACCATAACA------TCAAGT---
TTAACAGGAACAGGATTGTTACGGGAAGGAGAAGGGAGAAAGAGCAAA-------------------------
-------------------------------------------------------------------------
----------
CACACTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGAATAGCTCCCACTGAAGCAGAAAGGAGAGCGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCACAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>JF683755 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACAAATAGCACAGATAGCACA-------------------
-------------------------------------------------------------------------
----------------------------
AACAGCACAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGAGCAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGACATAATTTTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCCCCCACTACAGCAAAAAGGAGAGTGGTGGAT---GGA--------
-------------GAAAAAATACCAAGAGAAAAAAGAGCA---ATAGGGGGACTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAGAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF683768 
TTCTATTGCAATACATCGAGCCTGTTTAATGGTACATACAATAGTACAGACAATAGTAGTTCATCTGAAACCA
TC-----------------------------------------------------------------------
-------------------------
AGTTCATCTGAAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGTAATGGAGGAAACAACACAAAC-------------------
-------------------------------------------------------------------------
-
GGAACTGAAGAGACATCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCGAGGAAGCAAAAAGAAGAGTGGTA--
-------------------------------------GAGAGAGAAAAAAGGGCA---GTGGGA---
CTAGGAGTT---------TTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT124786 
TTCTATTGTAATACATCAAAACTATTTAACAGTACATTTAATAGTACACACTTAGAAGATAATGCTACAAATA
ATAAT--------------------------------------------------------------------
----------------------------



GATACAACATCCATTACACTTGCATGCAGAATAAAACAATTTGTGAATATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTGTTAGTACGCGATGGAGTC----------------------------------------
-------------------------------------------------------------------------
-------
GGCAATGAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC473844 
TTCTATTGCAATACATCAAAACTATTTAATAGTACAATTAATAGTACAGTCATGGTTAATGATACA-------
-------------------------------------------------------------------------
----------------------------
GACAACAGCACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTAATATTGACACGTGATGGAGGAATAGGAAATGGAACT-------------------------
-------------------------------------------------------------------------
----------
GATAAGACAGAGATATTTAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGGATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ236594 
TTTTATTGCAATACATCACCCCTGTTTAATAGTACATACAATAAGACAGAAAGCATAATTGAGGAA-------
-------------------------------------------------------------------------
----------------------------
GACAATTCAACCATCACCATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCCCCCATAAAAGGAATAATAAAATGTAGGTCAAAC---
ATCACAGGATTACTACTAACACGGGATGGAGGTACGGGTAACGAAACA-------------------------
-------------------------------------------------------------------------
-------
GATAATGGAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATTGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ236601 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTGCATACAATAGTACATACAACAGAACTG
AAAAA--------------------------------------------------------------------
-------------------------
GGAGATGCAAACATCACAACCATCCAGTGCAGAATAAGGCAAATTATAAACATGTGGCAAGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
GAAACAACAGAGACATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCTACTAGAGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAACT---CTGGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY496624 
TTCTATTGCAATACAACAAGCCTGTTTAATGGTACATACAATAATAGTACAGGAGATCTTACA----------
-------------------------------------------------------------------------
----------------------------



GAAGGAGGAACCATCACGATCCCATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAATGATAACATGTAACTCAAAT---
ATTACAGGATTACTACTGACACGGGATGGAGGCAGCGAAGGCAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACCAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
CTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY713417 
TTCTATTGCAATACATCAAAACTGTTTAATACAACAGGACTGTCT----------------------------
-------------------------------------------------------------------------
----------------------------
GATAATGCAACTTTAACCATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGATTATTACTGACACGTGATGGGGGGATGAACAACACA----------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGGCAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319531 
TTCTACTGCAATCCATCAGGACTGTTTAATAGGACATACATGTTTAATAGTACAGACGTGTTTAATAGTAATA
GTACAGACAGG---TCT------AAT-----------------------------------------------
-------------------AGT---
ACTAATAGTACTTCCATCACACTCCAATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGGGGTAGGAAAAG
CAATATATGCCCCTCCCATTGCAGGGAAAATAACATGTAAATCAAAC---
ATTACAGGAATACTACTGACACGAGATGGAGGAAGTAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGTACCCACCGAGGCACAAAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU319532 
TTTTACTGTGATACAACAAACCTGTTTAATAGTACATACAATGGTACTAGTACTAATAGTACT----------
-------------------------------------------------------------------------
-------------TCCAGT------
GGTACCATCACCCTCTCATGCAGTATAAAACAAATTATACAGATGTGGCAAGGATTACGAAAAGTATTGAATG
CCCCTGTCTGCGCTCCCCTTGACGGAAACATAAAATGTACATCAAAT---
TTCACAGGACTACTATTGCCACGTGCTGGAGGAAGTGGACTTAAT----------------------------
-------------------------------------------------------------------------
-------
GATACTGACGCAGAAGTATTCAGACCAGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCAACTACAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU319534 
TTCTATTGGGATACAACAAAACTGTTTAATGAGACATATAATAATACAGAT----------------------
-------------------------------------------------------------------------
----------------------------



GCAAATGGCACCATCATAATGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACCAATAACATGTATATCAAAC---
ATCACAGGACTACTACTAACACATGATGGAGAGGAA-------------------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU319537 
TTTTATTGCAATACATCACACTTGTTTAAGGATAATATTAGT-------------------------------
-------------------------------------------------------------------------
----------------------------
AGCACGGGAAACATCACAATCCCATGCAGAATAAGACAAATTATAAACTTGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGACTAATAAAATGTAGATCAAAT---
ATCACAGGACTATTGCTGACACGTGATGGAGGCAATAGACAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAGATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU319541 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAGTATG----------------------------------
-------------------------------------------------------------------------
-ACAAATGGCACCCTC---------
AGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTCCCA
TTAGCGGAGCAATAAGTAGGAAGGCCATAGTATCATGCTTATCAAAT---
ATCACAGGGATACTCTTAACATGTGATGGAGGCATTAATAGGCACAGA-------------------------
-------------------------------------------------------------------------
----------
CATAACACAGAGACATTCAGACCTGTAGGAGGAGACATGAAGGACAATTGTAGAAGTGAATTATATAAATATA
AGGTGGTAGAAGTTAAAGCCATA---GGAATAGCACCCACACAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------TTAGGAGTT------
---TTATTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCATTATG---GGCGCAGCATCA---
ATATTTTTTTTGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU319544 
TTCTATTGCAATACAACAGGACTGTTTAACAGTACGTACAATAGTACACACATATTTAATAATACT-------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCCCTGCAGAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCACTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTATTAACACGTGATGGAGGAAGCGACAGCGACACG-------------------------
-------------------------------------------------------------------------
-------------
ACTGAGGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGTACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>KU319546 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAACTCTAATAGTACTAATAGTACT----------
-------------------------------------------------------------------------
----------------------------



TCAAATTCAAGCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGACATGGGATGGAGGAAACCAAAACGGAACC-------------------------
-------------------------------------------------------------------------
----------
AACAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAGAGGACAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAAACTA---TTGTTG---GCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319551 
TTCTACTGTAGTACTACACCCTTGTTTACTAGTACTAGTACTACTGGGGGTACTACTGATTCAAATTCA----
-------------------------------------------------------------------------
----------------------------
TACATCACAGTCATCACTCCCCCATGCAGTATACTACTATGTCGTAACATGTGGCAGGAGGTAGGACGAGCCA
TATATGCTCCTCCTATTAAAGGAGTAATAACATGTAGATCAAAT---
ATCACAGGACTACTGCTGACACGGGATGGCGGCCATAGCACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAGCTCACGGTCTGGGGCATT 
>U46016 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACAAAACTAGAACTGTTTAATAGCAGT-------------
-------------------------------------------------------------------------
----------------------------
ACAAATTTAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATAATGTGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGCCAAAGAGCCACAT----------------------------
-------------------------------------------------------------------------
----------
AGCACAAAAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCACTA---GGAGTAGCACCCACTAAGCCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AF219262 
TTCTATTGCAATACAACAGACCTATTTAATAGCACAAAACTGTTTAATAGCAGTAGT----------------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGAATACTACTGACACGTGATGGAGGGAATGACAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF219263 
TTCTATTGCAATACATCAAAATTGTCTAATAGGACATACAATGCATCAGACCTGGTTAATAGTACA-------
-------------------------------------------------------------------------
----------------------------



AGTAATTCAACCATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATAATGCAAATAAT-------------------------
-------------------------------------------------------------------------
-------
GCAAGTACCAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GGGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GCGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---GTGTTG---TCTGGTACAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF219269 
TTCTATTGCAATACATCAAAACTGTTTAAGGGTACATACATGTATAATGATACAGAT----------------
-------------------------------------------------------------------------
----------------------------
ACAAACATCACACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAGCATAAAGTGTACATCGAAT---
ATCACAGGACTACTATTGACACGTGATGGA---GACAAAAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCGCTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCATGGTCTGGGGCATT 
>AF219274 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATATGTTTAATAGTACATATACGTCTAATAATACAG
GAAGT--------------------------------------------------------------------
-------------------------
AATTCCAACTCAACCATCACACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGCGTGGAGACACAAGATACCACA-------------------
-------------------------------------------------------------------------
-
GAGACACAAAATAACACAGAGACATTCAGACCTGGGGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCTACTACGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGACCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---GCAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ977094 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTCAAGTTTAATGATACAGACATGACTAAT-------
-------------------------------------------------------------------------
----------------------------
GATACAGGAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGGGATGGAGGGACAAATGTAACA----------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTTGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGACAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595789 
TTCTATTGCAATACATCAGGCCTGTTTAACAGTAAATACATGCATAACATGACAATCAATGGGACAGACATGA
CAAGCAATGGG--------------------------------------------------------------



-------------ACAGAC------
AGTAATGCAACAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATTACAGGACTACTATTAGTACGTGATGGAGGCACTGGAGACAGCAGC-------------------------
-------------------------------------------------------------------------
-------
AGCAATGACACAGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF680927 
TTCTATTGCAATACATCAGGGATATTTAATAGTACACAGCTGTTTAATGATACATTAAATAATAGTACAGGA-
-------------------------------------------------------------------------
----------------------------
AATAATGAGACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACCTAACATGTAACTCAAAC---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAAAGATAACACAACA-------------------------
-------------------------------------------------------------------------
-------
GATAACAATACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGACCAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGTTCCTTGGGTTCTTGTCAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATA 
>HQ385458 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGTACAAATAGTACAGAA----------------------
-------------------------------------------------------------------------
----------------------------
GGAAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTCTTGGTACGAGATGGAGGCAATAGTACAAATAAT-------------------------
-------------------------------------------------------------------------
----------
GATACAACAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTAGGCCATTG---GGGGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286233 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACCTGTCTAATAGTACATCATATAATAGTACT----
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAGAT---
ATCACAGGACTGCTACTGATACGTGATGGAGGCATAAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AACGAGACAGAGACATTCAGACCGGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY255824 
TTCTACTGCAATACATCAAACCTGTTTAATAGTACATACAGGTCTAATAGTACTAATAGTACT----------
-------------------------------------------------------------------------



----------------------------
TCAGATACATCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAACGGACAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACAATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAA
TAGTAGAAATTAAGCCATTA---GGAGTAGCTCCAACTGCGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
TTGTTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109481 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATATGCCTAATGGTACATATATGCCTAATGGTACAA
ATAAT--------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGAGATGGAGGAAAGAACAATAAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TGGAGATTAAGCCATTG---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109482 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTACATACATGCCTAATAGTACAAACAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAGAAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGGAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109484 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATGGTACACAAAGTAATTCAAGTAAT-------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCATAATCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTACTGGTACGTGATGGAGGACCAGATAATGTT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU521729 
TTCTATTGTAATACATCACGCTTGTTTAAGGGTACATACACGCCTAATGGTACAGGAAGTATATCAGAAAGTA
ATTCAAAT-----------------------------------------------------------------



-------------------TCA---
ACCTCAAACATCAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAGCATAAAATGTAACTCAACT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACTAGGTAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AAGACAGAAGAGAGATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAGGCCATTG---GGATTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT------
---ATGTTCCTTGGGCTCTTGAGTGCA---GCTGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>EF469243 
TTCTATTGCAATACATCAGTACTGTTTAATAGTACATACAACCATACAACAAAGCAGTTTAGTAGTCCATACA
AT-----------------------------------------------------------------------
-------------------------
GATACAAACTCAACCATCACAATCCACTGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGGCGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCAAT---
ATCACAGGATTACTATTGGTACGAGATGGAGGAAATACTGAGTCA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCAACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCAGTATTGGGTGGAATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAACATATATTGCAACTCACGGTCTGGGGCATT 
>KF766537 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGTGACAGACAATGGTACAGAAAGTACTTCA-
-------------------------------------------------------------------------
----------------------------
AACTCAACCACCATCACAATCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGC---
ATCACAGGATTACTATTGGAACGTGATGGAGGAGACGAGACAAAA----------------------------
-------------------------------------------------------------------------
----------
AACGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGCACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF766540 
TTCTATTGCAATACAACACAACTGTTTAATAGTACATACATACCTAACATGTCTGATAATACAACAAGTAAT-
-------------------------------------------------------------------------
----------------------------
GAAAGCTCAGACATCACAATCCCATGTAGCATAAGACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTTCAGGAAACATAACATGTAAATCAAAT---
ATAACAGGGCTACTATTGGAACGTGATGGAGGGGATGATAATAAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATGTAAAGTGG
TAGAAATTAAGCCATTA---GGAGTTGCACCCACTGGAGCAAAGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU908218 
TTCTATTGTAATACGTCAGGCCTGTTTAATAGTACATACATGACTAATGGTACATTTACATACAAGCCT----
-------------------------------------------------------------------------



----------------------------
AATGGTACAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAGTGATATTGGTACGTGATGGAGGGGAAAATGAAAAT----------------------------
-------------------------------------------------------------------------
----------
ATTACAGAAGAGACATTTAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGA---
ATTTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU521727 
TTCTATTGCAACACATCAATCCTGTTTAATGGTACATACAACCCTAATGGTACAAAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGTAATCCCATCACAGTCCCATGCCGCATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTGCTATTGGTACGTGATGGAGGAGAAGAGTCAAATAAA-------------------------
-------------------------------------------------------------------------
----------
ACTAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156210 
TTCTATTGTAATACATCAGGCCTGTTTAATAGGACATATACAACAGACCTGTTTAATAAGACATATAATGATA
ATGATACA-----------------------------------------------------------------
-------------GAAGAT------
AATTCAGGCCCAGTCATCATAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGTCTGCTATTGACACGGGATGGAGGCAATGACAATAAAACGTCA----------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACATTCAGACCTCTAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCACTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGAATGATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY929361 
TTCTATTGCAATACATCAAGTCTATTTAATAGCACATACATTAATGGCACATACATTAATGGCACAGTAAGTA
ATTCAGGC-----------------------------------------------------------------
----------------------------
TCAGACTCAAACATCACAATCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGCAGGTAGGACAAGCAA
TATATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTCTTAGTACGTGATGGAACAATTACAGGTGAGGCA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GCA------GTGTCAGCT------
---ATGCTCTTTGGGTTCTTGGGATTG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY929362 
TTCTATTGCAATACATCAAAACTGTTTAATAGAAAATACCTGCCTGATGGTACAGACAACACTACGGATACAG
ATGCA--------------------------------------------------------------------



----------------------------
AACAATACAGACATTACAATCCCATGTAGGCTAAAACAATTTATAAACATGTGGCAGGGGGTAGGGAGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACGTGTATATCAAAT---
ATCACAGGGATACTATTGACACGTGATGGAGGAAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY929366 
TTCTATTGCAATACATCAAGCCTGTTTAATGCTACATACAAAAATGGTACATTCATTAATAATACCACC----
-------------------------------------------------------------------------
----------------------------
CTCAAATCAAACATGACCATCCCCTGCAGAATAAGACAATTTATAAACCTGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGACAAGTGATGGAGGAATAAGAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTCGGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KY929368 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATTACATACATTAATGGTAACATGTCTATATACA
ATGGTAGT-----------------------------------------------------------------
-------------GGAAAC------
TCCAATAACACAAACATCACACTCCCATGCCGCCTAAAGCAAATTATAAACATGTGGCAGAGGGTAGGACGAG
CAATGTATGCCCCTCCCATTCCAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACGATAATAGAACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGACTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAGAC---ATATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069227 
TTCTATTGCAATACATCAGGTCTATTTAATGGTACATACAATGGTACAGAAAGTGAT----------------
-------------------------------------------------------------------------
----------------------------
TTAAACTCAACCATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGAACGTGATGGAGGACAGGGAAATGGGGCAGAA----------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------GTGTCAGCT------
---ATGCTCTTTGGGTTCTTGGGATTG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX069228 
TTCTATTGCAATACAACAAAGTTGTTTAATAGTACATACAGTACATACAATGATACAAAAAATTCA-------
-------------------------------------------------------------------------



----------------------------
ACAAACTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGATACTTAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATAGAGGATAAGAATACT----------------------
--------------------------------------------------------
AGTACAGGTAGTAATGACACA---------
AAGACAGAGACATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTAACA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX069222 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACCTGTCTAATGGCACATACATGCCTAATGAGGCAC
TA-----------------------------------------------------------------------
----------------------------
AATAGTACTTCCATCACGATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGATAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGGGGAAAAGAGAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAAATATTCAGACCGGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAACCATTG---GGAGTAGCACCCACTGGAGCAACAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAGAAAAGAGCA---GCC------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX756601 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGACATACATATTTAATGAGACAACAAGTAATTCAAGCTCA-
-------------------------------------------------------------------------
----------------------------
AATAGTTCACACATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAACCATAACATGTAAATCAAAC---
ATCACAGGGATACTATTGACAAGGGATGGTGGAACACATAATGGA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAGTATAAAGTGG
TAGAAATCAAGCCACTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGATCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX069219 
TTCTATTGCAATACATCAAGCCTATTTAATAGTACATACATGTCCAATGGTACATACATGTTTAATGGGACAA
TAAGTAAT-----------------------------------------------------------------
-------------GGGACA------
ATAAGTAATGATAGCATCACAATCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACGTGTAACTCAAAC---
ATTACAGGAATATTATTGGAACGTGATGGAGGGTTAAGTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
TCAGAGGAGACATTCAGACCTGTAGGGGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---CTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KX069221 
TTCTATTGTAATACATCAAAACTGTTTAAGGGTAATGGTACAAGCACAGACACAGGA----------------
-------------------------------------------------------------------------



----------------------------
AATAATTCAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGACACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGGGGAGCATCAAATGAGACAAGT----------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTG------TTGGGAGCT------
---GCGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX069223 
TTCTATTGCAATACATCAAGACTGTTTAATGGAACATATGATGGAACATATAATGGTACAGCAAGTAAC----
-------------------------------------------------------------------------
----------------------------
AATACAGGAAACATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAACAGAGAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAACATTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069224 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATGGTACAGACAATGGTAACTCAAGCAGCTCAA
AC-----------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCGCATGCAGACTAAAACAAATTGTAAAACTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAACGTGCAAATCAAAT---
ATCACAGGAATACTATTGGTGCGTGATGGAGGGACAAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
GAGGAGACCGAGACATTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069226 
TTCTACTGCAACACAACAAACCTGTTTAATAGTACATACCTAGCGAATAGTACATTA----------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACAATCCCATGCAGCATAAAACAAGTGATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAAATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGGGGAACAAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY713230 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACATACAATGGTACATCCATG-------
-------------------------------------------------------------------------



----------------------------
TCTAATGATACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGACCAAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAGTTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY713236 
TTCTATTGTAATACATCAGACCTGTTTATTGGTACATATAAGTTTATTAATGGTACATATGAGTTTAATGATA
CAACAAGTAAT--------------------------------------------------------------
-------------------------
TCAAGCAGATCAGACATCACAATCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTAATATTGGTACGTGATGGAGGGCTAAATACCAAT----------------------------
-------------------------------------------------------------------------
----
GAGACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGACCAAGAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN703367 
TTCTATTGCAATACATCAAAACTGTTTAGTGGTGTATATAATGGTACATATAATGTTACAACAGGTAATTCAA
CAGGA--------------------------------------------------------------------
----------------------------
GATAATTCAACTATCACAATCCCATGCAGAATAAGGCAAGTTATAAACCTGTGGCAGGAGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTGTTAACGCGTGATGGAGGGCAAGGGGCAAAC----------------------------
-------------------------------------------------------------------------
----
ATTACAAATGATACAGAGACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAATTAGGCCATTA---GGAATAGCACCCACTCCAGCAAAAAGGAGAGTAGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GCGGGA---
TTAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAACACATGTTGCAACTCACTGTCTGGGGCATC 
>MN703351 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATATAAAAGTGATTCAAACTCAACC-------------
-------------------------------------------------------------------------
----------------------------
TCAGACAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAATATGTAAATCACAA---
ATCACAGGACTCCTATTGGTACGTGATGGAGGAGTAACAAATGACACAGAAAAT-------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAGGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCTCGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCCGACGGTACAG---GCCAGACAA---TTGTTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN703360 



TTCTATTGTAATACATCAGGCCTGTTTAATAGTATATATAATACAACAAGTAATTCAAGCTCCAAT-------
-------------------------------------------------------------------------
----------------------------TCAAATGAA---
ACCAGAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGCACGAGATGGAGGAAAAGAGACAAAT----------------------------
-------------------------------------------------------------------------
----
GAGACAAGCGCGACAGAGATATTCAGACCTGGGGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAAAGGAAAAAGAGCA---GCGGGA---
ATGGCAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN703391 
TTCTATTGTAATACATCAGGCCTGTTTAATGATACATATGATACAACAGTTAATTCAAGCCCCACT-------
-------------------------------------------------------------------------
----------------------------
TCAAACGAAACCATCACAATCCTATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGAGGGATAAATGTGACAAGCAACACA-------------------
-------------------------------------------------------------------------
----
ACAGACAACATGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGCAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>AF067154 
TTCTATTGCAATACATCAAGCCTGTTTGATAGCCTGTTTAATCCTAATGGTACAAGAAATGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAACTTAACCATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGGTGCGTGATGGAGGAAGAGGTAATGATACA-------------------------
-------------------------------------------------------------------------
-------
GAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGTGGGACTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JQ715368 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAACCA
TGTATGCCCCTCCCATTAAAGGAAACATAGCATGTAAATCAAAT---
ATCACCGGACTACTATTGGTACGTGATGGAGGAACAGAGCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286223 
TTTTATTGTAATACATCAAGACTGTTTAACGGTACATACAATGGTACAGACATGCCTACATACAATGGTACAA
AT-----------------------------------------------------------------------
-------------------------
TCCAGTTCAGACATCATCATGCTTCCATGCAGAATAAGGCAATTTATAAACATTTGGCAGAAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCGACACAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCTACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF067155 
TTCTATTGCAATACATCAGGCCTGTTTAATAGGACATACATGCCTAATGATACAAAGAGTAATTCAAGCAGTA
AT-----------------------------------------------------------------------
----------------------------
CCAAACGCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGACAAAAATAATACA----------------------
-------------------------------------------------------------------------
----
GAGACAAATAAGACGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286231 
TTCTATTGCAGCACATCAAGACTGTTTAATAGTACATACATGCCTAATGATACAAAAAGTAAG----------
-------------------------------------------------------------------------
----------------------------
TCAAACAAAACCATCACAATCCCATGCAGCATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACCTGTAGATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAGTAGATTCAGAAGATCCA----------------------
-------------------------------------------------------------------------
----
GAAAATAATAAGACAGAGACATTCCGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATA
AATATAAAGCGGCAGAAATTAAGCCATTG---GGAGTAGCACCCACTCCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
TTAGGAGCT---------GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286232 
TTCTATTGTAACACATCAGGTCTGTTTAATGGTACATACAATCCTAATGTTACAGAAAGTAATTCAAACTCA-
-------------------------------------------------------------------------
----------------------------
ACAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATTTGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAACAAATGATACA----------------------------
-------------------------------------------------------------------------
----------
AGTAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109486 
TTCTATTGCAATACATCAAGCCTGTTTAACAGTACATACAATCCTAATGATACAAACAGTAATTCAAGCTCAA
GTAAT--------------------------------------------------------------------
----------------------------
TCAAGCTTAGACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTAATGGAGGAATAGAGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGATATTCAGACCTGGAGGGGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTGGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAACATTTGTTGCAGCTCACGGTCTGGGGCATT 
>KP109487 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATACGTGTCACCTAATAGTACAGACA
GTAAT--------------------------------------------------------------------
----------------------------
TCAAGTTCAATCATCACGATCCCCTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTGGTACGCGATGGGGGAACAGGGTCAGAGTCA-------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109488 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATACATGAATAATGATACAAAAAGTAATGATACAAAAA
GTAAT--------------------------------------------------------------------
----------------------------
TCAAGCTCCATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGAGATGGAGGACGAGGAGAAGAG----------------------------
-------------------------------------------------------------------------
----
GTAAAAAATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAGAAATTAAGCCATTA---GGAGTAGCACCAACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGAATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109489 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATACCTACATACAGGCCTAATAATACACAAGGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAACCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCACAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGAACAGGGCTAAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGTACAGAGACATTTAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCAACTGCAGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAACGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AJ276221 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATTTAATGGTACATACATGAATAATACAGGA-------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAGGTCAAAT---
ATTACAGGACTACTATTGGTACGCGATGGAGGATTGGGGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACGATTGGAGAAGCGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACAGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCAAGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTGTCTGGTATAGTGCAACAACAAAGCAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU521728 
TTCTATTGCAACACATCAACACTGTTTAATAGTACGTACATGTACATGAATAGTACGTACATGTTTAATGGTA
CAGAAAGTAAT--------------------------------------------------------------
-------GGTACAGAAAGT------
AATTCAAACTCAACCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAGGT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAATCCAAATAATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCAGTTGTTGCAACTCACAGTCTGGGGCATT 
>EF694033 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATATGATCCTGCATACAGGCCTAATAATACAGAA----
-------------------------------------------------------------------------
----------------------------
AACAATTCAACCATCATACTCCCATGCAGAATAAGACAAGTTGTAAACCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACGTGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGGACAGAATTAAATAATACA----------------------
-------------------------------------------------------------------------
----
GAATTTAATAATACAGAAATATTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---
GTAGTGGGAATAGGAGCT---------GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---
TCTGGTGTAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF457054 
TTCTATTGTAATACATCAGGCCTGTTTAATGAAACTCTAACTCGGTTGAATGATACATACAGTTCT-------
-------------------------------------------------------------------------
----------------------------
AATGGGACAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAA---
ATCACAGGACTATTATTGCAACGTGATGGAGGGAACAGTACAAAT----------------------------
-------------------------------------------------------------------------
-------------



AAAACTGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATACAAATATAAAG
TGGTGGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ396028 
TTCTATTGCAATACATCAGATTTGTTTAACTTTCCTAATGGTAGTAAGGCTATTAAT----------------
-------------------------------------------------------------------------
----------------------------
GGTAATTCAACCATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGAGGGAACATAACATGTAGATCAAAT---
ATCACAGGACTATTACTGACACGCGATGGAGGAGAAGGACGAAATGGCACA----------------------
-------------------------------------------------------------------------
-------
GAGAATGTCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT022366 
TTCTATTGCAATACAACAATCCTGTTTAATGAGACATACAGGGAATACATGGCTAATAAAACACAA-------
-------------------------------------------------------------------------
----------------------------
GATAATACGACACTCACACTCCAATGCAGAATAAAACAGATTATAAGGATGTGGCAGGGGGTAGGACAAGCGA
TGTATGCCCCTCCCATTGCAGGCAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGATACGTGATGGAGGAACAAACAATAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCTACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT022371 
TTCTATTGCAATACATCAAAACTGTTTAAGGATATTGTTATAAATGATACTGAT-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATACAACCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATCCGAGGGCAAATAACATGTAACTCAACT---
ATCACAGGATTAATACTGACACGTGATGGAGGAAATACTAATAACAATAACACC-------------------
-------------------------------------------------------------------------
----
AATGACACAGAGATAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------
GAGAGAGAAAAAAGAGCAGTAGTAGGGGGACTAGGAGTT---------GTGTTCCTTGGGTTCTTGGGAGCA-
--GCCGGAAGCACTATG---GGCGCAGCGTCA---ATGGCGCTGACGGTACAG---GCCAGACAA---
TTACTG---TCGGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU921723 
TTCTATTGCAATACAACAATCCTGTTTAATAGTAGTAGGATTTTTAAAAGAAAT-------------------
-------------------------------------------------------------------------
----------------------------
TTTACAGAAAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAATATGTAACTCAAAC---
ATCACAGGACTAATATTGACACGTGATGGAGGTAATGATAATGATACA-------------------------
-------------------------------------------------------------------------



-------
TCAAACAACAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACAAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCAGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KU921743 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTATATACAATCCTAATATTACATACAATGCTAGTGATGAGT
CAAGCTCA-----------------------------------------------------------------
-------------------------
AACATCACACGAAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGACGGTAGGACGAG
CAGTATATGCTCCTCCCATTAGAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTATTATTGGTACGTGATGGAGGGGACAATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCAACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GACAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU921790 
TTCTATTGCGAGACAGACAACCTGTTTAATAGTACATACATGGAGGCATACAATAGTACAGATAATAGT----
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGACAGGGAACTGAT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAGATATTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTA---GGTATAGCACCCACTTCAGCAAAAAGGAACGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921807 
TTCTATTGCAATACATCCAAACTGTTTAATAGTACATACATGGAGAAATACAATAGTACAGGCAATAGT----
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATAATATTGACACGTGATGGAGGAGGGGTAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAACGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCAGTAATGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ866132 
TTCTATTGTAATACATCAGGCCTGTTTAATAGGGTAATTAATGATACATACATGACTAATGATACT-------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCGCTGCAGAATAAAACAAATTATAAACACGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCACCCATTGAAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGACAAGAAAATAGA----------------------------
-------------------------------------------------------------------------



----------------
ACAGAGGTATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN983803 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACATATGGATCTAATAATACAAAAGGTGAT----------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGATTAATATTGACACGTGATGGAGGGTCAGAGGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAATATACAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN983804 
TTCTATTGTGATACATCAAAACTGTTTAATAGAACATACATGGCTAATAGTACAGAA----------------
-------------------------------------------------------------------------
----------------------------
AATAATTCATCCATCACGCTGCCCTGCAAAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAACTCAACG---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATGAGAGTGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACGTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN983805 
TTCTATTGCAATACATCAGAATTGTTTACAGAAAAAATTTCA-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGAGACAAACATCACGCTTTCATGCAGAATAAAACAGATTATAAATATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTCATGACATATGATGGAGGACAACACACAGAA----------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGATGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215360 
TTCTATTGCAATACATCAAGATTGTTTACATACACAGAAGAG-------------------------------
-------------------------------------------------------------------------
-------------------------------
ACAGGAAATATTACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ACGCCCCTCCCATTGCAGGAAACATAATATGTAGATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAAAAATAATAGT----------------------------
-------------------------------------------------------------------------



-------------
GGACCTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894075 
TTCTATTGCAATACATCAAAACTGTTCAATGGTACATACAATAGTACATACAAGACTAATACTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATGACACCATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGTAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACGGAGGCAAAAAGGACAGCGGTG--------------
-------------------------GGGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894077 
TTCTATTGCGATACATCAAAATTATTTAATAGTACACACAGG-------------------------------
-------------------------------------------------------------------------
-------------------------
GCTGATGATTCACCCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAGTATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGAGGGAATGGTACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GCT------CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ444184 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACACACCAGGTTAATAGTACCCGGGATAATAGTACAGAA-
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGATATAAGATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATAGGTAACAATGAC-------------------------
-------------------------------------------------------------------------
-------
ACAGAGAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGATAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ444251 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACATACCCGTCTAATGATAATAGTACATACATG-------
-------------------------------------------------------------------------
----------------------------
TCTAATGATACAATAACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTAAAGGAAATATAACATGTGAATCAAAC---
ATCACAGGATTACTATTGACGCGTGATGGAGGAGAAACTAATACCACT-------------------------
-------------------------------------------------------------------------



----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAACTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444277 
TTCTATTGCAATACATCAGGACTGTTTAATGAGACATACACATACAAATTTAATGAAAGTAATTCGACAAATG
GA-----------------------------------------------------------------------
----------------------------
ACTAACTCAACAATCAAACTCCTATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGCAAATCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAATACTAATGAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGGGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444476 
TTCTATTGCGATACATCAAAACTGTTTAATGGTAATGGTACCAACAGTAATGGTACTGGTACCAACAGTACT-
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACAATCATGATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAGATAACCTGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAATAGTACTGGAAGTAAT----------------------
-------------------------------------------------------------------------
-------
AAAAGTGACACAGAAACATTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAAACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894083 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATCCTAATAATAGTACAGACAAC-------------
-------------------------------------------------------------------------
----------------------------
ACTTCAGATACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAGGAAAAACTAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACAAATGAGACATTCAGACCTTTGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTA---GGATTAGCACCTACTAAGGCAAAAAGGAGAGTAGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAA---ACCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894085 
TTTTATTGCAATACAACAAAACTGTTTAATAGTACAGATAATAGCACAGGTACAAATAATAGCACAGAA----
-------------------------------------------------------------------------
----------------------------------------
ATCATACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAGGTAGGGCGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTAATATTGACACGCGATGGAGGAGATAACAATAAC----------------------------
-------------------------------------------------------------------------



----------
AATGACATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGATTC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894087 
TTCTACTGCAATACATCAAAACTGTTTAATGGTATATATAATAGTACATATAATAGTACAGGCAACATTACA-
-------------------------------------------------------------------------
----------------------------
GAGGGTAAGAACATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACAGGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAATAATAGTACAAGA-------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894088 
TTCTATTGCAATACATCAAGCCTGTTTAATGATGCATTTAATGATACAAACAGTACAGAA-------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCTCTCCCATTAAAGGAAACATTACATGTAAATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAAACGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACAGACATATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
GTGTTCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCATCC---
GTAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894090 
TTCTATTGTAACACATCAAGACTGTTTAATAATACATATAAGTTTAATGATACAAACATAGTTAATAGTACAA
ATAGTACA-----------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTGGAAATAATAAAACA-------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTAAACCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TTTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894091 
TTCTATTGCAATACAACACAACTGTTTAATGAAACAGATATA-------------------------------
-------------------------------------------------------------------------
-------------------------
GAAAGTAATTCAACTATAACAATCCCATGCAGATTAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAGAAATACAACA----------------------------
-------------------------------------------------------------------------



----------
AATGACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCACCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894093 
TTCTATTGCAATACATCAAATCTGTTTAATAGTACACCAGAACTGTTTAATAGTGAGGGTACAGAAAGTAATT
CAACC--------------------------------------------------------------------
----------------------------
AGCAACAAAAACATCACCCTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATTGACCCCAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACAGATGAGACATTCAGGCCTGGAGGAGGAGAAATGAGAGACAATTGGAGGAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KC894094 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACATACAATAGCACATACAATGATACAGATAACAGTACA-
-------------------------------------------------------------------------
----------------------------
GAAAACGACACGATCACGCTCCAATGTAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGGTATAAATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGATAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---GCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC894095 
TTCTACTGCAATACAACAAACTTGTTTAATAAAACATATGATAGTACG-------------------------
-------------------------------------------------------------------------
----------------------------
TCTAACAAGACAATCATACTCACATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTGAATCAGAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAAGTGAAAATGGCACA-------------------------
-------------------------------------------------------------------------
-------
GAAAGTAACACTGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>KC862818 
TTCTATTGCAATACATCAAACCTGTTTAATAAGACATATAACTTTAATGAGACT-------------------
-------------------------------------------------------------------------
----------------------------
AAGAATGGAGCAATCACACTCCCATGCAAAATAAAACAAATTATAAGAATGTGGCAAAAAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCTAAT---
ATCACAGGGTTACTATTGACGCGTGATGGAGGGAACACAACTGGGAATGAGACA------------TTC----
-------------------------------------------------------------------------



-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894098 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATGGTACACACATGATTAATAGTACT-------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAGGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTGTTGACACGGGATGGGGGAGTTAATTTGACAGGGGGTGAG-------------------
-------------------------------------------------------------------------
----
GGAGTTAATGACACAGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
ATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC862876 
TTCTATTGCAATACATCAAACCTGTTTAATTTTACATACCTGCCTAATGGAACTAGTATAAACAGCGCTAACA
TT-----------------------------------------------------------------------
----------------------------
TTAAATGGGACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCAGTTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGCAAAGATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894100 
TTCTATTGCAATACATCAGGCCTGTTTAAAGGCCTGTTTAATGGTAGCAGAGAATGGGTTAATGGTACAGACA
ATAGT--------------------------------------------------------------------
----------ACAAATAGT------
ACTCTAGATTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAATACGTGAGGGA---GGAAAT------
ACAAGTGAGGGAGGAAAT-------------------------------------------------------
--------------------------
GACACAGAGGTATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTCCTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAACAGAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC862949 
TTCTATTGCAATACATCAAAACTGTTTAATATTACAAACTTGAATAAAACAGAC-------------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCTAGC---
ATCACAGGATTACTATTGACACGTGATGGAGGATCCAATGGTAAC----------------------------



-------------------------------------------------------------------------
-------------
GACACTGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGGCGTCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC863009 
TTCTATTGCAATACATCACGACTGTTCAATGGTACATACAGTACTAATAATACAAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGCAGGTCAAAT---
ATCACAGGACTATTACTGACACGTGATGGAGGAAAAGGAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACACAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894385 
TTTTATTGCAATACATCAAACCTGTTTAATAGGATATATAATATTACAGACAATAGTACAGGAAGTGAT----
-------------------------------------------------------------------------
----------------------------
GACAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGGAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATGATAGT----------------------------
-------------------------------------------------------------------------
----------
ATCACCACAGAGACATTCAGACCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KC156212 
TTCTATTGCAATACATCAAGATTGTTTAGTAGTAATAGTACAGAAATTAATAGTACAGAAAGT----------
-------------------------------------------------------------------------
----------------------------
TCCAATTCAACAATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACGGGCAA
TATATGCAGCTCCTATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAGAGGGCAATAATACA-------------------------
-------------------------------------------------------------------------
-------
GAAAACAGAAGTGAGATATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ACAAAGTAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAATG---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156211 
TTCTATTGCAATACATCAGGTCTATTTAATGGGACATACAATAGTACAAGAACTAATTCAACTAAT-------
-------------------------------------------------------------------------
----------------------------
TCAACTTCAATCATCACACTCCAATGCAGAATAAAACAAATTGTAAACCTATGGCAGGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAGAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACGGAAATAATAGT-------------------------



-------------------------------------------------------------------------
----------
ACAGAGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACA
AAGTGGTAGAAATTAAGCCATTA---GGATTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCG------
---ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156213 
TTCTATTGTAATACATCAGGACTGTTCAATAGTACATACAATAGTACATACAATGGTCCATACAAT-------
-------------------------------------------------------------------------
----------------------------
GGTACAGCAATAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGCAGAGCAA
TGTACGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGC---
ATCACGGGACTACTCTTGGTACGTGATGGAGGCGAAACAAATAGTTCC-------------------------
-------------------------------------------------------------------------
-------------
CAAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156119 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATTTTAATTTTAATGGTACAGAAGATAAC----
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGTCATCACTCTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAGGTCAGAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAATATTTAGACCTGGGGGGGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAATACAAGGTGG
TAGAAATAAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KC894109 
TTCTATTGCGATACATCAGAACTGTTTAATGGTACATACAATAATAGTACATACAAT----------------
-------------------------------------------------------------------------
----------------------------
AGTAGTAATAATATCACACTCCAATGCAAAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTATTATTGACACGGGATGGAGGTAATAATAAGAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTCCTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC148599 
TTCTATTGCAATACATCAGGACTGTTTAATGCTACAAGCAATTTTACAAGAGAT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGTGGGACAAATAACTCAACCTCA-------------------



-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC148663 
TTCTATTGCAATACAACAAGTCTGTTTAACGGTCTGTTTAACGGTACATATATGTCTAATAGTACAGATAGTA
CT-----------------------------------------------------------------------
----------------------------
GAAAATGGAACCATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAGGTAGGACGAGCCA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAGAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAATAAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GAGGATGAGACGTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGATAGAAATTAAGCCACTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAAAGAAAAAAGAGCA---TTGGGA---GTAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>HM204583 
TTCTATTGTAATACATCAGGCCTATTTAATAGAACAGCAAACATGACTAGAACGGCAAACATGACT-------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATTATACTCCGATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTGCATCTAAT---
ATCACAGGACTACTGTTGACACGTGATGGAGGAGAAAATAACACC----------------------------
-------------------------------------------------------------------------
----------
GAAAATAAGGAGATATTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTGTAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM204591 
TTCTATTGCAATACATCAAACCTGTTCGATAAATTAAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------------------
AATGGTACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACACGTGGCAGGGGGTAGGACGGGCAA
TATATGCAGCTCCTATTGCAGGAAAAATACAATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAGGACAATAATAATAATACA-------------------
-------------------------------------------------------------------------
----
AATAACAGTATTACTGAGACAATCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAATG---GCCGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443615 
TTCTACTGCAATACATCACCATTGTTTAATAGTACATACGATCTTAATGGT----------------------
-------------------------------------------------------------------------
----------------------------
ACTGCTTCAACCATCACACTCCAATGTAAAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGAAGGGAACATAACATGTAACTCAAGT---



ATTACAGGATTACTATTGACACGTGATGGAGGAACACGAGATCGA----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATA
AAGTGGTGGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109520 
TTCTATTGCAATACATCAAACCTATTTAATAGTACGTTGTCTAATAGTACTAACAAT----------------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAACCATCACACTCCAATGTAAAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGGGCCA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTTTTGTCACGTGATGGAGGCAAGGCTGAAAATGGT-------------------------
-------------------------------------------------------------------------
----------
ACAAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATACAAATATA
AGGTGATAGAAATAAAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAAAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM070539 
TTCTACTGCAATACCTCAGCACTGTTTAATAGTACATGGAGGTGTGATAATACTTCATGTTCACGTGTGTCTA
ATAAT--------------------------------------------------------------------
-------------------ACA---
GATAATTCTCCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAG
CAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAGATCAAAC---
ATTACAGGACTACTATTGACATGGGATGGAGATAATAGTAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGGAAAAGAGCA---GTGACA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595984 
TTCTATTGCGATACATCAACATTGTTTAATAGTACATACATGCCTAATATTACTTCAAATTCAAGTACTTCAA
AT-----------------------------------------------------------------------
----------------------------
TCAAGTTCACTCATCACACTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGGAACATAACATGCAACTCAACT---
ATCACAGGATTAATATTGACACGTGATGGAGGAACTGGAAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTGGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ596030 
TTCTATTGCAATACATCAGGCCTGTTTAATGGGACATATGATCCTAGATATAATAGTACATATAATAGTACAG
AAAAT--------------------------------------------------------------------
-------------------AAT---
AGTACAACCCATAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAG
CAATATATGCCCCTCCTATTGCAGGAAGTCTAACATGTACATCAAAC---



ATCACAGGACTACTATTGGTACGTGATGGAGGTAAAAGAAACAATACC-------------------------
-------------------------------------------------------------------------
----------
AATGACCCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCCTTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA------------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAC---ACCAGAAAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM070639 
TTCTATTGCAATACATCAAACCTGTTTAATAAGACATATTGGATTAATAGTACAGAAGGTAATACAGAAGATG
ATACA--------------------------------------------------------------------
-------------------------
AGCTCAAACTCAACGATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGATAATAGA----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGCTGCCAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF527172 
TTCTATTGCGATACATCAGGATTGTTTAATGGCACATACAATCCTAATGATACAACAAGTAATTCAAGCTCAC
TT-----------------------------------------------------------------------
----------------------------
AACAACATCACACTCACACTCCCATGCAAAATAAAGCAAGTTATAAACATGTGGCAGGGGGTAGGAAAAGCGA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAACTACAAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM070807 
TTCTATTGCAATACATCACGCCTGTTTAATGGTACATATAATAGTACAAGATATAATACAACAGAA-------
-------------------------------------------------------------------------
----------------------------
GCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACACGGAAATGGGACA-------------------------
-------------------------------------------------------------------------
-------
GACAATAAGACAGAAACATTTAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---GTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCG---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>HQ596147 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCCTAATAGTACTTCAAATTCAACACACATG-
-------------------------------------------------------------------------
----------------------------
TCTAATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TGTATGCCCCTCCTATCGAAGGAAACATAATATGTAAATCAAAT---



ATCACAGGAATACTATTGACACGTGATGGAGGTAAGAATGAGACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTA---GGGATAGCACCTACTACTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAAAGC---
AATTTG---TTGAGG---GCCATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KC156218 
TTCTATTGTGATACATCAAAACTGTTTAATAGGACATACACGGTTAATGACACACACGAGACTAATAGTACTG
AT-----------------------------------------------------------------------
----------------------------
ACAAACAGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTTCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTGCTACTGACGAGTGATGAAGGAGGAAATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAAACGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156215 
TTCTATTGTAATACATCACGCCTGTTTAATAGTACATACAATGGTACAGACGGGTCTAAT-------------
-------------------------------------------------------------------------
----------------------------
AGCACAACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAGGGAACAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GACCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615962 
TTCTATTGCGATACATCAAAACTGTTTAATAGGACATACACCAATGACACACACTTCAAAGAGACAGATCCAA
GT-----------------------------------------------------------------------
----------------------------
ATAAATGGCACAATCACAATCACATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGAATACTATTGGTACGCGATGGGGGTAAAACCAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAAGAATTGAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY112213 
TTCTATTGTAATACATCAGGTCTGTTTAATAGGACATACTCGCTTAATAATGATACAGAACAGAATAATAGT-
-------------------------------------------------------------------------
----------------------------
ACAAACAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---



ATTACAGGACTACTATTGACACGTGATGGAGGAGAAGGAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGTGATGAGATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAATAAAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCAATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109521 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACATTTAATAGTACACACATGGGTAATGACACACACAGGA
ATAATGAT-----------------------------------------------------------------
----------------------------
ACAGACAGTACCATCACGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCTTCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTGCTATTAACACGTGATGGAGGTAACGAGACAGGC----------------------------
-------------------------------------------------------------------------
-------------
GAGGAAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109522 
TTCTATTGTAATACATCAAGATTGTTTACATACAATGGTACAGAAAGTAAGAATTCAACAAACAAAAGTAAG-
-------------------------------------------------------------------------
----------------------------
AATTCAACAGACATCATACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTACGTCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAGGTAAAAATAACACA-------------------------
-------------------------------------------------------------------------
-------------
AAAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TGATAGAAATTAAGCCATTA---GGAATAGCTCCAACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---TTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC634164 
TTCTATTGCAATACATCAAACTTGTTTAATAGTAGTATACCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATTCAACTATCACACTCCAGTGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGGACAGATAATAACAATACAAAT-------------------
-------------------------------------------------------------------------
-------
ACTAACAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAAATTAAGCCCTTA---GGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187352 
TTCTATTGTAACACATCAAACCTGTTTAATAGGACATACTCGTCTAATAGTACAAATAGTGCCTCAAATGCTA
CC-----------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TATATGCCCCTCCCGTTGCAGGAAACATAACATGTAACTCAAGC---



ATCACAGGACTACTATTGACACGTGATGGAGGAAATACTAATGGAGAAAAT----------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186723 
TTCTATTGCAATACATCACAATTGTTTAATATTACAAACACAAGTAATATTACAAACACA-------------
-------------------------------------------------------------------------
----------------------------
AGTACTGGGAATATAATTCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGAAACACAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAGAAATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGGA------------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186899 
TTCTATTGCAACACATCAAGGCTGTTCAATAGCACATTTAATAGTACATTTAATAGTACACTGGATAACAGTA
CAAAT--------------------------------------------------------------------
----------------------------
AGTACAGGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TATATGCCCCTCCCGTTGCAGGAGACATAATGTGTGAATCAAAT---
ATCACAGGATTACTATTAACAAGGGATGGAGGAAATGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAGACATTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCAAATGTTGCAACTCACGGTCTGGGGCATT 
>KC186242 
TTCTATTGCAATACATCAGGTCTGTTTAGAGATACAAACATATCT----------------------------
-------------------------------------------------------------------------
----------------------------------------
ACTACGCTCCAATGCAGGATAAAACAAATTATAAATATGTGGCAGGGGGTAGGGCGAGCAATGTACGCCCCTC
CCATTGCAGGAATCATAAAGTGTAAATCAAAG---
ATCACAGGAATACTATTGACAAGGGATGGAGGGGCAGATAATACC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTA---GGAATAGCACCAACTGAGTCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGAGTAGTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187207 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACAATGTTTAGTACTACAGAGCATTCAAGTGAT-------
-------------------------------------------------------------------------
----------------------------
TCAAGCGAAAACATCACACTCCCATGCAGATTAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGGCTACTATTGCTACGTGATGGAGGTAATGATGGTAAAAAT-------------------------
-------------------------------------------------------------------------
----------
AACACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATACA
AAGTGGTAGAAATCAAGCCATTA---GGAGTGGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186306 
TTCTATTGCAATACATCAGGGCTGTTTAATAGCACATACATGTCTGGTGACACCCCCATGAATGATACAGACA
GTAATAAT-----------------------------------------------------------------
-------------------ACA---
GACAGTAATAGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAACAGGTAGGACGAG
CAATGTATGCTTCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGTTACTATTGACACGTGATGGAGGAAAAAATAACCAA----------------------------
-------------------------------------------------------------------------
----------
AGTGAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAACAGGAATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187437 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACAAACACA-------------------------------
-------------------------------------------------------------------------
----------------------------
AGGAATGGCTCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGTCACGTGATGGAGGAAATGGAAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AGTACCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAAAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186647 
TTCTATTGCAACACATCAATATTGTTTAATGGTACATACCTGACTAATAATACAAACAGTACTTCAAATACT-
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATTACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTTCAGGAAACATAACCTGTGAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAAATAACACAGAG----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGATATTCAGACCTGGAGGAGGGGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATCAAGCCATTA---GGAGTAGCACCCAATAAGGCAAAAAGACGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187550 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAAAACTGTTTAATAGTACTAATAAT-------------
-------------------------------------------------------------------------
----------------------------
AATAGTGCAATAATCACACTCCCATGTAAAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---



ATCACAGGATTACTATTGACGCGTGATGGAGCAGGAGGGGGGGGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGGAAAACGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
GTAACGCTGACGGCACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187376 
TTCTATTGCAATACATCAGGCCTGTTTAGTGGAACATACAATAGTACAGGCAATACTAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTACAACAAACATCACACTCCCATGCAGAATAAGACAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTATTTCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGACAAAATAATGGGACAAAT----------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187723 
TTCTATTGCAATACATCAGCATTGTTTAACACAACACTGGGTAACACAACACTGGGTAACATAACCATACAAA
ATGAT--------------------------------------------------------------------
----------------------------
TCAAACGCAACCATCACACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTAAAGGAAATATAACCTGTAAATCAAAC---
ATCACAGGACTACTATTGTTACGTGATGGAGGAGTGAACACAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186458 
TTCTATTGCAATACATCAGGACTGTTTAATAACTCACTACTGACAGAAAATGGTACAGAA-------------
-------------------------------------------------------------------------
----------------------------
AGTAACGAAACAATAACAATCCCATGCAAAATAAAACAATTTTTAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGGGATGGAGGAACTACTAATGGGACA-------------------------
-------------------------------------------------------------------------
-------------
GGAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KC187049 
TTCTATTGCAATACATCAAAGCTGTTCAATGGTACATATGTGAATAGTACATACGTGAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACAGATTCAAACATCAACATCACATGCAGAATAAAACAAATTATTAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAGTCATAACATGTAAATCAAAT---



ATCACGGGACTACTATTGACAAGAGATGGAGGAAAAAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGCGGCAAAAAGACGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186320 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATATTGGCCTAATGGTACAAATACATGGGGGAATGCAA
GCAAT--------------------------------------------------------------------
-------------GAAAAC------
ATCACACTCCAAAACATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGGACAAATGAAAGTGCT-------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGCTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAACA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187482 
TTTTATTGCAATACATCAGATCTGTTCAATGATACATTT----------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACGCTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTACGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAAACAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC186143 
TTCTATTGCAATACATCAGGACTGTTTAATACATCAGGACAGTCTACAAAT----------------------
-------------------------------------------------------------------------
----------------------------
TCAAGTTCAAACATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGCAA
TATATGCCCCTCCCACTAAAGGAATCATAACATGTAGCTCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAGCAACAAAAACAAT-------------------------
-------------------------------------------------------------------------
----------
AACACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156214 
TTCTATTGCAATACATCAAAAATATTTGATAGTGACAATGCAAACAAA-------------------------
-------------------------------------------------------------------------
----------------------------
ACTTCAGGAAATATCACACTCCCATGCAAAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGCAATGTTACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGGATAGCACCCACCAAGGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109523 
TTCTACTGCAATACATCAAGTCTGTTTAATAGTAATAGT----------------------------------
-------------------------------------------------------------------------
----------------------------
ACAGAAGATCCCATCACACTCAAATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATCACGTGTAACTCAAGT---
ATCACAGGACTATTACTGCTACGTGATGGAGGTAACTCAAATGAC----------------------------
-------------------------------------------------------------------------
-------
TCCAAAGAGAAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109524 
TTTTATTGCAATACAACAAACCTGTTTAATGGTATTAATGAGACAGAAAAT----------------------
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATCATACTTCGTTGCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAGTAAATGCGACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTAGTGCAAAAAGGAGAGTGGTA-----------------
-------------------------AGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
GTAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCCATCGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109527 
TTCTATTGCGATACATCAGGTCTGTTTAATGGTACATACAACGCTACAGACATGTCTAATAGT----------
-------------------------------------------------------------------------
----------------------------------ACAAACGAAACCATCATA---------
AAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACAT
GTAAATCCAAT---ATCACAGGACTATTATTGACACGTGATGGAGGTAATGATAAAAAT--------------
-------------------------------------------------------------------------
---------------------------
AACACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAAAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGACAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC634109 
TTCTATTGTAATACATCAGGGCTGTTTAATGGTACATACCCGGCTAATGATACAGAAAGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCACCAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATAACATGTACATCAAAT---
ATCACGGGATTACTCTTGACACGTGATGGAGGCACAGGAAATGGCACAGAATCA-------------------



-------------------------------------------------------------------------
----------
AATAGCACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAT---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KC187500 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACACTGTTTAATAGTACACACATGTCTAGTACAAATGCAA
CT-----------------------------------------------------------------------
----------------------------
AAAAACAAAACCATCACACTTTCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAC---
ATCACAGGACTAATAATAACACGTGATGGGGGAACCGGAGAGAATACAACAGGG-------------------
-------------------------------------------------------------------------
-------
GATAGAACAGAGGAAACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187630 
TTCTATTGCAATACATCAAACCTGTTTAATATGACATACATATGGAAAAATGGGTCATACGTGCTTAATAATA
CAGACAAT-----------------------------------------------------------------
----------------------------
AATGATACAACAATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGAAGAGCCA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGATTACTATTGACACATGATGGGATAAAGACAAATAGATCAAGTGAC-------------------
-------------------------------------------------------------------------
-------
TCAAATTGGACATGGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGTAATGAATTATACAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186203 
TTCTATTGCAATACATCAGGACTATTTAATAGTACATTTAATAAGGCATACCAGCCTAATAGTACAGAAGAT-
-------------------------------------------------------------------------
----------------------------
GACTCAAAAAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCTCCTCCCATAGCAGGAAACATAACATGTAGATCAAAT---
ATAACAGGACTGCTATTAACACGTGATGGAGGAGATAACAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTATGCCATTG---GGATTAGCACCCACTAAGGCCAAAAGGAGAGTGGTGGAGAGA-----
-------GAGGCCAAAACGAGAGTGGTGGAGAGAAAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186594 
TTCTATTGCAATACATCAGGCCTGTTCAATGGCACATACAATGGCACATACAATGGCACATACAATGGCATAT
ACAAT--------------------------------------------------------------------
----------------------------
AGTACAGACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAAAAAATAATACA----------------------------



-------------------------------------------------------------------------
-------------
ACAGATGAAGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186169 
TTCTATTGCAATACATCAAAACTGTTTAATACTACAGGCAATAGTACA-------------------------
-------------------------------------------------------------------------
----------------------------
GCAAATACAACCATCACACTCCCATGCCAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGGCTACTATTGACACGGGATGGAGGAAAAGGTAAAGAT----------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186446 
TTCTATTGCAATACAACAGACCTGTTTAATGGGACAGGAAATGGTACAAAG----------------------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACAATCAAAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TATATGCTCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAGAGATGGAGGAGAAGAT----------------------
-------------------------------------------------------------------------
----------
AACGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGCGGCAAAACGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT896551 
TTCTATTGTAATACATCAAAACTGTTTAATGGTGCATATAATAATTCAAATTCAAGTACAGAAGATACT----
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTAGAGGAAACATAACATGTGAATCGAAT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAAATACTACGAATAATGAGACA-------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAGAAGAATAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGGCAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG898649 
TTCTACTGCAATACATCAGGCCTATTTAATAGGACATACGATGCAAATGAAACAGCAAAGTATGGTAACAGT-
-------------------------------------------------------------------------
----------------------------
ACAAATGGTAACATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATCATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAGATGGAGGAGAAAATGGAACA-------------------



-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACACCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG899863 
TTTTATTGCAATACATCACAACTGTTTAATAGGACATACAACCCTACAGAAAATAGTACAGAA----------
-------------------------------------------------------------------------
----------------------------
AGTAATAAAACCATCACAATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGATACATAACATGTAGATCAAAC---
ATCACAGGACTACTATTGTCACGTGATGGAGGCAACGATAACACAACAGAA----------------------
-------------------------------------------------------------------------
-------------
AGAACAGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGTAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY713413 
TTCTATTGTAATACATCAAACCTGTTTACATCAAACCTGTTTACTAACAATCTAACA----------------
-------------------------------------------------------------------------
----------------------------
AATACTACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCGAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGAAAATAATAGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638662 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCATAATGGTACAACAGGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCAAGCGGAGTCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGTCTGACCCAAACACA-------------------------
-------------------------------------------------------------------------
-------
AATAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638713 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACATGACAAACATGACTAATAGTACTTCAGATTCTA
AT-----------------------------------------------------------------------
----------------------------
AGTACTTCAAACATTACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAACTAATAACACAGGAACA------------AAT----



--------------------------------------------------------------------
GGAACAGAAAATAAT---
AACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GCGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638770 
TTCTATTGCAATACATCAAAACTGTTTAATGGGACATACAATGCGACAGACATGCCTAATGGGACATACAATT
CT-----------------------------------------------------------------------
-------------------------
AATAGTACAAAAGTCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCAAATCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGCAAAGAGGACAATAAA-------------------------
-------------------------------------------------------------------------
-------
ACAGACCCAAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638848 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATAGTACATACATGCCTAATGGTACAGAG----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAG
TGTATGCTCCTCCCATTGAAGGACACATAACATGTAACTCAACA---
ATCACAGGATTACTATTGACACGCGATGGAGGCAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638911 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATATAACAAATTCTTCAGATTCAGAAAATTCT-
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAGCATAACCTGTAACTCAAGT---
ATCACAGGATTACTATTGACCCGTGATGGAGGCACATCTCCAGGAGAT-------------------------
-------------------------------------------------------------------------
-------
GCTAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894126 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACATACATGTCTAATAGTACGTCTAATAGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AACATCACAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACTCGTGATGGAGGAGTCGATAATGGAAATGGA----------------------



-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638986 
TTCTATTGTAATACATCAAACCTATTTAATAGTACATACATGATTAATGGTACATACATGGCTAATGGTACAG
CAAAT--------------------------------------------------------------------
-------------------------
ATTCCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGATATGGAAATAACACC-------------------------
-------------------------------------------------------------------------
-------
AATAACACAGAAGAAATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATCCAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894128 
TTCTATTGTAATACATCAAACCTATTTAATAGTACATATAGTACAAACATGACTAATGATACAGAAAATACT-
-------------------------------------------------------------------------
----------------------------
TTAAATTCAACCATCATACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGGAAATAACACCAAT----------------------
-------------------------------------------------------------------------
----------
AACACAGAAGAAATATTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KC863127 
TTCTATTGCAATACATCAAACTTGTTTAATAAAACAAACCTGTTTAATAGTACAGATAATAGTACAGAAGGGG
AAAAAGGAGTT--------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTGTTAACACGGGATGGAGGAGATGATAATAAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894129 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACCCTTAATGGTACATATATGCCTAATAATACAGGCAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGTTCAACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAACACGCGATGGAGGAAATACTACTAAT----------------------------



-------------------------------------------------------------------------
-------------
AATACAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM639015 
TTCTATTGCAATACATCAGGACTGTTTAATAGTATATACACATTTAATAGTACATACAATAGTAATAGTACAT
ACAATAGTAAT------------------------------------------------------------
TCAAGTTCATACAATAGT---------
AATTCAAGTTCAATTATCACACTCCAATGCAGAATCAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGCAATGTGACAGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------AAGATAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM639196 
TTCTATTGCAATACATCAAGACTGTTTAATAGGACATACAATTTTAATGGTACAGAGAATCCTAATGGTACAG
AG-----------------------------------------------------------------------
-------------------------
AGTAATTCAAGCTTCATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAACAGGAAGTGAGGTA-------------------------
-------------------------------------------------------------------------
-------
CCAAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTG------GGAGCTGCT---
------ATGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894132 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATCCTGATCTTAATAATGCAAAGAATGAT----
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTGTTGCTACGTGATGGAGGAAAAGATCCAAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA------GCTGCT---------
ATGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215361 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAATCTTACAGAAAATAAT----------------------
-------------------------------------------------------------------------
----------------------------
CTTACAGGCATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCGATAACACAACT----------------------------



-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAG
AAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGCG--------------------
-------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM215362 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATGATACATACATTCCTAATGGTACAAGAAATG
GA-----------------------------------------------------------------------
----------------------------
AATGATTCAATCATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAGAAAATAATGGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGG
TAGAAATCAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU341731 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATGAT--------------------------------------------------------------------
----------------------------
TCAAACACAACTATCATAATCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAGAAATCAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATTGAGGCACAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU341730 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCCACCATCACAATCCCATGCCGCATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATCACATGTACATCAAAT---
ATTACAGGACTATTATTGGTACGTGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCGAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCC---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU341726 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAC---
ATCACAGGAATACTCTTGGTACGTGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAAATATTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAGAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---
ATGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAACATATGTTGCAGCTCACGGTTTGGGGCATT 
>KU341725 
TTCTATTGTAATACAGCAGGCATGTTTAATAGGACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATTAATATGTGGCAGGAGATAGGAAGGGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAAC---
ATTACAGGAATACTATTGGTACGTGATGGAGGAATACAGGCAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU341723 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATAACATGTATATCAAAT---
ATCACAGGATTGCTATTGGTACATGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAGGCCATTA---GGAATAGCACCCACTGCTGCAAAAAGAAGAGTGGTG--
-------------------------------------GAAAGACAAAAAAGAGCA---GTGGGA---
ATGGGAGCT---------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU341724 
TTCTATTGTAATACAACAGGCTTGTTTAATGGTACATACATGCCTACAGAAAGGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
ACAAACTCAACTATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGATAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAAAAAAGGCAAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACAAATGATACAGAGACATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ158430 



TTCTATTGTGATACAAAAAAACTGTTTAATGCTACATACATGAATGATGATACA-------------------
-----------------------------------------------------------------------
GCAAATAATTCAAGAAGC---------
AACGGCAATGACACCGTCACTCTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGCGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAA-------------------------------------
-----------------------------------------------------
ATGAACCAAAATATAGAGACAAAT---------
AAGACGGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGATTCTTGGGAGTA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ158433 
TTCTATTGTGGGGTCCTTTGCCTGTTTAATAGGACATACATGATTCCGCCCAAAAAG----------------
-----------------------------------------------------------------
AGTAATTCAAGCAGTAATCCA------------
AAATACAATAAATCAATCACAATGCACTGCAGAATAATACTAATTATCATCATGAGGGGGGAGGTGGAATTAG
CAACGTATTTTCCTCCCATCGCAGGATGCATTACATCAGAATCAAAT---
ATCACAGGAATAATGTTAACCCGAAATGGGGAC----------------------------------------
--------------------------------------------------------
AAAAAAAGGAATAAGGCAACA---------
GGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGGGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ541840 
TTCTATTGTAATACATCAGGCCTGTTTATTGATGCTACCAATGGTAATTCCAGG-------------------
-----------------------------------------------------------------------
GAAAATGGTACAAACAGT---------
AATTCAAGTTTAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGCACGAGATGGTGGACAA-------------------------------------
-----------------------------------------------------
GAAGCAAATAGCACCGAGGGGGGG---------
GACACAGATACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAGATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ158435 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACATACATGAGTAATGGTACA-------------------
-----------------------------------------------------------------------
AATAGGGGTTTAATTATT---------
ACTAATGATAAAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAGAA-------------------------------------
-----------------------------------------------------
GACAAAAATGGAGACACAAATGAT---------
ACGACCGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCGCCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ541849 



TTCTATTGTAATACATCAAGCCTGTTTAATGGGTCTAATGATACTGCCAATATT-------------------
-----------------------------------------------------------------------
GGTACCGACAATTTTACA---------
AACAGTAATGATAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAGTATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGAGGA-------------------------------------
-----------------------------------------------------
GACAATAATGATACTAATACACAC---------
AAACCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF373126 
TTCTACTGCAATACATCAAACCTGATTAATAATAATATAAACATTGCTTCAGCG-------------------
-------------------------------------------------------------------------
----------------------------------------
AGCACAATACAACGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCGAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGAAAATAATAGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAAGTAAGCCATTA---GGAATAGCACCCACAAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAACGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373131 
TTCTATTGCAATACATCACAACTGTTTAATGCATCAGATATTTTTAATGATACAACT----------------
-------------------------------------------------------------------------
----------------------------
AATAATACTACCAGCACAATTCCCTGCACTATATACAGGATAATGGACATAAGGCAAGAGATGTGGCCAGCAC
CGTATGCACCTATGATTGCCCGCACGATTACAAGAACGTCAACA---
ATCACTTCAATTCTCCCAAGACTTCTTCTAAGGAATGAGACAGGTAATGAGAAT------
GAGACACACCTGTATGAG---ACATATGAACAA----------------------------------------
--------------------------------------------
CCTGGCAGAGACAATAGGAGAAATAATTGGAGGAAAGATTTACAGGCATATGAAGTGGCATCACTTGGAGCAA
TA---ACAATAGCGCCG---AAGAGAGATAAGAGAACAGTG--------------------------------
-------GAGAAAGCAGAAGGAGCA---CTAGGC---ATTCGAGCT---------
GTTCTCCGTGCATTCGTGAGACTT---CCAGGGAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---GTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>MF373136 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTACTAGTACGTGATGGAGGACATGATGGAGAAAAT-------------------------
-------------------------------------------------------------------------
----------
AATGACACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTG---GGGATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGTTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP411832 



TTCTATTGCGACACATCACAACTGTTTAATGGTACATACAAGGCTACTAGTACTACTACTACT----------
-------------------------------------------------------------------------
----------------------------
TCACATTCCACCATCACACTCCAATGCAGAAGAAAACAAATTATAAATCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTTCCCTTGCAGGAAATATAACATGCGAATCAGGT---
ATCTCAGGATTACTAGTGACACGTGATGGAGGTAATGGTAATGAAACTGAT----------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCAACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KP411833 
TTCTATTGCGATACATCAAAATTGTTTAATATTACATTTAATGGTAGCCTGTCTAATAATGTT----------
-------------------------------------------------------------------------
----------------------------
CCAAATTCAACCATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAGGGAAAAATAGT-------------------------
-------------------------------------------------------------------------
-------
AAAAATGACACAGAGACATTCACACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAAAGAAAAAAGAGCA---GTAACA---CTAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373145 
TTTTATTGCAATACAACAAACCTGTTTAATGGCAGTTTAGAAACACCAGTTATTACATGCAGACAAAATGTTC
CAATGCACCAT---CTA------CTT-----------------------------------------------
----------------------------------AATGCCAAT------------------
AAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCTATTAAAGGAAACATAACAT
GTAGATCAAAT---ATCACAGGACTGCTACTGACAAGGGATGGGGGCAACAACAGCAAC--------------
-------------------------------------------------------------------------
---------------------------
GATAGCGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTTCTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373146 
TTTTATTGTAATACATCAGCCCTGTTCAATACATCAATCCCGTTCAATAGTACTATTACTAATAGTAGT----
-------------------------------------------------------------------------
----------------------------
ACAGATTCAAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAGCTCAAAT---
ATCACAGGACTACTACTGACACGAGATGGAGGAGGAAATGAAACT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGACATTCAGGCCTGTAGGAGGAGATATGAGGAACAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GCA------CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCGGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373154 



TTCTATTGCAATCCAACAAAATTGTTTAATGGTAATAGTACTTCA----------------------------
-------------------------------------------------------------------------
----------------------------
ACTTCAGACCCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGCCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAGATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGACACAACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAAACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTGGAAATTAATCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP411837 
TTCTATTGCAACACATCAAACCTATTTAATAGAAATTTTTCAGAACTGGTTAATAACAGTACTAATAGTACTA
AT-----------------------------------------------------------------------
----------------------------
AGTACTTCAATCATCACACTCCGATGTAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAGACATAACATGTAAGTCAAAT---
ATCACAGGAATACTACTGACACGTGAGGGAGGAAAAAGACAGCAC----------------------------
-------------------------------------------------------------------------
-------------
CAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAGATTAAGCCACTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAGTGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373156 
TTCTATTGTGATACAACAAAATTGTTTAATGGTACATATGAGCATGAGAGTAATGCTACTTCAAATTCAAGT-
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATCATACAATGTGCATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAGAGAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATTGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373157 
TTCTATTGCAATACATCACAGCTGTTTGATTCAACACAGCTGGTTAATAGTAGTGGT----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGCACACATCACAATCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAATACCAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AATAGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373170 



TTCTACTGCAATACATCAGGCCTGTTTAATGGTACATACATGGGTAATATGACTAATAGTACTACAAAT----
-------------------------------------------------------------------------
----------------------------
GAAAATGACACCATCACCCTCCAATGCAGAATAAAACAAATGATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAGCATGTAGATCAGAA---
ATCACAGGACTACTATTGACACGTGATGGGGGAAATGGAAATGAAACAGAT----------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGAAACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATCAAGCCATTA---GGATTAGCACCCACTAGAGCAAGAAGGCAAGTGGTG-----------
----------------------------CCGAGACAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATATTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373171 
TTCTACTGCAATACATCAGGTCTGTTTAATGGTACATACATGGGTAATATGACTAATGGTAATATAAATGGA-
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACCATCATCCTCCCATGCAGAATAAAACAAATGATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAGCATGTAACTCAACA---
ATCACAGGATTACTATTGACACGTGATGGAGGATCTGGAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AGTACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATCAAGCCATTA---GGATTAGCACCCACTACAGCAAGAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373177 
TTCTATTGCGATACATCCAACCTGTTTAATGAAACAGCATTTAATAATAGT----------------------
-------------------------------------------------------------------------
----------------------------
GATGGTACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTAAAGGACCAATAAAGTGTGACTCAAAT---
ATCACAGGATTACTACTAACACGAGATGGAGGCAATAGAGGCAAT----------------------------
-------------------------------------------------------------------------
----
GGGGGAAATGACACAGAAATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTG-----
----------------------------------GGGAGAGAAAAAAGAGCA---GCA------
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>MF373187 
TTCTATTGCAATACATCAGGCCTGTTCAATGATACATACTGGAACAATAATACGAAAAATAATACAAAA----
-------------------------------------------------------------------------
----------------------------
GGAAATTCAAACTTCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAGAAATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGGGATGGAGGAAATAAGACAGGAAATGGT----------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACATTCAGGCCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGACCATTA---GGAATAGCACCCACCATGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>MF373193 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTATATACTGGCCTAATGGTACATTCGCATTCAATGGTAGTA
CAAACAGT-----------------------------------------------------------------
-------------------AAC---
TCAACCAACAGCACAATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTAGGGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTACTAATAATACGTGATGGAGGAAACAACGAGACA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGATATTCAGACCAGGGGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATACAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373199 
TTCTATTGCAATACGTCTAGACTGATTAATAGTACATACAGGTCTAATAGTACTAATAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAGATACATCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAACGGACAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACAATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTGACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373202 
TTCTATTGCAATACATCAAACCTGTTTAATAGATCAATCCTGAATGTAACTGAAACAAATGTA----------
-------------------------------------------------------------------------
----------------------------
AATGAAGCAAACATCACCCTCCCATGCAGAATAAACCAATTTTTAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAGAAATAACATGTAAATCAAAT---
ATCACAGGACTACTCCTGACACGTGATGGGGGTAATGGGAGAGAT----------------------------
-------------------------------------------------------------------------
----------
AAGCAAAATGAAACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATA
AAGTGGTAGAACTTAAGCCATTA---GGACTAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---CTGTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TTTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH705137 
TTTTATTGCAATACATCACAACTGTTTAATGGTACAATTACA-------------------------------
-------------------------------------------------------------------------
-------------------------
ACAGATGGTTTAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCGGGAAATATAATATGTAACTCAAGT---
ATCACAGGAATACTACTGACACGCGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-------
GAGAATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>MG989567 
TTCTATTGTAACACAGCAGGACTGTTCAATGCAACATACAATAGTACAGAAGGAGATACA-------------
-------------------------------------------------------------------------
----------------------------
AACATTACAAACATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAGAGCAA
TATATGCCTCTCCCATTGAAGGAAATATAGCTTGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGAGATGGAGGAAAT-------------------------------------
-------------------------------------------------------------------------
----------
AGCTCAAATGAGACATTTAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCCCCCACTGAAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>HM215433 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATCCTAATGGAACAAAAAATGATACAAAC----
-------------------------------------------------------------------------
----------------------------
TCAAGTGCATACATCATCCTTCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCAATCCCATTGAAGGATACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAAGCACAAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>HQ659585 
TTCTATTGCAATACATCAGGGCTGTTTGGTAGTACATACAGGAATACA-------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGGTACAATCATACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGATTACTATTGACGCGTGATGGAGGAACAAAT----------------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ697934 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAACTCTAATAATACAAGAAATGAT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCACAA---
ATCACAGGGCTACTATTGACATGGGATGGAGGCAAAGACAATAACTCAACA----------------------
-------------------------------------------------------------------------
----
GAGGATAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATCACGCTGACGGTACAG---ACCAGACAA---TTATTG---



TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>HQ697983 
TTCTATTGCAATACATCAAACCTGTTTAATAATAACATAACT-------------------------------
-------------------------------------------------------------------------
----------------------------
TTAAACGGCACACTCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAC---
ATCACAGGAATATTATTGACACGGGATGGAGGGACAAATAGGACTGAA-------------------------
-------------------------------------------------------------------------
-------
GGGAATAATAATGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCACTA---GGATTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ698009 
TTCTATTGCAATACATCAGGACTGTTTCTGTTTAACAAATCAAGACCATTTACA-------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGGGACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGGGGAGGAAAAGGTAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>HM215286 
TTCTATTGCAATACATTAGACCTGTTTAATAGTACATATGATAGTACATACGGGTCTAATAGTACA-------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAT---
ATTACAGGACTACTATTAACACGTGATGGAGGAGATAGAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGAATAGCACCCACACAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215302 
TTCTATTGCAATACATCAAACCTGTTTAATGAAAGTTTATTTAATAGTACAGAAAATAGTAGT----------
-------------------------------------------------------------------------
----------------------------
AACAACACCATCATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TATATGCCCCTCCCATCGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTAATTTTGACACGTGATGGAGGAAACTCAAGTGAAACC-------------------------
-------------------------------------------------------------------------
----------
AACCACACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGTCTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGCGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253304 
TTCTATTGCAATACATCAAAACTGTTTACAGGTGAATATAATGGTACTGAGTATAATGATACAGAATCAAATT
CA-----------------------------------------------------------------------
----------------------------
ACTTCATCAATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACGTGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253308 
TTCTATTGCGATACATCAGACCTGTTCAATAGAACATACGTGATGCCTAATGATACAGAAAATACAGAAGGTA
CG-----------------------------------------------------------------------
----------------------------
GCAAATACAACCATCAGACTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAGAATGTATATCAAAC---
ATCACAGGACTACTATTGACATGGGATGGAGGAAATGAAGCTAAT----------------------------
-------------------------------------------------------------------------
----------
GACACAGAAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCAGTATGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253310 
TTCTATTGCAATACATCACAACTATTTAATAGTATATATAATAATAGTACATTTAATAGTAATAGTACATCTA
ATAGT--------------------------------------------------------------------
-------------------ACA---
AATAATACTGAATACATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCGTTGCAGGAAACATAACATGTATATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAAGCAGTGGAGGAAACAAT----------------------
-------------------------------------------------------------------------
----
AGCGAAGAGACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AGTATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCGCCCACTACAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---
ATAGGAGCT---------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAACAAAGC---AATCTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY253312 
TTCTATTGCAATACATCAGGGCTGTTCAATGGTACATACAATGGCACATACAATGGTACA-------------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTAATATTGACACGGGATGGAGGAAACGGAAACGTT----------------------------
-------------------------------------------------------------------------
----------
ACAGGAAACGAAACATTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTAAGGCACAAAGAAAAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY253303 
TTCTATTGCAATACATCAAACTTGTTTAATAAGACAATTTTGGCTAATATAACGGGTAATGGT----------
-------------------------------------------------------------------------
----------------------------
ACAAATGCAAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATCGCAGGAGAAATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAATAATAAGACA----------------------------
-------------------------------------------------------------------------
----------
AACGAATCAGAGATATTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA------------GCGGGAGTT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGTGGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY253313 
TTCTATTGCAATACATCAATACTGTTTAATAATAGCATGCTTAATGGTACAGAAGGTACTCCAAAT-------
-------------------------------------------------------------------------
----------------------------
TCAACTGAAGATATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAAGTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAATAAATGAGGAT----------------------------
-------------------------------------------------------------------------
----------
AATACAACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGTACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253322 
TTCTATTGCAACACATCAGGTCTGTTTAATAGTACATACAACTCTAATGGTACCAATAGTACA----------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGTACAGATAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAGGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MK501601 
TTCTATTGCAACACATCAGGTCTGTTTAATAGTACATACAACTCTGCATACAAGTCTAATGATACA-------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTATTATTAGTGCGTGATGGAGGAGGTGAAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAGTTAAACCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAGAGATAAAAGAGCA---GTAGGA---ATAGGAGCT---------



ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734550 
TTCTATTGCAATACATCAAGCCTGTTTAATGATAGCCTGGTTAATGATACAGAAAGTGAGAATAACACAAAAA
GT-----------------------------------------------------------------------
----------------------------
GATAATGGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTCTTGACACGTGATGGAGGAGACAAAAATAACACA-------------------------
-------------------------------------------------------------------------
-------
AACAATACCGCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGCGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY734551 
TTCTATTGCAATACAACAATACTGTTTAATAGGACATACAGCCCTAATGGCACAGACAATAATGGCACATACA
AT-----------------------------------------------------------------------
-------------------------
AATAGTGATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTAATATTGACACGTGATGGTGGTAATAAAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTTAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY734558 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTCTTAATGATACAGAC-------------------------
-------------------------------------------------------------------------
----------------------------
AATAGTACAGACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAACAAACAATACA----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACCACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
GTGTTCCTTGGGTTTTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734559 
TTCTATTGCAATACATCAGGCCTGTTCAATAGTACGTTTAATGAGGGATATAATAATACAAGAAATACTTCAG
AAAAAACA-----------------------------------------------------------------
-------------------AAT---
AATACTTCAGAAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTATTATTAACACGTGATGGAGGAGAAGGAAACGGTACAGAT----------------------
-------------------------------------------------------------------------
-------
ACAAATACAACAGAGATATTCAGACCACAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAGACCATTA---GGAATAGCACCTACTAATTCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGAGCA---GTGGGAGTAATGGGAGCT---



------ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAAA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY734560 
TTCTATTGTAATACATCAAACCTGTTTAATAATTCACTGTTTAATGATACTTCA-------------------
-------------------------------------------------------------------------
----------------------------
AATGATACAGTCATCACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TATATGCCCCTCCCATTGCTGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTATTGTTGACACGTGATGGAGGAGTTAATGCCAGT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAATCCATTA---GGAGTAGCACCAACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GCGGGA---ATAGGAGCT---------
TTGATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907356 
TTCTATTGTAATACAACACAACTATTTAATAATATTAGTATAGGAAGATTCAATACTAGTATAGAA-------
-------------------------------------------------------------------------
----------------------------
AATGATACAAACATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGGAACATAACATGCAGATCAAAC---
ATCACAGGAATACTATTAACACGTGATGGAGGCAATGGAGGCGCT----------------------------
-------------------------------------------------------------------------
-------
GACAATTCAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATATGTTGCAGCTCACTGTCTGGGGCATT 
>KX907388 
TTCTATTGCAATACATCAAAACTGTTTAATGATACATACAATGGGACAGAA----------------------
-------------------------------------------------------------------------
----------------------------
AGTAACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAATG---
ATCACAGGACTACTATTGGTACGGGATGGGGGCACGGGTAAAAAT----------------------------
-------------------------------------------------------------------------
-
GACACAGAAAATGCCACAGAAACATTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907407 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGCCTGGGTACTGGCCTAATGCTACAGAAAGAA
AT-----------------------------------------------------------------------
----------------------------
TCAACCTCAAATATCACACTCCATTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGGGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGATAAAACAAGCAAT----------------------------
-------------------------------------------------------------------------
-------
GACCCAGACACAGACGTATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------



-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGTCGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907424 
TTCTATTGCAATACATCAAAATTGTTTAATAATAATGATACAGAA----------------------------
-------------------------------------------------------------------------
----------------------------
AATAATTTAACCATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTATTATTGACACGTGATGGAGGCAATGGCACGGAG----------------------------
-------------------------------------------------------------------------
-------------
AGGAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTGGGC---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTTTGGGGCATT 
>KX907426 
TTTTATTGCAATACATCAAGCCTGTTTAAGGGTACATTTAATGGTACGGTTACAGATACCTCAAATTTAACAG
AA-----------------------------------------------------------------------
----------------------------------------
ATCACACTCCACTGTAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAATATAACTTGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGATGTGATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATACAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907345 
TTCTATTGCAATACATCAAAACTGGTTAATGAGAATGAGACAGACCCTAATAGAGCTAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTAGTGAGCCAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTGCTATTGACACGCGACGGAGGTGCCAATAGTACC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACATTCAGATTTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KX907384 
TTCTATTGTAACACATCACAACTATTTAATGGTACCAGTACAGGATTTAGTAATAAGAGTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACCTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTATTGACACGCGATGGAGGAGATAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
AGAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTAAACCACTA---GGAGTAGCACCCTCTGAGGCAAGAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCACAGCAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KX907392 
TTCTATTGCAATACATCAAAACTGTTTAATGATACAAACTTCACCACGTCT----------------------
-------------------------------------------------------------------------
----------------------------
GATGATGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCACATCAAAA---
ATCACAGGACTACTATTGACACGTGATGGGGGAACCACTGGCCCC----------------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AGGTGGTGGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGAATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907394 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAGGTCTAATAGTACAGAAAAGAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAAAGGATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAATCCACTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907395 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACAGAAAAG-------------------------------
-------------------------------------------------------------------------
-------------------------
AATTCAAATGCAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGGCGAG
CAATGTATGCCCCTCCCATTGCAGGAAACCTAACATGTAAATCAAAA---
ATCACAGGACTACTATTGACACGTGATGGGGGACCAAATGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAATCCATTA---GGAGTAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---GTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907405 
TTCTATTGCAATACATCACAACTGTTTAATGAGACACACACTAATGGT-------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATAGTACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAAT---
ATTACAGGACTATTATTGGAACGGGATGGAGGCAAGGACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ATGACTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTTTGGGGCATT 
>KX907413 
TTCTATTGCAATACATCAGCACTGTTTAATAGTACATATAATGAAACATATAGATATAATGCTACAAACGAT-
-------------------------------------------------------------------------
----------------------------
ACAAATCCAACCATCACACTCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACGTGTAGATCAAAT---
ATCACAGGGATACTATTGACACGTGATGGAGGACCTAACAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGACCTGAAGGAGGAGATATGAGGAATAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCC---------
TTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>KX907422 
TTCTATTGCAACACATCACAACTGTTTAATAAACTGTTTAATGGTACTAATGATACAGAAAGTACTAAT----
-------------------------------------------------------------------------
----------------------------
TCAACTAAGAATATCACACTCCAATGTAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TATATGCTCCTCCCATTGAAGGAAACATCACATGTAAATCAAAC---
ATCACAGGACTAATATTAACACGAGATGGAGGAAGAAATAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AACATAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAGAC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907338 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACAAATTCAACTAAT-------------------------
-------------------------------------------------------------------------
----------------------------
CCAAATGCAACTATCATACTCCCATGCAGAATAAAACAAATTATTAATATGTGGCAGGAAGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAGCATATCATGCACATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAAATAACACAAAC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCCGGAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGGA------------ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907363 
TTCTATTGCAATACAACAAAACTGTTTACTGGTATTAGATACATTAATGGTACATACATAACTAATGATACAG
AAATAGCT-----------------------------------------------------------------
----------AATGATACA------
GAGAATAATTCAACCATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGAAGGGGAAAATGGAACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCGCTGAGGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGATGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907374 
TTCTATTGCAACACATCAGCACTGTTTAATAAACTGTTTAATAATACTAATGATACAGAAAGTAATACT----
-------------------------------------------------------------------------
----------------------------
TCAGATACAACTATCACACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCTCCTCCCATTGAAGGAATCATCAATTGTACCTCAAAC---
ATCACAGGACTACTGTTGACACGTGATGGTGGGAATAACAGTGATGGGAATAAC-------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGAGC---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX907380 
TTTTATTGCAATACATCAGGCCTGTTTAATAATACACTGCTTAATGATACATTGACAATAGAC----------
-------------------------------------------------------------------------
----------------------------
AATAATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGGGATGGAGGCATATCAAATGGGACAGAT----------------------
-------------------------------------------------------------------------
----------
AACAAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTGGCACCCACCAGGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGGGC---
AACCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX907416 
TTCTATTGCGATACATCAAATCTGTTTAATAGTACATACAGCCCTAACAGTACAGATGATGGAGCGCAAGATG
TA-----------------------------------------------------------------------
----------------------------
AATGACACAATAATCACACTCACATGCAAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGCAGATCAAAT---
ATTACAGGACTACTACTGACAAGGGATGGAGGAGACTCAGAGGGG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTTAGGCCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAACCATTA---GGAGTAGCACCAACTACTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAACAAAAC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907375 
TTCTATTGCAATACAACAAAACTGTTTAATGATAGCATGTCAAATGAAAGCTCAAACATC-------------
-------------------------------------------------------------------------
----------------------------
ACAAACAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCGTTGAAGGAAATATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGGTACGGGATGGGGGT----------------------------------------
-----------------------------------------------------------------
GTGTCAAATGATACAAAT---
GGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTAGCACCAACTGGGGCAAAAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX907390 
TTCTATTGCAATACATCAAAACTGTTTAATACTACATACCTGTATAATGATACAGAAGGTAAC----------
-------------------------------------------------------------------------
----------------------------
TCAACCATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAGACATAATATGTAACTCAAGT---
ATCACAGGGCTATTATTGACACGTGATGGAGGAGACAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAGGTAA
TACAAATTAAGCCACTA---GGAATAGCACCCACTGCGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATTGGA---CTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGGACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907391 
TTCTATTGCAATACATCAAACCTATTCAATGGTACCAATTCT-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAGGCAGTAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAGAAATAAAATGTGCATCAAAT---
ATCACAGGGCTAATATTAACATGGGATGGAGGAAAGAACAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGACATTCAGACCTGGAGGAGGGGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAATCTGGGGCATT 
>KX907399 
TTCTATTGCGATACAACAAAACTGTTTAATAGTACTAATGGTACTAATAGTTTTAAC----------------
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACTATCATACTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TATATGCTCCTCCCATTGAAGGAAACGTCACATGTACATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGTAACTGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATATG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTTACAGTCTGGGGCATA 
>KC156220 
TTCTATTGTAATACATCAAAACTGTTTAATAATAATATAACAAGCGAT-------------------------
-------------------------------------------------------------------------
----------------------------
AATTCAAGCAACATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTACCTCGAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGAAATAATAGTGAC----------------------------
-------------------------------------------------------------------------
----------
AGTGATCCAGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTAGAACCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGACAGAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATT 
>AF361874 
TTCTATTGCGATACATCAAGGCTATTTAATGAAAGTCTTAATGAAAGACTGTTTAATGAAAGTAGTGAG----
-------------------------------------------------------------------------
----------------------------
TCAAATGACACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TATATGCCCCTCCCATAAAAGGAAACATATCATGTACATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGATGATGGAGGAAATGAT-------------------
-------------------------------------------------------------------------
----
ACAGGGTCAAGGCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCGGCAAAAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286234 
TTCTATTGCAATACATCAAATCTGTTTACATCAAAACTGTTTAATAGTACTAATACTACAGAGAATGCCACAC
AA-----------------------------------------------------------------------
----------------------------
AGAAACGAAACCCTCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGGAGCATAACATGTACATCAAAT---
ATCACAGGAATACTATTGACACGAGATGGAGAAAATGCAGGAAATAAC-------------------------
-------------------------------------------------------------------------
----------
ACAGGGAATGAGACATTCAGACCTGGAGGAAGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286235 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAAGTCTGGTTAAAAGTAATAAT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGGAACTATCGAACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTAGAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTATTATTGACACGTGATGGAGGAAATAATGGCACT----------------------------
-------------------------------------------------------------------------
----------
AACGCAACGGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>L22948 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTAGTGATAATAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AATAGTACCATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAGATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGGGAGACAAGTGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAGTTAAGCCACTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU663619 
TTCTATTGCGATACATCAGGACTGTTCAATAGGACATACTTGCTAGCAAATGTTACAGGAAATATTTCAGACA
CAGACCGC-----------------------------------------------------------------
-------------------AAC---
GTCACAGACCGCAACATCACACTTTCATGCAGAATAAAACAAATTATAAACACGTGGCAGGAGGTAGGAAAAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGTATAAGTAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGATTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---GTATTG---TCTGATATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY444800 
TTCTATTGCAATACATCAGGGCTGTTTAATGGTACGTATAATGATACAAGGGGTGAG----------------
-------------------------------------------------------------------------
----------------------------
CCAAATGGAACCATCACACTCCCATGCAGAATAAAACAAATTATAGACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGCCTGTTAGATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGCACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTA---GGAGTAGCACCCACTGCTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY444801 
TTCTATTGCAATACATCAGTCCTGTTTAATAGGTCATATAATCTTACTGATACAAATAGTAATAATATAAATA
GC-----------------------------------------------------------------------
-------------------------
ACTTCAACCGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTACTATTGACATGGGATGGAGGCGAAGAGAAAAACAACACA----------------------
-------------------------------------------------------------------------
----
GAGAAAAACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCAAATGTTGCAACTCACAGTCTGGGGCATT 
>AY563169 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATACAACAGGGACAGAAAGCAGTAATGGGACAG
AAAGC--------------------------------------------------------------------
-------------------AGT---
AATGAAACAGGAAGCATTACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAAGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGATTACTACTGACACGGGATGGAGGAGACGGGAATGGC----------------------------
-------------------------------------------------------------------------
-------------



ACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCG------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY795906 
TTCTATTGCAACACATCAAAATTGTTTAATAGGACATACATGTTTAATAGTACATACATGCCTAATAGTACTA
ATAGT--------------------------------------------------------------------
-------------------------
ACTTCAAATTCAACCATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAAAAGACAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGCAGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529667 
TTCTATTGCAATACATCAAACCTGTTTAATGAGAGTAATATAGAAAGG-------------------------
-------------------------------------------------------------------------
----------------------------
AATGATTCAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGTCAAATAATGGGGTG-------------------------
-------------------------------------------------------------------------
-------
CCAAATGACACAGAGACATTCAGACCTGGAGGAGGCGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGCGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGATCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463217 
TTCTATTGCAATACAACACAACTGTTTGAAAATATTACTAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGTAAGTAACATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTGCTATTGGTACGTGATGGTGGAAACACAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACTCAGAAATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGATAGAACTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463230 
TTCTATTGCAATACATCACAACTGTTTAATGGCACATACAATGGCACATATAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
ATCACAGACCTCATCACCCTCCCATGCAAGATAAAACAAATTATAAACCTGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGACACGAAAGGAATAACACA----------------------
-------------------------------------------------------------------------
-------



AAGAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGCATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCAACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463231 
TTCTATTGTAATACATCAAACCTGTTTAATGATAATGGTACAGAAAGT-------------------------
-------------------------------------------------------------------------
----------------------------
AATTCAACACACATTACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGACATAATAAATGGCACA----------------------
-------------------------------------------------------------------------
-------
GACAATGAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGGATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---
------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463225 
TTCTATTGCAATACGTCAGACTTGTTTAATAGTAATAATAAGACAGAA-------------------------
-------------------------------------------------------------------------
----------------------------
AGCAATTCAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAACAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAAAAATGACACA----------------------------
-------------------------------------------------------------------------
-------------
GGGGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463232 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATTGCTTAATAGTACATTGTCTAATAGTACAAATAAT-
-------------------------------------------------------------------------
----------------------------
ACTAATGGTATCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAGAACCTAATATA----------------------------
-------------------------------------------------------------------------
-------------
ACGGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAATCCATTA---GGAGTAGCTCCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463218 
TTCTATTGCAATACAACAAAACTGTTCACTAGTACTAATATG-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACACAACCATCATGATCCCATGCAGAATAAGGCAAATCGTACGCCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAAT---
ATCACGGGACTACTATTGGTACGTGATGGAGGAAAAGGAAACGAAACA-------------------------
-------------------------------------------------------------------------
-------



CAGAATAACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAGCTTAAGCCATTG---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGAGTAATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY463233 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTACATACAATAGTACATACAATAGTAGTA
CA-----------------------------------------------------------------------
----------------------------
GGAAATTCAACCATTACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACAAGCGATGGAGGGGGGAATAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGATTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463219 
TTCTATTGCAATACAACAGGACTGTTTAATAACAATGCAGCT-------------------------------
-------------------------------------------------------------------------
----------------------------
AACACAACAACCATCAACATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGATTACTATTGCTACGTGATGGAGGAAACAATAGTAAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTTAGACCTGGAGGAGGAAATACGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY463220 
TTCTATTGCAATACATCAAAGCTGTTTAATATATCTACTAGTGAAAATGTAACT-------------------
-------------------------------------------------------------------------
----------------------------
AGTGAAAATGTAACTACACTCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTACTGACACGGGATGGAGGAAACAACACGACT----------------------------
-------------------------------------------------------------------------
----------
AATGGCACGGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463234 
TTCTATTGCAATACAACAGAACTGTTTAATGATAATAACAGTGAT----------------------------
-------------------------------------------------------------------------
----------------------------
GACAACGCAACCATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAAACAACACA----------------------------
-------------------------------------------------------------------------
----------------



GATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACAGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463221 
TTCTATTGCAATACAACAAACCTGTTTAATGAAAGTCTGGTTAATACA-------------------------
-------------------------------------------------------------------------
----------------------------
AGCACAGGAGACATCACGCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAAAGAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGGACTTAAGCCATTG---GGAATAGCACCCACTGATTCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY463236 
TTCTATTGCGATACAGCAGCCCTGTTTAATGGCACATATAATGGCACATATGGTAAT----------------
-------------------------------------------------------------------------
----------------------------
GAGACTTCAAACATCACACTCCAATGCAGAATAAAACAGATGATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCGAAT---
ATCACAGGACTACTATTGACACGTGATGGAAGTAACGATACTGGG----------------------------
-------------------------------------------------------------------------
----------------
CCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463226 
TTCTATTGCAATACCACAAACCTGTTTGCCACAGAACTGGGTTCTAATAGAAGTGAGTCAAACATCACA----
-------------------------------------------------------------------------
----------------------------
AAGGAGTCAAACATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAATGTGTAACTCAAGT---
ATCACAGGAATACTATTAACACGTGATGGAGGAGGAGGAGGAGAC----------------------------
-------------------------------------------------------------------------
----------
AATCTCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTGGCACCCACTGAATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GTCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463222 
TTCTATTGCAATACAACAATACTGTTTAATGAAACAAAACCT-------------------------------
-------------------------------------------------------------------------
-------------------------------
TGTGAAAACACAACCATCCCATGCAGAATAAAACAAATTATAAACATATGGCAGGAGGTAGGAAGAGCAATGT
ATGCCCCTCCCATTGCAGGACACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGTCCCGCGATGGAGGAGCCACAAACGAT----------------------------
-------------------------------------------------------------------------
----------------



ACCGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTACGGCAAAGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX845606 
TTCTATTGCAATACAACAAACCTGTTTAACGAAAATATAACACAACTGTTTAATAAAAGTGAA----------
-------------------------------------------------------------------------
----------------------------
GCAAACGGAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGCGATGGAGAAGGATACAACACA----------------------------
-------------------------------------------------------------------------
-------------
CCGAATGAGACATTCAGACCTACAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGTCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF146947 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTGAATAGTACATATATGCCTAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAAACATCACACTCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAGATAACATGTAACTCAAAT---
ATTACAGGACTACTATTGTTACGTGATGGAGGAATAAATAATGACAGC-------------------------
-------------------------------------------------------------------------
----------
AGTGAGAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGATAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGCAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY838568 
TTCTATTGCAATACATCAAAACTATTTAAATTTAATAGTTCGGAACCATTTAATAGTACAGAAAGTAATAGTA
CA-----------------------------------------------------------------------
-------------------------
GAAAGTAATAAAAATATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTAGTACGTGATGGGGGCAAAGAAAATGACCAA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463228 
TTCTATTGCAATACAACAAAATTGTTCCTGTTTAATGAAAGTGATGGAAGTGCT-------------------
-------------------------------------------------------------------------
----------------------------
CTAAACAAAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ACCACAGGATTACTATTGCTACGTGATGGCGGAAACCAAAACAAT----------------------------
-------------------------------------------------------------------------
-------------



GAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAACTTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU161645 
TTCTATTGCAATACATCAGGACTGTTTAATAGCATTTCAAATGAAACTACCACAAATGGAACC----------
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTATCAAGTGATGGAGGCACAGATAATAGCACA-------------------------
-------------------------------------------------------------------------
-------
AAGCCAGAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ846632 
TTCTATTGCAATACAACAAATCTGTTTAATATAAGCATGACCAATGAC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAGACACATTCATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTACAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAACAAATGGCACAGAG----------------------
-------------------------------------------------------------------------
-------
AATAATAACACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529672 
TTCTATTGTGATACATCAAGATTATTTAATAGAACATATAATGGTACAGAAGATAACTCAGGA----------
-------------------------------------------------------------------------
----------------------------
GATAACACAACTATTACAATTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTGAGTGATGGAGGCAACAGAAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAAACATTTAGACCTGGAGGGGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAAGAAAAAAGAGCA---GTGGGAATAATAGGAGCT---------
GTGTTCCTTGGGATCTTGGGAATA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463237 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAAGTAATGATACACAA----------------------
-------------------------------------------------------------------------
----------------------------
AGTAACACAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATATGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTGCTGTTGCTACGTGATGGAGGAGAGGGGAACAAC----------------------------
-------------------------------------------------------------------------
-------------



AGCACAGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAGCCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCGAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC863203 
TTCTATTGCAATACATCAAAACTATTTAATAATACATACAGTCCTACATACAGTCCTAATGGTACAGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATTCAACCATCAAAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCACAAACAACAGC----------------------------
-------------------------------------------------------------------------
----------------
ATGGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAACA---GCGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCTAGACAA---ATATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463223 
TTCTACTGCAATACAACAGAACTGTTTAATTCAACAAAACTGTTCAATGTAACTAAGGTAACTAAT-------
-------------------------------------------------------------------------
----------------------------
GCAACTGAAAATATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTGTCACGTGATGGAGGCATGGATAATAACACGAAT----------------------
-------------------------------------------------------------------------
-------
AGCACAAAAGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACGGAGGCAAAAAGGCGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351235 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACGTACAATGGTACAGACATGTCTAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACAGAAAGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAAATCAAAC---
ATTACAGGATTACTATTGACACATGATGGAGGAAGAGAGGGTAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACTGAAACATTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATCAAACCACTA---GGAATAGCACCCACAGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351222 
TTCTATTGCGATACAACAAGACTGTTTAATAGCAGTACATTTGGT----------------------------
-------------------------------------------------------------------------
----------------------------
GAAGGTGAAATCATCACACTCCCGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGAAGGAAATATAACATGTAACTCAAGT---
ACCACAGGAATACTATTGACACGTGATGGAGGAGACCAGGACAAT----------------------------
-------------------------------------------------------------------------
-------------



ACCACAGAGAAATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAATCCAGTG---GGAGTAGCACCCACGGAGGCAAAGAGGAGCGTGGTG--------------
-------------------------GCAAGAGAAAAAAGAACA---GTA------ATAGGAGCT---------
ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACCCACGGTCTGGGGCATT 
>DQ351218 
TTCTATTGCAATACAACAAACCTGTTCAGTACAACAATCCTGGTCAACAACTCTACT----------------
-------------------------------------------------------------------------
----------------------------
GAAAAGGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAG---
ATCACAGGAATACTACTGACACGTGATGGAGGAGACAACACAACAACA-------------------------
-------------------------------------------------------------------------
----------
AGAAATAACGGGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ447269 
TTCTATTGCGATACCTCAAACTTGTTTAATAGGACATACCCATTGAATAATAGTAGTGCAGGAAATGACAATA
GT-----------------------------------------------------------------------
-------------------------
AGCAGTGATTCAACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACCAAGTAATGAA----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACATTCAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TGGAAGTGAATCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369978 
TTCTATTGCAATACAACACCACTGTTTAATATGTCTGCTGACAATAACAGCACC-------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACCATCACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGCGTCAAAT---
ATCACAGGACTACTATTGACACATGACGGAGGCATAAAAAATGAC----------------------------
-------------------------------------------------------------------------
----------
ACAGTCCCAGAGGTATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATGAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCCCCCACTGAGTCAAGAAGGATAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ACGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ351225 
TTCTATTGCAATACATCAAAACTGTTTAACGGTACATACAGCCATAATGTCAGTACAAATAAC----------
-------------------------------------------------------------------------
----------------------------
AGTACAGAACCCATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGGAACACAAACACAAGC-------------------------
-------------------------------------------------------------------------
----------



AATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396367 
TTCTATTGCAATACAACATACCTGTTTTCTAATAAGACAGGCAACACAACC----------------------
-------------------------------------------------------------------------
----------------------------
GACAACGCAACCATCACGCTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTGTGAATACTACGAATAATTCG------------AGT----
--------------------------------------------------------------------
AATACAAGTAAAACA---
GAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAATCCATTG---GGAGTAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ351226 
TTCTATTGTAATACAACAAACCTGTTTAACATAAACCTGACTAACTGGAGGTCTGATAGTAAGGGA-------
-------------------------------------------------------------------------
----------------------------
AATTCCACAATTATCACACTCCCATGTAGAATAAGACAATTTGTAAACCTGTGGCAGGGGGTAGGAAGGGCAA
TGTATGCCCCTCCCATTGAAGGTAATATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAATGTCACAAAT----------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACAGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGATCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>DQ369985 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACAGTTAATGGTAATAGTACAGTTAATGGTACACACCTGG
GTAATAGT-----------------------------------------------------------------
-------------------AAT---
AGTACAAATAACAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCTATTGCAGGAAACATAACCTGTGTATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGTGGCAGGGAGAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGCAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAATCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACCCACGGTCTGGGGCATT 
>DQ369996 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAGTAGTACATACAATAATACATCTGATAATACT-
-------------------------------------------------------------------------
----------------------------
TCACATCCAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCGGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATCGACACGTGATGGGGGAGAAAATAACTCA----------------------------
-------------------------------------------------------------------------
-------------



ACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGGAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAG-----------
----------------------AGGGAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ445633 
TTCTATTGCAATACAACAAACTTGTTTAATAATATAAAAAATGATGAGGATACAAAAAAT-------------
-------------------------------------------------------------------------
----------------------------
GGTAGTGATCCAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATGGTACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAATGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
ATCACGCTGACGGTACAG---GCCAGACAA---CAGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369979 
TTCTATTGCAATACAACAAGACTGTTCAACACAACTAGCACAAGAGAG-------------------------
-------------------------------------------------------------------------
----------------------------
TCAAACAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGAATACTATTGCAACGTGATGGAGGAAACACGAGTGAG----------------------------
-------------------------------------------------------------------------
-------------
CCCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ369984 
TTCTACTGCAATACAACAAAACTGTTTAATACAACAAGACTGTTAAAAGAAAGTGATTCA-------------
-------------------------------------------------------------------------
----------------------------
AACACAAACACCACCACACTCCCATGCAGGATAAAACAGATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATAACACTGACACAGAT----------------------
-------------------------------------------------------------------------
-------
GGCGATAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTGATAAAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396364 
TTCTATTGCGATACAACAGGACTGTTTAATAGTACATACATGCCTGAATACTGGCCTAATAGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAGTAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAACAAATAACACA----------------------------
-------------------------------------------------------------------------
----------



AATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ369986 
TTCTATTGCAACACATCAGGACTATTTAATGGTACATACACGAGTAACATGACAGGAAATGGAAATGAT----
-------------------------------------------------------------------------
----------------------------
TCAAACTCAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACCACAACAACAGC-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ369980 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAAGCCTAATGGTACAAGAAGTACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTTAACCATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGACGGAGGAAAAGGAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACGTCTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTA---GGATTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ396385 
TTCTATTGTAATACAACAAAGCTGTTTAATGGTACATACAGGCCTGCATACAATAATGGTACAGGA-------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAAGCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTAAATCAACT---
ATCACAGGACTACTATTGACACGTGATGGAGGGGAAAATGGCACA----------------------------
-------------------------------------------------------------------------
-------------
GAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAGTTAAACCATTG---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369987 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACATTTAATAGTACATACATGCCTAATGCTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGTTCAGTCATCACGATTCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGATAGGACGGGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACAGTAACAAT----------------------------
-------------------------------------------------------------------------
-------------



GACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369988 
TTCTATTGCGAAACAACAAGACTGTTTAATACAACACAACTTAATACAACA----------------------
-------------------------------------------------------------------------
----------------------------
CAAAATGGAACAATCATACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATGATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGCGATGGAGGCACGAATGACACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396373 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAACAACCATACATACACGAATAATGGGACA----
-------------------------------------------------------------------------
----------------------------
GGAAATTCAAACATCACACTTCCATGCAAAATAAAACAGATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAGAAGAAGGAAACAAC-------------------------
-------------------------------------------------------------------------
----------
AACAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTA---GCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396374 
TTCTATTGCAATACATCAAAACTGTTTAATACAACAGTTAATGGAACAGAGTTAGAGTTTAACACAACAGGAA
GG-----------------------------------------------------------------------
----------------------------
TCTAATAAAACCATCACTCTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACATGGGATGGACCAACAAACAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGACATATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGAATCAAAAAGGAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369989 
TTCTATTGCAATACATCAGAACTATTTAACAGTACATACAATAAGGATACAAAGAGTAATGGTACAAAG----
-------------------------------------------------------------------------
----------------------------
AGTAATTTAACCATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGAACAAATAACATA----------------------------
-------------------------------------------------------------------------
----------



AATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATGGCACCAACTAAGGCAAAACGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396375 
TTCTATTGCAATACAACAGAACTGTTTAATAATAGTGAAGTAAACATAACTGCAGCTACTGCA----------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACCTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAC---
ATCACAGGAATACTATTGACATGGGATGGAGGAAATGAAACTAGGACAGATAAT-------------------
-------------------------------------------------------------------------
-
AGGACAAATAATAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396389 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACATACAACAGCACAGAAAACAGCACAGAAAAT-------
-------------------------------------------------------------------------
----------------------------
GCAAATAGTACCATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGGAACAACAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCACAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396376 
TTCTATTGCAATACAACAAAACTATTTAATGACAATGAGACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACGAATACATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCCATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAGGCGAAAATGAA----------------------------
-------------------------------------------------------------------------
----------
ACCAAAATCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAACTTAAGCCATTG---GGCATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093591 
TTCTACTGCAATACAAGCGGACTGTTCAATGCAACTTTCAATACAACTAATACA-------------------
-------------------------------------------------------------------------
----------------------------
ACTGATGCAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAATATGTAGATCAAAC---
ATCACAGGACTGCTATTGCAACGTGATGGAGGCAAGGGCAATGGCACT-------------------------
-------------------------------------------------------------------------



-------
GACAACGAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGCAATTAAGCCATTA---GGAGTAGCACCCACGGATGCACAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ351219 
TTCTATTGTAATACAACAGGACTGTTTTCTAATAATGGAAGTGCAGGA-------------------------
-------------------------------------------------------------------------
----------------------------
AACGCAACCACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGAATAAAGGATAACACA-------------------------
-------------------------------------------------------------------------
-------
ACAGACATAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GATAGAGAAAAAAGAGCA---GTA------CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGCCGCAACTCACAGTCTGGGGCATT 
>DQ351229 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATAGTACATATATGCATAATGATACAGGAAGTA
AT-----------------------------------------------------------------------
----------------------------
ACAAGCTCAACAATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAAATTCAACTGAT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAAACATTCAGACCTGAAGGAGGAGACATGAGGGACAATTGGAGAAATGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275654 
TTCTATTGCAATACATCACAACTATTTAATGATAGTAATACAGAATTTAATATTAGTAGTACAGAA-------
-------------------------------------------------------------------------
----------------------------
AATAATAAAACCATCACAATTCTATGCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATAGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGATTATTACTGACACGTGATGGTGGAAATGAAAGTATCACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTATGCCATTG---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351216 
TTTTATTGCGATACATCGCGGCTGTTTACTAATGTAAGCAATGAAAATGACACAATCACCAATGTAAGCAAT-
-------------------------------------------------------------------------
----------------------------
AAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATAACATGTAGCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACAACTGTT----------------------------
-------------------------------------------------------------------------



----------
ACTAACACAGAGGTATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275645 
TTCTACTGCAATACAACAGAACTGTTTAATGTAAACAATGATCCA----------------------------
-------------------------------------------------------------------------
----------------------------
AACGATTCAAACATCACGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAGAGATAACATGTAAATCAAAC---
ATTACAGGACTACTATTGGAGCGTGATGGAGGAAAAACAAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACGAAAGAGACATTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACAGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAACA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ351230 
TTCTATTGCAATACAACAAGACTGTTTAATAATGATACAGGCGAACTGAATGATAATAAT-------------
-------------------------------------------------------------------------
----------------------------
AAAACAACAAACATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGCTACGAGATGGAGGAACAACAAATAACACAATTAAT-------------------
-------------------------------------------------------------------------
-
GGCACAGGGAAAAAGAATGATACAGTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGATAGAACTTAAACCATTG---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCACGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---
TCTGGTGTAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATA 
>DQ275656 
TTCTATTGCAATACATCACAATTGTTTAATAGTACATACACACATAATAGTACATATAATAGTACAGAA----
-------------------------------------------------------------------------
----------------------------
ACTAATGGAACCATCACACTTTCATGCAGAATAAAGCAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCGATACAAATAAA----------------------------
-------------------------------------------------------------------------
----------
AGTAACACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCATGGTCTGGGGCATT 
>DQ445632 
TTCTATTGCAATACATCAAGTCTGTTTAATGGTACATACAAGGCTAATAGTAATAGTACAAACAGTACTTCAA
AA-----------------------------------------------------------------------
----------------------------
GTAAATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGCGCAA
TGTATGCCCCTCCAATTGCAGGAACCATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGCAGTGGCGATAAT----------------------------



-------------------------------------------------------------------------
----------
GAAACAGAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGACCAGCTCCTACTGAGGCAAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAGCTCACGGTCTGGGGCATT 
>DQ396378 
TTCTATTGCAATACAACAAACCTGTTCAGCACAAGTGTTAACATAACAAATAGT-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATAGTAGCATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGGGGTAGGTCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCTACT---
ATCACAGGACTACTACTGACACGAGATGGAGGACAGGGAACAGAAACC-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGACTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396386 
TTCTATTGCAACACATCATCCCTGTTTAATAGAACATACCCGCTCAATAGTGCAGGAAACAGTTCAACAGGG-
-------------------------------------------------------------------------
----------------------------
AATAATTCAATCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACCACAAATGACTCA-------------------------
-------------------------------------------------------------------------
----------
AATAACAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396365 
TTCTATTGTGATACATCACAACTGTTTAATGATACATTTAATAATACAGGA----------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGCTACACTTACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCGAAG---
ATCACAGGACTACTATTGACAAGTGATGGAGGAAAAGACTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GCCACAGAGACGTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAATCCATTA---GGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ445635 
TTCTATTGCAATACAACAAAACTATTTTCTAATGAGAGTGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAACAAAACTATCACACTCCCATGCAGGGTAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAAACACAGGAGAA----------------------------



-------------------------------------------------------------------------
----------
AACATAACAGAGATATTCAGACCGGGGGGAGGAAACATGAAAGACAATTGGAGAAATGAGTTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTTCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396368 
TTCTATTGCAATACAACAAATCTGTTCAATGAACTGGATAATAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAGTGGAAACATCACACTCCCATGCAAGATAAAGCAATTTATAAACATGTGGCAACAAGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATTACATGTAACTCAAAT---
ATCACAGGAATTCTATTGACAAGGGATGGAGGGATTAATGGTACA----------------------------
-------------------------------------------------------------------------
-------------------
GAAACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ396370 
TTCTATTGCAATACGACAAGACTGTTTAATGAAAGTAATTCAGATATA-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATACCACCATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGCTACGTGATGGAGGAAACAAGAATGATACA-------------------------
-------------------------------------------------------------------------
-------
AATGATACAAACGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGATAGAAATTAAGCCATTG---GGGGTAGCCCCCACCGAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396369 
TTCTATTGTAATACAACAAAACTGTTTAATAACACACAGTGGTTGAACCTGACA-------------------
-------------------------------------------------------------------------
----------------------------
AACAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGTAACATAACGTGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGCAATAACGACACA----------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAGACATTCAGGCCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACGGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369976 
TTTTATTGCAGTACATCACGACTGTTTAATAGTACAGAAAGTGCAAATAGC----------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGTACCATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGGCGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTAATATTGGTACGTGATGGAGGAACAAATACAACAAAT-------------------------



-------------------------------------------------------------------------
----------
AATAATAATGAGATATTCAGACCTGAAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396390 
TTCTATTGCAATACAACAAAACTATTTAATAGTACAGAACTATTTAATAGTACAATCAATAACACAAACAGA-
-------------------------------------------------------------------------
----------------------------
AACATCACAAACATCACAATTCCATGCAGAATAAAACAAATCATAAACATGTGGCAAAAGGTAGGGCGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATAATATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAGTAACAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ275657 
TTCTATTGCAATACAACAAACCTGTTCAATACAACAAACCTGTTCAATACAACAAACCTGTTCAATGCCACTA
CT-----------------------------------------------------------------------
-------------------------
AATGAAAATGATAACATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCTAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAAACGCAACC----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGAGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275643 
TTCTATTGCAATACAACAAATCTGTTCAATACAACAAATCTGTTTGGAAATACTTCAACCGCAAACATCACA-
-------------------------------------------------------------------------
----------------------------
AATACAACAAAAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGAAGGAAACATAACATGTGAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACACAACA----------------------------
-------------------------------------------------------------------------
----------
GAGGAAACAGAGACTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGAGGCAAAAAGGATAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396380 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTTCCAACAATACAGCAGTTACTGAT----------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATAATAGTGAA----------------------------



-------------------------------------------------------------------------
-------------
AATGCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTACTGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGACAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GCGTTCTTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCG---
ATAACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275646 
TTCTATTGTAATACAACAAACCTGTTTACAGAACTGTCTAATACAACAAAGGGGGAAGCTACAAATAAA----
-------------------------------------------------------------------------
----------------------------
AGTGATGAAAACATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCGAGT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAGAAATGACACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTAGTAGGAATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351231 
TTCTATTGCAATACATCACAACTGTTTAAGGGTACATACAATGGTACATACAATGGTACAGAA----------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACAATAACACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTG---GGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369981 
TTCTATTGCAACACATCAGGACTGTTCAATAGTATATACAGTCCTACATACAGGCCTAATGGGACA-------
-------------------------------------------------------------------------
----------------------------
AGTGATTCAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGCGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTAACTCAACC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGCAATGAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGGGTAGCACCCACTGGGGCAAAAGGGAGAGTGGTG--------------
-------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396392 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACAAATACATATAATAGTACAAATAGTA
CT-----------------------------------------------------------------------
----------------------------
GAAAATTCAAACATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTCTTGACACGTGATGGCGGAAACAATACAAAT----------------------------



-------------------------------------------------------------------------
-------------
GGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAGAAGGATGGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396399 
TTTTATTGCAATACATCAGGCCTGTTTAATAGTACACTGTTTAATAGTACTTCAAACAGTACTTCA-------
-------------------------------------------------------------------------
----------------------------
AACAGTACTGATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGAGATGGAGGAAAAAACATAAGC----------------------------
-------------------------------------------------------------------------
-------------
AAAACCGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACATCGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GCA------ATAGGAGCT---------
ATGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901965 
TTCTATTGCAATACATCAAAGCTATTTAATAATACATACAATGGTACATACTGGATATTTAATAATAATACAT
ACTGGAAT-----------------------------------------------------------------
-------------------AGC---
AGCACAAACGAGAACATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGAGACGAAACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ275660 
TTCTATTGCAATACAACAGGCCTGTTTAACACAACACTGATTACTAATAGTAGTGAGGAG-------------
-------------------------------------------------------------------------
----------------------------
TCAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGAATACTATTGACATGGGATGGAGGAAATCTTAGTGAAACA-------------------------
-------------------------------------------------------------------------
-------
AGCAATAGGAGTGAAATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351233 
TTCTATTGTAATACATCACAACTGTTTAATAATACACACTGGTTTAATAATACACACGGGATTAATAGCACAA
AA-----------------------------------------------------------------------
----------------------------
GGTAATGAAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGCCTCAAAT---
ATCACAGGACTACTATTGGTACATGATGGAGGAAATGAAACAAAA----------------------------



-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAGGTGGTAG
AAGTTAAGCCATTG---GGAGTAGCACCAACCAAGGCAAGAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCAGTAGCAGGAGGACTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCCGGCATAGTGCAACAGCAAAGC---
AATTTG---TTGAAG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY878063 
TTCTATTGCAATACATCAAAACTGTTTAATATAACAAGTGAGTCAATCAATATAAGTAATGAC----------
-------------------------------------------------------------------------
----------------------------
AGTAATGTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGGACACAAAGGGAATGACACA----------------------
-------------------------------------------------------------------------
-------
GATAAGAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTG---GGGGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878064 
TTCTACTGCAATACAACAAATCTGTTTAATACAACAGATTTGGTTAGTGCAACAAAGAAGGCTGGT-------
-------------------------------------------------------------------------
----------------------------
CCGAATGATAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAATCACAAATGAT----------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGGGAAATGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878065 
TTCTATTGCAATACAACAAACTTGTTTAATAGGACATACACGCCTGAATACGTGTTTAATGGTACAAATAGC-
-------------------------------------------------------------------------
----------------------------
AATTCAAGCGTAATCACCCTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAACA---
ATCACAGGATTACTATTGATGCGTGATGGAGGAATAAGTAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878068 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACCGTCCTACATACAGGCAGAATGGGACAGAC----
-------------------------------------------------------------------------
----------------------------
AATAATTCAACCATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACCAATAACACAGAG-------------------------



-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCACTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCGGGGGCATT 
>AY878069 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTACAGAGCTGTTTAATAGTACAGAA----------------
-------------------------------------------------------------------------
----------------------------
AATAATTCAACAATCACACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAACAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTAGTGCGTGATGGAGGAACAAATGCCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCTCCAACTGATGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGC---TTTGGAGCT---------
TTGATCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901967 
TTCTATTGCGATACAACAAACCTGTTTAATCTGACTAAAAAAGACAGAACCATCAAGGATGGA----------
-------------------------------------------------------------------------
----------------------------
AATGAAACCATCATCACACTCCCATGCAGAATAAAACAAATTGTAAGGATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAACAAATGGCACAGGGAAC-------------------
-------------------------------------------------------------------------
----
AATAAAACAGAGACAGAGATATTCAGACCTGCAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCGCCAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---
GGCGCGGCGTCA---ATCACGCTGACGGTACAG---GCCAGACAA---GTGCTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901968 
TTCTATTGCAATACAACACAACTGTTTAATGATAGTGTGGCAAAAGACAAC----------------------
-------------------------------------------------------------------------
----------------------------
AACACTAACATCACTACTATCCCATGCAAGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAGTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAAATGCAGGAAAAAATACT----------------------
-------------------------------------------------------------------------
-------
ACAGATAATACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAATCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ164113 
TTCTATTGCAATACAACATACCTGTTTAATAATACAAGTGAT-------------------------------
-------------------------------------------------------------------------
----------------------------
CTAAATAACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCGGGAGGTAGGGAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---



ATCACAGGACTACTATTGACACGTGATGGAGGAAGCACAAACGACACGAAT----------------------
-------------------------------------------------------------------------
-------
AATACAAACCCAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACGAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901969 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATAGTACATATAATAGTAACAGTACAAATAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACACTCCAATGCGGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTACGCCCCTCCTATTGCAGGAAACATAACCTGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAAACAGGTCA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TGGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ093593 
TTCTATTGCAATACATCACAACTGTTTAACAGTACAGATAACAGTACACACATTGAAACAGGTAAGGCAAACA
TCACA--------------------------------------------------------------------
-------------------------
GAAAGTGATGCAAACATCACACTGCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTACGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAGT---
ATCACAGGACTCCTATTGACACGAGATGGAGGAAAGGGAGAAAACACA-------------------------
-------------------------------------------------------------------------
-------
ACTAACATGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901970 
TTCTATTGTGATACAACAAAACTATTTAATGAAACATTATTTAATGATACAACAGAACTAGTTAATGGCACAA
CA-----------------------------------------------------------------------
-------------------------
AGTAATTCAAGCAACATCACACTCCCCTGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAACACATAACAAAACAGAGACA------------AAT----
-------------------------------------------------------------------------
-
ACCACAGAAAATGAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCTACCAAGGCAAAACGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGA---------GGA---
CTAGGAGCT---------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901981 
TTCTATTGTAATACAACAAAACTGTTTGATGATAGTGAAAGGATAAACACG----------------------
-------------------------------------------------------------------------
----------------------------
ACAACCACAACCATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA



TGTATGCCCCGCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAATGGAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TGGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGTCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---TTGGGA---ATAGGAGCC---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878057 
TTCTATTGCAATACAACAAACCTGTTTAACATTAATGGAAGTGGAAGT-------------------------
-------------------------------------------------------------------------
----------------------------
AGTGGTAACAGCACAACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATAGAAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGATACAATGTAACAGGAGAG----------------------
-------------------------------------------------------------------------
----
AATAATAAATCAACAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTAAGA---
GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>AY878060 
TTCTATTGCAATACACCAGGACTGTTTAATGGGACATACAATGAGAGTAGTGAAATA----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGATACCATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACTTGTAGCTCAAGT---
ATCACAGGACTACTATTGACACGGGATGGAGGAAAGGATAATGATAAT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878061 
TTCTATTGCAATACATCAGAGCTGTTTAATAATAGTACAAGTAATGCAACTACA-------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGCAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGCAATTAACAATACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTA---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGGAAAAAGAACA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396395 
TTCTATTGCAATACAACAAAACTGTTTTCTTCTGAGTGGTTAAACAACACCAAGGAA----------------
-------------------------------------------------------------------------
----------------------------



AACATCACAACCATCACACTCCAATGCAGGATAAAACAATTTATAAACATGTGGCAGAAGGTAGGAAGAGCAA
TGTATAACCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTATTATTGACAAGGGATGGAGGCGAAGGAGACAATACA-------------------------
-------------------------------------------------------------------------
----------
AGAACAACAGAGATATTCAGACCTACAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAGTAGCTCCCACTGAATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ056410 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATACAATAGTACAGAAAGTAATTCA-------------
-------------------------------------------------------------------------
----------------------------
ACAGATAAAAACACCACAATGCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACGACAACAAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCAACTGAAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCG------
---TTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ056411 
TTCTACTGTAATACAACAGAACTGTTTACAAACAATATCACAACAAATGGCACCAACACA-------------
-------------------------------------------------------------------------
----------------------------
ACAAATGGCAACATCACCATCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGTGGTATCACAAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAACTTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGGAAAGAGAGCA---GTGGGA---ATAGGAGCC---------
TTGTTCCTTGGGCTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056404 
TTCTATTGCAATGCATCACAACTGTTTAACGAGACACTGCTTAACGAGACTATGACTAATGGTACA-------
-------------------------------------------------------------------------
----------------------------
ACCAATGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGATGGAGGAAAT-------------------------
-------------------------------------------------------------------------
-------
AACACACAGACCGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCACTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------ATGCTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTGACGGTCTGGGGCATT 
>DQ351237 
TTCTATTGCAATACATCAGGCCTGTTTAATGTTAATAGTAGTACACTTAAAAACAGTACAGGT----------
-------------------------------------------------------------------------
----------------------------



GCTAATGGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCGGGAAATATAACATGTAACTCAACT---
ATCACAGGACTCCTATTGACACGCGATGGAGGAACAGGAGAAGAA----------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>DQ056408 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACATACATGCCTAATGGTACATACATGTACATGCCTAATG
ATACAGAA-----------------------------------------------------------------
-------------------AGT---
AATTCAAGTGAAGTAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGGAACATAACATGCATATCAAAT---
ATCACAGGATTACTATTGGTGAGAGATGGAGGAAAAGGAAATAGCACAGATAAT-------------------
-------------------------------------------------------------------------
-
AAAGAGGCAGAAAAACCAGAGATATTCAGACCTGAAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAGAAGTTAAACCATTG---GGAATAGCACCTACTAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCCATAGAGGCGCAACAGCATATGTTGCAACTCGCGGTCTGGGGCATT 
>DQ011169 
TTCTATTGCAATACAACAGGTCTGTTTAGTAATAATGGAAGTACC----------------------------
-------------------------------------------------------------------------
----------------------------
CAAAATGAGACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATAACATGTAAATCAAAT---
ATCACAGGATTATTATTGCTACGTGATGGAGGAGACACCAGCACG----------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACGACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011176 
TTCTATTGCAATACAACAAAACTGTTTAATGCAACAGACAAAGACAATATAACACAATGGGCCAACACAACAA
AC-----------------------------------------------------------------------
----------------------------
AGTACTGAAACCATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGACATGGGATGGTCCGTATAACAAAAGC----------------------------
-------------------------------------------------------------------------
----------
AGTACGAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAAACAA---CTGATG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>DQ093601 
TTCTATTGCAATACAACAAAACTGTTTTCTAATTCTAATGACAGTGGTTCAAAC-------------------
-------------------------------------------------------------------------



----------------------------
ACAACTACCATAACCACCATCCCATGTAGGATAAAACAAATTGTAAACTTGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGGAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGTGGCTTCAACAACACA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAGAGAGCA---GTGGGG---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCCGGTATAGTGCAACAGCAAAAC---
CATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093596 
TTCTATTGCAATACATCAAACCTGTTTAGTGACATGTATAAT-------------------------------
-------------------------------------------------------------------------
----------------------------------
GATACCATCACACTCCCATGCAAAATAAAGCAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATG
CCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGATTACTACTGACACGTGATGGAGGCACGAATGGAGGCACG-------------------------
-------------------------------------------------------------------------
-------
AATGACACCACAGAAACATTCAGACTTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAGT
ACAAGGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ093607 
TTCTATTGTGACACATTAAAACTGTTTAATAATAGTCTGGTTAATGATAGTGCT-------------------
-------------------------------------------------------------------------
----------------------------
ACAAACGACTCAATCACCATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAATTAATGCAACT-------------------------
-------------------------------------------------------------------------
-------
GAAAATAATATAGAGACATTCAGACCTGGAGGAGGAGATGTGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGACATT 
>DQ164108 
TTCTATTGCAATACATCAGCACTGTTTAATGGTACATACAATGGGACAGAAAGTAATTCA-------------
-------------------------------------------------------------------------
----------------------------
ACTGAGTCAAACATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGACAAACAAACAAAACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCTCTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351234 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACCATGTCTAATGGTACCATGTTTAATAGTACAGGA----
-------------------------------------------------------------------------



----------------------------
AATAATTCAGTCATCACACTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATCACATGTAACTCTAAT---
ATCACAGGACTACTATTGACACGTGATGGTGGAAATAATGAGACA----------------------------
-------------------------------------------------------------------------
-------------------
GAAACGTTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>DQ275650 
TTTTATTGCAATACATCAGCACTATTTAATAGTTCGTTTAATGGTACATACATGAACAGTACAGAA-------
-------------------------------------------------------------------------
----------------------------
GGTAATTCAAACATCACAATCCCACGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGATACGTGATGGAGGAACAGGCAATGAAATA-------------------------
-------------------------------------------------------------------------
-------
GACAATACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGGGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183301 
TTCTATTGTAATACATCAAGACTATTTAATGGTAATGGTACACACACACAAGATAATAGTACAAAAGAG----
-------------------------------------------------------------------------
----------------------------
ACCAACAAGACCATCACAATTACATGCAAAATAAAACAAATAATAAATATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGACACGTGATGGAGGAGGAAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
GATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC863229 
TTCTATTGCAATACATCAAAACTGTTTAATAAGAATGGTACA-------------------------------
-------------------------------------------------------------------------
-------------------------
GAAAAGAATACAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTAAAGGAAACATAACATGTAGCTCAAAC---
ATCACAGGACTACTATTGACACGGGATGGAGGAGAAACAAACATAAAAAACACA-------------------
-------------------------------------------------------------------------
-
GAGACAGACAATACCACAGAGACATTCAGACCTGAAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTGT
ATAAATATAAAGTGGTAGAAGTTAAGCCACTA---GGAGTAGCACCTACTGAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGAATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY772690 



TTCTATTGTGATACAACAAAACTATTTAATGAAAGTGAGTTT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGAGGACGCAATCACGCTTCCATGCAAGATAAAACAATTTATAAACATGTGGCAGGGGGTGGGACGGGCAA
TGTACGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGCAATACCAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
CGAGGAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772691 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATGATGTTAATAATACAAACAGTACTTCAAATACAA
GC-----------------------------------------------------------------------
----------------------------
AGTAATTCATCCATCATACTTAAATGCCGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGATTACTATTGACACGTGATGGAGGAACGGGAAATGACACT-------------------------
-------------------------------------------------------------------------
-------
GACACAGAAACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGAAATTAAACCACTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY703908 
TTCTATTGCAATACAGCAGACCTGTTTACTAATGTAAGTAGA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGGACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTATTATTGCTACGTGATGGAGGAAACATGGGAGGAGACACCAGT-------------------
-------------------------------------------------------------------------
-
ACGAATGGCATAAAGAACGAGACATTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTGGCACCCACAGGGGCAAAAAGGACAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---
ATAGGAGCT---------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772693 
TTCTATTGCGATACAACAAACCTGTTTAATGAAAGTATAGTTTCTAGTAAAAGTGAG----------------
-------------------------------------------------------------------------
----------------------------
TTAAACGAAACCATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACACAACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 



>AY772700 
TTCTATTGTAATACAACAAACCTGTTTAATCCTAATGGTACAGAGGGAAGT----------------------
-------------------------------------------------------------------------
----------------------------
CCAAACTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCGCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGAATACTATTGACACGTGATGGAGGAAACAATGATAATAATACA----------------------
-------------------------------------------------------------------------
-------
GATAATAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY772694 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACACACAATTCTACATTCTGGAATGAGACACATTGGCCAT
ACTGGGAG-----------------------------------------------------------------
-------------AATACA------
ACAGATAATTTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAAACACAACAACACA-------------------------
-------------------------------------------------------------------------
----------
AACGAGACAGAGATATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTCAAGCCATTG---GGGATAGCACCCACTGGAGCAAAAAGGAGAGTGGTA-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGTTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772701 
TTCTATTGTAATACAACAGAACTATTTGATACAACAAAAATATTTAATGGCACAGAA----------------
-------------------------------------------------------------------------
----------------------------
GGTAATTCAAACATCACACTCCCCTGCAGGATAAAACAAGTTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAACAAGTAACACAAATAAC----------------------
-------------------------------------------------------------------------
----
ACAGAGAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACA
AATATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---
ATAGGGGCT---------GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAGCGCTGACGGCACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATC 
>AY772695 
TTCTATTGTAATACAACAAACCTGTTCAGTAAGAATGTAAGT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGATAACATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTGGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGCACAAATAACACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGAATAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772696 
TTTTATTGCGATACAACAAACCTGTTCAATCGTTCTAAGGATAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACCATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGATACATAACATGTAACTCAAGT---
ATCACAGGACTACTACTGACACGTGATGGAGGTGGTAATGAGACA----------------------------
-------------------------------------------------------------------------
----------
AGGAAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAT---GCCAGAAAA---CTGTTG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGCCTGGGGCATT 
>DQ164115 
TTCTATTGCAATACATCAAATCTGTTCAATACAACCACTAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AACATTACAAACATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGAAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAAGGAATAACACGAAT----------------------
-------------------------------------------------------------------------
-------
GACAATGCCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTG---GGAATAGCACCCACAAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351221 
TTCTATTGTGATACAGCACAACTGTTTAACGAAAGTGAGGCAAACATAACCAGT-------------------
-------------------------------------------------------------------------
----------------------------
GAGGCAAACATAACCACTCTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTGTTGACACGTGATGGAGGAAACGCAGAAAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164121 
TTCTATTGCAATACGTCAAATCTGTTTAATAGTACATATACTAGCAACATTACA-------------------
-------------------------------------------------------------------------
----------------------------
GGAAATTCAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGTATCTCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGACAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396393 
TTCTATTGCAATACATCACTACTGTTTAATAGTATAGCAAGTAATAGTACAGAAAGTAATAGTACAAAAAGCA
GT-----------------------------------------------------------------------
-------------------------
AGTACAGAAAAGAAGATCACACTTCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAG
CAATGTATGCCCCTCCCATTGCCGGAAACATAACATGTATATCAAAT---
ATAACAGGGATAATATTAACACGTGATGGAGGAGAACAGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCAACTGCGGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>DQ396394 
TTCTATTGCAATACATCAGGCTTGTTTAATAATGCTACAGGAAATGCATCAGGCTTGGTTAATAATGCTACAG
GA-----------------------------------------------------------------------
----------------------------
GATGGGTCAGTCATCACACTGCCATGCAAAATAAAACAAATAATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGGGATGGAGGAAATACCAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATCAAGCCATTA---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ164122 
TTCTATTGCAGTACATCAAAGCTGTTTAATGCTACAATGGGTAATGATAAGTTGCTTAATGATACTTCA----
-------------------------------------------------------------------------
----------------------------
GATAACTCAACCATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTTGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTAGGTAATGGGACA-------------------------
-------------------------------------------------------------------------
-------
GAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAGTGATGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164117 
TTCTATTGCAATACATCAGGACTATTTAATGGGACATTTGATGGTACAGAAAGTAATTCAACA----------
-------------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACACAGACAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAGCGCTGACGGCACAA---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164118 
TTCTATTGTAATACATCAGACCTGTTTAATAGGCCTATAAATGAGTCTAATGGTACAGAG-------------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCAACACAACTGAA----------------------------
-------------------------------------------------------------------------
----------
AACACACCTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATA
AAGTAGTAGAAATTGAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTATGGGGCATT 
>DQ445637 
TTCTACTGCAATACGACAGAACTGTTCAACATCACTAGCAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------
ACAACTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTAACACGTGATGGAGGCGGCACCCCAAATAACAAA----------------------
-------------------------------------------------------------------------
-------
TCAGAGGGTAACGAAACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGGATAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------
-------------------------------GCGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGTT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>DQ164110 
TTCTATTGCAATACAACAGAACTGTTTTCTAATAAAAGTAATTCAGGCAACACAACA----------------
-------------------------------------------------------------------------
----------------------------
GACAAAGCAACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGCAATTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGGGGAGAAGGAGGAAACACA-------------------------
-------------------------------------------------------------------------
-------
ACCAACGAAACAGAGATATTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGGGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTG---GGAATAGCTCCCACTGAGGCAAGAAGGAGAGTAGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ093598 
TTTTATTGCAATACATCAGGCCTGTTTAATACATCAGGTCTGTCTAGGAATGGTACAGAA-------------
-------------------------------------------------------------------------
----------------------------
AATAATGCAAGCATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGCTCCTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGCGGAGATAATAAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAACATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAGGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATGACGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ093599 
TTCTATTGTGATACAACAAAGCTATTTAATAGTACATATAATCCTAATGTTACAACAAATGCAGCA-------
-------------------------------------------------------------------------
----------------------------
AATGGGTCAGTAATCACACTCCCATGCAGGATAAAACAATTTATAAATATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAAATCGCACAGAAACA-------------------------
-------------------------------------------------------------------------
----------
GATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAACTTAAACCATTG---GGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164126 
TTCTATTGCAATACATCAGCACTGTTTAATAGTACATACAATGGTACATACATTAATGAGACAAAA-------
-------------------------------------------------------------------------
----------------------------
AGTAATGGGACCATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTAATCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAGTACGTGATGGAGGAAATGAAGACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GACAGAGCAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGATCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCAGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGCTGCAACTCACGGTCTGGGGCATT 
>DQ093588 
TTCTATTGCAATACAACAGATCTGTTTAATGAAAGGTTTAATGAA----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATCCAAACATCACACTCCTATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTACTATTGACACATGATAGAGAAAGAAATGGCACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAGGTGGTAG
AAGTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164119 
TTCTATTGTGATACAACAGAACTGTTTAATTCAACAGAACAGTCTAGTACAACAGAAGAGGAGAATAAG----
-------------------------------------------------------------------------
----------------------------
AATAATAATACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAACC---
ATCACAGGATTACTATTGACACGTGATGGTGGAATAATCAATAACACAGAA----------------------
-------------------------------------------------------------------------
-------
GGTAACAAAACAGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAGGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGACCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



GTGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---ACTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093585 
TTCTATTGTAACACATCAACACTGTTTAATAATACAAATATC-------------------------------
-------------------------------------------------------------------------
-------------------------------
ACAGGCATAGCCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAACAT
ATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAAT---
ATCACAGGACTACTATTGCAACGTGATGGAGGAAACATCACAGATGAAAAG----------------------
-------------------------------------------------------------------------
-------
AACAGGTCCATAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACGGGGTCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>DQ056412 
TTCTATTGCAATACATCAAACCTGTTCCAGGTCAATAACTCTACA----------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACCATCACACTTCCATGCAGAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTACTACTGACACGTGATGGAGGAGACAAAAATAGC----------------------------
-------------------------------------------------------------------------
----------
ACAGACCCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCCCCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878072 
TTCTATTGCAATACAACACAACTGTTTAATGAAAGTCTGTTCAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AACACAACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAACAGAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGGACTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CCGGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AY772699 
TTCTATTGCAATACATCAAATCTGTTTAATATAACTGCAAGTAATGCAAGTGATGCA----------------
-------------------------------------------------------------------------
----------------------------
AACAACAACACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAATAACAATGACACAGGC----------------------
-------------------------------------------------------------------------
----
AATAACAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTACTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---



GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164114 
TTTTATTGCAATACAACACAACTGTTTAATGAAGATGTTTTAAACACCACACTGTTTAATAAA----------
-------------------------------------------------------------------------
----------------------------
ACAGACACCAACATCACACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCCCCCATTGAAGGACAAATAATATGTAACTCAAGT---
ATCACAGGAATACTACTGACACGGGATGGAGGAGCAGTAACGAATGGC-------------------------
-------------------------------------------------------------------------
-------
ACGAATGTCACAGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGGGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901977 
TTCTATTGTAATACAACAAACCTGTTTAATGAAAGTACGTCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACACAACCATCGGATTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAGT---
ATCACAGGGTTACTATTGGTACGTGATGGAGGAATAAATGACACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGCGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTGTAGAGACGCAACAGCATATGCTGCAACTCACGGTCTGGGGCATT 
>AY901978 
TTCTATTGCAATACAACAAAACTGTTTTCTAATGAAAGTGATGCT----------------------------
-------------------------------------------------------------------------
----------------------------
GACAACGGAACAATCACAATCCCATGCAGGATAAAACAAATCATAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGTAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTCTTGGTACGTGATGGAGGAAAAAGCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ011171 
TTCTATTGCAATACATCAAACCTGTTTAATAAAACTATAACAGCAAATTCAACAAATTCAAATTCAACAAAT-
-------------------------------------------------------------------------
----------------------------
TCAAGTATGCCCATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTACTATTGACACGTGATGGAGGAGCAAACAACGGT----------------------------
-------------------------------------------------------------------------
----------------
AGCGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAGGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------



GTGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTTACAGTCTGGGGCATT 
>DQ011179 
TTCTATTGCAATACATCACAACTGTTTAACGAAAGTAGGTGGTCAAACAACACA-------------------
-------------------------------------------------------------------------
----------------------------
AGCGACACAAACATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAGTAAGCAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AACAATAACGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTAAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---ATGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTTA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011173 
TTCTATTGTAATACATCAGGACTATTTAATGGTACATACACAAAC----------------------------
-------------------------------------------------------------------------
----------------------------
GAGGATTCAACCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAAT---
ATCACAGGATTACTGTTAACACGTGATGGTGGTGTTGGTAATGAATCA-------------------------
-------------------------------------------------------------------------
-------
TTAAATAACACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCACAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011170 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGCGGGTTAAACGAAACAAATATCAATGAAAGCGGGTCA-
-------------------------------------------------------------------------
----------------------------
AACAAAACAAACATCACACTCCCGTGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTACGCCCCTCCTATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAACAAACAACACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAGTGGTAG
AAATTAAGCCATTG---GGAGTAGCTCCCACTAAATCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901979 
TTCTATTGTAATACAACAAATCTGTTTAATAGTACATACATGCCTGAATACCCGCATAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCACAGAAATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGGAGCATAACATGTAACTCAAAT---
ATCACAGGAATACTATTGATGCGTGATGGAGGAAATAACTCAAATAAC-------------------------
-------------------------------------------------------------------------
-------
ACAACTAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---



------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396387 
TTCTATTGCAATACATCAGAGCTGTTTAATACATCAAAGCTGTTAGATGCTAATGAAACAGAA----------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGGACAAATGGGACA----------------------------
-------------------------------------------------------------------------
----------
GATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCACTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ164127 
TTCTATTGTGATACATCAAACCTGTTTAATAGAACATACCCGTCTAACCACACAGATAATAGTACAAAA----
-------------------------------------------------------------------------
----------------------------
GGGAATGAAACCATTACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTACTATTAGTACGTGATGGAGGGAATGTGAGTGCC----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>AY878058 
TTCTATTGTAATACAACAGCATTGTTTGATGAAAGTATTTTTAATAAAAGTGAT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAACAGCACCATCACCCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCGGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACGGGACTATTATTGGAACGTGATGGAGGAAAGGTAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAACCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAACTTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGATAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396381 
TTCTATTGCAATACATCACGACTATTTAATAGTACATACACACAGAATAATACAGAA----------------
-------------------------------------------------------------------------
----------------------------
GATAATTCAAACATCGCACTTTCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCACAGAAGACGAA----------------------------
-------------------------------------------------------------------------
----------
AATAAGACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACGA---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093595 
TTCTATTGTAATACATCACATCTATTTAATACATCACAGCTATTTAATAGTACATTGGCTAATAGTACAGGAG
AT-----------------------------------------------------------------------
----------------------------
TCTAATGGCAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGCAGATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAAAAACTAACACAAGC-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGACATTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAATCCATTA---GGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ164129 
TTTTATTGTGATACATCAAAGCTGTTTAAGAGGACATACATGGATAATGGTACAGAAAATAATTCAACCACA-
-------------------------------------------------------------------------
----------------------------
AACAGTAATTCAACCATCATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCACCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGTTAGATGATTCAAATAAG----------------------
-------------------------------------------------------------------------
-------
CCAAATGATAGTGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCAAGGCACAAAGGGAAGTGGTG--------
-------------------------------GGGAGAGAAAAAAGAGCA---CTGGGAATAGTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGATCTGGGGCATT 
>DQ056416 
TTCTATTGCAATACATCAGGATTGTTTAATGGTATATACAACGGTACAAAAAGTAATTCAAGTACAAAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTTAACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACAAGCAA
TATATGCCCCTCCTATTGCAGGAAACATAACATGTACATCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGGCATACATAACCCA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATATCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878062 
TTCTATTGTAATACATCAGACCTGTTTAATGAATCCATAACTAATAGGACAGGAAATAATAGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AATAGTTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATAAATGGGACT----------------------------
-------------------------------------------------------------------------
----------
AATAACATAGGGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAGGCCATTG---GGAATAGCACCCACTGGAGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCGATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056409 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTAATGGTACATACAATGGTACAGGTACAG
AC-----------------------------------------------------------------------
----------------------------
ACTAATTCAACCATCACCATCCCATGCAAGATAAAACAAATAGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369993 
TTTTATTGCAACACATCAAACCTGTTTAATGGTACATACAATAGTACATACAATAGTACATACAATAGT----
-------------------------------------------------------------------------
----------------------------
ACATCCAGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGACATGAAAATGAC----------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACATTCAGACCTGGAAGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATTGCCCCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396382 
TTCTATTGCAACACAACAGGACTGTTTAATATCAGTAACAGTAAA----------------------------
-------------------------------------------------------------------------
----------------------------
GATGATTCAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAAGATAACATGTACCTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGCCCAGAGAATAAC----------------------------
-------------------------------------------------------------------------
----------------
ACAAAGATATTCAGACCTGGAGGAGGAGATACGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396396 
TTCTATTGCAATACAACAAATCTGTTCAATACAACAGATCTGTTTAATAATAGCAATGATTTA----------
-------------------------------------------------------------------------
----------------------------
AACACAAGTACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCCA
TGTACGCCCCTCCCGTAGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAGGAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTGGCACCCACTGAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



GTATTCCTCGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056413 
TTCTATTGCAATACATCAAAACTATTTAATAGCACATATGTTAATAGGACAGACATGAATGATGATACAGGA-
-------------------------------------------------------------------------
----------------------------
AATAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAGTACGTGATGGAGGAATAAATAAGACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396383 
TTCTATTGCAATACAACAAAACTGTTTGATAACAGAACGTTTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GATGGAAGCACAATCACAATCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGCAGCATAACATGTAACTCAAAT---
ATCACAGGGCTACTATTGCTACGTGATGGAGGAAACGTGGATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCAGAGGAGGTATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGCAATTAAGCCCTTG---GGAATAGCACCCACGACGGCAAAAAGAAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GGA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396397 
TTCTATTGTAATACATCAGAACTGTTTAAGAGTACATTAGATAATTTAACAGCAAATAGTTCAATAGAA----
-------------------------------------------------------------------------
----------------------------
GATAATACAATCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGC---
ATCACAGGACTACTATTAGTACGTGATGGTGGCGATACAAATGAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ011180 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATACATCAGACCTGTTTAATGATACATACAACA
CA-----------------------------------------------------------------------
-------------------------
GAAAGTAATTCCATTATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGCACCATAACATGTAAATCAAAC---
ATCACAGGATTACTATTGGAGCGTGATGGAGGAAGGGAAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCAGCGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTTGCACCCACTGAGGCAAAAAGGGCAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTAGTGGGACTAGGAGCT---------



ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056414 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTATATATAATGGTACATATAATGATACG-------------
-------------------------------------------------------------------------
----------------------------
TCTGATAAAACCATCACATTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGTAGAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATATAACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AGGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056415 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACAATCCTAATGGTACATACAACTCTACATACACAT
CATACAATTTT--------------------------------------------------------------
-------------AGTGGT------
ACATCTAATGATACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAGAG
CAATGTATGCCCCTCCCATTACAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGTTACGTGATGGAGGAAACAGCTCTAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAGGTAGTAG
AAATTAAGCCATTA---GGAATAGCACCCACTACAGTAAAAAGGAGAGTGGTG--------------------
-------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ056406 
TTCTATTGCAATACAACAGAACTGTTTAATAATACAAATAACAGTACA-------------------------
-------------------------------------------------------------------------
----------------------------
AATATAACAGACATCATACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACCTCAAAG---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAAACGAAACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAACGGTG-----------
----------------------------AAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGAGTATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056417 
TTCTATTGCAATACATCAGGCCTATTTAATGGTACATACAATCCAGCATACACGTATAATGCGACA-------
-------------------------------------------------------------------------
----------------------------
AATAACTCAACCATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAGGTGGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCGAGC---
ATCACAGGACTACTGTTGGTACGTGATGGAGGCAAAAACACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GGAATAGAAACATTCAGACCCGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACGAGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------



GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093605 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACAGTAGGTAACTCAACTTCAAATAATTCAACT-------
-------------------------------------------------------------------------
----------------------------
TTAAGCGGCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGACGGTAGGGCGAGCAA
TGTATAACCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGACACGGGATGGAGGGAACGACAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AAAGAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCACGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999973 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACAGATAATGAGACAAAAAGTACAGAAAGTAATAATGAGA
TA-----------------------------------------------------------------------
-------------------------
GGAAATAATTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAGAG---
ATCACAGGATTATTATTGACACGTGATGGAGGGAGAAACACTACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999975 
TTTTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACAGACATGTCTAATGAG----------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTACAGCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGGGACAGTAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCATTG---GGGATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY703909 
TTCTATTGCAATACATCAAAACTGTTTAATAATAATAAGACAGAA----------------------------
-------------------------------------------------------------------------
----------------------------
TGGAATTCAACCATCATACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGAACGGGATGGAGGAGATAATTCAACAGAG-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCACTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------



---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTGTAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY703910 
TTCTATTGTAATACATCAAAACTGTTTAATAATAATAGCACAAACAGCACT----------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGGAACCATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGACGGGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTACGTCAAAT---
ATTACAGGACTACTACTGACACGTGATGGAGGAAATAACGAAACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCTACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY703911 
TTCTATTGCAATACATCAGATCTGTTTACAGAATTTAATGGTACAACAGAATATGATAATGCAACCATAGAT-
-------------------------------------------------------------------------
----------------------------
GATAATGCAACCATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACCAGATAATAGA----------------------------
-------------------------------------------------------------------------
----------------
ACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCACAAAGGAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGGA---GCAGCA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACGA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ382369 
TTCTATTGTAACACAACAGAACTGTTTAAAAATGATTCAAGCACAAAA-------------------------
-------------------------------------------------------------------------
----------------------------
AATGATACATACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTGCTATTGGTACGTGATGGAGGAAACGAGAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ATCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATACAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACAACGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ382370 
TTCTATTGCAATACAACAAAACTGTTTAAGGAAAATAGTACAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACAATCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGACAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGGTTACTATTGACACGTGATGGAGGAAATGGGAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCTACAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACAGAGTCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------



GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382371 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGTGAAGACAAGGATAGTCCTTTTAATTCAACC-------
-------------------------------------------------------------------------
----------------------------
AGAAATGCAACCATTATAATCCAATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAGAATGACACA----------------------------
-------------------------------------------------------------------------
-------------
AACCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382372 
TTCTATTGCAACACATCAAACCTGTTTAATAGGACATACAATAGTACAGATAAGTCAGATAGGTTTAATAGTA
CA-----------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACAATCCAATGCAGAATAAGACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAA---
ATCACAGGACTACTATTGACACGTGATGGAGGCGAGGGGAATAAGAATGAC----------------------
-------------------------------------------------------------------------
-------
ACAAATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGACTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---
------TTGTTCCTTGGGGTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382375 
TTCTATTGCAATACAGCAGGCCTGTTTAATACAAGTCTGATTAATAGTACTAAGAGTACAAGTACAAAGAAT-
-------------------------------------------------------------------------
----------------------------
ACACAAGACCCCATCACACTCACATGCAGAATAAAGCAATTTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTGCTATTGATGTATGATGGAGGAAGGAATGAGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGCGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382377 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACAATGCTACAGAAAGAAACATT-
-------------------------------------------------------------------------
----------------------------
GGTCCCGGAACCCTCTGCCTCCAATGCCGAATAAAACAAATTATAAACATGTGGCAACAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACTCAAGTAAC----------------------------
-------------------------------------------------------------------------
----------
CTAAAGATAGAGATATTCAGACCTAACAGAGGAGAGATGAGGGACAACTGGAGAAGTAAATTATATGAGTATA
AGGTGGTAAAAATTAAACCATTA---GGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GCAGGA---ATAGGAGCT------



---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382378 
TTCTATTGCGATACAACAAACCTGTTTAATATTTCTAATATTAAC----------------------------
-------------------------------------------------------------------------
----------------------------
AGTACAAGCAACATTACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAACCATAACATGTATATCAAAC---
ATCACAGGACTATTATTGACACGTGATGGAGGTAGTAGTAATGAGACTAGT----------------------
-------------------------------------------------------------------------
----
AGTATTAATAAGACAGAGATTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATA
AATATAAGGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ382361 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGCTTAATAGTACAGAGCCTACAGACCAGGCTAAT-
-------------------------------------------------------------------------
----------------------------
GATACAAGTGTAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGATTACTATTGGTGAGGGATGGAGGAAAGGGCAATAGCACA-------------------------
-------------------------------------------------------------------------
-------
GACAATAAATCTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACCCAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ382362 
TTCTATTGCAATACATCAGACCTGTTTAAGGATAATATTACTATAACTAATAGTACT----------------
-------------------------------------------------------------------------
----------------------------
AACAATACAGTTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGCAGGACAGGCAA
TATATGCCCCTCCCATTAGAGGAAACATAACATGTAATTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGATAATAAAACAAAT----------------------
-------------------------------------------------------------------------
----
AATGAGAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ382364 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACAGACATGTCTAATAATACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTATTGCTACGTGATGGAGGTTTCTGCCAAAAT----------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACATTCAGGCCGGGAGGGGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATA



AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ382365 
TTCTATTGCAATACATCAAGCCTGTTTAATGGGACATACAATAGTACACGCAATAGT----------------
-------------------------------------------------------------------------
----------------------------
ACAGGAAGGACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAATTCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGATATGATAATAATAATGCCACT------
AAAGAAAATAAGACTACTAATAATACT----------------------------------------------
-----------------
AATAGTAATAAAACAGAGAAATTCAGACCTGTAGGAGGAGAGATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAAAGGGAGAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ382366 
TTCTATTGCGATACATCAAAATTGTTTAATAGGACATTTAATAGTACTAATACAAAAGGTAATAGTACAGATG
CTAGA--------------------------------------------------------------------
-------------------GGT---
AATAGTAATGCAACAATCACACTCCCATGCAGGATAAAACAATTTATACACATGTGGCAGCCAGTAGGAAGGG
CAATGTATGCTCCGCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGCGAGAGATGGAGGAAACACAAATAAC----------------------------
-------------------------------------------------------------------------
----------------
TCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAGTTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382367 
TTCTATTGTAATACATCACAACTGTTCAATAGCACATACAATAGCAATGAGACAACAAGTGAT----------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCCATGTACAATAAAACAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAC---
ATCACAGGAATACTATTGACACGTGATGGAGGACAAAATGGAGGAAACAAC----------------------
-------------------------------------------------------------------------
-------
ACAAATGTCCCAGAGATATTCAGACCTGCAGGAGGAGATATGAGGCTCAATTGGAGAAGTGAATTATTTAAAT
ATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396372 
TTCTATTGCAATACAACAAAACTGTTTAATGAAACGCTTTTTTCGAAGGAA----------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACCATAACCATCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGAATACTATTAACACGTGATGGCGGTTTAAAAAACGACACC-------------------------
-------------------------------------------------------------------------
----------



AATGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCTTTG---GGAATGGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369992 
TTCTATTGCAATACATCAAAGCTGTTTACTGAATCGCTTAATAGTACA-------------------------
-------------------------------------------------------------------------
----------------------------
GACAATGAAACAATCACAATCCCATGTAAACTAAAACAGATTATAAACCTGTGGCAGGAAGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACGAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCCCAGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTAACGGTCTGGGGCATT 
>DQ369982 
TTCTATTGTAATACATCAGGACTATTTAATGGTACATATAATAGTACAGGATCTAATAGTACAGGA-------
-------------------------------------------------------------------------
----------------------------
AATGGTTCAGTCATTACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGTGGCAACACAAGTACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAAATATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAGGTTAAGCCATTG---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369983 
TTCTACTGCAATACAACACAACTGTTCAATACAACAAAACTGTTCAATAGCACA-------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCTCCCATTAGAGGAAACATAACATGTAACTCAAGT---
ATCACAGGGCTGCTATTGGAACGTGATGGAGGAAATGTAAACAGCAGC-------------------------
-------------------------------------------------------------------------
----------
AATAGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGCGTAGTGAATTATATAAATATA
AAGTGGTAGAACTTAAGCCATTG---GGAATAGCACCCACGGATGCAAAAAGGAGAGCGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AGTTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTCGCAACTCACGGTCTGGGGCATT 
>DQ369994 
TTCTATTGCAATACATCAAGACTGTTTACATCAAACCTGTCTAGTAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACAGAAGACATCATCACAATCCCATGCAGAATAAAACAGGTTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCCAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGATCAGATAACCATACC-------------------------
-------------------------------------------------------------------------
----------



AATAACACAGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615948 
TTCTATTGCAATACATCAGGCCTATTTAATAGAAAATACTCCTTTAATGATACATACAATAGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AATAGTTCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAG---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACCCTGACAATAGC-------------------------
-------------------------------------------------------------------------
----------
AGTGGCACAGAGACATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCAACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JQ754193 
TTCTATTGCAATACATCAAAACTGTTCAATAGTACATACATGGCTAATAATACAGACGTGTCTAATAGTACTT
TAAATAGTACT--------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGAGTACTATTGACACGTGATGGGGGAGAAAGCAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATTTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999981 
TTCTATTGTAATACAGCAAAACTATTTAACACAACACAGTTTAATAACAAT----------------------
-------------------------------------------------------------------------
----------------------------
GATGCAAACACAACCACCATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCGCAGGACTACTATTGACACGTGATGGCGGCCAGCAGAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAGGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGGGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTACAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC894135 
TTCTATTGCGACACAACAACACTGTTTAATGACACACTGTTTAATAACACACTGTCTGATAAT----------
-------------------------------------------------------------------------
----------------------------
GAAAATGAGACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGGAAAATAACATGTAACTCAACT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTAAATGCTAGT----------------------------
-------------------------------------------------------------------------
----------



AACAAAGCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999983 
TTCTATTGCAATACCACAAAACTGTTTAATAGTACACATAATAGTACTGATAGTACAGTAAATAGTACTGATA
GTACAGCAGAA--------------------------------------------------------------
----------ACAGGAAAT------
TCAACAAATACAAACATCACGCTCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCAGTAAAGGGAACATAACATGTATATCAAAC---
ATCACAGGACTATTACTGACGCGTGATGGAGGAGAAAACAAAACAGAG-------------------------
-------------------------------------------------------------------------
-------
AATAATGACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCC---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ999984 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAATGATACAAAATTGTTTAATGAAAGTGCTACAATTAAAA
ATGAA--------------------------------------------------------------------
-------------------AGT---
AATACAAATGAAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAAACAGCAGTGAGGGAGGAAAC-------------------
-------------------------------------------------------------------------
----
AGCAGTGATAAAAATGAGATATTCAGACCTGGAGGAGGAAATATGAAGAACAATTGGAGAAGTGAATTATATA
GATATAAAGTGATAGAACTTAAACCATTG---GGAATAGCACCCACCGAGGCAAGAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GCACTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AACTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999985 
TTCTATTGCAATACATCAAAACTGTTTTCTAATAATTTTACTAGT----------------------------
-------------------------------------------------------------------------
----------------------------
TCAACCAACATAACCACCATCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGTGGTAATGATAATAATAAA-------------------------
-------------------------------------------------------------------------
-------
ACGAATGTCATAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAGAGGGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTAAAA---GCTATAGAGGCGCAGCAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>GQ999989 
TTCTATTGCAATACGTCAGACCTGTTTAATGGTACATACAATAACATTAGTGTCACTAGTACTTCAGATTCA-
-------------------------------------------------------------------------
----------------------------
AGTACACCACACATCACACTCCAATGCAGAATAAAACAAATTATAGACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAGAAAGTAAT----------------------------
-------------------------------------------------------------------------



-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAACGAGCA---GTAGGA---ATGGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ999990 
TTCTATTGCAATACAACAAACCTGTTTAATACAAATAATAGTGATTCA-------------------------
-------------------------------------------------------------------------
----------------------------
GGCAACACAACCATCACACTTCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATAAATGCATCA----------------------------
-------------------------------------------------------------------------
-------------
AAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTACGTCAAAAGGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681227 
TTCTATTGCAATACAACAAATCTGTTTGAAGTTAACAGCACA-------------------------------
-------------------------------------------------------------------------
-------------------------------------
AACATTACACTCCCATGTAAGATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCC
CTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAGTCAACAACGGAACA-------------------------
-------------------------------------------------------------------------
----------
AAGAATAATGAAACATTTAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ999974 
TTCTATTGCAATACAACACGACTGTTTAAGTGGTCTAGTAATGTC----------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACGACACAATCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACACGTAACTCAAGT---
ATCACAGGACTCCTATTGACACGTGATGGAGGGAAAACAGACAGG----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999976 
TTCTATTGCAATACATCAGGACTGTTTAACAGTACATACATGTCTAATGGTATACACATACCAAATGGT----
-------------------------------------------------------------------------
----------------------------
GCAAGCGAAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAATAGCACA----------------------------
-------------------------------------------------------------------------



----------
AACGGAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ999978 
TTCTATTGCAATACAACAAATCTGTTCAATCTGAACAGTACTGATGGAAGT----------------------
-------------------------------------------------------------------------
----------------------------
AACATCACTAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAATAATAACATGTAACTCAAGT---
ATCACAGGACTACTGCTGACACGTGATGGAGGTGGAAATGAAAGT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTACAAATTAAGCCATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999979 
TTCTACTGCAATACATCACAACTGTTTAATAGTACAGTGAATGGTACAGAAGGAAGTTCAACCACCACAAAC-
-------------------------------------------------------------------------
----------------------------
GGGAGTTCACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAG
TGTATGCCAACCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGCATGGCAGCTAACATG-------------------------
-------------------------------------------------------------------------
-------
ACAAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGAATAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCAATAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAAG---GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999980 
TTCTATTGCAATACGTCGAAACTGTTTAATGAGAATGAGACAGAA----------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACACAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTACTACGTGATGGAGGAAACGAAAACATAACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAGACCATTG---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACGCACGGTCTGGGGCATT 
>FJ443982 
TTCTATTGCAATACCACAAAACTATTTAATAATAATGAGACAGGAAGT-------------------------
-------------------------------------------------------------------------
----------------------------
AATTCAACCAACATCACAATTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGATATGATAACAAAACC-------------------------
-------------------------------------------------------------------------



----------
AATAACACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATGGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595744 
TTCTATTGCAATACATCAAAACTGTTTTCTAATGATTCAATTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
TCAGACGACAACATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGCGATGGAGGAGACTCAAATGGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCAATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595745 
TTTTATTGCAATACATCAAAGCTGTTTACCTTCAACAGTACT-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGAAACCATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACTAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACCATGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615959 
TTCTATTGCAATACAACAAAACTGTTTAAAAAAGAAAATGAAACAGAGGGAAAA-------------------
-------------------------------------------------------------------------
----------------------------
AATGAAACAATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGAGGTGATGGAGGAAATACAACA----------------------
-------------------------------------------------------------------------
-------
GATAATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595757 
TTCTATTGCAATACATCAGGCCTGTTCAATAGTACATACCATATTAATGGTACTTTAAATTCAAGTACTGCA-
-------------------------------------------------------------------------
----------------------------
AATGATTCCTCCATCATACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGCTACGTGATGGAGGTACAAATGATACA----------------------------
-------------------------------------------------------------------------



----------
GGGACAACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCACTA---GGAGTAGCACCCACTAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894111 
TTCTATTGCAACACATCAGAACTGTTTAATAGTCCTAATGATACAAGCAGTACAAATGCAACCAGTCCT----
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGGGCAA
TGTACGCCCCTCCCATTGCAGGAAAAATAACATGTAGGTCAAAC---
ATCACAGGACTACTATTGACACGTGATGGGGGAAATAGCGAAAAT----------------------------
-------------------------------------------------------------------------
----------
AATACAAAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATACA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>KC863324 
TTCTATTGCAATACAACAAATCTGTTTACAATTAGTAATGCAACAAAACCGGATATC----------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGTTCCATCATACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGTTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATAACATAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCGCATCAAAAAGGAGAATAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTA---CTGAGA---GCTATAGAGGCGCAACAGAATCTGTTGCAACTCACGGTTTGGGGCATT 
>KC863361 
TTCTATTGCGATACAACAAACCTGTTTAATAACAACAGTAGT-------------------------------
-------------------------------------------------------------------------
-------------------------
GCAGACAACATCACACTCACACTCCCGTGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGATACATGATGGAGTACACAACAACACA----------------------------
-------------------------------------------------------------------------
-------------
AACAACATGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCTCCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCACAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894133 
TTCTATTGCAATACAACAAAACTATTCACAAACCAAAAC----------------------------------
-------------------------------------------------------------------------
----------------------------
AGTACTGAGAACATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTGACTCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAGACATGAATGGCACA-------------------------
-------------------------------------------------------------------------



----------
AATGGCACAGAAACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>FJ443300 
TTCTATTGTAATACATCAGAACTGTTTAATAGTACATACAATAGTACATACAATGGTACATCCAGT-------
-------------------------------------------------------------------------
----------------------------
GAAAACAGCACACTCACACTCCCATGCAAAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACATGGGATGGCGGAGATAACAAGGAAAAT-------------------------
-------------------------------------------------------------------------
----------
AACAATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGTTATATAAATACA
AAGTGGTAGAAATTAAGCCACTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGAATATGTTGCGACTCACGGTCTGGGGCATT 
>FJ443417 
TTCTATTGCAATACATCACAACTATTTAATAGTACATACAACAATACATATAACTCTAGTGGTATAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAGTGCAACCATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAGCATGCAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGTAAAATTAACAAT----------------------------
-------------------------------------------------------------------------
----------
ACCGAACCAGAAATATTCAGACCTGGAGGAGGAAATGTTAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443426 
TTCTATTGCAATACAACAAAACTGTTTAGTAGTGATTCAAAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAGCATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGTATGAACAACACA----------------------------
-------------------------------------------------------------------------
-------------
GAAAAAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACAGAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443473 
TTCTATTGCAATACATCAGGCCTGTTTAAAAACAACCTTACTGCTAGTAATACAGAA----------------
-------------------------------------------------------------------------
----------------------------
AGTAACCAGACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACGGGACTATTATTATTACGTGATGGTGGTAACCTAAATAACTCAAGTAGC------------TCA----
-------------------------------------------------------------------------



-
AATAGCACAAATATCACAGAGATATTTAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTACAAAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAA---AAAAGA---GGA------
ATAGGAGCT---------TTGCTCGTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ443488 
TTCTATTGCAATACAACACCACTGTTTAATACAACACTGTTTAATACAACACATCCA----------------
-------------------------------------------------------------------------
----------------------------
CATAATGATACCATCACACTCCAATGTAGGATAAAACAGATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCAATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGAATACTATTGACACGTGATGGAGGCCAAACAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGTTTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443498 
TTCTATTGCGATACATCAGAACTATTTAATAAAACATTTGGTAATCTAACAGAAAGC----------------
-------------------------------------------------------------------------
----------------------------
AATTCACCAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGGCTACTATTAACACGTGATGGAGGCACCAACCAAACA----------------------------
-------------------------------------------------------------------------
----------
GGAGAAAAAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGCGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443515 
TTCTATTGTAATACATCAAAACTGTTTAATAGTAATAGTAGTGAACTATTTAATAGTAGT-------------
-------------------------------------------------------------------------
----------------------------
GAAACAGAAAACATCACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTACGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGATTGCTATTGACACGTGATGGAGAAAAAAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGACATTTAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCAACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615950 
TTCTATTGCAATACATCACAACTGTTTAATGGGACATACTCTAATAGTACATACTCTAATAGTACA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACCATCACAATTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAGT---
ATCACAGGACTACTATTGACATGGGATGGTAATGGTGATGATGGGAAT-------------------------



-------------------------------------------------------------------------
-------
GATACTGAAACTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAGGTAGTAGAAATTAAGCCATTA---GGAATAGCACCAACCCAGGCAAAAAGGATAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTA------ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615944 
TTCTATTGCAATACATCAAACTTGTTTAATGGTACGTTTAATGGTACATACACTAATAGTACAGGCATGCCT-
-------------------------------------------------------------------------
----------------------------
GAAAATGTTAGCATCACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATCACTAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACTATAGAGAGATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCCTTA---GGGGTAGCACCAACTGATGCAAGGAGGAGAGTGGTG--------------
-------------------------CAGAAAGAGAAAAGAACA---GTA------ATAGGAGCC---------
ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
GTGGTGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595746 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTACAGAAAGTTTTAATATTACAGAA----------------
-------------------------------------------------------------------------
----------------------------
AGTAACTCAACCATCACACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTATTGGTACGGGATGGAGCACATAATGAAACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTTAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAA---GCCAGACTT---CTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615955 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAATGAGACATCAGAA-------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGCAACCATCACACTTCCATGCAGACTAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGCAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTAGAACGTGATGGAGGCAACACAGATAACACA-------------------------
-------------------------------------------------------------------------
----------
ACAAGGACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGTATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595766 
TTCTACTGCAATACCACACATCTGTTTTCAAATGTAACACAACTCAATGATGGTATG----------------
-------------------------------------------------------------------------
----------------------------
GCTAATGAGACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAATAGTAAACAACAGC-------------------------



-------------------------------------------------------------------------
----------
ACAGACACAGAGACATTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAACCATTG---GGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>KC894386 
TTCTATTGCAATACAACAGAACTGTTTAATAGTACATACAATAGTACATACATGTCTAATAGTACAGGAAATA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAAATATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAGGTAGGACGAGCAA
TATATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAAC---
ATCACAGGATTAATATTGGTGCGTGATGGAGGAACAAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>HQ595759 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACAGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GCAAGTGAAATCATCACACTCAGATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGCAATGGCACTGGG----------------------------
-------------------------------------------------------------------------
----------
AACAGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAG--------
----------------------------AGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTTTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615942 
TTCTATTGCAATACAACAAACCTGTTTCCTAGCAATACAACAAACCTAAATGTTACC----------------
-------------------------------------------------------------------------
----------------------------
CTAAATGATACCATCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACACGGGATGGAGGACACACGAATGACACGAAT----------------------
-------------------------------------------------------------------------
-------
AACACAGAACCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183087 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAACAATGGAACATACAATGATGGAACAGACAAT-
-------------------------------------------------------------------------
----------------------------
TCCAATGACACCATTACACTCTTATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TATATGCCCCTCCTATTAAAGGAAACATAACATGCAACTCAAGT---
ATCACAGGACTACTATTGACACGAGATGGAGGAAAAGGAGATAATAAC-------------------------



-------------------------------------------------------------------------
-------
ACTAATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTA---GGAGTAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KT183090 
TTCTATTGCGATACAACAAATCTGTTTAATAGGACATATCCTAATGGTACAGAGGGTAATTCAACCCAGAAT-
-------------------------------------------------------------------------
----------------------------
AGTTCAAGCTCAATCACCCTCCCATGCAGAATAAGACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGTGGAAAAAATGCCACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183211 
TTCTATTGCAATACAACAATTCTGTTCAATAAAAGTAGTTGGGACAACACAACCAATGAAAACAACACA----
-------------------------------------------------------------------------
----------------------------
ACCAGTGGAAACTTCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAAACTGTAGCTCAAAT---
ATCACAGGACTATTATTGACAAGGGACGGAGGAATAAAAAACGAAACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAAATATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCTACTGCTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---TTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183216 
TTCTATTGCAACACATCAAGACTGTTTAATGGTACATATGATAGTACATATAATAATACAGGA----------
-------------------------------------------------------------------------
----------------------------
AATAATACCATACTCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACTTGTAACTCAAGT---
ATCACAGGACTACTACTAACACGTGATGGAGGAACAGGAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACTGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCCGCAAGAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183229 
TTCTATTGCAATACAACAAATCTGTTTAATGAAACAATAACTAATGGAAGTGATTCA----------------
-------------------------------------------------------------------------
----------------------------
GACAACACAAACATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TATATGCCCCTCCCATTAGAGGAAACATAACATGTAACTCAAAC---
ATCACGGGGCTACTATTGACACGTGATGGAGGAAGAGAAAAGAAT----------------------------



-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGATAGAAATTAAACCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATAGGAGGAATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183253 
TTTTATTGCAATACATCAGGTCTGTTTAATAGAACATACTCTCGTAATAATGATACAAATAGTGCAGACAGTA
CT-----------------------------------------------------------------------
----------------------------
TCAAATTCAACCATTACAATCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGGGCGA
TGTATGCTCCTCCCATTAAAGGAAGTATCACATGTAATTCAACT---
ATCACAGGACTACTATTGACAAGGGATGGTGGTAATACAACAGGTAAT-------------------------
-------------------------------------------------------------------------
-------
ACAACAGAGACAGAGACATTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183271 
TTCTATTGCAATACATCAGGCCTGTTTAATAGAGACATATCTAATAGCACAGGAAGTAAT-------------
-------------------------------------------------------------------------
----------------------------
TCAAGTGCACCCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTACTACTAACACGTGATGGAGGAAGTGGAGCAGTG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183279 
TTCTATTGCAATACAACACTACTGTTTGATAGTACACAAGGGGATAAT-------------------------
-------------------------------------------------------------------------
-------------------------------
AGTACAACAATCACCCTTCCCTGTAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATGT
ATGCCCCTCCCATTGAAGGGAATATAACATGTGAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAAATAATGAAACAAATGTC-------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TCGTAGAAATTAAGCCACTG---GGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595761 
TTCTATTGCAATACAAATATCCTGTTTAATGAAAGTACTTCAGAC----------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACATCACAATCACAATCCCATGCAAAATAAAACAGATTATAAACATGTGGCAAGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAAC---
ATCACAGGTCTACTATTGACACGTGATGGAGGAATAAGAAATAAT----------------------------



-------------------------------------------------------------------------
-------------
ACAGAAGAAATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTGAAGCCATTA---GGAGTAGCTCCCACTGAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---GTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894116 
TTCTATTGTAATACAACAGAACTGTTTAATCCTAATGTAGCAAAATGGAATGGAAGTAGT-------------
-------------------------------------------------------------------------
----------------------------
CCAAATGAAACCATCACCATCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCGA
TGTATGCCCCTCCCATTGCAGGCAACATAACATGTGTCTCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACATCAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCCCCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KC894119 
TTCTATTGCAACACATCACAATTGTTTAATAGTACATACAATGGTACACACCATGGAACCATC----------
-------------------------------------------------------------------------
----------------------------
AAAAATGGAACCATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGCAGGAGCCATAACATGTAACTCAACT---
ATCACAGGACTACTATTAACACGTGATGGAGACAATGAGACTAAG----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAG
AAGTTAAGCCATTG---GGATTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAGGC---
AACTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156130 
TTCTATTGTAATACATCAAAACTGTTTAATGGGAATGATAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAGCGAAGTAATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGACAGGGAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894115 
TTCTATTGTGATACAGCTAAGCTATTTAATAAAAGTGAGTCA-------------------------------
-------------------------------------------------------------------------
-------------------------
AACGAAACCATCACACTCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATTACAGGACTAATATTAACACGTGATGGAGGACCAGATAACCAA----------------------------



-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCG------ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687704 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACATACAATCCTAATGGTACAAGGGATGGC----------
-------------------------------------------------------------------------
----------------------------
TCAGACTCAATCATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATCATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGCGATGAGGGA----------------------------
-------------------------------------------------------------------------
----------
AACAGTACAGAGATATTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGCT------
---GTGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTTTGGGGCATT 
>JN687706 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACACACAGTCCTAATGGTAATGGTAATGATACAGAAAGTG
AT-----------------------------------------------------------------------
-------------------------
ACAAACTCAACAATAATCACACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAAGTGAAGAAACA-------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687718 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAATAATGGTACATACAATACAACAGGA-------
-------------------------------------------------------------------------
----------------------------
ACAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGACGGGCTA
TATATGCCTCGCCCGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTAGTACGTGATGGAGGCAACACAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN687735 
TTCTATTGCGATACAACAAAGCTGTTTAATGACAGTGAGTCAAGTAATTCAACCCAAAGTAATTCA-------
-------------------------------------------------------------------------
----------------------------
GCCCACGCAAACATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCGA
TGTATGCCCCTCCTATTAAAGGAAACATAGTATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAGAAATAAAACA----------------------------



-------------------------------------------------------------------------
-------------
GAACCAGAGATATTCAGACCAATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCATCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN687736 
TTCTATTGCAATACATCAGGACTGTTTTCTAAGGGTACAAATAATACT-------------------------
-------------------------------------------------------------------------
----------------------------
TCTAAAAGGAACATCACACTCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAGACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGTTTCTTAAATATAACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTCCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX976681 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATTTAATGGTACAGATACAAATAGTA
CAAATAGTACT--------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTGCTCTTGACAAGGGATGGTGGAGACAGTAATGTGACA-------------------------
-------------------------------------------------------------------------
----------
AGGCATAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC863573 
TTCTATTGTAATACAACAGACTTGTTTAATAAGAGTATAATT-------------------------------
-------------------------------------------------------------------------
-------------------------
GAGAGAAACGCGACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAG
CTATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACTCGTGATGGAGGAAATGGGGAAAATAACACA----------------------
-------------------------------------------------------------------------
----
GAGGCAAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GGGAGAGACAAAAGAGCA---GCAGGC---
ATAGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGCAGCACTATG---
GGCGCGGCGGCA---GTGACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC863587 
TTCTACTGCAATACAACAAACTTGTTCAACAACTTGTTCAACAAAACT-------------------------
-------------------------------------------------------------------------
----------------------------
GTTAACGAGCACATCACACTCTCGTGCAAAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGACCCGTGATGGAGGTGGTGGAGATAACAAC-------------------------
-------------------------------------------------------------------------
----
ACAGATAACACCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC863599 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACGCAGCAAATATGACAGACAATGCT----------
-------------------------------------------------------------------------
----------------------------
ACACATCCTAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATAACATGTAACTCAAGT---
ATTACAGGACTACTGTTGACACGTGATGGAGGAACAGGGAAGAAT----------------------------
-------------------------------------------------------------------------
----
GAGACAAATGACACAGAGACATTCAGACCTACAGGAGGAAATATGAGGGATAATTGGAGAAGTGAGTTATATA
AATATAAAGTAATAGAAATTAGACCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM204585 
TTCTACTGCAATACATCACAGCTGTTTAATTCTACAGACAATCCTGATGTTACAGAAAGTTTTTCA-------
-------------------------------------------------------------------------
----------------------------
AACTCTTCAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGGAACATAACATGTAACTCAAAT---
ATCACAGGATTACTCTTGACACGGGATGGAGGAAATACTAGCAGTTCAGAA----------------------
-------------------------------------------------------------------------
----
GGAAATAATTCAACAGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAGGTGGTAGAAATTAAGCCATTG---GGAATAGTACCCACTAAGGCAAAAAGGACAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTGACGCTGACGGCACAG---GCCAGGCAG---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204594 
TTCTATTGTAATACAACAAAACTGTTTAATGATACAAGCAATGGCACATACTCATAC----------------
-------------------------------------------------------------------------
----------------------------
ACAAATACCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAATATAAAATGTAAATCAAAT---
ATCACAGGATTACTATTAGTACGTGATGGAGGAAGCGAAGAAAACACA-------------------------
-------------------------------------------------------------------------
-------
ACTGATCCCAAAGAAATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------
-------------------------------GATAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCTTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGGACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>HM204595 
TTCTATTGCAATACAACAAATTTGTTTAATAAAACAAAAGTGTTTAATAGCAGT-------------------
-------------------------------------------------------------------------



----------------------------
TCAACAGAAGACATCACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTGGGAAGAGCAA
TGTACGCCCCTCCCATTGCAGGAAATATAACATGTACTTCAAAT---
ATCACAGGATTACTGTTGGTACGTGATGGAGGCCCAAACAATACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGGGGTGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204600 
TTCTATTGTGATACAACACTGTTGTTTAATAGTACATACAATAGTACATACACGCCTAATGGTAATGGTACAG
AAAGT--------------------------------------------------------------------
-------------------------
AATTCAGGCAAAAATATCACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAATATAATATGTATCTCAAAT---
ATAACAGGATTACTATTGGTGCGTGATGGAGGAAAAACCACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCTACTGGAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTTGTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM204602 
TTCTATTGCAACACATCAGACCTGTTTAATAATACAGAAAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGGGACAAACATCACACTCTCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAAATGGAACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTA---GGAGTAGCACCCACTCCAGCAAGAAGGGTAGTGGTGGAG-----------------
-------------GGACCAAAAAGACCAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204604 
TTCTATTGTAACACATCAAAACTGTTTAATAGCTCATACTGGGCTAATGAAACA-------------------
-------------------------------------------------------------------------
----------------------------
GAAGAAAATTCCACCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTGGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACCTAACATGTAAGTCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGAAATGACAATGGGGGAAATAAT-------------------
-------------------------------------------------------------------------
-
AACACAAATAGCACAATTGAGATATTTAGACCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTAAATTAT
ATAAATATAAAGTGGTGGAAATTAAGCCATTG---GGAATAGCTCCAACTGCAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HM204606 



TTCTATTGCAACACTTCAAACCTGTTTAATGCAAGCATACTTAATACAAGCACACCAATA-------------
-------------------------------------------------------------------------
----------------------------
TTAAATACAACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAAATGGAACA----------------------------
-------------------------------------------------------------------------
----------
AATGAAACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGCGGCAAGAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGGA------------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GTCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>HM204607 
TTCTATTGTAATACATCACTACTGTTTACATACAATGGGACTAACAGTACAAGAAATAATGGGACTAACAGTA
CA-----------------------------------------------------------------------
----------------------------
AGAAATAATACAATCACAATCCCCTGCAAAATAAAACAAATCATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGAGACAATAATAGT----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGATTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204608 
TTCTATTGCAATACATCAAATCTGTTTAATAATACATTGTTTAATGGTACAAAAAGTAATTCAAGTTCAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGTGAAGTAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTAACACGAGATGGAGGAAAAAGTGGAAATAAGACAAAT-------------------
-------------------------------------------------------------------------
----
GATACCCTAACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATAAATCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAACAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAAG---
GCCATAGAGGTGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204609 
TTCTATTGCAACACATCAGGACTATTTAATAGTACACACACGCTTAATGATACAGTAGTAAGTGATTCAAAT-
-------------------------------------------------------------------------
----------------------------
TCAACTGCAAACATCACACTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGTGTAGGACAAGCCA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGAATAATCCTGACACGAGATGGAGGAAGGGAAGACAATACAACT----------------------
-------------------------------------------------------------------------
-------
ACAAGTGCACCTGAGATATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTA---GGAGTAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>HM204611 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAGCCTGCTTAATAATAGTACTAATAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTAGTGAAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAA
TGTATGCCCCTCCCGTTGCAGGAGAAATAACATGTAACTCAAAT---
ATCACAGGAATGCTATTGACACGTGATGGAGGAGGAAGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
GTGAGTAGTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204616 
TTCTATTGCAACACATCAAAACTGTTTAATGGTACATTAAAACTGTTTAATGGTACATTAGAACAGTTTAATA
GTACAAGA-----------------------------------------------------------------
-------------------AAT---
GATTCAAATAATACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGGG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAATGACAGTACAAGTAGCAAT-------------------
-------------------------------------------------------------------------
----
GGAAGTGAAATATTTGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAGGCCATTA---GGAATAGCACCCAATAAGGCAAGAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
ATAGGAGCT---------TTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ443732 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATATAATAATAATACAGGAAATGCT-------------
-------------------------------------------------------------------------
----------------------------
TCAAATCCAACCATCACAATCCCATGCAAAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGACTCATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGT---ACAGGGGATGGTACA-------------------------
-------------------------------------------------------------------------
-------
GGGAATGGTACAGAAACATTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTGTAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443905 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATACAATGGTACAGAGAGTACAAGTTCAAATTCTACC-
-------------------------------------------------------------------------
----------------------------
ACTGATTCTACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTCTTGACACGTGATGGGGGAGTAGAAAATTCA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAGAAACGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443988 
TTCTATTGCGATACAACACAACTGTTTAATGAAACTGAGTTA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACAACGTAACTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGCAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACATGATGGAGGAACAAACATAACA----------------------------
-------------------------------------------------------------------------
----------------
AACCATACATTCAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACTAAGTCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCTTTGGGTTCTTGGGGGCT---GCAGGAAGCACTATG---GGCGCGGCGTCG---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN202471 
TTCTATTGCAATACAACAAAACTGTTTAATAGTAGTGAGTCAAACAATAACAGTGAGTCAAGC----------
-------------------------------------------------------------------------
----------------------------
AATAGCAGTAACATCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAATATAACATGTTCCTCAAAT---
ATCACAGGACTACTATTGACCCGTGATGGAGGGGACAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATCAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595742 
TTCTATTGCAATACATCAAATCTGTTCAATAGTGAATACATGGCTAATGGTACATACAATTTCAATGGTGAGG
AA-----------------------------------------------------------------------
----------------------------
TCAAATTCAAGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCGGGAAACATAACATGTAGATCAAAT---
ATTACAGGACTACTGGTGACACGTGATGGAGGAGAAAAGGGAGAAAAA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GCA------CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595747 
TTCTATTGCAATACATCAAACTTGTTTAATGTAACATACTTTCCTAATGGTACAACTAGTAATTCAAACTTTA
AG-----------------------------------------------------------------------
----------------------------
GATAACTCAACAATCACAATCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATAACATGTACAACAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAACAACACAAAA-------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAAACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTAACC---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615943 
TTCTATTGCAATACAACAAAACTGTTTAATATTACTGTTAGTGAAAGCATAGAGATTAATAATAAT-------
-------------------------------------------------------------------------
----------------------------
ACAAACACAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCCTAACATGTAGATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGGAATGAGAATGGTACA-------------------------
-------------------------------------------------------------------------
-------
AGTCGGGAGAATGATACAGTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAACTTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGCGGCA--------
-------------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGCTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595749 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACGTATAATGGTACA-------------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGCAACCATTACACTCCCATGTAGGATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAATATAACATGTGAATCAATT---
ATCACAGGAATACTGTTGACACATGATGGAGGTGAAAATGAG-------------------------------
-------------------------------------------------------------------------
----------------------
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAA
TTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595750 
TTCTATTGCAATACATCAAAACTGTTTAAAAATACATACTTAACAAATAATACATTAAATGATACATTCGGGA
ATGAG--------------------------------------------------------------------
-------------------ACA---
GGAAGTAATTCAACCATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAG
CAATGTACGCCCCTCCCATTGCAGGATACATAACATGTAACTCAACT---
ATCACAGGATTATTATTGACACGTGATGGAGGAATACCAAATCCAAATAAATCA------------GAT----
-------------------------------------------------------------------------
-
ACACCACCAAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATCAAACCATTG---GGAGTAGCACCCACTAGGGCAAAAAGGCGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGCAGCT---------GTGATCCTTGGGTTCTTGGGAACA---GCAGGAACCGCTATG---
GGCGCGGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAAT---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615946 
TTCTATTGCAATACATCAGGACTGTTTAATAACACACTGCTTAATAGCACACTGGTTAAT-------------
-------------------------------------------------------------------------
----------------------------
AGCAGTGCAGTCATTACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGAAATTTAACATGTAATTCAAGT---
ATCACAGGACTACTCTTGGTACGTGATGGAGGCAACAGCTCAGACAGCAGT----------------------
-------------------------------------------------------------------------
----
AGTCCTCCTCCTCCGGAGATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAATTAATCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---



ATAGGAGCG---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ777160 
TTCTATTGCAATACATCAAAATTGTGGAGGTCTAATAACACAGAAAATTCAACCACA----------------
-------------------------------------------------------------------------
----------------------------
GAAAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTGTATCAAAT---
ATCACAGGACTGCTATTAACACGTGATGGAGGAGTTAACACTACT----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183053 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTGCATATATGCCTAATGGTACATATATATTTAATGGTACTG
TCATAGCTAAT---------------------------------------------GGT---
ACTGAAATGAATAATAGTAGT---------------
AATTCAAATTCAAGCATCACAATCCAATGTAAAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGTATGGGATGGAGGCGAGGGAAATGAGACAGTC----------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATACA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCAGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183056 
TTCTATTGCAATACATCAGGGCTGTTTAATGAGACACTGTCT-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAGATGACATCATCACACTTCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTAGTACGTGATGGAGGC----------------------------------------
-------------------------------------------------------------------------
-------
AGCAATGAGACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---CTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>KT183125 
TTCTATTGCAATACAACACATCTGTTTGAAAACACAACATAC-------------------------------
-------------------------------------------------------------------------
-------------------------
ACAAACAGTTCAAACATCACACTGCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAATAATGGAACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTG-----------------



----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183128 
TTCTATTGCAATACATCAGGGCTGTTTAATGATACAATA----------------------------------
-------------------------------------------------------------------------
----------------------------
AGCAATGCAACCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTAAAGGAAACATAACATGCAAATCAGAT---
ATCACAGGACTACTACTACTACGTGATGGAGGTAACACCACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAACTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAAACAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATC 
>KT183153 
TTCTATTGCAATACATCAAGACTGTTTAATAGCCTTAATAACAAAACAGAGAATAGTTCAACCACAGAG----
-------------------------------------------------------------------------
----------------------------
GATAGTTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCTATTGCAGGAAGTATAACATGTATATCAAAT---
ATCACAGGATTACTATTAACACGTGATGGAGGGAATAATAACAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAATATTCAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183172 
TTCTATTGCAATACAGCGAACCTGTTTAATAGTACAGGAAATAGTACAGGAATATCTAACAGTACAGACAGG-
-------------------------------------------------------------------------
----------------------------
TCTAATGAGACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGATTACTCTTGACACGTGATGGAGGGAAACATAACGATACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183183 
TTCTATTGCAATACATCAGAGCTGTTTAATGATAATACGTTCCAAAACAAGACACCCAAC-------------
-------------------------------------------------------------------------
----------------------------
CCCAATGAACCCATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAGGTGGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTACTGCTACGTGATGGAGGTTGTAACAACAACAGC-------------------------
-----------------------------------------------------
ATAAATCGTGATGGAAGTTGTAAT---------
GAAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGACAGTGGTG--------------



-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KT183201 
TTCTACTGCAATACAACAAGCTTGTTTAATGGTACATACAATGGTACATACAATGGTACAGACACTAATGAT-
-------------------------------------------------------------------------
----------------------------
ACAGATAGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGAAGGAAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGACATTCAGACCTGGAGGAGGAGACATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAACCATTG---GGCTTGGCTCCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183243 
TTCTATTGCAATACATCAGCATTGTTTAATAGTACATACAGGAATAATAGTACAGGA----------------
-------------------------------------------------------------------------
----------------------------
GATAATAGTACAATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTTCTCCAGTTGCAGGAAACATATCATGTAACTCAACT---
ATCACAGGATTACTATTGACGCGTGATGGAGGACCAAAAAACGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAGTTAAGCCATTG---GGCATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGATCA---GTGACA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT183245 
TTCTATTGCAACACAATAAATCTGTTTAATATAACAACTAATGATAGTAAT----------------------
-------------------------------------------------------------------------
----------------------------------------
ATCGTACTCCCCTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTC
CTATTGCAGGAAGCATAACATGTAACTCAAGT---
ATCACAGGACTATTATTGACACGTGATGGAGGCAAAAAGAAAGACAAC-------------------------
-------------------------------------------------------------------------
-------
ACAACAGAAGGAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAGAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183250 
TTCTATTGCAATACATCAATACTGTTTAATAGGCCTAATGGTACAGAAAATACGACAGGAAGTACTAGT----
-------------------------------------------------------------------------
----------------------------
AATAATACAAACATCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTTCTATTGACACGTGATGGAGGAGAAAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGAAGGAGGAAATATGCAGGATAACTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--------------



-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
ATGATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>KT183258 
TTCTATTGTAACACAACAAACTTGTTTAATGGTACATATAATGGTACATATGCTAATACATCTGATAATAATA
CA-----------------------------------------------------------------------
----------------------------
GGAAATGATACCATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCGCCAATTGCAGGAAATATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCATTAATGCTAGTACT-------------------------
-------------------------------------------------------------------------
----------
AATAATAAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTGTACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGAGGTCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KT183274 
TTCTATTGCAATACAACAAAACTGTTTAATAGTAGCCATACAAATGCAAACCATACAAATGCAACCGACACA-
-------------------------------------------------------------------------
----------------------------
ACAAATGCAACAATCACACTCCCATGCAGAATAAAACAGTATATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGCAACGGTACTGGCACAAAT----------------------
-------------------------------------------------------------------------
----------
GATACTATTGAGACATTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCTCCAACTGAGGCACGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAGCTCACAGTTTGGGGCATT 
>HQ615983 
TTCTATTGCAACACATCACAACTGTTTAATGACAGTGCTTCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACGGAACCATCAGTATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGCAGCTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGACAACAGTACAGAG----------------------
-------------------------------------------------------------------------
-------
AACAACAGTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGATTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAAGAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ615966 
TTCTATTGTAATACAACAAAGCTATTTAATAGCACATACAACCCCAATAGCACATACAACCACAATAAT----
-------------------------------------------------------------------------
----------------------------
ACAGACAAAGTAATCACACTCCCCTGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGTGGTAACGGGACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAGATATTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156221 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACATGTCTATGTCTAATAATACAAAGAATGAT----
-------------------------------------------------------------------------
----------------------------
ACAAACGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGACATAACATGTAAATCAACT---
ATAACAGGACTAATATTGACACGTGATGGAGGGGAAGAAAGCAAAACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615967 
TTCTATTGCAATACAACAAACCTGTTTGATACAACAAATATAACTAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAGTGATCCCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTGTTGTCACGTGATGGAGGAGTAAACACAACG----------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>HM623551 
TTCTATTGCAATACATCAAAATTATTCAATAGTAGTTTATTCAACAGTAGTTCAATAGGAGAC----------
-------------------------------------------------------------------------
----------------------------
AATTCAACAGTCATCACAATTCCATGCAGAATAAAACAATTTATAAATATGTGGCAGGAGGTAGGACGAGCGA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAACAGCAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAATCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623553 
TTCTATTGCAATACATCAGGACTATTTAATAGTACATACAATGTTACATACAGTCCTAATAGCACAGCTGAT-
-------------------------------------------------------------------------
----------------------------
AATTCAAGCGACATCACAATTCGATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGGCTACTACTATTACGTGATGGAGGCATAGGAAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAGCCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623554 
CTCTATTGCAATACATCAAAACTGTTTGATAATAAAATGCTTAATAATACATCCTGGACAAAAAATGGT----
-------------------------------------------------------------------------
----------------------------
TCAGACTCAAACATTACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGCACAAATAGCACAAAT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACCGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM623556 
TTCTATTGTAATACATCAAAATTGTTTAATGGAAGTGATCCA-------------------------------
-------------------------------------------------------------------------
----------------------------
AACAACGAAACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGAAGGAAAAATAACATGTAACTCAAGC---
ATCACGGGACTACTATTGACACGTGATGGAGGAATTACTAATGATACA-------------------------
-------------------------------------------------------------------------
-------
AAGAATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623557 
TTCTATTGCAATACAACAAAGCTGTTTTCTAATTTTTCTAATTCTAACAGTAGTAGC----------------
-------------------------------------------------------------------------
-------------------------------
TCAAACATGACCATCATCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAACACGTGATGGTGGTAACACAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGATATTCAGACCCGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATCAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAGAGAGCA---GCT------ATAGGAGCT---------
ATGATCGTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623559 
TTCTATTGTGATACAACACAACTGTTTAATGAAAGTGATAAA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACACAAATATCACACTCCCATGCAGGATAAAACAAATTATACGCATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGTACCTCAAAT---
ATCACGGGGCTACTATTGACTCGTGATGGAGGAGAGAATAGCACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGAAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAG
AACTTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------



-------------------GAGAGAGAAAAAAGAACA---GTGGGA---ATAGGAGTT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623563 
TTCTATTGCAATACAACAAAACTGTTTAATGGAAGTGCAGGCAACATAAGTGCAGACAACATAAGT-------
-------------------------------------------------------------------------
----------------------------
GCGGACAATAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGATACGTGATGGAGGAGGTTCCAACAAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTACTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623564 
TTCTATTGTAATACATCAAACCTGTTTAATAGAACAGACAATAGTACAGAAAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAAGCAACGTAATCATACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAACGGGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGGTGCGGGATGGAGGAATAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAATAGTAGAAATTAAACCATTG---GGAGTAGCTCCAACTGAGGCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---TTTGGAGCT------
---GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAGGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623566 
TTCTATTGCGATACAACAAAACTGTTTAATGAGACTCTGTTTAATGAGACTAAT-------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGGCACCATCACAATCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTACTGACATGGGATGGGGGACAGAGAAAGGATAAC-------------------------
-------------------------------------------------------------------------
----------
AACGAGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACAGAGGCAAAACGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM623569 
TTCTATTGCAATACAACAAACCTGTTTAATACAACATATCTGAACATTACAAAGGAA----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATTACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCCAGT---
ATCACAGGACTACTATTGGTCCGTGATGGAGGGCAAGACAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACAGAGGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---TGGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623570 
TTCTATTGCAATACATCGAAACTGTTTAATACAACGTACCTAGACCTGGCTAAAAATGAGACA----------
-------------------------------------------------------------------------
----------------------------
GATAACGACACAATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCAATTAAAGGAAAACTAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGAGATGGGGGAATCATAAATAGCACGAATAGC------
ACAAATAACACTAACACT---ACA-------------------------------------------------
--------------------------
GAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACAGCATCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623572 
TTTTATTGCAATACAACAAAACTGTTTAATATCACAGTAAATGGTAACATGACA-------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACCATAACACTCCCATGTAGAATAAAACAAGTTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACTTAACATGTACATCAAAT---
ATCACAGGAATACTATTCACACGTGATGGAGGCATAAATATCACAAAT-------------------------
-------------------------------------------------------------------------
-------
GGCACAAAGCCAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCACTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCAGTAGTGGGA---ATGGGAGCT---
------TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623574 
TTCTATTGCGATACAACAGGGATATTTAATGAAAGTGCAACAGGGATATTTAATGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
ACAAACGAAACCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCGTTGCAGGAAACATAACATGTAATTCAAAT---
ATCACAGGATTATTATTGACACGTGATGGTGGTGATAAAAGTAAC----------------------------
-------------------------------------------------------------------------
----------
AACACCACAGAAATATTCAGACCAGAAGGAGGGAATATGAAGGACAACTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623575 
TTCTATTGCAACACAACAAAGTTGTTTAATGAGACAATATTGAACAATGAGACAGACAAT-------------
-------------------------------------------------------------------------
----------------------------
AACAACAACATCACCAGAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATGTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACTCAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GACTCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GTGCAC---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCGGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623576 
TTCTACTGCAACACAACAAACTTGTTTGATGAAAGACAGTTTAATGGAAGTAAT-------------------
-------------------------------------------------------------------------
----------------------------
GCAAACACAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAGCATAACATGTAACTCAAGT---
ATCACAGGGTTACTATTGCTACGTGATGGAGGAAACAAAACAGGCACAGAG----------------------
-------------------------------------------------------------------------
-------
TATAATGAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAGAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623579 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACACACGGGAATATTAGTACACCCATGAATGGTAGTAAT-
-------------------------------------------------------------------------
----------------------------
CCAAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAC---
ATCACAGGAATACTATTGACACGTGATGGAGGAAACACCAAAGACAAT-------------------------
-------------------------------------------------------------------------
----------
GATACTAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623580 
TTTTATTGCAATACAACAAGACTGTTTAATATCAACCTGAATAATATAAGTAATATAAAA-------------
-------------------------------------------------------------------------
----------------------------
ATAAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAAACACAATAAATCA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGATAGAAATTAAGCCATTG---GGAGTGGCACCCACTGGAGCAAGAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623581 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATACACGCCTGGATACGTGCCTACAGAAAGT-------
-------------------------------------------------------------------------
----------------------------
AATTCAACAAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAACAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGGTGCGTGATGGAGGAAAAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCTACTGGAGCAAAAAGGAGAGTGGTG-----------------



----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623582 
TTCTATTGCAATACATCAAGACTGTTTAATAATACATACTGGTTCAATAGTACAGACGGGCATAATGAGACAA
AT-----------------------------------------------------------------------
----------------------------
GAGAATGAAACCATCACACTTCCATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCCCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACATGAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAACTATATAAATACAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCCGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687728 
TTCTATTGCAATACATCAGGGCTATTTAATAGTACATATAATCTTAATAATACATGCAATGCTACTGGAACAG
AAAGTAAG-----------------------------------------------------------------
-------------GCAACA------
GGAAATGTAGACATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGAAATGATAGAGGACGAGAAGAG-------------------
-------------------------------------------------------------------------
-
TCTAACCACACAAAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTAACA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687730 
TTTTATTGCAATACATCAAGCCTGTTCAATAACTCCCTGCTTAATGGTACAAATACTTCA-------------
-------------------------------------------------------------------------
----------------------------
AATACCACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGGCGGGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTATATCAAAT---
ATCACAGGAATACTATTAACACGTGATGGAGGACAGAACACAAAT----------------------------
-------------------------------------------------------------------------
----------
GACTCTACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---ATGTTCCTTGGGTTCCTTGGGTTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687731 
TTCTATTGCAATACAACAAAGCTGTTCAATATAACAAATCCGGCTAATATAACAAGTAAA-------------
-------------------------------------------------------------------------
----------------------------
GGTGATGATACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATTACAGGACTACTATTGGTACGTGATGGAGGAAATGATACTAATACT-------------------------
-------------------------------------------------------------------------
----------
ACTGAGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACGGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF114884 
TTCTATTGTAATACATCAAACCTGTTTAATCTGTCTGTTACTGCACTTAATGGCACAGGAAATGATACCACAA
AC-----------------------------------------------------------------------
----------------------------
GATGCCACAAACATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGTAGAATAACATGTATATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGGGGGGACAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATACATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC154018 
TTCTATTGCAATACATCAAACCTGTTTAATGGTCCTAATGGAACAAGCAATGGTTTA----------------
-------------------------------------------------------------------------
----------------------------
GATTCAGAAAACATCATCCTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATAATATGTGAATCAGAT---
ATTACAGGATTACTATTGACACGTGATGGAGGATGGACAGATGAC----------------------------
-------------------------------------------------------------------------
----------
AATGGGACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATAAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC154021 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCACAGTTACTCCTAACAATACACAGGGGGCAAATACCACTG
CA-----------------------------------------------------------------------
----------------------------
AATAATGGCACTATAACTATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAAGAGTGGGACAAGCAA
TGTACGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAAC---
ATTACTGGAATGTTATTAACAAGGGATGGTGGGTCTGATAATAAC----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>KC154022 
TTCTATTGCAATACAACAAACCTGTTTAATGAAACAAACCTTAATGAAACACTG-------------------
-------------------------------------------------------------------------
----------------------------
TCAAACGGAACCATCATACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGGACGAGCAA
TATTTGCCCCTCCCATTGAAGGAAATATAACATGTAATTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAACAGCTGCAATAGTACA-------------------
-------------------------------------------------------------------------
-------------
TGCACAGAGATATTCAGACCTGAAGGAGGAAACATGAAGGACAACTGGAGAAGTGAATTATACAAATATAAAG



TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCAGTTGTTGCAACTCACGGTCTGGGGCATT 
>KC154024 
TTCTATTGCAACACAACAAACCTGTTTTCAAACACAACCAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
GACAACACAACCATCACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACACATAACATGTAACTCAACT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAACAACAGCACA-------------------------
-------------------------------------------------------------------------
----------
AACGAAACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAATCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114885 
TTCTATTGCAATACAACAGAACTGTTTAATACAACACTGTTGAATGTTAGTGAAAGTGAG-------------
-------------------------------------------------------------------------
----------------------------
TTAAATAAAACCATAACCATCCCATGCAAAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGCAACATTACATGTGTCTCAAAT---
ATCACAGGACTACTATTGTCACGTGATGGAGGAAACAACAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACTGCTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTA---GGGATAGCACCCACCCAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154025 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACAATGGTGCATATAATAGTACT-
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCAAACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGACTCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGAGAGTAGCACAGATAAAAAT----------------------
-------------------------------------------------------------------------
----------
AATAGCACATCTACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTCCTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KC149008 
TTCTATTGCAGTACATCAAACCTGTTTAATGATAATAGTACAGGCGATTCTAAT-------------------
-------------------------------------------------------------------------
----------------------------
AACATCACACTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAACTATAACATGTACATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACACATCAGGA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAAATATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG



TAGAAATTAAGCCATTA---GGAATAGCACCGACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204624 
TTCTATTGCAATACATCAAAACTATTTAATGGTACATACATATATAATGATACAAAGAATAGTAAT-------
-------------------------------------------------------------------------
----------------------------
TCAAGTGCAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGATACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGGCAGGAGGCGATAATACA----------------------
-------------------------------------------------------------------------
-------
GAAAATAATACAGAGATATTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCG---
------TTGTTCCTTGGGTTCTTGGGAGCC---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATATTGCAACTCACGGTCTGGGGCATT 
>JN681254 
TTCTATTGCAATACATCAAACCTCTTTCTGTTTAATGAGACA-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCCACCATCACACTCCAATGCAAAATAAAACAAATTATAAGAATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGTAGAGAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGATATTCAGACCTGGAGGTGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCATTA---GGAATAGCACCCACAAATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTTTGGGGCATT 
>JN681256 
TTCTATTGCAATACAACAAAACTATTCAACATTAATACAACCAATACAACA----------------------
-------------------------------------------------------------------------
----------------------------
GACAATGGAACCATCACACTCCCATGCAGAATAAAACAGATAATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTGCATCAAAT---
ATCACAGGACTACTACTGACACGTGATGGAGGAAACACAACCACC----------------------------
-------------------------------------------------------------------------
----------
AACACAGCAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGAATAGCACCTACCCAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCTAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615960 
TTCTATTGCAATACAACAGGACTGTTTGATGAAAGTGATTCA-------------------------------
-------------------------------------------------------------------------
-------------------------------------
AACACAACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCCATGTATGCCC
CTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGCCCAGATAATAGGACAAAG------ACAGATAAT----
-----------------------------------------------------------------
AGGACAGAGACATATAAT---
AGGACAGAGACATTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATAAAG



TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGATTCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595751 
TTCTATTGTGATACATCAAAACTATTTAATGGTACACTTGATGGTACAGAATGGAGAGGAGGTAATGAT----
-------------------------------------------------------------------------
----------------------------
ACAAATGGTACCTTCACAATTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGAATAAACTGTACATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGGGGCAAAACAAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAGTGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ754244 
TTCTATTGTAATACATCAAGGCTGTTTAATGGCACATATAATGAGACAAACACATACAATGGAACTTCAAATG
AT-----------------------------------------------------------------------
----------------------------
ACAGAAAGTACAATCACAATCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAACCACTAATGACAGTGAAACT-------------------
-------------------------------------------------------------------------
----------
AATGAGATAGAGACATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGCGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595765 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACTGGCCTAATGGTACATATTGGCCTAATGATACAG
AAAGG--------------------------------------------------------------------
-------------------AAT---
TCAACCAATGCAAGTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGAAGGAATCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAAATGAAACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615956 
TTCTATTGTAATACATCACAGCTGTTTAATACCACTGGCAAC-------------------------------
-------------------------------------------------------------------------
----------------------------
AACAACACAAACCTCACCCTCCCATGTAGAATAAAACAGATTGTAAATATGTGGCAGGGGGTAGGAAGGGCAA
TGTATGCTGCTCCTGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGTAAGAATACCAGT----------------------------
-------------------------------------------------------------------------
----------
GGTACCTCTGAGATCTTCAGGCCTGAAGGAGGGAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATA



AAGTAATAAAAATTGAATCGATA---GGAGTAGCACCTACTAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GCATTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCACCAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>HQ615947 
TTCTATTGCAACACATCAAGACTGTTTAATAGAAACAGTACAGAAAGTAAGTCAACT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGATGGATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AATACAGAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183068 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACATACCTGAGTGATGGAACAAACACATCAGAAACA----
-------------------------------------------------------------------------
----------------------------
AACAGTACAAACATTACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAACAGGAAATGATACAGAA----------------------
-------------------------------------------------------------------------
----------
AAAAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183114 
TTCTATTGCAATACATCAAGCCTGTTTAATAGAACATACAATAGTACAGACATGCTTAATGATACAAAAAGTA
TAAAT--------------------------------------------------------------------
----------------------------
TCAAGTGGTGTCATTATGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGCAACTCAAGT---
ATCACAGGGCTACTATTAGTACGTGATGGAGGAATAAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAGCTCACGGTCTGGGGCATT 
>KT183141 
TTCTATTGCAATACAACAGGACTGTTTTCAAATAAGAGTGTTCCAAACAAC----------------------
-------------------------------------------------------------------------
----------------------------
GAAACCATCACAATCACAATCCCATGCAAGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGGAAAAAACACCACA----------------------------
-------------------------------------------------------------------------
-------
GAGAATGACACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTAGAAATCAAACCATTG---GGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCTTTGGGTTCTTGGGAACA---GCAGGAGGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080161 
TTCTATTGTAATACATCAGGACTATTCAATGGCACATTCAATGGTACATACACTAATAGCACGCAG-------
-------------------------------------------------------------------------
----------------------------
AACGAAACAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTATTATTATTACGTGATGGAGGCAACACAACTAACTCA-------------------------
-------------------------------------------------------------------------
----------
AAGGAAGAGGAAATATTCAGACCTGGAGGGGGAAATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTA------ATAGGAGCT------
---GTGGTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAAAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU080162 
TTCTACTGCAATACAACACAACTGTTCAATGGCAGTATAAGTAATAACATA----------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACATGATGGA---GACAACAACACC----------------------------
-------------------------------------------------------------------------
----------------
ATAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGCAATTAAGCCATTG---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>GU080164 
TTCTATTGCAACACATCAAGACTGTTTAATAGCGCATACAGTCCTACATACCAGCAGAATAGTACAAAAAGT-
-------------------------------------------------------------------------
----------------------------
AATTCAACCGTCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGGGCAA
TGTATGCCCCTCCTATTGCAGGAAATATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCATAACAAACAACACAACT----------------------
-------------------------------------------------------------------------
-------
GATAACACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTAATGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080165 
TTCTATTGCAATACAACAATACTGTTTTCAGACAAAGGTACAGATAAC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACATCACACTGACACTCCCATGCAGGATAAAACAAATTGTAAATATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAGCAAACAGCACA----------------------
-------------------------------------------------------------------------
----
AGTGCAAATGCTACAGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA



AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080166 
TTCTATTGTAATACAACTAAACTGTTTAATAATGACAGTTTACAGGAGAAT----------------------
-------------------------------------------------------------------------
----------------------------
AGTTCAGGATTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTAACACGTGATGGAGGAAAAGGAAACAAC----------------------------
-------------------------------------------------------------------------
----------
AGCAACATAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080168 
TTCTATTGCAATACATCAGCACTGTTTACAGAAGGTGCTACAAATAAAAGT----------------------
-------------------------------------------------------------------------
----------------------------
AATACAAGCAATATAGAACTCAAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATCACATGTATCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGTCACAGGGGTAAAT----------------------
-------------------------------------------------------------------------
-------
GACACTCGCTTTGAGGTATTCAGACCTGGAGGGGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAACCATTG---GGCATAGCTCCCACTGAAGCACATAGGATGGTGGTA--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTA------CTAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>GU080171 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATGGTACAGAACTGTTTAACAGTACAAGTACA-
-------------------------------------------------------------------------
----------------------------
AACAATAAGAGCATCACACTCTCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCTGTTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGCTAAGGGATGGAGGAAAAGATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGAACAAACGAGACATTTAGACCTGGAGGAGGAGATATGAGAGATAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCTCCCACTGAAACAAAAAGGATAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---CTGATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACACCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080173 
TTCTATTGCAATACAACAAACCTGTTTAATAGGACAAACATC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACAATCACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAATGT
ATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAGAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGCAGATGCAACAGCACAGATAAC------AGCACA-------
-----------------------------------------------------------------
AATGACACAGAATGCAAT---



ACAACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAACTTAAACCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCG---------
TTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080176 
TTTTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAATGGTACATACAATAACACAAACGAGGTTA
ATGAG--------------------------------------------------------------------
-------------------------
ACAAGCAAGGTTAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAAAAGGGAATAACAGC-------------------------
-------------------------------------------------------------------------
----------
TCAAAGGAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080178 
TTCTATTGTAATACAACAAATCTGTTTGATAAGTTTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------------------------
GGTCCAAACATAACCACTATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---ATCACAGGACTACTGTTGACA---
CATGATGGCATAAATATCACATATAATGGC-------------------------------------------
-----------------------------------------------------
ACAGGTAATACCACAATAATATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGGGCA---GTGGGG---
CTAGGAGCT---------ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080179 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACATGGCTAATAGTACAAGCATGGAAAAGAATAAA-
-------------------------------------------------------------------------
----------------------------
GACAATAGTACTATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTACTATTGACAAGTGATGATGGAGGAAAAAATAGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TGGAAATTAAGCCATTG---GGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CCGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GU080180 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGTAGGGAT-------------------------------
-------------------------------------------------------------------------
----------------------------------
GAAAACACCACACTCCCATGCAGGCTAAAACAAATTGTACGCATGTGGCAAGAGGTAGGACGGGCAATGTATG
CCCCTCCCATTGAAGGAGAAATAAAATGTACCTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAACCAGAATGGCACA-------------------------
-------------------------------------------------------------------------
-------



AATGACACAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACGAGTGCAAGGAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080181 
TTCTATTGTAATACATCAGAACTGTTTAATGGTACATACATAAATAATGGTACATACAATGGTACATACACGC
CTGGTAGT-----------------------------------------------------------------
-------------------ACA---
TCAAATTCAACCAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACACAAACGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAAGTGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACGG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080182 
TTCTATTGCAATACAACAAGACTGTTTAATGAAACAAAACTGGCTAAGGAA----------------------
-------------------------------------------------------------------------
----------------------------
AATAGCAGTACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGATACATAACATGTACCTCAAAT---
ATCACAGGAATATTATTGACACGTGATGGAGGAAACATCACAGACACAAACAAT-------------------
-------------------------------------------------------------------------
----
ACAACAGGAAAAAATGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---
GTAATTGGAATAGGAGCT---------GCACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>GU080184 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGTATTTTAAACATCAGTGTTTCA----------------
-------------------------------------------------------------------------
----------------------------
AATACAGAGGTCATAAACATCACATGCAAAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCGA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTGCATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAATGAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCCACTGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTACTCCATTG---GGAGTGGCACCCACGGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU080185 
TTTTATTGTAATACAACAGGACTGTTCAATAACACAGACATAACTAAT-------------------------
-------------------------------------------------------------------------
----------------------------
GGCACAAACATAACCACCATCCCGTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGTGGCAGCAGCAATGCAACT-------------------------
-------------------------------------------------------------------------



----------
AGTAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAGAAGAGCAATAGCGGGA---CTTGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCACAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080186 
TTCTATTGCAATACATCAAGACTGTTTAATAGAAATAGTACAGACCTGTCAACTAATACAGGA----------
-------------------------------------------------------------------------
----------------------------
AATAATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAATT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGCCCAAATAATAGCACAGAAACA-------------------
-----------------------------------------------------------------
TCAGACCGGAACCTGGGA---
GGGAGGGAAAATATGAAAGGGAACAAATTTGGAAGGAAAAGTGAAATTATTATTAAATATAAAGTGATAGAAA
ATTTAAGCCCATTGGGGGAA---ATAAGCACCCCACTAAGGCAAAAGAGGAGAGCGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCAGTGGTGGGA---ATAGGAGCT---------
ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAC---GCTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080190 
TTCTACTGCAATACAACAGAACTGTTTTCTAATGAAACAGAT-------------------------------
-------------------------------------------------------------------------
----------------------------
CCAACTAAAAACATTACACTCCCATGCAAGATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATAACCCTCCTATTGCAGGAATCATAAAATGCACGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAACAAACAATATAACA-------------------------
-------------------------------------------------------------------------
-------
GAGAATAAAACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAACATATGTTGCAACTCACTGTCTGGGGCATT 
>GU080191 
TTCTATTGCAATACATCGGGCCTGTTTGGTAATATAACAAAAACTAATAGT----------------------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGGCCACCGAATACC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080192 
TTCTATTGCAATACATCAGCACTGTTTAATAGAACATACAGTACATCAGAACTGTTTAATGGTACATACAATG
ACAGT--------------------------------------------------------------------
-------------------ACA---
AATGGTAATTTAACCATTACACTTCCATGCAAGATAAAACAAATAATAAACTTATGGCAGGAGGTAGGACGAG
CGATGTATGCCCCTCCCATTAGAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAAAGAAAACAAC----------------------------
-------------------------------------------------------------------------



-------------
AAAACAGAAATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCAACTGAAGCAAAAAGGCAAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080197 
TTTTATTGCAATACATCAAATCTGTTTAATAAGACATACAATCCTAATGGTACAGAGGGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAACATGTAAATCAGAC---
ATCACAGGGCTAATCCTGACACGTGATGGAGGAGAAAAGAATGGCACA-------------------------
-------------------------------------------------------------------------
-------
GAGAATCGCACAGAGATATTTAGACCTGCAGGAGGGGATATGAGGGACAACTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080198 
TTCTATTGTAATACAACAAACCTGTTTAACACAAGCCTGTTTAACACAAGTGTGGCAAAC-------------
-------------------------------------------------------------------------
----------------------------
GTCACAAACGTCACAATACTCCCATGCAAGATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAAATGGAAACATAACAGAAAAC-------------------
-------------------------------------------------------------------------
-
AACACAACAAAGACCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080193 
TTCTATTGCAATACAACAGAACTGTTCACTAACAATATAACTGATAGA-------------------------
-------------------------------------------------------------------------
----------------------------
AATGATACCAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGCTACGAGATGGAGGGATTAATAACACAGAG-------------------------
-------------------------------------------------------------------------
-------
CAAAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCTCCCACGCAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAACGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623591 
TTCTATTGTAATACAACATCACTGTTTAACAACAGTGATGGA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AAAAACATCACAACACTTCCCTGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGT
ATGCCCCTCCTGTTGCAGGAGAAATAACATGTAACTCAAGC---
ATCACAGGATTACTATTGACACGTGATGGAGGAAGCAATGAAAAC----------------------------



-------------------------------------------------------------------------
----------
AATAAGACTGAGACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTA---GAAGTAGCTCCTACTGATTCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623592 
TTCTATTGCGATACATCACAATTGTTTAACAGTACATATAAGCCTACATATAATATTACACAT----------
-------------------------------------------------------------------------
----------------------------
GAGAATACAAACATCACACTCCCATGCAGAATAAGGCAATTTATAAATATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACAATTAACATGCATATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCACAAATATCACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAGATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM623593 
TTCTATTGCAATACATCACAACTGTTTAATGGTACATATAATGAGAAAGGTAAT-------------------
-------------------------------------------------------------------------
----------------------------
AATAATGACACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTATTATTGACACGTGATGGGGGGAATGAGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAGACCTTCAGACCTAGTGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTACGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623595 
TTCTATTGCAATACATCAAAGCTATTTAATGGTACATACAAACCAGGAGATAACATTACAGAAAGTAAT----
-------------------------------------------------------------------------
----------------------------
TCAACCAAACCCATCATAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGC---
ATCACGGGACTACTATCAGTACGTGATGGAGGTAAAGACCAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGCGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623596 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATTTAATGGTACCCAGATGGTGAATAGT----------
-------------------------------------------------------------------------
----------------------------
ACAAATAGTACAATTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCAACACAAATGATACA-------------------------



-------------------------------------------------------------------------
----------
AACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGTGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>HM623597 
TTCTATTGCAATACAACAAACCTGTTTTCTAATAACAGTAAATCAAATACAGCCAATAAT-------------
-------------------------------------------------------------------------
----------------------------
ACAAACGATACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAATCAAACACA----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCTCCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623599 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACGGGGATAATAGAACAAAAAGT-------------
-------------------------------------------------------------------------
----------------------------
GAAAATGAAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTAGTACGCGATGGGGGCAACAGCAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GAATCAGAGATATTCAGACCTGGAGGTGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623600 
TTCTATTGCAATACAACAAAACTATTTTCTAATGAAAGTAAGTCTAATGAAAGTATT----------------
-------------------------------------------------------------------------
----------------------------
GCAAATGACACTATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGACACAAACACAACA-------------------------
-------------------------------------------------------------------------
----------
ACCAACACAGAGACATTCAGACCGGGAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623601 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACATACATGCCTAATGCTACAGAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGTGAAGTAATCACACTCCCATGCAAGATAAAACAAGTTATAAACATGTGGCAGCAAGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAATCAAAT---
GTCACAGGATTGCTATTGGTGCGTGATGGAGGAACAAATACTAAT----------------------------



-------------------------------------------------------------------------
-------------
AACACGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTA---GGACTAGCACCTACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623602 
TTCTATTGCAATACTGATGGACTGTTTAATGCTACTAATGGTACAAACAGTTTTAATAATACTTCA-------
-------------------------------------------------------------------------
----------------------------
GAAAACGGTACCATCACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGAAGGAAACATAACATGCAGATCACTA---
ATCACAGGACTACTATTAACACGTGATGGAGGACTGGGAAATGATAAT-------------------------
-------------------------------------------------------------------------
-------
GATAATACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGT---ATTGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM623605 
TTCTATTGCAATACAACTAAGCTGTTTAATGAAAGTCTGGCTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACAATACATATCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAACT---
ATCACAGGACTACTATTAACACGAGATGGAGGAGAAAATAGCACC----------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623607 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATAGTACAGAAATTAATGATACTGAAACA----
-------------------------------------------------------------------------
----------------------------
GAAAACTCAAACATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAGGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAATACTGACAAC----------------------------
-------------------------------------------------------------------------
----------
AACAACACAGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCGCCCACTATGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAACA---GTGGGA---ATGGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623608 
TTCTATTGCAATACATCAAACCTGTTTAATATAAGTAACTCA-------------------------------
-------------------------------------------------------------------------
----------------------------
AACGACACAGACATCACACTCCCGTGTAAGATAAAGCAAATTGTAAACATGTGGCAGAGGATAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGACACACAAACAATATTACA----------------------



-------------------------------------------------------------------------
-------
AACAATACTATAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATCCAGCCATTG---GGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623609 
TTCTATTGCAACACATCAGGGCTGTTTAAGGGAACTAATGGTACT----------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATAAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGGGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTGTTAACACGTGATGGAGGAAACACAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AGGACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATAAAG
TGGTAGAAATTAACCCATTG---GGAGTGGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623610 
TTCTATTGCAATACAACACAACTGTTTAATAATGCAGCCGGC-------------------------------
-------------------------------------------------------------------------
----------------------------------
GAGAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATG
CCCCTCCCATTGCAGGAAATATAACATGTATATCAAAT---ATTACAGGACTACTGTTGTCATATGATACA--
-ATGAATGGCACA------------------------------------------------------------
---------------------------------------------------
AATGGCACAGTGACAGTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAAAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTTTGGGGCATT 
>HM623583 
TTCTATTGCAATACAACAAAATTATTTAATGGTACAAAGAATAACAGTACA----------------------
-------------------------------------------------------------------------
----------------------------
GACAGTAAAAACATCACGATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCTATTGAAGGAAACATAACATGTAAATCAAAC---
ATCACGGGATTACTACTGGTGCGTGATGGAGGAAAAACAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAGATTAAGCCATTA---GGGATAGCACCTACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623586 
TTCTACTGCAATACAACACAACTGTTCAATCGCAATGCAACAACTAAG-------------------------
-------------------------------------------------------------------------
----------------------------
GACAATTTAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAATCATACAATGTAACTCAAGT---
ATCACAGGACTACTATTGCAGCGTGATGGAGGCAATGGAGGCAATGGCACC----------------------
-------------------------------------------------------------------------



-------
CAGAATAACACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTGGAAATTAAGCCATTA---GGAATAGCACCCACACCGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---
------GTGAACCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACACCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154026 
TTCTATTGCAATACAACACACCTGTTTAATAACAGTGCTAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
GGGAATGGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAACAATGGAGTA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC154027 
TTCTATTGCAATACATCAAAACTATTCAATAGTACATACAAGTACAATGATACAAACAGGACAGAAAAT----
-------------------------------------------------------------------------
----------------------------
ATTAATGGTACTATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAACAATACAAAC----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGAACAG---GCCAGAAAA---CTAATG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284922 
TTCTATTGTAATACATCAAATCTGTTTTCTAATGTAACAAATATAACT-------------------------
-------------------------------------------------------------------------
----------------------------
GATTCAAGCAACATCACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATACCAGGGAATAGC-------------------------
-----------------------------------------------------
ACAGGGAATGGCATAGCAAAT------------
GACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MF284952 
TTCTATTGTAATACATCAAACCTGTTTAATACATCAAACCCAAACCTGTTTAGTAATGGAAGTGAT-------
-------------------------------------------------------------------------
----------------------------
CCAAACAAAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGCGGTATCCATAATGATACTGGAACC-------------------
-------------------------------------------------------------------------



----------
AATAAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACGAACGCAAAAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284958 
TTCTATTGCAATACAACAGAGCTGTTTAAATTTAGTAATATCAGTGCAAACAAAACCATTGCA----------
-------------------------------------------------------------------------
----------------------------
AACGACACAAATATAACCATCCCATGCAGGATAAAACAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAAT---
ATCACAGGATTATTATTGACACGTGATGGGGGAATAAATACCACAGATAATAAT-------------------
-------------------------------------------------------------------------
-------
AATAACACAGAAGATACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF284962 
TTCTATTGCAATACAACAAATCTGTTTAATAATACAGGCACAAACAGC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGCAACTATCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAACTAATAGCACA----------------------------
-------------------------------------------------------------------------
-------
GAGAATGACACAGAAACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCTCCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF284977 
TTCTATTGTAATACAACAAAACTGTTTAATGGAAACACAACCAATAGCACAACCGAG----------------
-------------------------------------------------------------------------
----------------------------
GGAAACAAAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACACAAACACAACAGATGGC------
ACAAAGATATTCATAGTAGGTGGAGGAAAC-------------------------------------------
-----------
ACAAACACAACAAATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTA---
GGAATAGCACCCACCAAGGCACATAGGAGAGTGGTG-------------------------------------
--GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>MF285022 
TTTTATTGCGATACATCATGCCTGTTTAATGATACATGTTTTAATGACAAT----------------------
-------------------------------------------------------------------------
----------------------------
TCTAGTGATCCCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAATATAACATGTAATTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGCACCAAATAAAAATGAAACA-------------------



-------------------------------------------------------------------------
----------
AATGGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAATCCATTA---GGAGTAGCTCCAACTGAAGCAAGAAGGAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTAAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF285058 
TTCTATTGCAATACATCAAAACTGTTTAATACAAGTGAGTCAAAC----------------------------
-------------------------------------------------------------------------
----------------------------
ACAGACAACATAACCACCATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGATATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGCGGTAACCACAATGTCAGC-------------------------
-------------------------------------------------------------------------
----
CAGGAGAATCGGAACGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX140667 
TTCTATTGCAATACAACACCACTGTTTAATGAGAGTAATGGGAACAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ATCACATACAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCCAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAGGAAAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ATAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140668 
TTCTATTGCAATACAACAAGACTGTTTTCTAATGATTTAAATGACGCAGGG----------------------
-------------------------------------------------------------------------
----------------------------
TCAGATGACAACATTACACTCCCATGCAGGATAAAGCAAATAGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATAGCCCTCCCATTGAAGGAAGAATAATATGTATCTCAAAC---
ATCACAGGACTACTATTAACACGTGATGGAGGAGATGGAAAAGACAAGGGA----------------------
-------------------------------------------------------------------------
-------
AAAAATGATACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTAGATCACAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF114892 
TTCTATTGCGATACATCAAGAATATTTAATAGGACATACAATAGTAATAGTACACACAATGAGACATACAGTA
AC-----------------------------------------------------------------------
----------------------------
AGTACAGAAACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATAACATGTAACTCAACT---



ATCACAGGATTAATATTGACAAGGGATGGAGGTAATAATGCTACA----------------------------
-------------------------------------------------------------------------
----------
CATAATAAAGAGATATTCAGACCTATAGGAGGAGACATGAGGGACAACTGGAGGAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGGATAGCACCTACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725883 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAATTAATGGTACAAAT----------------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGATAGGAAGAGCCA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTACATCAAAC---
ATTACAGGACTACTATTGACACGTGATGGAGGCAACAATAGCACA----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725884 
TTCTATTGCAATACATCAAGCCTGTTTAATAACAGTCTTCTTAATAATACAGAAAGA----------------
-------------------------------------------------------------------------
----------------------------
ACTGATTCAAACATCACACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTATATCAAAC---
ATCACAGGGCTGTTATTGCTACGTGATGGAGGTGATAGTAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGCATAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGGGTAGCACCCAGCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725885 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACATGGGTAATGGTACAAACAGGACTATTAGT----
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATAACCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAAACCAGAATCA----------------------------
-------------------------------------------------------------------------
-------
GAAAACCAAGCAGAGATATTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAAAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTATTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAAACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725889 
TTCTATTGCGATACATCAAAACTGTTTAATGAAACTAATTCAAACACAACTGAT-------------------
-------------------------------------------------------------------------
----------------------------
TCAAACACAACCATAATCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---



ATTACAGGAATCCTATTGACACGTGATGGAGGCAATGAAAGTAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATGAAACAAAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAGTTATATAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGGG--------
-------------------------ATGGGGAGAGAAAGAAGAGCA---GCA------CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAA---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725890 
TTCTATTGCAATACATCAAAACTGTTTAATGAATCA-------------------------------------
-------------------------------------------------------------------------
----------------------------------------
ATCACGCTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGAAGGTGGGACGGGCAATGTATGCCTCTC
CCATTGCAGGAAACATAACATGTGCATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725891 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATACAATGATACGGGGACAGGAAATAATTCAACTACC-
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTGGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTGCTATTGACATACGATGGCCATGATGACAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTACAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725892 
TTCTATTGCGATACATCAAGCCTATTTAATGGTACATATGAAAACACCACATTT-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGAAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAGAT---
ATCACAGGACTGCTGTTGACACGTGATGGAGGCAACAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
CCAAACGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTA---GGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725895 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATGGAGTAATAGTGCATTGCTTAATAGTACAGACAAT-
-------------------------------------------------------------------------
----------------------------
TCTAATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCGAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGACTAAATGAAAAGAAT-------------------------
-------------------------------------------------------------------------
-------
ACAAGTAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAATCCATTA---GGAGTAGCTCCAACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725896 
TTCTATTGTAATACAACAAACTTGTTTAATATAACAAACTTGTTTTCTGATAAAAATAATTCATCCACAGAGA
AC-----------------------------------------------------------------------
----------------------------
ACCACAGAGATCATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTACGCCCCTCCCATTGAAGGGCTTATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACATGGGATGGA---AATGGAGACCCAAGCAATAGC-------------------
-------------------------------------------------------------------------
-------
ACAGAGAACACAACAATATTCAGACCTGGGGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCTCCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATA---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725908 
TTCTATTGTAATACATCAATATTGTTTAATGGTACATACAATGGTACATACCCAGGGACAGGA----------
-------------------------------------------------------------------------
----------------------------
AATGGTTCAGATATCACACTCCAATGCAAAATAAAACAGATTATAAACATGTGGCAAGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAAATCAAAT---
ATCACAGGATTATTATTGACACGTGATGGCAGCAATAGCAATGTAACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCAACTACAGCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725912 
TTTTATTGCAATACATCAGGACTGTTTAACGGTACATACAATAATGAGACAAATCCAAACATC----------
-------------------------------------------------------------------------
----------------------------
ACAAAGTCAAACATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCTCCTCCTATTAGAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAGTACGTGATGGAGGCAACACAACCGCA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCAGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AACTTG---CTGAGG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725914 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACATACAACAGTACAGAAAGTAATTCAAGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATTTAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGGAACACTAACACTAGC-------------------------
-------------------------------------------------------------------------
----------
AATAGCTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCACTA---GGAATAGCACCCGAGAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCTTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAA---GCCAAGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725916 
TTCTATTGCAATACATCAGGACTGTTTAATGGAACATACAATGAGACAAGAAGTAATTCAAGTAAT-------
-------------------------------------------------------------------------
----------------------------
TCAAACAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCTCCCCCTATTGCAGGAAACATAACATGCAACTCAAGC---
ATCACAGGACTACTACTGGTGCGTGATGGAGGACATGGGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAGATTAAGCCATTG---GGAATAGCACCTACTGGAGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGAAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCACAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725922 
TTCTATTGCAATACATCAAAGCTATTTAATAGTAATAGTACACATGATCCTAAT-------------------
-------------------------------------------------------------------------
----------------------------
AGTACAGCACCCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAATAATGGG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTGTATAAATACAAAGTAG
TAGAAGTTGAGCCATTA---GGAGTAGCACCCACTACGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JN681258 
TTCTATTGCAATACATCAGAACTGTTTAAGTTTAAGTTTAATGGTACAGAAAATAGTACAGAAAGTAGTGCAG
AGAGT--------------------------------------------------------------------
-------------------------
AATTCAAGCAAAATCATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGGCAAG
CAATGTATGCCCCTCCCATCAAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGGGGAAATAATAATGAG----------------------------
-------------------------------------------------------------------------
----------
AGCGAGAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTGTATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCCACTGAGTCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>KF114888 
TTCTATTGTGATACAACAAAACTGTTTAGCAGGAATGAAAGTACTCTAAATTTAACAGGAAATTCAACAGAAG
GT-----------------------------------------------------------------------
----------------------------
TCAGATAAGACCATCACACTCAACTGCCACATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGAATACTACTGACACGTGATGGAGAAAGAAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAACCACTA---GGAGTAGCACCAACTATTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GCGTTCCTTGGGTTCTTGGCAATG---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF725927 
TTCTATTGTGATACATCAGGCCTGTTTAATGTTACATACTGGGTTAATGGTACAAACAGTAGTACAGGAAGCA
CC-----------------------------------------------------------------------
----------------------------
ACAAATTCAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTACCATTGCAGGAAACATAACATGTAAGTCACAA---
ATCACAGGACTACTATTGACACGGGATGGAGGAGAAGAACAAAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTCAAGCCAGTA---GGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAGAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725928 
TTCTATTGCAATACATCAAACTTGTTTAATAGTACACTGGTTAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCAATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAAG---
ATCACGGGACTACTATTGACACGTGATGGAGGAAATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGTT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725929 
TTCTATTGCAATACAACAAGATTGTTTAATGAAAGTACAGGATTGTTTAATGTAAGTATGTCA----------
-------------------------------------------------------------------------
----------------------------
AATAATACAAACATCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAACCATAACATGTATATCAAAC---
ATCACAGGATTACTATTGACACGGGATGGAGGTAACACAAGTGACTCA-------------------------
-------------------------------------------------------------------------
----------
AACAACAAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTGGCTCCAACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725933 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAACAGTACAAAAAATAGTACA-------------
-------------------------------------------------------------------------
----------------------------
GACAATGAAGAAGTAACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGAACAGAAAATGAT----------------------------
-------------------------------------------------------------------------
----------
ACTAGTACAGAGACATTCAGACCTGAAGGAGAAGATATGAGGAATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725935 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACGTACCATCCTAATGGTACATTCACATTCAATGGTACTA
ATATTAATAGT--------------------------------------------------------------
-------ACAGAAAGCACA------
AATAGTACAGAAGTTATCACAATTCCATGCAGAATAAAACAATTCATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGGAACATAACATGTAACTCAACC---
ATCTCAGGACTACTATTGACACGGGATGGAGGATTAGAGAACGGA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGA
TAGAAATTAGGCCATTG---GGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAAAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725936 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAACAGTACATACAATAGTGAGAATAATACT----
-------------------------------------------------------------------------
----------------------------
TCAGATAAAGACATCACACTCCCATGCAGAATAAAACAGATAATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGCAAAAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
GACAAAGAGATATTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725938 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAATGGTACATACACAAATGGG-------------
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAACAACAACAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCTCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAGTTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTGAAG-----------
----------------------AACGAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725944 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATATAATGGTACATATAATGGTACAGATAATGAT----
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGACAAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAGTCAAAT---



ATCACAGGACTATTATTAGTACGTGATGGAGGCAATACAAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT---------
GTGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725948 
TTCTATTGCAATACATCACAACTGTTTAATGGAACATACAATAGTACTACTAATGTTACAAAT----------
-------------------------------------------------------------------------
----------------------------
AATAATGCAACCATCACAATCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAGAAGGTAGGAAGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGGCTACTATTGGTACGTGATGGAGGCGATGATAATAAAACA-------------------------
-------------------------------------------------------------------------
----------
AAAGATGAAGAAATATTCAGGCCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACCAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725954 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAAGCCTAGATCCAATGATTCAGAG----------
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCTCACTGCCATGCAGAATAAAACAGGTTATAAACATGTGGCAACAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTGCTATTAGTACGTGATGGAGGCACAAATACCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAA--------------
----------------AAGGTGGGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725955 
TTTTATTGCAACACATCAGACCTGTTCAATGGAACATACACTCCTAATGCTAATAAGACAAAC----------
-------------------------------------------------------------------------
----------------------------
AGTTCTGAGGTCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAAC---
ATCACAGGACTACTATTGACACGTGATGGAGGAATAGGTGGCAAGGGCGAT----------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGATATTCAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACAGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725957 
TTCTATTGCAACACATCAGGCCTGTTTAAGGGAACATATAATGGAACATACAATGAAACAGACAACAATGGAA
CA-----------------------------------------------------------------------
----------------------------
CAGAATGATACCATCATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---



ATCACAGGACTACTATTGACACGTGATGGAGGACATGGCAAAAATAAT-------------------------
-------------------------------------------------------------------------
----
ACAGAAAATAAGACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAAACAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAGAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725959 
TTCTATTGCAATACCTCACAACTATTTAATGGTAGTGTACTACTTAATAGTAGTGATATAGAAAGTAATACTA
CA-----------------------------------------------------------------------
----------------------------
GGGGGTGAAAACATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGTTTACTATTGACATGGGATGGGGGAGATGAGACAAAAAATAAC----------------------
-----------------------------------------------------------------
CCAGACAAAGAGAAAAAT---
AACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725968 
TTCTATTGCAATACATCACAATTGTTTAATAGCACATACCTGTCATTGCTTAATAACACA-------------
-------------------------------------------------------------------------
----------------------------
GACAATGAGACCATCACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAACATAAAT----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGAAATTTAGGCCTTCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF725970 
TTCTATTGCGATACAACAAAACTGTTCAATGAAACAATACTGTTTAGTAATAGTAGTGAA-------------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACCATCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAATAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGACATGGGATGGAGGCAATAATAATGGAACAAATGGA-------------------
-------------------------------------------------------------------------
-------
ACAAATGGACCAGAGATATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---
------TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725972 
TTCTATTGCGATACATCACAGCTGTTTAATAGTACATTTAATAGTACAGAAAATAATTCAAGTGTC-------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCGATGCAGGATAAGACAAATTATAAACATGTGGCAGACAGTAGGACAAGCAATGTATAACCCTC



CCATTGCAGGAAATATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGTAAATAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AAAGATACAGAAACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGGTTAAGCCATTA---GGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGATTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGAA---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>KF725975 
TTCTATTGCAATACATCAAACCTGTTTAATGAAGACCTGTTAAATAAAAGCCTGGTTAAT-------------
-------------------------------------------------------------------------
----------------------------
ACAACATCAGATATTATACTCAGTTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGGCGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGAAACACAGGAGAG----------------------------
-------------------------------------------------------------------------
----------
AATATGACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725976 
TTCTATTGCAATACATCACAACTGTTCAATACATCACAACCGTTTAATAGTAGTACT----------------
-------------------------------------------------------------------------
----------------------------
GGGAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGCAAGTCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGCAATGGAGAAAACCAA-------------------------
-------------------------------------------------------------------------
----
ACAGAGAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGATAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
TTAGGGGCT---------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725983 
TTCTATTGCAATACAACAAAACTGTTTAATGAAACACTGTTTGCTAAG-------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGAAACAATTACAATCCCCTGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGTAACTGTAAGGAGACAAATGGT-------------------
-------------------------------------------------------------------------
-------
ACGAACTGTAGTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGGATAGCACCCACTGCGGCAAGAAGGAGAGTGGTA--------
-------------------------------ACGAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---
------GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725987 
TTCTATTGCAACACATCACAACTGTTTAATACATCAGGTATTATAATAAGTAAAAATGAG-------------
-------------------------------------------------------------------------
----------------------------



ACAGATAAAAATATCACACTCCCTTGCAGAATAAAACAAATTATAAATCTGTGGCAAAAGGTAGGAAGGGCCA
TATATGCCCCTCCCATTAAAGGAAACATAACCTGTACATCAAAT---
ATTACAGGACTACTATTGACACGTGATGGAGGGGCAGGTAATAACACA-------------------------
-------------------------------------------------------------------------
----------
GATGGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATCAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATGGGAGCT------
---ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725990 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACATTAATAGTATAGGAAATGATTCAAGCGAC----
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTGCTACTGACACGCGATGGAGGAAACATTACCAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KF725995 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACAAGCCTGGGCCTGGATGGTAATAGTACAGGCAATGGTA
CAGGCCTGAAT--------------------------------------------------------------
----------------------------
AGTAATAGTACAATCACACTCCCATGTAGAATAAAACAATTTATAAATATGTGGCAAGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTGAATCAAAA---
ATCACAGGACTTCTATTGACACGTGATGGAGGAGGGGACGACAGGAGT-------------------------
-------------------------------------------------------------------------
----------
CGCACTGAAGAAAAATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAGATTAAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF725996 
TTCTATTGTAATACATCAGGCCTGTTTAACTCAAGCCTGCTTAACTCATCAGATAGTACAAACAGCAGTACA-
-------------------------------------------------------------------------
----------------------------
GACAACGATACTCTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGGCTACTATTGACACGTGATGGAGGCACTACTGATAATAAT-------------------------
-------------------------------------------------------------------------
----------
ACAGAGACAGAGACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGATGGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGCACAG---GCCAAACAT---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725997 
TTCTATTGCAATACATCACAACTGTTTAATACTACAGAACAT-------------------------------
-------------------------------------------------------------------------
-------------------ACA---



ACGAACACCACAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAG
CAATGTATGCCCCTCCCATTCCAGGGAAAATAACATGTAAGTCAAAT---
ATCACAGGACTACTTTTGACAAGGGATGGAGGAGACAGAAATGGCACAGAT----------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KF725999 
TTCTATTGCAATACATCAAAACTGTTTGGCAATGAGAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACCATAAAAATCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGTGCAA
TGTATGCCCCTCCCGTTGAAGGAAATATAACATGTAAATCAAAC---
ATCACAGGGCTACTACTGACACGTGATGGAGGTACAAATGGTACT----------------------------
-------------------------------------------------------------------------
-------------
ACACCAGAAATATTCAGACCTACAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF726000 
TTCTATTGCAATACATCAAACCTGTTTAATAGTAGCCTGTTTAATAGCACAGAGAATGATACAGAT-------
-------------------------------------------------------------------------
----------------------------------------
ATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAATGTATGCTCCTC
CCGTTGCAGGAAACATAACATGCAGATCAAAT---
ATCACAGGGCTGCTATTGACACGAGATGGAGGTAATAAAGAAGGCAACCAAACA-------------------
-------------------------------------------------------------------------
----
GGGAATAATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTGATAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726001 
TTCTATTGCAATACTTCAGGACTGTTCAATGGGACATACAATGATACAAATACATACAATGGTACATACAATA
ATACAGGA-----------------------------------------------------------------
----------------------------
AGTAACTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAACGTGTAACTCAAGT---
ATCACAGGATTACTATTGACACGAGATGGAGGATTAAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGAAATTCAGACCTGGGGGAGGAGACATGAGGGATAACTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAGGCACAAAGGAGAGTGGTG-----------------
----------------------AAAAAAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTACTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATC 
>KF726011 
TTCTATTGCAATACAACAGGACTATTTGGAGATAATACAAACAAGAGCATCACA-------------------
-------------------------------------------------------------------------



----------------------------
GGCAATGGGACCATCACACTCCCATGCAAGATAAAACAAATTGTGAACCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726014 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACATACAATACCTCAAATACAGGCAACAGTACT-------
-------------------------------------------------------------------------
----------------------------
TCAAATACAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGACGAGCAA
TGTATGCCCCACCCATTGAAGGAAATATAACATGTAAATCAAAC---
ATTACAGGACTACTATTGACACGTGATGGAGACAAT-------------------------------------
-------------------------------------------------------------------------
----------
AACGCGACAGAAACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------CAAAGGGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGGTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF726020 
TTCTATTGCAATACAACAAACCTGTTTAACAATTCACACCTGTTTAACAGTTCAAAA----------------
-------------------------------------------------------------------------
----------------------------
GACAATGGAACCATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGGCAAGCAA
TATATGCCCCTCCCATTGAAGGAAAGATAGTATGTAACTCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGGAAAAACCAACAGCACA-------------------------
-------------------------------------------------------------------------
----------
AACAGAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAGTATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCTCCTACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726022 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGAAACAAGCATAAACACAACAAACACAACAGACACA-
-------------------------------------------------------------------------
----------------------------
CCTAACACACCTATTGTACTCCCTTGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGCCGAGCAA
TGTATAACCCTCCCATTGCCGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACAACACA----------------------------
-------------------------------------------------------------------------
-------------
AGAAACGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTAGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---CTGCTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF726025 
TTCTACTGCAATACAACAAAACTGTTTAGTGATGCAAACAACAGTGATTCAGGGGTC----------------
-------------------------------------------------------------------------



----------------------------------------
ATCACACTCCCATGCAGGATAAAACAAATTGTAAACCTGTGGCAGAGGGTAGGACGAGCAATGTATGCCCCTC
CTATTAAAGGAATCATAACATGTAAATCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGCACAAGCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACCTTTAGACCTGTAGGAGAAAATATGAAGGACAATTGGAAAAATAAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAAAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU749416 
TTCTATTGCAATACATCACAACTGTTCAATAGTACATACAATAGTAAATACAATGATACAAATAGTACACAT-
-------------------------------------------------------------------------
----------------------------
GAGAACAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGTAGGAAACATAACATGTACATCAAAC---
ATTACAGGAATACTATTGACACGTGATGGAGGAGGATCAAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAGAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAA---GCCAAGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH933705 
TTCTATTGTGATACAACAAAACTGTTTAATAATACGATAGAAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GAGTCAGACCCCATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACCGGAATACTATTGACACGTGATGGAGGAACAAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAGTTAAACCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GCGATCATTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>MH933704 
TTCTATTGCAATACAACAAACCTGTTTAATGAAACAGAACTTAATAGAACAAAGACA----------------
-------------------------------------------------------------------------
----------------------------
AAAGAAAACATAACCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCCCTCCCATAGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGGCTACTATTAACACGTGATGGAGGGATTAACAAAACAGAG-------------------------
-------------------------------------------------------------------------
----
CCCGACAACAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAATAGAAATTAAGCCATTG---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGGAGCC---------TTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAGAGC---AATCTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK643564 



TTCTATTGCAATACAACAGCACTGTTTAATACAACAGCACAGGGAAAGGAT----------------------
-------------------------------------------------------------------------
----------------------------
ACAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGGAAATGAA----------------------------
-------------------------------------------------------------------------
----
ACAGACAACAGAACAGAGACATTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCAAATGGGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAACGAGCA---GTGGGA---
ATAGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK643538 
TTCTATTGCAATACAACAAAATTGTTT------------AATGAAAATACAACAAAGGTTAATGAAAGTACA-
-------------------------------------------------------------------------
----------------------------
ACAAATGATACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAACGGAAACACGAGTACA----------------------
-------------------------------------------------------------------------
-------------
GAGATAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAGG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAT---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MK643537 
TTCTATTGCAATACATCAAAACTGTTCAATGGTACATATAATGGTACAGATACATCTAAT-------------
-------------------------------------------------------------------------
----------------------------
GATACAGATAAAATCACCCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAAC---
ATCACAGGAATATTATTGACACGTGATGGAGGAGGAACAAATGGGACA-------------------------
-------------------------------------------------------------------------
-------------
TCCAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAACCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN097551 
TTCTATTGTAATACATCAAAACTGTTTAATAATACACTGATTAATAATAAAAACATGTCT-------------
-------------------------------------------------------------------------
----------------------------
ACTGATCCAAACATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTGATATTGGTACGTGATGGAGGGAAAGACACAAACAACACA----------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATAAAG
TGATAGAACTTAGACCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>MN097661 
TTCTATTGTAATACATCACAATTGTTTAATAAT----------------------------------------
-------------------------------------------------------------------------
-------------------GAG---
ACAACACATAGCAACATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCAATAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTCCTATTGACACGTGATGGAGGAAACAATAACATTACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MN097648 
TTTTATTGCAATACATCAAGACTGTTTAATGGTACATTTAATGGCACATACATTAATGGCACATACATGTCTA
ATGTG--------------------------------------------------------------------
----------------------------
ACAAATCCAAACATCACACTTCTATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTACATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGGAACGACAGTAACGGG-------------------------
-------------------------------------------------------------------------
-------------
ACACACGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCATTG---GGGATAGCACCAACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGAATGCTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>MN097654 
TTTTATTGTAATACTACAAAACTGTTT------ACAGAACCGTTTTCAAATACATCA----------------
-------------------------------------------------------------------------
----------------------------
ACCAATGATTCCCTCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGATACATAACATGTGCCTCAGAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAGGGAATGGAACAGGG----------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN188292 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACATGCGGCCTAACAGTACAGGAAATACT-------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGACAGACAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAGTTAAGCCATTA---GGACTAGCACCCACTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>AY118165 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACATGCCTAATAGTACATACATGCATAATGCTACAG
AA-----------------------------------------------------------------------
----------------------------
AGTAATGCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGTAGGAAACATAATGTGTAAATCAAAT---
ATCACAGGAGTACTATTAGTACGTGATGGAGGAAACACAAACGGG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAAAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY118166 
TTCTATTGCAATACAACAAGCCTGTTCAATGGTACATACCCATCTACAGGAAATAATACAACT----------
-------------------------------------------------------------------------
----------------------------
TCAAATGGCACCACCACACTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTAGTACGTGATGGAGGCATAAACAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GGCCCAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286227 
TTCTATTGCAATACAACAAGACTGTTTAATAATAATGCTACA-------------------------------
-------------------------------------------------------------------------
----------------------------
GAAGATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAGGACAATAAA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAACTTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTAGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY158533 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACGTACAATAGTACAGGAAGTTCTTCAAAATCA-------
-------------------------------------------------------------------------
----------------------------
ACAAAGTCAACCATCACACTCCAATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAAAAATAGTTCA----------------------------
-------------------------------------------------------------------------
----------
AAGGAGATAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAGGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 



>AY158534 
TTCTATTGCAATACATCAGTATTGTTTAATAGTACATACAATCCTAATGGTAATTCAACTTCAGGTAAT----
-------------------------------------------------------------------------
----------------------------
TCAACTTCAACCATTACCCTCCAATGCAGAATAAAACAAGTTGTAAACATGTGGCAGACAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAACATGTAGATCAAAC---
ATCACAGGACTACTATTGGTACGTGATGGAGGGAGCAATGATACA----------------------------
-------------------------------------------------------------------------
-------------
GAGCCAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY158535 
TTTTATTGCAATACATCACAACTGTTTAATAGTACATACAATAGTACATACATGTCTAATAATACAGGAGAGA
AT-----------------------------------------------------------------------
----------------------------
TCAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCCCCCATTGCAGGAAACATAACATGTCTATCAAAT---
ATCACAGGATTACTATTGACAAGGGATGGAGGAAATGAGAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY529659 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACATATTCTAATGGTACAGAAGGTAATTCAAATTCAAGTG
CT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTAAGGGATGGAGGTACCACAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATACAAAG
TGGTAGAAATTAATCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCCCTATG---GGCGCACGTTCA---
ATAACGCTGGCGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY043176 
TTCTATTGTAATACATCAAACCTGTTTAATAGTACATACAATAGTACATACAATAGTACCCAGCCT-------
-------------------------------------------------------------------------
----------------------------
GGAAATAAAACCATCACCCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGACACGTGATGGCGGCATAAACAGCTCA----------------------------
-------------------------------------------------------------------------
----------
GAGAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTA-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGGACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCG---
ATGGCGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>DQ411850 
TTCTATTGCGATACAACAAAACTGTTTAATGAAAGTAATTTAAACACAACC----------------------
-------------------------------------------------------------------------
----------------------------
AACACAACCACCCTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTACGCCCCTCCCGTTGAAGGAAACATAACATGTAACTCAAGT---
ATCACGGGACTACTATTGGTACGTGATGGAGGAAACACGAGTAAC----------------------------
-------------------------------------------------------------------------
----------
TCCACACCAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529661 
TTCTATTGCAATACGACAAAACTGTTTACTGGAAATGATTCATACATAAATAAT-------------------
-------------------------------------------------------------------------
----------------------------
AATACAATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGAGACACAAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAAAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529662 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGATTCAAACAATGGCACAAGTGATTCA----------
-------------------------------------------------------------------------
----------------------------
AACAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACACGAGTGGC----------------------------
-------------------------------------------------------------------------
----------
GATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGGCGCAAAAAGGATAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY162224 
TTCTATTGCAATACAACAGACCTGTTTAATAGTACATACAGTAATGGTACATGCACTAATGGTACATGCATGT
CT-----------------------------------------------------------------------
-------------------------
AATAATACAGAGCGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATTACAGGACTACTATTAACACGTGATGGAGGAGATAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAGG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGCTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>AF391234 
TTTTATTGCAATACATCAGGCCTATTTAATAGAACATTTAATAGTACATACATGCATAATAGTACAAAC----
-------------------------------------------------------------------------
----------------------------
AATGACTCAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGCGAAAATGGCACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGGTATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCAATAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAA---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF391238 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACATGCCTAATGTTACAGAAAGTAATGGTACAGAAA
GT-----------------------------------------------------------------------
----------------------------
AATGTAACGATGATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGCAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTGGTACGTGATGGAGGCACAGAGGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAATGAACTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGCG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT---------
GTACTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATGTGTTGCAGCTCACGGTCTGGGGCATT 
>AF391242 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCCAATGGTACAGACAAGTCTAAT-------
-------------------------------------------------------------------------
----------------------------
GATACATCACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCGCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAAATAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AAATTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391246 
TTCTATTGCAATACAACAAAACTGTTTAATATAACAGAAGTGCAGAGGAATGTAAATGAT-------------
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACACTCACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACATAACGAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>AF391247 
TTCTATTGCAATACATCACAACTATTTAATAGTACATACAATTCTACACAAATGCATAATGATACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATACTATTAGTACGTGATGGAGGCAACACAAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGGAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAGGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391250 
TTCTATTGCAATACAACACAACTGTTTAATAGGACATACAATACAACACAACTGTTTAATGGTACATACAGCT
CTAAC--------------------------------------------------------------------
-------------------------
GATACAGAAAGTAATTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCTATAAAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTGTTGGTGCGTGATGGAGGAGAAGACAATAACACA-------------------------
-------------------------------------------------------------------------
-------
GAAAATGACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY529664 
TTCTATTGCAATACAACACAACTGTTTAGTAATGAAAGTATA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACGAAACCATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATAGCCCTCCCATTGCAGGAAACATAACGTGTAACTCAAAA---
ATCACAGGACTACTATTGACACGGGATGGAGGAGAAAACACAACA----------------------------
-------------------------------------------------------------------------
----------
GAGAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY529665 
TTCTATTGCAATACAACAGAACTGTTTACTAATACAAGTAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
GCAGACACAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAAAATGTACCTCAAAT---
ATCACAGGATTACTATTGACACGGGATGGAGGAGGAGATAACACA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCAACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCCTTGGGTTTCTTGGGAAGCAGCCAGGAAGCACTATG---GGCGCCGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 



>AF411967 
TTCTATTGCAATACATCAAAACTGTTTAATAGGCCTAATGGTACAGAGAGTAATTCAAACCAAACCACAGAGA
GT-----------------------------------------------------------------------
-------------------------
AATTCAAACAGAACCATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACAAG
CAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTACCTCAAAT---
ATCACAGGACTACTATTGACACGAGATGGAGGAGAGAAAAATACAACA-------------------------
-------------------------------------------------------------------------
----------
AATGAAAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCT---GTGGGACTACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---ACTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU293450 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACATACAATAGTACATACAATAGTACTAATGCTACAGAGG
GGAGT--------------------------------------------------------------------
-------------------------
AGTTCAAATGGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAATAACAGATAATAGC----------------------
-------------------------------------------------------------------------
----
ACAGACAACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---CTATTG---
GCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY529673 
TTCTACTGCAATACATCACAACTGTTTAACAGTACGTTTAATGATACAAGGGAAGATTCAAACAGCACAGATA
ATTCA--------------------------------------------------------------------
-------------------------
AACAGCACAGCAAACATCACACTCTCATGCAGAATAAAGCAATTTGTACACATGTGGCAGGAGGTAGGACGGG
CAATGTATGCCCCTCCCATTGAAGGAAACATAAACTGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAAATAACAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGATGCAAGAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529675 
TTCTATTGCAATACATCAAGCTTGTTTAATAGTGCATACGTGTTTAATAATGGTACATACATGTATAATAGTA
CAAAT--------------------------------------------------------------------
-------------------AGT---
ATTTCAGACTCAGACATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGAACCAATGACAGT-------------------------
-------------------------------------------------------------------------
----------
AGGGAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGGATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCAGTAGTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---ATATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY228556 
TTCTATTGCAATACATCAAGACTGTTTAATGATACATTGCTTAAAAATAATACTAATGAT-------------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTAACACGGGATGGAGGGAGTAGTAACACA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATATTTAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---TTGGGGGGCATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY529676 
TTCTATTGCAATACATCAGAACTATTTAATATTAATATTACAGGAAATGATAGTAGTAGTATAAAC-------
-------------------------------------------------------------------------
----------------------------
AATACTACAAACATCACACTTCCATGCAGACTAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAAATTAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAGCCTCCACCAACAGCACC----------------------
-------------------------------------------------------------------------
-------
ACCACCAACACAGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCAGCATTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529677 
TGCTATTGCAGCACATCAGGCCTGTTTAATTTTACGTTTAATGGTGCAGCAATAATAGATAATAATAAT----
-------------------------------------------------------------------------
-------------------------
AGTACAGATAATATCACACTCCAATGCAGAATAAGACTAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATAACCCTCCCCCCAGTGCAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAAGAATGTAACA----------------------------
-------------------------------------------------------------------------
----------
AACAATACAGAAACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAGAAATTAAGCCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>AY529678 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGCTTGCTGAATAATACAGCAGATAAT-------------
-------------------------------------------------------------------------
----------------------------
TCAACTTCAACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAG
TATATGCCCCTCCCATTAGAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTATTGTTGACACGTGATGGAGCAGGAAATGAG-------------------------------
-------------------------------------------------------------------------
----------------------
ACATTCAGACCTCTAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAACCATTA---GGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATTGGAGCT---------
GTGCTCTTGGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>DQ447266 
TTCTATTGCAATACATCACAACTGTTCAATACATCACTGTTTAATGATAGTTCAATT----------------
-------------------------------------------------------------------------
----------------------------
TCAAATAGAACCATCACACTTCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTAGTACGTGATGGAGGCACAAACAACACA----------------------------
-------------------------------------------------------------------------
----------
AATAACATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTA---GGATTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY043174 
TTCTATTGCAATACATCAAAACTATTTAATGATAGTCTAGTAAATGATACAGAA-------------------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACTATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAACAGATAACACA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY043175 
TTCTATTGTGATCCACCAAAACTGTTTAATGAACCAAAACTGTTTAATGAAAGTGAATATGTA----------
-------------------------------------------------------------------------
----------------------------
GACAACAAAACCATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACATGGGATGGAGGAGAGAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGGGGTATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAATCAAAAAGGAAAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ411852 
TTCTATTGCAATACAGCAGACCTGTTTACTAATGCAACAAAACTGGTTAATGATACTGAA-------------
-------------------------------------------------------------------------
----------------------------
AATAAGGCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGGTAATGTTACAGAA-------------------------
-------------------------------------------------------------------------
-------
ATTAATAGAACAGAGATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAAGGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522722 
TTCTACTGCAATACAACAACACTGTTTAATAGTACATACAATCCTAATGCTACAGGAAGTGTC----------
-------------------------------------------------------------------------
----------------------------
ATAAACGAAAACATCACACTACCATGCAGAATAAAACAATTTATAAATACGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAATACAAATGGCACA-------------------------
-------------------------------------------------------------------------
----------
GATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AY522723 
TTCTATTGCAACACATCAAGACTGTTTAATAGGACATACATGTTTAATAGTACATACAATGATACAGGAACAA
AC-----------------------------------------------------------------------
----------------------------TCAAACTCCATACTCCCATTCCCATGC------
AAACAAATAATAAACATGTGGCAGAGGGTAGGGCGAGCGATGTATGCGAATCCCATTGCCAGTGACATAACAT
GTAAATCAACT---ATCACAGGACTACTGCTGACGCGGGATGGTGGAAACAGAAACGAA--------------
-------------------------------------------------------------------------
------------------------
ACTAATGGCGAGATATTTAGACCTGGTGCAGGAGATATGAGGGAGAATTGGAGAAGTGAATTATATAAGTATA
AGGTGGTAGAAATTAAGCCATTG---GGTGTAGCACCCACGGCGGCAATAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGAGCA---GCG------ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGGA---GCCGGAAGCACTATG---GGAGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCACACGA---TGGCTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTGGCAAGTCACGGTCTGGGGCATC 
>AY522724 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATATACAATAGTACAAACAGTACTAGTACAAACAGTACT-
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAGATGATAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
AAAACAGAAACCTTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCC---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522725 
TTCTATTGCAATACAACAGGACTGTTTAATGGAAGTAAGGCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACCATCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAATTGGGAAAAACAGT-------------------------
-------------------------------------------------------------------------
-------
ACCAATGGCACAGAAACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>AY522727 
TTCTATTGCAATACAACATCCCTGTTTAATAATATATACTCGAACAAGACAGGCTCGCCTAAT----------
-------------------------------------------------------------------------
----------------------------
GAGAAAGAAATCATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGTTACGGGATGGAGGAAACTTCAGCCGC----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
GTGCTCATTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY522729 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACAGGAAACAATGGTACA----------
-------------------------------------------------------------------------
----------------------------
GGAAACAAGAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGAAATAAAAATAATACA----------------------
-------------------------------------------------------------------------
-------
GAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGGCAAAAAAGAGCA---GTGGGA---GTAGGAGCT---
------ATGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGACGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522730 
TTCTATTGCAATACATCAAACCTGTTTAATGGGATATACAATCCTAATGGTACTGCAATTTCA----------
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATTACACTCCAATGTAGAATAATACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGCTACGTGATGGAGGAGGTTCTAGTGAGAAT-------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGGATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522736 
TTCTATTGCAATACATCAGGCTTGTTTAATAACAAAGAGTCTAATAATACAGAAGGAAATTCAAAT-------
-------------------------------------------------------------------------
----------------------------
TCAACTTCAACCATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACAAATATCACA-------------------------
-------------------------------------------------------------------------
----------
AACGCAACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTAGGATTT---GCAGGAAGCACTATG---GGCGCAGCATCA---



GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168308 
TTCTATTGCAATACATCAAAACTGTTTAATACATCAGAACCAGAACTGTTTAATGGCACAGCAAACAGTACT-
-------------------------------------------------------------------------
----------------------------
TCAACTACAGACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTAATATTGACATGGGATGGAGGGAATAGGAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF411966 
TTCTATTGTAACACATCAAAATTGTTTAATAGGACAAACCCGTTTAATAGT----------------------
-------------------------------------------------------------------------
----------------------------
ACAGATTCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGACACGTGATGGAGGAATTAGCAAAAGGAATAAC----------------------
-------------------------------------------------------------------------
----
ACAGAGAATAACATAGAAATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGATAGAAATTAGGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGCCA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---
TCTGGTGTAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU216805 
TTCTATTGCAATACAACACAACTGTTTAATGAAAATATTACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGT
ATGCCCCTCCCATTGCAGGAAAGATAACATGTATTTCAAAT---
ATCACAGGACTAATATTAGAAAGGGATGGAGGAAACAACAGGACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACGGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------AATAGAGGAAAAAGAGCAGTAGTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
CTGACGCTGACGGTACAG---GCCAAACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625593 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGACTAACAGGACTAGTAATATAACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCCCCCATTAAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCAAGACTAATGATAGC-------------------------
-------------------------------------------------------------------------
----------
GATAGCACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAATCCATTG---GGACTAGCACCCTCTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------



---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625570 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGAAACAGCATGGGATAAAACAGGGAATAAAAGTAAT-
-------------------------------------------------------------------------
----------------------------
CCAAATAGCACAATTATACTCCCATGCAAAATAAAACAAATAATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCGGGAAAAATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACGAATAATACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGA---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625595 
TTCTATTGCAATACATCAAAGTTGTTTAATGGTACTTTAAATTCAACCATAGTTAATAATGAT----------
-------------------------------------------------------------------------
----------------------------
CCAAATGCAACCATCATAATCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAACTCAACC---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGCAAATGGCTCAGGA----------------------
-------------------------------------------------------------------------
-------------
GGAGAGGAGATCTTCAGATTGGCAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625590 
TTCTATTGTAATACATCAAGCCTATTTAATGGAACATACGATGAAACATCCCATAACAATACCCGGTAT----
-------------------------------------------------------------------------
----------------------------
GGAAATGGAACCATTACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGGCGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGATTACTATTGACACGTGATGGAGGTAAGACTGGGAAA----------------------------
-------------------------------------------------------------------------
----------
AATGGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625589 
TTCTATTGCAACACAACAAAGTTATTTAATAGCACATACAATTTTACAGCTGGGTTTACTAGTACAAATAATT
CAGAC--------------------------------------------------------------------
----------------------------
AATACTTCAACCATCACACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCTCCCCCCATTGCAGGAAACATAACATGTAACTCAACT---
ATCACAGGATTACTATTAGTACGTGATGGAGGCAATAATAAGAATGGC-------------------------
-------------------------------------------------------------------------
-------
ACAAAGACAGAAGAGACATTTAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAACCATTG---GGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---



------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAACGTCA---
GTGGCGTTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625572 
TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAGTACTAATGGTACATACAAGTTTAATGGTACAG
AAAGTAATTTT--------------------------------------------------------------
----------AATGATACA------
GGAGATAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAAAGGTGGGGCGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTGCTATTGGAAGGGGATGGGGGAAATGATACCACA----------------------------
-------------------------------------------------------------------------
-------------------
AAAACATTTAGACCTATAGGAGGAGAAATGAGGAATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAACCATTG---GGAGTAGCACCCACAAGGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ625566 
TTCTATTGCAATACAACAAAACTGTTTAATGGCAGTGCCAGT-------------------------------
-------------------------------------------------------------------------
-------------------------------
GATAACATCACAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGT
ATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAAATGAGAATAACAAA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTTGCACCCACGAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625573 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATGGTACAGACACATTTAATAGTACTAAT----
-------------------------------------------------------------------------
----------------------------
AGTACAGAAATCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGAGGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGGTACTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAGG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAATGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625587 
TTCTATTGCAATACGACAAAACTGTTTGATGAGAGTGAGTCAAACGCAACCATAACCAAAAATGAGAAA----
-------------------------------------------------------------------------
----------------------------
AATGAGTCAGTCATAACCATCCCATGCAAAATAAAACAAATCGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGAACGTGATGGAGGAGACACGAATAAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGAAATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGA
TAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625574 
TTCTATTGCAATACAACAAAACTGTTTAATAATAGTCTGAGGAATGAAAGTGTCTCTGGTAAT----------
-------------------------------------------------------------------------
----------------------------
GAAAACGAGACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTCTTAACACGTGATGGAGGAAACGGAAACTCAACG-------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAAACATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625586 
TTCTATTGCAATACATCAGACCTGTTTAATACAAGCATCACAGCAAACACC----------------------
-------------------------------------------------------------------------
----------------------------
ACAAAATTTAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAACATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATATAAATGCC----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGACACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCAGTA---GGGATAGCACCCTCTACGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625575 
TTCTATTGCAATACATCAAATCTGTTTAATAGTACTAATAGT-------------------------------
-------------------------------------------------------------------------
-------------------------
ACAAAAAGTTCAAACATCACCATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAAAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAAGGGAAAGAACACAAGT----------------------
-------------------------------------------------------------------------
----------
AACACCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGATTAGCACCCACTGAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>HQ625585 
TTCTACTGCAATACATCAAACCTGTTTAATGAGACATTGTTTAATGAGACACGGGCTAATAATACAAAA----
-------------------------------------------------------------------------
----------------------------
AATGATTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCATGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAAGAGCAGCACAGAG----------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------



GTACTCCTAGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCAGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625576 
TTCTATTGCAATACATCAAAGCTGTTTTTTGGTACATACAATTCTACATCCAGTTCTACACACAATAAGACTA
AT-----------------------------------------------------------------------
----------------------------
AGTGCAGAAACCATCATACTCCCATGCAGAATAAAACAAATTGTGAACATGTGGCAGAGTGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGTATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACTAACAGCAGT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTGTATAAATACAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625584 
TTCTATTGCAATACAACACAACTGTTTAATAATAGTAATCCA-------------------------------
-------------------------------------------------------------------------
----------------------------
GACAACGGAACCATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATAACATGTAACTCAAAT---
ATCACAGGACTATTACTGACACGTGATGGAGGGAATACAACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAACCATTG---GGAGTAGCTCCCACTACATCAAGAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625565 
TTCTATTGTAATACATCTAAACTGTTTAATGGTACATACATGCCTAATAGTACTAACAATAATTCAGATAAC-
-------------------------------------------------------------------------
----------------------------
CTCAACAGTACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---
ATCACAGGATTGCTATTGACACGCGATGGAGGAAAAAATAGCACAGGA-------------------------
-------------------------------------------------------------------------
-------
GGAAATAACACAGAGACATTTAGACCTGAAGGAGGAGATATGAAAAATAATTGGAGAAGTGAGTTATATAAAT
ACAAAGTGGTGGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGCAAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625583 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAAGCAGGCTAACAGTACAGAAGAT----------
-------------------------------------------------------------------------
----------------------------
AAGAACAAGACCATCATACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTAATATTGACACGTGATGGAGGAAACACTAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCAGTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGGA---GTGGGA---CTAGGAGCT------



---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625578 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATACAATGGTACTAAGGTTAATAGTACAAACAGT----
-------------------------------------------------------------------------
----------------------------
ACTAATGGTATTATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGCAACTCAAGT---
ATCACAGGACTACTATTGGTTCGTGATGGAGGTAACGATAGCACC----------------------------
-------------------------------------------------------------------------
----------------
ACGGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGG
TAGAAATTAGGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625594 
TTCTATTGCAATACAACAAAGCTGTTTAATATGACATATAATGGTACAGCAAGCTCACATAATGAT-------
-------------------------------------------------------------------------
----------------------------
ACAAATGAATACATTACACTCTCATGCAAAATAAAACAAATTGTAAACATGTGGCAAGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTGCTTCAAAT---
ATCACAGGACTACTCTTGACACGTGATGGAGGAACTAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAAATATTCAGACCTATAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625579 
TTTTATTGCAACACATCAAGCCTGTTTAATAGTACATACAATAGTGCATACAATCCTAATGATACAAGA----
-------------------------------------------------------------------------
----------------------------
AGTAATGACACCATCACAATCCAATGCAGAATAAAACAGATTATAAACATGTGGCAACAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAAC---
ATCACAGGATTACTATTGATGCGTGATGGAGGAACAGGAAATGAGACTAAT----------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCAACTGATGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ625567 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACAGACATGTATAATACTACAAAC----------------
-------------------------------------------------------------------------
----------------------------
AGTACTTCAAGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAAC---
ATCACAGGAATACTCTTGACACGTGATGGGGGAATTAGCAAAACT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATACAAAG
TGGTAGAGATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGGATAATGGGAGCT---------



ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894134 
TTCTATTGTGATACATCAGATCTGTTTAATAATACAGACATGTCTAATGATACAGCAGAA-------------
-------------------------------------------------------------------------
----------------------------
GGCAATTCAACCATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTGCTATTGGTACGTGATGGAGGAACAAACACAAGT----------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTGATAGAACTTAGACCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625592 
TTCTATTGCAATACATCACAACTGTTTAATAGTATATACAGTCCAGGCAATAGTACAAACAGTTCAGAC----
-------------------------------------------------------------------------
----------------------------
AAGAATGCAAACATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAG---
ATCACAGGACTACTATTGACAAGTGATAAAGGAGGAGATGGAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATCAAGCCATTA---GGAATAGCACCCACCGAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625571 
TTCTATTGCAATACATCAAGCCTATTTAATGGGACCTTCAATGGTACAGAAAGCAAGATAAACTCA-------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACAATCCCATGCAGAATAAGACAGATAATAAACATGTGGCAAAGGGTAGGACAAGCAA
TGTATGCTCCTCCCATAGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGACATGGTAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AGAGGGAACGAGACCTTCAGACCTGGAGGCGGAGACATGAAGGATAATTGGAGAAGTGAATTATATAAGTATA
AGGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCG---GCA------CTAGGAGCT------
---GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU939100 
TTCTATTGCAACACATCAAGGCTGTTTAATAATACAGAAAAAAATAGTACAGGAAATGATACAAAAGGGAGAG
AAGGT--------------------------------------------------------------------
-------------------------
GATTTAAACTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCCCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATAACAGGGCTACTATTGACACGTGATGGAGGCAATCCTAATAACAAAACCTCA-------------------
-------------------------------------------------------------------------
----
GCAAACAACGACACAGAGATATTCAGACCAGAAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCTCCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---



ATGGGAGCT---------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGCAG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM036825 
TTCTATTGCAATACATCAAAACTGTTCAATGGTATATATAGGAGGCCTAACAGTACAGGAAAAACT-------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCTATTGCAGGGAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTGGTGACAGTGTTAGCAGAAAC------AACTCAGAC---
GGA---------------------------------------------------------------
AACGAGTCAGAAACAAAC---
AAGTCAGAAATATTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTAAGCCATTA---GGACTGGCACCCACTAAGGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TTTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229391 
TTCTATTGCAATACATCACAATTGTTTAATAAGACATACATGGCTAATGGTACAGAGATGCATAATAATGATA
CA-----------------------------------------------------------------------
-------------------------
GGAAATGATTCAAACATCACACTCCAGTGCAGAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGAAGAG
CAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTAACTCAAGC---
ATTACAGGAATAATATTGACAAGAGGTGGTGGGGCTAACAATGATACC-------------------------
-------------------------------------------------------------------------
-------
TCTGATACCTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTG---GGAATAGCACCCACTGCTGCAAAAAGGAGAATGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254142 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACACACGATCCTAATGATACAGAAAATAATTCAACAACAA
AC-----------------------------------------------------------------------
----------------------------
AGTAGTGCAGTAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCGTTAGAGGGAAAATAACATGTAATTCAAGT---
ATCACAGGACTACTATTGACATGGGATGGAGGAAGGACAAATTCT----------------------------
-------------------------------------------------------------------------
-------------
AGCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTGGCACCCACTGAGGCAAGAAGGAGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCAGTAGTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB254149 
TTCTATTGCAATACATCAAGACTGTTCAATAGGACATACATGCATAATGGTACAGAAAATAGTTCAAATTCAA
CCAGT--------------------------------------------------------------------
-------------------------
AGTTCAAATTCAACCATCATACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATATATGCCCCGCCCATTGCAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATAACAATGGAAGAGGAAGT------------AAC----
--------------------------------------------------------------------
GATAGTACAGAAACA---
GAAACAGAAACATTCAGGCCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATAAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------



-------------------------GAGAGAGAAAAAAGAGCA---GCC------CTAGGAGTT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254153 
TTCTATTGCAATACATCAAAACTGTTTAACAATACACTGGTTAATAGTACTAAT-------------------
-------------------------------------------------------------------------
----------------------------
GATACAGAACCCATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTGGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGATTACTACTGACAAGTGATGGAGGAGGACAAACAAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACCAACGAGACAGTCAGACCTGCAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KY229251 
TTCTATTGCAATACCTCAGGACTGTTTAATAGTACATACATGCCTACATACAATGGTACAGCA----------
-------------------------------------------------------------------------
----------------------------
AATGAATCAATCATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAACT---
ATCACAGGACTACTATTGGTACGCGATGGGGGGAATATCTCAACT----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036760 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATGGTACAGATAGTGATACAAACAGTTCT----
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAAATGAAAGTAAC----------------------------
-------------------------------------------------------------------------
-------------
CCAATGGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAAATTAAACCACTA---GGATTAGCACCAACTAAGGCAAAAAGGAGAGTGGTGGAG-----------
-------------------------AAGAGACAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCGCTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229414 
TTCTATTGTAATACATCAGGCCTGTTTAATAATACAGAAAGTAGTAATAATACAGTAGATACAAAC-------
-------------------------------------------------------------------------
----------------------------
AGTACTCTAAATTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACAAGAAAAAGGA----------------------------
-------------------------------------------------------------------------
----
CAAAAAAATGACACAGAGAAATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----



----------------------------------GAGAGAGAAAAAAGAGCA---GTGACA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229678 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGAATATACAATGGTACATTCTCTAATAATACT-------
-------------------------------------------------------------------------
----------------------------
GCAAATTCAAGCATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTCCTATTAATACGTGATGGAGGGTATGATAATAACAAAACAAAC------TCA---------
ACAGAA-------------------------------------------------------------------
--------------
ACAAAAGAAATATTCAGACCTGAAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229337 
TTTTATTGCAATACATCAAGACTGTTTGAGAATGAAAATAACACAGATGAT----------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACCATCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCACCTCCCATTGCAGGACACATATCATGTAACTCAAGT---
ATCACAGGACTACTGTTAACACGCGATGGAGGAGGGAAAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAAGAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229352 
TTTTATTGCGATACATCAAAACTGTTTACAAATAGGACATTCAATGATAGC----------------------
-------------------------------------------------------------------------
----------------------------
AATGAGGCACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCACCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTGTTGACACGTGATGGAGGAAGGGATAACACAACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCAATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229356 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAATGATGCAAGAAATAATTCA-------------
-------------------------------------------------------------------------
----------------------------
GGCTCAAAAACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTCCTATTGACACGGGATGGAGGAGGAAAAGGTAGTAGTACAGAG-------------------
-------------------------------------------------------------------------
----------
AACAGGACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KY229374 
TTCTATTGCAATACAACAAGCTTGTTTAATGGTACATACATGTCTAATAGTACATCAGAAAGTAAT-------
-------------------------------------------------------------------------
----------------------------
ACAAACTCAACCATCACAATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATTACAGGACTTCTATCAACACGAGATGGAGGAATAAATGGAACA----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAACCATTG---GGAATAGCACCCGCTACGGCAAAAAGGCGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229434 
TTCTATTGCAATACATCAAACCTATTTAATAGTACCACAAAT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATAGTACAATCACACTCCCATGCAGAATAAAACAGATTATAAACGTGTGGCAGGGGGTAGGACGAGCAATAT
ATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAGAA---
ATCACAGGACTACTATTGACACGTGATGGGGGAACCAACACAACT----------------------------
-------------------------------------------------------------------------
----------------
GGCGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAGATTAAGCTATTA---GGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GACGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229472 
TTCTATTGCAATACATCAATCCTGTTTAATAATGGATACAAAAATGTG-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACGATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGTAAGGGATGGAGGCGGCGACGAAAAATATGGG----------------------
-------------------------------------------------------------------------
-------
AGTGCTGGGAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM037006 
TTCTATTGCAATACATCAGGCCTGTTTACATACAATATAACAAATAATACATACAATATAACA----------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACACCCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATACAATGCAACTCAAGC---
ATCACAGGACTACTATTGACACGTGATGGAGGGGACAATACTAGC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG



TAGAAATTAAGCCATTA---GGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---GTGGGG---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGTAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166385 
TTCTATTGCAATACATCAAACCTGTTTAATAGGCCTAATGGTACAGAAAGTAATTCAAGCTCAAGTAAT----
-------------------------------------------------------------------------
----------------------------
TCAAGCGCAGTCATCAGACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAGGAGGACAAAAT----------------------------
-------------------------------------------------------------------------
----------
GCAACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCCTTGGTTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ388515 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGCCTGCTTAATGATACAGATGGAACTTCAAATTCAACC-
-------------------------------------------------------------------------
----------------------------
TCAAATGCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAATAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAAACAAGAGTGCT----------------------------
-------------------------------------------------------------------------
-------------
GGTATTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTAGTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GCGGGA---ATAGGAGCT---------
GTGATCTTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAATGCTGACGGTACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGT---
AATTTG---CTGAGA---GCCATCGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU166449 
TTCTATTGTAATACATCAAAACTGTTTAATAATACTACATCT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACCATCACACTCCCATGCAAAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGACGGGCAATGT
ATGCCCCTCCCATTGCAGGGAGCATAACATGTAACTCAAGT---
ATCACAGGAATACTATTGACACGTGATGGAGGCAACAACAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX239298 
TTCTATTGCAATACATCAGGCCTGTTTAATACATCAGGCCTGTTTAATGATACAGAAGGGTGGATAAATCCAA
TAAAT--------------------------------------------------------------------
----------------------------
AAAACGTCAAACATCACAATCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCGAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATAGTAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG



TGGTAGAAATTAAGCCATTA---GGAATAGCACCAACAACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>EU166594 
TTTTATTGCAATACATCAGGCCTGTTTAATAGAACATTTAATGGTACAGATGATAGAGAAAGTACTCCAAATT
CAGGT--------------------------------------------------------------------
-------------------------
AATCCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGAGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGT---
ATCACAGGAATACTATTGACACGTGATGGAGGACATAATACTACTGAT-------------------------
-------------------------------------------------------------------------
-------
ACTAATAATACTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACACCATTTGTTGCAACTCACAGTCTGGGGCATT 
>DQ388517 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTGCGATTAATGGCACG-------------------------
-------------------------------------------------------------------------
----------------------------
CTTACATCTAATGTCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGAAAACTCAAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACCACCGAGACCTTTAGGCCTACAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036903 
TTCTATTGCAATACATCAGACCTGTTTACAGAAAGTAATTCA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGATTACTATTGACACGGGATGGAGGCGGGAATAAAACA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACATTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTG---GGAGTAGCACCCACTGACGCAAAAAGGAGAGTGGTG--------------------
-------------------GACAGACAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTATCGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KY229542 
TTCTATTGCAATACATCACAACTATTTAGTGGGACATACAATGAGACATACAAGCCTAATGCTACAGAAGGAA
GT-----------------------------------------------------------------------
----------------------------
TCAAACGCAACAGTCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAAT---
ATAACAGGACTACTATTGAGTCGGGATGGGGGAAATACTAGCTCAACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATATTCAGACCTGGAGGAGGAGATATAAGGAACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAATAAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ485357 
TTCTATTGCAATACATCAAAATTGTTTAATAGCACATACATGGCTAATAGCACAAACAGTACT----------
-------------------------------------------------------------------------
----------------------------
TTAAATGGAACCATCACACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGAAGGTAGGACGAGCAG
TGTATGCCCCCCCCATTGCAGGAAACATAACATGTAAATCAAAT---ATCACAGGACTACTATTGACA---
CATGATGGGATATATGCAAATAGCAATAAG------------ACA----------------------------
--------------------------------------------------
AATAGCAATAAGACAACATTAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAGGCCATTA---GGAGTAGCACCAACTAAGGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM068598 
TTCTATTGCGATACATCACAACTGTTTAATAGTACATACCCGGCTAATAGTACAGACATAAGAGATGGT----
-------------------------------------------------------------------------
----------------------------
AATAATACACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGATTACTGTTGGTACGTGATGGAGGCATCAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
AACCACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166715 
TTTTATTGCGATACATCAAGACTGTTTAATGGTACATACAACCATGAGACATACAAAAAT-------------
-------------------------------------------------------------------------
----------------------------
GATACAGACACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTGCATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGACCCCTGAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGCTTCTTGGGTCCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ496194 
TTCTACTGCAATACATCACAACTGTTTAATAGTACATACAATGAAACAGGAAGTATTAATGGAACA-------
-------------------------------------------------------------------------
----------------------------
GGCAATTCAACCATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAATATGTAGATCAAAG---
ATCACAGGGCTACTATTGACACGTGATGGAGGAATTAATAAAAGT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG



TAGAAATTAAACCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTGGTGGGA---CTAGGAGCT---------
GTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166769 
TTCTATTGCAATACATCAAACCTGTTTAATAGTATATACAATGAGACATACAATGCTACAGCCAACAATAGCA
CAGGC--------------------------------------------------------------------
-------------------------
ATAAAAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGACGAG
CAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGTCTGTTATTGACACGAGATGGAGGGAACGAGAATAGCACAGAG----------------------
-------------------------------------------------------------------------
-------
AGTAATAGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------CTGCTTCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX239338 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATCAGACTTGTTTAATAGTACATCAGACTTGTCTAATA
GTACATCA-----------------------------------------------------------------
-------------GACTCG------
TCTAATGGTACAGACATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGCACGCGATGGAGGAAACGGGAAAGAGACA-------------------------
-------------------------------------------------------------------------
-------
AAAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ496214 
TTCTATTGCACTACATCGAAACTGTTTAATAGTACATACAATCCTAATGACACAGAAAGTAATTCAAACAAT-
-------------------------------------------------------------------------
----------------------------
TCAAACGAGACACTCACACTCACATGCAAAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCTCCCCCCATTGAAGGAAGCATAACATGTAACTCAACT---
ATTACAGGATTGCTATTGACACGTGATGGAGGCAGCAAAAATAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATCAAGCCACTA---GGAGTAGCGCCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCTTGGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229633 
TTCTATTGCAATACAACAGGCCTGTTTAATGAAACTATTTTCAATAAAACA----------------------
-------------------------------------------------------------------------
----------------------------
AATTCAGAAGAAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAACAATAACAAC----------------------------
-------------------------------------------------------------------------
----------
AATACAAATGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAATAAAACCACTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229641 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAGATATTTTTAAGAATAAAACAGCAAAT-------------
-------------------------------------------------------------------------
----------------------------
ACAACAAAAGAAATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAAAGGAAATACA-------------------------
-------------------------------------------------------------------------
-------
AGCAACAATATTGAGATATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATAAAACCACTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATTGGAGCC---
------ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229379 
TTCTATTGCGATACATCAGGACTGTTTAATAGTACATACGTGCCTGCATACTGGCCTAATGGTACAGAG----
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGATAGGACGAGCTA
TGTATGCCCCTCCCATTGCAGGAGAGATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGGGATGGAGGCAAAGATAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTCAGACCGGAAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAG-----------
-------------------------AGGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTACAACAGCAAAGC---
AATTTG---CTAAAG---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM036792 
TTCTATTGCAACACATCAGACCTATTTAATGGTACATATAATAGTACATATAATGGTACATCTACTACA----
-------------------------------------------------------------------------
----------------------------
AATACAACTACTATTAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATCATAACATGTAAATCAAAC---
ATCACAGGATTACTATTAACACGTGATGGAGGAAATGAAGTACCT----------------------------
-------------------------------------------------------------------------
----------
AACTCAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229650 
TTTTATTGTAATACGTCAAAACTGTTTAATGACACCCAGCTT-------------------------------
-------------------------------------------------------------------------
-------------------------
AATGGTAATGCAACCATCACACTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTACGTCAAAC---
ATTACAGGACTACTATTGACGCGTGATGGAGGAAAGGGAGGAAATATAAGT----------------------
-------------------------------------------------------------------------
----------
ATTACAAAAGAGATATTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA



AAGTGGTAGAAATTAAGCCATTA---GGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGT---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ485436 
TTCTATTGCAATACATCAGAACTATTTAATATTTCAAGACTAAATAGT-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAGCCCAATCATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAACAACACTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACTGGGTCAAAAAGGGCAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTATTG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX239272 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACACTGGATAATGGTACACTGGTTAAAAATACAAGTCTT-
-------------------------------------------------------------------------
----------------------------
AATAGTAGCATAATCACACTCCAATGCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGACTAATATTGACACGTGATGGTGGAGAGGAAAATAAG----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAGTTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGCA--------------
-------------------AAAGGAAAAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX239362 
TTCTATTGTAATACATCAGGCTTGTTTAATAGTACATATTGGCCTAATGCTACAGAAAGTACTGGAAGT----
-------------------------------------------------------------------------
----------------------------
AATTCAACCAACATCACACTCCAATGCAGGATAAAACAAATCATTAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTAAAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAACACGGGATGGAGGGGAAAACAACCAC----------------------------
-------------------------------------------------------------------------
-------
CCGAACGACACGGAGATATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGTGTCA---
ATGACGCTGACGGCACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329057 
TTCTATTGCAATACCTCAAAACTGTTTAATGGTACAAGATTGTTTAATGGTAATGGTACAGAAAATGAT----
-------------------------------------------------------------------------
----------------------------
ACAAACTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTTCAGGAAACATAACATGTAATTCGATT---
ATCACAGGATTACTATTGACACGTGATGGAGGAAATACTACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TGGTAGAAGTTAAACCATTA---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCAGTACTGGGAGGACTAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329069 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATAATACATCATACATGTTTAATGGTTCAACAA
TTAATGAT-----------------------------------------------------------------
----------ACTGAAAGT------
CTTGTAAACGGCACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGGG
CAATGTATGCACCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGAAGTGGAAACGATACG-------------------------
-------------------------------------------------------------------------
-------
CAGAATAACACAGAGACATTTAGACCTGGAGGAGGGAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---GTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329080 
TTCTATTGCAACACATCAGGCCTGTTTGATAATTCACACCTTAACAACACAAAC-------------------
-------------------------------------------------------------------------
----------------------------
AATACAGGACCAATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATCTAACATGTAATTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGGAGGAAAATGTGAGCGAC----------------------
-------------------------------------------------------------------------
-------
CCAAGTAGGAACGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTA---GGAATAGCACCAACTAGTGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGTTCCTTGGGATCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329131 
TTCTATTGTAATACATCAAGGCTGTTTAATAGGACATACACGCTTAATGATACAGTAAGTAATAGTACAGAC-
-------------------------------------------------------------------------
----------------------------
AACAGCAAAAATATCACAGTCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTACGCTCCTCCCATTGCAGGAAACATAACATGCATCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATACAACAGGAACAGGT----------------------
-------------------------------------------------------------------------
-------
AACAATAACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU329145 
TTCTATTGCAATACATCAAATCTGTTTAATACATCAAAACTGTTTTCAAACCTGACAGAACATAATAAAACAG
AA-----------------------------------------------------------------------
----------------------------
AGTAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATAATATTGACACGTGATGGGGGAAGAACTAACTCA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACATTCAGACCTACAGGAGGAGAAATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG



TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329161 
TTCTATTGCAATACCACAAACCTGTTTAATACAACCCGGCTTGATAACTTTAATAGTACAGGAAATAGTACA-
-------------------------------------------------------------------------
----------------------------
GGAAATAGTACCATCACACTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTATCTCAAAT---
ATCACAGGACTGCTATTGACACGAGATGGAGGAGACAACAATAAA----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329185 
TTCTATTGCAATACATCAGAACTGTTTAATGGTACATACAATGGTACATACAATGGTACA-------------
-------------------------------------------------------------------------
----------------------------
AATTCTGATACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCTATTAGAGGAAACATAACATGCAACTCAACA---
ATCACAGGATTACTCTTAGTACGTGATGGAGGAGCAACAAACGAGAGTGAA----------------------
-------------------------------------------------------------------------
----
AATGAAACAAAACCAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGAGGCAAAAAGGCAAGTGGTG-----
----------------------------------AAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329269 
TTCTATTGCAATACAACATACCTGTTTGATAACAAACTCCTTAATGAGAGTACAAATGCA-------------
-------------------------------------------------------------------------
----------------------------
ACAACAAACATAACCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAGACAATACAACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329303 
TTCTATTGCAATACGTCACGCCTGTTCAACAAGTCTGGTGCT-------------------------------
-------------------------------------------------------------------------
----------------------------
GCAGAAGCAAACATCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAACTCAAAC---
ATCACAGGACTACTACTGACACGTGATGGA---AACGAAAGTGGA----------------------------
-------------------------------------------------------------------------
----------------



ATAGAGACAGTCAGACCTGGAGGGGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAGATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATCACGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329320 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACACACATGCTTAATGGTACACACAACATGCCTAATGATA
CAGAA--------------------------------------------------------------------
-------------------------
AGTAAGAACACAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACACATGGCAGAAGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAGATCAAAT---
ATCACAGGGTTACTATTGGTACGTGATGGAGGCAACAACAATGGCACAAAT----------------------
-------------------------------------------------------------------------
----
AATGACACAATTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAGAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---ACCAGACAA---TTGATG---
GCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329359 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACATACAATGGTGAACTCATGTATGATGAA----------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACCATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAACTCAACT---
ATCACAGGATTACTCTTGGAACGTGATGGAGGCAACACAAATGGCACAAGTAGC------
ACAAGTGGCACAAATAAC---ACAACTGAA-------------------------------------------
--------------------------
AATACAGAGATATTCAGACCTATAGGGGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGGGCCAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGCTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329387 
TTCTATTGCAATACATCAAAGCTGTTTAATACTACATACAATCCTAATGGTACAGTAAATAGTACAAGTGTG-
-------------------------------------------------------------------------
----------------------------
AATAGCAGTACACTCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTAGAGGAAACATAAACTGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAGACGAGAGTAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAAACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACTA---TTGTTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GU329394 
TTTTACTGCAATACATCACAATTGTTCAATGGTACACACAACTCTACATACTCTACATATAATGATACAGGAA
AT-----------------------------------------------------------------------
----------------------------
AGTAATTTAAACATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAA
TATATGCCCCTCCCATTTCAGGATACGTAACATGCACATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGCAATAACAGAACA----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329411 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATATATGTTTAATAATACAGGTATACATAATAGTACA-
-------------------------------------------------------------------------
----------------------------
GATAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAGGAGGTAGGGCGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTGCCTCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGTAAGGGAGAGAACAAA-------------------------
-------------------------------------------------------------------------
-------
AAAGATGACATAGAAGTATTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCAACTACGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329428 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACAGACGTGCACAAGTATAACAGTACAAAAAAT-------
-------------------------------------------------------------------------
----------------------------
AATAGTTCAGACATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATTACAGGACTACTGTTAACACATGATGGAGGAAATACTAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACAATACAGAGACATTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCACGAAGGAGAGTGGTG-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329473 
TTCTACTGCAACACAACACAACTGTTCAACACAACAAGACTGTTCAACACAACAAGACCGTTCAACGCAACA-
-------------------------------------------------------------------------
----------------------------
GCTAGGGAGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCGGGAAACATAACATGTATATCAAAT---
ATCACAGGGCTACTCTTGACACGTGATGGAGGGAACGAGGATAAA----------------------------
-------------------------------------------------------------------------
----------
AATAGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTAGGC---ATGGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>GU329489 
TTTTATTGCAATACATCACAGCTGTTTAATGGTACATTCAATGGTACATTCACAAGGAATTTCACAAATACAA
GCAGT--------------------------------------------------------------------
-------------------------
AACAGTAACTTAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCACCTCCCAATGCAGGAAACATAACGTGTAGTTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGCACAAATACAAATAGC-------------------------
-------------------------------------------------------------------------



----------
TCAGAAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329494 
TTCTATTGCAATACATCAGGACTATTTAATAGGCCTAATGTTACAAATTTAGCCAATGGTACAAAGTCAACC-
-------------------------------------------------------------------------
----------------------------
AATGAAACCATCATCAGGCTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGGGGAAGTGGAAACGGAAAC-------------------------
-------------------------------------------------------------------------
----------
AACGATACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGTGGGAATAGGAGCT------
---GCACTCCTTGGGTTCTTGTCTGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329501 
TTCTATTGCAATACATCACAACTGTTTAACGAAACAGACAGGAACAAAACATAC-------------------
-------------------------------------------------------------------------
----------------------------
GAGAACAATACAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAGAGGGAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGTACAGAGAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGCACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGTATAGCACCCACCGAGGCAAAAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACTA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX983797 
TTCTATTGTAATACATCTAGTCTGTTTAATAGGACATACAATGGTACTGAAAGTAATAATAATACTACTGAA-
-------------------------------------------------------------------------
----------------------------
GGTAATTCAACCATCACAATCCACTGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAGT---
ATTACAGGACTGCTATTGACACGGGATGGAGGCGATGAAAGCCGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGATGCAAGAAGGCGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGATCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX213352 
TTCTATTGCAATACATCAGGTCTGTTTAATGCATCGATCCTGGACCTTAATGAGACACAA-------------
-------------------------------------------------------------------------
----------------------------
GCAAAAGGAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGACACAAGTAACAAC----------------------------
-------------------------------------------------------------------------



-------------
ATAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATACAGCCATTG---GGAATAGCACCCACTAAGGCACAAAGAAGAGTGGCG--------------
-------------------------CAGAAAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCTTGGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATCACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>JX239395 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATAGTACATACAATGATACAGGAAAC-------
-------------------------------------------------------------------------
----------------------------
TCAACCTCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTAATATTGACACGTGATGGAGGAAAAAATGCTAGC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JN977604 
TTCTATTGCAATACATCAAACCTGTTTAATGGTATATTTAATGGTACATGGATTAATGATACTAATGAG----
-------------------------------------------------------------------------
----------------------------
GCTAATGATATTATCACACTCCAATGTAACATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCACCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGTGATGGAGGAGATGGAACAAAT----------------------------
-------------------------------------------------------------------------
-------
GAAACAGAAACAGAGATATTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGCGAATTATATAAGT
ATAAGGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT252545 
TTCTATTGCAATACATCAAAACTGTTTATCCGGCCCAACATAACAGGGCCTAACATAACAACAAATGTTTCAA
GC-----------------------------------------------------------------------
----------------------------
TCCAATGACAGCATCACAATCCCCTGCAGGATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGGGCAA
TGTATGCCTCGCCCATTGCAGGAAACATAACATGTGCCTCAAAC---
ATCACAGGACTACTATTAACACGTGATGGAGGAATAAGGAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCTACCAGGGCACAAAGGAGAATGGTG-----------
----------------------------AATAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---ACAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX983777 
TTTTATTGCAATACATCAAAACTGTTTAGGGGCACATACAATAATGGTACATACAATGATACAGACATGTCT-
-------------------------------------------------------------------------
----------------------------
AATAGTACACGCATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAAAAGGTAGGGCGAGCAA
TGTATGCAAATCCCATTGCAGGAAACATAACATGTAACTCAACC---
ATCACAGGACTACTATTAACAAGTGATGGAGGAAGAGGTAATGATAGC-------------------------
-------------------------------------------------------------------------



----------
AACACCACCGAGATCGTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAGTTAAACCATTA---GGAATAGCACCCACTGGCGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX983831 
TTCTATTGCAATACATCCAAATTGTTTAATGGTAATGGATCAGACTCAACA----------------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAAACATCACACTCCAATGTAGGATAAAACAAATTATAAATATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGACACGAGATGGAGGGAATGGTGGAAAT----------------------------
-------------------------------------------------------------------------
----------
AACAAGACAGAAATATTCAGACCAGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGGAAAAAAAGAGCA---GTGGGA---ATTGGAGCT------
---GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX213464 
TTTTATTGCGATACATCAAATCTGTTTAATAATAATTCAACAAACAGC-------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGTAAACATCACACTCCAATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCACCTCCCATTGCAGGAAACATAACATGCACATCAAAT---
ATCACAGGATTATTATTGGTACGTGATGGAGGAACAACTGAAGAA----------------------------
-------------------------------------------------------------------------
----------
AATGACACAGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCACTG---GGAATAGCACCCACTGAAGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AGTTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX983851 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCACGTTCAACTTCACTGAAACAGGAAATAGCACGAACCAGA
ATAGCACA-----------------------------------------------------------------
-------------------------
GATAACTCTACCACCATCAAGATCCCATGCCGAATAAAACAGATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGCAGCCACTCAAATGAAGGCAAC-------------------
-------------------------------------------------------------------------
----------
CACTCAGAAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATAAAGCCATTA---GGAATAGCGCCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------
---GTGCTCTTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF716466 
TTCTATTGTAATACATCAAGCCTGTTTAATAATACAAATAATACAGAT-------------------------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCTCTC
CCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACATGATGGAGTAATGAATAAAACA----------------------------
-------------------------------------------------------------------------



-------------------
GTAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAGGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAA---GCCAAGCAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR820304 
TTCTATTGCAATACATCACAACTGTTTAATGAGTCACTGCTTAATGTGACTAATAGTACAGGAGAAGCAAAT-
-------------------------------------------------------------------------
----------------------------
GAATCAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCTA
TATATGCCCCGCCCATTGCAGGACTCATAACATGTACATCAAAT---
ATCACAGGACTGCTGTTGACACGTGATGGAGGAACAAGTAACAGCAGT-------------------------
-----------------------------------------------------------------
CTTAATGAGACCAGCGGT---
CGTAATGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTTGAAATTAAGCCATTA---GGGATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KR820314 
TTTTATTGCAATACATCAAAACTGTTTAATGGGACTAATAGTACGGGAGCA----------------------
-------------------------------------------------------------------------
----------------------------
GTAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGGCGAGCAA
TATATGCCCCGCCCATTGAAGGACTCATAACATGTACATCAAAT---
ATCACAGGACTGTTGTTGACACGTGATGGAGGAAATAGCAGCGAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR820324 
TTCTATTGCAATACATCAGATCTATTTAAGAAC----------------------------------------
-------------------------------------------------------------------------
-------------------------
GACCCAGAGTCAGAAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAACTCAACC---
ATCACAGGACTAATATTGACACGTGATGGTGGACCA-------------------------------------
-------------------------------------------------------------------------
-------
GCAAATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAGTTAAACCTTTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTTTGGGGCATT 
>KR820326 
TTCTATTGCAATACATCAAATCTATTTGCTGAGTCAAGCTTAAATTCAACCAAC-------------------
-------------------------------------------------------------------------
----------------------------
AGCACAAACAACGTCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAAC---
ATCACAGGACTAATATTGACACGTGATGGGGGAGAACTTAACAATACA-------------------------
-------------------------------------------------------------------------



-------------
CAGAACGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTAAGCCTTTA---GGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTTTGGGGCATT 
>KR820342 
TTTTATTGCAATACATCAAACTTGTTTAATAGGACATTTAATGGTACAAATTGGATTGTTAATAAAACA----
-------------------------------------------------------------------------
----------------------------
TCAAAGGCAAACATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAGCATAGTATGTAATTCAAAC---
ATCACAGGACTACTACTAACACGTGATGGGGGAAACTCAGGCAAG----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTG---GGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAAAAC---
AACTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR820376 
TTCTATTGTAATACATCAAGCCTGTTTGATGGTACGTATATAAATTCAACCAAGGATAACACAACAGAT----
-------------------------------------------------------------------------
----------------------------
GCCAATAATACCATCATACTCCCATGCAGACTAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATTCCAATCCCATTGCAGGAAATATAAGATGTAACTCAAGT---
ATCACAGGAATACTATTGACACGTGATGGAGGAAGTGGAAGTGATAGAGAAGAC-------------------
-------------------------------------------------------------------------
-------
AGTAATAAGACACAAACATTCAGACCAGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTGGAAGTTAAACCATTA---GGAATAGCACCCACTGGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR820415 
TTCTATTGCAATACATCAAACCTGTTTAATGTTCTTAATGGTACAGCAAATAGTTCAGAT-------------
-------------------------------------------------------------------------
----------------------------
CCAAATGGAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAATCAAAC---
ATCACCGGAATACTATTAACACGTGATGGAGGAAGTGACCCAAAGAGCAAT----------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GCGGGA---ATAGGAGCC------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109494 
TTCTATTGCAATACATCAGAACTGTTTACAAACAAAACGTTAAACTCAAACTCA-------------------
-------------------------------------------------------------------------
----------------------------
ACAAACACCACACTCATACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCCCCTCCCATAGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGAGTCACAAATGACACA-------------------------
-------------------------------------------------------------------------



----------
AAGAACACAGAAGTATTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGAG--------
----------------------------AGGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109495 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACTAATGATACT----------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGGAAACATAACACTCCCATGTAGGATAAAGCAAATAATAAACATGTGGCAGGGGGTAGGAAGGGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAC---
ATCACAGGACTGCTATTGACACGTGATGGAGGAGATGATAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF716467 
TTCTATTGTGATACATCAGGACTGTTTGAGAATAGGACATACACGCTTAATGATACAGGAAGCACTTCAAACA
AC-----------------------------------------------------------------------
----------------------------
ACTAATTCAACCATCACAATACAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGACACGTGATGGAGGAGCAAAAAAGAAT----------------------------
-------------------------------------------------------------------------
----
GAGAGTGACCCCCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTAAACCATTG---GGATTAGCACCCACCAAGGCACAAAGAAGAGTGGTG-----
----------------------------------GGAAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATCACGCTGACGGTACAG---GCCAGACAA---TTGCTA---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109496 
TTCTACTGCAATACATCAACACTGTTTACATACAATCCTAATGATACAGAAAGT-------------------
-------------------------------------------------------------------------
----------------------------
AGTAACACAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAGAGCAC
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---ATCACAGGACTACTATTGACA-----
-------TATGATAGCGAAAATGACACA---------------------------------------------
---------------------------------------------------------------------
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------------
----------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTCGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTTACAGTCTGGGGCATT 
>AB485647 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATATAAGCCTAATGATACAAATAGTACATATAAT----
-------------------------------------------------------------------------
----------------------------
CCTAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGGGATGGAGGGTTAAATGATAAC----------------------------
-------------------------------------------------------------------------



----------
ACAAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGCATAGCACCCACTGCGGCAAAAAGGAGAGTGGTGGAG--------
----------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GTCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY805330 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATCAGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAAT---
ATCACAGGACTACTATTAACACGTGATGGAGGAAATGGAAATGGT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TGAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY494971 
TTCTATTGCAATACATCAAAACTATTTAATAATAATACAGAG-------------------------------
-------------------------------------------------------------------------
----------------------------------
TCAAACACCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGGGCAATGTACG
CCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACGCGTGATGGAGGAGGCAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AATAAGAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTGCGTCTAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---ATAGGAGTT------
---GTACTCCTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGGCGGTACAG---GCCAGACAA---GTATTG---TCTGGTGTAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU200938 
TTCTATTGTAATACATCAAAGCTGTTTAATGGGACATACTGGCATAATGATACACACTGGCCTAATAGTACTA
AT-----------------------------------------------------------------------
----------------------------
AGCTCCTCCATCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGGAAACTAACATGTAATTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAGAGGAAACAACACAAACAAC-------------------
-------------------------------------------------------------------------
----------
ACAGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCGAGGCACGGAGGATGGTGGTG-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATT 
>JF680908 
TTCTATTGCAATACAACAAACCTGTTCCATAATCGTATATATAATAGGACATATAATCCTAATGATACAAAA-
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAC
TATATGCCCCTCCCATTGAAGGGAAAATAACATGTAATTCAACA---
ATCACCGGATTACTATTAACACGTGATGGAGGGCCAAATAATGAC----------------------------
-------------------------------------------------------------------------



----------------
ACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF680918 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAGACAACAATAATAGTACAGTCAATAATAGGACAAATG
AT-----------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTGTATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAAACTAATACTACTAATGGG------
ACAGATAATGGGATAAAT---AAT-------------------------------------------------
--------------------------
GATACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAATG---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894102 
TTCTATTGCAATACATCACAACTGTTTAATAGAACATACAATGAGACAGAAAGAAATAGTACAGGAAGTAATT
CAAATAGTACA--------------------------------------------------------------
-------------GGAAGT------
AAGTCAAACTCAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAGCAATAATGAT----------------------------
-----------------------------------------------------
GAAAGAAGCAATAATGAAACAAAT---------
GATACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TTTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ912709 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAGTGCTAATAGTACATGGAGTACATGGAATAATA
CATCA--------------------------------------------------------------------
-------------------------
AATAGTACAGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACTAATCAACTGTTCCTCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGTAAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
AGTAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGAGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGACGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ787683 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACATGGAAGAATATTAATAGCACATGGAAT----------
-----------------------------------------------------AATAGT---
AAATGGGGTAATAGTACTAAT---------------
AATAGTAATAGTACAATCCAACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATAGAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTAACAAGGGATGGTGAT----------------------------------------
-------------------------------------------------------------------------



-
GGGATTTCTAAGGATAATGAGACTGTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTACAAATTGAACCAATA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---
TTTGGTATAGTGCAACAGCAAAAT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ141204 
TTCTACTGTAATACATCAGGACTGTTTAATAGCACATGGGATAATAATACTGATAATAGTAATAGTACAAGG-
-------------------------------------------------------------------------
----------------------------
TTCAATAAGACAGTCAAAATCCCATGCAAAATTAAACCGATTATTAACATGTGGCAGGAAGTTAGGAAAGCAA
TGTATGCCCCTCCCATAGAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGTAGTAGCAATAGTTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCGTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TACAAATTGAACCAATA---GGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU191441 
TTCTACTGCAATACATCAGGACTGTTTAATGGAACATGGATTAACAATACATGGACATGGCTTAACAGTACAA
AGAAT--------------------------------------------------------------------
-------------------AAT---
GAAACTAATACAAGTGTAACCATCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGAGTAATTAAGTGTACATCAAAT---
ATTACAGGGATAATATTGACAAGAGATGGTGGTAAGAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY392769 
TTCTACTGCAATACAACAGACCTGTTTAAAAGAACATGGAATGGTACACTGAATAATAGTACA----------
-------------------------------------------------------------------------
----------------------------
GGGTCAGAGAATATCACTCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAGGGAAAAATCAAATGTTCATCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGTGGAAACAATAGTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCCTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168272 
TTCTACTGCAATACATCAAAATTGTTTAATAGTACATGGAATATAACAGCAGGGAAAAACGATACAACAACA-
-------------------------------------------------------------------------
----------------------------
GGGAATAGCTCAATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGACGGATTAATTGTATATCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGTGGTAATGTAAGTGATACT-------------------------



-------------------------------------------------------------------------
----------
AACAACACCCAGACCTTCAGACCTCTTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTG---GGACTAGCGCCCACCAAAGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAGAGAGCA---ATAGGA---CTAGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGAAAT---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU168271 
TTCTACTGCAACACCTCAAAATTGTTTAATAGCACATGGGAGTGGGTTAATGGCACATTGACAAACTTTAGTA
TAGAG--------------------------------------------------------------------
-------------------------
TCAAATAATACAATAATAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATAGCAGGGCTAATTAACTGTACATCAAAT---
ATTACAGGACTACTATTGACAAAAGATGGAGGGAAAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAACAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>M22639 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACATGGGATATTAGTAAATCAGAATGGGCTAATAGTACAG
AG-----------------------------------------------------------------------
-------------------------
TCAGATGATAAACCAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAATTGTTCATCAAAT---
ATTACAGGGCTATTATTGACAAGAGATGGTGGTACAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
TCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAGCCACTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCACGGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MH705152 
TTCTACTGCAATACATCAGCACTGTTTAATAGTAGTTTTGATACAACAAGTAATAGTACAGAGTCA-------
-------------------------------------------------------------------------
----------------------------
AATGATAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAGATCGAGTGTTCATCAAAC---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAGAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AACTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>J03653 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAATAGTAGTACATGGAATAATGATACATTAAAT-
-------------------------------------------------------------------------
----------------------------
AGTGAAGGAACAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCGAAGGACTAATCAAATGCACATCAAAT---
ATTACAGGGCTATTATTGACAAGAGACGGTGGTGTAAATAATAGT----------------------------



-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAATGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTTGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
GTGGCACTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM068555 
TTCTACTGCAATACATCAGGACTGTTTAATAGCACATGGAATAAGGATAATAGCACATGGAATAATAATGGTT
CCCTAGGG-----------------------------------------------------------------
-------------------GAG---
GATACAAATCCAAACATCACACTCCCATGCAGAATTAAACAAATCATAAACATGTGGCAGGGAGTAGGAATAG
CAATGTATGCCCCTCCCATCAAAGGCCTAATCAATTGTACATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGATGAAGGTTTTGGTGGTGTCAAAATT------------AAA----
-------------------------------------------------------------------------
-
AATGAGACCAAAATTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371155 
TTCTACTGTAATACATCAAAACTGTTTAATAGAACATGGAGTATTGGTACATGGGAGGATAGTACAGGGAATG
ATAATAAT-----------------------------------------------------------------
-------------------ACT---
GCATTAAATGATACAATAACCCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGCAGGACAAATTAAATGTACATCAAAT---
ATTACAGGGCTATTATTGACAAGAGATGGTGGTAATAATAATTCTGGTAATAAT-------------------
-------------------------------------------------------------------------
----
TCTGGAAATTCTACAGAGATCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAATAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
TTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAT---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY371157 
TTCTACTGCAATACATCAGGATTGTTTAATGGAACATGGGATAATGGAACATGGACATGGAATACTAGTGCAG
TA-----------------------------------------------------------------------
----------------------------
CCAAATGAAACAATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGTTACTGTTGACAAGAGATGGTGGCAATACTAGTGAT----------------------------
-------------------------------------------------------------------------
-------------
AGTGCAGAGACTTTTAGGCCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX140670 
TTCTACTGTAACACATCATACCTGTTTAATGGCACATGGATTAATGGCACAAGGAATGACACAAGGACTAAT-
-------------------------------------------------------------------------
----------------------------
GGAACAGGGGATACAATAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA



TGTATGCCCCTCCTATTAAAGGACAAATTAAATGTTCATCAACT---
GTGACAGGGCTAATACTGACAGTAGATGAAGTTAATAATTCGAGT----------------------------
-------------------------------------------------------------------------
-------------
CCTGAGGCGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGAGAATTGAACCATTA---GGAATAGCACCAACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAGAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM068556 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACATGGAACAATACCGCATCAAATAATACAAGGGTA----
-------------------------------------------------------------------------
----------------------------
AATAATGAAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCCCCCATTAGCGGACTAGTCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGCTCTAATAATGATAGT-------------------------
-------------------------------------------------------------------------
----------
GAGAGTAGTGAGACCTTCAGACCTGCAGGGGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGGATAGCCCCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCC---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAACATTTATTGCAGCTCACAGTCTGGGGCATT 
>JN054274 
TTCTACTGCAATACATCAGGACTGTTTAATAAGACATGGACAGGTAATGAGACAGGGACTAATAACAAC----
-------------------------------------------------------------------------
----------------------------
ACAGATAGGAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGATTAATTAAATGTTCATCAAAT---
ATTACAGGGCTATTACTGACAAGAGATGGTGGTAGTAGTAATAATGCT-------------------------
-------------------------------------------------------------------------
----------
TCTAATAATGAGACCATCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAATA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>AF321082 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAAGAACAATAGTGCTTGGGAGAGCAATAGCACTA
CC-----------------------------------------------------------------------
-------------------------
AGCTCAAATGGCAATATAACCCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGAAAAG
CCATGTATGCCCCTCCCATTGAAGGAAAACTTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTGGTAAGAGATGGTGGGGGAGATGATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGGACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGACTTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ385448 
TTCTACTGTAATACCTCAAAACTGTTTAATAGAACATGGAATATATCAGAACCAAGTAAT-------------
-------------------------------------------------------------------------
----------------------------
GATACAGAGCCAATCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA



TGTATGCCCCTCCCATTGCAGGACCCATCAAATGTTCATCAAAT---
ATTACAGGACTGATATTGACAAGAGATAGTGGGACTGGGAACGAG----------------------------
-------------------------------------------------------------------------
----------------
AGCAAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGAATTGAACCCCTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
GTGGCGCTGACGGCACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF457090 
TTCTACTGCAATACATCACAACTGTTTAATAGTACGTGGGATAATAATAAGTGGAGTGATACAACAAATAGTA
CAGGG--------------------------------------------------------------------
-------------------------
GGAAATGCGAGTAAAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGAGGAGCCATCAACTGTTTATCAAAT---
GTTACAGGACTATTGTTGACAAGAGATGGAGGGAATATCAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAGTTATACAAATATAAAG
TAGTAAAGATCGAACCACTA---GGTCTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU921767 
TTCTATTGTAATACATCAAACCTGTTTAATAGTATATGGAATACAACACAAGGGACTAATAGTACAGGGTCA-
-------------------------------------------------------------------------
----------------------------
GAAAATAAAACAATCACGATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGATACATTAATTGTTCATCAAAT---
ATTACGGGGCTACTATTGACAAGAGATGGTGGTATACAGAATGAT----------------------------
-------------------------------------------------------------------------
-------------
TCTGATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTAGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGT---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH425161 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACCTGGATGTTTAATAGTACAGAGGTTAATAGTACAGGGT
CA-----------------------------------------------------------------------
----------------------------
CATGATAGTACAATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAGAAATCAAATGTTCATCAAAC---
ATTACAGGGCTAATATTGACAAGAGATGGTGGTTCAAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCCTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAATAGTAGTG--------------
-------------------------GAAAGAGAAAAAAGGGCA---ATGGGT---TTAGGAGTT---------
ATTTTCCTTGGGTTCTTGGGAGCA---CCAGAAACCACGATG---GGCCCAGCTTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---CCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>L22945 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGAAAACAAAA-------------------------
-------------------------------------------------------------------------
----------------------------
TCAGGTGATAATATTACACTCCCATGCAGAATAAAACAGATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAA



TGTATGCCCCTCCCATTGAGGGAGTGATCAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTGCTAAGAGATGGTGGGATACATAATACTAGC-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGACTCGAACCACTA---GGAGTAGCACCCACCACAGCAAAGAGAAGAGTGGTG-----------
----------------------------AAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGTT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ488926 
TTTTACTGCAATACATCAAAACTGTTTGATAGAGAATTTAACATAACAGGGAATAATAGTACTAACAATAGT-
-------------------------------------------------------------------------
----------------------------
ACAGATGATACAATAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAAAAATGCTTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY253311 
TTCTACTGCAATACATCACTCCTGTTTAATACTACATGGATTAAGGGTACACAAAATAATACAGAGACA----
-------------------------------------------------------------------------
----------------------------
AATAATAGTACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGCAGGACTAATCAGATGTACATCAAAT---
ATTACAGGACTATTACTAACAAGAGATGGTGGTAATGTAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGAGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATAGAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>U65075 
TTCTACTGCAATACATCAGAACTGTTTAATATAACAAATAGTACAGGGGTAAAT-------------------
-------------------------------------------------------------------------
----------------------------
GAGAGTAGTATAATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATCAACTGTTCATCAAAT---
ATTACAGGATTATTGTTGACAAGAGATGGTGGTGCAAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
GATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGACTTGAACCAATA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---ACCAGAAAG---TTATTG---TCTGGGATAGTGCAACAGCAAGAC---
AATTTA---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853116 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGAATGAGACTACACCAAATAGTACAAATACAAAT-
-------------------------------------------------------------------------
----------------------------
AAGAATGACACAATCACACTCCAATGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGAAGAGCAA



TATATGCCCCTCCCATTGAAGGAGTACTCAACTGTTCATCAAAT---
ATTACAGGGCTATTGTTGACAAGAGATGGTGGTGTAGGGAATGAGACA-------------------------
-------------------------------------------------------------------------
-------
AATGGAACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGGGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---TCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTACAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>KF986131 
TTCTACTGCAATACGTCAGGCCTGTTTAATAGTACATGGAACAATAAAACT----------------------
-------------------------------------------------------------------------
-ACATCTAATGACATG---------
GGGGTAAATGGGACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAGG
CAATATATGCTCCTCCCATTGAAGGAATAATTAAATGTTCCTCAAAT---
ATTACAGGACTATTGCTGACAAGGGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
GTAAATTCTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
CTGGGAGCG---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAG---CTATTG---
TCTGGTATAGTGCAGCAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX658588 
TTCTACTGCAATACAACAGAACTGTTCAATAGTACATGGAATAATACGTCAACTAGTACAGGGGGA-------
-------------------------------------------------------------------------
----------------------------
AATGAAAGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGATTAATCAAATGTTCATCAAAT---
ATTACAGGATTATTGTTGACAAGAGATAGT---ATAGGTAAGAAT----------------------------
-------------------------------------------------------------------------
----------
AAGTCGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGAAAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX236668 
TTCTACTGTGATACATCAGAACTATTTAATAAGACATCAAACAGTACAGGGGGA-------------------
-------------------------------------------------------------------------
----------------------------
CCTAGGGATACAATTACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAAATGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGGGGTACAAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AAGGAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAGTTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCG---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACACTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGAATAGTGCAACAGCAAAAT---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215351 
TTCTACTGCAATACATCAGATCTGTTTAATAGGACATGGACATCAAATAGTACATGGGGATCAAATAGTACAG
GG-----------------------------------------------------------------------
----------------------------



GGAAATGATACAATCAAACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGGAACATCAGCTGTTCATCAAAT---
ATTACAGGAATATTGTTGACAAGAGATGGTGGTGCAGATAATAAT----------------------------
-------------------------------------------------------------------------
----------
GGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAGCCATTA---GGTCTAGCACCCACTAAAGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
TTGACGCTGACGGTACAG---ACCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX236673 
TTCTACTGCGATACATCAAAACTGTTTAATAGCACATGGATACGGCATAACAACACATGGAATAGCACATGGA
AAGTCGAGGAT--------------------------------------------------------------
-GAAAATAGTACAGAG---------
ATAAGGAATGATACAATCGTGATCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCCCCTATTAGAGGAGTAATCAATTGTACATCAAAT---
ATTACAGGGCTCTTACTACTAAGGGATGGAGGTACAAATAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATACAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGTGCAACAACGACTGTTGCAACTCACAGTCTGGGGCATT 
>JX236679 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAAATGGGGGAATGATACAGATACAGGTAATAATAGTACA-
-------------------------------------------------------------------------
----------------------------
AGTGACAAACCAATCACACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAGGGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGATTATTATTGACAAGAGATGGTGGTATTGGTGGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGAATGAGACCTTCAGGCCGGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGTCTAGCGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX236672 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACATGGACAAAAAATAACACATGGGCAAATAATAGTACAA
TAAAT--------------------------------------------------------------------
----------------------------
GAGACAGAGGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATCCACTGTTCATCAAAC---
ATTACAGGACTACTGTTGACAAGAGATGGTGGTAGTCCAAATAATGGG-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGACACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCACTG---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCC---------
CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U88824 
TTCTACTGCAATACAACAAGACTGTTTAATAGTACATGGAAAAGGAATAATAGTGAATGGAGGAGTGATAATA
CA-----------------------------------------------------------------------
----------------------------



CCAGATGAGACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGATTCATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAATTAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGCCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAACTTGAACCAATA---GGTCTAGCGCCCACCGCGGCAAAGAGAAGAGTGGTA-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF986082 
TTCTACTGCAATACATCAGGACTGTTTAATAATAATACGCTGAAAAATGGTACG-------------------
-----------------------------------------------------------------------
TGGACAGGGGTAAATGGT---------
ACGGTAAATGGTACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGAAGGACTAATCCATTGTTCATCAAAC---
ATTACAGGATTATTGTTGACAAGAGATGGAGGT----------------------------------------
-------------------------------------------------------------------------
----
ATAAATAATACAACTGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTGTACA
AATATAAAGTAGTAAGAATCGAACCACTA---GGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----
----------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
CTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---TTGACGCTGACGGTACAT---GCCAGACAG---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853078 
TTCTACTGCAATACATCACAACTGTTTAATGGGACATTTAATACTACATTAAATAGTACAGAGAAAAGAGGGA
TA-----------------------------------------------------------------------
----------------------------
TCAAATGATAACATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATCCAATGTATATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTATACATAATGAGAGT-------------------------
-------------------------------------------------------------------------
----------
TGTCGGAATGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCGTTA---GGCATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCG---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGAACG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853094 
TTCTACTGCAATACATCAAGCCTGTTTAATACATCAAATAATACAGGAGAAAATAATAGTACAATCACAGGAG
AA-----------------------------------------------------------------------
----------------------------
AATAATAGTACAATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAACAGCAA
TGTATGCTCCTCCCATTGCAGGACCAATCAGTTGTTCATCAAAT---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTATAAATAGTAATAAG-------------------------
-------------------------------------------------------------------------
----------
AGTAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGACTTGAACCACTA---GGACTAGCACCCACCAATGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484511 
TTCTACTGCAATACATCAGGATTGTTTAATAATAGTGTATGGAGCAATGATACATCAAGTAGTAATGATACAT
CAAGT--------------------------------------------------------------------



-------------------------
AGTTCAAATAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAG
CAATGTACGCCCCTCCCATTGCAGGAATAATCAAGTGTTCATCAAAT---
ATTACAGGACTATTGTTGCAAAGGGATGGTGGGAATAATGATAGCCGC-------------------------
-------------------------------------------------------------------------
-------
ACGAATACAAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAGACTTGAACCACTA---GGTATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484514 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACCTGGAATAATGGTACAGTAAATAGTACAGATACA----
-------------------------------------------------------------------------
----------------------------
GTAAATAGTATAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGACTAATCATGTGTAATTCAAAT---
ATTACAGGGCTATTACTGACAAGAGATGGTGGTATAAATACTAGT----------------------------
-------------------------------------------------------------------------
----------
GATGAGAATGAGACTTTCAGACCTGGAGGAGGGAATATGAAAGATAATTGGAGAAGTGAATTATACAAATATA
AGGTGGTAAGAATTGAACCACTA---GGAATAGCACCCACCACGGCGAAGAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484483 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAATAATGGTACATTAGAAAGTAATATCACA----
-------------------------------------------------------------------------
----------------------------
CTCGGGGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGAATAATCAAATGTTCATCAAAC---
ATCACAGGACTATTATTGACAAGAGATGGTGGTGCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAGAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF484515 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGAATGGAATGATACTACATGGAACGATAATAGTACAAGG-
-------------------------------------------------------------------------
----------------------------
ACAGATGAGACAATCAAACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAACAGCAA
TGTATGCTCCTCCCATTGAAGGACTAATCCAATGTAGATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGCAGATGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
AAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575388 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAGGAATAATAGTACATCCAATAGTACATTAAAT-
-------------------------------------------------------------------------



----------------------------
AGTACAGATCTAATCACACTCCAATGCAGAATAAAACAAATTATCAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAAGTGTTCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGATGGTGGTGCAACT-------------------------
-------------------------------------------------------------------------
-------
AATAATATTAGTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATACAAAT
ATAAAGTAGTAAGAATTGAGCCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGGGAGAAAAGAGCG---ATAGGA---CTGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF575400 
TTCTACTGCAATACATCACAATTGTTTAATAGTACATGGGGGAATAATAGTGAGTCTAATACAACAAGT----
-------------------------------------------------------------------------
----------------------------
AAGGAAAATGTGATCACACTCCCATGCAGAATAAAACAAATTGTAAATCTGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATCAACTGTGCATCAAAT---
ATTACAGGATTATTGTTAACAAGAGATGGTGGTGCAAATAGGCAGAATGAG----------------------
-------------------------------------------------------------------------
-------
ACTAGGCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAAAAAGAAAAAAGAGCA---ATAGGAATAATGGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EF575417 
TTCTACTGCAATACATCACAATTGTTTGATAGCGTGTTTAATAATACTACATTAAATGCTACAGAGAAA----
-------------------------------------------------------------------------
----------------------------
AATGAGAGTACAATCACACTTCCATGCAAAATAAGACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAG
TGTATGCCCCTCCCATTGAAGGAAATATCAGCTGTTCATCAAAT---
ATTACAGGACTATTGTTGACTAGGGATGGTGGTGCAATTAATGGTAGT-------------------------
-------------------------------------------------------------------------
-------
AAGAATGAGAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCACTA---GGACTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCATGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF575447 
TTCTACTGCAACACATCACAACTGTTTAATAGTACATGGTATAATAATACATTCAATAGTACAGGG-------
-------------------------------------------------------------------------
----------------------------
TCAAATGGAACTATCACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGGAGTGGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATCAATTGTACATCAAAT---
ATTACAGGGCTTTTGTTGACAAGGGATGGTGGTGGTGCAAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTTGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGAATAGCGCCCACCACAGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>U36886 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGGTTGATGGTACAGCAAATGGTACAAGG-------
-------------------------------------------------------------------------



----------------------------
CCAGATAATAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATCAAGTGTACATCAAAT---
ATTACAGGACTCTTACTAATAAGGGATGGTGGTGCAAATAATGGT----------------------------
-------------------------------------------------------------------------
----------
AGTAATAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY795907 
TTCTACTGCAATACATCAACACTGTTTACTAGAACAATTAACACAACAAATGATAATACTGTAAATAGTACTG
GAAAT--------------------------------------------------------------------
-------------------------
AATACAAATGATACAATAACCATCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGCAGGAATAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTAGTAACAATACT----------------------------
-------------------------------------------------------------------------
----------
AACAGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAAGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY773339 
TTCTACTGTAATACATCTAGGCTGTTTAATAATACATGGAATGGTACACATGTCAATAAGACAGAC-------
-------------------------------------------------------------------------
----------------------------
ACCAATGGGGCAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTGGGAAAAGCAA
TGTATGCCCCTCCCATAGAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGGGGTAATAGTAGTTCT----------------------------
-------------------------------------------------------------------------
-------------
GACAACGAGACCTTCAGACCTGGTGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCAATA---GGAGTAGTGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGCA---ATAGGA---CTAGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGC---GAGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329179 
TTCTACTGCAATACAACAAACCTGTTTAATAGCACATGGAAAAAGAATAGTACTACTGGTACATGGGGGACTA
ATGAT--------------------------------------------------------------------
-------------------------
ACAGGGACAGGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATATATGCCCCTCCCATAGCAGGACAAATTAAATGTATATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGTTAATACTAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAATA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATT 
>JF680926 
TTCTACTGCAATACAACAGGACTGTTTAATAGTAAATGGATAAATGGGACTAAATGGATAAATGGGACTATAG
GAGATAAT-----------------------------------------------------------------



----------AGTACAGAG------
GAAAATAATAATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTACGCTCCCCCCATTGAAGGACAGATCACCTGTGTATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTGGAAATAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTACTGATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAGAGTTAAACCAATA---GGCCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCC---
TTGACGCTGACGGTACAT---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ900268 
TTCTACTGCGATACATCAAAATTGTTTAATAACACAGTAACC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGAAACTATCACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGT
ATGCCGCTCCTGTGGCAGGAAATATTACCTGTAACTCAAAT---
ATTACAGGCTTACTATTGACAAGAGATGGTGGTAAGGAAGATAATAGT-------------------------
-------------------------------------------------------------------------
-------
ACTGATGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTG---GGAGTAGCACCCACCAAGGCAAGAAGACGAGTGGTGGAG-----
----------------------------AGAGAGAGAACAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF077336 
TTCTACTGCGATACATCAGGACTGTTTAATGACACAGGCTCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCACTCTCCCATGTCGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATACCTCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTTTACTATTGACAAGAGATGGTGGTAATGAGAGTAAC----------------------------
-------------------------------------------------------------------------
----------------
ATTGAGACCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GCGGGACTAGGAGCTTTG---------
TTCCTTGGGTTTCTTGGGGACAGCAGGGAGCAT------ATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ313239 
TTCTACTGCAATACATCAGGACTGTTTAATACTAATACATCAGGACAGTTTAATACCACAGGA----------
-------------------------------------------------------------------------
----------------------------
TCCAATGAAACTATAGTTCTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATTACCTGTAACTCAAAT---
ATTACAGGCCTACTGTTAACAAGAGATGGTGGTAATAGTAGTAATGCT-------------------------
-------------------------------------------------------------------------
----------
AATGCTAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH746241 
TTCTACTGCAATACATCAGGACTGTTT----------------------------------------------
-------------------------------------------------------------------------



-AAGGACGTAGTATCCAAT------
AGCACCAATGAAACTATCACTCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATTACCTGTAATTCAAAT---
ATTACAGGCCTACTATTGACAAGAGATGGTGGTAGAAATGAAACTACTGGT----------------------
-------------------------------------------------------------------------
----
AATGGAACTGAGGAGGAGACCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATA
AGTATAAAGTAGTAGAAATTGAGCCACTA---GGAATAGCACCCACTAGAGCAAAAAGACAAGTGGTG-----
----------------------------------ACGAGACAAAAAAGAGCA---GTGGGA---
ATAGGAGCC---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---GTATTG---
TCTGGAATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365763 
TTCTACTGCAATACATCATGGCTGTTTAGTGACACAGAATTC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGATAGCACTATTACTCTCCCATGTCGAATAAAACAAATAGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTGCTACTGACAAGGGATGGTGGCCAGAATAATACCAAC-------------------------
-------------------------------------------------------------------------
----
CAGACTAATACTAATGAGACCTTCAGACCTGGGGGAGGAGAGATGAGAGACAATTGGAGAAGTGAGTTATATA
AATATAAAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGGCGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCATCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771009 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGGAACCAGT----------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGCCACTATCGTTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAATATAGTCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAAAGATAACCAG----------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGATCTTCAGACCGGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AGAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCC------
---TTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236573 
TTCTACTGTAATACAACAAAGCTGTTTAATGACACAGTACCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAACACTACCATCATTCTCCCGTGTCGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTAGTTGCAGCTCAAAT---
ATTACAGGACTTCTATTGACAAGAGATGGTGGTACTGATAAGGTT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCACACCTAGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATATATATA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGACCAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---ATAGGA---ATAGGAGCT------
---TGGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTTTGGGGCATT 
>FJ771010 



TTTTACTGTAATACATCAAAACTGTTTAATGACACAGACCCC-------------------------------
-------------------------------------------------------------------------
----------------------------
TTCAATGAAACTATCACTCTCCCATGTCGAATAAGACAAATTATAGGGATGGGGCGGGAAGAAGGACGAGCAA
CGTATGCCCCTCCTACTGATGGAAACATTACCTGTAGTTCGAAT---
ATTACAGGTTTACTATGGACAAGAGGTGGTGGTAATGGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTATTAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCACTA---GGAGTTACACCTACCAAGGCAAAGAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---ATACTGGGCATGGGAGCT------
---GTGTTCCTCGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---CTATTG---GCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427868 
TTCTACTGCAATACATCAGGGCTGTTTAATGATACACTGTTT-------------------------------
-------------------------------------------------------------------------
-------------------------------
GATGACAATATTACACTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGT
ATGCCTCTCCTATTGAAGGAAGCATTACCTGTAGCTCAAAT---
ATTACAGGTCTATTATTGACAAGAGATGGTGGAAATGTTGATAGTACT-------------------------
-------------------------------------------------------------------------
----------
AATAATATTGAGATCTTCAGACCTTGGGGAGGCAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT------
---CTTTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MG365766 
TTCTACTGCAATACAACACAACTATTTAATAACACAAAA----------------------------------
-------------------------------------------------------------------------
----------------------------
GTCAATGGCACCATCACTCTCCCATGTCGGATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGAAGGAAGCATTACCTGTAAATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTGGGAATAATGGTGGTGAGAAT-------------------
-------------------------------------------------------------------------
----------
AAAGGTATTGAGATCTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGGAACTTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAACACCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365762 
TTCTACTGCAATACATCAAATCTGTTTAATGACACAGCATTAAATGACACAATA-------------------
-------------------------------------------------------------------------
----------------------------
CTCAATGACAATATCACTCTCCCATGTCGAATAAAACAAATAGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCAATCCCATTGAAGGAAAGATTACCTGTATCTCAAAT---
ATTACAGGTCTACTATTAACAAGAGATGGAGGTAATGATAATAAGACTGAGAAT-------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGAGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181918 



TTCTACTGCAATACATCATGGCTGTTTAATAACACAGAATTC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGATAGCACTATCACTCTCCCATGTCGAATAAAACAAATAGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATCACCTGTAACTCAAAT---
ATTACAGGTCTGCTACTGACAAGGGATGGTGGCCAGAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGGGGGAGGAGAGATGAGAGACAATTGGAGAAGTGAGCTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAAAGGCGAGTGGTG-----------------
----------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181921 
TTCTACTGCAATACAACAAGACTGTTTAATATCACTGATAAGAATATCATTGAT-------------------
-------------------------------------------------------------------------
----------------------------
AAGAATAGCACTATCACTCTCCCATGTCGAATAAAACAGATCATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGTCTGATATTGACAAGAGATGGGGGCAGTTGCAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGCACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAGAAATTGAACCATTA---GGAATAGCACCAACCACGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGACAAAAGAGCA---GTCGGA---ATAGGAGCT------
---GTGCTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCCATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181922 
TTTTACTGCAATACATCAAAACTGTTTAATGACACAGTG----------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAACGACACTATCATTTTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTGCTCCCCTTGCAGGAAACCTTACATGTAGGTCAAAT---
ATTACAGGTCTACTATTAACAAGAGAAGGGGGCAATAAAGAGAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGGGGGGGGAATATGAAAGACAATTGGGGAAGTGAATTATATAAATATAAAGTAGTAG
AAAATGAACCCCTA---GGAATAGCCCCCCCCAAGGCAAAAAGACAAGTGGGG--------------------
-------------------ACGAGAGAAAAAAGAGCA---GTGGGA---AAGGCAGCT---------
GTGATTTTTGGGTTTTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGGGTCA---
TTAACGCTGACGGTACAG---GCCCGACAA---ATATTG---TTTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KX181919 
TTTTACTGCAATACATCAGGAATGTTCAATGACACAGAA----------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGAAAATATTACTTTCCAATGTTGCATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGCGAGCAA
AGTATGCCAATCCCGTTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTTTGATATTGACAAGAGATGGTGGAAATAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GGCAATGAGACCTTTAGACCCGGGGGGGGAAATATGAGGGACAATTGGGGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCCCTA---GGAATAGCCCCCCCCCAGGCAAAAAGACAAGTGGTG--------------
-------------------------GCGAGGGAAAAAAGAGCA---GGGGGA---AAGGGAGCT---------
TTCTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GTTATTGAAGCGCAACACCATTTGTTGCAGCTCACATTCTGGGGCATT 
>AF005494 



TTCTACTGTAATACAGATGAACTGTTTAATGACACAAAATTCAATGACACAGGA-------------------
-------------------------------------------------------------------------
----------------------------
TTCAATGGCACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTGCTATTGACAAGAGATGGTGGTCTGAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------------
----------------------AAGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU446022 
TTCTATTGCAATACATCAGAACTGTTTAAGAATGCCATCACA-------------------------------
-------------------------------------------------------------------------
----------------------------
CCCAATGTCACTATCATTCTCCAATGTAGAATAAAACAAATTATCAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTTCTCCCATTGCAGGAAGCATTACCTGTAACTCAAGT---
ATTACAGGCCTACTATTAACGAGAGATGGTGGTAACGATAATGTA----------------------------
-------------------------------------------------------------------------
----------
AGCACAGAAGAGATCTTCAGACCTGGGGGAGGGAATATGAAAGACAATTGGAGAAGTGAACTGTATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGAGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGACAAAAGAGCA---GTGGGA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCTGCGTCA---
ATAACGCTGATGGTACAG---GCCAGACAA---TTACTG---TCTGGGATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236616 
TTCTACTGTAATACATCAGGATTGTTTAATGACACAGCAGTTAATGACACAGCACTC----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTGTCTGTAGCTCAAAT---
ATTACAGGAATGCTATTGACAAGAGATGGTGGCACTAATGACACT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACCAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF381271 
TTCTACTGCAATACATCAAAACTGTTTAACAATAACATAAGC-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAGTGAGAATATCACTCTCCCATGTAGAATAAGACAGATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGGGCCATTACCTGTATCTCAAAC---
ATTACAGGCATACTATTGACAAGAGACGGTGGTCCAGTCAGCAATAGT-------------------------
-------------------------------------------------------------------------
-------
ACAAACCATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGATTAGCACCCACCAGGGCAAGAAGACAAGTGGTG--------
-------------------------------CAGAGGGAAAAAAGAGCA---GCA------CTGGGACTG---
------TTCTTCCTTGGTTTCTTGGGAGCA---GCAGGAGGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGATGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>MK177827 



TTCTACTGCAATACATCAGGATTGTTTAATGACTCAGCTACTGAAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATCACCCTCCCATGTAGAATAAAACAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATTGCAGGAAACATTACCTGTAATTCAAAT---
ATTACAGGTCTACTATTGACCAGAGATGGTGGTAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGATACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAGTTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AGAAGAGAAAGAAGAGCA---GCAGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAAGCACAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>MF381284 
TTCTACTGCAATACATCAGGATTGTTTAATGACTCAGCTACTGAAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATCACCCTCCCATGTAGAGTAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATTGCAGGAAACATTACCTGTAATTCAAAT---
ATTACAGGTCTACTATTGACCAGAGATGGTAGTAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGATACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAGTTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AGAAGAGAAAGAAGAGCA---GCAGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAAGCACAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>DQ979025 
TTCTACTGCAATACATCAGAACTGTTTAATGACACAGGATCCAATGGCACTATC-------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATTACTCTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTGCTCCTATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGCCTAATGTTGACAAGAGATGGTGGTAAAGATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
TCGACCGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGAAGACGAGTGGTGGGG-----------
----------------------AGAGAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF321084 
TTCTACTGCAATACATCAGAACTGTTTAATGATACAGTATCTAATAAAACTAATGAAGTAAATAATACAACA-
-------------------------------------------------------------------------
----------------------------
TCTAGCGGTAATATCACTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGACAAATTACCTGTAATTCTAAT---
ATTACAGGCCTACTATTAACAAGAGATGGTGGTATTAAGACTAATGATACTAAT-------------------
-------------------------------------------------------------------------
----
GGTGATAATAAGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACGAGCGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
GTAGGAGCT---------TTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGATG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 



>AF084936 
TTCTATTGTAATACATCAGGACTATTTAATAATAGTATATTAAAGAGTAATATATCAGAA-------------
-------------------------------------------------------------------------
----------------------------
AATAATGATACTATCACACTTAATTGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGATAACAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAGTATAAAA
CAGTAAAAATCAAATCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT---------
ATCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746255 
TTCTATTGTAATACATCAAAGCTGTTTAATAGCTCAGAGCTGGGTAATCTGTCTAATAAT-------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACTATCACACTTCCATGTAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATTACATGTAAATCAGAA---
ATTACAGGACTACTATTAATAAGAGATGGTGGAGAGACTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168277 
TTCTATTGTAATACATCAGGATTGTTTAATATGTCATTGTTTAATAGTAGTAGTAGTGAGAAT----------
-------------------------------------------------------------------------
----------------------------
GGGACGACCAATATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTACATGTATATCAAAC---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAGTGGTGGGAAT-------------------------
-------------------------------------------------------------------------
----------
AGTAGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAACGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705162 
TTCTATTGTAATACATCAGGACTGTTTAATATGTCAAATATTAATGCTAATGCATCAGATAGTAAT-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCACATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATAGAAGGAAACATTGAATGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAACATTGAC----------------------------
-------------------------------------------------------------------------
----------
AATGAAAGTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATTTAAGTATA
AAACAGTAAAAATCAAATCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>MH705155 
TTCTATTGTAATACATCAGGACTGTTTAACAGTATAGAACAGTATAATAATACA-------------------
-------------------------------------------------------------------------
----------------------------
TCAAATAATAGTATCATACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAGGGACACATTACATGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAATGAAAGT----------------------------
-------------------------------------------------------------------------
-------
AACAGTGGAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGT
ATAAAGTAGTAAAACTTAAACCAATA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGGGCAGTTGTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705134 
TTCTATTGTAATACATCAAAACTATTTAATAATAGTTGGCTTAATAATAGTAGT-------------------
-------------------------------------------------------------------------
----------------------------
AATGAAGCCAATATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TATATGCCCCTCCCATCGCAGGAAACATTGTGTGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAACAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAGATCAAATCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCAGTAGTTGGA---CTAGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389364 
TTCTACTGTAACACATCAGGACTGTTTAATTGGTCTAGTAGTGGGAATGGGACCTCA----------------
-------------------------------------------------------------------------
----------------------------
GGGAATGGGAGCATTACACTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAAATCGAAC---
ATTACAGGACTCCTATTAACAAGAGATGGGGGGAATGAAACTGAA----------------------------
-------------------------------------------------------------------------
-------------
CCTACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGGAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
TTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH705145 
TTCTATTGCAACACATCAGGACTGTTTAACACATCACTGCTTAATAATAGTAGTAATAATAATAGTAGT----
-------------------------------------------------------------------------
----------------------------
AATAATGATACCATAACACTCCAATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAAC---
ATCACAGGACTAATATTAACAAGAGATGGAGGGAATAATGACAACACG-------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTACAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GGACGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTCTCCTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>KP718915 
TTCTATTGCAATACATCAAGACTATTTAATACATCAGATATTAATAACAGT----------------------
-------------------------------------------------------------------------
----------------------------
AACAGTACAGACATAATACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGTCTGATTCGTCT----------------------------
-------------------------------------------------------------------------
----------------
GTGGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCTCCAAGGCAAGAAGGAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP718923 
TTCTATTGTAATACATCAGGATTGTTTAATACACTTAATAATAGTACATCA----------------------
-------------------------------------------------------------------------
----------------------------
AATACTAGTATTATCAGTCTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGGGGGACAAGCAA
TGTATGCCCCTCCTATAGCAGGAAACATTACATGTACATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGCGAA-------------------------------------
-------------------------------------------------------------------------
----------
AACGGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT------
---GCTCTCCTTGGGTTCTTAGGAATG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGATGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR051438 
TTCTATTGTAATACATCAGGACTATTTAATAATAGTATGTTGTATAATAATAGTACT----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGGCAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATTACATGTAAATCAAGC---
ATTACAGGGCTAATTTTAACAAGAGATGGTGGGAATGCTGATAGA----------------------------
-------------------------------------------------------------------------
----------
AATGCTACCGAGACCTTCAGACCTTCAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---TTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KR051448 
TTCTATTGTAATACATCACGATTATTTAACATATCAGATATATCAAATACA----------------------
-------------------------------------------------------------------------
----------------------------
TCAGAAACTAACATCACACTCCCATGTAAGATAAGACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAGGGAGAAATTACATGTAGATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGGACTAATGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAGGTATAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAATAGTGGTG--------------
-------------------------ACGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTCTCTTTGGGTTCCTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 



>KR017776 
TTCTATTGTGATACATCACCACTATTTAATCCTACAAGTAATAGCACA-------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATAAAAATATTACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGGGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAGAAATTACATGTAGATCAAAC---
ATTACAGGGATATTATTAACAAGAGATGGTGGTGAAACTAATAAA----------------------------
-------------------------------------------------------------------------
-------------
AGTAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAGTACAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTCGGG---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>KR051461 
TTCTATTGTAATATATCAAAGTTGTTTAATAGCACAGCAGGTAATAGCACATCAAATAATAGCACATCA----
-------------------------------------------------------------------------
----------------------------
AATAATTCCACTATCACGATTCCATGTAGGATAAAACAAATTGTAAGACTGTGGCAGAGAGCGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGAAATTACATGTAGATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAGGAATAATAACACAGAG----------------------
-------------------------------------------------------------------------
-------------
GGAACGGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTACAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGGGCA---GTCGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>KP718925 
TTCTATTGTAATACATCAGGCCTGTTTGATAGACCAGAAAATAAT----------------------------
-------------------------------------------------------------------------
----------------------------
ACAGCAGAAAATATAACACTCGGATGTAGGATAAAGCAAATTGTCAGGATGTGGCAGAGAGTGGGACAAGGAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTATCTCAAAC---
ATCACAGGACTACTATTAACAAGGGATGGTGGTAATAATATCACT----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAATTTTCAGACCTGGAAGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR051421 
TTCTATTGTAATACATCAAAACTGTTTAATACATCAGAACTGTTTAATACATCAACAAAGTTTAATATATCAA
CAGAGTCTAAT------------------------------------------------------------
AATAGTAATAGTGAAAAG---------
AATGAGACTGATATTATCGTGCTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGAACAAG
CAATGTATGCCCCTCCCATCGAAGGAGTCATTACATGTAGGTCAAAC---
ATTACAGGACTGATATTAATAAGAGATGGTGGTAATAGTAATGAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATA
AAGTAGTAAAAATAAAACCATTA---GGAATAGCACCAACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCACCATCTGTTGCAACTCACAGTCTGGGGCATT 



>KR051428 
TTCTATTGTAATACATCAAATCTGTTTGACACATCACTACTGTCTAATAGTAGTGAAGAAAATAATAATGGA-
-------------------------------------------------------------------------
----------------------------
AAAAATGAAACTATCACGATCCCATGTAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGAAACATTACATGTGAATCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGTGGAAATAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGTGACCCTGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATAAAACCATTA---GGAATAGCACCAACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX140676 
TTCTACTGTAATACATCAAGACTGTTTTCACCATTAAATAGTACAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
AGTACTGGGAATATAACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAAGATTACATGCATATCAAAC---
ATTACAGGACTACTATTAACAAGGGATGGTGGGAACAACAATAGT----------------------------
-------------------------------------------------------------------------
----------------
ATTGAAACCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCACGAAGAAGAGTGGTG-----------------
----------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCCGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109502 
TTCTATTGTAACACAACAGGACTGTTTAATGATACATTATTGTCTGACAACAGTACCTCA-------------
-------------------------------------------------------------------------
----------------------------
GAAAACGATACTATCACACTCCAATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGGGTAGGACAAGCAA
TGTACGCCCCTCCCATCGCGGGAGAAATTATATGTAGATCAAAC---
ATTACAGGGCTACTCTTAACAAGAGATGGTGGGAATATTACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACTGACACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAGTACAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCG---------
TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGCTGCAACTCACAGTCTGGGGCATT 
>AM279365 
TTCTATTGTAATACATCAAAACTGTTTGAACCATCTAATAGTACAGAGAGTATTGAACCATCAGAGAAT----
-------------------------------------------------------------------------
----------------------------
AATAGGACTAATATCACACTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAATATTACATGCAGATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGAAATGGTGGGAGT----------------------------
-------------------------------------------------------------------------
----------
AATGACAGTGAGGTCGTTAGACCTGCAGGAGGAGACATGAGGGACATTTGGAGAAGTGAATTATATAGATATA
AAGTAGTAAAAATAAAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>AM279350 
TTCTATTGTAAAACATCAGGACTGTTTAATAGTAGTCTGTTTAATAGTAGTCTGAATAATAGTAGT-------
-------------------------------------------------------------------------
----------------------------
AAAAATGAGAATATCACACTTCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGATATTACATGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAGCAATAGAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTTCAGGAGGAGACATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAACCCACTA---GGGGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGTT---------
GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN106043 
TTCTATTGTAATACATCAGGACTGTTTAATAATAGTAAATTAAATAGTACCACTACA----------------
-------------------------------------------------------------------------
----------------------------
AATAATACCACTATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCTCCCCCTATTGCAGGAAATATTACATGTAGATCTAAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGCAAATAATACTGGA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTTGGAACGATGGGAGCT---------
CTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH431770 
TTCTATTGTAATACATCAAAATTGTTTAATAATAGCTTGCTTAATAATAATACTGTTGAT-------------
-------------------------------------------------------------------------
----------------------------
ACCAACAACACAATCATACTCCCATGTAAGATAAAACAAATTGTGAGACTGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTCCAGGAGAAATAACATGTATTTCAAAT---
ATTACAGGGCTACTGTTAACAAGAGATGGTGATGGGAATAATAACACG-------------------------
-------------------------------------------------------------------------
-------------
AATAATGACACCGTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAGAATTAAACCACTA---GGAGTGGCACCCACCAAAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTTGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KY275364 
TTCTATTGTAATACATCAGGACTGTTTAATAATAGTCTATTAAATACCACTCTAACTGACACCACTCTA----
-------------------------------------------------------------------------
----------------------------
GAGAATACCAATCTCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCCCCCATCGCAGGAAATATTACATGCAATTCTAAT---
ATTACAGGGCTATTATTAACAAAAGATAGTGAAGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATT 



>MK254639 
TTCTATTGTAATACTTCAAAACTGTTCAATGAATCATTTATTAATGGGAATGATAGTAAAGACACTGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTACATGTAGCTCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGACTG-------------------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---------
CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGACG---GCTATAGAGGCGCAGCAACGCCTACTGCAACTCACAGTCTGGGGCATT 
>EU885759 
TTTTATTGTGACACATCAGATCTGTTTAATAGTAGTAGGTTTAATAATAGTAGTAATGAC-------------
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATCACGCTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCTATCGCAGGAAACATCACATGTAGGTCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAGGAAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAACCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ATTGGA---ATGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU885761 
TTCTATTGTAATACATCAGGTCTGTTTAATACATCAGGTCTGTTTAATAATAACAGTAATGAT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTGGGAATATCACACTTCCATGTAAGATAAAGCAAATTGTGAGAATGTGGCAGAGAGTTGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGCAGGTCAAGG---
ATTACAGGACTACTATTAGTAAGAGATGGTGGAAAAAGTAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTG---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU885762 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTAGTCTGTTTAATAGTAGTACTAATAGT-------------
-------------------------------------------------------------------------
----------------------------
AATAATGAAACTATCACAATTCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTACATGTAGTTCAAAC---
ATTACAGGACTAATATTGGTAAGAGATGGTGGAACAAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTGTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCG---------
TTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>EU885763 
TTCTATTGTAATACATCAAGGCTGTTTAACAGTAGTGCTAATGCTACTAGT----------------------
-------------------------------------------------------------------------
----------------------------
ATTAATGATACTATCACACTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTAGCTCAAAC---
ATTACAGGACTACTATTAGTGAGAGATGGTGGAGTGAGAGGTGGTGAAGGAAAT-------------------
-------------------------------------------------------------------------
-
AATACTGATAATAACACTGAGACTTTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAGAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--
-------------------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---
CTAGGAGCT---------GCCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---
TCTGGCATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN054265 
TTCTATTGTAATACATCGGCTCTGTTTAATAGTAGTCTGTTGAATAGTAGTAATAGT----------------
-------------------------------------------------------------------------
----------------------------
ACTAATAGTACTATCACACTTCCATGTAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAACATTACATGTAGATCAAGC---
ATTACAGGACTACTATTAATAAGAGATGGTGGAGATACTTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAACTGAGATTTTCAGACCTACAGGGGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>GQ222685 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTAGCAGTAATGATAATACCACACAT----------------
-------------------------------------------------------------------------
----------------------------
AATGGTGGTACTATCACACTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCGCAGGAAACATTACATGTAGTTCAAGA---
ATTACAGGACTACTATTAGTAAGAGATGGTGGGACACATAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAG---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ862781 
TTCTATTGTAATACATCACAGCTGTTTAATAGTAGTATCTGGTTTAATAGTAGTAGTAACTGGACTAATGGT-
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATCATACTTCCATGTAGAATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAGGTCAAAA---
ATTACAGGACTACTATTGGTAAGAGATGGTGGAGGAAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCG---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF327808 
TTCTATTGTAATACATCAGGCCTGTTTAATACATCAGACCTGTCTAATAATAACACACACAATAATAGT----
-------------------------------------------------------------------------
----------------------------
ACAAATGATACTATCACACTTCCATGTAAGATAAAACAAATAGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAGTTCAAAT---
ATTACAGGACTACTATTAGTAAGAGATGGTGGAAACGATAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTAAACCTCTG---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGGGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTCTAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN054287 
TTCTATTGTAATACATCAGGGCTGTTTAATAGTAGTCTGTCTGGAGATGGTAACTGGACTAGTGGTAACTGGA
GT-----------------------------------------------------------------------
----------------------------
AATAGTGGTAATATCACAATTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTGCATGTAGGTCAAAC---
ATTACAGGACTACTATTGGCAAGAGATGGTGGTAATAACAATAGTACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATTTTCAGACCTGCAGGAGGAGACATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAATAATAAAAATTAAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATGGGAGCG------
---ATCCTCTTGGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JN054296 
TTCTATTGTAATACATCACAGCTGTTTGATAGTAGTAATAAAGATAAC-------------------------
-------------------------------------------------------------------------
----------------------------
TGGACTAATACTATCACACTTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAATATTACATGTAAGTCAAAC---
ATTACAGGATTACTATTGGTAAGAGATGGTAGTGGAAATAATAAA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACTTTCAGACCTGCAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAG
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCG---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGT---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU685592 
TTCTATTGTAATACATCAGAGCTGTTTAATAGCAGTCTGTTTAATAATAGTAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
AATAGTGAGGTCATCACACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTGTATCAAAC---
ATTACAGGACTACTATTAGTAAGAGATGGTGGAAATAACTCAACT----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U09664 
TTCTATTGTAATACATCAGGACTGTTTAATAGTAGTATATTATCTAACAATAATGCACCATCTAAT-------
-------------------------------------------------------------------------
----------------------------
AGCAGTAAGAATATCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGTACCAAT----------------------------
-------------------------------------------------------------------------
-------------
GGAAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAATAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---ATT------ACTGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCTGGGAGCACTATG---GGCGCGGCGTCA---
CTAGCGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB287004 
TTCTATTGTAATACATCAAGGCTGTTTAATAATGAAACTGGGAATAGC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAACACAAATATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAGAAATTAGATGTGACTCAACA---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAACAGTAACAATACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AAACAGTAAAAATCAAATCACTA---GGAATAGCACCCACCAGGGCAAGGAGACGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU168300 
TTCTATTGTAATACATCAAATCTGTTTAATAGTAGTAAGTTTAATAATAGTAGTGAT----------------
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATTACACTTCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAAGTCAAAC---
ATTACAGGACTAATATTGATAAGAGATGGTGGACAAGGTAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAGGACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCACTA---GGAATCGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GCTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF716477 
TTCTATTGTAATACATCAAGACTATTTAATATGACAGAATTAGACAAATCA----------------------
-------------------------------------------------------------------------
----------------------------
GGCAATGAAACAATCACACTCCCATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAGGGAAAAATTACATGTAACTCAAAC---
ATCACAGGATTACTGTTAACAAGAGATGGGGGTGAAAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGCAGGTGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAATAAGAATCAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGAAGAGAAAAAAGGGCAGTAGTTGGA---GTGGGAGCT---------
GTCTTCCTTGGATTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ168576 
TTCTATTGTAATACATCAGACTTGTTTAATAATACATCAGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TATAAGGGCAATATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAGACATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAGTGAGAGATGGTGGCATAAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAACAG
TAAAAATCAAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCA---GTTGGA---ATGGGAGCT---------
GTCCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ168575 
TTCTATTGTAATACATCAGGACTGTTTAATGCATCACTGCTTAATGATACCACA-------------------
-------------------------------------------------------------------------
----------------------------
GAATCGCCTAATATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCAATCCCATCGCAGGAGATCTTACATGTAGATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGAGGGGATAACACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGACA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>DQ168579 
TTCTATTGTAATACATCAGGATTGTTTAACAATAGCTTGTTTACCAACAATAGTAGTAATACCAACAATAGC-
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCACGCTCCCATGTAGGATAAAGCAAATTGTGAGAATGTGGCAGAAGGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGATATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAGAGATGGTGGGAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAATAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ168573 
TTCTATTGCAATACATCAGGATTGTTTAATAATATATCAGGATGGTTTAATAGTACATCAAATAGTACATCAA
AC-----------------------------------------------------------------------
----------------------------
AGTAATGATACTATCAGGCTCCCATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTACGCCCCTCCCATCGCCGGAGACATTATATGTAGATCAAAT---
ATTACAGGGCTACTAGTAACAAGAGATGGTGGGCCTAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT---------
TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>HQ236584 
TTCTATTGTAATACATCAGGACTGTTTAATGGTAGTGAGTTCAATACTAGTACTAGTAATAGTACTGGTAAG-
-------------------------------------------------------------------------
----------------------------
GACAATGACACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAGAGCTTACATGTAACTCATCC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGGAATGAGACTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGATACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCT---GTTACA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGATGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>GQ324613 
TTCTATTGCAACACATCAGGATTGTTTAATGATAGTATGATTAATGAGAGAAATACA----------------
-------------------------------------------------------------------------
----------------------------
ACAGATAGAAACATCACACTCCCATGTAGGATAAGACAAATTGTGAGAATGTGGCAAAGAGTGGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAGAAATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGCGTAATAACACA----------------------------
-------------------------------------------------------------------------
----------
CATGACAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAGAATTAAATCACTA---GGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGGGCA---GTTGGC---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACGG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KX389635 
TTCTATTGTAATACATCAGGGTTGTTTAATAGTAGTATTACATTACCTGATAGAAATAGTACA----------
-------------------------------------------------------------------------
----------------------------
CCAAATGAGAATATCACCCTCCAATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTGAATGTAGATCAAAC---
ATTACAGGGCTACTTTTAACAAGAGATGGTGGGAATAACACGAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAGAAAAGAGCA---GTTGGC---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX389631 
TTCTATTGTAGTACATCAAAACTGTTTAACACATCAGAATGGAATAATGATACTAGT----------------
-------------------------------------------------------------------------
----------------------------
GACAATGCCACACTCATACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAACTCCAAC---
ATCACAGGGCTATTATTAACAAGAGATGGTGGGAATAATAATAATAAT-------------------------
-------------------------------------------------------------------------
----------
ACTGCAAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTACA
AAGTAGTGAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGGGCA---GTCGGA---CTGGGAGCT------
---CTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>KX389628 
TTTTATTGCAATACATCAGGACTGTTTAATTTTAATAGAAGTGAAATA-------------------------
-------------------------------------------------------------------------
----------------------------
GGGAAGGAGAATATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGAGATCACATGTAGATCAAAC---
ATCACAGGGCTATTATTAACAAGAGATGGTGGGACTAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
GATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAAAAATTAAACCAATA---GGAATAGCACCCACCAATGCAAGGAGGAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCA---GTTGGA---CTAGGAGCT---------
GTCTTCCTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248584 
TTCTATTGTAATACATCAAGATTGTTTAATGAGAAGGAATTAAATAGT-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGAACTATCATATTGCCATGTAAAATAAAACAAATTGTAAGGATGTGGCAAAGAGCGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGAAATCAGGTGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGACAAACAGCTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAACAG
TAAGAATCAAATCACTA---GGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTTGTTGGA---CTGGGAGCT---------
GTATTCCTTGGGTTCTTAGGAACA---GCTGGGAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248586 
TTCTATTGTAATACATCAGGACTGTTTAATGAAGCTAATGAATCTGATAGC----------------------
-------------------------------------------------------------------------
----------------------------
AATAACACACTCATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAGATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGGAGGAGTGGGAACAGTAATGAG----------------------
-------------------------------------------------------------------------
-------
AGTGGTAGAAATGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGACAACTGGAGAAGTGAGTTATATAAGT
ATAAAATAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAGAAAAGGGCA---GTTGGA---CTGGGAGCT---
------TTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248593 
TTCTATTGTAATACAACAGGATTGTTTAACACATCAGGATTCAATGACACCATC-------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGACACCATCATGCTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCTATCGAAGGAAGTATTACATGTAGATCAAAC---
ATTACAGGGCTATTACTAATGAGAGATGGTGGAAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAAGACCGAGACCTTCAGACCTTCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTAAACCATTA---GAAATAGCACCCGGCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCAGCTGTTGGA---ATGGGAGCT------
---CTCTTCCTTGGGTTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTACTGCAACTCACAGTCTGGGGCATT 
>KX389619 
TTCTATTGTGACACATCAAAGCTGTTTAATAATAGTTTGTTAAATAGTACATCTAATGAT-------------
-------------------------------------------------------------------------
----------------------------
ACTGAGGATATATTCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACCTTGTATGTGAATCAAAC---
ATTACAGGATTACTATTAACAAGTGATGGTGGGATGAATAATGAT----------------------------
-------------------------------------------------------------------------
-------------
AGCAGCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATCAAAGCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTACT---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KX389645 
TTCTATTGTAATACATCAGGCTTGTTTAATATGAGCTTGTTTAATACAACAAATAATGAGACTACATCA----
-------------------------------------------------------------------------
----------------------------
GATAATGGGAATATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGCAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGAGGTGGAACAAATAAA-------------------------
-----------------------------------------------------
ACAAATGAAACAGAAACCTTCAAT---------
GGAACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GTTGGA---CTAGGAGCT---------
GTCCTCTTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>KY953200 
TTCTATTGTGATACATCAGAACTGTTTAATGATACAAGAAATAGTACAAATACCAGTGAT-------------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGTATGCCCCTC
CCATCGCAGGAAATATTACATGTAGATCAAAC---
ATTACAGGGCTAATATTAACCAGAGATGGTGGAGAGGAAAATGAA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCGCCCACTAAGGCAAGAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGGGCAATAATCGGAGGAATGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY953201 
TTCTATTGTAATACATCAGGACTGTTTAATCTGTCTGATAGTAATCCGTATAATGCATCTGAT----------
-------------------------------------------------------------------------
----------------------------
AGGAATATCACAATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTACGCCCCTCCCATCGCAGGAAATATTACATGTAGATCAAAC---
ATTACAGGGATATTATTAACAAGAGATGGTGGTGGGAACAATACT----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAGTTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCAGTTATTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX389648 
TTCTATTGTAATACATCAGGACTGTTTAATGAATCACTGTTTACAACAAATAGTAACACCAGT----------
-------------------------------------------------------------------------
----------------------------
AGTAGTGACAATATCATTCTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTAGCTGTACATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGAGGTAATGATACC----------------------------
-------------------------------------------------------------------------
----------
AGTGGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATA
AAATAGTAAAAATTAGACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---GTAGGAGCT------
---GTCCTCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAC---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATTTGCTGCAACTCACAGTCTGGGGCATT 
>U88826 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATATTAGTAATATT-------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGAGACTATCACACTCCCATGTAAAATAAAACAAATTGTGAGGATGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCTTCCCATCGCAGGAAACCTTGTATGTAAATCAAAC---
ATTACAGGATTAATATTAACAAGAGATGGTGGGAATAACAATGAC----------------------------
-------------------------------------------------------------------------
----------
AGTACAGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAACAGTAAAAATCAAATCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGGAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069943 
TTCTATTGTAATACATCAGGATTGTTTAATGATAGTAATACA-------------------------------
-------------------------------------------------------------------------
----------------------------
TCAAATGCCACTATCACGATCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAGACATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAATGATAATAGC-------------------------
-------------------------------------------------------------------------
-------
ACAAATGGAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAATAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---
------GTCCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCCGGGGCATT 
>AF069937 
TTCTATTGTAGCACATCAGGACTGTTTAATACATCACTGCTTAATACATCAGGATCAGATAATAGTAGTACAA
CA-----------------------------------------------------------------------
-------------------------
AATGATAGCACCCCTATCACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAG
CAATGTATGCTCCTCCCATTGCAGGAGAAATTACATGTAGATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGACTAATAAGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAGAATTAAACCACTA---GGAATAGCACCCACTAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069935 
TTCTATTGTAATACATCAGGATTGTTTAATAATAGTGCATCA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCGAGCTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGT
ATGCCCCTCCCATTGAAGGAAACATTACATGTAGATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGTGGTAATATCACAGAG----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAATAGTAA
AAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------------
-------------------GAGAGGGAGAAAAGGGCA---GTTGGA---CTGGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY612637 
TTTTATTGTAATACATCAGCACTGTTTAATAGTAGTAGTCTGTCTAATAGTAATAGT----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACCATCACACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAACATTACATGTATGTCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAGAAAATAATGGTACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATTTTCAGACCTGTAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAACACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FR846408 
TTCTATTGTAATACATCAGAACTGTTTAATAGTAGTAGTCTGGCTAGTAACAAT-------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAAAATATCACACTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGTCCCTCCCATCAGGGGAGAAATTACATGTAAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAAAAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCACGGAGAAGAGTGGTG-----------------
----------------------GGGAGAAAAAAAAGAGCAGCTGTGGGA---CTGGGAGCT---------
GTCCTCCTTGGGTTCTTAAGCACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FR846410 
TTTTATTGTAATACATCAGGACTGTTTAATAGTAGTAGTCTGCTTGATAATAGTAGTAGT-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACAATATCACACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAATATTACATGTAGGTCAAAT---
ATTACAGGACTAATATTAACAAGAGATGGTGGAGGAAGTAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---TTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF614605 
TTCTATTGTAATACATCAGGACTGTTTAGGAATAATAGTAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAACTCCACTATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTAGTTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAATAAG----------------------------
-------------------------------------------------------------------------
----------
AGCACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAGAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGATG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF367231 
TTCTATTGTAATACATCAAATCTGTTTAGGAATAATAGTAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
GGTGACCCCACTATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAA
TGTATGCCCCTCCCATAGCAGGAAAAATTATATGTAAGTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAAAAAA---TTGTTG---TTTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF061642 
TTCTATTGTAATACATCAGGCCTGTTTAATTCAAGCCTGTTGAGATCAAATAGTAGT----------------
-------------------------------------------------------------------------
----------------------------
GAGAATGGGACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTGAATGTAACTCAAGC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAACAATACAAAT----------------------
-------------------------------------------------------------------------
-------
ACAAGTGAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAACAGTAAAAATCAAATCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168278 
TTCTATTGTAATACATCAGGACTGTTTAATAATAATTTATTAAATACAAATACTACTGGGAATGGGAATACTA
TT-----------------------------------------------------------------------
----------------------------
GAGAGTGGGAATATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAA
TGTATGCCCCTCCCATTGCAGGAATGATTACATGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAATAAAACTAATACAAAT----------------------
-------------------------------------------------------------------------
----------
AATAGTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATA
AAACAGTAAAAATCAAATCACTA---GGAGTAGCACCCACCAGAGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---ACA------CTAGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ236614 
TTCTATTGTAATACATCAGGTCTGTTTAATTTTAATAGTAGCAGTAATAATAATACTAGT-------------
-------------------------------------------------------------------------
----------------------------
AGTAAGGGTAATATCACACTTCCATGTAGGATAAAACAAATAGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAACATCACATGTAGTTCAAAA---
ATTACAGGACTACTATTAGTAAGAGATGGTGGAAATAAGAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATGGAAGTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTT---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGTGG-----------
-------------------------------GGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ236606 
TTCTATTGTAATACATCAGAGCTGTTTAATAGTAGTCTGGTTAATAGTAGCCTGTCTAATGGTGGTAACGGG-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCACACTTCCTTGTAGAATAAGACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAGGTCAAAC---
ATTACAGGACTAATATTGGTAAGAGATGGTGGAATAAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAGACATGAAGGACAACTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCG---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCACCAGCATCTCTTGCCACTCCCAGTGTGGGGCATT 
>EF614151 
TTCTACTGTAATACATCAATACTGTTCAATAGTAGTTGGGATGAGAATAGCACTGTGACT-------------
-------------------------------------------------------------------------
----------------------------
ATAAATGAAACAGTCACACTCCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCGCAGGAAACATCACATGCACATCAAAT---
ATTACAGGGTTACTATTGACACGTGATGGGGGAAATACCAAGGAGAGT-------------------------
-------------------------------------------------------------------------
----------
AATAGTAGTGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAATGAGTTATATAAATATA
AAATAGTGAAGGTTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---ATAGTGGGAATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>MH705156 
TTCTACTGCAATACAACATTACTGTTTAATGATACAACTAAGAATGATACAACT-------------------
-------------------------------------------------------------------------
----------------------------
GAGAATGATACTATCACAATCCCATGTAGGATAAAACAGATTATAAACATGTGGCAGGAAGTGGGGCGAGCAA
TATATGCCCCTCCCATTGCAGGAAATATTAGCTGTAGATCAAAT---
ATTACAGGAATGATATTGACAAGAGATGGTGGCAGGAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAACTGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAAAGATTGAACCACTA---GGGATAGCACCCACTAAGGCAAGAAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AJ249235 
TCCTACTGTGATACTACAGACACGGTTGATGACACAGAGGAGGAA----------------------------
-------------------------------------------------------------------------
----------------------------
GAGGATACCACAATCACAATCCCATGTAGGATAAAACAGATAATAAACATGTGGCAGAAAGTGGGGCAAGCAA
TATATGCCCCTCCCACCGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGAATGATATTGACAAGAGATGGTGGTAATGACAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AGGACTGAGGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAGATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTAGGA---ATAGGAGCG------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAAGCGCAACAACAAATGTTACAGCTTACGGTCTGGGGCATT 
>GQ477441 
TTCTATTGCAATACAACACGACTGTTTAACAATACTTGCATAAAAAATGCAACCGTGAGGGGA----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATAAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAATAGTAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGAAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGCGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU191617 
TTCTATTGCAGCACAACAAAACTGTTTAATAGTACTTGGACAGCAAATGAGACTATAGAGAAGTATAATGAG-
-------------------------------------------------------------------------
----------------------------
CATAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATAATACTGACAAGAGATGGTGGTGGTGCTGATAGT----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746232 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAAGGAAATGAGGGTAATGGCACT----------
-------------------------------------------------------------------------
----------------------------
ACCAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAAAAATTAATTGTGCATCAAAT---
ATTACAGGATTACTGATAACAAGAGATGGTGGTGGTGGTAATACTACT-------------------------
-------------------------------------------------------------------------
-------------
AGAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGTC---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746236 
TTCTATTGCAATACAACACGCTTGTTT----------------------------------------------
-------------------------------------------------------------------------
-ACAAATTGCACGAAG---------
AATTGTACTGGCTCTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAG
CAATGTATGCTCCTCCCGTCAATGGAATAATTAATTGTGCATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTGTTAATGCTACA----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAATG---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>MH746237 
TTCTATTGCAATACAACACCCCTATTT------ACAGGAAATTGT----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCAGACTTCCATGCAGGATAAAACAGATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGATGGACACATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAACAGTAACAATACG-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCTTCAGACCTGGAGGAGGCAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTA-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH746238 
TTCTATTGCAATACAACACCACTGTTTAATACAACAAGCCTGTTTAATTGCACAAGCAAT-------------
-------------------------------------------------------------------------
----------------------------
TGTACTAAACCTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCGTGGAGTTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAGGATTTG----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGCGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MH746239 
TTCTATTGCAATACATCACAACTGTTTAATACAACACTG----------------------------------
-------------------------------------------------------------------------
----------------------------
TTTAATGACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGAAAAATTAATTGTGTATCAAAC---
ATCACAGGACTACTATTGACAAGAGATGGTGGTAATGACACCAAT----------------------------
-------------------------------------------------------------------------
-------------
GTTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>MH746252 
TTCTATTGCAATACAACACAACTGTTTGAGTCTAATTGCACAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGCTACTATCATACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATCACAGGACTACTATTGACAAGAGATGGTGGTGGTAATGATAGC----------------------------
-------------------------------------------------------------------------
----------
AGGACTAACGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>AF197340 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAACAAATGAAATTATGGAGGAGTTTAAGGGCA
CA-----------------------------------------------------------------------
----------------------------
AACTCAAGCACTATCACACTTCCATGCAGGATAAAGCAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAGTGAAGCAGTTAATTGTGTATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTAATGCGACTAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCACGGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF197341 
TTCTATTGCAATACAACAAGACTGTTTAATATTAGCACAAATGGAACC-------------------------
-------------------------------------------------------------------------
----------------------------
ACAAATGGCACTATCACACTTCCATGCAGGATAAAGCAAGTTATAAAGATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGATGAAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGGTAAGAGATGGTGGTAAAATTGAAAAT----------------------------
-------------------------------------------------------------------------
----------
GAGACCATCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---ACTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU600816 
TTCTATTGCAATACAACAGGATTATTAAATAAAAATTGCATAGGAAATACATCCAAGGGGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGAGAATGAGAGC----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAG
AAATTGAACCACTA---GGAATTGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAACAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP718930 
TTCTATTGTAATACAACAGACCTGTTTAATAGTACTTGGTACATAAATGGAACATCTAATAGCACAAACTCAA
GTGAG--------------------------------------------------------------------
----------------------------------------
ATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAAAGAGCAGGACAAGCAATGTATGCTCCTC
CCATCAGGGGAGTAATTAATTGCACATCAAAC---
ATTACAGGAATACTATTAACAAGAGACTTTGTTAATGCAACTACA----------------------------
-------------------------------------------------------------------------
----------------
GATGTGACCTTCAGACCAACAGGAGGAAATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCACTTCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGGAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU191614 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGAATAAATAAAACTGAAACCATGGAGGAG----
-------------------------------------------------------------------------
----------------------------
GTTAAAGACACTATCATGCTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGGGTAATTAATTGTGTATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JX112860 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGCCAGGAAATACAACCATA----------------
-------------------------------------------------------------------------
----------------------------
GAGAATAGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112861 
TTCTATTGCAATACAACAAATCTGTTTCGGCTTAATGAAACTTGCGCAGAAAATGACACCATGGAAGGG----
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGTATTAAGTGTGTATCAGAT---
ATTACAGGAATACTGTTAACAAGTGATAGTGGTAATAACACTAAT----------------------------
-------------------------------------------------------------------------
-------------
GGCAACGAGACCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ845125 
TTCTATTGCAATACAACAAATCTGTTTAATGATACTTGCATAGGAAATACAAGCAAGCAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGCCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAACATAACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAAAGTAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859178 
TTCTATTGCAATACAACAAATCTGTTTAATAGTACTTGGAATGGAACCATGGAGGGTAATGGCACT-------
-------------------------------------------------------------------------
----------------------------
GATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATACTACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACCTTCAGACCTGGAGGAGGAAATGTAAAAGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859179 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAGAAATAAAACCCAGAAGGAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACGCTATCATACTTCCCTGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGTGTTAAAAATGGAACT-------------------------
-------------------------------------------------------------------------
-------
AACAGCAATACCGAGATCTTCAGACCGGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTCCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF036527 
TTCTATTGCAATACAACAAAACTATTTAATAGCACTCTGTATAATAGC-------------------------
-------------------------------------------------------------------------
----------------------------
AATACAACAAACATTATCATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATAATGATACT----------------------
-------------------------------------------------------------------------
-------
AATAATGATACTGAGACCTTCAGACCTGGAGGAGGAAGTATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---
------ATGATCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGCCTGGGGCATT 
>EF036529 
TCCTATTGCAATACAACAAAACTGTTTAACAGAACAATGCTGGAGAACGAAACC-------------------
-------------------------------------------------------------------------
----------------------------
ATACTTCCATGCAGGATAATTCCATGCCGGATAAGGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGAA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGGCGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>EF036530 
TTCTATTGCAATACAACAAAACTGTTTAATTGGGCTAGTGGCTCTGGCAAT----------------------
-------------------------------------------------------------------------
----------------------------
ATCACTGGCAATATCACACTTCCATGTAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAA
TGTATGCTCCCCCCATCAGTGGAAGCATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACATCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036534 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCCAAGGAG-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGT
ATGCTCCGCCCATCGATGGAATAATTAAGTGTGAATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAAGACT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAATT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF036535 
TTCTATTGCGATACAACAAAACTGTTTAATGGAACTGGCATAGTAAATGCAACC-------------------
-------------------------------------------------------------------------
----------------------------
ATAAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACGAGAGATGGTGGTGATAATAATAGTACTAAC----------------------
-------------------------------------------------------------------------
-------
ACTACCGGGACCGAGACCTTCAGACCTGGAGGAGGAAATGTGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU363850 
TTCTATTGCAACACAACACAACTGTTTAATAATACTTGCATAGGAAATACAAGCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATATTCTTGACAAGAGATGGTGGTAATAACAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215410 
TTCTATTGCAATACAACAGAACTGTTTAATAGCACTTGGGAAGAAAATAGTAATTGGACTAGTACA-------
-------------------------------------------------------------------------
----------------------------
AAAATTGACACTATCAAACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAACTGTTTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GCAAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAAATGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM215422 
TTCTATTGCAATACATCACAATTGTTTAATAGTACTTGGAATAATACTGGGGAAAATAATACCATGGAGAGGG
GT-----------------------------------------------------------------------
-------------------------
AATGGCACTGACACTATCATACTTCCCTGCAAGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAATATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATATGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TACAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACTGTCTGGGGCATT 
>HM215427 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATACAACCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
CATAATGACACTATCGTACTTCCATGCAGGATAAAGCAAATCGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTACTAATATGTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859180 
TTCTATTGCAATACATCAAAACTGTTTAATGAAACCAGAGGT-------------------------------
-------------------------------------------------------------------------
-------------AATGGC------
ACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTC
CTAATGTATGCTCCTCCCATCGGGGAATAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATACTAGT----------------------------
-------------------------------------------------------------------------
----------
GGGACGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAACTTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036533 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAGAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGAAGTAGGACAAGCAA
TGTATAATCCTCCCATCAGTGGAAACATTACTTGTATATCAAGT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAGGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
GATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475046 
TTCTATTGCAATACAACAAACTTGTTTAATAACACTTGCATAAATAAGACG----------------------
-------------------------------------------------------------------------
----------------------------
TGTGATGACAATATCATACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGGGGAATAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAATACC----------------------------
-------------------------------------------------------------------------
-------------
GAAAACGAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835502 
TTCTATTGCGATACAACAAGATTGTTTAATGATACTGACATA-------------------------------
-------------------------------------------------------------------------
-------------------------
AAAAATAGTAGCAATATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGTATTAATTGTGTATCAAAA---
ATTACAGGAATACTGTTGACAAGAGATGGTGATAATAATGATACT----------------------------
-------------------------------------------------------------------------
-------------------
GAAACCTTCAGACCTATAGGAGGGAATATAAAGGATAATTGGAAAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAC---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835504 
TTCTATTGCAATACAACAAATCTGTTTAATAATAGTTGCATAGGAAATGAAACCAAGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAAGGAAATATTAGTTGTTCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATAAGACT----------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACTTTCAGACCTGCAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835513 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAATGAAACCAGG-------------------
-------------------------------------------------------------------------
----------------------------
TGCAATGAGAACATCACACTTCCATGCAGGATAAAGCAAGTTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGCGGAAGCATTAATTGTACATCAAAT---
ATCACAGGAATACTATTGACAAGAGACGGTGGTGGTAATAGGAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTAGGA---ATCGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835514 
TTCTATTGTGATACAACAAAATTGTTTAATGGTACAGAAAATGGAACCATAGCAGGTAATGACACT-------
-------------------------------------------------------------------------
----------------------------
GTTAATGGCACTATCATACTTCCGTGCAGGATAAAGCAAGTTGTAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATAATCCTCCCATCAGTGGAAACATTACGTGTAGATCTGAA---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAATGATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835516 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGAACAGAAATGGAACCCAGAAGGGTGAGAGGGGT-
-------------------------------------------------------------------------
----------------------------
AATGACACTAGCATCATCCTTCCATGTAAGATAAAGCAAATTGTAAGAATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCGTCAATGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGTTACTATTGACAAGAGATGGTGGTACTAATATGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF835518 
TTCTATTGTAATACAACACAACTGTTTAGTGGG----------------------------------------
-------------------------------------------------------------------------
----------------------------
GATAATAACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTGACAAGAGACGGTGGTAGTAATGCGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835519 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAACAAAATGGAACTGTGCAAGGACTTAATGAC-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAGTATTAACTGTGTATCAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGAATTAATAAAACTAACGAG----------------------
-------------------------------------------------------------------------
----------
ACAGAGAAAGAGGTCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835528 
TTCTATTGTAATACAACAAACCTGTTTAATACAACAAACCTGTTTGATAATAGCACA----------------
-------------------------------------------------------------------------
----------------------------
AAAAATGACCCTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGGATAATTAACTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTGGTAATACTACA----------------------------
-------------------------------------------------------------------------
----------
AGGGGGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGATTCTTAGGAGCA---GAAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KF835533 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAAAAAATGCTACCACGGAGAATGAG-------
-------------------------------------------------------------------------
----------------------------
TGTACTGACAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCGATGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAAATGGTGGTGCTAATAAAGCTAAAAAT----------------------
-------------------------------------------------------------------------
----
GAAACTAAAGATAACGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGCAGTG-----
----------------------------------GATAGAGAGAAAAGAGCA---GTGGGC---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---



GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835536 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGACAGAACATGAGACCATGGGGGGT----------
-------------------------------------------------------------------------
----------------------------
AATAATACTACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCGA
TGTATGCTTCTCCCATTGAGGAAAAAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGGTAATAACAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGCGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACTGTCTGGGGCATT 
>KF835538 
TTCTATTGCAATACAACAACACTGTTTAATAGTACTTGGGAGAAAAATAAAACCACGGAGGGA----------
-------------------------------------------------------------------------
----------------------------
CATAATGGTACTATCATACTTCCATGCAAGATAAAACAAATCATACGCATGTGGCAAGGAGCAGGGCAAGCAA
TGTATGCTCCTCCCATCGGGGGAAATATTAGTTGTTTTTCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGGTAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835542 
TTCTATTGCAATACAACAAAGTTGTTCAATATAAATGAAACCAGGAAG-------------------------
-------------------------------------------------------------------------
----------------------------
GATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGAATCTGGA-------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835543 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGAGTGTAACCATGGAGGGGAGTAATGACAAT----
-------------------------------------------------------------------------
----------------------------
ACAACAAGCAATATAACACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTGTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATGCAAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GACAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTAAAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ441290 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTCAATGGCACTATCGTACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATACAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475028 
TTCTATTGCAATACAACAAAATTGTTTAATAGGACAGAAAATGGAACCATG----------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGCCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGAGGGTAGTAAT----------------------------
-------------------------------------------------------------------------
----------
GCAAATAATGAAACCTTCAGACCAATAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475040 
TTCTACTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAACGAAACCATGAAGAAAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTCCATGCAGGATAAAGCAATTTATAAACATGTGGCAAGGAGTGGGACAAACAA
TGTATGCTCCTCCCATCAGTGGAATAATTAGATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATAGTGCA----------------------------
-------------------------------------------------------------------------
-------------
CCTAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTAGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM218078 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCTGGATAGGAAATGAGACCA
TAAAGGGA-----------------------------------------------------------------
-------------------AGT---
ACAGATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAATGGAATAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATGATAATGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATAGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------



ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215409 
TTCTATTGCAATACTTCAAAACTGTTTAATTGCACAGGAAATAGCACCACGGGG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGCTAACAGTAGCCAG----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215418 
TTCTATTGTAATACAACACAACTGTTTAATAATAGTGTAGGT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATAGCACTATCAAACTTCCATGTAGGATAAAGCAAATCATAAACATGTGGCAAGGAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGTGGAGCAATTAATTGTTTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGTGGTAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACAATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215419 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAGACCATGGAG-------------
-------------------------------------------------------------------------
----------------------------
GGGAATAATAACACTATAATCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATAATCCTCCCATCAATGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATACTACA----------------------------
-------------------------------------------------------------------------
-------------
GATAGCGAGACCTTCAGACCCGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112810 
TTCTATTGCAATACAACACAACTGTTTAATGGCACAAATAATACT----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATAAAACCATCATACTTCCATGCAAGATAAAACAAATAATAAACATGTGGCAGGGAGTAGGACAAGCTA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATCACAGGAATATTATTGACAAGAGATGGTGGTGCTACTAATGAGACT-------------------------
-------------------------------------------------------------------------
-------
AAAAACAATACTGAAATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---



------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112818 
TTCTATTGCAATACAACAAAACTGTTTAGCAGTGCAGCAGAAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AACACTGACCCTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACGAGAGATGGTGGTGTTAATAATAATAGT-------------------------
-------------------------------------------------------------------------
-------
ACAAATAATACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112821 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATAAATGGCACTATCACACATAATGGTACA----------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGCTGGACAAGCAA
TGTATGCTCCTCCCGTCAGAGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTAATGATAATTCGTCT-------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>JX112827 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGCATAAATGACACCACCACAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAATACCATCATACTTCCATGTAAGATAAAGCAAATTATAAGAATGTGGCAGGAAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACGGGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACTTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112829 
TTCTATTGCAATACAAGCCAACTGTTTAACTTTACTAGAAATTTAAATGGTAGTACCATAGGGGGG-------
-------------------------------------------------------------------------
----------------------------
GAGAATGACACTATCACACTTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATAATGCT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112830 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCATAAAAAATACAAGCATAGAG-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAACAATATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAAAATAACACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGCATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112832 
TTCTATTGCAATACAAGCAAGCTGTTTACTGACAAAGGAAAT-------------------------------
-------------------------------------------------------------------------
-------------------------
AAAACCAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTTTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTACTAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112833 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATAGTACAAGCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTATTAATAATGCCACG-------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112834 
TTCTATTGCAATACAAGCCAATTGTTTAATTTTACTGAAAAAGAAAATGCAACCGAAAAGGGG----------
-------------------------------------------------------------------------
----------------------------
AATAATAGCAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGCCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAGTAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGATACAAAAAAGAGCA---GTGGGA---ATAGGAACT---------



TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475042 
TTTTATTGCAATACAACAGGATTGTTTAATAATACTTGCATAGGAAATGAAACTATAAAG-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAATAAAACCATAATTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTAAAAATGCTACG----------------------------
-------------------------------------------------------------------------
-------------
GAGCCTGAGATATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATGTGTTGCAACTCACGGTCTGGGGCATT 
>GU475043 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAGGAAGCATAGCAAATACAAGCATGGAGGGG-
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATAAAACG-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475015 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCACAAATAATACAAGCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAACAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAATAGTGGTG-----------------
----------------------GGAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112843 
TTCTATTGCAATACAACAAAATTGTTTAATGATACTTGCATAAAAAATGCATCCGCAGAGGGGTGTAAGAAC-
-------------------------------------------------------------------------
----------------------------------------
ATCACACTTCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCGTCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATACTACGGGT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGGTCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112850 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTAATTGCACAGGAAATACAAGCATAAAAGAGTGTAATAACA
CT-----------------------------------------------------------------------
----------------------------
ATTAATGGCACTATTATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGATAATAACACAGCT-------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112853 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCAGGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAATTGTCTATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGTAATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TACAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATACAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX112854 
TTCTATTGCAATACAGCAAAGCTGTTCAATAGTACTTGGAATAGTACTAGGATAGAAAATGAGACCAGGCAGG
GAGGT--------------------------------------------------------------------
----------------------------
AAGGACACTGCCATCCTACTTCCATGCAGGATAAGGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAAACTAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACTAACAGCGAGATTTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112856 
TTCTATTGCAATACAACAAAACTGTTCAATAGCACTTGGCCAGGAAATGAAACCATGGAAACGGGTAAT----
-------------------------------------------------------------------------
----------------------------
GCCAATGACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAAGTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATATTAGC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------



ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960612 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAAACCATGGAGGTAGAAAAT----
-------------------------------------------------------------------------
----------------------------
AATACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAGTGCGTATCAAAT---
ATTACAGGAATACTATTGACAAGGGATGGTGGCAACAATACTGATACA-------------------------
-------------------------------------------------------------------------
-------------
AATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCCCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960606 
TTCTATTGCAATACAACAAAATTGTTTAATAGTAAAAATAAAACCAAGAAGGAG-------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGCCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAGTAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACTGACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>GU475029 
TTCTATTGCAATACAACAAAATTGTTCAATGAAACCACAGAA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGAACCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGT
ACGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAGTAATGAATCT----------------------------
-------------------------------------------------------------------------
----------
AGTGGGAATGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475044 
TTCTATTGCAATACAACACGACTGTTTAATTGCACAAACGGTACAAGCAGGGGAGAGTGT-------------
-------------------------------------------------------------------------
-------------------------------
AATAGCACTATCATACTTCCATGCAGGATAAACAAATTATTAATATGTGGCAAAGGAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAACATAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475038 
TTCTATTGTAATACAACACAACTGTTTAATAATACTTGCATAAAAAACCCAAGCACGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCAGACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCACTG---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GU475021 
TTCTATTGCAATACAACACAACTATTTAATACTACTTGCTTAAATGATACAGGCAAAGGGGAAGGGGGG----
-------------------------------------------------------------------------
----------------------------
TGTAATAACAGTATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCAGACAGGAATGAT-------------------------
-------------------------------------------------------------------------
-------
ACTAATAATACTGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTG---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475018 
TTCTATTGCAATACATCAAAACTGTTTACTTGCATAGGAAATACAAGCAGGGGGGAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGAGAATAACACGAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTGTATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCCAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGAAAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475039 
TTCTATTGCAATACAACACATCTGTTTAATAATACTAAAATT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AACGACACTATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATGCCACA----------------------------
-------------------------------------------------------------------------
-------------
AATGAGGAAATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>GU475032 
TTCTATTGCAATACAACAGAACTGTTCATAAGAAATACAAGCAAGGAGGGGTGCAATAAC-------------
-------------------------------------------------------------------------
----------------------------
ACCAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACCTGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATATAACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475033 
TTCTATTGCAATACAACACAACTGTTTAATGATACTTGCAAGGAGGGG-------------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGAGATGGTGGTAATAATAAT-------------------
-------------------------------------------------------------------------
----
AGCACGAATAATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---CTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475034 
TTCTATTGCAATACATCAAGCCTGTTTAATAATAGTTGCACAAACAATACAAACATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAACT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGGCCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655198 
TTCTATTGCAATACAACAAACTTGTTTGATAAGAATTGCACAGAAAATGAAACCATA----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAATACCATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATACTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGGGGAGGACAGATGAAGGACAATTGGAGAAATGAATTATATAAATATAAGG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------



-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG655199 
TTCTATTGCAATACAACACATCTGTTTAATAATGCTAGCATAGGAAATAACACT-------------------
-------------------------------------------------------------------------
----------------------------
AGAAATAACACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGAGACCTGTGGTAATAAG-------------------
-------------------------------------------------------------------------
----------
ACCTGTAATGAGATCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655201 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCACAAAAAATACAAGCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCACACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGACACA-------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655202 
TTCTATTGTGATACAGAAAAATTGTTTAATAAGACTTTCATAGAAAATGATACCAAAGAGGAG----------
-------------------------------------------------------------------------
----------------------------
GGTAATAACACCATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTAACAATAGTGAT----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655204 
TTCTATTGCAATACAACAAAACTGTTTAATGATACCTGCATAGGAAATACAAGCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCATACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTGTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAACACAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------



----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960630 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAAGAAATGAGACCATGGGGACA----------
-------------------------------------------------------------------------
----------------------------
AGAAATGGGACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGACTTTCAGACCTGCAGGAGGGAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960623 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGAGAGTAAGAGT----
-------------------------------------------------------------------------
----------------------------
AATGACACTACTGTCATACTTCCATGTAGGTTAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAAATGGTACCAGT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACTTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATAGAACCACTG---GGAGTAGCACCCACCATGGCAAAGCGAAGAGTGGTG--------------------
-------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAC---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960634 
TTCTATTGCAATACAACAAAGCTGTTCACTTGGAGAGAAAATGAAACCATGGAGAGAGATATT----------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GATAGCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAATTAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960631 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGAAAATGAGACCGTGGAGAGAGGT-------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAATCATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTAATAATAAGACGAAT-------------------------
-------------------------------------------------------------------------
----------
AACGATAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAATGAGAAGAGTGGTG-----------



----------------------------GAGAAACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960607 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTGAATGGCACTGTCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATGATTAATTGTACATCAAAC---
ATTACAGGAATACTACTAACAAGAGATGGTGGTAATAGTAGCGCA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAAATATTCAGACCGGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960628 
TTCTATTGCAATACAACAAAGCTGTTCAACAGTACTTGGATAGGAAATGAAACCATGAAGGAAGATAAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAAAGATGGTGGTAATAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960629 
TTCTATTGCAATACATCAAAGTTGTTCAATAGTACTTGGATAGGAAATGGAACCAAGGAGAGAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTAGATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTATGGAAAATAATAGA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960626 
TTCTATTGCAATACAACAGAGCTGTTCAATAGTAATAAGACC-------------------------------
-------------------------------------------------------------------------
-------------------------
ATAGGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAATAATTAACTGTACATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGCAATGGTAGTGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAC
AAATAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------------



-------------------GATAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ215555 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TCTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGCATGTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ215553 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGGAATGAGACCAGGGGG-------------
-------------------------------------------------------------------------
----------------------------
GAAGGTAATGCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAGGTGATAATACC----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX112867 
TTCTATTGCAATACAGCAAATCTGTTCAATACAACAAATCCAATAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ATAACAAGCAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAAGCATTAATTGTAGATCTAAT---
ATTACTGGAATACTATTGACAAGGGATGGTGGTAATAATAATAGCACT-------------------------
-------------------------------------------------------------------------
----------
AACGGAACCGAGATCTTCAGACCTGGAGGAGGGAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAATT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112868 
TTCTATTGCAATACAACAAACTTGTTTAAGAGAAGTAATGGA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACCGATGGAAATTTCACAATTCCATGCAGGATAAAGCAAATTATCAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCTCCTCCCGTCAAGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGAGGAAATGGAGGAGATAATACTACG-------------------
-------------------------------------------------------------------------
----------
AATAATAGCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------



----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112870 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGCACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATCAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGGGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960633 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGATAGGAAATGAAACCATAACAAGGGGTAAT----
-------------------------------------------------------------------------
----------------------------
GACAATGACACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAAATGTGAATCAATT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATGGTAGTGGA-------------------------
-------------------------------------------------------------------------
-------------
ACTAGCGAGACCTTCAGACCTGGAGGAGGAAATTTAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX960608 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACAGGAAAT-------------------------------
-------------------------------------------------------------------------
----------------------------------
GGAACCATCATACTTCCATGCAAGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAGGCAATGTATG
CTCCTCCCATCGAGGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAAACCTTCAGACCGGGAGGAGGAAACATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960609 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCATGAATTGGACT-------------
-------------------------------------------------------------------------
----------------------------
AATAACGACACTATCATACTTCCGTGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TATATACTCCTCCCATCAGTGGGGTAATTAAGTGTACATCAAGT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTGATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAAATCTTCAGACCGGTAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAATAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------



----------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960611 
TTCTATTGCAATACAACAAAATTGTTTAATAATGGAACCATG-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGT
ATGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTATTAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTAGGT---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960616 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAAGAAATAAAACCATGGAGGGAGGTGGTAAT-
-------------------------------------------------------------------------
----------------------------
GATACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGGCAAGCAA
TGTATGCTCCTCCCATCGAGGGAATAATTAATTGTTTATCAAAT---
ATTACAGGAATCCTATTGACAAGAGATGGTGGTGCTAATAGCACA----------------------------
-------------------------------------------------------------------------
-------------
CATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112796 
TTCTATTGCAACACAACAAAATTGTTTAATAGTACAGAAAATGAAACCCTGGAAGAG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATAACACTATCATACTTCCATGCAAGATAAAGCAATTTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGAATAATTAATTGTCTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGTAATAATACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTAGCGAAACCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112797 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAATGATTAATTGTATATCAAAT---
ATTACAGGAATAGTATTAACAAGAGATGGTGGTGGTGATAGTAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTAAAGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATCGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------



-------------------------GATAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112800 
TTCTATTGTAATACAACAAAATTGTTTAATACAACAAAATTGTTTAATAACACAGAAAATAGAACC-------
-------------------------------------------------------------------------
----------------------------
ATGGAGGACACTATCACAATTCCATGCAAGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAGTTGTAGATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGAGGGTAGTAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTGGAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGACA---ATAGGAGCT---------
ATGATCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112801 
TTCTATTGTGATACAACAAAATTGTTTAATAGTACAGAAAATAGAACCATGGAGGAG----------------
-------------------------------------------------------------------------
----------------------------
GTCAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTAATAATACAGCT----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TACGAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112802 
TTCTATTGTAACACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAAGGG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGATGATAATAAGACT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112803 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACTATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATTATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------



----------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112804 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGGAAAGAAATGAGACCATAAAAGGGGGTAATGGCA
AT-----------------------------------------------------------------------
----------------------------
GGCAATGACACTATCATACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACTGCCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112805 
TTCTATTGCAACACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGGTGGTAATAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCAGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112807 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGCAGATGGAACCATGGAAGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCACACTTCCATGTAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACGGGCAA
TGTATGCTCCTCCTATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATGGAACTAGA-------------------------
-------------------------------------------------------------------------
-------------
ACTAGCGAAACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112808 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGACAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTTAATACCACTATCACACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGAGGCAGTAATGATAATGAA-------------------------
-------------------------------------------------------------------------
-------------
ACTAAAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------



-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>MH673012 
TTCTATTGCAATACAACAAAGCTGTTCAATGATACTTGGATAAAAAATGACGCCACG----------------
-------------------------------------------------------------------------
----------------------------
GTGGAAGGTACAATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAGTAATTAAATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAGTAATAAT----------------------------
-------------------------------------------------------------------------
----
AATAGCAATAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109506 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACACACAATTTCACTACAACAGAGCCGGTCAATAATACGG
GA-----------------------------------------------------------------------
----------------------------
GATGATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTAATACAACTGAC----------------------------
-------------------------------------------------------------------------
-------------
GAGGCCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATAGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAAAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109507 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCAAGGGTAAA----------
-------------------------------------------------------------------------
----------------------------
AATAATGATACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGGATAAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112846 
TTCTATTGCAATACTACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATGGAGGGAGGTAAC----
-------------------------------------------------------------------------
----------------------------
GGTAGTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGTGTTAATATAACC----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG



TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX112849 
TTCTATTGCAATACATCAAAGCTGTTCAATAGTACTTGGAAAGGAAATGAAACCAAGGAGGGAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAGTATTAAATGCGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGGGGTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGCGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACATGCTGCAACTCACAGTCTGGGGCATT 
>KC870029 
TTCTATTGTGATACAACAAAACTGTTTAATAAGACTAATATAGAAAAT-------------------------
-------------------------------------------------------------------------
-------GAAACCGTGAAG------
AGCGATAATGACACTATCATACTGCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATTAGTGGAAACATTATGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
GATAATAATAGCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGCGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC870039 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATACT----------------------------------
-------------------------------------------------------------------------
-------------------------
GACATAAATGAAACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGA----------------------------------------
-------------------------------------------------------------------------
-
AATAATAATAATGGTAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGCGG---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MH672769 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAAACATGGAG----------------------------
-------------------------------------------------------------------------
-------------------------
GGGTTTAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAATAGTTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATAATACA----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGAAACCTTCAGACCGGGAGGAGAAAATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------AATAGAGAAAAAAGAGCA---GTGAGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672845 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGACAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TTCAATACCAATATCACACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGAAATAGGACAAGCAA
TGTATGCTCCTCCCATCGATGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAATGACATT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAAATCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------AATAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672941 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAGAAAATGGAACACTGTTTAATAGTGCA----------
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACTATCATACTTCCATGCAAGATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAGGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTGATAATAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACCTTCAGACCAGTAGGAGGATATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672978 
TTCTATTGTAATACAACAAAATTGTTTAAT---ACAGAAAATGAAACCATGAAGGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
GACAATACCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAATCTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATACAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH673027 
TTCTATTGCAATACAACAAAGCTATTCAATAGTAATGGAACTAGG----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAGATGGTGGTAAT----------------------------
-------------------------------------------------------------------------



----------
AATAATAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655205 
TTCTACTGCAATACAACAAAATTGTTTACAAATAATGGA----------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATACCACCATCATAATTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGAATAGTTAATTGTGTATCAAAT---
ATTACAGGAATCATATTAACAAGAGATGGTGGTAATAATGTAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TAGAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTA-----------------
----------------------AGCAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGTT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655207 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAGGTGACTCCAGGAATGGG----------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACCATCATACTTCCATGCAAGATAAAGCAAATTGTACGCATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGCAGGGAACATTAGCTGCACATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTACATAATACA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACTTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCATGGCAAGGCGAAGAGTGGTG--------------
-------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG655208 
TTCTATTGCAATACAACACAATTGTTTAATAGCACAAGAAATGAAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
ATTAATGGCACTATCATACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATGTAACT----------------------------
-------------------------------------------------------------------------
----------------
GATGAGACCTTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTTGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655211 
TTCTACTGCAATACATCAAAGCTGTTCAATAGTACTTGGCTAAAAAATGGACTCAATAGCACA----------
-------------------------------------------------------------------------
----------------------------
CTCAATAGCACTATCATACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAAGCAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGACTAATTAATTGTAGATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATACT----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------GCGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655212 
TTCTATTGCAATACAACAAAATTGTTTAATAGAACAGAAAATGAAACCGGGAAGGAG----------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGGGGTAATAGTACAGAT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAAATCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655213 
TTCTATTGCAATACAACAAAATTGTTTAATAAGATAGAGAATGAAAACATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTGGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAATAATTAACTGTCTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATCGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG655216 
TTCTATTGTAATACAACAAAATTATTTAACAGAACAGAAAATGAGACCATGGAGGAG----------------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCATACTTCCGTGCAGGATAAAGCAAATTGTGAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGCTGTGTATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGTGGTAGTAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAATAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655217 
TTCTATTGTGATACAACAACATTGTTTAATAAGACAGAAGGT-------------------------------
-------------------------------------------------------------------------
----GAATTGCTTAAGAGT------
ATAAGAAATGGCACTATCATACTTCCATGTAAGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAG
CATTATATGCTCCTCCTATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAAAACTGAAATC-------------------------
-------------------------------------------------------------------------



----------
AATGGAACTGAAATCTTCAGACCGGTAGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655218 
TTCTATTGCAATACATCAAGGCTGTTCAGTGGTAATGGTACTGTAAATGAGACCACAAATAATGGCACA----
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGTAAGATAAAGCAAATTGTACGCATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTACTGACAAGAGATGGTGGTGGTAATAATAATACT-------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACTTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAACTAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN054300 
TTCTATTGCAATACAACAAAATTGTTTAATAGTAGTGCTTGGACAACAAATGAT-------------------
-------------------------------------------------------------------------
----------------------------
ACAAACAATAAGATCATACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATCAATTGTTCATCCAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTTCTAACACGAAT----------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTACAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204634 
TTTTATTGCAATACAACAAAACTGTTCAATAATAATTGCACAGAAAAAGGAAGCGGGGATGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGGGACACTAATGAG----------------------------
-------------------------------------------------------------------------
-------------
ACTACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG839512 
TTCTATTGCAACACAACAAAACTGTTCAATAATAATTGCATAAAAAATGAAACCACACAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTGATGAAACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATCACAGGGATAATATTGACAAGAGATGGTGGTCCTGATAACGGG----------------------------
-------------------------------------------------------------------------



----------------
AACGAGACCCTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATACAAGGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839510 
TTCTATTGCAATACAACAGATCTATTTAATAATAATAGA----------------------------------
-------------------------------------------------------------------------
----------------------------
ACCGATGGTACTGTCAAACTTCCATGCAGGATAAAGCAATTTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAACACTTAACTGTACATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGCAGATACAAATAGTACTAGG----------------------
-----------------------------------------------------------------
AATGAAACTAGTAGTAGTAATGAAACTGAGATCTTCAGACCTATAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTG---
GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-------------------------------------
--GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839513 
TTCTATTGCAATACAACACAGTTGTTTAATAGTACTTGGGCAGAAAATGGAACCACGGGGGGG----------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCACGCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATCCTCTTGACCAGAGATGGTGGTGGTGGTGATAAT----------------------------
-------------------------------------------------------------------------
----------
GAAACTAATGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTACATAAATATA
AAGTAGTACAAATAGAGCCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839515 
TTCTATTGCAATACGACAAAACTGTTTAATGATACTTGTCTGAATGCAACAGATGATAGTTGTCTAAATGCAA
CA-----------------------------------------------------------------------
----------------------------
TATAATGGCTCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGTTCCTCCCATCAGGGGAAGAATTGAGTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGAGACGGAT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATACAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839518 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGACAGGAAATGATACCATG----------------
-------------------------------------------------------------------------
----------------------------
GGCAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTGTTAACAAGGGATGGTGGTAATAATAGGACT----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACTTTTAGACCTGAAGGAGGAGATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGAATATGCTGCAACTCACAGTCTGGGGCATT 
>AB703616 
TTCTATTGCAATACCACAAAACTGTTTAATAGTACTTGGGGAAATAGAACGGAAAATAATGGAACCATAGAG-
-------------------------------------------------------------------------
----------------------------
GGGAATGGCACTATTATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCGTCAGCGGAATAATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGTGATACTGGAGGAAAAAATAATGGGACAGGA-------------------
-------------------------------------------------------------------------
-------
GAAAATGGGACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB253423 
TTCTATTGCAATACATCAAAACTGTTTACTTGGCCAGGAAATGAAACCAGGAAGGGG----------------
-------------------------------------------------------------------------
----------------------------
GATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATGCG----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCTCTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB253668 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATACAAAATGGAACCATAGGAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAAAAACAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAGATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAGTAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB253427 
TTCTATTGTAATACAACAAATTTATTTAATAGTACAGACAATAAAACT-------------------------
-------------------------------------------------------------------------
----------------------------
ATGCAGGACACTATCATTCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAACATTAGTTGTGTATCAAAC---
ATTACAGGAATATTACTAACAAGGGATGGTGGTAATAAGGAGAATGGGACA----------------------
-------------------------------------------------------------------------



----
GATAATACAACAGATGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB565504 
TTCTATTGCAACACATCAAAACTATTTAATAGTACTTGGGGAAATGGAACCATAGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGTGCA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB097872 
TTCTATTGCAATACATCACGACTGTTTAATAATACTTGCATAACAAATGAAACCGAGACGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAGTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAAATGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAGGCCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTCCACCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327750 
TTCTATTGCAATACATCACAATTATTTAACAACACAGGC----------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGCATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATAGTTCA----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTTAGACCTGGAGGAGGAAATATAAAGGACAACTGGAGAAATGAATTATATAAATATAAAGTAA
TACAAATTGAACCACTA---GGATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTA-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TTTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MH078560 
TTCTATTGCAATACAACACAATTATTTAATAGCACAAAC----------------------------------
-------------------------------------------------------------------------
----------------------------
AATGAAAGCAATATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAATAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATAGTACA----------------------------



-------------------------------------------------------------------------
----------------
AAAGAGACCTTCAGACCTGGAGGAGGGAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY658688 
TTCTATTGCAATATAACAAAATTATTTAATTGCACAAATGACACCGAGGGG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGGACAAATAGTAGC----------------------------
-------------------------------------------------------------------------
----
ATGAATGAAACCAATGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MH327762 
TTCTATTGCAATACAACAAAATTATTTAACAAAAATGGTACC-------------------------------
-------------------------------------------------------------------------
----------------------------
GAGAATGACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTGTGTCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGGAATGAGAAAAATAGCACA----------------------
-------------------------------------------------------------------------
-------------
GACAAGGAGGTCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327764 
TTCTATTGCAATACAACAAAATTATTTAATAGCACAAAC----------------------------------
-------------------------------------------------------------------------
----------------------------
AATGACAGCACTATTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAACATTAGTTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATGACACG----------------------------
-------------------------------------------------------------------------
----------
AACAAGAATGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAATGAGTTATATAAATATA
AAATAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH327766 
TTCTATTGCAATACAACAAATTTATTTAATGACACCATGAAG-------------------------------
-------------------------------------------------------------------------
----------------------------
TTTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGAGGAATAATTAATTGTGTATCAAAC---



ATTACAGGAATACTATTGACAAGGGATGGTGGTGGGACAAATAGAACG-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACTTTCAGACCTGAAGGAGGAAATATAAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---TTGATCTTTAGGTTCTTAAGAGCA---GCAGGAAGCACTATA---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH327756 
TTCTATTGCAATACATCAAAATTATTTAATGACACAAACAGAAATGGCACG----------------------
-------------------------------------------------------------------------
----------------------------
GGGAATGATACTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAAGGGAGAAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTACAAAGAATATTACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACCGAAACCTTCAAACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT------
---CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MH327761 
TTCTACTGCAATACAACAAAACTATTTAATTGCACCGAAGAGCAG----------------------------
-------------------------------------------------------------------------
-------------------------
GGGTGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAG
CAATGTATGCTCCTCCCGTCAAGGGATGGATTAATTGTGTATCAAAC---
ATTACAGGAATAATATTGACAAGGGATGGTGGTGAAACAAATAACACA-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGACCTTCAGACCTGGAGGCGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327763 
TTCTACTGCAATACAACAGAATTATTTAATTGCACAAATAATGGCACG-------------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCATACTTCCGTGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGTAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGGATACTATTGACAAGGGATGGTGGTGTTACAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATACAAATTGAACCGCTA---GGATTGGCACCCACCAGGGCAAGACGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373172 
TTCTATTGCAATACAACAAAACTGTTCAATACAGCAGGACAGCCCAATAATAAAACCGTG-------------
-------------------------------------------------------------------------
----------------------------
GGGAATGGCACTATCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAAGTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTCTAAATAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCAGCAGGGGGAAATATAAAGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373173 
TTCTATTGCAATACAACAGGACTATTTAATAATACTTGCATAAATAGAAACACCACA----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTACTTGTTTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTACAGGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATACAGGCGCAGCAACATATGCTGCAACTCACAGTCTGGGGCATT 
>KY213736 
TTCTATTGCAATACAACACAACTGTTTAATAATACACACCGGGTAAATGATACTGGC----------------
-------------------------------------------------------------------------
----------------------------
ATAAACGGGACGATCATACTTCCATGCAGGATAAAACAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGTGATGGTGAT----------------------------------------
-------------------------------------------------------------------------
-------------
GAAAATGCCACCTTCAGACCGGGGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213738 
TTCTATTGCAATACTTCAAAACTGTTTACTTGGAATGAAACCATGGGGGGGCATAATAGC-------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGAAATTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTGATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGGACAA---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213723 
TTCTATTGCAATACCTCACGACTATTTAATAGTATTAATGGA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGGGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGGCA---
ATAACGCTGACGGGACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213719 
TTCTATTGCAATACATCACAACTGTTTGATAGCACAAAAAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
ATCACAGGAAATATCACACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAACAGGACAGGCAA
TGTATGCTCCTCCCATCGAGGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGGCCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213716 
TTCTATTGCAATACAACAAGACTGTTTAATGGAACCACGGAG-------------------------------
-------------------------------------------------------------------------
-------------------------
GGGAATAATGGCACTATTATACTTCCATGCAAAATAAAACAAATTGTAAGGATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGCTACTATTGACAAGGGATGGTGGTGGTAATGGGACT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGACCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213724 
TTCTATTGCAATACAACATCATTGTTTAATAGTACTTGGACAGGAAATGATAATAGTACTTGGAAA-------
-------------------------------------------------------------------------
----------------------------
GAAAATAGCACTATCACGCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATCCTATTGACAAGAGATGGTGGTGTGCATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAGCCACTA---GGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213718 
TTCTATTGCAATACAACACCACTGTTTAATAACACTTGCCTAGACACCGGGAAT-------------------
-------------------------------------------------------------------------
----------------------------
TGTACTGGCAGTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAAGCATTAATTGTGTATCAGAT---



ATCACAGGACTACTATTGACAAGAGATGGTGGTGGTAATGAGACA----------------------------
-------------------------------------------------------------------------
----------
AGCAAGAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213715 
TTCTATTGTAATACATCAAAACTATTTAATAATACTTGCCTAAATGGCACCAAGGAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACCATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTGACAAGAGATGGGGGTAGGGATACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCGGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213749 
TTCTATTGCAATACATCACAACTATTTAATACATCACAACTATTTAATTGTACAAAT----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCACCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGTAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213734 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGGTTGGGGGCAAAATATAACCATGGAAAAGTGTA
ATAAC--------------------------------------------------------------------
-------------ACTATG------
TGTAATGAAACTGATATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAGG
CAATGTATGCTCCTCCCATCAAGGGACACATTAGTTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTGTTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AGCAACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCATCCAAGGCACAGAGAAGAGTGGTG--------------
-------------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGGAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213750 
TTCTATTGCAATACATCAAAACTGTTTAGAAGTACTTGGACAGGAAATGAAACTGTGGATTGGAAAGGAAATG
GATCTGTG-----------------------------------------------------------------
----------------------------
AGTGATGACAATATCACAATTCCCTGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTACATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTACGAATAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
ACTAGCGAAACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY945716 
TTCTATTGCAATACATCAAAATTGTTTAATACAACAAATGGAACCATAGCAGGG-------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGGCACCATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTACAACTCACAGTCTGGGGCATT 
>AY945724 
TTCTATTGCAATACATCAAAACTGTTTAATGATAATTGCATAGGAAATAACACCAATACAACCAAGGAG----
-------------------------------------------------------------------------
----------------------------
TGTAGAGAAAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGATGAGACAAAAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAAACCTTCAGACCTGAAGGAGGAAATACAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945725 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGGGGGAGT-------
-------------------------------------------------------------------------
----------------------------
AATAACACTAACATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGGCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
GGAACTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952346 
TTCTACTGCAATACAACAAAAATATTTAATAATACTTGCATAAAAAATAAAACTGAGAAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---



ATCACAGGAATACTATTGACAAGAGATGGTGATAAAAATGAGACT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952505 
TTCTATTGCGACACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACCATGGGGGAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACGCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAATAATAATGCA-------------------------
-------------------------------------------------------------------------
-------------
AATGGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952574 
TTCTATTGCAATACATCAAAACTGTTTAATATAGGAAATAAA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACCAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952765 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCATAAATGAAACCGAAAATGGAACCGAGGGG----
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGAGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
CCTAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KJ952897 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGAACCAAGGAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACCTGTGGCAGGGAATAGGACAAGCAA
TGTATTCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGTAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952968 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGTCTAAATGAAACCATAGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATAATTCCTTGCAAGATAAGGCAAATTGTAAGAATGTGGCAGGGAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGTAATAATAATGATAGT-------------------------
-------------------------------------------------------------------------
----------
ACAGCTAACGAGACCTTCAGACCTGGAGGAGGCAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953119 
TTCTATTGTAATACAACAAAATTGTTTACTTGGACAGGAAATGAAACCATGGATGGGAAT-------------
-------------------------------------------------------------------------
----------------------------
AATGATACTAATATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATAACAGGAATACTATTAACAAGAGATGGTGGTAATAATAGAACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAGGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953282 
TTCTATTGCAATACAACACAATTGTTTAATAAGACTGACATACTAAATGAAACCAATACCAATAAAGCCACGG
AAAATGGCACC--------------------------------------------------------------
-------------------------
ACGAAAAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGATACTACTACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AAGAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ789392 
TTCTATTGCAATACAACAAAACTGTTTACTTGGAAAGAAAATGAAACCATGGAAGGG----------------
-------------------------------------------------------------------------
----------------------------
CATAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAAGTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGCTAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACGAATAGCGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358067 
TTCTATTGTAATACAACAAGATTGTTTACTTGGACAGGAAATGAAACC-------------------------
-------------------------------------------------------------------------
----------------------------
ATGAAAGACACTATCATAATCCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAAATATTAGTTGTGATTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGGAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358060 
TTCTATTGCAATACAACACAACTGTTTAAGAGTATAGAAAAT-------------------------------
-------------------------------------------------------------------------
----------------------------------
GAAACCATCACAATTCCATGCAAGATAAAGCAGATTATAAACATGTGGCAGGGAATAGGACAAGCAATGTATG
CTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATATGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358063 
TTTTACTGCAATACAACAAAACTGTTTAATAGTATAGGAAATAAAACCAAAGGATCTAATGGAACTAATGAAG
CT-----------------------------------------------------------------------
-------------------------
GAGTGTACTGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCGCCCATCAGAGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ATGAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945713 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGATAATAAAACCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAACAACACTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTTTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGAGGTACCAATAATGATAGT-------------------------
-------------------------------------------------------------------------
----------
AAGGGTAACGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945720 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGTATAAGAAATGAAAGCATACCG-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAACAATATCACACTTCCATGCAGGATAAAGCAAATTATAAAAATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCGCCTCCCATCGAGGGAGTAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAAGACG----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358050 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCATGGAAAATGAAACCAGTAAGGGGTGTAATAATG
AC-----------------------------------------------------------------------
----------------------------
AATAATGGCACTATCACACTTCCATGCAAGATAAAGCAGATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAAGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATACTGGA----------------------------
-------------------------------------------------------------------------
-------------
AGTAAAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358040 
TTCTATTGCAATACATCACAGCTGTTTAATGATACTTGCCTAAATAAAAACAAGACGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAGAATGAAAAT-------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGACCTTCAGACCTGGAGGAGGAAATACAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358041 
TTCTATTGCAATACAACACAGCTGTTTAATACAACACAGCTGGTTAAGGAAACCATGGAGGGGAGTAATGGC-
-------------------------------------------------------------------------
----------------------------
ACTAATAGCAAGATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAACAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAGGAAATG----------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATCGAGCCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358056 
TTCTATTGTAATACAACACAATTGTTTAATGAAACCTGCCTAGGAAATACAACCATGGGGGGG----------
-------------------------------------------------------------------------
----------------------------
CGTAAGGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGATGTTGGGAAT----------------------------
-------------------------------------------------------------------------
----------
AATGATACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN944665 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGACACCAGGAACAATGAAACCGAAGAGG
AG-----------------------------------------------------------------------
----------------------------
TGTAAAAACAACATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATCAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATACTAGT----------------------------
-------------------------------------------------------------------------
----------
AAGAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358062 
TTCTATTGTAATACAACAAAATTGTTTAATAGCACTTGGACAAATGGAACCATGGAACATATCATACAT----
-------------------------------------------------------------------------
----------------------------
AATAACACTGACATCATCATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTGATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCTTAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168309 
TTCTATTGCAATACATCACGACTGTTTAATGAAAGTTGCATAAAAAATGGAACTGATGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTACTTGTATATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGGAATGGTACT-------------------------
-------------------------------------------------------------------------
----------
AAGGGGAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248328 
TTCTATTGCAATACATCAAACTTGTTTAATGGCACAGGAGACTTGTTTAATAGCACAGGAAACATCACAGAT-
-------------------------------------------------------------------------
----------------------------------------
ATCATACTTCCATGCAGGATAAAGCAGATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCATCAGTGGAAGAATTGAGTGTAAGTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGCAGTACTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTGTATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>JX447021 
TTCTATTGCAATACAACACAATTGTTTAATAGTACTTGGTCACAAAATGGAACCACGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
CATAATGGTACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGGTGGTGCTAAT----------------------------
-------------------------------------------------------------------------
----------
AATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGACAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447542 
TTCTATTGCAATACAACACAACTATTTAATAGTACTTTAGGAAATGGAGCCATGAAGGGG-------------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAAATGGTGGTGATAGC-------------------------
-------------------------------------------------------------------------
----------
AATTTGACCGAGACCTTCAGACCTGAGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC748982 
TTCTATTGCAATACAACAAAACTATTTAATAGTTCTTGGATAGGAAATGAAACCAAAGGAGGGAGAAATGAC-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGTCTATCAAAT---



ATTACAGGAATATTACTGACAAGAGATGGTGATGCTAATAATACG----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF297221 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGAAAGAAAATAAAACCTTGGGGGGG----------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAGCAATAAATTGTACATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGATAATAGTACG----------------------------
-------------------------------------------------------------------------
-------------
GAGGAGGAAACTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTAAGG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691003 
TTCTATTGCAATACATCACAATTATTTAATAGTACTTGGACAGGAAATGAAACCATGAACAAGACCACG----
-------------------------------------------------------------------------
----------------------------
GGGAATGACACTATCATACTTCCATGCAGAATAAGACAGATTATAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAAAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
CAGAACGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691014 
TTCTATTGCAATACAACAATACTATTTAATGAGACTTGTATAAAAAATGAAACCAGGGGAAAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAGTTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AGTGATGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAGCCACTA---GGACTAGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248339 
TTCTATTGCAATACATCAAAGCTGTTTAATAATACTTGCATAAATGAAACCACGGGGGGATGTAGT-------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAATAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAAGAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATGACACT----------------------------
-------------------------------------------------------------------------
----------
AAAGATAACGAAACCTTTAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248355 
TTCTATTGCAATACATCAAAACTGTTTAGGGGTAATTGGACAGGAAATGAAACTGTGCAGAGGTATAATGGC-
-------------------------------------------------------------------------
----------------------------
ACTAAGAGCAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCACGGAACATATTAATTGTTTATCAGAG---
ATTACAGGAATGCTATTGACAAGAGATGGTGGTGTTAATAATAATGAAACC----------------------
-------------------------------------------------------------------------
-------
AATAATGAGACCGAGATCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACGAATTGAACCATTA---GGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248356 
TTCTATTGCAATACAACAAATCTGTTTAATAATAATTGCACAGGAAATGAAACCACGGCGGAGCAG-------
-------------------------------------------------------------------------
----------------------------
TGTAATAACATTATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGGATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGGGTGGTAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AATACAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGAAAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446712 
TTCTATTGCAATACATCAGAACTGTTTAGTAGTACTTGGTACAAAAATGGAACCAACACCACAAAGTGG----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTTACATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAGGTCTTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACTTTCAGACCTACAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX446977 
TTCTACTGCAATACAACACAACTGTTTAATAGTAATTGGACAGGAAATGATAACATAACAGGGGGT-------
-------------------------------------------------------------------------
----------------------------
AATAACACTACCATTATTCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAAGAATGGT-------------------------
-------------------------------------------------------------------------
----
ACAGATGATAATACTGAAATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447048 
TTCTATTGCAATACAACACCACTGTTTAATGATAATTGCACAGGAAATAAAACCATGACGGAGGAA-------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCGTACTTCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCACCTCCCATCAGAGGAATAATTAATTGTGCATCAGAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX447081 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGACAGGAAATGAAACCATGGAAAAGGGTAGT----
-------------------------------------------------------------------------
----------------------------
GGCAATAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAGAACTAATAATACT-------------------------
-------------------------------------------------------------------------
-------
ACTAATGATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447395 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTGGGATAAGAAATAACAAC-------------------
-------------------------------------------------------------------------
----------------------------
ATGAATGCCACCATCACAATTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGAGAATAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447413 
TTCTATTGCAATACATCAGGACTGTTTGATAGGACTTTCATGGAAAATGAAACCATAGGGGGGAAT-------
-------------------------------------------------------------------------
----------------------------
AATAACACTATCATACAAATACCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAA



TATATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATAGAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447447 
TTCTATTGCAATACAACAAAACTGTTTACTAGTACTGACGGAGAAAATGGAATCATGGAGGGGAGT-------
-------------------------------------------------------------------------
----------------------------
AATAAGGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATGAGAGGGAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
ATGATCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447619 
TTCTATTGTGATACAGCACAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCAAGGAGGAAAGAAATGGCA
CT-----------------------------------------------------------------------
----------------------------
AGTAATGACATTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAATCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGTGATGGTGGTGGTGGTCCTACTGCA-------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447816 
TTCTATTGCAATACAACACAACTGTTTAATGATACTTGCATAGGTAATGAAACCATG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACGATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATAGGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAATAATAATACT-------------------
-------------------------------------------------------------------------
----------
AGTACTAAGGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAG--------
-------------------------AGAGAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447936 
TTCTATTGCAATACATCACAACTGTTTAATAGTACCTGGACAGGAAATGAAACCATGAAT-------------
-------------------------------------------------------------------------
----------------------------
GAAATTGGTAACATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA



TGTATGCTCCTCCCGTCCAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGTATTAATGGTACTAGCAAT----------------------
-------------------------------------------------------------------------
----------
GAGACCGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JX447958 
CTCTATTGCAATACATCACAACTGTTTAATAATAATAGCACA-------------------------------
-------------------------------------------------------------------------
----------------------------
GAAGAAGGCAATATCACAATTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGTGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAGGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGAAATCGGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTTAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGGAATGAATTATATAAATATAAAGTAG
TGCAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCACCGTCTGCTGCAACTCACAGTCTGGGGCATT 
>JN944658 
TTCTATTGCAATACAACACAACTATTTAATATGACACAGCTTAATGAAACG----------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGAAACCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGGCAAGCAA
TGTATAATCCTCCCGTCCAAGGACACATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCCAATGAGACT----------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACGG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448217 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGAATGAAACCACGCAGGCGCCTAATGGCACTGGCA
AT-----------------------------------------------------------------------
----------------------------
GGCACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTGCAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAGCGATAAATTGTTCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGATAAAACTGATGATAATAAT----------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACCTTCAGACCTGGAGAAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GAAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448271 
TTCTATTGCAATACAACAAAATTATTTAATAATAGTTGGACAGAAAATAGCACTACT----------------
-------------------------------------------------------------------------
----------------------------
GGCAATGACAATATCATACTTCCATGCAGGATAAAACAAATTGTAAAGATGTGGCAGGGAGTAGGACAAGCAA



TGTATGCTCCTCCCATCGAGGGAATAATTAATTGTATATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
GACGAAATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ690964 
TTCTATTGCAATACAACAGGACTGTTTAATAATACTTGCATAAGAAATGAAACCACTGAAAGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGGAGGAATAATTAGGTGTAATTCAAGT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTGTTAATACT----------------------------
-------------------------------------------------------------------------
----------
AGTGCAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATACA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743788 
TTTTATTGCAATACATCACGACTGTTTAGTAGGACTTTCATAGGAAATGAAACCAGTGAGAGCAATAATGGGA
AG-----------------------------------------------------------------------
----------------------------
AATAACAATACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTAAGGGAAGTATTAATTGTGTATCAAAC---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGTTAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
GTGAACGAGACCTTCAGACCTGGAGGAGGAAATACAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGATGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743789 
TTCTATTGCGATACAACAAAACTGTTTGATAGTAATTGCACA-------------------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGAAACCCTCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTGTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAACAATGAA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGATCTTCAGACCTGTGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743790 
TTCTATTGCAATACATCAAATCTGTTTAATAATACCTGCGCAAAAAATGAAACCCAGAAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACTCTCATACTCCCATGCAAGATAAAGCAAATTATAAGGATGTGGCAGGAAGTAGGACAAGCAA



TGTATGCCCCTCCCATTAGGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGACAGTAATGGGACT-------------------------
-------------------------------------------------------------------------
-------
AATGAGACTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGTCAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCGTATGCTGCAACTCACAGTCTGGGGCATT 
>EU743793 
TTCTATTGCAATACAACAAACCTGTTTAACAAAACTAGCATGAATAAGACCATGGATGGG-------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TATATGCTCCTCCTATCAGTGGAGAAGTTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGCAATATTAATAGGAAT-------------------------
-------------------------------------------------------------------------
----------
AACACCGAGGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>EU743794 
TTCTATTGTAATACAACAAAACTGTTTAGTAGTACTTGGACAGGAAATGAAACCATGGAGGGACATAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTAATGACACTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTATCTGTGTATCAAAT---
ATTACAGGCATACTATTAACAAGAGATGGTGGTAATTCTAAGAAT----------------------------
-------------------------------------------------------------------------
----------
GGGACCGAGGAGATCTTCAGACCTGGAGGGGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATAGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743758 
TTCTATTGCAACACAACACAATTGTTTAATAATACTGACATA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGAACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGT
ATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTGAGAACGAC----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTATAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743766 
TTCTATTGCAATACAACAAGACTGTTTAATAACACTTGCATAGAAAATAAAACCCAGACAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA



TGTATGCTCCTCCCATCGAAGGAAACATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGCAGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATT 
>EU743769 
TTCTATTGCAATACAACACAACTGTTTAATGACACTTGCATGAAAAATGAAACCAGGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACAGGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAGTAATTAATTGTTTATCAAAT---
ATTACAGGGTTGCTATTAATAAGAGATGGTGGTAGTAGTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743773 
TTCTATTGCAATACAACAAAACTGTTTAACATGACGGCGCTT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTACCATACTTCCATGCAAGATAAAGCAAATTATAAACCTGTGGCAAAGAACAGGACAAGCAATGT
ATGCTCCTCCCATCAGGGGACTAATTAGATGTGACTCACTT---
ATTACAGGAATACTACTGACAAGAGATGGT---GACAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TACAAATTGAACCGCTA---GGAATAGCCCCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743774 
TTTTATTGCAATACAACAAAAATGTTTACTACTTGCATAGAAAATAAAACCATAGAAGGT-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCAAGATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGTAGTAATGAA----------------------------
-------------------------------------------------------------------------
----------
ACCCTCAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743778 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACGAATGGAACCATGGGGGGG-------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGATACTATCATACTACCATGCAAGATAAAGCAAATAGTAAACATGTGGCAGGGAGTAGGACAAGTAA



TGTATGCTCCTCCCATCAGAGGAATAATTAAGTGTACATCAAAT---
ATTACAGGAATACTATTGACGAGAGATGGTGATGGTGGTGAGAGT----------------------------
-------------------------------------------------------------------------
----------
AATATGACGGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCGTATGCTGCAACTCACAGTCTGGGGCATT 
>JN944657 
TTCTATTGCAATACAACAGGACTGTTTAATAATACTTGCTTAGGAGACAACACCACAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAGAACTATCATAATCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGACACATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGT---ATTAATGGTTCT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743782 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCCTAGAAAATGGAACCACAAAGGGGTGTAATAACA
CT-----------------------------------------------------------------------
----------------------------
AACAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATCATAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTGAAAATGGGACT-------------------------
-------------------------------------------------------------------------
----------
AACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>EU743784 
TTCTATTGCAATACATCACAACTGTTTAATGCTACTTGCCTATCAAAGGAAAACATGGAGGGGTGTAATAGCA
CT-----------------------------------------------------------------------
----------------------------
ATCAATAGCACTATTACACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTGCGGTT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU743787 
TTCTATTGCAATACAACAAAACTGTTTCCAGGACGGATTAATGAGACTTGCTTAAAAGAAACCAAG-------
-------------------------------------------------------------------------
----------------------------
GGGGGGTGTAATATCACACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA



TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTGACAAGAGATGGTGATACAAATGGTAGT----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAA
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446666 
TTCTATTGTAATACAACACCACTGTTTAATAATGAGACCAAGGAGGAG-------------------------
-------------------------------------------------------------------------
----------------------------
AATAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTAGTGACAAGAGATGGTAGTAGTGCTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGATCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCAACTGTTGCAACTCACAGTCTGGGGCATT 
>JX446855 
TTCTATTGCAATACAACACGACTGTTTAATAGGAATAATGAGACTATGGAGGGG-------------------
-------------------------------------------------------------------------
----------------------------
GATAAGGACAATATTATACTTCCATGTAAGATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCTGTCAGTGGAAAAATTAATTGTGTATCAAAC---
ATTACAGGAGTACTATTGACAAGAGATGGTGGTGGTGGTAATGATACA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446899 
TTCTATTGCAATACAACACAACTGTTTAATGCAACATTTAATGACACAAGTAATAGCATA-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAACAGTACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTTACAGTCTGGGGCATT 
>JX446910 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAACCAAGGGAGGG----------
-------------------------------------------------------------------------
----------------------------
TCTAATGGCACTATCATACTTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAA



TATATGCTCCTCCCATCAGTGGAAAATTTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAGGACT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAGTTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTACTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447089 
TTCTATTGTGATACAACAGGATTGTTTAATAATACTTTTAATAATACTTGGGAAAATAAA-------------
-------------------------------------------------------------------------
----------------------------
ATCAGTGAGAATATCACACTTCCATGCAAGATAAAGCAAGTTGTAAACTTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATGATACAGGG----------------------------
-------------------------------------------------------------------------
-------------
GGGAAAGAGATCTTCAGACCCATAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACGGATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGTTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447107 
TTCTATTGCAATACATCACAGCTGTTTAATAGTACTCGGAATGGTACTTGGATA-------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAACCATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAGCAATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTACTAATACAACT-------------------------
-------------------------------------------------------------------------
----------
ATAGGGAACGAGACCTTCCGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447132 
TTCTACTGCAACACAACAGAACTGTTTAGGATAAGAAATGAAAGCACGGGT----------------------
-------------------------------------------------------------------------
----------------------------
AACAACACTAATATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGAGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACCAATTAGGTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAATAAAACT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCCGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447203 
TTCTATTGCAATACAACTAATCTGTTTAATAATAGTTGCACAAATGGAACCAAGAGGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGAAACCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA



TGTATGCTCCTCCCATCAGGGGACTCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATACTGGG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCG---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447222 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGCATAGACAATAAAACCAGGGAGGGGTGTAAC----
-------------------------------------------------------------------------
----------------------------
AACGATAGCACCATCATGCTTCCATGCAAGATAAAACAAATCATAAACATGTGGCAGGGAATAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAAAAATTAACTGTGTATCAAAT---
ATTACAGGACTACTATTGATAAGAGATGGTGGTGGTGTCGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACCGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAAATAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX447316 
TTCTATTGCGATACAACAAAACTGTTTAATGATAGTTGCATGAAAAATGAAACCGCGGAGAAGGGG-------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTACGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGTCAGAAGAG----------------------------
-------------------------------------------------------------------------
-------
GAAAACAATACCGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCAATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447346 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGGAACTGAAGAGAGG----------
-------------------------------------------------------------------------
----------------------------
TTTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATAATCCTCCCATTAAGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTAATAAGAGATGGTGGTGCTAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AACAACAACGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447356 
TTCTATTGCAATACATCAAAACTATTTAATAGTAATGGCACATGTAATACA----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA



TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447409 
TTCTATTGTGATACAACAAAACTGTTTAATACTACTTGCATTAATGAAACTATGGGGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGATAAGAGATGGGGGTAATAATACTAAG----------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447465 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCACAAATGAAGATAATGGCACTGTG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAGACAATTTATAAAAATGTGGCAGGGAACAGGACAGGCAA
TGTATGCCCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAAGACTAAT----------------------
-------------------------------------------------------------------------
----------
GAGACTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447550 
TTCTATTGCAATACAACACAACTGTTTGATAGTATTTGGGGAAATGGAACCTGGAAGGGGGATAATGGC----
-------------------------------------------------------------------------
----------------------------
ACTGGAGATACCATCATACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTACCGTCAGGGGAGTAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGATAAGAGATGGTGGTCTTCTTAATATATCT-------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
GTAATGCTGACGGTACGG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AAATTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447657 
TTCTATTGCAATACATCACAACTGTTTCCTTGCATAGTAAATGGAACCGAAAAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA



TGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATTCC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447682 
TTCTATTGCAATACAACAAGACTGTTTAATAATAGTTGTATAGAAAATACAACT-------------------
-------------------------------------------------------------------------
----------------------------
AAGTGTAGCAATATCACACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACCAATTAGTTGTGTATCAAGC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGATAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAATAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447699 
TTCTATTGCAATACATCACTACTGTTTAATAGTACTTGGGGAAATGAAACTAAGGAAAATGAAACCATAGGGA
AT-----------------------------------------------------------------------
----------------------------
AATACTGGCAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCGA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
GACACTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447712 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACTTGCAATGATACTTGCACAGGAAATGAAAAC-------
-------------------------------------------------------------------------
----------------------------
AGGACTGACACCATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGACAAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGGCAAGAGATGGTGGTAAAAATAATAATAATAAT----------------------
-------------------------------------------------------------------------
----
ACGAGTAACGAGACTGAGATTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG-----
----------------------------------GCAAGAGAGAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAC---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447891 
TTCTATTGCAATACAACAAACCTGTTTAATAATAGTGACATAAAT----------------------------
-------------------------------------------------------------------------
----------------------------



AATAATAGCAATATCACACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAAGGAAGCATTAGGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTAAG----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447984 
TTCTATTGCAATACATCACGACTGTTTAAAAATGAAACCGAG-------------------------------
-------------------------------------------------------------------------
-------------------------
GAGGTGAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCGCCTCCCATCAGGGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAATGCGTCT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN944655 
TTCTATTGCAATACAACAGAACTGTTTAATAATACTTGTGTAAATGAAACCATAAACAATGGCACAGAGGGGT
GG-----------------------------------------------------------------------
----------------------------
TGTAAGGGAGATATCATACTTCCATGCAGGATAAAGCAAATTATAAACTTGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCTGTCAGTGGACAAATTAGATGTATATCAAAT---
ATTACAGGAATAATATTGACAAGGGATGGTGGAAATGGGAAGAACGGG-------------------------
-------------------------------------------------------------------------
-------
ACCCTCAATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTGAACCACTA---GGAATAGCGCCTTCCAGGGCAAAGAGAAGAGTGGTGGAG-----
----------------------------ATGAAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGGGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448238 
TTCTATTGCAATACAACATACCTGTTTAATAAGACTTGCCTAAATAATAAAACGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAAACTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGTGAAGAGATCTTCAGGCCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGAGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448279 
TTCTATTGCAATACATCACAACTGTTTGATAGTTGTTGGACAGGAAATACAACCATGCAGGAGTGTAATAACA
CTAAAAAT-----------------------------------------------------------------
----------------------------



GAGACTAAAACTATCATACTCCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATGGAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448301 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCATAAAAGAAACCAAGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAGGCAA
TGTATGCTCCTCCCATCGAGGGGCACATTAATTGTGTATCAAAC---
ATTACAGGAATACTACTGATAAGAGATGGTGGTAATAGTGGTAATACC-------------------------
-------------------------------------------------------------------------
----
ACGACTAATGCTACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF297225 
CTCTATTGTAATACCTCACAACTGTTTAATAGTACTTGGGAAGGAAATGAAACCATGAAGAATGACACCATG-
-------------------------------------------------------------------------
----------------------------
GGGAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTACGCTCCTCCCATAAGTGGAAGTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCTTATTAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAAACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446776 
TTCTATTGCAATACAACAAAGCTGTTTAATAATGAGACC----------------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCACACTTCCATGCAAAATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGGGGAAAAATTAATTGTGTATCAGAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTGAAAATAAG----------------------------
-------------------------------------------------------------------------
----------
AGTGATGAAGAGACCTTCAGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446790 
TTCTATTGCAATACATCAAGACTGTTTAATAGAACAGAAAATGAAACCATGGAGGGG----------------
-------------------------------------------------------------------------



----------------------------
AGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCCGTGGAAATATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGATGCTAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAACAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATT 
>JX446845 
TTCTATTGCAATACAACAAACTTGTTTAATAATAATTGCACAAATAACACAGCGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATAGTACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAA
TGTATGCTCCTCCCGTCAGAGGAATGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTCGGAATAATAAT----------------------------
-------------------------------------------------------------------------
----
AAGACTAATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAACGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446943 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGTACTATCATACTTCCATGCAGAATAAAGCAGATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGAAAAATTAAGTGTGTATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGTAATGATGGTGCTAATAATGGA------
AATAGTACTAATAATGGA---AGTGATGCTAGTAAT-------------------------------------
--------------------------
AAAAGTGATACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAATG---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447028 
TTCTATTGCAATACAACACAACTGTTTAATACTAATGACACAGAAAATATAAACACGGGGAATAGTAAT----
-------------------------------------------------------------------------
----------------------------
AACAATACAACTATCATACTTCCATGTAATATAAAGCAAATTATAAACATATGGCAGGGAGTGGGGCAAGCAA
TGTATGCTCCTCCCATTAGGGGACAAATTAAGTGTACATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAACAGTGAGGAT----------------------------
-------------------------------------------------------------------------
----------
GATAGTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447064 



TTCTACTGCAACACAACAAAACTGTTCAATAATAATTGCCTAAATGCAACCGAGACAAATGAAACCAGGGGG-
-------------------------------------------------------------------------
----------------------------
GAGTGTGTCAATATCACGATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAAGTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATATTACTGACAAT-------------------------
-------------------------------------------------------------------------
----------
AACAGTCCTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447118 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCCAGCAGGAGAATAGG----
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGTTAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447177 
TTCTATTGCAATACAACAAAGATATTTAATAGTACTTGGTTCGAAAATGGAACCATGGAGGGAAATGACATCA
TAGAGAAG-----------------------------------------------------------------
-------------------GAT---
AGCGATAACGACACTATCATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATTAGTGGAGAAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGGGGGGTTGGTAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AACATGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGGCAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447252 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAGAAAATAGAACC-------------------
-------------------------------------------------------------------------
----------------------------
AGTGATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGGCAAGCAA
TGTATGCTCCCCCCATCCGTGGAGAAATTAAGTGTGTATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGCACTACGAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCGCTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCACAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447283 



TTCTATTGCAATACAACAAAACTGTTTAATAGCAACAGTACCATACTGTTTAATAGTACCATGGGGCATTGTA
ATGGCACT-----------------------------------------------------------------
----------------------------
TGCAATAACACTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTATATCAAAT---
ATTACAGGAATACTACTGACAAGAGATGGTGGTGATAATAGTTTA----------------------------
-------------------------------------------------------------------------
----------
AGTAACACTGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447437 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAACCATAGAGAGA----------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCTGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCGGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGTGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447503 
TTCTATTGTAATACAACAAAACTGTTTAATACAACTTGCACAAAGGATGGAACCTGCATTGTTAATGGCACT-
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCATTCTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTAGTGTTAATGGGAGT----------------------------
-------------------------------------------------------------------------
-------------
AGCGAGGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGCTGCAACTCACAGTCTGGGGCATT 
>JX447608 
TTCTATTGCAATACATCAAAATTGTTTAATGGAACCGTGGAAGGGTCTAATACAACCATGGAATGG-------
-------------------------------------------------------------------------
----------------------------
CTTAATGGTACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGTAATATTAGTGCA----------------------------
-------------------------------------------------------------------------
-------------
GGCAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATCGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX447721 



TTCTATTGCAATACAACAAAATTATTTAATACAACAGGAAATGGAACCATAGAAAAT----------------
-------------------------------------------------------------------------
----------------------------
ATAACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGTGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
TCTACTGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCCCTA---GGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447752 
TTCTATTGCAACACAACACAATTGTTTAATAGAAATGAAACCATGAAGAAA----------------------
-------------------------------------------------------------------------
----------------------------
GCCAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTTAGTGGAATAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAAATATAACTAGTGGTGGTGAT-------------------
-------------------------------------------------------------------------
----
GGGAATACAACTACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860763 
TTCTATTGCAATACAACAAAATTATTTAATACCACTTGCAATGAAACCAAGGGAGAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGAACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860764 
TTCTATTGCAATACAACACAATTGTTTAATAGAACTGGCACAAATGAAACCATGGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGCAGGGCAAGCAA
TGTATGCCCCTCCCATTAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>JN860766 
TTCTATTGCAATACATCAGGACTATTTAATGATACTTGCCTAAAAAATGATACCAAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCGCCCATCAGAGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACTGAGATTTTCAGACCTGCAGGGGGAAATATGAAGGACAATTGGAGAAATGAATTATACAAATACAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCTGAAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691024 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTGAAGGAAAAAATAACACGGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
CAAAATGGCACTATCATAATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATCCGACT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTTAGACCTGGAGGGGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691048 
TTCTATTGCAATACAACACAACTATTTAATAATACTTGCATAAAGAATACCACAACAGCG-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTGCGAATATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTAATTGTGTATCAAAT---
ATTACGGGAATACTATTGACAAGAGATGGTGGTGGTAATGAGACGGAG-------------------------
-------------------------------------------------------------------------
----------
AGGAACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GQ916569 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGACAGGAGATGAAAACAGGACGAGGGGTAAT----
-------------------------------------------------------------------------
----------------------------
GCTAATGACACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGTAATAATATAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTAGGA---ATAGGAATT---------
TTGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>GQ916571 
TTCTATTGCAATACATCAAAACTGTTTAATGGCAGTACAACAAAA----------------------------
-------------------------------------------------------------------------
----------------------------
GAAAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAA
TGTATGCTCCTCCCGTCGAGGGAAAAATTAGTTGTATATCAAAT---
ATTACAGGAATACTGTTAACAAGAGATGGTGGTTTAAATGGGACTAAT-------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAGATTGAACCACTA---GGAATAGCACCCACTAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916572 
TTCTATTGCAATACAACAAAGCTGTTTAATAATACTTGGAACGGAACTGGAACCATGCAGTATAAT-------
-------------------------------------------------------------------------
----------------------------
GACACTGGCAATATTATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAAAATTAAATGTGAATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAGGACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGACCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916575 
TTCTATTGCAATACATCAGAACTGTTTAATGATACGTGCCTAAATGGAACCTCGGGGAAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAAAGACACTACCATACTCCCATGTAAGATAAAACAAATTATAAGGATGTGGCAAGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATACTACTACT-------------------------
-------------------------------------------------------------------------
-------
GATAATGGGACAGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGACGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446655 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAAATGAAACCATAGGAAATGAAG
CCATA--------------------------------------------------------------------
----------------------------
GGTAATGGTACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAATAATTCGATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
AATATAACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>JX446756 
TTCTATTGCAATACAACAAATCTATTTAACAATACTGCCACAGGAAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGATACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAACTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAACCGCACA----------------------------
-------------------------------------------------------------------------
-------------
GGGAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446850 
TTCTATTGCAATACAACAAAACTGTTTAATAGAACTTGGACACATAATGGAACCATTTGGACACAAAACGGAA
CCATGAGG-----------------------------------------------------------------
-------------GGGGAT------
AATGTCAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGGGGAGTCATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGTGATAATGGTGGTACTAAGAAT----------------------------
-------------------------------------------------------------------------
----------
AATGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTTACAGTCTGGGGCATT 
>JX447127 
TTCTATTGCAATACAACAAAATTGTTTAATGATACTTGTATAAGAAATAGAACCGAGAGA-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAATATCACGATAATCCCATGCAAGATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAAACATTACTTGCATATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGTAATAGATCTTGTAACGAGACA------
TCAGGAGGTAATAGA----------------------------------------------------------
--------------------------
TCTTGTGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447308 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATGGAAAATGGAACCCGGTGTAATGACACT----
-------------------------------------------------------------------------
----------------------------
GTTAATGGCACTATCATACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAGCAATTAAGTGTGATTCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATGAGAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACCGTCTGGGGCATT 



>JX447458 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGGACCAAGGAGGAGTTTAAGGGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAACAGGGCAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATGCTAATAACTCTAACTCT-------------------
-------------------------------------------------------------------------
----
ACTGAGAACTCTACTGAGATATTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAATACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447493 
TTCTATTGCAATACCACAAAACTGTTTAATTGGACAGAAAAAGCAGGAAATGAAACCAATGAGGGA-------
-------------------------------------------------------------------------
----------------------------
AATAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATAGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCTATCAGGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATAATGGGACAAAC-------------------
-------------------------------------------------------------------------
-------
AAGACCGAGACCGAGATCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448028 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACCGGGATG-------------------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCACCCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAGTGCAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
TTAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388142 
TTCTATTGCGATACAACAAAACTGTTTAATAGTATTTGGGAAGAAAACAACAATAGTACTTGGGATAATGAAA
ACAACAAT-----------------------------------------------------------------
-------------AGTACT------
CGGGATAATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAAAATCAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTACTTCAGATAATGGC-------------------------
-------------------------------------------------------------------------
-------
ACTAATGACAGTGAGACCTTCAGACCTGGGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388111 
TTCTATTGCAATACAACACAACTGTTTAATGGAACCGGGGGA-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGT
ATGCTCCTCCCGTCAGGGGAAATATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGATGGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TACAAATTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GACAGAGAAAAGAGAGCA---GCA------ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388121 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGTAAAAATGGAACCATGGGGGGA----------
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAGCAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
ACGGAGGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGCA---ATAGGAACT---------
TTGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAC---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388171 
TTCTATTGCAATACAACACAACTGTTCAATGCAACGTTCAATACAACACAACTGTATAATGAGACTAGTGCAG
GA-----------------------------------------------------------------------
----------------------------
GATAGTGGGAATATCACACTCCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGGAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGGGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCATGGCACAAAGAAGAGTGGTG-----------------
----------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388181 
TTCTATTGCAATACATCAAAACTGTTTAATATAAGTGAAACCGCGGGG-------------------------
-------------------------------------------------------------------------
----------------------------
CAAAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGGAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATAGTAGTGCA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN388211 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGGAAATGAAACCACGGAGGGGCGTAATAGCA
CG-----------------------------------------------------------------------
-------------------------
AGGCGTAATGACACTGTCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAACCAGGACAAG
CAATGTATGCTCCTCCCATCACGGGAAACATTAGTTGTAGATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAGAAATGCG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN388091 
TTCTATTGCAATACAACAAAACTGTTTAATCCTACTGACATAAGAAATATCACT-------------------
-------------------------------------------------------------------------
----------------------------
ATCAATGGCACTATCATACTTCCATGCCGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATGATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATATTAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860768 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACTTGGCTTAATATTACTGGGAATGGCACTGTGTCTAAT-
-------------------------------------------------------------------------
----------------------------
GGCACTGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGGCAAGCAA
TGTATGCTCCTCCCATCAGGGGAATTATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATGTTAATACG----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ916587 
TTCTATTGCAATACAACGCCACTGTTTAATAAAACTTTGACA-------------------------------
-------------------------------------------------------------------------
-------------------------------
GGAACGAATATCACACTTCCATGCAAAATAAAGCAAATTATAAACCTGTGGCAGGAAGTAGGACAAGCAATGT
ATGCTCCTCCCATCGAGGGAAAGATTAATTGTGTATCCAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAGTAATGAGTCT-------------------------
-------------------------------------------------------------------------
----------
GAGGAGACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTGCAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916590 
TTCTATTGCAATACAACAAAACTGTTTAACAAGGCTGACATAGGAAATGAAACAGAAAAGGAGGGTAATGGC-
-------------------------------------------------------------------------
----------------------------
ACTAATGACAATATCATACTACCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATCAATTGTGCATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGATAGTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAC---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916593 
TTCTATTGTGATACAACACAACTGTTTAATAATTGCACAGGAAATAAAACCAGTAGGGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGGCAAGAGATGGTGGTAGTGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AGAACTGAGGTCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------ACAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691028 
TTCTATTGCAATACAACAAAATTGTTTAATGGTTCAGGAGAGGGAATCATGAAGGAGGATGGG----------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAATAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTAACAAGAGATGGGGGTAGTAATAATGCAACT-------------------------
-------------------------------------------------------------------------
----------
AATAATAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916576 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGGGGAAATGAGACCATAGGAGGGAATAGCACT-
-------------------------------------------------------------------------
----------------------------
AATAGCACTATAATAGTAATACCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916577 
TTCTATTGCAATACAACAAACATGTTTAATAATACTTGCATAGAAAATGAAACCCAGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGCAGCATTGGATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGGAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916578 
TTCTATTGCAATACAACAAAACTGTTTAATACAACTGATACTGAACTAAATAAACCCGGGGAGGGG-------
-------------------------------------------------------------------------
----------------------------
GGTAATGCTACGATCATACTTCCATGTAGGATAAAGCAAATTATCAATATGTGGCAGAGAGCAGGACGAGCAA
TGTATGCTCCTCCCATCAATGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGGGAACTATATAAATATAAGG
TAGTACGAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916579 
TTCTATTGCAATACAACACAACTGTTTGATGATACTTGCATACAAAATAATAATACG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGCCAATATCACACTTCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCTGTCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAAAGATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ916582 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGTACCAACCAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGGATTAATTGCATGTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAACAAT-------------------------
-------------------------------------------------------------------------
-------
AATAACGGGACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGGGCA---GTGGGA---CTAGGAGCC---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916583 
TTCTATTGCAATACAACAGGACTGTTCAATAATACTTGCATAGGAAATGAAACCCAGGAG-------------
-------------------------------------------------------------------------
----------------------------
GGATGTAACAACATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAATGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTGACAAGAGATGGTGGTAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX512892 
TTCTATTGCAATACAACAAAATTGTTTGATAGTATTTGGAAAGATGGGAATTGGACAAATGGGACCATGACCA
AT-----------------------------------------------------------------------
----------------------------
GATACCATGAAGATCACAATTCCATGCAAAATAAAGCAAATTGTAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATGATAATAGTACTGTG-------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAGAGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512893 
TTCTATTGCAATACAACAAAACTGTTTAGTGATACTTGTATAAAAAATGAAACTGAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGATTAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGGAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGTACCCTCCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX512894 
TTCTATTGCAATACAACAGAACTGTTTAATGGCACCAGTAAGGAGGGT-------------------------
-------------------------------------------------------------------------
----------------------------
AATGACACCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTGGTAAGGATAGTGCA----------------------
-------------------------------------------------------------------------
-------------
CCTAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX512895 
TTCTACTGCAATACATCAAGATTGTTTGATAATACAGGAAATGGGACA-------------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGAAAGTATTATACTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGCAATTAATTGTACATCCAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGCTCTAACTCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACTTTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>JX512897 
TTCTACTGCGATACAACAAAACTGTTTAATAGTAGTGAACTTGAACTGTTTAATAGTAGTGAGACCAAA----
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTTGCAGGGACAATTAATTGTACCTCAAAC---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGAAAATACTGAT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACAGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAGGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512898 
TTCTATTGCAATACAACAAACCTGTTTAATAATAAAACCCAG-------------------------------
-------------------------------------------------------------------------
-------------------GAG---
GGGAAAAATGGCACTGTTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCGGGACAAG
CAATGTATGCCCCTCCCATCCGTGGAACAATTAGCTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGAAATAGTGGTAATAATGGT----------------------
-------------------------------------------------------------------------
----
ACAGAGAATGATACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGATG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447727 
TTCTATTGCAATACAACACAACTGTTTAACAGGACTATAGGAAATGTAACCGGGGAGGGGAGTAATGATGAGA
AT-----------------------------------------------------------------------
----------------------------
AATAACAAGACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCAGGGGAAAAATTAAGTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATATTAATAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGACAGATGAAAGACAATTGGAGAAGTAGATTATATAAATATAAAG
TTGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------



ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448059 
TTCTATTGCAATACATCACAACTGTTTAATATTAACTTTGTAAGAAATAAAACCACGGAGGTG----------
-------------------------------------------------------------------------
----------------------------
TATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGTATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGATAAGAGATGGTGGAAGCGGAAACACAACTGGTGAA------------AAC----
-------------------------------------------------------------------------
-------
GAAAACCAAACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN388104 
TTCTATTGCAATACAACAAACCTGTTTAATAGCAGCAGGGAGGAGGGG-------------------------
-------------------------------------------------------------------------
----------------------------
TATAATGGCACCATCATACTCCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGCGGAAAAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACAAAT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268043 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACTTGGGGAAATGAT-------------------------
-------------------------------------------------------------------------
----------AACAGGACA------
GAGGATAATAGCACTATCATACTTCCATGTAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCTGTCAGGGGAAAAATCAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
GCTAATAATAGTACTAATGAAACCTTCAGACCTGGAGGAGGCAATATAAAGGATAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF268044 
TTCTATTGCAATACAACAAAGTTGTTAAATAAGACTTGCCTAAATGAAACC----------------------
-------------------------------------------------------------------------
-------ATGAAAAATGAA------
ACCGAGTGTAGCAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGCGGGACAAG
CAATGTATGCTCCTCCCATCAAGGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGGGGT----------------------------------------
-------------------------------------------------------------------------
-------
AACACGAGCAGCGAGACCTTCAGATTTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------



-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268035 
TTCTATTGCAACACAACAGGACTGTTTAATAATACTTGCATAAATAAT-------------------------
-------------------------------------------------------------------------
----------AGAACCATA------
GAGGGGTGTAATAATATCACACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGA----------------------------------------
-------------------------------------------------------------------------
----
AATAACAATACTGACGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268036 
TTCTATTGCGATACAACAGAACTATTTAATGGAACTGAC----------------------------------
-------------------------------------------------------------------------
-------------------------
ACAAAAAATAAAACCATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAAAATTAACTGTGTATCAAAC---
ATTACAGGAATACTTTTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
AATAATAGGACTAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATA
AATACAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268037 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAAGAAT-------------------------
-------------------------------------------------------------------------
----------GAGACGGAG------
GGTTGTGATAGAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTATATCAGAT---
ATTACAGGAATACTATTAACAAGGGATGGTGGT----------------------------------------
--------------------------------------------------------------------
GCTAATAATAATAGT---
AATAACGAGACCTTCAGGCCTGGTGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF268040 
TTCTATTGCAATACATCAAACCTGTTTAATAATTGCACAGGAAAAGGGAAT----------------------
-------------------------------------------------------------------------
-------GAAACGGGGTGC------
AATATCACTAGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCCAGGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------
GAGGCTAAGCCTAGTGGGACTAAC---------



GACACTGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAACGAATTACATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT185701 
TTCTATTGCAATACAACAAAACTGTTTACTTGGAATGAAAATGAAACCATGAATAGGAATGAAAATGAAACCA
TG-----------------------------------------------------------------------
-------------------------
AATAATGCCAATACCACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGGCAAG
CAATGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230433 
TTCTATTGCAATACAACAAGACTGTTTGATAATAATTGCATAAATGGAAACACGAGTGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAACATTAACTGTACATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGGTGGTAATGAG----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT185724 
TTCTATTGTAATACAACAAACCTGTTTAATAATGATTGCTTAAATGAAACCACGGGG----------------
-------------------------------------------------------------------------
----------------------------
GGGTGTGACAATATCACACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATTAGGGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAAAATAATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGTGAGGGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KU230436 
TTCTATTGCAATACATCAAACCTGTTTAATAATACTTGCCTAAATGAAACCATGACGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGCTTATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGTGGTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------



GGTACAGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185921 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACTTGGGGAAATGAAACCATGGAGGGTAGTAATGAAACCA
TGGAG--------------------------------------------------------------------
-------------------------
GGTAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGGATATTATTGACAAGAGATGGTGGTGGTAATGGGACT----------------------------
-------------------------------------------------------------------------
----------
AATGATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG989497 
TTCTATTGTAATACAACAAACCTGTTTAATAATGATTGCTTAAATGAAACCACGGGG----------------
-------------------------------------------------------------------------
----------------------------
GGGTGTGACAATATCACACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATTAGGGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAAAATAATAATAAT-------------------------
-------------------------------------------------------------------------
----------
AGTGAGGGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACGAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GACAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG989499 
TTTTATTGCGATACATCACAACTGTTTAACAGTGAGGAGAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AGTAACACTACCATCATACTTCCATGCAAAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTAGGGGAAGGATTAATTGTGTATCAAAT---
ATTACAGGGATAATATTGACAAGAGATGGTGGTGTTATTAATGCT----------------------------
-------------------------------------------------------------------------
-------------
TCGAACGAGACCTTCAGACCAGGAGGAGGAAATACAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989566 
TTCTATTGCAATACAACAAAACTGTTT------
ACTTGGAATGAAAATGAAACCATGAATAGGAATGAAAATGAAACCATGAAT----------------------
--------------------------------------------------------------------
AATGCCAATACCACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGGCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGATACA----------------------------
-------------------------------------------------------------------------
-------------------



GAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAACTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989569 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACTTGGGGAAATGAAACCATGGAGGGTAGTAATGAAACCA
TGGAGGGT-----------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGGATATTATTGACAAGAGATGGTGGTGGTAATGGGACT----------------------------
-------------------------------------------------------------------------
----------
AATGATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KU230422 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATGGATAGGAGAGGAAACTTTAAATAAAACTGAG----
-------------------------------------------------------------------------
----------------------------
AATGATGGCACTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAGGCAA
TGTATGCTCCTCCCATCAGTGGACTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATGATAGTGCA-------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY580673 
TTCTATTGCAATACAACAGGACTGTTTAGTAATTCTTGCTTAAATGAAACCACGGGG----------------
-------------------------------------------------------------------------
----------------------------
GGGTGTGCCAATATCACACTTCCATGCAAGATAAAGCAAATAATAAGAATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATACGTCTAAT----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JN388156 
TTCTATTGCAATACATCAAAACTGTTTAATAGACCTAACATAGAAAATGAAACCATGGAGGGGAATAAG----
-------------------------------------------------------------------------
----------------------------
GTCAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAACAA
TGTATGCTCCTCCCATCAGGGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGGGATGGAGGTAATACTAGTACT----------------------------
-------------------------------------------------------------------------
----------------



AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGGATAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109513 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGGAAATAAAAATGAAACCAGA----------
-------------------------------------------------------------------------
----------------------------
GATAATGGCACTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAGTTATTAAGTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGCAATGATAGCACG----------------------------
-------------------------------------------------------------------------
----------
GAGAATAATGAGACCTTCAGACCCGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989570 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCACAAATGGCACAAATGAAACCCAGGAG-------
-------------------------------------------------------------------------
----------------------------
TGTAACAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGAATAATAGTTCA----------------------------
-------------------------------------------------------------------------
----------
CATAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATTTAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTACTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989495 
TTCTATTGCAATACATCACAACTGTTCAATTCTAAC-------------------------------------
-------------------------------------------------------------------------
----------------------------
ATAACAGAGAATATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTGTTGACAAGAGATGGTGGTGAGAGTAATATT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989510 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCGTGGGGGGAAGT-------
-------------------------------------------------------------------------
----------------------------
AATAGCAGTAATATCACACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGGGGAACAATTGAGTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGACCAAAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------



AAAAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989582 
TTCTATTGCAATACAACAAACCTGTGG------ACTTGCAAAAAAAATAACACAGGGTGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACCATCATACTTCCCTGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGGAGCATTAACTGTGTATCAAAT---
ATTACAGGAATTCTATTGACAAGAGATGGGGGTAATAATAGTGGT----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989516 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGGCAACAAATGGAACTAGTACTTTTACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACCATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAGATTAATTGTGCATCAAAT---
ATTACAGGAATACTGTTAACAAGAGATGGTGGTGATACTACAAGT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTACAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAGAGAGCC---ATAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAC---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989590 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGAGAATACCAAGACGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGCAATGAAACTATCATACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATAATCCTCCCATCAGAGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTGTTGACAAGAGATGGTGGTAAGAATAGTAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989525 
TTCTATTGCAATACAACAAAATTATTTAGTGGTACAGAAAATGGAACCATGGAAGGG----------------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCATCCTTCCATGCAAGATAAAGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAACATTAGTTGTGAATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATAATACT----------------------------
-------------------------------------------------------------------------
----------



AATAATACAGAAATCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989602 
TTCTATTGCAATACAACAAGCCTGTTTAATAGTACTTGGGGAGGAAACGAAACCATGGGAAATGACGTGGGG-
-------------------------------------------------------------------------
----------------------------
AATAACAGCACTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAACATTAATTGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTATCAATACAACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAACATGATAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAGG---GCTATAGAGGCGCAGCAGCATATGTTACAACTCACAGTCTGGGGCATT 
>MG989542 
TTCTACTGCAATACAACAGAACTGTTTAATAAAACC-------------------------------------
-------------------------------------------------------------------------
-------------------------
AAAAGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCAGTTGCAGGGACAATTAATTGTGTCTCAAAC---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAACAATAGCACG----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989544 
TTCTATTGCAATACAACAAAACTATTTAATAAAACATTTGATAAAACTATAGAACTAAATGAAACCCAGGATA
AGGAT--------------------------------------------------------------------
----------------------------
AATGGCACTACTATCATAATTCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCGCCTCCCGTCAGGGGAAACATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTACGAATAAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACGGAGATCTTCAGACCTGAAGGAGGGAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTGCAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989565 
TTCTATTGCAATACAACAAACCTGTTTAATAATACCTGCATACAAAATAACATGGAGGAAGGATGTGATGGC-
-------------------------------------------------------------------------
----------------------------------------
ATCGTACTTCCATGCAAGATAAAGCAAATTATACGTATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCATCAGTGGGACAATTAACTGTATATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTAGTAATGACAATAAC----------------------------
-------------------------------------------------------------------------
----------------



ACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGATTAGTGGTG-----------------
----------------------ATCAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGATTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230421 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGACAGGAAATGAAACCATAAGGGAATATAATAGC-
-------------------------------------------------------------------------
----------------------------
ACTAATAGCAATATCACACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAAGGAATAGGACAAGCAA
TGTATGCTCCCCCCATCAGTGGAAACATTAGTTGTATATCAAAT---
ATTACAGGATTACTATTAACAAGAGATGGTGGTGTTAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230425 
TTCTATTGCAATACAACACAACTATTTAATACTACTTTTAATACTACTTGTAGAGAAAATGAAACTACTTGTG
GAGGAAATGGA---ACT--------------------------------------------------------
-------------------AGG---
GGGAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGCATCAAAT---
ATTACAGGATTACTATTGACAAGAGATGGTGGTAGTGAGAACAAC----------------------------
-------------------------------------------------------------------------
-------------
GAAACCGAGATCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY580697 
TTCTATTGCAATACATCAGAACTGTTTAATAATACTTGCATAAAGAACACTAGTATG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCAATGTCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGCAAAATTAATTGTGTATCAAAT---
ATCACAGGATTACTATTGACAAGAGATGGTGGTGTTGATAGCAATGAGACTAGC-------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAAACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK116905 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGAAAGAAATGGAACTATCACAGGGGAGTTTAATG
ACACT--------------------------------------------------------------------
----------------------------
AGCAATGGCACTATCGCACTTCCATGCAAAATAAAACAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAATATTACTTGTAGCTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATGTTACTTCAACT------
AACGAAACCTTCAGA----------------------------------------------------------
-----------------------



AACGAAACCGAAACCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAG---AGA--
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF957351 
TTCTATTGCAATACATCAAAACTGTTTAATGGAACATACGAAGGAAATGATACCATGGAGAAT----------
-------------------------------------------------------------------------
----------------------------
AATGGCACTACTATCATAATTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAAGGAGCGGGACAAGCAA
TGTATGCTCCTCCCGTCGAGGGAAAAATTAATTGTGTATCAAAC---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATAATAGC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAGAGATTGAACCACTA---GGGATAGCACCCACCCGGGCAGAAAGAAAAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN388140 
TTCTATTGCAATACAACAGCACTGTTTAATAATTCTTGCATAAATGGAACCAAAAATGGAACCGAGAAT----
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCATACTTCTATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAACATTAGTTGTGGATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGGG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989498 
TTCTATTGTAATACAACAAAACTGTTTAATGATAGTTGCACAAGAAATAACACAAAGGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACCATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGTGTAGGACAAGCAA
TGTATGCTCCCCCCACCAGTGGGATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACACGAGATGGTGGTAGTGAAAGTAAT----------------------------
-------------------------------------------------------------------------
----
AGTACTAATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTCCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCC---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989523 
TTCTATTGTAATACAACAAAACTATTTAATAATACTTGCATAGAAAATGTAACCTTG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCAATATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTGAGTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAATAATACTGCT----------------------
-------------------------------------------------------------------------



-------------
AATAACGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAATGAACTATATAAATACAAAG
TAGTGGAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAAAGAAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989531 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGAAATACCATGGAAGGGAAT----------
-------------------------------------------------------------------------
----------------------------
AATAACACTAATATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGGACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAACTGTCTATCAAAT---
GTTACAGGAATACTATTGACAAGAGATGGTGGGTTAAACTCAACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989619 
TTCTATTGCAACACATCGAAACTGTTTAATTGGACTAGCACCATGCATAATGCCACGAACGAT----------
-------------------------------------------------------------------------
----------------------------
GCCAACGAAACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAGTTGTACATCAAAT---
ATTACAGGAATACTTTTGACAAGAGATGGTGGTAATACAAAATCAAATGGG----------------------
-------------------------------------------------------------------------
-------------
AGCGAAGAAATCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTA---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989501 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCATAGGAAATGGAACCAGGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTCTCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATTAGGGGATTAATTAACTGTGTATCAAAT---
ATTACAGGCTTGTTATTGACAAGAGATGGTGGTAACAGTAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
CCCAACGAGACCTTCAAACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF957508 
TTCTATTGCAATCTAACAAAACTGTTTAATGATACTTGCCTAAATGATACCAATAAAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAACGACACTATCATAACTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTGGTAATGATACC-------------------------
-------------------------------------------------------------------------



----------
AAGGACAATGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MF957603 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTCGAATGGTACTTGGACAGGAAAT-------------
-------------------------------------------------------------------------
----------------------------
AACACAGACCCTATCACACTTCCCTGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTACTTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTGATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGGGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGGAAATAGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTGGGAGCT---------
ATGATCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF957553 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGCAAAGACGGGGAGTGTAAAAACACTATCGAGAACA
AT-----------------------------------------------------------------------
----------------------------
ATCACAATTCCAATCACAATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAATTCAACT-------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAAAAATGAATTATATAAATATAAAG
TGGTACAAATTGACCCACTA---GGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989552 
TTCTATTGCAATACATCAAGACTGTTTAATGATACTTTGCTGGTTAATGGGACTTGCAAGGAGAGGGAGGGGT
GTTCT--------------------------------------------------------------------
----------------------------------------
ATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTC
CCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATGATACTAGTAAT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---ATGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989563 
TTCTATTGCGATACTACACAACTGTTTAATGATAGCAGGAGA-------------------------------
-------------------------------------------------------------------------
-------------------AAT---
GAATGGAATAACACTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGAGGAGCAATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATATTACT----------------------------
-------------------------------------------------------------------------



----------
AGTAATAACGAGACCTTCAGACCAACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCACTA---GGAATAGCACCTACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAAACAAAAAAGAGCA---GTAGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989574 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATGAAAACACCACAGGG----------
-------------------------------------------------------------------------
----------------------------
GGGAATGACACTATCATAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTACTTGTGCATCAAAG---
ATTACAGGAATACTATTGACAAGAGATGGTGGGGAGACCAATAGTACT-------------------------
-------------------------------------------------------------------------
-------------
ACACCGGAGACCTTCAGACCTGGGGGAGGAAATATAATAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989503 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAGGGAAATGAAACCATAGGAAATGGAAAC----
-------------------------------------------------------------------------
----------------------------
GCTAATAGCAGTATCATACTGCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGCGGGACAAATACTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989511 
TTCTATTGCAATACAACAAAACTGTTTAGTAATAACACG----------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACTGTTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCGGGACAAGCAA
TGTATGCCCCTCCCATCCGTGGAACAATTAACTGTATATCAAAT---
ATTACAGGAATCCTATTGACAAGAGATGGTGGAAGTAATGTTAGT----------------------------
-------------------------------------------------------------------------
----------
GATAATACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCCTTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATT 
>MG989514 
TTCTATTGCAATACAACAAGACTGTTTAATAAGACAGGCAATGAAACCATACAGGGG----------------
-------------------------------------------------------------------------
----------------------------
GGCAATGGCACTATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAACAATTAAGTGTGAATCAAAC---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGTTAATAATAGT----------------------------
-------------------------------------------------------------------------



-------------
ACTAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------AAGATAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>MG989519 
TTCTATTGCAATACAACAAGACTGTTTAATGGTACTGAGGATGGAGTTAAAACCCAGGGG-------------
-------------------------------------------------------------------------
----------------------------
CAGAATGACACTATCATAATTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATCAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGGGTCACC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACTAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989594 
TTCTATTGCAATACAACAGGCCTGTTTAATAGTACTTGGGGAAATGGAACCATGGAGGGT-------------
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCTATCGGGGGAAGTATTAATTGTGTATCAAAT---
ATTACAGGGATAATATTGACAAGAGATGGTGGTGATAAGACAGAT----------------------------
-------------------------------------------------------------------------
----------
AATGATAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGACCAAAAAGAGCG---GTGGGA---CTAGGAGCT------
---ATGCTCTTTGGGTTTCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATGTGTTGCGACTCACAGTCTGGGGCATT 
>MG989532 
TTCTATTGCGACACAACAAAACTGTTTAATGAAACCCAGTGGCTGAAGAATAAT-------------------
-------------------------------------------------------------------------
----------------------------
GATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAA
TGTATGCTCCTCCCATTAGTGGAGCAATTAATTGTACATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTAGTAATGATAAGACT----------------------------
-------------------------------------------------------------------------
----------
AGTACAAAGGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989507 
TTTTATTGCAATACAACAAAACTATTTAATAATACTTGCCTAAATAAAACCACGGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGAACTATGTATCTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAATATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACA----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTTTAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989588 
TTTTATTGCAATACATCACGACTGTTT------
ACCTGGAATGATACCATGGAAAAGAGTAATAGCACTAGCAAT-------------------------------
--------------------------------------------------------------------
AACAATAGCGACATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCTATCAGAGGACAAATTAGATGTGCATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGT---AATGAAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
----------------------AAGAAAAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGAATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989589 
TTCTATTGCAATACAACAAAGATGTTTAATAATACCTGCTTAAATAGCAATAACACCGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTACTAGCAATATCTCAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCCAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTATTAATACCACC----------------------------
-------------------------------------------------------------------------
-------
AACAACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACGAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989528 
TTCTATTGCAATACAACAAGACTGTTTAATAACACATGCATAAATAATGAAACCACAGCAGAGCCG-------
-------------------------------------------------------------------------
----------------------------
TGTAATAATACTATCACACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGGCAGGGGAAGGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATACGAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATTTAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989613 
TTCTACTGCAATACAACGAAACTGTTTAATAATACTTGCATAGATGAAACCATGAAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAAAGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTACTAATAATACA----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACATTTGGAGAAATGAATTATATAAATATAAAATAG
TACAAATTGAACCACTA---GGGCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---ACTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989558 
TTCTATTGCAATCTAACAAAAATGTTTAATACCAATTGCACAAGAAATGAAACCACTGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTGATGGACCTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAACAGGACGAGCAA
TGTATGCTCCTCCCGTCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATGACACAAAT----------------------
-------------------------------------------------------------------------
----------
AATACGACCGAGAAATTCAGACTGGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTGTTTAAATATA
AAGTAGTAGAAATTGAACCGCTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989568 
TTCTATTGCAATACAACAAAATTGTTT------AATTGGACAGAAAATGGAGCCATGGAAGAG----------
-------------------------------------------------------------------------
----------------------------
CTCAATGGCACTACTGTCATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGAACAAGCAA
TGTATGCTCCTCCCATCAGTGGGACAATTAGGTGTGTATCAAAC---
ATTACAGGAATATTATTAACAAGAGATGGTGGCCCTAATAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTT---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
ATGATTTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGAGAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>U51189 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATAAAACCATGAAGGAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATAATCCTCCCATCAGTGGAAACATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTGGTAATGGTACG-------------------------
-------------------------------------------------------------------------
----------
AATAATGAGGAGACCTTCAGACCTGGAGGAGGGAACATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U48264 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACTAAGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAATAATATG----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACGAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U48266 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGAAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACGCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGGCAAGAGATGGTGGTCCTAATAGTACG----------------------------
-------------------------------------------------------------------------
-------------
AATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF015919 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGAAAATGAAACCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
AGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATGATAGT----------------------------
-------------------------------------------------------------------------
----------
ACTACCGAGGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAAAGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTAACAGTCTGGGGCATT 
>AB032740 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCATTGAATCCAGGGAGGGG-
-------------------------------------------------------------------------
----------------------------
TATAATAAAACCATCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAGGCAA
TGTATGCTCCTCCCATCAATGGAACAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAACAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACAATTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB032741 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGG-------------
-------------------------------------------------------------------------
----------------------------
AGTAGTGGCAATATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCACTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATAAG----------------------------
-------------------------------------------------------------------------



-------------
AGTAGTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>AF070703 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACTTGGATAGGGAATGAAACCATGGAGAGGTGTAATGGCA
CT-----------------------------------------------------------------------
-------------------------
GGATGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGGGGAAGCATTAGTTGTGTCTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAATAATGCA----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF070704 
TTCTATTGCAATACAACATACCTGTTTAATAATACTTGCATAAAAAATGGAACCCAGGCGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGAACAATTGAGTGTAGATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAACTTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACGG---GCCAAACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY713420 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAGACCATGAGGAGGTGTAATGACT
CTAAG--------------------------------------------------------------------
-------------------------
AAGTGTAATGACACCATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAAGGGAAAAATTAATTGTATATCAAAC---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATGCGACT-------------------------
-------------------------------------------------------------------------
----------
AACGAGAATGAGACCTTCAGACCTGGAGGAGGAAATACAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY713419 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACTTGGCATGAAAATGGAACTGTGGAAGGGTCT-------
-------------------------------------------------------------------------
----------------------------
AATAAAACTGAAATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGTAA
TGTATGCTCCTCCCATCAAAGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGCCACT----------------------------
-------------------------------------------------------------------------



----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCACGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACGA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945728 
TTCTATTGCAATACATCACACTTGTTTAATAGTACTTGGAGGATGGGA-------------------------
-------------------------------------------------------------------------
----------------------------
AATGAAACCAGGATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATACTGTTGACAAGAGATGGTGGTGTTAATAATAGT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952376 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAAAAATGAAACCAAGGAAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAAAGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAGTAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952432 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGTAATGACACTACAACACAATGGATTAATGGTA
CT-----------------------------------------------------------------------
----------TGGAGTGAT------
GGCCCTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGACTACTATTGACAAGAGATGGTGGTAATGATACTAAT----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952706 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGGAAATGAAACCATGGAGGGGCAGAATAACA
CT-----------------------------------------------------------------------
----------------------------
AATATCACTAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAGTACGGCT----------------------------
-------------------------------------------------------------------------



----------------
AACGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952712 
TTCTATTGCAGTACAACAGAACTGTTTAATAGTACTTGCATAGGAAATGAAACTATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGATCTTCCGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGAATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952732 
TTCTATTGCAATACAACAGAACTGTTTACTTGCATAAATGAAACCGGGGAGGGG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAAG----------------------------
-------------------------------------------------------------------------
----------
ACTACTGAAGAGATCTTCAGACCTGGAGGAGGAAACATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KJ952991 
TTCTATTGCAATACAACACAACTGTTTAATAGTAGTTGCACAGGAGAGGTGTGTAATGGCACT----------
-------------------------------------------------------------------------
----------------------------
TTCAATGGCACTATCCAAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCGAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATACG----------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953438 
TTCTATTGTAATACATCAAAACTGTTTAATAGGATTCTAGAAAATGAAACTATGGAGGGGGATAATGGCACTG
AC-----------------------------------------------------------------------
----------------------------
CCTAATGGTAATATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAAAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCACAA---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATTTGAAT-------------------------
-------------------------------------------------------------------------



----------
AACGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953596 
TTCTATTGTAACACAACAAAATTGTTTAATAGTACTTGGAGGTATAATGACACAGAATGGGATAGTGATACTT
GGGGG--------------------------------------------------------------------
----------------------------
GATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCTATCAGTGGGATGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAACAATAGTACGAAT-------------------------
-------------------------------------------------------------------------
----------
AGCGAGAGTGAGACCTTCAGACCTATAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY945712 
TTCTATTGCAATACAACACAACTGTTTAATAGCACTTGGATAAATAGTACTGGGATAAAAGAGTAT-------
-------------------------------------------------------------------------
----------------------------
AATGACACTATCATATATCTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATGCTAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945718 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATAGAG-------------
-------------------------------------------------------------------------
----------------------------
GGATGTAACAATATCACGCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCCATGGAAGCATTAATTGTACATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGCGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY713423 
TTCTATTGTAATATAACAAAACTGTTTAATAATAATTGCACAGAAAATGAAACCAAGGAT-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCATACTTCCATGTAAGATAAAGCAAGTTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAAGAATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTACTAAT----------------------------
-------------------------------------------------------------------------



----------
AATGGGGACGAGACCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945727 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGTATAAGAAATAAAACCGAGAAT-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAAGGACATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTATATCAAAC---
ATCACAGGAATACTATTGACAAGAGATGGTAGTAATAATGATGAG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAGCTTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945731 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCTTGCATAAATAAAACCAGGGAGTTAAATAAAACCAGGG
AGTTAAATGAA--------------------------------------------------------------
-------------ACCAGG------
GAGTGTAATGGCACTGTTATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAAGTATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGTACCTAATGAG-------------------------
-------------------------------------------------------------------------
-------
ACCTCCAGACCTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358065 
TTCTATTGCAATACAACACCACTGTTTACTCGCATAGGAAATGAAACTGGG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATATGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAACTGTGTATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATTCA----------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358045 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGACGGGAAATGAAACCAGGATGGAGGGT-------
-------------------------------------------------------------------------
----------------------------
AATAGCACTAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAACAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACT----------------------------
-------------------------------------------------------------------------



----------
AGTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358048 
TTCTATTGCAATACATCAAAACTGTTTACTTGGAGAGGAAATGAAACCATGGAGAGGTATAAT----------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAAAGGGACT-------------------------
-------------------------------------------------------------------------
----------
AACGAAACTGAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358049 
TTCTATTGTAATACAACAAAATTGTTTAATAGTATGGAGGAA-------------------------------
-------------------------------------------------------------------------
----------------------------
TATAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATCAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATGCGAGTAAC----------------------------
-------------------------------------------------------------------------
-------------------
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX512903 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGAAATGAAACTATGA
AGGGGGGT-----------------------------------------------------------------
----------------------------
AATAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATGATGGTGCG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGTAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCAGCTGCTGCAACTCACAGTCTGGGGCATT 
>JX848350 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATGCAGGGG----------
-------------------------------------------------------------------------
----------------------------
CATAATGGCACTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTAGTAGT-------------------------------------
-------------------------------------------------------------------------



----------
AATGGAACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ953059 
TTCTATTGCAATACAACAAAACTGTTTAATAAAAAATACCTAGGAAATGGCACTGAGGTGGGGGGAAATGAAA
CTGAG--------------------------------------------------------------------
----------------------------
GCGAGGGGTAATATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGGGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGATCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953175 
TTCTATTGCAACACAACAAAACTGTTTATCAATAATTGCACAAGAAATGAAACCAAGGGGGGGTGTAATAGCA
CT-----------------------------------------------------------------------
----------------------------
ATTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTATTACTAGTAATGGGACTAAT-------------------
-----------------------------------------------------------------
GGGACTAATGGGACTAAT---
GGGACTGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953336 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACA-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATAATGTTGACAAGAGATGGTGGTAATAATGCAAGT----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGATCTTCAGACCTGGGGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953685 
TTCTATTGCAATACAACACAACTGTTTAATAATTGCACAGGAAATGAAACCGAAAAG----------------
-------------------------------------------------------------------------
----------------------------
TGTACAAACAATATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTTCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGATGATAATAAT----------------------------
-------------------------------------------------------------------------



-------------
AGTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215429 
TTCTATTGCGATACAACAAGACTGTTTAATGAAACTGATACTAAAAGA-------------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGAAACCATGATCATCCCATGCAAGATAAGGCAAATTGTAAGGATGTGGCAGAGAACAGGACAAGCAA
TGTATGCTCCTCCTATCGATGGACTAATTAGATGTAACTCAAGT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATATG----------------------------
-------------------------------------------------------------------------
----------
AATAATACGGAGATCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB485655 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGAAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGAATCTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATGGTACA----------------------------
-------------------------------------------------------------------------
-------------
CATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215436 
TTCTATTGCAATACAACAAATCTGTTTAATTGCACAAAAAATGGAACTGAGAAG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGCACTATCATAATTCCCTGCAAGATAAAGCAAATTATAAGAAGGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTGTCAAAT---
ATTACAGGAATATTGTTGACAAGAGATGGTGGTAATAATACTAAC----------------------------
-------------------------------------------------------------------------
-------------
GGCAGCGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY444803 
TTCTATTGCAATACAACAAACCTGTATAATAATACTTGCATAAATGAAACCATGGGGGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGAATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATGGTAGT-------------------------
-------------------------------------------------------------------------



----------
GCACAAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>FJ185247 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCATAGGAAATGAAACCATAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAACAAATTATAAGAATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAA---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATACG----------------------------
-------------------------------------------------------------------------
-------------
GTTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGGAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCAATA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTCG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185248 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCATAAATGAAACCCAAGAGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGGACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGATAAGAGATGGTGGGGTTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ185249 
TTCTATTGCAATACATCACGCCTGTTTAATAATACTTGCATAAATAATACCATGGAGGAG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATAACAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGATAAGAGATGGTGGTACTAATATGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185252 
TTCTATTGCAATACAACACATCTGTTTAATAATACTTGCAGAACAGGTGAGGGCACCAGGGGG----------
-------------------------------------------------------------------------
----------------------------
AGTAACGACATTATCATTCTCCCAAACACAATCAAGATAATTAAAATTATGCAGCTGGGAGCAGGAGCAGCAC
ATGCTGCTCCTGCCACCAGCAGAAGTATTAGTGTTGCATGTATT---
TCAACAATAATATTAATAACAGTGGCTGGTGGTGGTAATAATACT----------------------------
-------------------------------------------------------------------------



----------
AATAAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185255 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTGGCATA-------------------------------
-------------------------------------------------------------------------
----------------------------
AGAAATGGCACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAATGATACG----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTGCAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCTAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCACCACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185259 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGTAAATAAAAGCATAGAGGAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAAAACTATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGCAAATGGTGCAAATGAC----------------------
-------------------------------------------------------------------------
-------
ACTAACGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185260 
TTCTATTGCAATACAACACAACTGTTTAATATTACAGGAAATAAAAGCATTACA-------------------
-------------------------------------------------------------------------
----------------------------
GGAAATGAAAGCATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAACACCTCA----------------------------
-------------------------------------------------------------------------
----------------
AAGGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687775 
TTCTATTGTGATACATCAGGGCTGTTTAATAGCACTTGGAACAACACTGAGGAAAACAGCACTGCCAGAAATA
ACACA--------------------------------------------------------------------
-------------------------
AGATCCAATGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAAAGTGGGACAAG
CAATATATGCACCTCCTATCAGAGGAGTAATAAGGTGTGACTCAAAC---
ATCACAGGACTTTTATTAACAAGAGATGGAGGGTACAATAGAACA----------------------------
-------------------------------------------------------------------------



-------------
GGTAATGATACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCACTA---GGTATAGCACCCTCCCGTGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCG---------
TTCTTCCTTGGGTTCTTAGGAGCT---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF193276 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATGGTACTGAAGAGTTAAATAACACT-------
-------------------------------------------------------------------------
----------------------------
GAAGGAGATATAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
GGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTAACCAGAGCAATGTT-------------------------
-------------------------------------------------------------------------
----------------
ACCGAGATTTTTAGAACTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TTAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF076998 
TTCTACTGCAATACATCAGGATTGTTTAATGTCACAGTACCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGAAACTATCACTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCGCTCCCATTGCAGGAAATATTACCTGTAACTCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTGTAAATATTACT----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---GTAGGAGCT------
---TTGCTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCCATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH746260 
TTCTACTGCAATACATCAGGATTGTTTAATAGCACAGGTAATGACACAATATCCAAT----------------
-------------------------------------------------------------------------
----------------------------
GGCACTGACCCTATCATTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTGCTCCCATTAAAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGAGGGTAGTAACTCT----------------------------
-------------------------------------------------------------------------
-------------
GAGAATGAAACATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAGATTAAACCACTA---GGAATAGCACCCACCAGGGCGAAACGACAAGTGGTG--------------
-------------------------ACGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT---------
TGGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---CTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGCAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY227107 
TTCTATTGCAATACATCACAATTGTTTAATGACACACTACCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AAGAATGGAACTATCACTCTACCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCGCTCCCATTGCAGGAAATATTACCTGTAACTCAAAC---
ATTACAGGGATAATATTGACAAGAGATAGTGAAGATAATAATAGT----------------------------
-------------------------------------------------------------------------



----------
AGCAGTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATA
AAGTAGTAGAGATTGAACCACTA---GGAGTAGCACCCACAAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAAAGAGAAAGAAGAGCA---GTGGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCCTCA---
ATGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGAATAGTGCAGCAGCAAAAC---
AATTTG---CTGCAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF064699 
TTCTATTGTAATACATCAAACCTGTTTAATACATCAGACCTGTTTAACACCTCAAGGGGTAATGAC-------
-------------------------------------------------------------------------
----------------------------
ACCAACACCACTATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTGTATCAAAC---
ATTACAGGAATAATATTAACAAGAGATGGG---AATAATGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
GTCAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTGTATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCTGGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB485661 
TTCTATTGTAATACATCAGAACTGTTTAATAATAGTATGCTAAATAGTAATGAGACCGATATGAAT-------
-------------------------------------------------------------------------
----------------------------
GGTAATGAGACCATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGTAATAGCAATAGC----------------------------
-------------------------------------------------------------------------
----------
AGCAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATA
AAGTAGTGAGAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTAGTG-----------
----------------------------GGGAGAGAGAAAAGAGCA---GTTGGC---CTGGGAGCT------
---TTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>AJ288982 
TTCTATTGTAATACATCGCAGCTGTTTAATAATAATATAACAGATAGTAAT----------------------
-------------------------------------------------------------------------
----------------------------
GAGACCACCAATTTCACACTCCCATGTAAGATAAAACAAATTGTCAGAATGTGGCAAAGAGTGGCACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTATATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGGGAGGAATGATAGC----------------------------
-------------------------------------------------------------------------
-------------
AATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAGATAAGTATAAAG
TAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGGAAAGAGAAAAGAGCAGTAGTTGGG---CTGGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ245481 
TTCTATTGTAATACATCACAACTGTTTAATAGTAGTATACCAGAGAGTAAT----------------------
-------------------------------------------------------------------------
----------------------------
GAGACTGATATCATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TATATGCCCCTCCCATTGCAGGAAACATTACATGTATATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGG---AATACTAATACT----------------------------
-------------------------------------------------------------------------



-------------
ACCAGTGAGATCATCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAG
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---ATAGGAGCG---------
TTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY345865 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACACGTCTAATGAT----------
-------------------------------------------------------------------------
----------------------------
ACAAAAAGAAACATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTCCTATTGGTACGTGATGGAGGAATAAATGTGACA----------------------------
-------------------------------------------------------------------------
-------
GAGAATAAGACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAT---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346901 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAGGCCTAATGGTACATACATGCCTAATGATACAA
AC-----------------------------------------------------------------------
----------------------------
AGTAATGCAAGCATCATAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGGACGTGATGGAGGAATGATAAATGATACAGAG----------------------
-------------------------------------------------------------------------
-------
ACAAACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF042692 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAAAATTAATGATACAGAAA
GA-----------------------------------------------------------------------
-------------------------
AATTTAAGCTCGACCATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTAAAGGAAATATAGCATGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGACGAAGTAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG-----------
----------------------------AAGAGAGAAAAAAGAGCG---GCA------TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>EF117254 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACTGGCCTAATGGTACAGAAGGTAAGTCA-------
-------------------------------------------------------------------------
----------------------------
AGCTTAAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGGTACGTGATGGAGGAAATAATACAGAG----------------------------
-------------------------------------------------------------------------



----------
ACAAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAGCCATTA---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTG---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAT---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117255 
TTCTATTGTAACACATCAGGTCTGTTTAATGGTACGCTTAATGATACATACATGCATAATAGTACAAAA----
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATCACAATCCCATGCAAGATAAGGCAAATTGTAAGAATGTGGCAGCAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACATAAATAGA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>EF117257 
TTCTATTGTAATACATCAGGTCTGTTTAATGGTACATACCTGTTTAATGATACATACAATGGTACAAAAGGTA
ATTCA--------------------------------------------------------------------
-------------------------
AGCTCAAAAAACATCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTACTGGTACGTGATGGAGGAGGAGAAGAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117258 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGTTTAATAGT----
-------------------------------------------------------------------------
----------------------------
ACAAACGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGAGAGACAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAATAGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GCGTTCCTTGGGTTCTTGAGTGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117264 
TTCTATTGTAATACATCAAAATTGTTTAATGGTACATACACGCCTAATGGTACAAACAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCACAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTAGTACGTGATGGAGGGACAAATAATGAT----------------------------
-------------------------------------------------------------------------



-------------
ACTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTGGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EF117263 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACATTTATTGGTGCAGAA----
-------------------------------------------------------------------------
----------------------------
GGTAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATATTATAGGGCAA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTCTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117262 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACATACATGCATAGTGGTGCAG
AA-----------------------------------------------------------------------
-------------------------
AGTAATTCAAGCTTAATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAAT---
ATCACAGGACTATTATTGGAACGTGATGGAGGAAGAGACATAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTG---GGAGTGGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EF117260 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATAATGGTACATACAATGCTAATGGTACA-------
-------------------------------------------------------------------------
----------------------------
GAAAACGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAGTTAAACCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGGGGA---ATAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU363840 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTACACACATGTTTAATGATACATACAGGTCTAATGGT----
-------------------------------------------------------------------------
----------------------------
ACAAATTCAACCATCACGATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGATAATGCA----------------------------
-------------------------------------------------------------------------



----------
ACTACTCCAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU363848 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGATACATACATGTCTAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAGGGAAACATAACATGTAACTCAAGC---
ATCACAGGACTACTATTGGTACGTGATGGGGGAGAGACAAATGAG----------------------------
-------------------------------------------------------------------------
----------
ACAGAGCCAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCAACCACGGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF368372 
TTCTATTGTAATACATCAAAATTGTTTAATAGTACATACATGTCTAATGGTACATTCATGTTTAATGGTACAG
ACAGT--------------------------------------------------------------------
-------------------------
AATTCAACCTCAAACATCACAATCCCCTGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAGAAGGGAATGAGACA-------------------------
-------------------------------------------------------------------------
-------
CAAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCTCCCACTGGAGCAAAAAGGAGAGCGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---CTAGGAGCT---
------TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCCGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346915 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACAAAGGTACAGAAGGTAAT----
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAGTCAAATGCT----------------------------
-------------------------------------------------------------------------
----------
ACAGAGCCAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ699994 
TTCTACTGTAATACATCAGGCCTGTTTAATGGTACGTTTAATGGTACATACATGTCTAATGATACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCAAGCATTACGATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGGCGAGACAAATGGTACA----------------------
-------------------------------------------------------------------------



----
AATAGTACAAAGACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTACTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU131811 
TTCTACTGTAATACATCACGCCTGTTTAATAGTACATACATGTCTAATAGTACATACATGTTTAATAGTACAA
CA-----------------------------------------------------------------------
----------------------------
AGTAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTGCGTGATGGAGGAGACGAGACAAAT----------------------------
-------------------------------------------------------------------------
----------
GGGACAGAGGAGACATTCAGACCTGGAGGAGGAGATGTGAGGGACAATTGGCGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCG---GGA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX392383 
TTCTATTGTAATACATCAAAGCTGTTTAATGGTACAGCAGGCATGTTTAATGGTACAAAAAAT----------
-------------------------------------------------------------------------
----------------------------
TCGAGCTCAGTCATCACAATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACCAAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
GAGTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835510 
TTCTATTGTAATACATCAGAATTGTTTAAGGGTACATACAGTAATGGTACATTAAGTAAT-------------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGCTAGTAAT----------------------------
-------------------------------------------------------------------------
----------------
CCAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835532 
TTCTATTGTAATACATCAAGCCTGTTTAATGCTACATACATGCCTAATGGTACATACATGTCTAATGGTACAG
AAGGAGGT-----------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATTCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGGCTAAATGATACAAATTTA----------------------



-------------------------------------------------------------------------
----------
ACTAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGCGAATTATATAAATATA
AAATGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KM218237 
TTCTATTGTAATACATCAAAATTGTTTAATGGTACATTTAATGGTACATACATGCCTAATGTTACAGAA----
-------------------------------------------------------------------------
----------------------------
GGTAATTCAACCATCTCAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAA---
ATCACAGGGCTACTATTGGAACGTGATGGAGGACCAGAAAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ215552 
TTCTATTGTAATACATCAGGCCTGTTTAATAATACATACATGCCTAATGGTACATTTACAGGTCCAGGAAAT-
-------------------------------------------------------------------------
----------------------------
AATTCAAGCAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTGGGACAGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACAAGGACCAGCA----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX960600 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCATAATGATACATTTAATGATACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATATGGCATGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAGGAACGTCAAAT----------------------------
-------------------------------------------------------------------------
----------
AACATGACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF346908 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATACATGTTTAATGGTACATCCATGT
TTAATGAT-----------------------------------------------------------------
-------------ACAGGA------
GATATTACAGAAAATATTACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTAGAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAGGGTCAAATGAG-------------------------



-------------------------------------------------------------------------
-------
ACAAAGGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---ATAGGGGGAATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF346909 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGCCTAATGGTATAC
AAGAC--------------------------------------------------------------------
-------------------------
AATAATAGTTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTAATATTGGTACGTGATGGAGGAAATGAGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGG---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGCAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF346910 
TTCTATTGTAATACATCAAGCCTGTTTAATGGGACATACAGGCCTAATGGTACACGAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAACCATCACAATCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACGGGATTATTATTGGTACGTGATGGAGGAACAATAGGAAAT----------------------------
-------------------------------------------------------------------------
----------
GGGACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346912 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACATGTCTAATGATACAGACAGTA
GC-----------------------------------------------------------------------
----------------------------
TCGAATAAAAACATCACAATCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTATATGATGGAGGAAATAAAACAGGA----------------------------
-------------------------------------------------------------------------
----------
AGAGAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY346080 
TTCTATTGTAATACATCAGGTCTGTTTAATGGGACATACATGTATAATGATACACAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCAAAGCCATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGAAGGAAACATAACATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGGGGACATGAAATAAAT----------------------------



-------------------------------------------------------------------------
----
GGGACAATAAATACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGACAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGGATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>KY346148 
TTCTATTGTAATACAACAGACCTGTTTAAGAGTACATACATGGATGCATACATGCCTAATAGTACAGGCAATA
GT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAG---
ATCACAGGACTATTACTAGTACGTGATGGAGGATCGGAAAACGTGACAAAT----------------------
-------------------------------------------------------------------------
----------
AATGCTACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGATTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY346293 
TTCTATTGTAATACATCAGGTCTGTTTAATTTTACATACTTTCCTAATGGTACAGAAATTAATAGTACAGAAA
GTAAT--------------------------------------------------------------------
----------------------------
TCAACCTCAAACATCACACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCCA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGT---
ATCACAGGTCTAATATTGACACGTGATGGAGGAAAAGGAAACGAGACAGAT----------------------
-------------------------------------------------------------------------
----------
AATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTGGAAATTAAGCCATTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY346324 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACAATGATACAACAAATAAT----
-------------------------------------------------------------------------
----------------------------
ACAAGCCCAGACATCACAATCCCATGCAAGATAAGGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTTTTATTGGTACGTGATGGAGGAATATCAAATGAGACAGATAGT-------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCGAAAAGAAGAGTAGTG-----------
----------------------------GAGAGAAAGAAAAGGGGA------------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>KY346432 
TTCTATTGTAATACATCGGGCCTGTTTAATAGTACATACCCGCCTAATAGTACATACACATCTAATGATACAG
AA-----------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTGTAAATCTGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAT---



ATCACAGGACTACTATTGGTACGTGATGGAGGAAAGTCAAATAATACA-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTG---GGAGTAGCGCCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY346383 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATAACTAACATGACTAATAATACAGCTAATAAT-
-------------------------------------------------------------------------
----------------------------
ACAGACAGGACAATCACAATCCCATGCAAAATAAGGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGTGGACAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCTACTCCAGCAAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGT---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGTGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AF286226 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACACGCCTAATGGTACAAAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAACAGAGCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAATGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGACGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326127 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACATGCCTAATGGTACAACAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAACAA
TGTATGCCCCTCCTATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGATCAAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
GCTACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326130 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACAATGATACAAGC----------
-------------------------------------------------------------------------
----------------------------
AGTAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTAACGAGTGATAGAGGAGGAGTAGGGAAC----------------------------
-------------------------------------------------------------------------
----------------
GATGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTAGAGCAAAAAGGAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAATGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326132 
TTTTATTGTAATACATCAATCCTGTTTAACAGTACATACAACCCTAATGGTACAAACAGTACT----------
-------------------------------------------------------------------------
----------------------------
GTAGACCCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACGGGACTACTATTGGTACGTGATGGAGGAAATACTACAGAA----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326133 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATATATGCCTAATGGTACATATATGTTTAATGGTACAG
ATATGACTAAT--------------------------------------------------------------
-------GGTACAGAGAGT------
AATTCAAACTCAACCATCACAATCCCATGCAGGATAAAGCAAATCATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACTAAATAAAACAGAG-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326139 
TTCTATTGTAATACTTCAAAACTGTTCAATGGTACATACATGCCTAATGTTACAGAAAGTACTCCAAGCTCA-
-------------------------------------------------------------------------
----------------------------
AACATCACAAACATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTGCTATTGGTACGTGATGGAGGATTAGAGCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF234628 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACG-------------------------
-------------------------------------------------------------------------
----------TACAGGTCT------
AATGATACAGGAGTCATCACAATCCCCTGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGGCTACTATTGGAACGTGATGGAGGG----------------------------------------
-----------------------------------------------------------------
CCAGATGATACAAAGAAT---
GGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC914396 
TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAATAGTACAACAGGCCTGTTTAACGGTACATACA
ATAGTACA-----------------------------------------------------------------
----------AAAGAAGGT------
AATTCAAGCTCAACCATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAACT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAAGACAAATGGTACAGAG----------------------
-------------------------------------------------------------------------
-------
GCAAATAGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTTTGGGGCATT 
>AB746344 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACACACATGTTTGTTAATGGTACATACATGTTTAATGGTA
CATATAAT-----------------------------------------------------------------
-------------GATACA------
AAAGATAATTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAAATAAGACA----------------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363836 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAACAATGGTACAGAAAACAAT----
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAG---
ATCACAGGACTACTATTAACACGTGATGGAGGAAACTCAAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCCCCCACTGCAGCAAAAAGGAGAGTGGTA--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363831 
TTCTATTGTAATACAACAAGACTGTTTAATGGTACAAAAGGTAATTCAAGCTCATTCATCCCTAATATAAACG
AT-----------------------------------------------------------------------
-------------------------
AGTTCAGACTCAAACATCACAATCCCATGCAGACTAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGGTACGTGATGGAGGGAACGCAAGTTTTTCA-------------------------
-------------------------------------------------------------------------
----------
AACGGAACAGAGACATTTAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGGGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GGA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835493 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTAGATACATGCCTAATGGTACATACATGTTTAATGGTACAG
AAGTTAAT-----------------------------------------------------------------
-------------GGTACA------
GAAGGTAATTCAAGCTTCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTATTGGCACGAGATGGAGGAACAAATGATACA----------------------------
-------------------------------------------------------------------------
----------------
GAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TAGAGGTTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835495 
TTCTATTGTAATACATCAAAATTATTTAATGGTACATACAATCCAGACTTGGTTAATGGTACAAACATG----
-------------------------------------------------------------------------
----------------------------
ACTAATGGTACAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCAATTGCAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGTGCCTAATACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835496 
TTCTATTGTAACACATCACGCCTGTTTAATGGTACATACAATGGTACACAAGGTAATTCAAGC----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGGGGAGAGGGAAACAAGACAAAT----------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAGCCATTG---GGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835497 
TTCTATTGTAATACATCAGGCCTGTTTAATGATACCATGCTTAATGATACAGAAAGT----------------
-------------------------------------------------------------------------
----------------------------
AACTCAAGCATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGAATACTATTGGTACATGATGGAGGAGAGCCAAATAAG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGACACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGACTGGGAGCTGTT---------
GCATTCATTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835501 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATAATACAGGAAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAAACAAGACAAAT----------------------------
-------------------------------------------------------------------------
----------
AATACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GCGTTCCTTGGGTTCTTGGGTTTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835506 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATAGTACAAAAGATAATTCAAGC----
-------------------------------------------------------------------------
----------------------------
GCTGATTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAGACAGACTCAAATAATACA------------GAC----
-------------------------------------------------------------------------
-------
TCAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835508 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGAGGCATACAATGGGACAAAAAATGAT----
-------------------------------------------------------------------------
----------------------------
TTAAACTCAACCATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACAAAATATTACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835512 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGACAAATAGTAGCTCAAACTCAACCAGTAGC-
-------------------------------------------------------------------------
----------------------------
TCAAACTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGTGGGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---



ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATACAACATCA-------------------------
-------------------------------------------------------------------------
----------
AATGCTACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835529 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGCACATACATGCCTAATAGTACA-
-------------------------------------------------------------------------
----------------------------
AGCAATGATTCCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACAAGCAA
TGTATGCCCCTCCAATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGACCGCCAAATGAT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TAGAAGTTAAGCCATTG---GGAGTAGCACCTACTCCAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835530 
TTCTACTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACAGACAATGCTCCAACA----------
-------------------------------------------------------------------------
----------------------------
GATAATTCAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTATTATTGGTACGTGATGGAGGAAATACAACTGGA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>KF835531 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACACACAATAGTACACACATGTTTAATGATACAAAAGAT-
-------------------------------------------------------------------------
----------------------------
AATTCCTCAGAGATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGATACATAAACTGTACATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAAGAACAGAGCCA----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAGGCCATTG---GGAGTAGCACCCACTCCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835535 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACAATAAATGGT----------
-------------------------------------------------------------------------
----------------------------
CCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---



ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGAAGAAGATTCA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835541 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAAGTTTAATGATACATACATGACAGAAGGTGAT-
-------------------------------------------------------------------------
----------------------------
TTAAGCTCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTATTGGAACGAGATGGAGGAGTAAACTCGAGT----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTCCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835547 
TTCTATTGTAATACATCAAAATTGTTTAATAGTACATATACGCTTAATGGTACATACATATTTAATGGTACAG
ACATGACTAAT--------------------------------------------------------------
-GATACAGACATGACT---------
AATGTTACAGAAGGTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGAAATGACACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---ACAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGGGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>HQ699958 
TTCTATTGTAATACAACACGCCTGTTTAATGGTACATACAATAGTACAACAGGTACATACAATGGTATAACAG
GT-----------------------------------------------------------------------
-------------------------
AGTCCAAATTCAACCATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAG
CAATATATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAAAAACAAATAAG----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAACCCATTG---GGAGTAGCACCCACTCCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699966 
TTCTACTGTAATACATCAGGCCTATTTAATAGTACATACATGCCTGATACTGATACATACATGTTTAATGATA
CATACATGCTT---------------------------------------AATGGTACA---
TACATGTTTAATAATACAAGA---------------
GATAATTCACCAACCATCACAATTCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAA---



ATCACAGGATTACTGTTGGTACGTGATGGAGGAAAAACAAATAAGACA-------------------------
-------------------------------------------------------------------------
----------
GATGATATAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGATTAGCACCCACTGCAGCAAAAAGGAAAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699969 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATCCTAATAGTACAGTAGGTAATTCAAATAGT-
-------------------------------------------------------------------------
----------------------------
ACAAAAGTAAACATCACGATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGACCCATAATATGTAACTCAACT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATGTGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
CCTATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699972 
TTCTATTGTAATACATCAAAACTGTTTAATAGTGTATACATGCCTAATGGTACATTCAATATGGCAGGAGGCA
AT-----------------------------------------------------------------------
----------------------------
GCAAACTCAACCATCATAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAGCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACAAACAAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCAATAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215417 
TTTTATTGTAATACATCAAGGCTGTTTAATAGTACATACAATGGAACATACATGTTTAATGGTATATATAATA
CAACA--------------------------------------------------------------------
-------------------GAT---
AATGCAAGTTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGT---
ATCACAGGATTACTATTGGTACGTGATGGAGGATCACAGCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AAGTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250368 
TTCTATTGTAACACATCAAGCCTGTTTAATAGTACATATAATGGTACATAC----------------------
-------------------------------------------------------------------------
-------AATGGTACAAAT------
AATTCTAACTTAACCATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGGTATGGGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
AATAATACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATAAGAGATAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGAAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTCGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286229 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGTTTAATGGTACATACATGTTTAATGGTACAA
AA-----------------------------------------------------------------------
-------------------------
GATAATTCAAGCTCAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAGAGTCAAATAAA-------------------------
-------------------------------------------------------------------------
----------
ACAAAGGTAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAATGAGTTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326142 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACAATGGCACAACAGAT-------
-------------------------------------------------------------------------
----------------------------
AATTCAAGCATCATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGAAAACCCGTCAAATAATACA----------------------
-------------------------------------------------------------------------
----
GAGAATAATACAGAAGAGACATTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326144 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAAGAATGGTACATACATACATGGTACAACAGAT-
-------------------------------------------------------------------------
----------------------------
AATTCAAGTGACATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAACAAATGAGACA-------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ326140 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAAGTTTAATGGTACAAGAAGTAAT----------
-------------------------------------------------------------------------
----------------------------



TCAAATTCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATACAGGGACA----------------------------
-------------------------------------------------------------------------
----------
AATGGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU820840 
TTTTATTGTAATACATCAAAACTGTTCAATAGGACATACATGCTTAATAAGACAGAAAATACAACAAATAGT-
-------------------------------------------------------------------------
----------------------------
TCAGACGATAACATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCTA
TGTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACTAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTG---GGAATAGCACCCTCTAAAGCAAAAAGGAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGCA------GGAGCT---------
ATGTTCCTTGGGTTCTTGTCATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCACAGC---AAG---
CATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH909568 
TTCTATTGCAATACAACAAACTTGTTTAATAGCACTTGGAGAAGAAATGAAAGCATCACGGATGAT-------
-------------------------------------------------------------------------
----------------------------
AGCAATAAAAATATCATACTTACATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAA
TGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAGAT---
ATTACAGGGATACTATTGACAAGAGATGGGGGTGTAACTAATACA----------------------------
-------------------------------------------------------------------------
-------------
GGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAACTTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH909569 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGCCAGGAAATGAAAACATAACG-------------
-------------------------------------------------------------------------
----------------------------
GGTAGTGGCACTATCATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACACATTAATTGTGCATCAAAT---
ATCACAGGGATATTATTGACAAGAGATGGGGGTGTTAATAATACG----------------------------
-------------------------------------------------------------------------
----------
AATAATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH909570 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGTAGGAGATGAAAACATAACAAGTAAT-------
-------------------------------------------------------------------------
----------------------------



GGCAATGACACTATCATACTTCCATGTAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCTATCAGAGGAAACATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTGATAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH388438 
TTCTATTGTAATACAACAAAACTGTTCAATAGTACTTGGACAGGAAATGAAACCATGGAAAAGGGTAAGGGTA
AT-----------------------------------------------------------------------
----------------------------
AACAGTGACATTATCGTACTTCCATGTAGGATCAAGCAAATTATCAACATGTGGCAAGAAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATATAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGA
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GACAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY371151 
TTCTATTGCAAGACATCAAAACTGTTCAATAGCACTTGGAATGAAAACAGCACGACATCAAATGACACGAAG-
-------------------------------------------------------------------------
----------------------------
TCAAATGACACTATAACTCTCCAATGCAATATAAAGCAAATTATACATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGACAAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
CAAAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTGGAAATTAACCCACTA---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAT---GCTATTGAGGCACAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>AY371153 
TTCTACTGCAATACGTCAGGACTGTTTAATAGCACTTGGAATTGGATCGATGGCAGCATGGAGTCAAATGGCA
CGAAG--------------------------------------------------------------------
-------------------TCA---
AATGAAAGTGACACTATAACTCTCCCATGTAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAG
CAATGTACGCCCCTCCCATCCCAGGAGAATTAAGGTGTGACTCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGGGTGGGACAAATGAG-------------------------
-------------------------------------------------------------------------
-------
ACCTCCACAAATGAGACCTTCAGACCTACAGGAGGAGATATGAAGGATAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTGGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATCGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>KP718934 
TTCTATTGCAATACAACAGCCCTGTTTAATAGCACGTGGGGAAATACAACGAATGGAACAAATGCAGAAACAA
AT-----------------------------------------------------------------------
----------------------------



GCAAATGACACTATAACTCTCCAATGTAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGAGTTAAGGTGTGACTCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGGAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGGCCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGG
TAGAGATTAAACCACTA---GGAGTAGCACCCACCAGAGCCAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCACAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>KP718936 
TTTTATTGCAACACATCAAAACTGTTTAATGGCACATGGAATTGGAATGGCAATGGGAAAGGAAACCTGAAAG
GG-----------------------------------------------------------------------
----------------------------
TCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAGATAGAGTGTAGATCAAAC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGAATAACCAGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TGGAAATTAAACCACTA---GGAGTGGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGCTCGTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAGGC---
AATTTG---CTGAAA---GCCATTGAGGCACAACAGCAACTGTTGAGACTCACTGTCTGGGGCATT 
>KP718914 
TTCTATTGCAATACGTCAATACTGTTTAATAGCACTTGGGAAAAAAATGACACAAATGTCAATAACACTGAAA
ATAGCACT-----------------------------------------------------------------
----------------------------
AACAATAAAAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCAATCCAAGGAGAAATAAAGTGTGTATCAGAC---
ATTACAGGACTAGTATTAACAAGAGATGGTGGTGTGCATAACACAACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTCAGACAGATCGGAAGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTGGAAATTAACCCACTA---GGAGTAGCACCAACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATTGAGGCACAACAGCAATTGTTGAAGCTCACTGTCTGGGGCATT 
>KP718929 
TTCTATTGTAATACATCAATTCTGTTTAATAACATAAGGTTTAATGGCACTACTTGGGAAAATGGAAGTCTAC
CT-----------------------------------------------------------------------
----------------------------
AATACTACTGAGATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCAATCCAAGGAAGAATAAGATGTGTATCAGAC---
ATTACAGGACTAGTATTAACAAGAGATGGTGGTGTGAATAACACT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAGTTATATAAGTATAAAG
TGGTGGAAATTAAACCACTA---GGAGTAGCACCCACCAACGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---TTGAAG---GCTATAGATGCACAACAGCATCTACTAAAACTCACTGTCTGGGGCATA 
>KP109503 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACTTGGAAAAATAGCACTTGGGAAAATAGTACTTGGGTAA
AAAATGACAAC--------------------------------------------------------------
-------------------------



AGTTCAGATGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTCCAGGAGAAATAAAGTGTAGATCAAAC---
ATTACAGGACTAATATTAGTAAGAGATGGTGGGTGCAGGAATGAC----------------------------
--------------------------------------------------------------------
ACGAATAACACTGAG---
ACCTTTGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGGAAATTAAACCACTA---GGAGTAGCACCCAACAAGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTATTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGGCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCACAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AF492624 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAATAGCAATGGGACTGTAGGAAATAGCACTATAG
GA-----------------------------------------------------------------------
----------------------------
CCCAATGACAATATAACACTCTCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAAAGATAATGTGTAACTCAACC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAAGAATAGCTCA----------------------------
-------------------------------------------------------------------------
-------------
AAGACAGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTGGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATTGAGGCACAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AJ291718 
TTCTATTGTAATACATCAGGACTGTTTAATAACACTTGGCTGTTTAATAGCACTTGGAACAGCAGCCAGGAAT
TAAAT--------------------------------------------------------------------
-------------------------
GGCACAGAGCCAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAG
CAATGTACGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCCAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGCTAAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TGGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATCGAGGCACAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AJ291719 
TTCTATTGCGATACATCAGGACTGTTTAATAGCAGTTGGAGTTGGAATGAGACTAACAATACAATGACACTAA
ATGGC--------------------------------------------------------------------
-------------------------
ACTATAGCTGACAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGGCAAG
CAATGTATGCCCCTCCCATCCCAGGAAAAATAAGTTGTAATTCAAGC---
ATTACAGGATTACTATTAACAAGAGATGGTGGGCCAAATAATACC----------------------------
-------------------------------------------------------------------------
-------------
ACCAGTGAGACCTTTAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAGGTATAAAG
TAGTGGAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATCGAGGCACAACAGCACCTGTTGAAGCTTACTGTCTGGGGCATT 
>AJ291720 
TTCTATTGCAATACATCAGGTCTGTTTAATAGCACTTGGATATGGAACAACAGCATGGAACCAAATGACACAA
AG-----------------------------------------------------------------------
-------------------------



TTGACAGATAGCAATATAGTACTCCCATGCAAAATAAAGCAGATTGTAAGATTGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAATATGAATGAC----------------------------
-------------------------------------------------------------------------
----------
ACAGATAGTGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAGTATA
AAGTGGTGGAGATTAAACCACTA---GGAGTAGCACCTACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGTGGGACTAGGAGCT------
---CTACTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATTGAGGCACAACAGCAAATGTTGAAACTCACTGTCTGGGGCATT 
>AF179368 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCACTTGGTATGCAAATGACAATACCAGCACACAAAATGACA
TG-----------------------------------------------------------------------
-------------------------
CAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAGTGTATGCCCCTCCCATCCAAGGAGAACTAAGGTGTGACTCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGGAGGGGAATGATACC-------------------------
-------------------------------------------------------------------------
----------
ATTGGGAAAGAGACCTTCAGACCTACAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTGTATAAGTATA
AAGTAGTAGAGATTAAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGCTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATCGAGGTACAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>AY037280 
TTCTACTGCAATACATCAGGACTGTTCAATGACACAGAATTCAAA----------------------------
-------------------------------------------------------------------------
----------------------------
ATTAACAATACTATTACTCTCCCATGTAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAAAATCACCTGTAACTCAAGT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTAGTGAGATTTTCAGACCTGCGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGCAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTA--------------
-------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGATTCTTATCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF157739 
TTCTACTGCAATACAACAAGACTGTTTAATGACACAATA----------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATTACTCTCCCATGTAAAATAAAGCAAATTGTAAACATGTGGCAGAGAGTGGGACAAGCAA
TATATGCCGCTCCCATTGCAGGAAGAATTACCTGTATCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGCAATAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAGACCTTCAGACCTGGGGGAGGAGATATAAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCTACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054279 
TTCTACTGTAATACATCAGGACTGTTTACTGAAAATACAACA-------------------------------
-------------------------------------------------------------------------
-------------------------



AAGCTTAATGACACTATTACTCTCCCATGTAAAATAAAACAAGTGGTAAACCTGTGGCAGGAAGTGGGACGAG
CAATGTATGCTGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAAAAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGCGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCTCTA---GGAGTAGCACCCACCAAGGCAAAAAGGCAAGTGGTA-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054273 
TTCTACTGCAATACATCAGGACTGTTTAATAACACGCTTAATAACACAGAT----------------------
-------------------------------------------------------------------------
----------------------------
GACAATGACCCTATTATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATACCGCTCCCATTGCAGGAAACATTGTCTGTAATTCAACT---
ATTACAGGTTTATTATTGACAAGAGATGGTGGTGAAACCAATGAGACA-------------------------
-------------------------------------------------------------------------
-------
GATAATACAACAGAGATCTTCAGACCTTGGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---
------TTGTTCCTTGGGTTCTTGAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH078556 
TTCTACTGCAATACATCAAAACTGTTTCGAAATATCTCAGAGATT----------------------------
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATTACTCTCCCATGTCGAATAAAACAGATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGACAAATTACCTGTAACTCAAGC---
ATTACAGGTTTATTATTGACAAGAGATGGTGAT----------------------------------------
-------------------------------------------------------------------------
----------
AACACAATAGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGAC---TTGGGA---CTGGGAGCT------
---TTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTAAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF385934 
TTCTACTGCAATACATCAAAACTGTTTACTAGCACAGTACCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGCACCATTATTCTCCCATGTCGAATCAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATACCGCTCCCATTGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAACAATAATGCTACT-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGACCTTCAGACCTTGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTTTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ670522 
TTTTACTGTAATACAACACAATTATTTAACAGTACTTGGAGTAGTGCTTGGAATGGTACTACAGGGACTAAT-
-------------------------------------------------------------------------
----------------------------



AACACTGGAGTAATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAGTAAGAGATGGTGGTAGAAGCAATGATAGC-------------------------
-------------------------------------------------------------------------
----------
AGCAAGCCCGAGATTTTCAGACCGGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCC------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>EU885766 
TTTTACTGTAATACATCACAATTGTTTAACAGTACTTGGAGGGCTAATAGTACTTGGAATGGTACTACAGAGA
CA-----------------------------------------------------------------------
-------------------------
AATAACACTGACCTAATCATACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGTGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTCTTAATAAGAGATGGTGGTAATACAACTGAT----------------------------
-------------------------------------------------------------------------
----------
AACGAGAGCGAGATCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>AF529573 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAATGGTAATACTACTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAACAATATCTCGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAGGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAAAAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248352 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACGTGGCCGTGGAATGATACTAGTAATACTACAGAAAATA
CTACA--------------------------------------------------------------------
----------------------------
GGAAATATCACACTCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGAAGGACAAATTAAATGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGACAATGACACC-------------------------
-------------------------------------------------------------------------
----------
AATACCCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF530576 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATAGTACTTGGGATGGTACTACA-------
-------------------------------------------------------------------------
----------------------------



GAAAATGACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGCAGGACCAATTAAATGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAATAATGGGAACGATACC----------------------
-------------------------------------------------------------------------
-------
AACAACAAAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTAGGAGCGATAGGAGTT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ953205 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTGGAATAATAATACAAGTACTTGGTGGAATAATA
ATACAAGTACT--------------------------------------------------------------
-------TGGTGGAATAAT------
ACAGAAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAAC----------------------------
-------------------------------------------------------------------------
-------
GAGACCACCCCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGATGGGAGCT---
------ATGTTCCTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU581826 
TTCTACTGCAATACATCAGGATTGTTTAATGACACACTGGTTAATGACACAAAATCCAAT-------------
-------------------------------------------------------------------------
----------------------------
GACAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTATACTATTGACAAGAGATGGTGGTAACAACAGCTCA----------------------------
-------------------------------------------------------------------------
-------------
AAGAATGAGACCTTCAGACCTTTGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTGAACCAATA---GGGGTAGCACCAACCAAGGCAAAGAGAAGAGTGGCG--------------
-------------------------CAGAAAGAAAAAAGAGGA---GCA------TTGACAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU581828 
TTCTACTGCAATACATCAGGACTGTTTAATGACACTGGCACTATC----------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGACACTATCACTCTCCAATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAGCTCAAAT---
ATTACAGGTCTTCTATTGACAAGAGATGGTGGTGGTGATGGTAGT----------------------------
-------------------------------------------------------------------------
----------
GACCAGACAGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATGGCAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGCTGCAGCTCACAGTCTGGGGCATT 
>EU581824 
TTCTACTGCAATACATCAGGACTGTTTAAGGAATCCAATGAC-------------------------------
-------------------------------------------------------------------------
----------------------------



ACTAATGACACTATTATCCTCCCATGTCGAATAAGACAAGTTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATAGAGATGGTGGT----------------------
-------------------------------------------------------------------------
----
GATAATAGAACAGTGGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATA
AATATAAAGTGGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GCA------
CTAGCAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAAG---
GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU581823 
TTCTACTGCAATACATCAAAACTGTTTAATGACACAGTATTC-------------------------------
-------------------------------------------------------------------------
----------------------------
GATAACAGTACTATTACCCTCCAATGTCGAATAAGACAAGTTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGAAGGAAACATTGCCTGTAACTCAAGT---
ATTACAGGTATACTATTGACAAGAGATGGAGGTAAGAATAATGGGACAAATGAG-------------------
-------------------------------------------------------------------------
-
ACAGGTGAGAATAGGACAGAGACCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCAGTAATAGGA---
ATGGCAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCAGCTGTTGCAGCTCACGGTCTGGGGCATT 
>AY586545 
TTCTATTGTAATACATCAGGACTATTTAATAGTAGTAATAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAGTGGAAATATCACACTCCCATGCAGGATCAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGGAGCATTACATGTATATCAAAC---
ATTACAGGACTATTAATAACAAGAGATGGTGGGAATAACAGTACTAATAGG----------------------
-------------------------------------------------------------------------
----------------
ACTGAGATCTTCAGACCTGCAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT276270 
TTCTATTGTAATACATCAAAACTGTTTAATAATACCAAGCCTAATACTGGAAATATG----------------
-------------------------------------------------------------------------
----------------------------------------
ACTATCCTCCCATGCAGGATCAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTC
CCATCGAAGGAAATATTACATGCGTATCAAAC---
ATTACAGGACTAATAATAACAAGAGATGGTGGGACTAATGGGACT----------------------------
-------------------------------------------------------------------------
----------
AATGTGACTGAAATCTTCAGACCTGCAGGGGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCGAAGCAAGGAGATTAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTTGGA---ATGGCAACC------
---GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>FJ866128 



TTCTACTGTAACACATCAGAACTGTTTAAGAGTACATGGAATAATGGTACATCAGAAGGGACTAATGGTACA-
-------------------------------------------------------------------------
----------------------------
GAGTCAAATAATGACACAATCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAATTGTACATCAAAC---
ATTACAGGGATAATATTAACAAGAGACGGTGGTTCAAATAGTCCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAGAATTGAACCACTG---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATG 
>AY945737 
TTTTACTGTGATACAACAGAACTGTTTAATAGCACATGGTATAGGAATGGTACACTAATTAATGGTACAAAGT
CA-----------------------------------------------------------------------
----------------------------
ATTAATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCAGGGATAATTAACTGTACATCAAAT---
ATTACAGGGTTAATATTGACAAGAGATGGTGGTAATACCAGTATTAATGGT----------------------
-------------------------------------------------------------------------
----
GAAAATGATAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCACTG---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------ACAAGAGAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF457051 
TTCTACTGTAATACAACACAACTGTTTAATAGCACATGGAACAGTACAGAGTCAAGCACATGGAACAGTACAG
AG-----------------------------------------------------------------------
-------------------------
TCAAATAATAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACACATTAACTGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTACAAATAATACA----------------------------
-------------------------------------------------------------------------
----------
AGTAATATGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAAGAATTGAACCACTG---GGAGTAGCTCCCACCAGGGCAAAGAGAAGAGTAGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGATG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY900572 
TTCTATTGCAATACATCAGAACTGTTTAATAGTAGTAGTAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAAGGGGAATATCACACTCCTATGCAAGATAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGGCTAATAATAACAAGAGACGGTGGGACTAACAGTACT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGACCTTCAGACCTGCAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT------
---GTCCTCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>AY900574 
TTCTATTGTAATACATCAAAACTGTTTAATGAGTCACTGCTTAATAGTAGCAGGAATGATAGT----------
-------------------------------------------------------------------------
----------------------------
AAGAATGATACTATCATACTCCCATGCAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGAAGGAAGCATTAGATGTGAATCAAAC---
ATTACAGGGCTAATAATAACAAGAGATGGTGGGACTAATAATAAA----------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAGAATCAAACCACTA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTCGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GTCAGGCAG---TTACTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY900575 
TTCTATTGCAATACATCAGGACTGTTTAATAGTAGTAATAATAATAGTAGT----------------------
-------------------------------------------------------------------------
----------------------------
GAGAAGGGGAATATCACACTCCCATGCAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAGAATTAATTGTGTCTCAAAC---
ATTACAGGACTAATAATAACAAGAGATGGTGGGAATAGGAATACTACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGGTCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATCAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTACTG---TCTGGCATAGTGCAACAGCAGGGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ670526 
TTCTATTGTAATACATCAAACCTGTTTAATAGTAGTAACTTT-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATAGTAATATCACACTCCCATGCAGGATAAAACAGATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAATGT
ATGCCCCTCCCATCGCAGGAAGCATTATATGTGTATCAAAC---
ATTACAGGACTAATAATATCAAGAGATGGTGGGTATGAGAATAGT----------------------------
-------------------------------------------------------------------------
----------
AGTGGTACTGAGACCTTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATA
AAGTAGTAAAGATCAAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGGACA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY371169 
TTCTATTGCAATACATCAAGCTTGTTTAATAGTAGTTGGACAAATAGCACTGCTAATGGGACAGAT-------
-------------------------------------------------------------------------
----------------------------
GGCAATGATAATATAACTCTCCAGTGCAGAATAAGACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAGATGTTCATCAAAC---
ATTACAGGATTGATACTGACAAGAGATGGTGCAAATACAGCTAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAG
TAGTAAGAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAGGAGGAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---ATCGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAAGGC---
AACTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>AJ404325 
TTCTATTGCAATACAACAACATTGTTTAATAGTACCTGGAATGATACCACTAAGGGCAGCAATGAG-------
-------------------------------------------------------------------------
----------------------------
ACCAATAGTACTATTACACTGCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAACAGGACGAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGCATCAAAT---
ATTACAGGACTACTATTGACACGAGATGGTGGTAATAATAATGATACT-------------------------
-------------------------------------------------------------------------
----------
AATGGTACTGAGACCCTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTTACAGTCTGGGGCATT 
>JF804809 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATAAGGATAATAACACTAACACTTGGAATAAAC
ATGGGAATAGT--------------------------------------------------------------
----------------------------
ACTAATGATACTATCATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGCGGACAGATTAATTGTACATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGTGGTCCAGAAAACTCC----------------------------
-------------------------------------------------------------------------
-------------
TCAACTGAGACCTTCAGACCTGCAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCG---GTGGGAATAGTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCCGCGTCA---
TTGACGCTGACGGTACAG---ACCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>DQ085873 
TTCTACTGTAACACAACACTGCTGTTTAACAGTACTTGGAAGTGGAATAACACTTGGAATAACACTGGGAAGG
GT-----------------------------------------------------------------------
----------------------------
GCTGATAAGAATATCACACTCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGGTCTAATAACGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACATGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCATGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCACTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ085874 
TTCTACTGTAATACAACACAGCTGTATAATAGTAATAGGAAGCAGGAGAATAATGGCACTTGGAATAATAATG
GGAGT--------------------------------------------------------------------
-------------------------
AATACTAATGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCACAGGAGCAATTAGATGTTTATCAAAT---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGAACGAGAGCGAAT----------------------------
-------------------------------------------------------------------------
-------------
CTGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>DQ085876 
TTCTACTGTAATACATCACGGCTGTTTAATAGTGTTTGGAGGCTGGATAATAACACTTCTTGGGAGCAGGATA
ATAACACTAGA--------------------------------------------------------------
-------AATGGTACTAAT------
AGTAATAATGATACCATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCTGGCAGTAGGAAAAG
CAACGTCTCCCCCTCCCATCCGAGGACAAATAAGATGTTCATCAACA---
ATCACACTGCTACTATCAACAAATGATGGTGGTAGTAATAATACCACT-------------------------
-------------------------------------------------------------------------
----------
AACAGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGGATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY771590 
TTCTACTGTAATACATCAAAGCTGTTCAATAGTACTTGGAATGCTACTAACATGGAAGGAAATTCCACTGAA-
-------------------------------------------------------------------------
----------------------------
GGAAATTCTAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAACAACGCGAGC----------------------------
-------------------------------------------------------------------------
----------
AGCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF804806 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCAGCGTAATGACACTTGGAATAACAGCAGCACTT
GGGATAACAGC---------------------------------------------ACT---
TGGAATAAAATTGAGAATAAT---------------
ACAGATGATGATAATATCACACTCCAATGCAGAATAAGACAAATTATAAGCAGATGGCAAGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCATAGGACAAATTAGTTGTTTATCAAAT---
ATTACAGGGCTGCTAATAACAAGAGATGGGAGAAGTAACAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCCCGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATAATAGGACCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACAGCTGTTGCGACTCACAGTCTGGGGCATC 
>JF804814 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATAAGAATAAGGATAATAACAGTTGGAATGGGA
GTGAT--------------------------------------------------------------------
----------------------------
ATTAGTACTAATATCACACTCCTGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTGGCTGTTTATCAAAA---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTAACACGAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAGCCATTA---GGGGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>DQ085871 
TTCTACTGCAGTACAACAAAGCTGTTTAATAGTACTTGGGAGAGGAATGGTACCACCACTTGGAAAAATATTA
ATGGG--------------------------------------------------------------------
-------------------AGT---
GGTACTAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGAAAAATTAATTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGAAACAACACA----------------------------
-------------------------------------------------------------------------
----------
GGAACAGTCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535660 
TTCTATTGTAATACATCAAAACTGTTTAATAGCTCATCAAGA-------------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAGACTATCACACTCCCATGTAAAATAAGACAAATTGTAAGAATGTGGCAAAAAGTAGCACGAGCTA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGTCTAAGGAAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGATTTCCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGAAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGTTTCTTAGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KM606632 
TTCTATTGTAATACATCACAATTGTTTAATGCATCAAAATGGTTTAATAATAGCTCA----------------
-------------------------------------------------------------------------
----------------------------
TCGAATGAGACTATCACACTCCCATGTAAAATAAGACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGCCTACGGGAGAAAATGGGACT----------------------
-------------------------------------------------------------------------
-------
GATAATGATACTGAGATTTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAAAGTAGTG--------
-------------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTTTTCCTTGGTTTCTTAGGAACG---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AB547463 
TTCTATTGCAATACAACAAGACTGTTTAATAACACTTGCCTAAATGAAACCATGGGAAAC-------------
-------------------------------------------------------------------------
----------------------------
TGCAATGGCACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATCGACAAGAGATGGTGGTGTTAATAGTAGT----------------------------
-------------------------------------------------------------------------
----------
AGAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATA 



>DQ366659 
TTCTATTGCAATACAGAAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGGGAGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATAACACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAATAATGCAAGT-------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGTT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366660 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGAAAATGGAACCACAGAA-------------
-------------------------------------------------------------------------
----------------------------
GGGTGTAATAACATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATACAAAA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ366661 
TTCTATTGCAATACAACAGACCTGTTTAATAAGACTTGCATAGAAAATGAAACCATGGAA-------------
-------------------------------------------------------------------------
----------------------------
TGTAGTAAAACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATCAAAAATGGTACT-------------------------
-------------------------------------------------------------------------
-------
AATAATGGGACCGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---
------TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCT---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF165539 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGCCAGAAAATGGAACCATGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTATATCAAAT---
ATTACAGGAATACTGTTGACAAGAGATGGTGGTACTAGTACTAATGAT-------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TGCAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>JN235962 
TTCTACTGTGATACATCAGGACTGTTTAATGACACAGAATTC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATAACACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTCCCCCAAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACGGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAGAAATTGAACCGCTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGCAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ213782 
TTCTACTGCAATACATCAAGATTGTTTAATGATACAGAATTCAATAATACAGAAGAC----------------
-------------------------------------------------------------------------
----------------------------
AATAATGATACCATCACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGGCAGAATGTCACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAAAAAGAGAAAAGAGCA---GTGGGA---ATGGCAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735534 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGTATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGCACTATTACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGT
ATGCAAATCCCGTTGAAGGAAGCATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGAGGGAAAAAGAATACTACTACT-------------------
-------------------------------------------------------------------------
----
GCTAATAAGACTGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----
----------------------------------AAGAGAGAAAAAAGAGCA---
GTGGGATTATTGGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAG---TTATTG---
TCTGGAATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAAGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735536 
TTCTACTGCAATACCTCAGGACTGTTTAATAACACAGGATAC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGGAACTATTACTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGT
ATACCAACCCCATTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGTCTGCTGTTGACAAGAGATGGTGGACAGAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACTAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------ACGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735540 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAACTGGTTAATAACACAGAAAAT-------------
-------------------------------------------------------------------------
----------------------------
AATGGCACTACTATCATTCTCCCATGTAAAATAAAACAAATAGTAAATATGTGGCAGGAAGTAGGACGAGCCA
TGTATGCCGCCCCCGTTGCAGGAAGCATTACCTGTAACTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTGATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTAACA---ATGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACACTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU735539 
TTCTACTGCAATACATCAAAACTGTTTAATAATAAAACTAATAATAACACAGGAACTAATGGA----------
-------------------------------------------------------------------------
----------------------------
ACTACTGACACTATCATTCTCCCATGTAAAATAAAACAGATAATAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTATCTGTAACTCAAAT---
ATTACGGGTCTACTATTGACAAGAGATGGGGGTGGTAAAGAAACCCAG-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU697905 
TTCTATTGCAACACATCAGGACTGTTTAATACATCAGAACCATTTAATACATCAAAATGG-------------
-------------------------------------------------------------------------
----------------------------
TCTAATAATACCATCACACTCCCATGTAAGATAAAACAAATTGTGAGGATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACATGTAGATCAAAC---
ATTACAGGGATAATATTAACAAGAGATGGTGGGATTAATAGTACT----------------------------
-------------------------------------------------------------------------
-------------
GGAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAGCGCTGACGGGACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>EU697909 
TTCTATTGTGATACATCAGAACTGTTTAATTCATCAGAACTGTTTAATACATCAGGA----------------
-------------------------------------------------------------------------
----------------------------
TCTAATGATACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATCACATGTAGATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGGAATAATAATAATACT-------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGTATA
AAATAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGGGCA---GTTGGA---CTGGGAGCT------
---TTCTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH078557 
TTCTACTGCAATACATCACAGCTGTTTAATGAAACAGAATTCAATAGCACA----------------------
-------------------------------------------------------------------------
----------------------------
AGCAATGGCACTATCACGCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTGGGACGAGCAA
TGTATACCGCTCCCATTGCAGGGAATATAAGCTGTAACTCAAAT---
ATTACAGGTCTACTCTTGACAAGAGATGGTGGGAAAAATACTAGT----------------------------
-------------------------------------------------------------------------
----------
GGTAATACTGAGATCTTCAGACCAGGGGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCAACCAAGGCAAGGAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---ATGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAG---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026457 
TTCTACTGCGATACATCAAGACTGTTTAATTTGACACTGTTTGATAGAACAGTA-------------------
-------------------------------------------------------------------------
----------------------------
GTCAATGACACTATCATTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCGA
TGTATGCTGCTCCCATTGCAGGAACAATTAACTGCAATTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTATTGAA----------------------------
-------------------------------------------------------------------------
----------
ACCTCCAAAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAGGCCACTA---GGAGTAGCACCCACCAACTCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGCTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGCATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>GQ372987 
TTCTACTGTAATACAACATCACTGTTTAATAGTACATGGGAGAATGATACAAATATTACTGAAGAATCAAATA
GC-----------------------------------------------------------------------
----------------------------
TCAGATGACACAATCACACTCCAATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAAT---
ATCACAGGGCTGATATTAGTAAGAGATGGTGGTAATAACAGAACA----------------------------
-------------------------------------------------------------------------
----------
AGTGAGAGTGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGACAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ670529 
TTCTACTGTAATACAACATCACTGTTTAATAGTACATGGAGTGATACAAATATTACTAAAGAGTCAAATAAC-
-------------------------------------------------------------------------
----------------------------
TCAGATGACATAATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAAT---
ATCACAGGGCTGATATTAGTAAGAGATGGTGGTGATGATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAGAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAAAGAAAAAAGAGCA---GTGGGA---TTTGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATGGCGCTGACGGGACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175881 
TTCTATTGCAATACATCAGGACTATTTAATAATACTTGCTTAGAAAATAGTACCACA----------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCACACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAAGGAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAAGGATAGTGCTAATAAT----------------------
-------------------------------------------------------------------------
-------
AACTTCGCTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCCCTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCG---
------ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175882 
TTCTATTGTAATACAACAAATTTATTTAATATTTGCATAGGAAATGATACCATG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGAACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCGATGGAGAAATTAATTGTATATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTATTAATACTACTAAT-------------------------
-------------------------------------------------------------------------
----------
GATAACAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ385479 
TTCTATTGTAATACAACACAATTGTTTAATAGTAGCTGGAATAAGAATGCCAATGGGACTACAGGGAATACT-
-------------------------------------------------------------------------
----------------------------
ACAAATAGTACTATCACACTCCAATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAATAGGACAAGCAA
TATATGCCCCTCCTATTGCAGGAAACATTACATGCACATCAAAT---
ATTACAGGACTGCTATTGACACGTGATGGGGGAAACAATACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATCTTTAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAACTTAAGCCATTG---GGAATAGCACCTACTAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAACGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCACAACAACATATGTTGAAGCTCACTGTCTGGGGCATT 
>HQ385478 
TTCTATTGTAATACAACAAACTTGTTTAATAGCAGTTGGAGTGGAAATGAGACCAATAGCACT----------
-------------------------------------------------------------------------
----------------------------
GGGGAGACTAATATCACTCTCCCATGTAGAATAAAGCAAATAGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCACTGCAGGAAACATCACATGCACATCAAAT---
ATTACAGGATTGCTATTGACACGTGACGGGGGACAGAATACAAGT----------------------------
-------------------------------------------------------------------------
----------
ACTAATAAAGAGATCTTCACACCTACAGGGGGAAATATAAGAGACAATTGGAGAAGTGAATTATATAGATATA
AAGTGGTAGAACTTAAGCCATTG---GGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAC---GCCAGACAA---TTGTTG---TCTGGAATACTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCATA 
>HQ385443 
TTCTATTGTAATACAACACAATTGTTTAATAGTACTTGGTATAAGAATGGCACTACAAATAGTAGTTGGAATG
GT-----------------------------------------------------------------------
----------------------------
AATGATAGTACTATCACACTCCCATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCTATCGCAGGAAACATTACATGCACATCAAAT---
ATTACAGGATTGCTATTGACACGTGATGGGGGAAACAATAGTAGGGAT-------------------------
-------------------------------------------------------------------------
----------
GAGGATGAAGAGATCTTCAGACCTACAGGAGGAGATATAAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAACTTAAGCCATTG---GGAATAGCACCCACTAAGGCAAAAAGGATAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAACA---GCAAGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAAACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>JN029801 
TTCTATTGCAATACAACAAGACTGTTTAATAGTAATTGGACAGGAGATGAAAATGTGACGGGGCATGGG----
-------------------------------------------------------------------------
----------------------------
GGCAATGACATTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGGGGCGATAATAACAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGATACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY945734 
TTCTATTGCAATACAACAAACTTGTTTAATAATACTTGCTTGAATGAAACCAAGGAGGAGTGTAATAAC----
-------------------------------------------------------------------------
----------------------------
ATTACTAAAACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACCTGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366663 
TTCTATTGTAATACAACAAACCTGTTTAATAATACTTGCATAAAAAATAACACGGGGGGG-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAATATTACTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATATTAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX390610 
TTCTATTGTAATACAACAAAGTTGTTTAAGACAGAAAATGAAACCAGG-------------------------
-------------------------------------------------------------------------
----------------------------------------
ATCATACTACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTC
CTATCAGTGGCAGTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGGAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGATCTTCAGACCTGAAGGAGGAAATATAAAAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAAACAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU031915 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAAGGAAATGAAACCATCAGAGGG----------
-------------------------------------------------------------------------
----------------------------
AGTAATGACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGACATATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAGCAGT----------------------------
-------------------------------------------------------------------------
----------
GGGACTAACGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGTACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX390977 
TTCTATTGCAATACATCACGACTGTTTAATAGTATTTGGGTAGGAAATGAAACCATGGAAGGGAGTGGGAACA
AC-----------------------------------------------------------------------
----------------------------
ACGAACAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACATATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATCAATGGGACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCTCCCACCAGGGCAAAGAGAAGAGTGGTA-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX390976 
TTCTATTGCAATACAACAAAACTGTTTGATAGTATTTGGTATGGAAATGAAACCATAAATGAAACCATAAAAG
GG-----------------------------------------------------------------------
----------------------------
AATAGTAGCACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAATATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATGAGACTAGA-------------------------
-------------------------------------------------------------------------
-------------
AATAACGAGACCTTCAGACCTGCAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---



ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF340054 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAATGGGGAATGGTACTTGGACAGATAATAAAA
CCATG--------------------------------------------------------------------
-------------------GAG---
AATGGCACTAGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAACGGGGCAAG
CAATGTATGCTCCTCCCATCAGAGGACCAATTACTTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATAATGGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAAGAAAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX574661 
TTCTATTGCAATACAACAAAGTTGTTTAATAGTACTTGGATAATGGAGAATGATACTTGGACAGATAATAAAA
CCATGGAA---------------------------------------------------------
GAGGGGGTTAATGGCACTATG------------
GGGAATAATAGCATTTTCATAATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAACAGGGCAAG
CAATGTATGCTCCTCCCATCAGAGGACCAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAGTAATGGG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX574662 
TTCTATTGCAATACAACACAATTGTTTAATAGTACTTGGATAATGGGGAATGGTACTTGGATGGAGAATGGTA
CTTGGGCA-----------------------------------------------------------------
-------------GATAAT------
AAAACCATGGGCAATATCACAATTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAACGGGGCAAG
CAATGTATGCTCCTCCTATCAGAGGACCAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGATAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGAAAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGCAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>HM776939 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGAAACAAGTAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAACCTCGACCATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGAACGTGATGGAAGATTAGATAATGAT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCG------
---GTGTTCTTTGGGTTCTTGGGTGCA---GCCGGGAGCACTATG---GGCGCAGCGTCA---



ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250400 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACAATGGTACA-------------------------
-------------------------------------------------------------------------
-------TACAATAGTACA------
ACTAATAATTCAACAATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAGAACTAAAATGTAACTCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGATTAAGAACA-------------------------------
--------------------------------------------------------------------
GAGTCAAATGAAACA---
GAACCAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC522031 
TTCTATTGCAATACGTCAACACTATTTAATAGGACA-------------------------------------
-------------------------------------------------------------------------
-------------------------
ACAAGTCGCAATGTCACAATTATTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAG
CAATGTATGCTCCTCCTATCAGTGGGAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGC----------------------------------------
--------------------------------------------------------
TTTAATAATGAGACTGGGAAT---------
GAGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCCCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTACGAGCGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC522035 
TTTTATTGCAATACAACACAACTGTTTAATAGTACATGGACAAGAAATGGC----------------------
-------------------------------------------------------------------------
-------ACAATAGGAAAT------
AACACAATTGGAAATATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGGGGGAGCATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------
GACCCTGGTAATAATACGGGT---------
AAGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC522033 
TTCTATTGCGATACAACAAAACTATTTAATAGTAGTGAC----------------------------------
-------------------------------------------------------------------------
-------------------AAT---
GTCACAGAGGCCAATATCACAATTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCTATCAGTGGGAGCATTAATTGTGTGTCAAGC---
ATTACAGGAATACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
GATAAAAGGACCAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---



GGCGCAGCATCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC522032 
TTCTATTGCAATACAACAAAACTATTTAATAATACA-------------------------------------
-------------------------------------------------------------------------
-------------------------
GAAACAGGTAATAATACCATAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-------
AATGGGACTGAGGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAGTAGCCCCCACCATGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF011494 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAGTTGGTCTAATGATAATAGTAGTTGG-------------
-----------------------------------------------------------------
TCTAATAATACTGGGAGGTCA------------
ACCAGCAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTATTATTAACAAGAGATGGTGGA----------------------------------------
-------------------------------------------------------------------------
-
AATGATAGTAATATCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAACGAGCA---GTGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX960635 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGTGGCCTAATGGTACTGGACAGTCAAACAGAAATG
GAACA--------------------------------------------------------------------
----------------------------
ATCAATGGAACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATACCCCTCCCAGCAAAGGACCAATTAGATGTTCATCAAAT---
ATTACAGGGTTATTATTAACAAGAGATGGTGGAAACAATGACAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAAGTGAAATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---GTGGGA---CTAGGAGCC---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ484433 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAATTGGTCTAATGATACTAGTAAG----------------
-----------------------------------------------------------------------
TGGCCAACCAGCAATGGA---------
ACCAGCAATGGAACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATCACAGGGTTATTATTAACAAGAGATGGTGGA----------------------------------------
-------------------------------------------------------------------------
-
CTAAATGATAATAACAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--



-------------------------------------CAAAGAGAAAAACGAGCA---GTGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ484434 
TTCTACTGTAATTCAACACCACTATTTAATAGTAAGTGGTCTAGTAGTTGGCCT-------------------
-----------------------------------------------------------------------
AATAGTACTGAAGGGTCA---------
AACAGAACTAGTAATATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACCAATTAGCTGCTCATCAAAT---
ATTACAGGGATATTATTAACAAGAGATGGTGGA----------------------------------------
--------------------------------------------------------------------
AACAATGATAATAAT---
AACAGTGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAACGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC990124 
TTCTATTGTAATACATCACAATTGTTTAATATTAATGATACTAGGAATGATACA-------------------
-------------------------------------------------------------------------
----------------------------
GAGAAAAACATAACCACGCTCCCTTGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCCAAC---
ATCACAGGACTATTATTGGTACGTGATGGAGGGTCAAATACTACT----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCACTG---GGAATAGCACCCACTCCAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC870034 
TTCTATTGTAATACATCAGGCCTGTTTAATAGAACATACATTAATGGTACA----------------------
-------------------------------------------------------------------------
-GTGCATAATAATACA---------
GAAAACATCACAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGGCGAG
CAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTGCGTGATGGAGGA----------------------------------------
--------------------------------------------------------------------
AAGACAAATGAGAAT---
ACTACAGAGATATTCAGACCTGTGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAGCCACTG---GGAATAGCGCCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATCTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC870042 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACGTTTAATGGTACATAC----------------------
-------------------------------------------------------------------------
-------ATACCATTTAAT------
GATACAATCACAAACATCACAATCCGATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAGAAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTACTACGTGATGGAGGA----------------------------------------
-----------------------------------------------------------------
AATACAAATAATACAAAT---
AATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAA



TAGTAGAAATTAAGCCATTG---GGATTAGCACCCACTGCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870032 
TTCTATTGTAATACATCAGGCCTGTTTAACGGCACGTTTAATGGTACATACATA-------------------
-------------------------------------------------------------------------
-AATGATACAATGAGT---------
AATTTAAGCTCAATTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTACTACGTGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
AATATAACTAATACTCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCC---GCCGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAAT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870036 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTAAATACTCTGATAATGGT----------------------
-------------------------------------------------------------------------
-ACAGCCCTGTTTGAT---------
GATATAGACTTCAATGATACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGA----------------------------------------
-----------------------------------------------------------------
ACTCCAAATAATACAAAT---
ACAGAAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGGA---ATA---------GGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870040 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACA-------------------------
-------------------------------------------------------------------------
----------ATAAGTAAT------
TCAAGCTCAGAGATCATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACCGGACTACTATTGGAACGTGATGGAGGA----------------------------------------
-----------------------------------------------------------------
GATCTAGGTAATGATACA---
GAGGAGGAGGTATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTGGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870027 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACATACAATGGTACATAC----------------------
-------------------------------------------------------------------------
-ACGCCTAATAATGAT---------
ACTGATAACTCAACAATCATACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-



GTTAATAATAATACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GCG------
CTAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATCTG---CTGATG---
GCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC870028 
TTCTATTGTAATACAACAAACCTGTTTAATGGTAATGGTACATACTCG-------------------------
-------------------------------------------------------------------------
----------TCTGATGAT------
AACTCAACAGGTACAATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
AATGATAGTAGTACAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAGA---AATCTG---CTGATG---
GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC183778 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGGATACAAGGCTTAATGATACAGACAATGATA
CA-----------------------------------------------------------------------
----------------------------
AGTAACTCAACCATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGTGGTAATAGGACA----------------------------
-------------------------------------------------------------------------
-------------
AATAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGATG---GCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MH051841 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATGAATACATCAGGCCTGTCTAATGATACA----
-------------------------------------------------------------------------
----------------------------
AGTAACTCAACCATTACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGAATATTATTAACAAGAGATGGTGGTGCTAATAATACG----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGATG---GCTATTGATGCGCAACAGCAGCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN251902 
TTCTACTGCAATACATCAAAACTGTTTAATAACACAGAAATTAATAACACAACA-------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGGAACTCTCATCCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAGAGCAA
TGTATGCCGCTCCTATTGCAGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGAGTAATGAGACT-------------------------



-------------------------------------------------------------------------
----------
AATAATACTGAGATTTTCAGACCTGGGGGAGGAGACATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAGAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AACCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>LC027100 
TTCTATTGCAATACATCTAAACTGTTTAATAGTACTTGTATAAACAATGAAACCCTGGAGGGGTGTAATGGCA
CTAAAGATGGC--------------------------------------------------------------
----------------------------
ACTAATGACACTCTCACTATCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGAAGGAACAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTAACGGG-------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB845348 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGTATAGGAAATGAAACCAAAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTACCATTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGAGATGGTGGTTCT----------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849775 
TTCTACTGTAATACATCAAAACTATTTAATAGTACGTATAATTCATCACAACTAGTTGAT-------------
-----------------------------------------------------------------
AGTGGGCCAAATGACACTGAA------------
AATGACACTGATAGTATCACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAAGGGAATAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACCACT-------------------------------
--------------------------------------------------------------------
AATAACACCACTAAT---
AACACAGAAATTTTTAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGG---CTGGGGGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAAG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849759 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATACTACTGAAAGGCAT----------------
-----------------------------------------------------------------------
AATTGGAATAGTACTAGA---------
AGGTCAAATGACATAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAATAAAGAAAG
CAATGTACGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTAGT----------------------------------------



-------------------------------------------------------------------------
-
AGTGAGGGGAACGAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCAGTAGTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAACAGAAC---AATCTG---CTGAGG---
GCCATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849762 
TTTTACTGTAATACAACAAAACTGTTTAATAGTAATTGGACGGGTAGTGAA----------------------
-------------------------------------------------------------------------
-AATAGCACTGAAGAA---------
AATACCAATACCACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGGCAAATTAATTGTTCATCAGAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAGTAGTAAT-------------------------------
--------------------------------------------------------------------
GAATCAACCGGGAAC---
AAGAACGAGACCTTCAGACCTGCAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTGAAAATTGAACCAATA---GGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATCTATTGCAACTCACAGTCTGGGGCATC 
>KJ849770 
TTCTACTGTGATACAACGAAACTGTTTAATAGGACTTGGGAAAGCAATGAGACT-------------------
-----------------------------------------------------------------------
CTAGAAATTAATAACACT---------
GAAGGAAATGAGACAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTACGCCCCTCCCATCAAAGGAAAAATTAGCTGTTCATCAAAT---
ATCACAGGGCTGATACTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
----
GTTAACAACACCAATGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---ATA------
GCGGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAGCAGCAAAGC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849771 
TTCTACTGTAACACAACACAACTGTTTAATAGTACCTGGTCTAACAGTTCAAAT-------------------
-------------------------------------------------------------------------
-ATCACTGAAGGCAAT---------
ATCACTGAAGCCAATATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGAGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGCTCATCAAAT---
ATTACAGGGATGATATTAACAAGAGATGGTGGA----------------------------------------
-------------------------------------------------------------------------
----
AACAACAAAACCACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAGAAGAGCA---GTAGGA---
ATAGGAGCT---------GTGTTCCTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AACCTG---CTGAGG---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849773 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATGGGAATGGTACA-------------------
-----------------------------------------------------------------------
GTGATAAATATCACTAAC---------



GAAACGGGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTGGGAAAAG
CAATGTATGCTCCTCCCATCAAAGGACAAATTAGCTGCTCATCAAAT---
ATTACAGGGCTGATATTAACAAGTGATAGGGGT----------------------------------------
-------------------------------------------------------------------------
-
GGGGGTAATGAAACGAACGAGACTTTCAGACCTACAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---
TTCGGAGCC---------ATGTTCCTTGGGTTCTTGTCAACA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ849776 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACATGGGAAAATAATTCAACATGG----------------
-----------------------------------------------------------------
AATAATACTGAAGGGGCAAAT------------
AGCACTGACAAATATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCCCCCATTAAGGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGTTAATATTAACAAGAGATGGAGGT----------------------------------------
-------------------------------------------------------------------------
-
TGTCTTAACACGACAAATGACACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAAAACTTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---
TTAGGAGCC---------ATGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849777 
TTCTACTGTAATACAACAAAACTGTTTAATGGTATTTGGAATGGGACACACTTA-------------------
-------------------------------------------------------------------------
-AATAGCACTGAAGGA---------
GATGAAAAAGGCACAATCACGCTTCCATGCAAAATAAGACAAATTATTAATATGTGGCAGGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGGGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
ATTGGAAATGGCACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAGGTAGTACAAGTTGAACCAATA---GGAGTAGCACCCACAAATGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATTTG---CTGAAA---
GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849778 
TTCTACTGTAATACAACACAACTGTTTGATAGTACTTGGAACTCTACTGAA----------------------
-------------------------------------------------------------------------
-AATTCAAATAACACT---------
GAAGGAAATAAAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAG
CAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGCTCATCAAAT---
ATCACAGGGCTAATAATAACAAGAGATGGTGGTAAT-------------------------------------
-----------------------------------------------------
AACAACGACACCAGTGAACTTAAC---------
AGCCCTGAAATTTTCAGACCAGCAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAAAAATTGAACCATTA---GGAGTAGCGCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427816 



TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGGAAATAACACTGGAGGAGATGGAAAT----
-------------------------------------------------------------------------
----------------------------
AGCACACTCCCTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGTGATAACTCAAGC----------------------------
-------------------------------------------------------------------------
-------------
AACAATGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTAAAAATTGAACCATTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ671534 
TTCTATTGCAATACATCAAACTTGTTCAATAACAGC-------------------------------------
-------------------------------------------------------------------------
-------------------------
ATAGGCAATGGCACTATCACTCTCCCGTGCCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCGCCCCCATTGCAGGAAACATTACCTGTAATTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AGTGGTAATAATACAAAT---
GATACTGAGATCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------ACAAGAGAAAAAAGAGCA---TTGGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ671536 
TTCTATTGCAATACATCACAATTGTTTAATGACACAGAAAACAGT----------------------------
-------------------------------------------------------------------------
----------AATGGCACA------
AACGCCACTGACACTATCACTCTCCCATGTAAGATAAAACAAATTATAAACTTGTGGCAAGAAGTAGGGCGAG
CAATGTATGCCGCTCCCATTGCGGGAAACATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGGGGT----------------------------------------
-------------------------------------------------------------------------
-
AATGGTAATAATAATACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCTACCAAGGCAAAAAGACAAGTGGTG--
-------------------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGA---
GCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY882421 
TTTTACTGTAATACAACACAATTGTTTAACAGTACTTGGAAGTCTAATAGTACTGAGAATGATACAGAG----
-------------------------------------------------------------------------
----------------------------
AACAATAGCTTAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATAACAATAAG----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGGTCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGTTGACGGTACAG---GCCAGACAA---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 



>KR019770 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGCTAAGAAATGGAACCGAGGAAGGGGGGAACAATA
ACACTAATGAT--------------------------------------------------------------
----------------------------
AACAATACCAATATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGCATTAATTGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAC---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KR019771 
TTCTATTGCAATACAACACAACTGTTTACTGGGGACGAAAATGGAACCAAGGTA-------------------
-------------------------------------------------------------------------
----------------------------
GAGAACGAGACGATCATACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTAACAGTACT----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACCTTCAGACCTGGAGGAGGAAATACAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR019772 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAAATGGAACCGAGGTA----------------
-------------------------------------------------------------------------
----------------------------
GAGAATAAAACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAACAGCAGT----------------------------
-------------------------------------------------------------------------
-------------
GCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGGGGAGTGGTG--------------
-------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCT---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN187303 
TTCTATTGCAATACAACACAATTATTTAATTGCACAAACAATAAGGGCACG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGTACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATATGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTAAGACAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAGATATAAAG
TAGTACAAATTGAACCACTA---GGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGAGGAGAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 



>MN187302 
TTCTATTGCAATACAACAAAATTATTTAATTGCACAAACAATAATGGCACG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTGTGACAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX673820 
TTCTATTGTAATACATCAAAATTGTTTAATAGTAGTTGGGAGATAAATAAAACCATGAGTAATGACACCAGC-
-------------------------------------------------------------------------
----------------------------
GGTGATGACACTATAATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAGGCAA
TGTATGCTCCTCCCATCGAGGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGGAATAATAGGACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCCGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KU161143 
TTTTATTGCAATACAACAAAACTGTTTAATAGTATTTGGTGGAATAATGGTAGTAGTTGGTGGAATGGAACCG
TGAGTAATGGC---TCT------ATC-----------------------------------------------
-------------------------
ACTAGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGGGGAAATATTACTTGTAATTCAAGT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAGAATACT----------------------------
--------------------------------------------------------------------
AGTAATAATAATACT---
AGCAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTGTAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU161144 
ATTTATTGCGATACAACAAAACTGTTTAATAGTACTGGGAATGACTCT-------------------------
-------------------------------------------------------------------------
----------------------------------------
ATCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCGCCTC
CCATCAGTGGAAGTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGTGGAGATGAAAAT-------------------------
-------------------------------------------------------------------------
----------
AATACTACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATTGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 



>MH986016 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTGCATACAACAGCACAGGAAACATTACGG
AC-----------------------------------------------------------------------
----------------------------------------
ATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAGTGATAGAATGTAGATCAAAT---
ATCACAGGATTACTGCTGACAAGGGATGGAGGCATGAATACCACG----------------------------
-------------------------------------------------------------------------
----------
AATACCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCC------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATTGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>MH986017 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACAATAGGACATACAATAGTACATACGACAGCACAA
AAAACAAT-----------------------------------------------------------------
-------------------------
GACACAGACAGGAATATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAGTGATACAATGTAGATCAAAT---
ATCACAGGATTACTACTGACAAGGGATGGAGGCAATGAGACAGAG----------------------------
-------------------------------------------------------------------------
-------
AAGAATAACACAGAAACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGGCGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU820825 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATCCTAATGGTACAGTAAGTAATTCAAGTGCAA
CCAAT--------------------------------------------------------------------
----------------------------
GAAAGCTCAACCATCACCACCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGACAGGAAAATACAACA-------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCACTG---GGAATAGCTCCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CAGGGAGCT---------
GTGTTCCTTGGGTTCTCGGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATC 
>KU820829 
TTCTATTGTGATACAACAAAACTGTTTAATTGTACAGGAAATTGCACAGGAAATGAGACCACG----------
-------------------------------------------------------------------------
----------------------------
GGTGAGGACATTATCACAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGAGGAAATATTACATGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATACTAGC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGGCAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 



>MF373153 
TTCTATTGTAATACGTCAGGCCTGTTTAATAGTAGGTGGGACAATACCACTGAGGTAAGCAATGCCAGCGCAC
AG-----------------------------------------------------------------------
----------------------------
GCAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCCA
TGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAAGAATGACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAACCTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTGTACAAATACAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGTGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAGCAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU992936 
TTCTATTGTAATACTTCAGGCCTGTTTAATGATACACACTTGTCTAATGGCACAGGA----------------
-------------------------------------------------------------------------
----------------------------
GCAAACTCAACCATCACGATTCCATGCAAAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992928 
TTCTATTGTAATACTTCAAGCCTGTTTAATGGTACATACATGTCTAATGGTACATACATGTCTAATGGTACAG
GA-----------------------------------------------------------------------
----------------------------
GACAACTCAACCATCACGATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACGGAGGGAATACT-------------------------
-------------------------------------------------------------------------
-------
ACAAATAATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCTACTAAAGCAAAAAGGAAAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU992929 
TTCTATTGTGATACTTCAGGCCTGTTTAATAGTACATTTAATGGTACTTCAGGCCTGTTTAATAGTGCAGTTA
ATGGTACA---------------------------------------------------------------
TACATGTCTAATGATACA---------
GGAGGCATCTCACTCATCAGAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGACGGAGGAATTAAAAATGAAAGTGAA----------------------
-------------------------------------------------------------------------
-------------
GAGACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>KU992931 
TTCTATTGTAATACTTCAGGCCTGTTTAATAGGACATATAGGTTTAATGAGAATGGTATAGACATGACTAATG
ATACAGGA-----------------------------------------------------------------
-------------------GAC---
AATTCAAGCTCACCCATCATACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAAATACTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTTAGACCGGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992932 
TTCTATTGTAATACTACAGACCTGTTTAATAGTACATACAAGCCTAATGGTACAGTAGTCAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCATCCATCATGATTCCATGCCAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGATACACAGAAT----------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCTACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992934 
TTCTATTGTAATACTTCAGGCCTGTTTAATACATACAATGGTACATACATGCTTAATGGTACAGGAGACAAT-
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACGATACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TATATGCCCCTCCCATTGAAGGAAATATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAT-------------------------------------
-----------------------------------------------------------------
GTAGGTAAAGATAAAGAT---
GCAAAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX582250 
TTCTATTGTAATACATCAGGCCTGTTTAAAGGTACATACAATGGTACATACAGTAGT----------------
-------------------------------------------------------------------------
-------------------------
ACAAACAGCTCAAACATTACAATTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAGAAATAAAATGTAAATCAAAT---
ATCACAGGACTACCATTGGTACGTGATGGAGGAAACACAAGTGAA----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTG---GGAGTAGCACCCACAGAAGCAAGAAGGAGAGTAGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTCGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>KX582251 
TTCTATTGTAATACATCAGGTTTGTTTAATGGTACATACCCACCTAATGGTACATACACACCTAATGCTAATG
GTACAAAC-----------------------------------------------------------------
----------------------------
AATAATTCAACCATCACAATTCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGGCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGATCATCATCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAGG
TGGTAGAAATTAAACCATTG---GGAATAGCACCCACGCCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC898992 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATAAGGGTACATACAAT-------------------
-------------------------------------------------------------------------
----------------------------
GGTGCAGAATTTATCATCCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAGATCCAAT---
ATCACAGGAATACTATTGGAACGGGATGGAGGAATAAGTAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTCCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAAGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250408 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACAGACATGTCTAATGGTACAG
AA-----------------------------------------------------------------------
----------------------------
GGTAATATCACACTCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCGAT---
ATCACAGGAATACTATTGGAAAGGGATGGAGGAGAGAATCTTACA----------------------------
-------------------------------------------------------------------------
----------------
GCAGAAACATTCAGACCTATAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACCGAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GCGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC898979 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACCTGCCTAATGGTACATACCTGTATAATGATACAT
ACCTGTATAAT------------------------------------------------------
GATACACACCTGTATAATGAT------------
ACAAATTCAAGCTCAATCACAATCCCATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGATTACTACTGGTACGTGATGGAGGAAACCCAGAGGGAAAA-------------------------
--------------------------------------------------------------------
CCAGAGAATGAGACA---
GAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 



>KY628216 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGATTTAATAGCACTCTGAATAAGACAACAACAA
CAACTGAC-----------------------------------------------------------------
----------------------------
AACACAAAGAACATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGGAGGACTCATTAAATGTTCCTCAAAT---
ATTACAGGGATGATACTAACAAGAGATGGTGGTAACGAGAGCACC----------------------------
-------------------------------------------------------------------------
----------
ACCGACAAGGAGACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAGAAGACGAGTGGTG-----------
----------------------------CAAAGAGAGAAAAGGGAA---GTGGGAATGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY628219 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGTTGGACGAATGGTACTTGGCTGAATAATACTTGG----
-------------------------------------------------------------------------
----------------------------
CTGAATGATACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGAGTCATTAAATGTTCCTCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTGAGAACACCAACAACACT----------------------
-------------------------------------------------------------------------
----------
AACAATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAGAAAAGAGCA---ATAGGAACAGTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTGTTGAAGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ912711 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCTCATACTCACCTAATAATACATACGAGAATAGTAAGTCA-
-------------------------------------------------------------------------
----------------------------
AATAGCACCAACATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAGCATAACATGTGTATCAAAT---
ATTACAGGGTTATTATTGACACGAGATGGAGGTACAGGAAATAAG----------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGGCCTGCAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCACTA---GGAGTAGCACCCACCGGGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AAGTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392767 
TTTTATTGCAATACATCAGGCCTATTTAATAGGACATATAATGGCACACAATGGTCTAATGAC----------
-------------------------------------------------------------------------
----------------------------
ACAAACACAACCATCACAATTACATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAGTGGGACCATAACATGTATATCAAAC---
ATCACAGGACTATTATTGACACGAGATGGAGGGGTTAAGAATGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACAACACTGAGATCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAGAAATTAAACCACTA---GGAATAGCACCCAACAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCC------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 



>KU168263 
TTCTATTGCAATACATCAGGCCTGTTTAATGATACTGACACC-------------------------------
-------------------------------------------------------------------------
-------------------------
AACAACAGCACCAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTAAAGGAAATATAACATGTGTATCAAAT---
ATCACAGGAATATTATTGACACGAGATGGAGGTGAGGGAAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAACCATTA---GGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGC---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG518477 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGAAAATGAAACCATGGAGAGGAATAAT----
-------------------------------------------------------------------------
----------------------------
AACACTGACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAACAATTAATTGTGAATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAACTTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACAGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH479275 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTTGGAATAGTACTGAAGAGTCCAATAAC----
-------------------------------------------------------------------------
----------------------------
AATGATAGTACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATAATGAG----------------------------
-------------------------------------------------------------------------
----------------
AGCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH986014 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGTATAGTAATGGCAATAACACTTGGAATGAGACTG
AGGATAGC-----------------------------------------------------------------
----------------------------
AATAATGGTACTATCATACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGGGATGGTGGTAGAGGTGGAAAC----------------------------
-------------------------------------------------------------------------
----
GAGTCCAATGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---GTAACA---
TTTGGAGCC---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCC---ATGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---



TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATC 
>MG989550 
TTCTATTGCAATACAACACAATTATTTAATAATACAAATGGAACCAGCGAG----------------------
-------------------------------------------------------------------------
----------------------------
GGGAACAGCAATATCACACTTCCATGCAAGATAAAGCAAATTATAAGGATGTGGCAGGGAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTAAATCAAAT---
ATCACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTCCTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC990127 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATGGTGGGAGGT-------
-------------------------------------------------------------------------
----------------------------
AACAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGTGAGAATACAAAC----------------------------
-------------------------------------------------------------------------
----------
ACTAGTAGTGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC833436 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATACAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KU051564 
TTCTATTGTAATACATCAAAACTGTTCAATAGTACATACATGTATAATAGTACATACAATGGCACAAGTAAT-
-------------------------------------------------------------------------
----------------------------
TTAAGCTCAATCATCGAAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGTAGGGACAAAT----------------------------
-------------------------------------------------------------------------
----
GATACAAATAATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAACTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCG------
ATAGGAGCT---------ATGTTCCTTGGGTTTTTGGGAGTA---GCAGGAAGCACTATG---



GGCGCGGCGTCA---CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ184176 
TTCTATTGTAATACATCAAAACTGTTCAATAATAATAGTACATACAATGGCACAGGTAAT-------------
-------------------------------------------------------------------------
----------------------------
TTAAGCTCAATCATCGAAATCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGTAAGGACAAAT----------------------------
-------------------------------------------------------------------------
----
GATACAAATGATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GCA------
ATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGT---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ184180 
TTCTATTGCAATACAACACAATTGTTTAATAATACAGAAAATGGA----------------------------
-------------------------------------------------------------------------
----------ACCATGAAG------
GGGCTTAATGCCACTGTCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAAGGAGTAGGACAAG
CAATGTATGCTCCTCCCGTCAGTGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------
AATAGTAGTAATGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGCAACC---
------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ778897 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACATTT----------------
-----------------------------------------------------------------------
ATGCCTAATAGTACATTT---------
AATGATAATTCGACCATCACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACAAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGCAGGTCAAAT---
ATCACAGGACTGCTATTAGTACGTGATGGAGGA----------------------------------------
-------------------------------------------------------------------------
-
AAAGAGTCAAATGGCACAGAGATATTCAGGCCTGAAGGAGGAAATATGAGGGATAATTGGAGGAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM974719 
TTCTATTGCAATACAACAAAGTTGTTTAATAGAACCATGGAGGGGTCTAAT----------------------
-------------------------------------------------------------------------
-------GGAACCATGGAG------
GGGTCTAATGGCACTATCATACTGCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAACAGGACAAG
CAATGTATGCTCCTCCCATCCGTGGAAGCATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGG----------------------------------------
-------------------------------------------------------------------------
-
GATAATAACAATACAACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT



ATAAATATAAAGTAGTACAAATTGAACCACTA---GGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------GATAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM974720 
TTCTATTGCAATACAACAAAATTGTTTAGTAAGACAGAAAATGAA----------------------------
-------------------------------------------------------------------------
----------ACCATGGAG------
GGGTTTAATACCACTGTCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAG
CAATGTATGCTCCTCCCATCAGGGGAGTAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGGGGT----------------------------------------
--------------------------------------------------------------------
ACTAATGCAACTAAC---
GAAACCGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH029899 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAGGAAATGAAAATATGACGGAA----------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAACGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGGGATGGTGGCAATAATGAAACT----------------------------
-------------------------------------------------------------------------
----------
AACGGGACCGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT619126 
TTCTATTGTAACACATCAGGCCTGTTTAATGGGACATACAATGAGACATACATGTCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAGTAATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAGATTCAAAT----------------------------
-------------------------------------------------------------------------
----
AAGACAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACCAAAGCAAAGAGGAGAGTGGTG-----
----------------------------------GGAAGAGAAAAGAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX434794 
TTTTATTGTAATACATCAAGACTGTTT------ACATATAATAGTAATAGTACATATAATGGTACAGAA----
-------------------------------------------------------------------------
----------------------------
GGAAATTCGAACATCACAATCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTGCGTGATGGAGGAAACGAGACAAAG----------------------------
-------------------------------------------------------------------------



-------------
GATACAGAGATATTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT592380 
TTCTATTGCAATACATCAGACCTGTTTAATAGTACATACATGAATGGTACATTTACATTTAATGGTATAGAAA
GTAATTCG-----------------------------------------------------------------
-------------ACCACA------
GAAAGTAATTTGACCATTACAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAAGTGGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAGAGTCAAATGAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGGACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX185086 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATTTACATTTAATGGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATGATACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCAGTTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGATTACTATTAGTACGTGATGGAGGAAACCCAGGAAACAGTACAGGG------ATAAAAAAC----
-------------------------------------------------------------------------
----------
GATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAAAAAAAAGGGAATGTATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCT---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGGCGCTGACGGCACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>KY950610 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGAGAAGAAATGAGACCATAAAGGGAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATAGTGACATTATCATAATTCCATGCAGGATAAAGCAAATTATCAACAAGTGGCGAGGAGCAGGACAAGCAA
TGGATGCTCCTCCCATCAGTGGAATAATTAGATGTGTATCAAAT---
ATTACAGGAATACTATTGACAAAAGATGGTGGTGATAATGGTAGT----------------------------
-------------------------------------------------------------------------
----------
AGCACTACAGAGACTTTCAGACCTGGAGGAGGGAAAATGAAGGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTACAAATAGAACCATTA---GGAGTAGCACCCACACATGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH715978 
TTCTATTGTAATACAACAAAATTGTTTAGT---ACAGAAAATGAAACCATGAAGGAGGGGAAC----------
-------------------------------------------------------------------------
----------------------------
ACTACCACCACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATAAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGAGATGGTAATACTAGTGCA----------------------
-------------------------------------------------------------------------



-------------
ACTAACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGGGAGTTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY019257 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACGCCTAATGGTACAGTTAATGGTACAGGA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCGACCATCACAATCCCATGTAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTATTATTAGTACGTGATGGAGGGCCAAATAATACA----------------------------
-------------------------------------------------------------------------
----------------
GAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX434796 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTATATACATGGCTAATGGTACATTTCTGTTTTCTAATGGTA
CAATTAATGAT--------------------------------------------------------------
-------------ACAATT------
AAGGATAATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAG
CAATGTATGCTCCTCCCATGGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGACCAGATACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACCGAGACATTCAGGCCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCAATGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF084205 
TTCTATTGCAATACAACAAGGCTGTTCAATAGTACCTGGCGAGGAAATGAAACCATGGTGGAA----------
-------------------------------------------------------------------------
----------------------------
GGTGATAATAACACTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF073269 
TTCTATTGTAATACAACAAAATTATTTAATGGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTATATGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGCATTATTAATGCA----------------------------
-------------------------------------------------------------------------



-------------
ACTAATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCAATA---GGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGTTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH377336 
TTCTATTGCAATACATCAAGCCTGTTTGATAGTACATACATGCCTAATGGTACATTTAAATTTAATAAGACAG
AATTTAAACTT--------------------------------------------------------------
-------------AATAAT------
ACAGATAATTCAACCATCACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
GTCACAGGACTACTATTGGTACGTGATGGAGGAGAAGATTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGGCCTGGAGGAGGGGATATGAGGGATAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH801989 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACAGGAGGTAATAATAAGTCCACTAGTACAGGAGGTAAT-
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAAT---
ATTACAGGAATACTATTGACAAGGGATGGTGGTAGTAATGCAACT----------------------------
-------------------------------------------------------------------------
----------
AATGAAACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATAGAACCACTG---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK634699 
TTCTATTGCAATACAACACAATTGTTTAATAGTGCAGAAAATGGAACCAGGGAGGGGTCTAAT----------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGTAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTC
CCATCAAGGGAATAATTGAGTGTAAATCAAAT---
ATAACAGGAATAATATTAACAAGAGATGGTGGTGATGCTAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGACACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGACA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH220193 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGGGGAA----------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCCCCCATCAGAGGAATAATTAAATGTGCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAGAAATGCTAGC----------------------------
-------------------------------------------------------------------------



-------------
GAGCCTGAGACTTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK474158 
TTCTATTGCAATACATCAGGCCTGTTTAAGGGGACATACATGAATGGTACATTTAATAGTACATTTAATGATA
CAGAT--------------------------------------------------------------------
----------------------------
GGTAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCGCCCATCGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAAAGCAAACAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAGAAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCGAAAAGGAGAGTGGTGGAG---AGG-----
-------------------------GAGAGACAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN336526 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAGAATGGAACCAGGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CATAATGACACTATTATACTTCCATGCAGGATAAGGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGGGGTAATAATAATAATGCA-------------------------
-------------------------------------------------------------------------
-------------
ACTACCGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAGGTGAATTATATAAATATAAAA
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK650464 
TTCTATTGCAATACATCAGGCCTGTTTAATGGGACATACATGACTAATGGTACATTTAAT-------------
-------------------------------------------------------------------------
----------------------------
GATTCGGCGATCATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAAAAGATTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGACGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH684584 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCAGGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTGATGGCACTATTATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAAAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGAGGAAATACAACAACT----------------------------
-------------------------------------------------------------------------



----------------
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF541292 
TTCTATTGTAATACATCAGGCTTGTTTAATAGTACATACAATATTACATCAGGCCAG----------------
-----------------------------------------------------------------------
TTTAATGGTACATACAGT---------
GATTTAAATGGAAGCATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGCAAGTAGGACAAG
CAATATATGCTCCTCCCATTGAAGGAAACATAACATGTGAATCAAAT---
ATCACAGGACTACTATTGGAACGAGATGGAGGA----------------------------------------
--------------------------------------------------------
ACAGGCAAAAATACAGACAAT---------
AATACAGAGACATTCAGACCTACAGGAGGAGATATGAAAAACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGCAGTA--------------
-------------------------AACAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY371170 
TTCTATTGCAATACAACAAAACTGTTTACTAGTACTTGGAATATAAATACAAGCATGGAGTCTAATGGT----
-------------------------------------------------------------------------
----------------------------
ACAAACTCAAGCATCATACTTCCATGCAAGATAAAGCAGATCATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAGTAGTTAATTGTACATCAAAT---
ATTACAGGACTACTATTAACAAGGGATGGAGGGGAAAATAATAGTAGC-------------------------
-------------------------------------------------------------------------
----------
AATAATGAGGAGACATTTAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAC---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF835546 
TTCTATTGCAATACATCAAGACTATTTAATAATGCTTGCATAAAAAATAACACGGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTGAGAACAATATTACACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCCCCCATCAGAGGAATAATTAAGTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGACAGAATTCAAGT----------------------------
-------------------------------------------------------------------------
----------
AATAGTACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTACATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF859773 
TTCTATTGTAATACAACAAAGCTGTTCAATAGTACCTGGATAGGAAATGAAACCAGGAAGGAAGGTAAT----
-------------------------------------------------------------------------
----------------------------
GATACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGGGGTATTAATAATGCAACT-------------------------
-------------------------------------------------------------------------



----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAATTAGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU501256 
TTCTATTGCAATACAACAAACTTGTTTCCTAGTACAGAAAATGAAACGGGAGGG-------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCAATCAGTGGAATAATTAATTGTAAATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTACTAATACAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACTTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK158946 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATGGC----------------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGGACTATCATACTTCCATGCAGGATAAAGCAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAAGGGAATAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGGCCCAATAATAGG----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH615836 
TTCTATTGCAACACAACAAAATTATTTAACAGTACAGCAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGAGGAAACATCACATGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGGCAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
TCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAGATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MK850457 
TTCTATTGTGATACAACAAATTTATTTAATAGTACTTGGAAAGAAAGTAATTGGACAACAGGATATGATACCA
AGGAGCAG-----------------------------------------------------------------
----------------------------
GGTAATGACACTATCATAATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAACGGGGCAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTAATTGTGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTGAGAATACTAGTGGG-------------------------
-------------------------------------------------------------------------



-------------
ACTAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAGATATAAGG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MN654104 
TTCTATTGCAATACAACAAACCTGTTT------------CCAGAAAATGGAACCATAGGGGGGCTTAATAGT-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACCATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCCCCCATCAGTGGAATACTTAATTGTCTATCAAAT---
ATTACAGGGATACTCTTAACAAGAGATGGTGGTCTCCATAATGCA----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCAGGAGGAGGAGATATAAAGGATAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------AGTAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN124512 
TTCTATTGCAACACATCACAATTGTTTAATGAAACCATA----------------------------------
-------------------------------------------------------------------------
----------------------------
AAAAATGGAACTATTACACTTCCATGCAAGATCAAGCAAATTATAAACATGTGGCAGAGAACAGGACAAGCAA
TGTATGCTCCTCCCATCGAGGGACTAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATAGAACA----------------------------
-------------------------------------------------------------------------
-------------
GCTAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTAACAGTCTGGGGCATT 
>MN654106 
TTCTATTGCAATACAACAAAACTGTTT------------CCAAAAAATGGAACCATAGAGGGGCTTAATGGC-
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCCCCCATCAGTGGAACAATTAATTGTACATCAAAT---
ATTACAGGGATACTCTTAACAAGAGATGGTGGCAAGAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------AATAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN654107 
TTCTATTGCAATACAACAAACCTGTTT------CCAGAAAATGGAACCGTA----------------------
-------------------------------------------------------------------------
----------------------------
GAGAATAACACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCCCCCATCAGTGGAATAATTAATTGTACATCAAAT---
ATTACAGGAATACTCTTAACAAGAGATGGTGGTGGTGGTTCTAAT----------------------------
-------------------------------------------------------------------------



----
ATAACCAACGAGACCGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTA---GGGCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------AATAGAGAAAGAAGAGCA---GTGGGA---
ATAGGAGCT---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAATCTGGGGCATT 
>AB859012 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAGAAATGAAACCATGAAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTCTCATTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAATAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATTAAAT---
ATTACAGGAATACTATTGACAAGAGACGGTGGTGCTAATAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN187301 
TTCTATTGCAATACATCACAGTTATTTAATTGCACAAACAATAATGGCATG----------------------
-------------------------------------------------------------------------
----------------------------
TGTAATAGTACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAGAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTAAGACAAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAACGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATACAAATTGAACCACTA---GGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB646691 
TTCTACTGTAATACAACAAAGCTATTTAATAGTACTTGGAATAATGCTACAGGGTCAAATAAC----------
-------------------------------------------------------------------------
----------------------------
ACTGAAGACATGATCATACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGTAA
TGTATGCTCCTCCCATCAAAGGGATAATTAGATGTTCATCAAAC---
ATTACAGGATTGTTATTAACAAGAGATGGTGGTAATAACACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAGATTGAGACCTTCAGACCTGCAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGACG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACGA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK577481 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGGATGGTACTTGGAATGGTACTG
AAGAGTTAAAT--------------------------------------------------------------
----------------------------
AAAACTGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGGGGACTGAGAACAAC----------------------------



-------------------------------------------------------------------------
----
GGGACTGAGATGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAAAAATTGAGCCATTA---GGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCG---ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---
TCTGGTATAGTGCAACAGCAGAAT---AATTTG---CTGAGA---
GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB097865 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAGAAATGAAACCAAAGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGGATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACACGTGATGGAGGAAATACAAGTAAT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACATTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATACTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACCCACAGTCTGGGGCATC 
>KU820835 
TTCTATTGCAATACAACACAACTGTTTAATAGTTCTTGGAGAGGAAATGAAACCACAGAGAAGAGCAATAGCA
CA-----------------------------------------------------------------------
----------------------------
CACAATAACACAATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATGCTCCTCCCATTAGTGGAATAATTAATTGTGTATCAGAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGGCGAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366666 
TTCTATTGCAATACATCAAGGCTGTTTAATACTACTGGCAATGAAACCATGCAAGAC----------------
-------------------------------------------------------------------------
----------------------------
AATAATAAAACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTATTACTAATGGA----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCC---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF495062 
TTCTATTGCAATACTACACAACTATTTAATAGTACTTGGAACATCAGTGGCACTGTCAATAACACA-------
-------------------------------------------------------------------------
----------------------------
ACAGGGGGCAAAATCATAATTCCATGCAAGATAAAGCAAATTATTAACATCTGGCAGCGAGCAGCACAACCAA
CGTATGCTCCTCCCATCAGCGGAACAACTAAATGTGTATCAAAT---



ATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGAGACT----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTACAAATTGAACCATTA---GGAGTAGCCCCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTAGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU031914 
TTCTATTGCAACACAACAAAACTGTTTAATAGTACTTGGGGAGGAAATGACTCCAGAGTGTTTAAT-------
-------------------------------------------------------------------------
----------------------------
GACACTGACCCTATCAGACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGAAATAATACACAA----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGCGAATTATATAAATATAAGGTAG
TACAAATTGAACCACTA---GGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AACTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KJ206289 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAATACTAAT----------------------
-----------------------------------------------------------------------
AGTAATGAAAATAATACT---------
ACAGGAAATAATATCACAACAATCCATTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCGAAGGACCAATTATGTGCTCATCAAAT---
ATTACAGGATTACTATTAACAAGGGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AATATAAACAACACCAAT---
GGGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH327744 
TTCTATTGCAATACAACAAAATTATTTAATACA----------------------------------------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTATCAAAC---
ATTACAGGAATACTATTGACAAGGGATGGTGGTGGTGGTAATGGGACA-------------------------
-------------------------------------------------------------------------
----------
AATAGCAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY658692 
TTCTATTGCAATACAACAAAATTATTTAATACAGGTAATGACAATTGCAATACAACAAAATTATTTAATACA-
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGGGGAAAAATTAATTGTGTATCAAAC---



ATTACAGGAATACTATTGACAAGGGATGGTGGTGGTGGTAATGGGACA-------------------------
-------------------------------------------------------------------------
----------
AATAGCAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH078564 
TTCTACTGCAATACAACAAAATTATTTAGTTGCGCCAAGGAGGGG----------------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGTACTATCATACTGCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAATGGAATAATTAATTGTGTATCAAAC---
ATCACAGGAATAATATTGACAAGGGATGGTGGTAACACAAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACGAACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATCGAACCATTG---GGATTGGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGTT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358073 
TTTTATTGCGATACAACAAAGTTGTTTAATAGTACTTGGACAAACAATGAAACCATGGAGGGGTCT-------
-------------------------------------------------------------------------
----------------------------
AGTAACACCACTATCACACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGACCAATTAATTGTGTGTCAAAT---
ATTACAGGAATACTATTAACAAGAGACGGGGGTGCTAATAATGCG----------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAGACCTTCAGACCTGGAGGAGGAAATCTAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358072 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGGAGAATAATAGTACTGGGACA-------------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAATGGG----------------------------
-------------------------------------------------------------------------
----------
ACTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGACCCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248319 
TTTTACTGTAATACATCACAACTGTTTAATAGTAATGATACTAATAGTAATGATACTAGTACTTGGAAT----
-------------------------------------------------------------------------
----------------------------
GATACTACAGTAATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAAT---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAGTGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---------
ATGTTCCTTGGATTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248322 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGTTAGGAAATGAAACCACGCAGGAATGTAATGGCA
CGGGG--------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAATATTACTTGTGTATCAAAT---
ATTACAGGAATAATGTTGACAAGAGATGGTGGTGTTGGTAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AGTAGTAATGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248323 
TTCTATTGTAATACAACAGAACTGTTTAATGAACAGTTTAATAAGACTAAG----------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGTACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGGATACTACTAACAAGAGATGGTGGTACCCAGAATAACACG-------------------------
-------------------------------------------------------------------------
----------
AATGGGTCTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCGCCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248326 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTACTAATAGTGCTTGGAATAATGATATTACA-
-------------------------------------------------------------------------
----------------------------
GGAAGTGACACTATCACACTCCCTTGCAGAATAAGACAAGTTGTGAACATGTGGCAGACAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGAAGGACCAATTAGCTGTTTATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAAAGATAACAAGACC-------------------------
-------------------------------------------------------------------------
----------
AACGGGACAGAGATCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248332 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCATAGAAAATGAAACCAGGGAGGGG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTCTCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGCATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAGAATGCA----------------------------
-------------------------------------------------------------------------
-------------
TCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTA---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248340 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATAAGAATAGTACTTGGAATAATACA-------
-------------------------------------------------------------------------
----------------------------
AAAGATGAAAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TATATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGTTATTAACAAGAGATGGTGGTGAGAACCAGACA----------------------------
-------------------------------------------------------------------------
-------------
GACAGGGAAATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGTTA---ACTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248350 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGATAGTACACGACCGTGGAATGATACACAA----
-------------------------------------------------------------------------
----------------------------
GAGGATGACACAATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGAAATTAGATGCTCATCAAGT---
ATTACAGGGCTGTTACCAACAAGAGATGGTGGTAATAATAATGATACTAAC----------------------
-------------------------------------------------------------------------
-------
AATAATAATACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX448016 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACCTGGGGAGAAAATGAAACCAGAAGGGAGTATAAT----
-------------------------------------------------------------------------
----------------------------
GATAGTGACACTATCGTACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAATAGGACAAGCAA
TGTATGCTCCTCCCATCCAGGGAATAATCAATTGTATATCAAAT---
GTTACAGGAATACTATTGACAAGAGATGGTGGTAATGGTAGTGAG----------------------------
-------------------------------------------------------------------------
-------------
ACGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGAATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAG---AAA-----
----------------CCAGTGGTGCAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743762 
TTCTACTGTAATTCATCATCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAATACTGGGA
ATAGT--------------------------------------------------------------------
-------------------------
ACTGAAGAGGACCCTATTATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAGAG
CAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGACTACTGTTAACAAGAGATGGGGGTACGGACAAGAATGGCACA----------------------
-------------------------------------------------------------------------
-------
GAGAATGGCACAGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446927 
TTCTACTGTGATACATCACAGCTGTTTACTTGGAATGATACTAGTACTGGGGATACTACAGGA----------
-------------------------------------------------------------------------
----------------------------
AATAGAACTAATATCACGCTCCCTTGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGTGGAAAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGATAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCTAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX447000 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAGGAAATGAAACCACGTGTAATGGCACTATTA
AC-----------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCTGTCAGTGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGAGGTAATAATGGTAAT----------------------------
-------------------------------------------------------------------------
----------
AATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447668 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGCCTGTTTAATAGTACTTGCATAAATGAAACCACAG
AGGGG--------------------------------------------------------------------
----------------------------
TATAATGACACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAAGGATGAACAGAACGAG----------------------
-------------------------------------------------------------------------
-------------
ACGACCGAGACCTTCAGGCCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTCGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860762 
TTCTATTGCAATACATCAGAACTGTTTAATAATAATTGCACACAAAATAAAACAGGG----------------
-------------------------------------------------------------------------
----------------------------
TGTGACAACACTATCATACTCCCATGCAGGATAAAGCAAATAATAAAACTGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAACAATTAATTGTATATCAAAT---



ATTACAGGAATACTACTGACAAGAGATGGGGGTCTGAATAATCGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAGATTGAACCACTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GQ916570 
TTCTACTGTAACACATCACAATTGTTTAATAGTACTTGGCATGCTAATGGTACTTGGAATGGTACTTCA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACAACATCACCCTCCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACCAATTATATGTTTATCAAAT---
ATTACAGGGTTGCTATTAGCAAGAGATGGTGGTAATAAGACCAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACCGAGACCTTCAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTGAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---ACTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989586 
TTCTACTGTAATACCACAAAGCTGTTTAATACAACAGAGCTA-------------------------------
-----------------------------------------------------------------
AAGCTGTTTAATAATAGTAATAAAAAT------
GACAATGACACCATTATTACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGAAGTAGGAAAAG
CACTATATGCCCCTCCCAGCAGTGGACCACTTAGCTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATACTAATAACACTGAT----------------------
-------------------------------------------------------------------------
----------
AATAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTCGCACCCACCAAGGCAAAGAGGAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTTGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989493 
TTCTATTGCAATACAGCAAATCTGTTTAATGATACTTGCCTAAATGAAACAACCCAG----------------
-------------------------------------------------------------------------
----------------------------
TGTAACAACACTATCATAACTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATAATCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACAGGC----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCGCTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989598 
TTCTATTGCAATACAACAAAACTATTTAATAACAATATCAATGGC----------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTGACAAGAGATGGTGGCAATAATAGCACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGTGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MG989491 
TTCTATTGCAATACATCAAACCTGTTTAATGAAACT-------------------------------------
-------------------------------------------------------------------------
-------------------AAT---
GGAAGTAAGGACAATATCACAATTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAG
CAATGTATGCTCCCCCCGTCAGTGGAATAATTAGTTGTAGCTCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACAACT-------------------------
-------------------------------------------------------------------------
----------
AATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCG---GTGGGA---CTAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989533 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGAATGATACTGCTTGGAATGAAGGGTCA-------
-------------------------------------------------------------------------
----------------------------
AATAGCACTACTATCATACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCACGGGAATAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTGATAATAGTACA-------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACCTTCAGACCTGCAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATATGCTGCAACTCACAGTCTGGGGCATT 
>MG989555 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACT---------AATGGTACTTGGAATGGTACTGGG----
-------------------------------------------------------------------------
----------------------------
AATGATACTACTATCGTGCTCCCCTGCAGAATAAGACAAATTGTAAACATGTGGCAGACAGTAGGAAGGGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTAATTGTTCATCAAAA---
ATTACAGGGTTGCTATTAACAAGGGACGGTGGTGATAATAGCACCACC-------------------------
-------------------------------------------------------------------------
-------------
GAGACTGAGATCTTCAGACCTGCAGGAGGAGATATGCAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG989576 
TTCTATTGTAATACATCAAAACTGTTTAATATTGCTTGCAATAAAACAGAAGAGTGCAAAGGG----------
-------------------------------------------------------------------------
----------------------------
TATAATAACACTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTTAGGGGAATAATTAACTGTGTATCAAAT---



ATTACAGGAATACTAATAACAAGAGATGGAGGTAATGACAGTAGCACA-------------------------
-------------------------------------------------------------------------
----------
AATGGGAATGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989585 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGTATAGCAATGGAACCATGACGGGTGGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATCTTTCTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAGGCAA
TGTATGCTCCTCCCGTCAGTGGAGTCATTAACTGTGTATCAAAT---
ATTACAGGGATACTATTGACAAGAGATGGTGGTAGTAATACTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAACTTGAGCCATTA---GGAATAGCACCCACCAGGGCAAAGCGAAGAGTGGTA-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>MG989526 
TTCTATTGCAATACAACAGAACTGTTTAATAATACTGGC----------------------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGACACTATCAGACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGAATTAATTGTGTATCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGGGGTGGTAATAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GATACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CCGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989540 
TTCTATTGCAATACATCAAAACTGTTTACTAATACTTGTGAAACAGGTGAAAATGGGAGA-------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAAGGGAAGAATTAATTGTGTATCCAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTG---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989605 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGGTAGTACTGGAGAGTCAATTAATGGCATC-
-------------------------------------------------------------------------
----------------------------
ATAAATGGCACCATCAAACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGCAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAATTGCTCATCAAAT---



ATTACAGGACTACTATTATTAAGAGATGGTGGTAACCATAATGATAGC-------------------------
-------------------------------------------------------------------------
----------
AATAACACCGAGACATTCAGACCAGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCAACCAAGGCAAGAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GCA------CTAGGAGCG------
---GTGTTCCTTGCGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MG989557 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGTCAAAAAATGGAACAAGGGAGGATACTGATAATA
GCAAT--------------------------------------------------------------------
----------------------------
AATAATGGCACTATCATACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGCAAACAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAATAATTAATTGTCCATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATACAACTGAG----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGACCCACTA---GGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGTG--------------
-------------------------GAGAGACCAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989560 
TTCTATTGCAATACATCACAACTGTTTAACAATAGTTGCACAACAAATGAAACCACTGATAAG----------
-------------------------------------------------------------------------
----------------------------
TGTAATGACACTATCATACTCCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTAGTGGACACATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAATAAC----------------------------
-------------------------------------------------------------------------
-------------
GAGACCGAGACCTTCAGACCTGGAGGGGGAAATATAAAGGACAATTGGAGAAATGAATTATATAGATACAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989618 
TTCTACTGCAATACAACAAACTTATTTAATGATACGTTTAATGGAACCAGGGAGGGGATTAATGAGGTG----
-------------------------------------------------------------------------
-ATTAATAAAACCATAGAG------
AGGTTTAATGGTACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAG
CAATATATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAGTAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
ACCGAGACCGAGACCTTCAGACCTGTAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGACGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MG989512 
TTCTATTGTAATACAACAAAGCTATTTAATAATAATTGTGAGGAATGTAATGGG-------------------
-------------------------------------------------------------------------
----------------------------
ACTACTAATATTACTATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAA
TGTATGCTCCTCCCATCAGGGGAAGAATTAGTTGTGAATCAAGT---



ATTACAGGAATATTATTAACAAGAGATGGTGGCAGGGACAATGAC----------------------------
-------------------------------------------------------------------------
----------
AGTACTACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCTGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989545 
TTCTACTGTAATACATCACAACTGTTTAATCTAACAGTGTCAGAGAATATCACTAATAACATTACAGGG----
-------------------------------------------------------------------------
----------------------------
GGAAATGATACTATCACCCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAAC---
ATAACAGGGTTGCTATTAACAAGAGATGGGGGAAATAGTAATGACACG-------------------------
-------------------------------------------------------------------------
----------
AACAACACGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT------
---GTATTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>MG989616 
TTCTATTGCAATACAACAAACCTGTTTAGTTGCATAGAAAATGAAAACACAACG-------------------
-------------------------------------------------------------------------
----------------------------
TGTAATGGCACTATCAGACTTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAAGGAGTGGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTATCAAAT---
ATTACAGGAATACTACTAACAAGAGATGGTGGTATTAATAGCACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTATAAATATAAGGTAG
TACAGATTGAACCACTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCC---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY167123 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAGATAACACTGGA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAAATGTATATCAAAT---
ATTACAGGGCTACTATTAACAAGAGATGGGGGTATAGATACAACT----------------------------
-------------------------------------------------------------------------
----------
AATACTACCGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACGC---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ354121 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAATACTAATGGTACTAGTACTTGGAATGTTACCA
CA-----------------------------------------------------------------------
----------------------------
ACAAATGGTACTATCATGCTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAA
TGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAT---



ATTACAGGGTTGCTACTAACAAGAGATGGTGGTAAAAATGAGAGC----------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATCGAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---TTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY358042 
TTCTATTGTAATACAACAAAACTGTTTAATACCACTTGCAATAATACTTGCGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CACAATGGCACAATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAGTATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCTCTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ354123 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGGAAATGACACCATGGATGGGAATAATACT-
-------------------------------------------------------------------------
----------------------------
ATGAATGATACTACCATACTTCCGTGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGGGGAAATATTAGTTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTGATGATGAT----------------------------
-------------------------------------------------------------------------
----------
AGCAATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GCGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK867585 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGACTTGGAATAATAATGGTACTG
GGAATGATACT--------------------------------------------------------------
-------------------------
AGGGATGATACTACTATCGTGCTCCCCTGCAGAATAAGACAAATTGTAAACATGTGGCAGACAGTAGGAAGAG
CAATGTATGCCCCTCCCATTAGCGGACAAATTAATTGTTCATCAAAA---
ATTACAGGGTTGATATTAACAAGGGACGGTGGTGATAATAACAAC----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY444812 
TTCTATTGCAATACAACAAACTTGTTTAATAGTACAGATGGAATCATGGAGGGG-------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGAAGAATTAATTGTGTATCAAAT---



ATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAATAGTACA----------------------------
-------------------------------------------------------------------------
-------------
GGGAACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835517 
TTCTATTGTAATACAACAAACTTATTTAATAGTGCTTGGTGGCCAAATGGAACCATGAAGGGGCAGAATGACA
CTGGT--------------------------------------------------------------------
----------------------------
AACAACACTAATATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAATAATAGTAGT----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAG---AAA-----
----------------AGAGTGGTGGAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835520 
TTCTATTGCAATACATCACAGCTGTTTAATAGTATTTGGGATAATACTAGTACTGGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATAGCAATATCACGCTTCCATGTAAGATAAAGCAAATTGTAAAGATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTATTGATATGTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAATAG
TACAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835537 
TTCTATTGCAATACATCACAACTGTTTAATGCAACCATAGGCAATATCACAAAGGGGGACAATATC-------
-------------------------------------------------------------------------
----------------------------
ACACTGGGCAATATCACACTGCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAA
TGTATAATCCTCCCATCAGTGAAACAATTAATTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGATGTTAATAATACG----------------------------
-------------------------------------------------------------------------
-------------
GGTAATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF803580 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCATAGAAAATGGAACAATG----------------
-----------------------------------------------------------------
GAAAATGGAACAATGGTAGAG------------
GGATGTAATGAAACTATCATACTTCCATGTAGGATTAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAG
CAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAAT---



ATTACAAGAATCCTATTAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
GCTAATAATGGTACGGATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTA---GGAATAGCACCTACCAGGGCAAGGAGAGGAGTGGTG--
-------------------------------------GAGAGAGAAAAAAGAGCA---GTAGGA---
ATAGGAGCG---------ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ184177 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACTCTAATGACTCAAATAGGACTGAT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTACGCTCCTCCCATAGCAGGGAACATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAACGGAAAATAGAACA-------------------------
-------------------------------------------------------------------------
-------------
GAGAATGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAGATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCCTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250407 
TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAATAGCAGATACAATGGTACAACA----------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTACATCAAAT---
ATCACAGGATTACTATTGGTACGTGATGGAGGAATAGGGCAAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAAACCATTA---GGAATAGCACCCACTGCAGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCA---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KU501257 
TTCTACTGTAATACATCACAACTGTTTAGTAGTTCATGGACTAGGAATAGTACTACATGGAATAGTACTCGTT
TT-----------------------------------------------------------------------
----------------------------
GAGAATGATACCATCGTACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAAAGATGGTGGTAATGAGAACACAACCAGG----------------------
-------------------------------------------------------------------------
-------------
AACAACGAGACTTTTAGACCAGGAGGAGGAAATATGAAAGATAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KP170487 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAAAATGGAACCATGGAGGGG----------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGCACTATTATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAA



TGTATGCTCCTCCCGTCAATGGAAGAATTAATTGTATATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTAAGAATGCAACT----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GATAAAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX378999 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACACACATGTCTAGTGATACATTTAATGATACAGGA----
-------------------------------------------------------------------------
----------------------------
GATAATTCGACCATCGCAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGAGGACCAATTACTTGCGTATCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATAATAATGGG-------------------------
-------------------------------------------------------------------------
-------------
AGTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAACTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX379000 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTGCTTGGATAGGAAATGAGAGCATGGTGGGAGGT-------
-------------------------------------------------------------------------
----------------------------
GGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAAGAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTGACAAGGGATGGTGGAAATGATACAAAC----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCG---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAT---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KP668994 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACACACAAGCCTAATGTCACATTTAATGAAACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTACTTCGAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTCATATTAGTACGTGATGGAGGAAAAACAGCAGAGTCA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF379808 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATTTAATAGTACAGGCCTGTTTAGTACATTT-------
-------------------------------------------------------------------------
----------------------------
GATAATGGTACCATCACAATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGAGGTGGGACGAGCAA



TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGATTACTATTATTACGTGATGGAGGACAAGGAAATGATACA-------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATAAAG
TGGTAGAAATTACTCCATTG---GGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTG--------------
-------------------------ACTAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACAGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX010453 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGACATTTAATAGTACA----------------
-------------------------------------------------------------------------
-------------------------
GGAAGTAATGACACCATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
GAGAGTGAAGAAATTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MG064457 
TTCTATTGTAATACATCAGGGCTGTTTAATAGTACATACACTCCTACATACATGCCTAATGGTACAGATAAT-
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGTCATCACAATTTCATGCAGAATAAAGCAAATCATAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATATTATTGGTACGTGATGGAGGAGAATCAAATGAAACA-------------------------
-------------------------------------------------------------------------
----------
AATACTACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH051842 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAAAATGGAACTATGGAGGAGTTTAATGGC-------
-------------------------------------------------------------------------
----------------------------
ACTAATGGCACTATTATACTCCCATGCAGGATAAAACAAATTATTAACATGTGGCAGGGAGCAGGACAAGCAA
TGTATGCTCCTCCCGTCAGTGGAACAATTAATTGTATGTCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAATAATACA-------------------------
-------------------------------------------------------------------------
-------------
GTTAACGAGACCTTCAGACCGGGAGGAGGAAATATGACGGACAATGGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTA---GGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KP455640 
TTTTATTGTAATACATCAAAACTGTTTAATAGTACTTGGAAAAGTGGAAACCTAACTTGGGAACAG-------
-------------------------------------------------------------------------
----------------------------
GGTAATGGCACTATCATACTTCCATGCAGGATAAAGCAATTTGTAAACATGTGGCAGAAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGAGAAACAGAGCCAAAT----------------------------
--------------------------------------------------------------------
GATACAGAGTCAAAT---
AATACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGAGCA---GTAGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU820827 
TTCTATTGTGATACAACAAAACTGGTTAATTGTACAGGAAATTGCACAGGAAATGAG----------------
-------------------------------------------------------------------------
----------------------------
AGTGAGGACATTATCATAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGTGGAAATATTACATGTGTATCAAAT---
ATTCCAGGAATAATATTGCCAAGAGATGGTGGTAATAATCCTAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGCCCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGAATCTGTTGCAACTCACTGTCTGGGGCATT 
>KU820830 
TTCTATTGTAATACATCAGGCCTATTTAATGGTACATACAATAATACAGAA----------------------
-------------------------------------------------------------------------
----------------------------
GGTAATTCAACCATTACAATCCCATGTAGAATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGGCAAGCAA
TATATGCTCCTCCCATCAGTGGAAATATTACATGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAATAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGGGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KU820841 
TTCTATTGTAATACAACAAAACTGTTTAATTGTACAGGAAATTGCACAGGAAATGAGGCTAAT----------
-------------------------------------------------------------------------
----------------------------
GGTGAGGACATTATCACAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAA
TATATGCTCCTCCCATCAGGGGAAATATTACATGTGTATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATACTAAT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGCAGGAAGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAACT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>AB097868 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAGGGAAAATGGAACCATGGAGGGGCAT-------
-------------------------------------------------------------------------
----------------------------
AATGACACTGATATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAA



TGTATGCTCCTCCCATCAGGGGAACAATTAACTGTGTATCAAAT---
ATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAGTGCA----------------------------
-------------------------------------------------------------------------
-------------
GATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989536 
TTCTATTGCAATACATCACAACTGTTTAATAGTAGCTGGGGAGAAAATAATAACACTGGC-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTGTCAAAT---
ATTACAGGAATACTATTAATAAGAGATGGTGGTAATAATAGTACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------AATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM138656 
TTCTATTGCAATACAACAAAACTGTTTAATAGTCTTTGGGTAGGAAATGAAACCATGAATGGAACCATAGGG-
-------------------------------------------------------------------------
----------------------------
AGAAGAGACAATATCACACTTCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGGAAACAGGACAAGCAA
TGTATGCTCCTCCCATCAATGGAACAATTAATTGTTTATCAAAT---
ATTACAGGAATACTATTGACAAGAGATGGTGGTGGTGCTAATCTG----------------------------
-------------------------------------------------------------------------
----------
ACTAATAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTACAAATTGAACCACTA---GGAATAGCACCAACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGGCAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGCGG---GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KJ778895 
TTCTATTGCAATACATCAGGCCTATTTAATAGTACATACATGACGAATGGGATA-------------------
-----------------------------------------------------------------------
TTTAAGTATAATAGTGCA---------
AAAGATAGTTCGAACATCATAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTAGTACGTGATGGAGGA----------------------------------------
-----------------------------------------------------------------
AAAGCGAATGGTACAAAT---
AATACAGAGACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATAGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GATAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT321211 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACATACAATACATCAGGGCTTACATACAATGGTGCAGCA-
-------------------------------------------------------------------------
----------------------------
GATAATGATACCATCACAATCCCTTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGACGCGGGATGGAGGAGATACAAATGATACA-------------------------
-------------------------------------------------------------------------
----------
AAGAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAG--------
-------------------------GGGGAGAGACAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY200516 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACATCTAATGATACAGAA----------
-------------------------------------------------------------------------
----------------------------
AGTAATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAAT---
ATCACAGGACTACTATTAGTACATGATGGAGGAAAACAGACAAAT----------------------------
-------------------------------------------------------------------------
----------
ACTACAGAAGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GACAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK371104 
TTCTATTGCAATACATCAGGCCTGTTTAATAGGACATACATGCCTAATGGTACACTTAATAGTACAGAA----
-------------------------------------------------------------------------
----------------------------
AGTAATTCGACCATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAAC---
ATCACAGGAATATTATTAGTACGTGATGGAGGAAATAATACTGGA----------------------------
-------------------------------------------------------------------------
----------
AGTAATTCAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAGAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820822 
TTCTATTGTAATACATCAAGCTTGTTTAATAGTACATACACGCCTAATAGTACATACAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGTGGAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAGACGTAACATGTAAATCAAAT---
ATCACTGGACTACTATTAGTACGTGATGGAGGGAAAAATGTGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAATTAAGCCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTAGTG-----------------
----------------------AAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT---------
GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY262830 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACAATGACTAATGGTACAAGAAGTAATTCA----------
-------------------------------------------------------------------------
----------------------------
AGCAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA



TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCACAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGATGAGACAAGT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTATTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168268 
TTCTATTGTAATACATCAAAACTGTTTAATATGTCATATATGTCAAATAACACCATA----------------
-------------------------------------------------------------------------
----------------------------
AGCAATGAGACTATCACTCTTCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAACAATAGTGAT----------------------------
-------------------------------------------------------------------------
----------------
CCTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTAGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KU168301 
TTCTACTGTAATACATCAGGTCTGTTTAATATGTCAATTCTGAATGAGACAAACAAT----------------
-------------------------------------------------------------------------
----------------------------
AAGGAGATCAATATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGCGGGTGGGACAAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATCATATGTAAATCAAAC---
ATTACAGGACTATTACTAACAAGAGATGGTGGAAAAAATAGCACT----------------------------
-------------------------------------------------------------------------
----------
AACAGATCTGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGATAATTGGAGAAATGAACTATACAAATATA
AAGTAGTAAAAATTAAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCAGTAGTTGGA---ATGGGAGCT------
---TTTCTCCTCGGGTTCTTGGCAACG---GCAGGAGGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286853 
TTCTATTGTAATACATCAGGACTGTTTAATACATCAATACTGTCTACTAATGTCTCTAATATCACA-------
-------------------------------------------------------------------------
----------------------------
GCTAATGAAAATATCACACTCCCATGTAGGATAAAACAAATTATAAGAATGTGGCAAAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGGAGTAATAAGGAGAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACTAACAGTAGTGAAATTTTTAGACCAGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTAGTG--------
-------------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---ATGGGAGCG---
------TTTTTCCTTGGGTTCTTAGGAACG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ508596 
TTCTATTGTAATACATCAGGACTGTTTAATAATAATATATCAAAC----------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGGGACCATCACACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATTACATGTATATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGATACTAACAGCACT----------------------------
-------------------------------------------------------------------------
----------------
GGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAATGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGAAGGAGAGTAGTG-----------------
----------------------GGGAGAGAGAAAAGAGCA---ATTGGA---ATAGGAGCT---------
GTTGTCCTTGGGTTCTTAGGAACA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN486004 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACCTGGAATATTACATCAGGCCTGTTTAATAGCACCTGGA
AT-----------------------------------------------------------------------
-GACACTGAGAGGAACAAT------
AGCTCAGACGGCAATATAATTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAAC---
ATTACTGGACTACTATTAACAAGAGATGGAGGTAATGGTAGTGAT----------------------------
-------------------------------------------------------------------------
-------------
ACATCTGAGAGGTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCAATA---GGAGTAGCACCCACTGGGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTTGGT---ATGGGAGCT---------
GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN882654 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAACAGGAACAGTACTGGGAATTGGACTGCTAGTA
ACACTGAA-----------------------------------------------------------------
----------------------------
GGAAATGACACAATCACACTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAGATGTACATCAAAC---
ATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATAACAATAGCACGAACGGG------------TCC----
-------------------------------------------------------------------------
-------------
GAGTCCGAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGCGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATAATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---GTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168303 
TTCTACTGCAATACATCAGGATTGTTTAATAAAACATGGGGTAATGAGGGTAATGAAACATGGGATAATGGAA
CATGG--------------------------------------------------------------------
----------------------------
GATAATAGTACAAAAACCATCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGGCTAATTAATTGTACATCAAAT---
ATTACAGGGCTACTACTGACAAGGGATGGC---ATTGGTAACGCT----------------------------
-------------------------------------------------------------------------
-------------
ACTAACGAGACCTTTAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ276596 
TTCTATTGCAATACATCAGCATTGTTTAATTTTAGTAGTGAGACCAACAGCACATTC----------------
-------------------------------------------------------------------------
----------------------------
CCCAACACCACACTCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA



TGTATGCCCCTCCCATAGCAGGAAAGATCACATGTAGATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATCCTAACAAT----------------------------
-------------------------------------------------------------------------
----------
ACAAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATACCAGTATA
AAGTAGTAAAAATCAAATCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCCGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX389632 
TTCTATTGTAATACATCAAAACTGTTTAGTAATGATACA----------------------------------
-------------------------------------------------------------------------
----------------------------
GACAATACCAATATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGAACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTACATGTAGATCAGAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTGGTGAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGG
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAAGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGGGCA---GCTGGA---CTAGGAGCT---------
GTTTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGGCAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTACTGCAACTCACAGTCTGGGGCATT 
>KX389627 
TTCTATTGTGATACATCAGGATTGTTTAATACAACATTGCTTACTACTAACAGT-------------------
-------------------------------------------------------------------------
-------------------------
ACAGATAATGAAACTATCACACTCTCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAG
CAATGTATGCCCCTCCCATTAGAGGAAACATTACATGTATATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGACAAACTAATAGC----------------------------
-------------------------------------------------------------------------
-------------
TCAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAGGGCGAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGGGCA---GTTGGC---CTGGGAGCG---------
TTACTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KX389623 
TTCTATTGTAATACATCAGGACTGTTTAATGCATCAGAACTGTTTACTAATAGAACAGAAGGGGCTAAT----
-------------------------------------------------------------------------
----------------------------
AATAATGACACTATCACACTCCCATGTAAAATAAAACAAATTGTAGGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAATATTACATGTAGATCAAAC---
ATTACAGGGATATTACTAACAAGAGATGGTGGGAAGAATAATACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAATAG
TAAAAATTAAACCAATA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAGAAAAGGGCA---GTTGGA---CTGGGAGCT---------
GCCTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>U88825 
TTCTATTGTAATACATCAGGATTGTTTAATGAATCAGGAGGG-------------------------------
-------------------------------------------------------------------------
----------------------------
AATGATACCACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAA



TGTATGCCCCTCCCATCGCAGGAGATATTACATGTAGATCAAAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGGGTTAATAATACT----------------------------
-------------------------------------------------------------------------
-------------
GGAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGGGCA---GTTGGA---CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGGGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>AJ293865 
TTCTATTGTAATACAACAGATCTGTTTAATATTGATACATCAAAT----------------------------
-------------------------------------------------------------------------
----------------------------
AATAATACTAATATCACACTCTCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAAAATTACATGTAAATCAAAC---
ATTACAGGACTGCTATTAACAAGAGATGGGGCTAATAATAGTACC----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG-----------------
----------------------GGGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---------
TTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAC---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTTTGGGGCATT 
>KR425429 
TTCTATTGCAATACATCAGGTCTGTTTAATAACAGTATGAGGAATGACAGT----------------------
-------------------------------------------------------------------------
----------------------------
ACCAACGGTACTATAACTCTCCCATGCAAAATAAGACAAATTGTACGTATGTGGCAGAGTGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTATATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGACTAATAGTACA----------------------------
-------------------------------------------------------------------------
----------
AATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCACGGAGAAGAGTAGTG-----------
----------------------------GGGAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT------
---GTTCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCACCAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU481608 
TTCTATTGTAATACATCACAACTGTTTAATAACTCATCAATA-------------------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGGGACTATCACACTCCCATGTAAAATAAGACAAATTGTAAGAATGTGGCAAAGAGTAGCACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGTCTAAGGAAAGGAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACTGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGAAGAGAGAAAAGAACA---GTTGGA---CTGGGAGCT---------
GTTCTCCTTGGTTTCTTAGGAACG---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AP005207 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGAATGGTACAAGAGGTAAT-------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGGAACGTGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTCAGACCTGGAGGAGGAGGTATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371168 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCTCATGGTTTATTAACACAAAGTTGAATGGAACATGGGAGA
AT-----------------------------------------------------------------------
----------------------------
AGTAATGATACAATAATGATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATTAAATGTTCATCAAAT---
ATTACAGGGCTACTACTGACAGTAGATACAGTAGATGGTAACAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGCTACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTA--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KM606631 
TTCTATTGTAATACATCAGAACTGTTTAATAGCAACTCATTA-------------------------------
-------------------------------------------------------------------------
-------------------------
AAAGATAAGGAGACTATCACTCTCCCATGTAGAATAAGACAGATTGTAAGAATGTGGCAAAAAGTAGCCCAAG
CAATGTATGCCCCTCCCATTGAAGGAAACATTACATGCAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGAGGGTCTAATGGAACT----------------------------
-------------------------------------------------------------------------
----------
AATGGAACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG-----------
----------------------------GGAAGAGAGAAAAGAGCA---ATTGGA---CTGGGAGCT------
---GTTTTCCTTGGTTTCTTAGGAACG---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KM606637 
TTCTATTGTAATACATCAGAACTGTTTAAGAACTCATCACAACTGGGTAATAGCTCATCAATA----------
-------------------------------------------------------------------------
----------------------------
AATAATGAGACTATCATACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTATATGTACATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGTCTAACCCAGATAATGAA-------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG--------------
-------------------------GGAAGAGAGAAAAGAGCA---GTTGGA---CTGGGAGCT---------
GTTTTCCTTGGTTTCTTAGGAACG---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCGGACAA---CTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM606635 
TTCTATTGTAATACATCAGCACTGTTTAATAGCTCAATAAGTAATGGGACT----------------------
-------------------------------------------------------------------------
----------------------------
ATCAATGGGACTATCATACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAA



TGTATGCCCCGCCCATTGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGGGCTAATGGAACTACT----------------------------
-------------------------------------------------------------------------
-------------------
GAGATTGTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTAAACCACTA---GGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTG--------------------
-------------------GGAAGAGAGAAAAGAGCA---GTTGGA---CTAGGAGCT---------
GTTTTCCTTGGTTTCTTAGGAACG---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JF683774 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGAATGGCACTACCATGCAGGACTCAACTAATA
CA-----------------------------------------------------------------------
-------------------------
GATGCAGGCGAAAATATACCTCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGACCAGGACAAG
CAATGTATGCCCCTCCCATCAAAGGAATAATAAAGTGTATCTCAACC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGAAATAACACA----------------------------
-------------------------------------------------------------------------
-------------
AGCCATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
GTGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCAGCTGTTGCAGCTCACAGTCTGGGGCATT 
>JF683800 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATGCCACTACCATGCAGGGATTAAATAGT----
-------------------------------------------------------------------------
----------------------------
ACAGGCGAAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAA
TGTATGCCCCTCCCATCCAAGGAGTAATAAAGTGTATATCAAGA---
ATTACAGGACTAATATTAACAAGAGATGGTGGAAGTAACGGACAC----------------------------
-------------------------------------------------------------------------
----------
AATGGAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCG---
ATGATGCTGACGGTACAG---GCCAGACAA---TTATTG---TCCGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KC113007 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAATGGAACTTGGTCTGGTACT-------
-------------------------------------------------------------------------
----------------------------
AATGAGTCAAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACTAATCAGATGTAGATCAAAT---
ATTACGGGGCTGATGTTAACAAGAGATGGTGGTGGGAACGACACA----------------------------
-------------------------------------------------------------------------
-------------
GGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACTAAGGCAAGAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC911635 
TTCTATTGTAATACATCAAGCCTGTTTAATGGTACATACATGAATGTTACAACAAATAAT-------------
-------------------------------------------------------------------------
----------------------------
ACAGATTCACACATCACTCTCCAATGCAGACTAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA



TGTATGCCCCTCCCATTGCAGGAAACATAATGTGTAAATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAATGATACAGAG----------------------------
-------------------------------------------------------------------------
-------------
AAGATAGAGATATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTCCATCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGAAAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT175211 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGATACAAGAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGTGCAAACATCACACTCCCATGCAGACTAAGACAATTTATAAACCTATGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACGTGTAGCTCAAAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAATAAATGTGACA----------------------------
-------------------------------------------------------------------------
----------
GATACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTGGAAATTAAACCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>KY580534 
TTTTATTGCAATACATCAGGATTATTTAATGGCATATACAATCCAGCCCACGAGGTATCAAACAATACACAAG
AA-----------------------------------------------------------------------
----------------------------
TCAAATGATACAATAATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGACTGGGAGAGCGA
TGTATGCCCCTCCCATTAGAGGAAAGATAGCGTGTACATCAAAT---
ATCACAGGAATACTACTGACACGGGATGGAGGAAATGGAGCAAATATAGAT----------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGAAATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GCAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MF373194 
TTCTATTGCAATACATCAAACCTGTTTAATGGGACATATCCTACATCTAATATTACAATAGGA----------
-------------------------------------------------------------------------
----------------------------
GATAATGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACAAGGGATGGAGGAAATAATAATAATAATAATAGC-------------------
-------------------------------------------------------------------------
-------
ACTAATGGCAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATA 
>MF373195 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGTAATGACATGACCTTGAGTAGCACTGACCAGTCAA
TATAT--------------------------------------------------------------------
----------------------------------------
AACTCCGTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGACGAGCAATGTACGCCCCTC



CCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTACTAACACGAGATGGAGGACATGGAAATACAAGT-------------------------
-------------------------------------------------------------------------
----------
AACACGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTAACC---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907369 
TTCTATTGCAATACATCAGGCCTGTTTAATGCAGAAGAAGCAAACATCACAGAC-------------------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATATATGCCCCTC
CCATTGCTGGAAACATAACATGCACATCGGAT---
ATCACAGGACTACTGTTGACACGTGATGGAGGTAGTGATGGAAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACGAAGGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX907427 
TTCTATTGTAACACATCACAACTGTTTAATGAAACTTGGAATAGCACTGAAATAATGCAGGAGTCAAATAGCA
CAGGG--------------------------------------------------------------------
----------------------------
TCAAATGAAACTATAACTCTCCTCTGCAGAATAAAACAAATTGTAAACATGTGGCAAAGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATACAATGTAAATCAAAT---
ATCACAGGACTATTACTGACACATGATGGA---AAGGGTAATAAT----------------------------
-------------------------------------------------------------------------
----------
ACTAGTGAGATAATATTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAGTAGCACCCACTGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGATCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907360 
TTCTATTGCAATACATCAATACTGTTTAATGGGACATACAATAGTACATACAATAGTACATACAACAGTGCA-
-------------------------------------------------------------------------
----------------------------
GACAACACAACACTAACAATCCCATGCAGAATAAGACAATTTGTAAGAATGTGGCAGAGGGTAGGACAAGCCA
TGTATGCCCCTCCAATTAAAGGAAACATAACATGTGTATCAAAC---
ATAACAGGAATACTATTGACACGAGATGGAGGGGAAAATATTACACGAGAGGGA-------------------
-------------------------------------------------------------------------
----
GGAAACAATGCTACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATCAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATGGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAGCAAAAC---AATTTG---CTGAAA---
GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615973 
TTCTATTGTAATACATCAGGCCTGTTTAGCAGTAATAACACCAATGCGTCAGATAGCACAGAG----------
-------------------------------------------------------------------------
----------------------------



TCAAATGGCACTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TATATGCCCCTCCCATCCCAGGAGTAATACAGTGTGTATCAAAC---
ATTACAGGACTACTGTTAACACGAGATGGTGGGAATATTACAAGTAAT-------------------------
-------------------------------------------------------------------------
-------
GAAACAGGTAATGAAATCTTTAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAACTTGAACCACTA---GGAGTAGCACCTAGCAGGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTA------CTAGGAGCT---
------GTCTTCATTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCAGATGTTGCGACTCACGGTCTGGGGCATT 
>AF361878 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACATACAGGCCTAATGCTACAGCAAAC-------------
-------------------------------------------------------------------------
----------------------------
AATTCAAGCACAATCACACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCGGGAAACATAACATGTACATCAAAC---
ATCACAGGACTACTATTGGTACGAGATGGAGGAGAAATTAATAGCACA-------------------------
-------------------------------------------------------------------------
----------
GAAGAAGAAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAAAGCAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022397 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGACTTTAATAGCACTTGGGGCTTGAACAATGACA
CCATGCAG-----------------------------------------------------------------
-------------------------
GAACCAAATGACACTATAATACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGAATAGCAACGGT----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAACTCGAACCACTA---GGCCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAT---GCCAGACAG---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGATG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022398 
TTCTATTGTAATACATCAGACCTATTTAATAGCAATTGGACCAGGTACGCTAATGGCACTTGGAACAATAGCA
CTGAGCAG-----------------------------------------------------------------
----------------------------
CAGGCAGAAAATATAACTCTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAAATCAAAT---
ATCACAGGAATACTCCTGACACGTGATGGAGGAAATAATGGGGAA----------------------------
-------------------------------------------------------------------------
----------
AATGGCACAGAAATATTCAGGCCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCAATAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCT---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTAAAG---GCTATAGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KT022415 
TTCTATTGCAATACATCAGGCTTGTTTAATGATACTGCTAACGATACAGATAACGAT----------------
-------------------------------------------------------------------------
----------------------------



ACAGATCCAACCATCATACTCCCGTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAAGTTAACATGTAACTCAAAT---
ATCACAGGACTGTTACTGACACGTGATGGAGGGGTGACAGATAACAAT-------------------------
-------------------------------------------------------------------------
----------
AGCACAGAGGAAGTATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCAACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGATCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ208443 
TTCTATTGCAATACATCAAAGCTGTTTACATACAGACTTAACGATACAACAAGTGCTAACAGTACAACAAGTG
CT-----------------------------------------------------------------------
----------------------------
AATGAAACAACCATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAAAATAACCTGTAACTCAACT---
ATCACAGGACTGCTATTGACACGTGATGGGGGACTAGAAATAAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACAGAAACATTCAGGCCTGTAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAACCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGGAGGGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907404 
TTCTATTGCAATACATCCAAGCTGTTTGGGAATATAACAGAG-------------------------------
-------------------------------------------------------------------------
----------------------------
ACTAATGAAACAATCACAATTCCCTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGGAGAATAACATGTAATTCAAGC---
ATTACAGGACTATTACTGACACGTGATGGAGGAATAGAGGCAAAT----------------------------
-------------------------------------------------------------------------
----
GGGACAAATAACACAGAAACATTCAGGCCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAACCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---
TCGGGTATAGTGCAACAGCAAGAC---AATCTG---CTGAGA---
GCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907402 
TTCTACTGCAATACATCAAAACTGTTTAATACTACATACAATACTACATCAGGACAGTTTAATACTATATAT-
-------------------------------------------------------------------------
----------------------------
AATACTACTACTATTGAACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAA
TGTATGCCCCTCCCATTGCAGGACTAATCAACTGCGCATCAAAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAATGGTAGGGAA----------------------------
-------------------------------------------------------------------------
-------------
CAGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAGTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAAACAAAAAAGAGCA---ATAGGG---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAT---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KU168311 
TTCTACTGCGATACATTAAGACTGTTTAATAGCACATGGGATAATAATACATGGGATAATAATAGTAATGAA-
-------------------------------------------------------------------------



----------------------------
ACAGGGAAGAATATAATCATCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAGGGCAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATTACGTGTACATCAAAT---
ATTACAGGGTTAATATTGACAAGAGATGGGGGTAAGAATGTTTCT----------------------------
-------------------------------------------------------------------------
----------
AATGGGACCGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGGGCA---ATAGGA---CTGGGAGCT------
---CTGTTCCTTGGTTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>DQ912823 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAATAGGAATAGTACATGGGAGAATAATACATCAG
ATAGT--------------------------------------------------------------------
-------------------ACA---
GGGGGAGATGGGACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGATTCATCAACTGTTCATCAAAT---
ATTACAGGGTTATTGTTGATAAGGGATGGTGGTAATACAAATAATGGAAAT----------------------
-------------------------------------------------------------------------
-------
AATAGCCAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAACTTGAACCACTA---GGCCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---
------TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACAATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KT022404 
TTCTATTGTAATACATCAGGCCTGTTTAACACAACCCTGCTTGAAGCAAATAGC-------------------
-------------------------------------------------------------------------
----------------------------
ACAGAAGATAACATTACTCTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAA
TGTATGCCCCTCCCATCAAAGGAGTAATAAATTGTAAATCAAAT---
ATTACAGGACTATTATTGACAAGAGATGGTGGGAGTAGTAACAATACTGCT----------------------
-------------------------------------------------------------------------
----------
AATAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCAATA---GGGCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---GTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT022405 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACATGGAATACTAATGGAACAGAGACTAATAATACAGAG-
-------------------------------------------------------------------------
----------------------------
TCGAAGGACATCACCACACTCATATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCCAGGGAGTAATAAGGTGTGAATCACAT---
ATTACAGGACTATTGTTGACAAGAGATGGTGGTAGTGAAGATAATAGT-------------------------
-------------------------------------------------------------------------
----------
AGTGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAGTATA
AAGTAGTAAGAGTTGAACCAATA---GGTCTAGCGCCCACCAGGGCAAGGAGAAGAGCGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT022416 
TTCTACTGCAATACATCACAATTGTTTAATAGCACATGGAATAATGGAACACGGAATGAGACAGAGACA----
-------------------------------------------------------------------------



----------------------------
GGGTCAGATATTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCGGGAAGAATCCAATGCTCATCAAAT---
ATTACAGGGCTATTATTGACAAGAGATGGTGGTGCAAATAAAACT----------------------------
-------------------------------------------------------------------------
----------
GATAATAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGATAAAAATTAACCCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAACGTCA---
TTGACGCTGACGGTACAG---GCCAGACAG---TTGTTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCCATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KT022417 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAACACAACAGAAAGGGCTAATAGTACA-------
-------------------------------------------------------------------------
----------------------------
GGGGAAGGAACAATCAGACTCCAATGCAGAATAAAACAAGTTATAAATATGTGGCAAAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGATTCATTAATTGTTCATCAAAT---
ATTACGGGGCTACTATTAACTAGAGATGGTGGTGTAAATATGTCT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATACAAGGTAG
TAAAAATTGAACCACTG---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGT---CTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---CTAATG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716468 
TTCTATTGTAATACATCAAAACTGTTTAAGAGTACTTGGGAAAATAAGAATGGTACTTGGAACAACACGCAGG
AGTCA--------------------------------------------------------------------
-------------AATAGC------
ACAGACATAACTATCATAACTCTCCCATGCAAAGTAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGAATAATCCAATGCTCATCATAC---
ATTACAGGACTATTATTAACAAGAGATAAAGAGGGTACGAATTTT----------------------------
-------------------------------------------------------------------------
-------------
ACTAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAAAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACAA---GTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921748 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGTATGGGAATAACACTGACAGCACACAGGAATCAA
AT-----------------------------------------------------------------------
----------------------------
AGCACAGAGGTTATAATACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAAGAGTTATAAATTGTACATCAAAC---
ATTACAGAACTAATATTAACAAGAGATGGTGGGAATAATAGCAGC----------------------------
-------------------------------------------------------------------------
-------------
ACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGACTTGAGCCATTA---GGTCTAGCACCCTCCAGGGCAAAGAGAAGAGAGGTG--------------
-------------------------AGAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866126 
TTCTATTGTAACACATTAGGCCTGTTTAATAGCGATTGGCCTAGCACTGGGAATAACAGTCTGCTGGAGTCAA
GT-----------------------------------------------------------------------



-------------------------
AGCACAGAGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACAGG
CAATATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAAC---
ATTACAGGACTAATATTAACAAGAGATGGTGGGGGTAATAACAAT----------------------------
-------------------------------------------------------------------------
-------------
AGAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCAATA---GGTATAGCACCAACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ698035 
TTCTATTGTAACACATCAATCCTGTTTAATAGTATTTGGGACGACAATAGCACTTGGGCAAATAGCACAGAG-
-------------------------------------------------------------------------
----------------------------
TCAAACGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACTAATCAAATGTTCATCAAAT---
ATTACAGGACTGTTGTTGACACGAGATGGTGGAGCACATAATAAT----------------------------
-------------------------------------------------------------------------
----------
AGTTGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATAGAACCACTA---GGTCTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---ATAGGC---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716481 
TTCTACTGCAATACATCAGGACTGTTTAATAATAATAATAATACATTGATAAATAATACATCG----------
-------------------------------------------------------------------------
----------------------------
TTAAATGATACTATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGAAGGAATAATCAAATGCACATCAAAT---
ATTACAGGATTATTGTTAACAAGAGATGGTGGTGAAGACAATGGG----------------------------
-------------------------------------------------------------------------
-------------
GCCAATGAGACCATCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATCGAACCACTA---GGTCTAGCACCCACCAGGGCAAGGAGGAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575459 
TTCTACTGCAATACAACAATACTGTTTAATAGTACATGGACACCAAATGATACAAGGTCCAATAGTAGTACAG
AG-----------------------------------------------------------------------
-------------------------
TCAGATAATAGCACAATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAG
CGATGTATGCCCCTCCCATCGAAGGACTAATCAATTGTACATCATTT---
ATTACAGGGATACTACTGACAAGAGATGGTGGTGCAAATGCTAGT----------------------------
-------------------------------------------------------------------------
-------------
AGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCACTA---GGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGACAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473845 
TTCTACTGCGATACATCAGGACTATTTAATAGTACATGGAGTAATAGCACATGGGATAATAATAGTACAAAA-
-------------------------------------------------------------------------



----------------------------
GGAAATGATACAATAACCATCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCTCCTCCCATTGAAGGACAAATTAAATGTGTCTCAAAT---
ATTACAGGGCTAATATTGACAAGAGATGGTGGTAATAATAATACA----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCACTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---ACTAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU168306 
TTCTATTGTAATACATCAAATTTGTTTAATACATCAGATTTGCTTTCTAATGATAGCATCAATAGT-------
-------------------------------------------------------------------------
----------------------------
GATAATGACACTATCATACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGAAACATTACATGTAATTCAGAA---
ATTACAGGGCTACTTTTAACAAGAGATGGTAGTACTGAAAATGAG----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACTATCAGACCTACAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTCCTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCGACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU513190 
TTCTATTGTAATACATCAGAACTGTTTAATACATCAAAACTGTTTAATGAGACTGTTAAAGGGAATAAT----
-------------------------------------------------------------------------
----------------------------
AGTGTAGGCAATATCACAATCCCATGTAGAATAAGACAAATTGTGAGAATGTGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCCATCGCAGGACCTATTACATGTGTATCAAAC---
ATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATACCAGT----------------------------
-------------------------------------------------------------------------
-------------
CCTAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATAAAACCATTA---GGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTG--------------
-------------------------GGGAGAGAAAAAAGAGCA---GTTGGA---ATAGGAGCT---------
GTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ862780 
TTCTATTGTAATACATCACAACTGTTTAATAATAGTCTGTTTAATGATAGTCTG-------------------
-------------------------------------------------------------------------
----------------------------
TCTAATGAGACCATCAGGCTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAGCATTACATGTGTATCAAAC---
ATTACAGGACTATTATTAACAAGAGATGGTGGACAGAATAATAATACTACT----------------------
-------------------------------------------------------------------------
-------
GAGAATACTACTGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAATAAAAATTAAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GACAGAGAAAAAAGAGCA---GTTGGA---CTGGGAGCT---
------GTTTTCCTTGGGTTCTTAGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAGCAGCAACTGTTGCAACTCACAGTCTGGGGCATT 
>AF076474 
TTCTACTGCAATACAACAAAACTGTTTAATGATACTGAGAATAAGAACAATGATGCT----------------
-------------------------------------------------------------------------



----------------------------
GAAAACAAGACTATCACACTCCCATGTAGAATAAGACAGATTGTAAACATGTGGCAGAGAGTGGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATTACCTGCAGATCAAAT---
ATTACAGGAATAATATTGACAAGAGATGGTGGTAGTAATAATGAA----------------------------
-------------------------------------------------------------------------
----------
AGTACTAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCAATAGTTGGA---GTGGGAGCT------
---GTCTTCCTTGGGTTCTTAGGAGTA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KP718933 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGACAACAAATACCACTGGGACAAACACCACTGCAA
AT-----------------------------------------------------------------------
----------------------------
GACACAGAGTATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACGAGCAA
TGTATGCCCCTCCCATCCAAGGAAGCATTGCATGTGCATCAAAT---
ATTACAGGACTAATATTGACATTTGACAATGGGAACATGTCTGAA----------------------------
-------------------------------------------------------------------------
-------------
CAGAATTTTACCTTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTG---GGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCT---GTGGGA---ATGGGAGCG---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MN486016 
TTCTACTGTAATACAACACAACTGTTTAATGGGAGTAAGGCTATAGAT-------------------------
-------------------------------------------------------------------------
----------------------------
TTAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGAGTGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAATAGTACT----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH746256 
TTCTACTGCAATACATCAGGACTGTTTAACAGTACATGGAGCAATACATCAGATAGTACAGAGACA-------
-------------------------------------------------------------------------
----------------------------
AATGAGACAATAGTCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAAGCATCAGCTGTTCATCAAAT---
ATTACAGGACTATTGGTGACAAGGGATGGTGGTAATAATGAGACC----------------------------
-------------------------------------------------------------------------
----------
CTCAGTAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAGAATTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCA---GTAGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGTGTCA---
ATGACACTGACGGTACAG---GCCAGGCAG---TTGTTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY371166 
TTCTATTGTAATACATCAGGACTGTTTAATGGCACCTGGAGTAATGCGACTGACACCCAGTGGATAAATGGCA
CA-----------------------------------------------------------------------



-------------------------
GAGGAAGACAATACCATTACAATACAATGCAGAATAAAGCAAATTGTACGCATGTGGCAGAGAGTAGGACAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATTACATGTAGATCAAAC---
ATTACAGGACTAATATTGGTAAGGGATGGTGGGAATAGTAGTACAAAT-------------------------
-------------------------------------------------------------------------
----------
GAGACCATCGAGACCATCAGACCTGAAGGAGGAAATATGAAAAACAATTGGAGAAGTGAATTATACAGGTATA
AAGTAGTAAAAATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGGA---GTTGGA---ATAGGAGCT------
---GTTCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCG---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705159 
TTTTATTGTAATACATCAGGACTGTTCAATAGCAGTTGGAATAGCACTGGGGACACAATCAATAGCAGTTGGA
GTAGC--------------------------------------------------------------------
-------------ACTGGG------
GACACAAATGACACAATCATTCTCCCATGTAGAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAG
CAATATATGCCCCTCCCATCGCAGGAAACATCACATGCAACTCAAGT---
ATTACAGGATTACTATTGACACGTGATGGGGGGGACAGCACGAAC----------------------------
-------------------------------------------------------------------------
----------
AGCACTAACGAGACCTTCAGGCCCACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTGAAGATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAAAGT---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>GQ365652 
TTCTATTGCAATACATCAGGACTGTTTACAGAAAACATTACTACAAAA-------------------------
-------------------------------------------------------------------------
----------------------------
GCAAACCAAAGCATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCAATTCCGGGACAAATAACATGTATATCAAAT---
ATCACAGGATTACTACTGACACGGGATGGAGGCACAAATAACACG----------------------------
-------------------------------------------------------------------------
----------
AATAGCCCAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TTTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ365650 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTACAAATGACACTGCAGGAAATGGA-
-------------------------------------------------------------------------
----------------------------
AATGACACAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGAGTAATAAAATGTAGATCAAAT---
ATCACAGGAGTATTACTGACACGGGATGGAGGCAATAACAATGAC----------------------------
-------------------------------------------------------------------------
----------------
ACAGAGACATTCAGGCCTTCAGGCGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCCAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692478 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAAGAGTCCTACAGAGT
CAAACAAT-----------------------------------------------------------------



-------------------ACT---
GAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAGATCAAAT---
ATTACAGGGATACTACTGATACGGGATGGAGGCACGAATAACGGCACG-------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGACATTCAGGCCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC596068 
TTCTATTGCAACACATCAAAGCTGTTTAATAGTACTTGGAATAGTAGCACTTGGAATAGTACTGACAATGAA-
-------------------------------------------------------------------------
----------------------------
GGCAATTCCACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACATATTATCTGTTTATCAAAT---
ATTACAGGGTTGCTATTAGCAAGAGATGGTGGAAATGAAACAAGA----------------------------
-------------------------------------------------------------------------
-------------
AACAACGAAACCTTCAGACCTATAGGAGGAGATATGAAGGACAACTGGAGGAGTGAATTATATAGATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAA---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849795 
CTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTTTGGGAATGGGAGTATG----------------
-----------------------------------------------------------------------
GGGCCAGATAATGAGACT---------
AAAGAAAATGACACTATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTAATAACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-
AACAACACCACCGATAAGGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACAAAGGCAAAGAGAAGAGTGGTG--
-------------------------------------CAGAGAGAAAAAAGAGCA---
GTGGGAACGATAGGAGCT---------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAT---AATCTG---CTGAAG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427778 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACATACAATAGTGCATACAATAGTACTGGAACA-------
-------------------------------------------------------------------------
----------------------------
GAAAATGATACCATCACGATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAATGATAACATGTAGATCAAAT---
ATCACAGGAATACTACTGACACGTGATGGAGGAAAT-------------------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTA---GGATTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427760 



TTCTACTGTAACACAACAAGGCTGTTTAATGGTACTGAGTTTAATAGCACTAACTGGCATAATGACACTACAA
CA-----------------------------------------------------------------------
----------------------------
TCAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCAGCGGAAACATTAGTTGTTCATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGCAATGAGAACGAAAACAGGTCC-------------------
-------------------------------------------------------------------------
-------
AAGAATGGCTCCGAGATATTCAGACCTGTAGGGGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAGTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGCTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG571985 
TTCTACTGTAATACAACACCACTGTTTAACAGTACTTGGGTTTGGAATGAGACTATGGAGACTTGGCTTTGGA
ATGAGACTACA--------------------------------------------------------------
----GAAAATGGGACT---------
GCAGAAAATGACACTATCACACTTCCATGTAGAATAAAACAATTTATAAACATGTGGCAAGAAGTAGGAAAAG
CAATGTATGCTCCTCCCATCAGTGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTACTATTGACAAGAGATGGTGGTATCAACACCACCAAT-------------------------
-------------------------------------------------------------------------
----------
AATGATACGGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCCACAAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM100716 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTACTTGGAATGTTACTACAGGGTCAA
ATGAC--------------------------------------------------------------------
-------------------ACT---
GAAGGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAAAGGAATAATAACATGTAGATCAAAT---
ATCACAGGATTACTACTGACACGGGATGGAGGCACGAATAACACAGAG-------------------------
-------------------------------------------------------------------------
-------
ACGAATAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGCATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AP005206 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACATGCCTAATGGTACAGAAGGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGACCAGAGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GTTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898976 



TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACAATGGTACAGAAGGTAAT----
-------------------------------------------------------------------------
----------------------------
TCAAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGCAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAACGTGACAAATAAT-------------------------
-------------------------------------------------------------------------
----------
ACAGATACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCAGTATTAGGAGGAATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898977 
TTCTATTGTAATACATCACAACTGTTTAATAGTACATACCTGTCTAATGGTACAAGAAATGGTACAAGAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCGAACCCATCACAATCCAATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAC---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAAATACAACAGAGTTA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCCTTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899006 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAGTAACATCACACTTAATGGTACAGACATTAATG
GT-----------------------------------------------------------------------
----------------------------
ACAGACAAGGAGATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAATT---
ATCACAGGACTATTATTGGTCCGTGATGGAGGAGTGACAAATGGGACA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898978 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAACAGCACACTTAATGGTACACACGAGGGT----
-------------------------------------------------------------------------
----------------------------
AACAGTACCATCATCAGACTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTGGGTCAAAC---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAATGAGACAGAA----------------------------
-------------------------------------------------------------------------
-------------------
GAGATATTCAGACCTGGAGGAGGGGATATGGGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTG---GGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTG--------------------
-------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363841 



TTCTATTGTGATACATCAGGCCTGTTTAATGGTACGTACAATGGTACAGACATG-------------------
-------------------------------------------------------------------------
----------------------------
CTTAATGGTACCATCACAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGAACGTGATGGGGGTCTGTTAGAGAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTACTGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363838 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGGGTAATGGTACATACATGGGTAATGGTACAT
ACATG--------------------------------------------------------------------
-------------------------
AATACAAACTCAACCATCACGATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAATCAAAC---
ATCACAGGACTACTCTTGGTACGTGATGGAGGAAAACCAGAGAATAATACA----------------------
-------------------------------------------------------------------------
-------
GAGAATAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ700003 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATACATGTCTAATGGTACACAAGGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATGATACA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGTATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KF835521 
TTCTACTGTAATACATCAAAGTTGTTTAATAATACTTGGAATGCTACTACAGGAAATCTCACTTGGATTAATG
AT-----------------------------------------------------------------------
----------------------------
ACTACAGAACCTATCACGCTCCAGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCAGGACAAATTAGGTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAGTAATGTGACC----------------------------
-------------------------------------------------------------------------
-------
GACAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF835525 



TTCTATTGTGATACATCAGGCCTGTTTAATAGTACATACCTGCCTAATGGTACATGCATAAAAGGTACA----
-------------------------------------------------------------------------
----------------------------
TGCAGTTTTAACAGCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATAATAACATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGAATACAAAATAAGACAGGGAAT------------GAC----
-------------------------------------------------------------------------
----
ACAGAGAATGACACAGAGATATTCAGACCGCAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATCAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KF835526 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGAATGGTACATACATGTCTAATGATACAAAAA
GTAAT--------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGGTACGGGATGGAGGAAACATAAACAGT----------------------------
-------------------------------------------------------------------------
----------
AGTGATACAGAGATATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTG---GGAATAGCACCCACGGAGTCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KF835540 
TTCTATTGTAATACATCGCGCCTGTTTGATGGTACATACATGAAT----------------------------
-------------------------------------------------------------------------
----------------------------
GATACAAACACAACCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAATAAGACAAATACA-------------------------
-------------------------------------------------------------------------
----
CCAGAGAATACAACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGA---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835544 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATATATGTCCAGTGGTACATACATATTTAATGGTACAG
ACATGGTTAAT--------------------------------------------------------------
-------GATACACAAGAT------
AATTCAAGTTCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAATT---
ATCACAGGACTACTATTGGAACGTGATGGAGGAAACCCAGAACCAAATGATACA------GAGTCAAGA---
AAT----------------------------------------------------------------------
--------------
AGTACAGAAATATTTAGACCTGCAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC899007 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATTCTGGTTTAATGGTACAGAT----------------
-------------------------------------------------------------------------
----------------------------
AATTCAAGCACCACCACCATCCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAAT---
ATCACAGGAATACTATTGGTACGTGATGGAGGAAATAATACAGAG----------------------------
-------------------------------------------------------------------------
----------
AAAAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU363834 
TTCTATTGTAATACATCACGCCTGTTTAATGGTACATACAATGATACTACAACA-------------------
-------------------------------------------------------------------------
----------------------------
GACAATGGTACAATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGTAGACACAAATAGA-------------------------
-------------------------------------------------------------------------
----------
ACAAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAA--------
-------------------------GGAGAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HM215401 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACAACATGACTAATGGTACATCA-------------
-------------------------------------------------------------------------
----------------------------
GATAATTCAACCATCATAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTACTGGTACGTGATGGAGGAAATGAGGACAAA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAAAGAAAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215404 
TTCTATTGTAATACAACAGACCTGTTTAATAGTATCTGGGGTAATGGTACAGAAAGTAAT-------------
-------------------------------------------------------------------------
----------------------------
CCAAACAACAACAACACCATCCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGCAACAGATGAAGCAAAA-------------------------
-------------------------------------------------------------------------
-------
CAGGGTAATAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCC---



ATAACGCTGACGGTACAA---GCTAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215414 
TTCTATTGTAATACAACAGACCTGTTTAATAGTACATACTGGTCTAATGGTACATACATAACACAAAGTAATT
CC-----------------------------------------------------------------------
----------------------------
TCAAGCATCAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TATATGCCCCTCCCATTGCAGGACAAATAACATGTATATCAAAT---
ATCACAGGACTACTATTGTTACGAGATGGAGGAAAGGAAGCAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215425 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATGGCTTAATGGTACATACATGTCTAATGGTACTAATG
ATACAATT-----------------------------------------------------------------
-------------------AGT---
AATTCAAGCTTAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAACAAATGAGACA----------------------------
-------------------------------------------------------------------------
----------------
AAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCAATA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACCATG---GGCGCAGCGGCA---
ACGACGCTGACGGTACAG---GCCAGACAA---TTGCTA---TCTGGTATAGTGCAACAGCAAAGA---
AGTTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU362013 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACAACAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGTCATTACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGACGAGCCA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGGGATGGAGGACCAACAAATGAG----------------------------
-------------------------------------------------------------------------
-------------
AGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTAAGCCATTG---GGAATAGCACCTACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC898984 
TTCTATTGTAATACAACACGCCTGTTTAATGGTGCATACAAC-------------------------------
-------------------------------------------------------------------------
-------------------------
AACACAGACTTAAACATTACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAC---
ATCACAGGGCTACTGTTGGTACGGGATGGAGGAAATAATAGGACA----------------------------
-------------------------------------------------------------------------
----------------
AATGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAGGCCATTG---GGACTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTAGGA---ATGGGAGCT---------
GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---



ATAACGCTGACGGTACAG---GCCAGGAAA---TTGTTG---ACTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898986 
TTCTATTGTAATACTTCAGGCCTGTTTAATGGTACATATAATAGTACATATAATGGTACATACACAAACAATA
ATTCA--------------------------------------------------------------------
----------------------------
ACAAGCGAGAATATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCCCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAGAGGATAATGCT----------------------------
-------------------------------------------------------------------------
-------------
ATTACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
GTGATCTTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC898987 
TTCTATTGTAATACATCAGACCTGTTTAATAGTACATACAATGGTACAAAAAGTAATTCAAGCTCAGGTAAT-
-------------------------------------------------------------------------
----------------------------
GAAAACGCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAATATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACGCGTGATGGAGGACAGACAACGGGGAAAAATGAG------
ACAAAAAATAAGACAGAT-------------------------------------------------------
--------------------------
GATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTGCA---GCCGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC898989 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACATGGCTAATGGTACACAAAGTAATGTAAGTAAT-
-------------------------------------------------------------------------
----------------------------
GTAGGCTCAAACATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGAGGAAATGTTACTAACACAAATGAT-------------------
-------------------------------------------------------------------------
-
ACAGAGGCAAATAAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTCCAGCAAAAAGGAGAGTAGTG--
-------------------------------------GAGAGACAAAAAAGAGCAGTAGTGGGA---
CTAGGAGCC---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898993 
TTCTATTGTAATACATCAAACCTGTTTAATAGTACATACATGGTTAATGGTACATACATGTTTAATGGTACAG
ATAAGAGT-----------------------------------------------------------------
-------------------TCA---
AACTCAACCATCACAATCACAATCCCATGCAGAATAAAGCAATTTATAAACACGTGGCAGGAGGTAGGACGAG
CAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATACAGGGAACAAAA-------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------



---GTACTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAGCGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC899003 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGTTAATGGTACTTTGATTTGGAATGTTAGTA
GTACTAAGAAT--------------------------------------------------------------
----------------------------
GATAGCAATAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGA
TGTATGCCCCTCCCATTGCAGGACTCATAACATGTAAATCAAAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAAATACAAATAGTACAGAG----------------------
-------------------------------------------------------------------------
----------
AATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTG---GGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT------
---GTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATGGCGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899015 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATATATGCATAATGGTACATATATGCATAATGGTACAG
GAAGTAAT-----------------------------------------------------------------
----------------------------
TCAAGCTCAACCATCACAATTACATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCAATTGAAGGAAACATAACATGTAAATCAAAG---
ATCACAGGACTACTATTGTTACGTGATGGAGGAGAAGGGAAAGAG----------------------------
-------------------------------------------------------------------------
----
GTGCCAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTGGAAATTAAGCCATTG---GGACTAGCACCCACTGCAGCAAAAAGGAAAGTGGTG-----
----------------------------------AAGAGAGAAAAAAGAGCAGTACTGGGA---
CTAGGAGCT---------GTGTTCCTTGGGTTCTTGGGCGCT---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KC807942 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATTCATGTTTAATGGTACAG
AAAGTAATTCA--------------------------------------------------------------
----------AGCATCATC------
ACAAATTCAAGCATCATAATAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAAGTAGGAAGAG
CAATGTATGCCCCTCCCATTAGAGGAAACATAACATGCAGATCAAAT---
ATCACAGGACTACTATTGGCACGTGATGGAGGGCAAAATAATAGT----------------------------
-------------------------------------------------------------------------
----------
ACTAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTTCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC807969 
TTCTATTGTAATACTTCAAACCTGTTTAATAGTACATACCTGCCTAATGGTACATACATAACATACCTGCCT-
-------------------------------------------------------------------------
----------------------------
AATGGTACAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGATCAGGGAACGGGACA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------



----------------------------GAGAGAGAAAAAAGAGCA---GTAGGG---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGATTA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC807943 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACATATATGCCTAATGGTACATACATACACATGTTTAATG
GTACATACATA---------------------------------------AATGGTACA---
TACATAAATGTTACAAACAGT---------------
AATTCAAGTAAAGTCATCACAATCCCATGCAGAATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAAT---
ATCACAGGGCTACTATTGGTACGTGATGGAGGAAAAAATGTTACA----------------------------
-------------------------------------------------------------------------
----
GAGACAAATGATACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGGA------------
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGTA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATGACGCTGACGGTACAG---GCCAGGCAA---TTGCTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KF250397 
TTCTATTGTAATACATCTGGCCTGTTTAATGGTACATACAATGGTACAAGAAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGCGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGAATACTGTTGGTAAGAGATGGAGGAACAAATGATACA----------------------------
-------------------------------------------------------------------------
----------------
AAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF011493 
TTCTATTGTAATACATCAAGCCTGTTTGATGGTACATACAGGCCTAATAGTACAGAAAGTAATTCAAGCTCA-
-------------------------------------------------------------------------
----------------------------------------
ATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTC
CCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGAGTCAAATGGTACAGGA-------------------
-------------------------------------------------------------------------
----
GGGTCAAATGATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----
----------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---
ATAGGAGCT---------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGCACAG---GCCAGACAA---GTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAAG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250406 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTATATATATGCCTAATGGTACATATAATGATACAGAAGACA
GT-----------------------------------------------------------------------
----------------------------
GAAAAAGAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAATCATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGAACGTGATGCA---AATTCAACTATCACA-------------------------
-------------------------------------------------------------------------
-



GTAGGTGGTGCAAATTCAGAGGTATTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--
-------------------------------------GAGAGAGGAAAAAGAGCA---GTAGGA---
CTAGGAGCT---------ATGTTCCTTGGGATCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCGGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250409 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACATACATGGCTAATGGTACAGACAGCAATAATAGTACAA
AC-----------------------------------------------------------------------
----------------------------
AGCAGCTCAGTCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCCA
TGTATGCCCCTCCCATTTCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTACTAGTCCGGGATGGAGGAACAGAAGGTAATACA-------------------------
-------------------------------------------------------------------------
----------
ACTAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGACA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF250410 
TTCTATTGCAATACATCAGACCTGTTTAATGATATACACAATAATACAGAA----------------------
-------------------------------------------------------------------------
----------------------------
AGTAATGAAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGACTAATAAGATGTAAATCAAAT---
ATCACAGGACTACTATTAGTACGTGATGGAGGACCTGAGGCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTGTATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACGGCAGCAAAAAGGAGAGTAGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU886698 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATACATGTTTAATAATACAA
ACATGACTAAT------------------------------------------------------------
GATACAAATAATGATACA---------
TATGATAATTCAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAG
CAATGTATGCTCCTCCCATTGCAGGAAACATAACGTGTAGATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAATAGCAAGTAAT----------------------------
-----------------------------------------------------------------
ATAACAGAGATAAGTAAT---
ACAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCAGTAGTGGGA---ATAGGAGCT---------
ATGTTCCTTGGGGTCTTGTCGGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY967804 
TTTTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATGAGACTAGTACTTGGAATAATAATACA----
-------------------------------------------------------------------------
----------------------------
GGAGATAGGAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAAC----------------------------
-------------------------------------------------------------------------



-------------
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA------GGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY967803 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACATATCTACATACATACCTAATGGTACAGAAAGT-
-------------------------------------------------------------------------
----------------------------
AATTCAAATTCAATCACAATCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAGT---
ATCACAGGACTACTATTGGAACGTGATGGAGGAAAAACAGAGCCA----------------------------
-------------------------------------------------------------------------
----------
AATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGCGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY967805 
TTCTATTGTAATACATCGCGCCTGTTTAATGGTGTATACATGTCTAATGATACACAAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAGAT---
ATCACAGGACTACTGTTGGTACGTGATGGAGGAACAGAGCCAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCCTTG---GGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGGAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGGGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF268277 
TTCTATTGTAATACATCAATCCTGTTTAATGGTACATACATGCCTAATGGTACAGAAGGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGAGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---TCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU000511 
TTCTACTGTAATACATCAAAACTGTTTAATGGCACCTGGAATGAGACTAGTACTCGGAATAATGCTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGAACTATCACGCTTCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGCGGTACCAATGGGAAC----------------------------
-------------------------------------------------------------------------



-------------
AACACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
TTAACGCTGACGGTACAG---GCCAGACAA---TTGATG---ACTGGTATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>FJ515879 
TTCTATTGTAATACATCAGGCCTGTTTAATGCATCAGACCCACTTAATGATACAAGC----------------
-------------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACACTCCCATGCCGCATAAAGCAATTTATAAACCTGTGGCAGGAGGTAGGAAGAGCAA
TGTATGCCCCTCCCGTTGCAGGAAACATAACATGTATATCAAAT---
ATCACAGGGCTACTGTTGGTACGTGATGGAGGAAATGTGACAAAT----------------------------
-------------------------------------------------------------------------
-------------
AATACAGAGATATTTAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCACTG---GGAGTAGCACCAACTGCAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
ATGTTCCTTGGGGTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM598635 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAAAAGTAAT----------
-------------------------------------------------------------------------
----------------------------
TCAAGCTCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGACTATTATTGGTACGTGATGGAGGAAAAGGGCAAAAT----------------------------
-------------------------------------------------------------------------
-------------
GATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU000516 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGAATGTTACTGGTGCTTGGAAAGGTACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAACAA
TGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATATTAAGGAGACC-------------------------
-------------------------------------------------------------------------
----------
AACACCACCGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAGTGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCAAATGTTGCGACTCACAGTCTGGGGCATC 
>DQ404010 
TTTTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAATGGTACAGAAGGTAATATAAGC----
-------------------------------------------------------------------------
----------------------------
CCAAGTACAATCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAAAT---
ATTACAGGGTTACTATTGACACGTGATGGAGGGCTAAATAGGAGCACA-------------------------
-------------------------------------------------------------------------



----------
GAGGAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTA---GGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU820852 
TTCTATTGTGATACATCAGGCCTGTTTAATGGTACATACGCGTCTAATGGTACAATACTTGTTGAT-------
-------------------------------------------------------------------------
----------------------------
CCAGGTGCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCA
TGTATGCCCCTCCTATTGCAGGAAACATAACATGTGTATCCAAT---
ATCACAGGACTACTATTGGAACGTGAGGGAGGAATAAATAGGCCA----------------------------
-------------------------------------------------------------------------
----------
GATAATACAGAGACATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTG---GGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGAAAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820851 
TTCTATTGTAATACATCAGGGTTGTTTAAAGGTAATGGTACATACATGTCTAATAGTACAAGCAGTAATTCAA
GC-----------------------------------------------------------------------
----------------------------
TTAGACAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATTACAGGACTACTATTGGTACGTGATGGAGGTGAAGACCCAAAT----------------------------
--------------------------------------------------------------------
GATCCAGAGTCAAAT---
ACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAATCAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---CTGTTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB097869 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACAAAAAGTAAT----------------
-------------------------------------------------------------------------
----------------------------
TCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT---
ATCACAGGATTACTGTTGGTACGTGATGGAGGAATAGAGTCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGTACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCACCAGCAGAGA---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN235957 
TTCTATTGCGATACATCAAGACTGTTTAATAGAACATACAATACATCAAGCCTGAATAGTACATACCATGGTG
GT-----------------------------------------------------------------------
-------------------ACA---
TACAATAATGAAACCATCACAATCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACAAG
CAATGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAAATCAAAC---
ATCACAGGATTACTACTGACACGGGATGGAGGAAAGAATATGAAT----------------------------
-------------------------------------------------------------------------



-------------
GAAACAGAGATATTCAGGCCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAGTTATATAAATATAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GCG------TTAGGAGCT---------
ATGTTCCTTGGGTTCCTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623558 
TTCTATTGCAATACATCACAACTATTTAATGGAACATATAATGGTACCTGGAATGGTCCTTGGAATAATAAT-
-------------------------------------------------------------------------
----------------------------
GAAAGCGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAATGAGACTAAC-------------------------
-------------------------------------------------------------------------
----------
AATGGGACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---CTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF725902 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATATAATAGTACATATAATAGTACAGATGTGTCTAATA
GTACA--------------------------------------------------------------------
----------------------------
GACAATACAACCATCACACTTAACTGCAAAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAAT---
ATTACAGGATTATTATTAACACGAGATGGAGGTGAGGGTAAAAATAAAGAT----------------------
-------------------------------------------------------------------------
----------
AATACGAGTGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCACTA---GGAGTAGCACCCACTACGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---GTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTA---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ383754 
TTCTACTGTAACTCAACAAAACTATTTAATAGTACTTGGTATGCTAATAATACTTGGAAAGGTACT-------
-------------------------------------------------------------------------
----------------------------
AATGAGACAAATAGCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAAAGGAGTAATAAGATGTAAGTCAAAT---
ATCACAGGAATACTACTGACACGCGATGGAGGAAACAATAACAACACA-------------------------
-------------------------------------------------------------------------
----------
AATGACACTGAGATATTCAGGCCTGCAGGAGGAGACATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAGTAGCACCCACCCATGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---TTTGGAGCT------
---TTGTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAG---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AACTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427793 
TTCTACTGTAATACAACATGGCTGTTTAATGATACTTGGCTGTCTAATAATACTCTGAAC-------------
-------------------------------------------------------------------------
----------------------------
ATTTCCACAATCACAACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGGTCAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACTAGAGATGGTGGTAATAACACGAAC----------------------------
-------------------------------------------------------------------------



-------------
GGGAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234642 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGGAATGAATACTGTGAAGGGTTAAATAACA
CTGAA--------------------------------------------------------------------
----------------------------
GGAAATGACATACTCACACTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACGGAA----------------------------
-------------------------------------------------------------------------
-------------
GGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383750 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATAATACTGACACTG
AAGGA--------------------------------------------------------------------
-------------------------
AATTCCACTGAACCTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGACTGCTATTAACAAGAGATGGGAGTAGCAACAACAGT----------------------------
-------------------------------------------------------------------------
-------------
GAGTCAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAGATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATGGGAGCC---------
ATGTTCCTTGGGTTCTTGTCAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGATGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>KY658687 
TTCTACTGCGATACATCAAGGCTGTTTAATGAAACAATATTCAACAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACAGAAGGCAATATTACTCTCCCATGTAAAATAAAACAGATTATAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCGTTGCAGGACACCTTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAGTAATGAA----------------------------
-------------------------------------------------------------------------
----------
ACTGAAAATGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT------
---TTGTTCCTTGGGTTCCTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGGCAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AF408632 
TTCTACTGCAATACATCAAGTCTGTTTAATAACACAGGAACC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATTACTCTCCCATGTAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTACAAATAATAAT----------------------------
-------------------------------------------------------------------------



-------------
ATTACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------CAGAGAAAAAAACGAGCA---GTGGGA---ATAGGAGCT---------
TTGCTCGTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY037277 
TTCTACTGTAATACAACAAAATTGTTTAATAGTGCTTGGAATGATACTAATCTGGTTAATAGTACTTGGAATG
GTACTAATATT--------------------------------------------------------------
-------TGGAATAATACT------
AGTGAAAATGACACAATCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGATTAATTAAATGTTCATCAAAT---
ATTACAGGGCTGATATTGACAAGAGATGGGGGTAACAGTAACAGCTCG-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAATGGTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ085875 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACTTGGACTAAGAATAGTACTAGGAGGAGGAATGATGCTA
CA-----------------------------------------------------------------------
-------------------------
GAGTTAAATGAAGCTATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGAAGGAAAAG
CAACGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCATAT---
ATCACAGGGGTGATATTAACAAGAGATGGTGGTGGTAACAATGACACA-------------------------
-------------------------------------------------------------------------
-------
AACAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCGAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGCTAGGAGCC---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAAG---GCTATCGAGGCGCAACAATATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358799 
TTCTATTGTAATACAACACAGCTGTTTAATTGGACTGAAGAGTCAAATAACACTGAA----------------
-------------------------------------------------------------------------
----------------------------
GGAAATCTTAATATTACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACAGCACAAAC----------------------------
-------------------------------------------------------------------------
-------------
GGGTCCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAGAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692448 
TTCTACTGTGATACATCTAAACTGTTTAATAGTACTTGGAAGACTGAGAATGGTACTGTCACTAGGAATGATA
ATAGT--------------------------------------------------------------------
-------------ACTGGG------
AATGATACAGACATCATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGTGGATTAATTAGATGTTCATCAAAT---
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTGATGACAAGAAC----------------------------
-------------------------------------------------------------------------



----------
AGTAGAAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCACGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGACA---TTTGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF637055 
TTCTACTGTAACACAACACAACTATTTAATAGTACTTGGAATGAGACTGAGTCAAATAACACTGAGTCAAATA
ACACT--------------------------------------------------------------------
-------------------------
GAAGGAAATAACAACATTACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGCTGTTATTAACAAGAGATGGTGGTACAGTTAACACCACTGGG----------------------
-------------------------------------------------------------------------
----
AGAGAGAACAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTACAAATTGAGCCACTA---GGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTG-----
----------------------------------CAAAGAGAAAAAAGAGAT---TTGGGA---
CTAGGAGCT---------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---
GGCGCAGCGTCA---ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAGAAC---AATCTG---CTGAGG---
GCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF804805 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATAATAATACTAAAGTGTCAACTAACTCTGTA-
-------------------------------------------------------------------------
----------------------------
GAAAATGACACAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAAT---
ATTACAGGGCTGATACTAACAAGAGATGGTGGTGGTAATAGAACGGGA-------------------------
-------------------------------------------------------------------------
-------
AACGAGAGAAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGGTAGGAGCT---
------ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF804813 
TTCTACTGTAATACAACACAGCTATTTAATAGTACTTGGCAAAGGAATGAGACCAATAGTATCTGGAATCCGG
ATACTTGG-----------------------------------------------------------------
-------------------AAC---
GATACTGATGCTAATATCACACTCACATGCAGAATAAAACAGATTATAAACAGATGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATTAGTGGACTAATTAGATGTGTATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGGAACACCTCTGTCTCT-------------------------
-------------------------------------------------------------------------
----------
AATGACAATGAAACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAGCCATTA---GGAGTAGCACCCACCGCGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACATTAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH938677 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGATTTCAATAGTACTTGGCATCTCAATAGTACCA
ATACAGTG-----------------------------------------------------------------
----------------------------
TTAAAGGAAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGATGGCAGGAAGTAGGAAAAGCAA
TGTATGCTCCTCCCATCAAAGGATCAATTAACTGTACATCAAAT---
ATTACAGGGCTGTTGTTAACAAGAGATGGGGGTAACACCAGCACTTCCGGG----------------------



-------------------------------------------------------------------------
----------
AACGAGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAGCCACTA---GGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGGGGACTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849793 
TTCTACTGCAATACATCAGGACTGTTCAATGACACAGAA----------------------------------
-------------------------------------------------------------------------
-------------------GTG---
TCTAAAAATGGCACCATCACTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAG
CAATGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAACTCAAAT---
ATTACAGGCCTACTATTGACAAGGGATGGTGGT----------------------------------------
-----------------------------------------------------------------
GGAACTAATGAGACTAAT---
GGGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAG
TAATAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCACAAAGACGAGTGGTG--------------
-------------------------CAGAAAGAAAAAAGA---------GGA---CTAGGACTT---------
GTTCTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAG---CTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ849802 
TTTTACTGTAATACAACTAAACTGTTTAATAGTATTTGGCATAATAATGGGACTAGTATTTGG----------
-----------------------------------------------------CTTAAT---
AATGGGACGGAGAATAATAGC---------------
ACTGAGGACCCGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCTATCAGCGGAGCAATTAACTGCTCGTCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTGGT----------------------------------------
--------------------------------------------------------
GACGGGAACAGCGCCAATAGC---------
ACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---ATGGGAGCT---------
CTTCTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAGACAA---TTACTG---TCTGGTATAGTGCAGCAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KT427668 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGAACAATACTGGGGGTGAGA
GTGATACT-----------------------------------------------------------------
----------------------------
ACAAATGGTACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGAGAAATTAGATGTGAATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTAACAGTAACGGGTCG-------------------------
-------------------------------------------------------------------------
-------------
TCCCCCGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATAAATCCATTA---GGAGTAGCACCCACCACGGCAAAAAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTCGGAGCC---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACGA---GTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427746 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGCAGGTTAATGATCCTGGAAATATAACACAGCAGT
CCAATAGT-----------------------------------------------------------------
-------------------------
ACTGGAAATGATACTATCACACTCCCATGCAAAATAAAACAAATTGTAAACCGGTGGCAGGAAGTAGGAAAAG
CAATATATGCCCCTCCCATCAGAGGACTAGTTAACTGTTTATCAAAT---
ATTACAGGGCTGCTATTAACAAGGGATGGTGGTGGTAACAACGAG----------------------------



-------------------------------------------------------------------------
----------------
ACCGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGACGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
GTGACGCTGACGGTACAG---GCTAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATATG---CTGAGG---GCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427789 
TTCTATTGCAATACATCAAAACTGTTTAATGGAACAGAAAACAATAACACTACAGAA----------------
-------------------------------------------------------------------------
----------------------------
AACAATGAAACCATCACCCTCCCATGTAAAATAAAACAAGTGATAAACATGTGGCAGGAAGTAGGAAGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATTATCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGT----------------------------------------
-------------------------------------------------------------------------
-------
ACGAATAATACTGAAATCTTTAGACCTGCGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAGAAGAGCA---GTGGGA---ATAGGAGCC---
------TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427782 
TTCTACTGCAATACATCAGGTCTGTTTAATAACTCAGTCAATGGCAAT-------------------------
-------------------------------------------------------------------------
----------------------------
ACCACTGACCCTATCACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATAATAAT----------------------------
-------------------------------------------------------------------------
-------------
ACTATAGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATAAAAATTGAGCCACTA---GGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AGGAGAGAAAAAAGAGCAGCCCTGGGA---CTAGGAGCC---------
TTGTTCATTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427652 
TTCTACTGCAATACATCAAAGCTATTTAATGACACAGAATTT-------------------------------
-------------------------------------------------------------------------
----------------------------
GGGAATGGCACTATCATTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGACACATTACCTGTAACTCAACT---
ATTACAGGTCTGCTACTGACAAGAGATGGTGGTGGTAGTGGTAATAAT-------------------------
-------------------------------------------------------------------------
-------
ACTACTAATACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAGAAATTGAACCACTA---GGGATAGCACCCACCAAGGCAAGAAGATTGGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAACA---GTGGGA---ATAGGAGCT---
------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAGCAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACCGTCTGGGGCATT 
>KT427828 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACCACACAGCTAGAGAGAAATGATACCACAC
AG-----------------------------------------------------------------------
----------------------------
CTGAATAATACCATCAAACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGAGAATGAGACC-------------------------



-------------------------------------------------------------------------
----------
AACAATTCTGAGATCTTCAGACCTAGTGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAGTTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAGGCGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGGA---ATAACA---TTAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KT427823 
TTCTACTGTAATACAACACAACTGTTTAATTTTTCTTGGCATAAAGGGTTAAGTAACACTGATAACACTGGA-
-------------------------------------------------------------------------
-------------------------
AGAAATGATACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGCTCATCAAAT---
ATTACAGGGCTAATGTTAACAAGAGATGGTGGTATGGATAACACCACC-------------------------
-------------------------------------------------------------------------
----------
AATGACACCGAGATCTTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGT---
AATCTG---CTGAGG---GCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427820 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGTGGTGGAATAATGATACTGGGAATACGGACAATA
ATAAT--------------------------------------------------------------------
----------------------------
GGGAGTGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAGATTAACTGTTCATCAACT---
ATTACAGGGCTGCTATTAACAAGCGATGGTGGTAACAGTAGCAGC----------------------------
-------------------------------------------------------------------------
----------
GAGAACAACGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGGGTAGCTCCCACCGAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAGAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGGCTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427809 
TTCTACTGCAATACATCAGACCTGTTTAATAATAACACAAAA-------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGAACTATCACGCTTCTATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCGCTCCCGTTGCAGGAAACATTACTTGTAACTCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAATAACAATAACACTAAT----------------------
-------------------------------------------------------------------------
----------
GACACTACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACACTAGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
TTGACGCTGACGGTACAG---GCCAAACAG---TTATTG---TCTGGTATAGTGCAACAGCAGAAT---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849810 
TTCTACTGTGACACAACACAGCTGTTTAATAGTACTTGGAATTTTACTAAA----------------------
-------------------------------------------------------------------------
-------ACAGATAATAGC------
TCTGGGAGTGGTAATATCACACTCCCATGTAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGT----------------------------------------



--------------------------------------------------------------------
AACGAATCCCAAAAC---
GAAAGCGAGACCTTCAGACCTGGAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAGCCAATA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCG---GTAACG---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849816 
TTCTACTGCAATACATCAAAACTGTTTAATGGAACAGTA----------------------------------
-------------------------------------------------------------------------
-------------------GGA---
AATAACACAGCTACTATCACTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAG
CAATGTATGCCGCTCCCATTGCAGGAAACATTACCTGTACCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGT----------------------------------------
-----------------------------------------------------------------
AGTACTAATACTAGTAAG---
GGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAGCCACTA---GGAATAGCACCCACCAGGGCAAGAAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---------
TTGTTCATTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCCATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181924 
TTCTACTGTAATACATCAGGACTGTTTAATGACACAGGACCATCTAATGACACAAGATCCAAT----------
-------------------------------------------------------------------------
----------------------------
GACACAGAAGTCATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGGGCAA
TGTATGCCGCTCCCATTGCGGGAAACATTACCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATAATGAGACT-------------------------
-------------------------------------------------------------------------
----------
AATAAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTG---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
GTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MK041577 
TTCTATTGTAATACAACAAGACTATTTACTGGTACTTGGAATAATGGTACCTGGGATAATGATACCTGGAATG
AAAATAAA-----------------------------------------------------------------
----------------------------
ACTGGGAAAATTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAAT---
ATTACAGGGATACTATTAACAAGAGATGGTGGTGACAAGAACGGG----------------------------
-------------------------------------------------------------------------
----------
AGCAAACCCGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AGGAGAGAAAAAAGGGCA---GTGGGA---ATAGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MG572011 
TTCTACTGCAATACATCACAACTGTTTAATAACACAGAA----------------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATAAAACTATCACTCTCCCATGTCGAATAAAACAAATAGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAACATTAGCTGTAGCTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTAACACTAATGATACTGAGGGT-------------------



-------------------------------------------------------------------------
----------
AATAGGACTGAAATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MK041574 
TTCTACTGTAACTCAACAAAATTATTTAATAGTACTTGGACTAAGAATAATACTGGATGGTCAAATAGCATTG
AAGGC--------------------------------------------------------------------
----------------------------
AATGAAACAACAATTGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGGTTGATATTAACAAGAGATGGTGGTAATGATAATAGCACC-------------------------
-------------------------------------------------------------------------
----------
AACAAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAA---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>MK041585 
TTCTACTGTAACTCAACAGGATTATTTAATAGTACTTGGACTAGAAATAGTACAAATGATACTAACTGGTCAA
CTAACTGG-----------------------------------------------------------------
-TTAAATAGCACTGAAAGA------
AATAGAAATGAAACAATTATACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTCATCAAAC---
ATTACAGGGTTGATATTAATAAGAGATGGTGGTAAGGATAATAGCACC-------------------------
-------------------------------------------------------------------------
-------
GCCAACTCAACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---ATAGGAGCT---
------GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY455781 
TTCTACTGCAATACATCAGGACTGTTTAGCAACCCAGAATCC-------------------------------
-------------------------------------------------------------------------
-------------------------------
AATGACACTATCATTCTCCCATGTAAAATAAAACAAATGGTAAATATGTGGCAGGAAGTAGGACGAGCAATGT
ATGCCGCTCCCATTGCAGGAAAAATTACCTGTAACTCAACT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTGGTGAGAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGACCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAGCAGCAGGAT---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY455779 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGTATCC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGTACTATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCCGCTCCCATTGCAGGAAACATTATATGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAATAACACT----------------------------



-------------------------------------------------------------------------
----------
GGTAATAATGAGACCTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGAT---TTGGGA---ATGGGAGCT------
---CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTTTG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY455783 
TTCTACTGCAATACATCAAAACTGTTTAATAATACAGACTTCACAGAATTC----------------------
-------------------------------------------------------------------------
----------------------------
AAGGATGGCACTATCATCCTCCCATGTCGAATAAGACAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCCCCTCCCGTTGCAGGAAACATTGCCTGTAACTCAACT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTAATAGTAGTAAT----------------------------
-------------------------------------------------------------------------
----------
AGTAGTACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCAGTAGTGGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGTTTTATG---GGCGCGGCGGCA---
CTAACGCTGACGGTACAG---ACCAGACAA---TTATTG---TCTGGGATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY771588 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGATACTGAAGGAAATCTCAATAAA-------
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGATGGTAAAAACACA----------------------------
-------------------------------------------------------------------------
----------------
AGCGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTA---GGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY771589 
TTCTACTGTAATACAACACAGCTGTTTAATGGTACTTTGAATGCTGCTAATGGGACTGTTCGGAAGAGTACTC
CTGCGGCA-----------------------------------------------------------------
-------------------GAG---
GCAACAGATGATAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAAGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCCAAGGACAAATCAGAATCTTAGCGTAT---
ATTACAGGGATACTATTAACAAGAGATGGGGGTGAAGGAAACAACACG-------------------------
-------------------------------------------------------------------------
-------
AACGACACGGCCGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGCG---GTGGGAACGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACTA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AACCTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ085867 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAGGGTTAATAATAATACTGGGAATGGTACTAATA
GTACTTGGAGG------------------------------------------------------
GTTAATAATAATACTGGGAAT------------
GGTACTAATGGTACTATTATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAATAAGAGATGGTGGTACAAACAAAACCGAT-------------------------



-------------------------------------------------------------------------
----------
AACAAGTCCGATACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAAAATTGAGCCATTG---GGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGAGCAATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ085868 
TTCTACTGTAAGACAACACAGCTGTTTAATAGTACTTGGGTGTTTAATGCTACTAGTAAAACTTGGGGGCGGA
ATAATACT-----------------------------------------------------------------
-------------------GAA---
AATGGTACTGAAATTATTGAACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCTTCCCACAGAAGAAAAACTTAACTGTTCATCAAAT---
ATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAACAATACC----------------------------
-------------------------------------------------------------------------
-------------
GGTCCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGGCGCTGACGGTACAG---ACCAGACAA---TTAATG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGA---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY771591 
TTCTACTGTAAGACATCAGGACTGTTTAATAGTACTTGGACTAAGGATAATGGTACTTGGATTTGGAATGATA
CCACTGGG-----------------------------------------------------------------
-------------------AAG---
TCAAGTGAAGAAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGGCGGACAAATTAGATGTTCATCAAAC---
ATTACAGGGATACTATTAACAAGAGATGGTGGTAATAACAGGGCTGAT-------------------------
-------------------------------------------------------------------------
----------
AACGAGACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGCTGGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGGCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAGGCGCAGCAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>GQ372989 
TTCTACTGCAATACATCAGACCTGTTTAATGACACAGTATCCAATGGCACTATT-------------------
-------------------------------------------------------------------------
----------------------------
ACCAATGAAACTATTATTCTCCCATGTAGAATAAGACAAATGGTAAACATGTGGCAAGAGGTGGGACGAGCAA
TGTATGCCAATCCCGTTGCAGGAAGTATTACCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGGACTAACCAGAATGAGACT----------------------
-------------------------------------------------------------------------
-------
GAGAATAGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAGAAATTGAACCACTA---GGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------CAGAGAGAAAAAAGAGGA---GTGGGA---ATGGGAGCT---
------TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140660 
TTCTACTGCAATACATCAAAGCTGTTTAATGACTCCAGTGGCACT----------------------------
-------------------------------------------------------------------------
----------------------------
TCCAATGGCACTATCACTCTCCCATGTAAAATTAAACAAATTGTAAATATGTGGCAGCAAGCAGGACGAGCAA
TGTATGCTAATCCAATTGCAGGAACCATTACCTGTAGATCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGAATTAATAATAAT----------------------------



-------------------------------------------------------------------------
-------------
GTGACTGAAATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAATAGCACCCACAAAGGCAAAAAGACGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCA---GTGGGA---TTTGGAGCT---------
GTGTTCCTTGGGTTCTTGGGGGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT276259 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGCTACTAGTCGTTGGAATGCTACT----------
-------------------------------------------------------------------------
----------------------------
ACTAAAGAAAACATCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCGAAGGACTAATTAGATGTTCATCAAAT---
ATCACAGGGCTGATACTAACAAGAGATGGTGGTGACACCAATAAT----------------------------
-------------------------------------------------------------------------
-------------
AACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---TTGGGA---ATGGGAGCT---------
CTGTTCTTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAG---CTAATG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAGG---GCTGTTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KT276269 
TTTTACTGTAATACATCAAAACTGTTTAATGAAATAGAATTCAATAAAACACAG-------------------
-------------------------------------------------------------------------
----------------------------
AATGACGCTACTATCATACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTCATCAAAT---
ATTACAGGGTTACTATTAACAAGAGATGGTGGTAGCAATAGCAAC----------------------------
-------------------------------------------------------------------------
-------------
AACACAGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---TTGGGAGCT---------
CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATGACGCTGACGGTACAG---GCCAGGCTA---TTATTA---ACTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>GU595151 
TTCTACTGTAATACAACAAAATTGTTTAACAGTACTTGGAAGAAGAATAATAACACTTGGACTAATACCACTG
CTGTGACGACT--------------------------------------------------------------
-------------GGGAAT------
GAAGTAAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGGAAAG
CAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTTTATCAAAT---
ATTACAGGGCTAATATTAACAAGAGATGGTAGCTCGTCCAACGTG----------------------------
-------------------------------------------------------------------------
----------------
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTG-----------------
----------------------CAGAGAGAAAAAAGAGGA---GTA------ATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGGCAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AB480299 
TTCTACTGCAATACATCAAGATTGTTTAATGACACAGAATTTTTCAATGACACAGATTCCAAT----------
-------------------------------------------------------------------------
----------------------------
AGCACTGACCCTATCACTCTCCCATGTCGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCGCTCCCATTGCAGGAAGCATTACCTGTAACTCAACT---
ATTACAGGCTTACTATTGACAAGAGATGGTGGTAATAATGCTAATAAGACT----------------------



-------------------------------------------------------------------------
-------
GAAAATCGGACTGAAACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTG--------
-------------------------------AAGAGAGAAAAAAGAGCA---GTGGGAATGCTAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN251900 
TTCTACTGCAATACATCAAGACTGTTTAATGAAACAGAATTC-------------------------------
-------------------------------------------------------------------------
----------------------------
GAAAACAATACTATTACTCTCCCATGTAAGATAAAACAGATTATAAATATGTGGCAGGAAGTGGGACGAGCAA
TGTATGCCAATCCCATTGCAGGAAGCATTACCTGTAACTCAAAC---
ATTACAGGTTTACTATTGACAAGAGATGGTGGTAATAATACTATT----------------------------
-------------------------------------------------------------------------
-------------
GGTACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGACGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTAACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGATG---GCTATTGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236588 
TTCTACTGCGATACATCAGAGCTGTTTAATGACACAAAAGTTAATCTGTTTAATGACACAAGAAAT-------
-------------------------------------------------------------------------
----------------------------
AATGAAACTACTATCACTATCCTATGTAAAATAAAACAAATGGTAAACATGTGGCAGGAAGTAGGACGAGCAA
TGTATGCTGCTCCCATTGCAGGAAACATTGTCTGTAACTCAAAT---
ATTACAGGTCTACTATTGACAAGAGATGGTGGTCGGAATGCTACT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGATTTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAAAGACAAGTGGTG-----------------
----------------------AAGAGAGAAAAAAGAGAT---CTAGGA---ATGGGAGCT---------
TTGTTCCTTGGGTTCTTGAGTGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF373205 
TTCTACTGTAATACATCAGGATTATTTAATGACACAGAGGGC-------------------------------
-------------------------------------------------------------------------
----------------------------
AATAATGGAACTATCACTATTCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGAATAGGACAAGCAA
TGTATACCGCTCCAATTGCAGGAAGTATTTCCTGTAGTTCAAAT---
ATTACAGGCCTACTATTGACAAGAGATGGTGGTGACAGTGGCAAT----------------------------
-------------------------------------------------------------------------
----------------
ACTGAGACCGTTAGACCTGGAGGAGAAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAATATAAAGTAG
TAGAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAGACGGCCAGTGGTG-----------------
----------------------AGAAGAGAAAAAAGAGCA---GTGACA---CTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY536236 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAAGCGGGATAATAATAACACTTGGAATAGGAATG
GGAGT--------------------------------------------------------------------
-------------------------
GATACTAATGGTACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAG
CAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGCCTGCTATTAACAAGAGATGGTGGGTCCAAGAACGAG----------------------------



-------------------------------------------------------------------------
----------
TCCGAGCCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTGACGTTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU885760 
TTCTATTGTGATACACCAAAGCTGTTTAATAGTAGTCTGTTTAATAGTGATAACTGGACTAATAGT-------
-------------------------------------------------------------------------
----------------------------
GGTGATGACACTATCACAATTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAACACCACC----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AACTTGAACCATTA---GGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTG--------------------
-------------------CAGAGAGACAAAAGAGCA---GTGGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGTTGACGGTACAG---GCCAGACTA---CTATTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGG---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>MF614614 
TTCTATTGTAATACATCAATTCTGTTTAATGAAACTACTCTGTCTAATAATAATACTAAC-------------
-------------------------------------------------------------------------
----------------------------
GAGAGTAGCATTATTACACTTCCATGTAGGATAAAACAAATTGTGAGACTGTGGCAGAAAGTGGGACAAGCAA
TGTATGCCCCTCCCATCGAGGGGAGCATTACATGTAGGTCAAAC---
ATTACAGGACTATTATTAGAAAGAGATGGTGGAAATAAAACTAAT----------------------------
-------------------------------------------------------------------------
-------------
AAAAATGAGACTTTCAGACCTACAGGAGGAGACATGAGAAATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAGAATTAAACCACTA---GGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GGAAGAGGAAAAAGAGCA---GCA------CTGGGAGCT---------
GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
CTAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF457085 
TTCTATTGCAATACATCGCAGCTGTTTAATGGGACATATAACGATAACAGTACAACAAGTGCTAATGAAACA-
-------------------------------------------------------------------------
----------------------------
GGAAATAAGACTATCACACTCCAATGCAAAATAAAACAAATAATAAGGCAGTGGCAGGGGATAGGACAGGCAA
TGTATGCCCCTCCCATTAAAGGAATAATAACATGTAAATCAAAT---
ATCACAGGAATACTATTGACACGGGATGGAGGAAGTACAACGGGGGCAAATAAC------------AAT----
--------------------------------------------------------------------
GAAACGGGGGCAAAT---
AACACTGAAACGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAGG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAGCAAAGT---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ208491 
TTCTATTGTAACACATCAAACCTGTTTAATAGCACTTGGGGGAATGGGAATGGCACTGACAACATGCAGGGGT
CA-----------------------------------------------------------------------
----------------------------
AATAGCACAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATTGCAGGACTAATCAACTGTTCATCAAAT---
ATTACAGGACTATTGTTGGTAAGAGATGGTGGTGCAAATGTTAGT----------------------------



-------------------------------------------------------------------------
----------------
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATTGAACCAATA---GGTCTAGCACCCACCACGGCAAAGAGAAGAGTGGTG-----------------
----------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACTG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY112292 
TTCTATTGCAATACATCAAGCCTGTTTACATACAACTGTACAAATAATAATGGTACACACAACTGTACAACAG
GAAATAGA-----------------------------------------------------------------
-------------------------
ACAGAAAATGAAACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAG
CAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGAAAGGAACAGAATAACGCAACT-------------------
-------------------------------------------------------------------------
----------
GATGACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCATTA---GGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCAATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU341727 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
AT-----------------------------------------------------------------------
----------------------------
TCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAAT---
ATCACAGGACTACTATTGGTACATGATGGAGGAATAAAGGAAAAT----------------------------
-------------------------------------------------------------------------
-
GATACAGAGAATAAGACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTGCAGCAAAAAGAAGAGTGGTG--
-------------------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---
CTAGGAGCT---------CTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---
GGCGCAGCGTCA---ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---
TCTGGTATAGTGCAACAGCAAAGC---AATTTG---CTGAGG---
GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716473 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACTGGAATGATACATACTGGAATGATACATACTCTA
ATACTTCTCTG--------------------------------------------------------------
----------------------------
TCTAATACTACAATTACACTCCAATGCAGAATAAAACAAATTGTAAACCTATGGCAGGAGGTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---
ATCACAGGTCTACTGCTGACACGTGATGGAGGGGATGAAGGGAAT----------------------------
-------------------------------------------------------------------------
-------
AAGACAGAAACAGAAACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GCA------ATAGGAGCT---
------ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCAGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MF373143 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACATGTCTAATGGTACAAAAAATGGTACAGAAAGT-
-------------------------------------------------------------------------
----------------------------
AATTCATCATCATTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGCCAAGGGCTAGGACGAGCAA
TGTATGCTCCTCCCATTGCAGGAAAAATAACATGTAACTCAAGT---



ATCACAGGATTACTATTGACGCGTGATGGAGGAGATGACAAAAACGCAACC----------------------
--------------------------------------------------------------------
GCAAACAAAAATGAG---
ACAACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAAATTAAGCCATTA---GGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTG--------------
-------------------------AAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ698001 
TTCTATTGCAATACATCAACTCTGTTTAATAGTACATACAAGCCTAACGATACAGATATAGAAAGTACTAGCG
AA-----------------------------------------------------------------------
----------------------------
ACAAACTCCACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTAAAGGAAATATAACATGTAGATCAAAT---
ATTACAGGACTCCTGTTGACACGTGATGGAGGATCAAAGCCAAAT----------------------------
-------------------------------------------------------------------------
----------
AGCACCACAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAACCAGTA---GGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGGAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCGGGTATAGTGCAACAACAAAGC---
AATTTG---TTGAGG---GCTATAGATGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX907371 
TTCTACTGCAATACAACAAACCTGTTTAATTGGACATTCAATAGTATATCAAATAATATAAATACA-------
-------------------------------------------------------------------------
----------------------------
AGTACAAATGAGATCACAATCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAA
TGTATGCCCCTCCCATTGCAGGATCAATCAACTGTTTATCAAAC---
ATTACAGGACTATTGTTAACAAGAGATGGTGGTAATACTAGTGAG----------------------------
-------------------------------------------------------------------------
-------------------
GAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTCA
GACTTGAACCACTA---GGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------------------
-------------------GAAAGAGAAAAAAGAGCA---ATAGGA---CTGGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
ATGACGCTGACGGTACAG---GCCAGACAG---TTACTG---TCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907408 
TTCTACTGCAATACATCAGGACTGTTTGATAACTCACTGTTTAATAACTCCCTAGAGACAGCAAATAGTACA-
-------------------------------------------------------------------------
----------------------------
GAGAGAGCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAA
TATATGCCCCTCCCATGGCAGGACTAATCAGCTGTTCATCAAGT---
ATTACAGGACTATTATTGACAAGAGATGGTGGTGGTGATAGTAAAAGTAATACA-------------------
-----------------------------------------------------------------
AGTAATGATACAACTAGT---
AAAACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATACAGATATAAAG
TAGTAAGAATTGAACCAATA---GGTCTAGCACCCACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAGAGAGCA---ATAGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAG---GCCAGACAG---CTACTG---TCCGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ615978 
TTCTATTGCAATACATCAGAGCTATTTAAGGAACCAGAGAAT-------------------------------
-------------------------------------------------------------------------
----------------------------
TTAGCTAGGAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCGA
TGTATGCCCCTCCCATTAGTGGGAACATAACATGTAACTCAACT---



ATCACAGGACTACTACTGACACGTGATGGAGGAATAAGTGGCACA----------------------------
-------------------------------------------------------------------------
-------------
AATAATGAAACGTTCAGGCCTATAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---CTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AF361877 
TTCTATTGCAATACATCAGGACTGTTTAATGATACATCAAGACTGGCAAATGAGAGG----------------
-------------------------------------------------------------------------
----------------------------
CTAAGTCCAAACATCAGACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATTGATGGAGTAATCCAATGTACCTCAAAT---
ATTACAGGATTATTGCTGACAAGAGATGGTGGTGCAAGTAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACAGATGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTA---GGTCTAGCACCCACTAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTAATG---TCTGGTATAGTGCAGCAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU749418 
TTCTATTGCGATACAACAATTCTCTTCAACAGAACAATGATA-------------------------------
-------------------------------------------------------------------------
----------------------------
ACAGACAACATCAACACACTCCCATGCAGGATAAAACAGATTATTAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCCTCTCCCATTGCAGGAAACATAACATGCATCTCAAAT---
ATCACAGGACTACTATTGACACGTGATGGAGGGAAAACGAATAGT----------------------------
-------------------------------------------------------------------------
-------------
ACCACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAGATTAAGCCATTG---GGAATAGCACCCACTGGGGCAAAGAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGTGGCGTCA---
ATGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427818 
TTCTATTGCAATACAGCAAAACTGTTTAATGGTACATACACACCTAATAGTACTGGAACAGAAAATGCA----
-------------------------------------------------------------------------
----------------------------
AACATCACAAACATCACGATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAA
TGTATGCCCCTCCCATTAAAGGAATGATAACATGTAAATCAAAT---
ATCACAGGCCTATTACTGACACGAGATGGAGGAACTAATAACACA----------------------------
-------------------------------------------------------------------------
----------
AATAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAACCATTA---GGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAATA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGGATAGTGCAACAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF381270 
TTCTACTGCAATACATCAGGATTGTTTAATAACTCAATGTTTAATGACTCAGCATCC----------------
-------------------------------------------------------------------------
----------------------------
AATAATGAAACTATCACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAA
TGTATGCTCCTCCCATTGCAGGAAAAATTACCTGTAATTCAAAC---



ATTACAGGTCTAATATTGACCAGAGATGGTGGTAAGACTAAGAAC----------------------------
-------------------------------------------------------------------------
-------------
ACTAGTGATACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAGCCACTA---GGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTG--------------
-------------------------AGAAGAGAAAAAAGA------GCGGGA---TTAGGAGCT---------
TTGTTCCTTGGGTTCTTGGGCGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAGAGC---
AATCTG---CTGAAA---GCTATTGAAGCACAACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HM204593 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATAGGACATACAATAGTACAGGAGAG-------------
-------------------------------------------------------------------------
----------------------------
AAGTCCACAAATATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGGGCAA
TGTATGCCCCCCCCATTGCAGGATACATAACATGTAGATCAAAT---
ATCACAGGACTATTATTGACACGTGATGGAGGAAATGAAGGAAGCACA-------------------------
-------------------------------------------------------------------------
-------
GACAACACAACAGAGATATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAACCATTG---GGAATAGCACCCAATACGGCAAAACGGAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTAGGAGCT---
------TTGTTCCTTGGATTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAAC---
AATCTG---CTGAGA---GCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036960 
TTCTATTGCAATACATCAAACATGTTTAATAGTAATAGTACATATCTTAATGATACAGAA-------------
-------------------------------------------------------------------------
----------------------------
AGTAATGCAACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACGAGCAA
TATATGCCCCTCCCATTGCAGGAACTATAACATGTAAATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGGGGGGACAACAACAAA----------------------------
-------------------------------------------------------------------------
----------
ACGGGAAAGGAGACTCTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTGGAAATTAAGCCATTA---GGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAAAGAGAAAAAAGAGCAGTAGTTGGA---ATAGGAGCT------
---GTCCTCCTTGGGTTCTTAGGAGCA---GCGGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM068596 
TTCTATTGCAATACATCAAACTTGTTTAATACATCAAACCTGTTTAATGAGAGT-------------------
-------------------------------------------------------------------------
----------------------------
GTTAATGGTAACATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAA
TGTATGCGCCTCCCATTGCAGGAAAAATAACATGTAAATCAAAT---
ATCACAGGATTACTGTTGACACGTGATGGAGGCACTAACTCAACG----------------------------
-------------------------------------------------------------------------
----------------
AACGAGACATTCAGGCCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCATCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP718916 
TTCTACTGCAATACATCAAGACTGTTTAATGGAACATGGGAGAGTAGTGCAGGAAGTACTAAAAATAGTACAG
GA-----------------------------------------------------------------------
----------------------------
TCAAACGATACAACAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAG---
GGAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAATATTAACTGTTCATCAAAT---



ATTACAGGGCTTATATTGACAAGAGATGGTGGTAATAATAATAGTGCT-------------------------
-------------------------------------------------------------------------
-------------
TCTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG--------------
-------------------------GAAAGAGAAAAAAGAGCA---ATAGGA---TTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAATGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ623495 
TTCTATTGTGATACATCAAAACTGTTTAATAGTAATGAGACTAATAGTACTAAGAATAAT-------------
-------------------------------------------------------------------------
----------------------------
AGTACTAAGGAGATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAA
TGTATGCCCCTCCTATTGAAGGAAGCATTAAATGTGAATCAAAT---
ATCACAGGATTATTATTAACAAGAGATGGTGGAAATAGTGATAGGAATGAT----------------------
-------------------------------------------------------------------------
-------
ACTAATAAGAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGT
ATAAAGTAGTAAAAATTAAGCCACTA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG--------
-------------------------------GAGAGAGAAAAAAGAGCA---GTTGGA---CTAGGAGCT---
------GTCCTCTTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU683891 
TTCTACTGCAATACATCAAAACTGTTTAATAGCACATGGGCCAATAGTACATGGGACAATAGT----------
-------------------------------------------------------------------------
----------------------------
AATATAACAAATATAACCATCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAGAGCAA
TGTATGCCCCTCCCATCGCAGGAGAAATTCGGTGTACATCAAAC---
ATTACAGGGCTACTACTGACAAGAGATGGTGGTAGTAATAATACT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCATTA---GGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTG-----------
----------------------------GGAAGAGAAAAAAGAGCA---ATAGGA---CTAGGAGCT------
---TTGTTCCTTGGTTTCTTAGGAGCA---GCAGGAAGCACGATG---GGCGCAGCGTCA---
GTGACGCTGACGGTACAG---GCCAGAGAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAT---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY392770 
TTCTACTGCAATACAGCAAATCTGTTTAATGAAACAGCCTTAAATAAA-------------------------
-------------------------------------------------------------------------
----------------------------
GCAGATAACATTACCATTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAGAGGTGGGAAGAGCAA
TGTATGCCGCTCCCGTTGCAGGAAAAATTACCTGTAATTCAAGT---
ATTACAGGTCTAATATTGACAAGAGATGGTGGTGGTGAGGGAAATAGTAGT----------------------
-------------------------------------------------------------------------
----------
AGTGCTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAGTTATACAAATATA
AAGTAGTAAAAATTGAACCATTA---GGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTAGGA---ATAGGAGCC------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGAATAGTGCAACAGCAGAAC---
AATTTG---CTGAGG---GCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AF076475 
TTCTACTGCAATACAACACGACTGTTTAATGACACATTAAACCACACC-------------------------
-------------------------------------------------------------------------
----------------------------
ATCGACCAAAATATCACACTCCCATGTAAAATAAAACAGATTATAAACAGGTGGCAGGGAGTGGGCCAAGCAA
TGTATGCCCCTCCCATCGCAGGAAATATTACCTGTAGATCAAAT---



ATTACAGGAATGATATTGACAAGAGATGGTGGTAATAGTAATGATACT-------------------------
-------------------------------------------------------------------------
----------
ATAGATAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAGATTGAACCACTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGGA---GCGGGA---CTGGGAGCT------
---TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAGCAGCAAAGC---
GATTTG---CTGAGA---GCTATAGAAGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>GU329344 
TTCTATTGTAATACATCAAACTTGTTTAATAAGACAGAATGGAATAATACAGAATGGCATAATAGTAGTGAGA
GTACAAAAGAT--------------------------------------------------------------
-------------TCTGAG------
AAAACAAATAAGATCATCATACTCCCATGTAGAATAAGGCAAGTTGTAAGAATGTGGCAGAGAATAGGACAAG
CAATATATGCCCCTCCCATTGCAGGAAACATTACATGCACATCAAAC---
ATTACAGGATTACTATTGACACGGGATGGGGGAAGTGGAAATAAGGCA-------------------------
-------------------------------------------------------------------------
----------
AATGATACAGAGATCTTCAGACCTATAGGAGGAGATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAAAGATTGAGCCAATA---GGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GGGAGAGAAAAAAGAGCA---GTGGGAATAATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCCGACAA---TTGTTG---TCTGGCATAGTGCAACAGCAACAC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAGCATCTGTTGAAGCTCACTGTTTGGGGCATT 
>KX389638 
TTCTATTGTGATACATCAAAACTGTTTAATACATCAGCAGGGGGTAATAGCACACTCCAGGGTAAT-------
-------------------------------------------------------------------------
----------------------------------------
ATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAAAAGGTGGGACAAGCAATGTATGCCCCTC
CCATCGAAGGAGAAATTACATGTAGATCTAAC---
ATTACAGGGCTATTATTAACAAGAGATGGTGGTGATGAGAAAAATACAACT----------------------
-------------------------------------------------------------------------
-------
AATACGAATACTGATACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ACAAAGTAGTAAAAATTAAACCATTA---GGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTG--------
-------------------------------GAGAGAGAGAAAAGGGGC------------CTGGGAGCT---
------GTCTTCCTTGGGTTCTTAGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GTCAGACAA---TTATTG---TCTGGCATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAACAGCTATTGCAACTCACAGTCTGGGGCATT 
>MN271384 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTACTTGGTACAGCAATGGTAATAGTACTTGGTACCACAATG
CT-----------------------------------------------------------------------
----------------------------
ACAAATGATACTATTACACTCCCATGTAAGATAAAACAAATTATAAGAACATGGCAGAGGGTGGGACAAGCAA
TGTATGCCCCTCCAATCAAAGGACCAATTAAGTGCACATCAAAT---
ATTACAGGACTACTATTAACAAGAGATGGTGGAAAGAGGAATGATAGT-------------------------
-------------------------------------------------------------------------
----------
AATGGGAATGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAAAAATTGAACCACTA---GGAGTAGCACCCACCGAGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAGAAAAGAGCA---GTAGGA---CTGGGAGCT------
---TTGTTTCTCGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---GCTGGTATAGTGCAACAGCAAGAC---
AATTTG---CTGAGG---GCTATAGAAGCGCAACAGCGTTTGTTGCAGCTCACAGTCTGGGGCATT 
>AF457101 
TTCTATTGTAACACATCAGGGCTATTTAACAGTACTTGGAATGGTACTTGGGCTGAGAATAATTGCACTAACA
GTGAGAGT-----------------------------------------------------------------
-------------AATAGC------
AGTTGCAATGAAACCATTACAATTCCATGCAGAATAAAACAAATTGTAAGAACATGGCAGGGAGTAGGACAAG
CAATGTATGCCCCTCCTATCAAAGGGACAATTATGTGCAACTCAAGT---



ATTACAGGACTACTATTAACAAGAGATGGTGGTGATAATGAGAAT----------------------------
-------------------------------------------------------------------------
----------
GATACAAAAGAGACCTTTAGACCTGGAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTATATAAGTACA
AAGTGGTAAAAATTGAACCACTA---GGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTG-----------
----------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATGGGAGCT------
---TTGTTTCTCGGGTTCTTGGGAGCA---GCCGGAAGCACTATG---GGCGCAGCGTCA---
ATAGCGCTGACGGCACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN617378 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAATACTAGTGCTTGGAATGATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAAATGACACTATCTCGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGACAAATTATATGTTTATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTGGTAATGAGAGTAGT-------------------------
-------------------------------------------------------------------------
----------
AGAAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTA---GGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617379 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAGTGCTGGGAATAATATTACA----
-------------------------------------------------------------------------
----------------------------
GAAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGTGGAGTAATTAGATGTTCATCAAAT---
ATTACAGGAGTGCTATTAACAAGAGATGGTGGTAATAATGGAACC----------------------------
-------------------------------------------------------------------------
----------
AATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGACCCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG-----------
----------------------------CAAAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT------
---ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617380 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAAGGACAAAAGTACTTGGACTGATACTACAGGAG
ATATA--------------------------------------------------------------------
----------------------------
GGAAATGACACTATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTAGAGGAAACATTAGTTGTTCATCAATT---
ATTACAGGGTTGCTACTAACAAGAGATGGTGGCAATGAGAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTTAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617381 
TTCTATTGTGATACAACAAAACTGTTTAATAGTACTTGGGATGGTAATAGTACAGGGAATGATAATGATACTA
GTACA--------------------------------------------------------------------
----------------------------
GGAAATGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCAA
TGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAAA---



ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGGGAGCAAT----------------------------
-------------------------------------------------------------------------
-------------
GACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAAAAGAGCA---GTGGGAACGATAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGAGG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617361 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATACTACA----
-------------------------------------------------------------------------
----------------------------
GGAGATAACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGGAAAGCAA
TGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAAT---
ATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAGAGCAGG----------------------------
-------------------------------------------------------------------------
-------------
ACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTA---GGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAAAGAGAAAAAAGAGCA---GTGGGAATGTTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACAATG---GGCGCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAGAGA---
AATTTG---CTGATG---GCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617385 
TTCTACTGTAATACAACAAACCTGTTTAATAATGCTTTGCGGACTAATGATACTTGGAATAGTACTTGGCAAG
AG-----------------------------------------------------------------------
----------------------------
TCAGAAGGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAAT---
ATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACACGAATAATTCTGAA----------------------
-------------------------------------------------------------------------
-------------
AATAATGAGATCTTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCACTA---GGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGAAAGAAGAGCA---GTGGGAACAATAGGAGCT---------
ATGTTCCTCGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
ATAACGCTGACGGCACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAT---
AATCTG---CTGAGA---GCTATTGAGGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>MN617387 
TTCTACTGTAATACATCAAAGTTGTTTAATGCTACTTGGTGGACTAATAAGACTTGGAGTAGTCCTTGGCAAG
AAACA--------------------------------------------------------------------
----------------------------
AATAGCACAGAGATCACAATCCAATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAA
TGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAAT---
ATTACAGGGCTGCTATTGACAAGAGATGGTGGTAATAGCGAGAAC----------------------------
-------------------------------------------------------------------------
-------------
AGCTCCGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAGCCATTA---GGAATAGCACCAACCACGGCAAAGAGAAGAGTGGTG--------------
-------------------------CAGAGAGACAAAAGAGCA---GTGGGAACACTAGGAGCT---------
ATGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
GTCACGCTGACGGTACAG---GCCAGACTA---TTACTG---TCTGGTATAGTGCAACAGCAGAAC---
AATTTG---CTGAAA---GCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617371 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACAATAGTACAAGAAATAAT----------------
-------------------------------------------------------------------------
----------------------------
ACAAGCTCAGTCATCACACTCCCATGCAGACTAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACAAGCAA
TGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAT---



ATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGGAAATGAAACAGAGAAG-------------------
-------------------------------------------------------------------------
----------
AATACAACGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAACATA
AAGTGGTAGAAATTAAGCCATTG---GGAGTAGCACCCACTAAAGCACAAAGGAGAGTGGTG-----------
----------------------------AAGAGAGAAAAAAGAGCAGTGGTGGGA---ATGGGAGCT------
---GTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTGCTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGG---GCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN617367 
TTCTATTGTAACACATCAGGCCTGTTTAATTTTACATACCCGGGTAATGGTACAAAA----------------
-------------------------------------------------------------------------
----------------------------
GGTAATTCAAGCATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAA
TGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAAT---
ATCACAGGACTACTATTGATACGTGATGGAGGAAGAGAACCAAAT----------------------------
-------------------------------------------------------------------------
-------------
GGGACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTG---GGTGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
GTGTTCCTTGGGTTCTTGGGTACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAA---GCCAGACAA---TTGTTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392775 
TTCTACTGCAATACAACACCACTGTTTAATGCGAAAAATGACACC----------------------------
-------------------------------------------------------------------------
----------------------------
AGCAACGAAACTATCATTCTCCCTTGTAGGATAAGACAGATCATAAACATGTGGCAGAGAGTGGGCCGAGCAA
TGTATGCCCCTCCCATTGCAGGAAATATTACCTGTAATTCAGAT---
ATTACAGGAATGATATTGACAAGAGATGGTGGTAATGGTGATAAT----------------------------
-------------------------------------------------------------------------
----------
AATGAGACTGAGACCTTCAGACCTGCAGGAGGAAACATGAAGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCACTA---GGAGTAGCACCCACAAAGGCAAGGAGAAGAGTGGTG-----------
----------------------------CAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT------
---GTACTCCTTGGGTTCTTGGGAACA---GCAGGAAGCACTATG---GGCGCGGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGAAA---GCTATAGAAGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AJ401039 
TTCTATTGTAATACAAGCTCACTGTTTAATAGTAGTTGGAATTGGAATACAACAAGCAGTACT----------
-------------------------------------------------------------------------
----------------------------
ACAAATGGAACTATCACACTCAACTGTACAATAAAACAAATTGTGAGAATGTGGCAAAGAGTAGGGCAAGCAA
TGTATGCCCCTCCCATCGCAGGAGATATTACATGTAACTCAAAT---
ATTACAGGATTATTATTAACACGTGATGGGGGAAATAATAATAGT----------------------------
-------------------------------------------------------------------------
----------------
AGTGAGACCTTCAGACCTTCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TACAGATTAAACCACTA---GGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTG-----------------
----------------------GAGAGAGAAAAAAGAGCA---GTGGGA---ATAGGAGCT---------
GTGCTCTTGGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCCCAGCGTCA---
ATAACGCTGACGGTACAG---GCCAGACAA---TTATTG---TCTGGTATAGTGCAACAGCAAAGC---
AATTTG---CTGCAG---GCTATAGAGGCGCAACAGCATTTGTTGAAACTCACTGTCTGGGGCATT 
>FJ388921 
TTCTACTGCAATACATCAAAACTGTGGAATGACACTGTAGGGTCAAATGGAATTGCAGGGTCA----------
-------------------------------------------------------------------------
----------------------------
AATGAAAACACAATCACCCTCCCACGTCCATTTAGGCTAATTCTAAGTATGTGGCAGAAGCTGGGACTAGCCC
TATACGCCCCTCCAATTGCAGGTAAAAGTACATGTACCTCAAAT---



TCTACAGGACCGATATTGACAAGAGCAGGAGATTGGACT----------------------------------
-------------------------------------------------------------------------
-------------
AGGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATAAAG
TAGTAAGGATTGAGCCACTA---GGACTAGCACCCACTAGGGCAAGGAGACGAGTGGTG--------------
-------------------------GAGAGAGAAAAAAGAGCA---GTGGGA---CTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAG---TTATTG---TCTGGTATAGTGCAACAGCAAAAC---
AATTTG---CTGAGA---GCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KC187234 
TTTTATTGTAATACATCAGGACTGTTTAATGGTAGTTGGAACAATGGTAGTTGGAGCAATAGTAGTTTTGGCA
AT-----------------------------------------------------------------------
-------------------ACT---
TCAACTAATGGTAACATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAAGAGTGGGACGAG
CAATGTACGCCCCACCCATTAAAGGGAACATTACATGTAGATCAAAT---
ATTACAGGACTACTATTGACACGCGATGGTGGGAATAAGAATGGCAGT-------------------------
-------------------------------------------------------------------------
-------
GAAAATAGAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAGAGGTTAAGCCACTA---GGGATAGCACCCACCAAGGCAAAAAGACGAGTGGTG--------
-------------------------------GAGAGAGGAAAAAGAGCA---GTAGGA---ATGGGAGCT---
------GTACTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCG---
CTGACGCTGACGGTACAA---GCCAGACAA---TTATTG---TCGGGTATAGTGCAGCAGCAAAGC---
AATTTG---CTGAAG---GCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ373063 
TTTTATTGCAATACCTCCATACTCTTTAATACCTCCATCATCTTTAATGAGACT-------------------
-------------------------------------------------------------------------
----------------------------
AAGGATGATAATATCACTATTCCTTGCAGAATAAGGCAAATTGTAAGGCTATGGCAAAGAGTAGGAAGAGGAA
TATTTCTTCCCCCCATTAGAGGAACAATAAACTGTATCTCGAAT---
ATCACAGGGATATTGTTTGCGCAGCAAAAAACAGACAGGATGAACAAATCA----------------------
-------------------------------------------------------------------------
-------------------
GCCATGTTCACACCTGTTGGGGGAGAAATGAGAAATAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GAATTGAACCCTTA---GGAGTAGCACCCACCAAGGCAAAAAGAAGAACGGTG--------------------
-------------------CATAGGGAAAAAAGAGCAGCCGTAGGA---TTGGGAGCT---------
TTGTTCCTTGGGTTCTTGGGAGCA---GCAGGAAGCACTATG---GGCGCAGCGTCA---
CTGACGCTGACGGTACAG---GCCAGACAA---CTGCTG---TCTGGTATAGTGCAGCAGCAGAGC---
AATCTG---CTGAGA---GCCATAGAGGCGCAACAGCATCTGTTGCAACTCTCAGTCTGGGGCATT 
>K03455 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTTGGAGTACTGAAGGGTCAAATA
ACACTGAAGGAAGTGACACAATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGCAACAATGAGTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCCTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF725913 
TTCTATTGTAATACATCAGGACTGTTTAATAGCACCTGGAGGAATGGAACCATGCAGGAGCCAAACAGCACAC
AGTTAAATGACACTATAACTCTCAAGTGCAGAATAAGGCAAATTATAAATATGTGGCAGAGAGCAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGAAAAATACAGTGTAAATCAAATATTACAGGATTACTATTGACAAGAGAT
GGTGGTGCGGAAAATAATGCAAGTGTACCTGAAATCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAGGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCACTAATTGGACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGCATAGTGCAACAGC
AAGCCAACTTGCTGAGGGCTATAGAGGCGCAACAACACCTGTTGAGACTCACGGTCTGGGGCATT 
>KY968401 
TTCTACTGTAATACAACACAGCTGTTTAATTTTAATAGTACTTGGAATAATAATGACACTGAAGGAAATTTCA
CTGAAGATAATAAAACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAACAACACTAACAACAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTGGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAATGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY968403 
TTTTACTGTAATACATCAAAGCTGTTTAATAACACTTGGAATGGCACTGCATGGCCAAGCACTGAAGAAAATG
AAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCAAAGGTGTAATTAGCTGTTCATCAAATATCACAGGGCTGTTATTAACAAGAGATGGGGATAAC
AATAACGGGTCCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCC
ATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGAGCTA
TTAAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AY037269 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTAAATGGCACTTTAAATAACACTGCAGGAAATG
ACAGTGACACAAGCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGCGGAGTAATTAGCTGTGTATCAAATATTACAGGGCTGCTATTAGCAAGAGAT
GGTGGTGGGAACACGAGCAGAGACAACGAAACCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KY968394 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGGCTTTGAATAGTACTAACACTACTGCTGAAGGAA
ATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAGAGCAATGTA
TGCCCCTCCTATCAAAGGACTAATTAGATGCTCATCAAATATTACAGGGATACTATTAACAAGAGATGGTGAT
AGTAATAGAACTAATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAGATTGAGCCATTAGGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAGAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY968407 
TTCTACTGTAATTCATCAAAGCTGTTTAACAGTATTTGGTGGTCTAATAATACTAATACTACAGAGGGAATTG
CAGGAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGG
GGTAAAGATAATGAAAATAGCAATAATAGGACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTGAAGATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383746 
TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGAATTCAACACAACTTAATCCTAATAGCTCTTTGA
GTACCAATGATACTGCTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGACACATTAGGTGTTCATCAAATATTACAGGACTGCTATTAACA
AGAGATGGTGGTAACGAGAGCGAGTCTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GCGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KY968396 
TTCTACTGTAATACAACACAGCTATTTAATAGTACGTGGAACGAGACATGGGCAAATGACACAGAAGGAAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACCAATTAACTGTACATCCAATATTACAGGGCTGCTATTAACAAGAGATGGTGGGAAT
AGGAATACAAGCGAGCTCCTCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGATTTGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 



>DQ383748 
TTCTACTGTAATACAACAAAACTGTTTGATAATAGTACTTGGAATAACACTGAGGAGTCAAATAGCACTATAT
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGGACCGAGGAG
AAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAG
TAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAGAGAAGAGCAGT
GGGAATAGGAGCCCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATATGCTGAGGGCTATTGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ383751 
TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATGATACTAATATAAACAGAACTGAAGGGTTAA
ACAACACAGGAAGTGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGGGGTAATGGTAATAACACAAACAAGACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCATGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAAC
AGCAAAATAATTTGCTGAGAGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KY968399 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGTACTTGGAATAGTACTAAAGGGGTAAATGGCA
CTGAAGAAAAGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCAATGGACAAATTAGATGTTCATCAAAAATTACAGGGCTACTATTAACAAGAGAT
GGTGGTACTAACAGTACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCACTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY658686 
TTCTACTGTAATATATCACAACTGTTTAATAGTACTTGGAATCCAAATACTACAGAATCAGACAACACAAATA
ACACTGAACTTATCATACTCCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCCAAGGAAACATTACCTGTTCATCAAATATTACAGGGCTAGTATTAACAAGAGATGGT
GGTGATAATGCTACTCTTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAGAAGAGCAGTGGGAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGGCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY658683 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATGCAAATAATACCCAAGGGTCAAATGGAACTG
GAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGAAACATTAGTTGTTCCTCAAATATCACAGGGCTGCTACTAACAAGGGATGGTGGT
AGCAATAGCAGCAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCACTAGGGATTGTGGGAGCTGGGCTCCTTGGGTTCTTAGCAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078530 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTAATAGTAATTGGCATTCCAATAAGACTTGGGAGGGGCTAA
ATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACACATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACGAATTAATTGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTAGT
GGCAGCAATGACACTAATAATACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGATAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCGCTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KY658685 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAACAGTACTTGGAATTGGAACAGTACTACTGAGA
ACTCAACAAACTTTAACATAACAATTCCATGCAAAATAAAACAAATTGTAAACAGGTGGCAAGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAATAATCCAATGCACATCAAACATTACAGGGTTGCTATTAACAAGA
GATGGTGGTAATGAGAATAATATTAGTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT



GGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAAGGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078533 
TTCTACTGTAATTCAACACCATTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAATAGTAATATTGAAC
AGGTTAATGGAACTGAACAGGATACTATCACACTCCACTGCAGAATAAAACAAATAGTAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAAGATTACGGGGCTACTG
TTAGTAAGAGATGGGGGTAAAAACAACACACAGAACGAGACCTTCAGGCCTACAGGAGGAAACATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCAACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTATGATCCTTGGTTTCTTGAGTACAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY037268 
TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGAATGAGACTAATATTTGGAATGAGACTAATACAG
ATAATAGCACAATCACACTCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACACATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTATTATCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAGGGGTAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TAAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY037282 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGACTACTGAAGGGTTAAATAGCACTGAAGGAAATA
GCACAAAAATAATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGACACTAACAGTAGCAATACCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTACAAATTGAACCAATAGGAGTAGCGCCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ952154 
TTCTACTGTAACACAACAAAATTGTTTAATAGTACTTGGAATAGTAATGCTCCTTGGAATAGTACTGAATGGT
TAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGCAGAAATGGTAACAGTAGCAACAACGGGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ676886 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGGTGCGAGATGGTAATACTTGGAGGGAGTCTAATA
GAACTAATAGTAGTACTTCAAGTGTTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGGATA
CTATTAACAAGAGATGGTGGTAATAACAATACCACCAATGAAACTTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF042100 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATGATACTGGAGAGT
CAAATAACACTGTAGGCAATGTCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGGGGTAAGGGTAATGACACGGTCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCTAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTACTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042101 
TTTTACTGTAATTCAACACAACTGTTTAATGGTACTTGGAATGATACTGAAAGGTCATGGTCATATAACACTG
CAGAAAATAATGACACAATCACGCTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA



AGCAATATATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAACATTACAGGGCTGCTCTTAACAAGA
GATGGTGGCCCTGACAATAAAGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF538304 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAAGGTTAAATAACACTGAAAGAG
ATAATACTACAATCACACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGCGGACGAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATAGT
GGTAGCGGGAACGGGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCATTAGGGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF538306 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTACAGGGTCAAGTAACATGGAAGAGG
ATAGTCCAGAAAATATTACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACTAATTAGCTGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAATAGCGAGACCAAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAGAGAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
GCTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATTTGCTGTGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042103 
TTCTACTGTGATTCAACACGACTGTTTAATAGTACTTGGATTAATGGTACTCGGAATGAAACTGAAGGCAATG
GAAGCACTATCACACTCCCCTGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AATAACACGAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAGGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF042104 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATTTGGAAAAATGATACTTGGAATAATAGTACTTGGGATG
ACACTGCAGGACATATCACACTTCCATGCAGAATAAAACACATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
CATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGATGCTACTAACAAGAGAT
GGTGGTAATAGCGATAACGCGAACGGGACCGAGACCTTCAGACCTGGAGGCGGAGATATGAGGGACAATTGGA
GATGTGAACTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
TCATTTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF042105 
TTCTACTGTAATACAACACCACTGTTTAATAGAACATGGGTTAATGGTACCTGGGATAATACTTGGGATAATA
CTACAGACATTAACGGAAATATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTTTGAATAGTACAAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAA
GTAAATTATATAAGTATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCGGTGACACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
CTCTGCTGAGGGCTATTAAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF538302 
TTCTATTGTAATTCAACAGGATTGTTTAATAGTACCTGGAATAATAGTACCTGGAATGATACTGAAAAGTCAA
ATAGCACTGGAGGAAATGATACAATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTACATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTATTGTCAAGGAGAACGAGACCTTCAGACCTGGAGGAGGCGATATGAGGGACAATTGGA
GAAGTGAATTATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>AY624305 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGAATAGTAATGGGACTTGGAATGGTGATAAGGAAA
CTAAAGGAATTATCGTACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCGTCAAAGGAAAAATTGAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTATTAACAGCAGCGATAGCGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN002002 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGAATTCAACACAACTGTTTAATAGTACTGGGGATG
ATACTGGAGAGTCAAATAAAATAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTTATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAATAACAGTGACACGAACACCACCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGACTGGTATAG
TGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JN002009 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAGTATTTGGAAAGTTAATGATACTGAAG
AGTCAAATAGCACTACAGAAAATATTACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTTATCAAATATTACAGGGCTG
TTATTAACAAGAGATGGTGGTAAGAATAACCAGAGCAACACCACCGAGACCTTCAGACCAGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>GU367406 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACATGGAATGATACTGAAAGTCCAAATAGCAATGACACCA
CAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGAATAATCAAATGTTCATCAAGTATTACAGGGCTGCTTCTAACAAGAGATGGTGGTAGA
AGTAACAGCAATGACACTAATAACACTGAGATCTTCAGACCTGCAGGGGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAACTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367395 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGAATGGTCGGAATGAAAGTATCACAAATAGCACTG
CAAATTTCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTTATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGTAAT
ACTGGGAACAACACCACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACACTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653258 
TTCTACTGTAATACAATACAATTGTTCAACAGTACTTGGAATGAAAATGATACTGAGAATGACAATAGTACTG
AAGGATCAAATGACACTATCACACTCCAATGCAAAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGGAACATTACATGCTCATCACACATTACAGGGTTGCTATTAACAAGA
GATGGTGGTGCGAACAGCAACAATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGTTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCATT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGGACA
ACCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485973 
TTCTACTGTAATTCAACACAGCTGTTTAATAATAGTACTTGGAATGAAACTGATAACATTATCACACTCCCAT
GCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACA
AATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAGAACGCAAGCGCCGAGGTC



TTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATCG
AACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAG
GCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCACAACAGCATA
TATTGCAACTCACAGTCTGGGGCATC 
>MN485981 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGCAGTCTAATGATACTTGGCAGAGTAATAGTGAGA
ATGATACTATCATCACGCTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATTAGCGGACTCATTAACTGTACATCAAACATTACAGGGCTAATACTAACAAGAGATGGT
GGTAATGTTAGCGACAACCCTGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGGAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAGAAAAGAGTGGGAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGAACATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485993 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAGTGGTAATGAGACTAAGACTGCAGAAAACAATA
CAGAAACTATCACGCTCCCATGCAGAATAAAACAAATTGTGCGCCTGTGGCAGGAAGTAGGAACAGCAATGTA
TGCCCCTCCCATCAGTGGACTAATTCGGTGTTCATCAAATATTACAGGACTGTTATTGGTAAGAGATGGTGGT
AATATCAATGGAACCAATAACACTGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCATCAGTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485996 
TTCTATTGTAATACAACGCAGCTGTTTAATAGTACTTGGAATAGTACTTTGGAAAATAGTACTAGGAATAATA
CAAATGCCACCATTACACTCCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAATATTACAGGGATGCTATTAACAAGAGATGGT
GGTACAGGTAATAACACTAACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ACCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN485998 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAGTAGTAGCAATTGGACTGATAATAGCAATAACA
GCACACAAGGGTCAAATGACACTATAACTCTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAAGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCGAATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGAGGGATCCTGAACAGTACCAATGAGACTTTCAGACCTGAAGGAGGAGATATGAGGAACAATT
GGAGGAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN486009 
TTCTATTGTAATACATCACAACTGTTTAATAGCACTTGGGGGGTTAATAGTACCAGGAATGGTACACTTGCTT
GGTGGGTTAATGGTACCAGGAATGATACACTTGTAAATGATACTATCACACTCCCATGCAGAATAAAACAATT
TATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTAAATGCTCATCA
AACATTACAGGGTTACTATTAACAAGAGATGGTGGTAAAACCAATGAAACAAATAACACCGAGATCTTCAGAC
CGGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAACATTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAGCAGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCA
ACTCACAGTCTGGGGCATC 
>MN486010 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGAGTTTAATGATACAAGTAAAACTTGGTACATCA
ACAATACAATTAGCAACAACACAAATAGCACAATCATACTCCCATGCAGAATAAAACAAATTATAAACAAATG
GCAGGAAGTAGGAAGAGCAATATATGCCCCTCCCATCGAAGGACAAATTAGATGCGAATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGAGGGATGAATAACACCAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGA
ACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 



>MN486013 
TTCTACTGTAATACAACAAAACTGTTTACTGAAAACATAAATAGCACAAATATCACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAAAAAGTTGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAGGTG
TTCATCAAATATCACAGGGCTACTATTAATGAGAGATGGTGGTAATAGTAGTGGTAATGAGTCCGAGGTCTTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAAC
CATTAGGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATATGCTGAGAGCTATTGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATC 
>MN486014 
CTCTATTGTAATACATCACAGCTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATGAGACTGGAGAGTCAA
ATAAAACAGAACTTATCATACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAAACATTTCCTGTTCATCAAATATTACAGGACTGCTATTAACAAGGGAT
GGTGGTAACCTCAACGGGAGTAATGAGACCGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCATTGGGATTTGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGAAACTTATTATCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN486022 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCCAATAATACTTGGAATAATACTGGAGAGT
CAAACATCACAATCACACTCCCCTGCAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGACCAATTACCTGTAGATCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGTGAGAGTAACAATACCAAGAACAATGAGACCTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAGAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGCAGGCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>DQ313249 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAACAACACTGGAGGAG
AAAATGACACGATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCACCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATAATAATAACACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGCGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGGCGCTGACGGTACAGGCCAGACTATTATTATCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>L07421 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGATACTACAGGAT
CAAATAAAGGAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGAAGGACATATTAGATGTTCATCAAATATTACAGGGCTGTTACTAACAAGAGAT
GGTGGTAAGAACGAGAGCGAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTGAAGATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTGATAGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ313250 
TTCTACTGTAATACATCACAACTGTTTAATACTACTTGGAGTGATACTACTACTTGGAATAATACTAACAACA
CAAATGGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTCTCGCGAACAGGACCAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ313253 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGCCTGTAGGGTCAAATACAAATGCCACAAATACCA
CTGAAGAAATACTCACGCTCCCATGCAAAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGCTAATAACAAGAGATGGT
GGTAATAACAATAACAATACGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT



GCAGAGAGAAAAAAGGACAGTGGGAATAGGAGCTTTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ313252 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGATACTTGGAATGATAATGAACAGTCAAATG
ACACTGAAGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAAAAATGATACCAATGATACCGAGACCATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU191616 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGCATGCAAATGGCACTGTAGAGTCAACTACCACTG
GAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATAAGATGTTCATCAAATATTACAGGGCTGCTCTTAACGAGAGATGGGGGGGAT
AATAACACGGACGAACCCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH746266 
TTTTACTGTAATTCAACACAGCTATTTAATAGTACTTGGCTATTTAATAGTACTTGGAATGATACCAATTGGA
AGGGTACCGAAGGGAATGGTACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGT
AGGACAAGCAATGTATGCCCCTCCCATCAGCGGACTAATTAAATGTACATCAAACATTACAGGGCTATTACTA
ACAAGAGATGGTGGTAATAATGGAAGTAGTAACAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCCTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH746265 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGATAGGAATAGTACTTGGAATGATCCTAATAATA
GCACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGTGGACTAATTAAATGCTCATCAAATATTACAGGACTACTATTGACAAGAGATGGTGGT
AATAATAATAACACAAATGAGACAGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCTCTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH746264 
TTCTACTGTAATTCAACACAACTGTTTAATAGCAGTTGGAGTTGGAATGGTACTAATGGTAATTGGAGTACTG
AAGAGCTAAATGGCACTGAAAATATTACACTCCCATGTAGAATAAAACAAATAATAAACATGTGGCAAACAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGCATCAAATATTACAGGGATGATACTA
ATAAGAGATGGTGGAAATGATGGAGGAGCCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746261 
TTCTATTGTAATACATCAGAGTTGTTTAATAGCACTTGGAATGAGACTACTACAAATTTAACTGGTATAAATG
ACTCAACTATCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAACGGAAAAATTATGTGTAACTCAACTATTACAGGACTGCTCTTAACAAGAGATGGTGGT
AGTAATAATGAGACCAACACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAGTACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAACAGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCGACAGCAGGACA
ATCTGCTGAAGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>MH746254 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGGAATAATACCAGTGACAGTAAAGAAGGAA
ATGGCACTATCACAATCCAATGCAGAATAAGACAAGTGATAAACATGTGGCAGGAAGTTGGCAAAGCAATGTA



TGCCCCTCCTATCAGAGGAAAAATTATCTGTTCATCAAATATCACAGGAATAATATTGACAAGAGATGGTGGT
GAGAATAACACAAATAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ358809 
TTTTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGATAATAGTACTGGAGAGGCTACTAGTACCT
GGAATAGTACTGAAGAGCCAGAAAATAGCGCAATTATCATACTCCCATGCATAATACAACTCATCATAAACAG
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAGGGAATAATTAGCTGCTCATCAAATATTACA
GGGTTGCTATTAACAAGAGATGGTGGTAACAATAGCGAGACCAATGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTG
GGGCATC 
>DQ358810 
TTCTACTGCAATACATCACGGCTGTTTAATACTACTTGGAATACTACTACTTGGAACAGTACTGAGCTGGCTA
ATATTAGTGCTATTAACGATAATGAAACTATCACACTCCAGTGCAGGATAAAACAAATTATAAACATGTGGCA
GGCGGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTTCATCAAATATAACAGGGCTG
CTATTAACAAGGGATGGTGGTAATAATAGTATTAAGTGGAACCAGAGCACATCCGACTCCGAGGTCTTCAGAC
CCCTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATT
AGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGTG
TTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGAC
AATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>JN692435 
TTTTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCTGCATAATAACACTTGGAATGGTACTACAGGAT
CAAATAACAATGACACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACTAATTAGGTGTTCATCAAATATTACAGGGTTACTCTTAACAAGA
GATGGTGGTCCGAACGTGACCACCGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGTGACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN692440 
TTCTACTGTGATACAACAAAGCTGTTTAATAGTACTTGGAATACTACTAGGAATACAACTAAAAGTGAAGAAG
AAGGAGATAGCACAATCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAACGC
AATGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGGGGTGGTAACAGGTCGAACGAGGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAATGACGCTGACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692443 
TTCTACTGTAATACAACAAAACTGTTCAATAGTAGTTGGCAGATTAATGGTACTGGTAGTGGAGAGCCAGATG
ATGAGAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATATATGCTCCTCCCATCAGAGGACTAATTAGATGTTCCTCAAATATTACAGGGCTGCTACTCACAAGAGAT
GGTGGTAATAGTAACACGAGCAATAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCGGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692444 
TTCTATTGTAATACAACACGGCTGTTTAATAGTACTTGGCCTATTAATGATACAAATATGAATAATACAAATA
ACTCAAATAGCACTAGAATTATCACACTCCAATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAAAGGACCAATTAGCTGTTCATCAAATATTACAGGGCTATTATTAACA
AGAGATGGTGGTAATACTAGTAGAACTAATGGTACTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAATAGTACAAATTAACCCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAGCGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA



GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAAAGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692445 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTGATTGGGACAATGGTACTTGGAATGATACTAACAAGGGAG
AAAATATCACAATCCCATGCAGAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTGACAAGAGATGGTGGCCTT
AACACTAGCGAGACTAACAGGACCGAAATCTTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN692447 
TTCTATTGTAACACAACACAATTGTTTAATTGGGATGATAATAGTACTTGGACAGAGGGCAAAATCATACTCC
CATGCAGAATAAAACAAATAGTAAACAGGTGGCAGGAAGTAGGCAAAGCAATGTATGCCCCTCCCATCAGAGG
ATCAATTAACTGTACATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGGAACCAACAATGAG
ACCTTCAGACCTGGAGGAGGAGATATGAGGGACAGTTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAA
TTGAACCTTTAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGC
AATAGGAGCTGTGTTCCTTGGGTTCCTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACG
GTACAAGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAAC
AACATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF637056 
TTCTACTGTAATACAACAAGGCTGTTTAATGGCACTTGGGATGGTACTAAATGGAATAATACTGTATGGGGAA
ATAACACGCTTATACTTCCATGCAGAATAAAACAAATTATAAATAAGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACAGTAACAATAAGTCTGAAATTTTCAGACCAGGAGGAGGATATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATCGAGCCATTAGGAATAGCACCCAACAGGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGGGCAGTGGGGACCGATAGGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637054 
TTCTACTGTGATACAGCGAAGCTGTTCAATAGCACGTGGATTTGGAATAGTACTCGGAATGATTCTAGCACTA
ATGAAACCAGCATAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACAAATTGAATGTTCCTCCAATATTACAGGGTTGCTATTAACCAGAGAT
GGTGGTAACAGTAGTAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>EF637051 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGGTTAAATAGTAATGGCACAAATAGTAATGGCA
CAAATAGTAATGGCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCTCCTCCCATCAGGGGAAATATTAGCTGTACATCAAATATCACAGGGATACTATTAACA
AGGGATGGTGGTACCAACCAGACCAGTGAAACCGAAACCTTCAGACCTGGAGGGGGCGATATGAGGGATAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCACGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCGGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637050 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTATTCTAATGGTACTTTGAATGATACTGGTACTT
GGAATGGTACTGAGGGGTTAAATGACACTATCACACTCCCATGCAAAATAAAACAATTTATAAACAGGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGAGGGAAAGTGAACGGGTCTAACGGGACTGAGATCTTCAGACCTGGAGGAGGAAATA
TGAGGGACAATTGGAGAAGGGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGGACCCAC
CAGAGCAAAAAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAACTTGCTGATGGCTATTGAAGCGCAACAGCATCTGTTGAAGCTCACAGTCTGGGG
CATC 
>EF637048 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGGTTAATGGTGCTTGGATTAATGGTACTTGGTCCA
ATAATACTAATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAAT



GTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAATGAGAGATGGT
GGTAAGGACAACAATATTTCCGAAATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGGGTGGTGCA
GAGAGAAAAAAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGC
TGAGGGCTATTGAGGCGCAACAGAGTATGTTGCAACTCACCGTCTGGGGCATC 
>EF637047 
TTTTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGACTTGGAATGGTACTGGGCCTGAAATGGTAAATA
ACAACACAGAAAACACAACAGAAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTACATCAAATATTACAGGGCTACTGTTA
ACAAGAGATGGTGGTAATGTAAGTAATACCACTGATATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGAAGTGGGAACATTCGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF637046 
TTCTACTGTAATACAACACCGCTGTTTAATAATAGTAAGTGGGTGAATGGTGGGTGGAATAGTACTATGAAGA
ATGGAACTATCACCCTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAACTGTACATCACAAATTACAGGGCTGCTCTTAACAAGAGATGGTGGT
ATTAACCAGACCAACAATGAAACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGGCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JN692450 
TTCTACTGCAATACAACAGATCTGTTTAATAGTGCTTGGGATTCTACAAATGATACTGACAATCTTACAGATG
ATACTGGCATGGGAGGAGATGGTTCAGTTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTG
ATATTAACAAGAGATGGTGGTAAAAATGGTAATAACACAAACGGGACTGAAACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGAGTACACC
CACCAAGGCAAAGAGGAGAACGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>JN692451 
TTCTACTGTAATACAACACCACTGTTTAATAGCACATGGCATGATAATAATAATGTAAGCATATGGCATGTTA
ATAGAACTGTAAATAGTACTGAAGGGTTAAAGGGAGAAAATATCACACTCCAATGCAGAATAAAACAGATTAT
AAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATAACCCTCCCATTAGGGGCTTAATTAGATGTTCATCAAAT
ATTACAGGGATACTATTAATGAGAGATGGTGGTGGTCCTAACAACCGTACTAACGAAACCTTCAGACCAGGAG
GAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGACT
AGCACCCACAAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGTGCAGCGGCAGTGACGCTGACGGTACAGGCCAGGCTAT
TGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAACGTATGTTGCAACT
CACAGTCTGGGGCATT 
>JN692452 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGGGCCTAATGGTACTTGGCTGTCAAATAGTACTG
AGAATAGGGCTAATGGGTCTAATGACATTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCACATATAACAGGACTG
CTATTAACAAGAGATGGTGGAAATAGTAATAGAACAAACGGGTCCGAAACCGAAATCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAATAACACTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGTGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGAATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGT
CTGGGGCATC 
>JN692453 
TTCTATTGTAATTCATCACAGCTGTTTAATAGCACTTGGAATAATACCAATTGGAATGATACTAATATACAGG
CAAATGACACTGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAA
AGCAATGTACGCCCCTCCCATCAGCGGAATAATTAAATGTACATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTAACAAGAATGGGACGGAAAGGAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG



AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTCACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATT 
>JN692457 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATATTAATGGTACTTGGAATGACACTAAAGGTA
ATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAGAGCAATGTA
TGCCCCTCCCATTAGTGGATGGATCAACTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AACCAAAGCGGGCCCGACTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGAACTAACACTAGGAGCGTTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ195090 
TTCTACTGTAATACAACACAACTATTTAATTTCACTTGGAATGGTACTGAGATTGGAAATAATAGTACTAAAG
AAAAAAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGATACATTAAATGTGTATCAAATATTACAGGGCTGCTATTAGCAAGAGATGGTGGT
AATACTAGTGAAAATAACAACACCGAGATCTTTAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCTTGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCACTAACGCTGACGGTACAAGCCAGGCTACTACTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692459 
TTCTACTGTAATACAACACAGCTATTTAAGGATACTTGGAATGGCACTTGGATTGATAATATTTGGAAGGAGA
ATGATACTGAAAAGACAGATAACACTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCA
GGACGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGATACATTAACTGTTCATCAAATATTACAGGGCTA
ATATTAACAAGAGATGGGGGTGACAGCAACTTGAATAAGACCTCGAATGGGACCTGCTTGAAGGGGACCTGCT
CGAATGAGACTGAGACCTTTAGACCTGTAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATA
TAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAA
AGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGT
CACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGGC
TATTAAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692460 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAAATAATGGTACTAGGAATGATACTAACTCTA
CAAGTGATAATAGCCCAAAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAAC
GGGAAGAGCAGTATATGCCCCTCCCATCAAAGGAATAATTAGCTGTTCATCCAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGCAGCGGTGGGAACGACACCGGAAACGCCACCGAGGTCTTCAGACCTGGGGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATGGCACCCAC
CGAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAAAATAATTTGCTGAGAGCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>JN692463 
TTCTACTGTAATACGACACAACTGTTTAATAGTACTTGGGGTATGGATGACAAGGATGTGAATGGTACTACAG
GAAATGAAACTATCATACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGTGGCAATAAAAACAGAAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692467 
TTCTACTGTAATTCAACACAACTGTTTGATACTTGGAATGATACTACCCATGGAGGAAATGACACAATCATAC
TCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAA
AGGACAAATTAATTGTGTATCAAATATCACAGGGCTGATATTAACAAGAGATGGTGGTAACACGAATGACCAG
AACGGGTCCGAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGGGCTATTG
AGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692475 



TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAAGTTTAATGGTACCTGGAGTATGTCCAATGGGA
ATAGTACTGAAAAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAAGTGGCAAGAAGTAGGAAA
GGCAATGTATGCCCCTCCCATCAGCGGAATAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGTGATAATTCGACAGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAAGGATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAAGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>FJ195091 
TTCTACTGTGATACAACTAGGCTGTTTAATAATGAAACACAGAATGACACTATCACACTCCCATGCAAAATAA
GACAAATTATAAACAGATGGCAGGAAGTAGGAAAATCAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATG
TTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAACAGTACCAGCACCATTGAGACCTTCAGA
CCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCAC
TAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGGGCAGTGGGAACGTTTGGAGC
TATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCC
AGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATC 
>FJ195088 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGGAGTTTAATAGTACTACGCAGTTGAATATTACAG
GTAAAACTATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGGAGGACAAATTAGCTGTTCATCAAAAATTACAGGGCTGCTATTAACAAGAGATGGTGGA
AATGATGGTAACAATACTGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ195089 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTATTTGGAAGCATAATAGTACTACTAATATTAAAGGAAATT
CCACTAGTAATGACACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTAAATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAACACCAACAATAGTGAAGCCAACAGCAGTGAAACCTTCAGACCTGGAGGAGGAGATATAAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>JN692479 
TTCTACTGTGATTCAACACAGTTGTTTAATAGTACTTGGCATAATACTACAGACAATAATACTACAGACAATA
GCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCAGGACCAATTAGCTGTACATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGAGAA
AGCAATGGGACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGGAGAGTGGTGCAAAAAGAGAA
AAGAGCAGTGACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAATGCTA
TTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ377443 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATATTGATGGTACTTGGAATGATACTGGAGGAA
AGCAAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGATGGCAAGAAGTAGGGAAGGCAATGTA
TGCCCCTCCCATCCCAGGACAAATTACATGTAGATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGC
GGCAAAAATGATAGCCTTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGGCAACAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ377487 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACCTGGACCCAGGTAAACGGTACTACAGTTAGGAATGGTA
CAAATAGCACTGCTAACACAAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACACGTGGCA
GGCAGTAGGGAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGCTGTAACTCAAGTATTACAGGGCTG
TTATTAACAAGAGATGGTGGTAGTGGTGTCAATGTCACGAACGACACCGAAATCTTCAGACCTGCAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGAAAATTGAGCCACTAGGAATAGCACC



CACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAGCAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTG
GGGCATC 
>JN687739 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGACTTGGAATGATACACAGCTGTTGAATGATACTG
GAGAGCCAGACAATGAAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACATATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGGGATGGTGGTAATAACACGAACGGGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCAGTAGGAGTAGCACCCTCCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTCACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATATGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680907 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAACCGGACTATAGGGTCGAATGACACTAAAGAGAATGACA
CAGACATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAAGGGAAAAATTGAATGTTCATCAAATATTACAGGGATACTATTAACAAGAGATGGAGGTGAT
AATAGAACAAACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KU749389 
TTCTACTGTAACACAACAAAACTGTTTAATAGTAGTTGGCCTCTTAATGGTTCAGCAAATATAACTGCAGAAG
ACCCTATCAGACTCCCATGCAGAATTAGACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGACAGATTAGATGTTCATCAAATATTACAGGACTGCTATTAGTAAGAGATGGTGGTAAT
GGTGGTAATGACACAAACACGACCGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCCTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCATTGGGATTCGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427690 
TTCTACTGTAATACCACAACGCTATTTAATAGTACGTGGAATAAGAATGATACTAGGAATGATACTACTAGGA
ATGATACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATCCCAGGACAAATTAAATGCTCATCCAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AACAGTACCGAGAGTGAAACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAGATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGGAGAGA
AAAAAGAGCAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGGATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAAGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427688 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTGAGAATGGTAATGACACCAATAGTACTGGGCAATCTA
ACAGTACCATCACACTCCAATGCAGAATAAAACAAATTATTAATAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGGGGT
AACACAACTGACAATGAGACCTTCAGGCCAACAGGAGGAGATATGAAGGACAATTGGAGAAGTGAGTTATATA
AATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427686 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGATGGAAATAGTACTGAAAACAATAACACAGGAG
GAAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAATACATGGCAGGGAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGTGGAAAGATTAATTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGGTCCAATGAGAGTGAGACCTTCAGACCCACAGGAGGAAATATGATGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAGCCCTTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCTGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427685 



TTCTACTGTAATACAACACAACTGTTTAACAGGACCTGGAATGAGACTACCTTGAATGGTACTAACCTTAATG
TAACTTCCAATGAAAATATCACAATTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGCTCATCAAATATTACAGGACTGTTATTAACAAGA
GATGGTGGCGGAGAGAACAGGTCCAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAATAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>KT427683 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGTTGGTTAATGGCACCAGCAATACAGATTCAAATG
AAACAATCGAACTTCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAACATTACAGGGCTGCTATTAATAAGAGATGGCGGTAAT
GGGTCTGGGAACAATGAGACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTGGGAGTAGCGCCTTCCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCGGTGGGAACACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427682 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGGACACAGCTGTTTAATAGTACTTGGAATG
GGACGGAATCATCAGATAACTCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAATAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGG
CTACTACTAACAAGAGATGGTGGTAGCGACAGTAGTAATGGCACCGAAACCTTCAGGCCTATAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGCATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KT427680 
TTCTACTGTAAGACAACAAACCTATTTAATAGTAGTTGGTCAAAGAATAATAGTATTTGGTCAAAGGATAATA
CTGAGTCAGATAATAATGATACCATCACACTCCAGTGTAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGCGGAGTAATTAACTGTGTATCAAACATTACAGGGCTGATATTA
ACAAGAGATGGTGGCAACGATGATAATAACGCCACCAAGAACGGGCCTGAAATCTTCAGACCTGGAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAAAGAAAAAAGAGCAGTAACACTAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTACTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGATCTG
GGGCATC 
>KT427675 
TTCTATTGTAATACAACACAACTATTTAATAGTACCTGGGTCTGGAATGCTACTAGGAATGATACTGGAGGAC
TAAATAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTACTATTAACAAGAGATGGTGAT
AATGGGACTAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAGGAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427671 
TTCTACTGTAATACAACACCATTATTTAATAAGACTTGGAATGGTACATCGACAGGGGACTGGGAAAATGCCA
CAGGAAGTATCACACTCCATTGCAGGATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAGAGATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
TCTAATAATGGGACTAAAAATGACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCGGTAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAATGCTATTGAGGCGCAACAGCGTCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT427745 
TTCTACTGTAATACATCAAGGCTGTTTAATAGTGCTTGGCTGAATAATGGTACTAGGAATGGTACTAACTCTA
ATTCAACAGATAATAAGATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAACAATTAGATGTTCATCCAACATTACAGGGCTGCTATTAACAAGA
GATGGTGGCAGTGGTGGGAACGACACCGGGAACGCCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGG



ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCGAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGAATATTATTGTCTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGAGCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KJ849788 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGCATAATAATGGTACTAGGCCTAATAGTACTTGGT
CAAATAACACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACCTGTGGCAGCAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGATATATTAATTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
AGTATCAGCAGTAGCAGTAATAACACTGAAGTCTTTAGGCCTAGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAACTTGAACCACTAGGAGTAGCACCAACCAAGGCAAAGAGGAGAAC
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTCTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427740 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGGATGATTGGAATAAAAGTA
ATGATACAAGTAATATCACACTCCCATGCAGAATAAGACAAATTGTAAATAAGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGACAAATTAAATGTACATCAAATATTACAGGGATGCTATTGACAAGAGAT
GGGGGTAGTAAAAATGACACGAACGGGAGCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTGGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAT
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGC
ACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>KT427739 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAAATAATGGTACTAGGAATGATACTAACTCTA
CAAGTGATACTAACTCTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGGG
GAAAGCAATATATGCCCCTCCCATCAGAGGAATGATTAGCTGTTCATCCAACATTACAGGGCTGCTATTAACA
AGGGATGGTGGCAGCGGTGGGAACGCCACCGGGAACGCCACCGAGATCTTCAGACCTGGAGGGGGAGATATGA
GAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACTGA
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCACAACAGCATATATTGCAACTCACAGTCTGGGGCAT
C 
>KT427738 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGCAAAGTAATGGTACCTGGAATAATAGTAATAATA
AAGAGAATGACACATACACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGC
AATATATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGATAATATTAACAAGAGAT
GGTGGTAGGAACGAAAGTAATGGGACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACACCACATGTTGCAACTCACAGTCTGGGGCATT 
>KT427735 
TTCTACTGTAATACAGCACAGTTGTTTAATTCTGATTGGAATTCTACTTGGACTTGGAGTGATAATACAAATA
ATACTGGGTTTGAAAACAAAACTATCACACTCCTGTGTAGAATAAAACAAATCATAAACAGGTGGCAGGGAGT
AGGAAAAGCAATGTACGCCCCTCCAATCCAAGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGAGGCAACAATACCGGTAACGATACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTAAGCCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427734 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATAATGGTACTGAAAAGACCAATGGCACAATAA
CACTCCCATGCAGAATAAAACAAATTGTGAACAAGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
CAGGGGATACATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGCAACAATAATAAC
AGCCAGAACGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGGATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAG
AGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTA
TTGAGGCGCAGCAGCATCTGCTGCAACTCACGGTCTGGGGCATT 



>KT427733 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGGGTCTAATGGTACTTGGAAGGGTACAAATGACA
GTAATAGTAATATCACAATACAATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCGTCAAAGGACCAATCAAATGTTCATCAAATATTACAGGACTACTATTAACAAGAGATGGT
AGTAGTAGTAGTAATGATACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAGAAGAGCGGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849803 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACCTGGTATGGGAATGAGACTGCAGAGGCAAATAGTACAA
ATACTAATATCACACTCCCATGTAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGACAAATAAGATGTTCATCAAATATTACAGGGATACTACTAACAAGAGATGGTGGT
GATAACAATACCGAGATCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAGCCATTAGGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
AGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427730 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGTGGGGAATAGTACTATAAATGATACTGCCAAGA
CAGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGACCAATTAACTGTTCATCAAATATTACAGGGATACTATTACTAAGAGATGGTGGT
GTTAATACCACGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAATAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATATGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427728 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACGTGGCCGTGGCCGCATAACAGTACTATAAATAGGACTG
AAGAGTCAGATAATAGCACAATCACACTCCCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAATAGG
AAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGAAATGTTGGTAATAAGACCAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAGTTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427727 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATGATACTTTGGATACCAGGTTCAATATGA
CAGATGATAATATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCAATCAGTGGACCAATTAGATGTTCATCAAATATTACAGGGCTATTATTAACAAGAGATGGT
GGTAATAGTAATAGCACGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTACAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGAAATAACAACACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427725 
TTCTACTGCAATACATCCAGACTGTTTAATAGTACATGGAATAGCACTGAACTGGAGGAGAGGAATAACACTG
ATAAAATTATCACACTCCCATGCAAAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACAGCTTAACTGTTCATCAAATATTACAGGGCTGATACTAACAAGAGATGGTGGC
CAAGGGAACGAGACCAATAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCCGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATC
TGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427724 
TTCTACTGTAATACAACACAACTGTTTACAACACAACTGTTTAATAGGACATGGGAGTTTAATAGTACTGGAC
CAAATGCTACAGGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGATATATTAACTGTTCATCAAATATTACAGGACTCCTATTAATAAGA
GATGGGGGCAATGAAACCGATGGGAGCGAGACCTTTAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGCGAAGAGT



GGTGCAGAGAGAAAAAAGAGCCATAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGATTATTATTATCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427723 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGATACATAATGGTACTCGGCTAAATAATGGTACTA
GGAATGGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCCAACATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGGTGGGAATGACACCGACAACTCCACCGAGGTCTTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAACAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCAGTCACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATATGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427720 
TTCTATTGTAATACAACAAAGCTATTTAATGATACATGGTTGAATGAAAATGAAACTAGCACTAGCAATATCA
CACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCAT
CCAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTTCAGGAGCCACT
AATGAAACCTTCAGACCTGTGGGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAGCCATTAGGACTGGCACCCACCAAGTCAAGGAGAGTAGTGGTGCAAAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGC
AACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427716 
TTCTACTGTAATACAACAGGGCTGTTTAATAGTACGTGGAACTCTACTACAAAGATAAATACTACAAGGTCAA
ATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAAGAAAAGCAATGTATAACCC
TCCCATCAAAGGAAGAATTAAGTGTTTATCAAATATTACAGAGATACTATTAACAAGAGATAGTAGTAGTAAC
AATGACACGAACAGGACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTAAGCCATTAAGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCA
GCGGCACTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849767 
TTCTACTGTAATACAACACAACTGTTTAATAGCAGGTGGAATATGACTGCTAATTGGACTATGAATGTTACTA
CAGGGACAGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGACAAATCAAATGCTTATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTAGTAACCAGACTAATGGGACAGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAGAAGAGCAATAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427847 
TTCTACTGTAATACAACACAGCTGTTTAATAATGCTTGGAGTGAGACTGAGCTGTTTAATAGTACTGAGAATG
ATGCAAACAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTTGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACCAATTAGGTGTGTATCAAACATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAACAATTCTTCTGAAACCAATTCTTCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCTAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427853 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGATGGGGAATGATACCATATCAAATACTACAGGAT
TAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGCGGACAGATTAACTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGATAACACCACCATCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCAGTAGGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAGAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTATGGGGCATC 
>KT427709 
TTCTATTGTAATACAACAGACCTGTTTAATAGTGCTTGGCTGTCTAACAGTACTGGGAATGAGACTGGACAGT
CAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGC



CCCCCCCATCCAAGGACAAATTAGGTGTTCATCAAATGTTACAGGGCTAATATTAGTAAGAGATGGTGGTGAC
AATACCAACGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTAAATTATATA
AATATAAAGTAGTAAAAATTGAGCCAGTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAAA
AAAAAGAGCGGTGGGAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427702 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGGTTAATGGTACTTGGAATGATACTAGGTCAA
ATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGAGGT
AATAACGGGACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGAAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAATAGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427700 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGCCTTTGAATGATACTACTTTGAATGATACTACAG
GGTCAGATAAAAATATCACTCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAATATTACAGGTCTATTATTAACAAGAGAT
GGTGGTAATGTCAACGGGACCACCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTAAATTATATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGGGAAAAAAGAGCAATAACAGGGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAGCAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427699 
TTCTACTGTAATACAAACCGACTGTTTAACATAAATGAAACTACTCTAAATAAAACTATAAATGAAACTAGAG
TCAATGAGACAATCACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAACGGACAAATTAATTGTACATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTAAAACTAATGAGACCAATGATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTACCAAGGCCAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427692 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGCTAACTAATAGTACTAGGAATAGTACTAACCAAG
GCAATAGTACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAACGAGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCCAACATTACAGGGCTGCTATTAACAAGAGATGGT
AGTAGTAAGAACGGCACCGACAACTCCACCGAGGTCTTCAGACCTAGAAGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAAGAATAGCACCCAACAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGGCACTGACGCTGACGGTACAGGCCAGAACATTACTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGAGCTATTGAAGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427792 
TTCTACTGCAGTACAACAAAGCTGTTTAATAGTACTTGGTCTGAGAATAATACCGCAGAGAATAATACCGCAG
GGGTAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATCATAAACAGATGGCAGGGAGTAGGAAGAGC
AATGTATGCCCCTCCCATCAGAGGATATATTAACTGTTCAGCAAATATTACAGGGATGCTATTAACAAGAGAT
GGTGGCAATAATAGCAGCCCCAACGAGACTTTCAGACCTGAAGGGGGAAATATGAAGGACAATTGGAGAAGTG
AGTTATATAAATATAAGGTAGTCCAAATTGAGCCATTAGGAATAGCACCCACCAAGGCGAAGAGAAGAGTGGT
GCAGAAAGAAAAAAGAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427791 
TTCTACTGTAATACAACACAGCTATTTAATAGTACCTGGTATGCTAATGGTACTACTGAAAATAGTACTGGAA
ACGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAGAGCAATGTA
TGCCCCTCCTATCAAGGGACAAATTAACTGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AAAAACGACACAGAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACACTGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>KT427787 
TTCTACTGTGACACAGCAGAACTGTTTAATAGTACTTGGAATAATACTGAAGAGGCAGATAACATGGGAGGAA
ATGATACCATCATACTCCCATGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACATATTAATTGCTTATCAAATATTACAGGGCTACTATTAATGAGAGATGGTGGT
AATAACGTGAGCGGGCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACTAAAGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGC
AGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427786 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGCCCGCTGGGGACACTTGGAATGATACTGAAAACA
CAGCCAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGCAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGATAATGCTACAAGGAACGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTACTAGGAGCTACGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427784 
TTTTACTGTAATACAACAAAGCTGTTTAATAGTAGGTGGAATATTAGTGGAGAGTCAAATAACACAGAAGGAG
AAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCAATCAGCGGATATATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAAT
AATGGAACAAATGAGACCTTCAGACCAGGAGGAGGAGACATAAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
CTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427781 
TTCTACTGTAATACAACACAGCTGTTTAATAGTATTTGGCCTTGGAATGATACTGATTCAAATAGTACTAAAG
GGTCAAATAGCAATATCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAGAAATCAGGTGTACATCAAATATTACAGGACTACTATTAACAAGAGAT
GGTGGTTCTGAGGACAACACTTCTATATCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAGCCATTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTAACAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
GCAATTTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427656 
TTCTACTGTAATTCATCACAGCTGTTTAATAGTACTTGGTATACTAATGGTACTTGGAATGCTAATGGCACTG
AAAAAAATTTCAATGACACCATTACGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGACATAGG
AAGAGCAATATATGCTCCTCCCATCAGAGGATACATTAATTGTTCATCAAATATTACAGGAATGATATTAACA
AGAGATGGGAGTGACAATGACTCTAGTCCTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGTTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCCGGA
AGCACTATGGGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>KT427650 
TTCTACTGTAATACATCACAGTTGTTTAACAGTACCTGGAGTCTTAACAGTACTTGGAATGGTACTAATACTA
ACAATGGCACTATCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAGATCAAT
GTATGCCCCTCCCATCAAAGGACTAATTAATTGTTTGTCAAATATTACAGGGCTCCTGTTAACAAGAGATGGT
AGTAATGGGTCCGATCCCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATCGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAGAAAAGAGGAGTAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACGGCAGGAAGCACTATGGGCGCA
GCGGCCACGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ849811 
TTCTACTGTAATACAACAGAACTATTTAATTCCACTTGGAATGGTACTGCTGGTGAGAACAATAGTACTAGTA
CTGAGGGAGGAAACATCACACTCCCATGTAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAAATC
AATGTATGCCCCTCCCATCAGTGGATACATCAAGTGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTATTACTAATGAAACTAACCACAACGAGACTTTTAGACCTTTAGGAGGAAATATGAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG



AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGGCTACTCTTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849825 
TTCTATTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTACTGCTGGAAATTGGACTGGAAATTGGA
CTGTGACTAAAGGGCCAAGTGGTACTGATATTATCATACTCCCATGCAGAATGAAACAAATCATAAACAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAGCTGTTTATCAAATATCACAGGG
CTGATATTAACAAGAGATGGTGGTAATAACAAGAACAGGAACCGGACCGACAATTTCAGACCTGAAGGAGGAG
ATATGAGGAATAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGAACACTAGGAGCTGTGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTATTGA
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGT
CTGGGGCATC 
>KT427775 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGAATAGTACTTGGAATGATAATGAGACAAAAT
CAGACAATAGCACTATCACTCTTCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGAGGCAATACCAGTAATGGCCACAGTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCTTTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427769 
TTTTACTGTAATACAACAAAGCTGTTTAATAGGACTTGGATTAGAAATGGGGGATTTTGGAATACTACTGAAG
AGGAAAATAACACTGAAATCACACTCCCATGCAAAATAAAGCAAATCATAAACAGGTGGCAGGAAGTAGGAAA
ATCGATATATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTATTAACAATACTACTAACGAGACCGAGATCTTTAGACCTGCAGGGGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGGGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427767 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATAGTACATGGACTACTGCAGAGTCAAATA
ACACTGAAGGAAGTGACTCAATCACCCTCCCATGCAGAATAAAGCAAGTAGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGACGAATTAACTGTTCATCAAACATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAATGGGAGTGAACCTATAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTAAAAATAGAACCATTAGGAATAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAGAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427764 
TTCTACTGTAATACATCACAGCTGTTTAACAGTACTTGGATTAATGATACTAATACAGAAAATAACACCCATA
TCACCCTCCCATGCAGAATAAGACAAATCATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATTAGCGGACAGATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTGTCAATGGT
ACCAATGGAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCGGTGGGAGCACTAGGAGCTATGTTCCTTGGATTCTTGGGCACAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATC 
>KT427761 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAAAATAATAATGTTAGTTGGAATGTTGCGGCTG
AAAATGACACTATCACACTCCCATGTAGAATCAAACAAATTATAAACCTGTGGCAGGAAGTGGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGTTATTAATAAGAGATGGT
GGTATTAACAACCAGACCAAGGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATGGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGA
ACAATATGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427757 



TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGCCTGAGAATAATATTAGTACTACAGGGGTAAATG
TAAGTGATACTATCACAATTCCATGCAGAATAAAACAATTCATAAACAGGTGGCAGGCAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGAGGATATATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAGTAACAGCTCCTTAAATGAGACTTTCAGACCTGAAGGGGGAAATATAAAGGACAATTGGAGAAGTGAGT
TATATAAATATAAGGTAGTCCAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAGAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427756 
TTCTACTGCAATACATCAAATCTGTTTAATAAGTCTTGGACTAATAGTTCTTGGTCTGGTAATGAAGGGTCAA
ATAACAATACAGAAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCCGAGGAACAATTAAATGTTCATCAAATATCACAGGGCTGCTATTA
ACAAGAGATGGTGGCAATAACAGCACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGCAGAAAGAAAAAAGAGCAGTGGGAATAGGAGCTTTATTCCTTGGGTTCTTGTCGGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KT427755 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACGTGGAACAGTGGGAATTTAGCAGTAGATAATAGTACTG
ATGATAATGGGACTATCATACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATTCGAGGAATAATTAAATGTTTATCAAATATCACAGGGATAATTTTAACAAGAGAT
GGTGGTAATAACAATAATAGCAACGAGACCACCGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTGAGGCAAGGAG
GAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAAAAGGGCGACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT427754 
TTCTACTGTAATACATCACAGCTGTTTAACAGTACTTGGCCTTGGAACAGTGCTGGGAATGAGAGTGATAGTA
CTAATATCACACTCCCATGCAGAATAAGACAAATCATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACCAATTAGATGCTCATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGTAAT
ACCAACCAGACCACGGAGATCTTTAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
CAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427750 
TTTTACTGTAATACAACACTGCTATTTAACAGAACTTGGAAGTTTAATGGCACTTGGAATAGTGTGAAGAATA
GTACTGGAGAGTCAAACAATATTACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAACTGTTTATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAATGCGAATAGCAGCAATGAGACCTTCAGACCGGGAGGGGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427830 
TTCTACTGTGATACAACTAAACTGTTTAACAGTACTTGGAATAATAGCATTGATACTTGGGAGAATAGCACTA
ATACTGGGAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTACGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAACATTACAGGGCTGCTACTAGTGAGAGATGGT
GGTACAAATAACACAAACAGCTCCGAGATTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATACAGGTATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427829 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATAATAATGGTAGTACTTGGTATACTAATGATA
GTATTTGGTATACTAATGGTACTGAAGAACTAAATGACACTATCACCCTTCCATGCAGAATAAAACAAATTGT
AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAT
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATGGCACAAATGGTACTGAGATTTTCAGACCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGG
AATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCACTGGGAACGCTAGGAGCTATG



TTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTACA
ACTCACAGTCTGGGGCATC 
>KT427824 
TTCTACTGTAACACAACACCACTGTTTAATAGTAGTTGGCAGAAAAATAATGGAACTTGGAGTACCAATATTA
CTGGAAATTGGAGTACTGATACTACTGGGAATAATAGCACTAATATCACACTCCAATGTAGAATAAAACAAAT
TATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACCAATTAAATGTGAATCA
AATATTACAGGACTGCTATTAACAAGAGATGGGGGAGGAGATGGGGGTAATAAAAGTAATGACCATAACAAGA
CCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGT
AAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATA
GGGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGA
CGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAAGGCTATTGAGGCGCA
ACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849790 
TTCTACTGCAATACAACAAAGCTGTTTAGTAATTTTAATAGTACTTGGAATAATACTGAAGGGTCAAATGACA
CAATCATACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTATAAGG
AATGAGTCTGGAGGAAATGAGTCTGAGACCTTCAGACCTGCAGGAGGGGATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGAAGTAACACTAGGGGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427819 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCTGCCTAATGGTACTTGGCTGTCTAATAGTACTA
GGAATGAGACAAATGGAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGCAGGGAAAATTAGCTGTTCATCAAACATTACAGGGCTGATATTAACA
AGAGATGGTAGCAGCACAAATAGCACGTCTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849796 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTTCTTGGCATTTTAATGGTTCTTGGTATGGTAATGAACCTG
AAAGAAATAAAACTGTCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTATGTGCAAATCAAATATTACAGGGCTGTTACTAGCA
AGAGATGGTGGTAATAATGAATCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCACGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCACCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT427815 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGGCTACAAATGAAACTAATGAGAGAAATGAATCTA
CAATCACGCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCGATGTATGCCCC
TCCCATTGCAGGACAAATTAACTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTACTGAT
AATAGTACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAATAGGAATAGGAGCTCTGTTCGTTGGGTTCTTGTCAGCAGCAGGAAGCACTATAGGCGCAGCGTCAGTG
ACGCTGACGGTACAGGCCAGACAATTACTGTCTAGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ849807 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACATGGGTATATAACATAGCTACAGGAA
ACATAACTACAGATAATAAAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAATATTACAGGACTACTATTAACA
AGAGATGGGGGTGTTAACAGCAGCAACCAGTATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTGAACCGTTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT427805 



TTCTACTGTGAAACAACACAGCTATTTAATAGTACTTGGACTTTTAATAGGACGTCTAATAGTACCGGGAATG
ATACTATTATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGATCAATTAACTGCACATCAAACATCACAGGGCTAATACTAACAAGAGATGGTGGG
ATTAACAGGACTGAGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTACAGAG
AGAAAAAAGAGCAGTAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATATGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849808 
TTCTACTGTAACACAACACAGCTGTTTAATGGCACATGGTCCAATGGTACATGGACAACACCGCTGCTTAATG
GGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATATATGC
CCCTCCCATCAGAGGACAAATTAGCTGTACATCAAATATCACAGGACTGCTATTAACAAGAGATGGGGGGGTT
GGCCAGAGAGAGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCCAGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427799 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGCATGCTAATAGCACTTGGAATGAGACTACAGGAT
CAGGGTCAAATGACACTATCTCACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAATATTACAGGGATACTATTAACAAGA
GATGGTGGTACAGAGAACAACACGTCCGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACGTTTGGAGCTTTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ACCTGCTGAGAGCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>KT427667 
TTCTACTGTAACACAACACAACTGTTTAACAGTACCTGGACTAATGGTACCTGGGAGACGACTAGTACTGGGA
ATATAAGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATAACCCTCCCATCAGGGGAAAAATTAACTGTTTATCAAACATTACAGGAATACTATTAACAAGAGATGGA
GGAGGTAACGGGTCTAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCGCCCACCAGGGCAAGGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGGCTGGTATAGTGCAACAGCAGAACAATA
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427794 
TTCTACTGTAATACAACAAAGTTGTTTAATAGTACTTGGAAGTACAACGATACTAGCAACACTTGGACTGAAG
GAAACCATACTAAAGAAGGAAACCATACTGAAGGAAATAACACAATCACACTCCCATGTAGAATAAAGCAAAT
TATAAACAGGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTAGGGGACTAATTAAATGTACATCA
AATATTACAGGGATGATATTAACAAGAGATGGTGGTAAGGAGAATGAGACCGAGAATACCGAGACCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAGCCATT
AGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCT
ATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATCACGCTGACGGTACAGGCCA
GACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTT
GCAACTCACAGTCTGGGGCATC 
>KU749390 
TTCTACTGTAATACAACACAATTGTTTAACAGTACTTGGAATGCTACTGGGAATGGTACTATAGAGGGAGATA
GCGATAACATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAGAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GATAATGAGTCCAGTACTGATGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCCATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181912 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAATACTAAAGAGTGGCATGGTACTACAGGGA
GAAACAACACTATCACACTCCCATGTAAAATAAAACAAATCATAAACAGATGGCAGGAAGTAGGACAAGCTAT
GTATGCCCCTCCCATCAGTGGAAAAATTAACTGCTTATCAAATATTACAGGGCTGTTATTAATAAGAGATGGT
GGTGTTAACGTTAGCAACACCACAGAGACCTTCAGGCCTGGGGGGGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCCTTTGGAGTAGCCCCCCCCCGGTCAAAGAGAAGAGTGGG



GCAGAGAGAAAAAAGAGCAGTGACGCTAGGAGCTATGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGGGCTGACGGTACAGGCAAAACAATTATTGTCTGGTATAGTGCAGCAGCAGAATAATT
TTCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181906 
TTCTACTGTAACACATCACAGCTGTTTAATAGTACTTGGTATTGGAATGGATCAAATTTCAATGAAACAAATC
TCAATGAATCTGAAACTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAATGATTAACTGCACATCAAATATTACAGGGCTGCTATTAACATGG
GATGGTGGTAACAATAACAGAACGAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAACGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181900 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAGTAGTACTTGGTATAATAAAAGTGCTG
AAGGAAATTCCACTATTATACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATCCCAGGACACATTAACTGTTTATCAAATATTACAGGGCTACTATTGACAAGAGAT
GGTGGAAACAACAACAGTAGCTCCGAAACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181901 
TTCTACTGTGATTCAACACAGCTGTTTAATAGTACTTGGCTGTTTAATGATACTCGGAATGGTACTGACATTG
AAGGTAATGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGC
AATATATGCCCCTCCCATCGAAGGACAAATTAGATGTACATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTAACAGTGGGACAGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGAAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181891 
TTCTACTGTGATACAACAAAGCTGTTCAATAGTACTTGGGTGATCAATAATACTTGGCAAAGAGTAAATAACA
CCAAAAATGAATCAAAGATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGATACATTAACTGTTCATCGAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGAGACAATAATAATAATAATGAGACCTTCAGACCCCAAGGGGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAATAAAAATTGAGCCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGAGTGCTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGCAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX181907 
TTCTATTGTAATACAACACAACTGTTCAATAGCACCTGGAATAATACAGAAATGGTTAATGGTACTACTAATG
GTACTACTAATGATACAATTATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCCTCAGGGGAAAAATTAACTGTGTATCAAATATTACAGGGCTAATATTAACAAGA
GATGGGGGAATAAATAGGACGAAGAACGAGACCGAGACCTTCAGACCTGGGGGGGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCCTTAGGGGTAGCCCCCCCCCGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACCCTAGGAGCTATGTTCCTTGGGTTTTTGGGAGCAGCAGGA
AGCAATATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCCGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX181910 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGTTTGCGAATGGTACTAGAAAAGAAAATGGAACTG
CAGGAAACAACACATTCATCACACTCCCATGCAGAATAAAACAGATCATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGATACATTAATTGTTCATCAAATATTACAGGGCTGTTATTAACAAGA
GATGGTGGTACCGGAAACAAAACCGAGCCCGAGATCTTCAGACCTAGAAGGGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAGAAATTGAGCCATTAGGAATAGCCCCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGAAATGCTAGGAGCTATGTTCCTTAGGTCCTTAGGAGCAGCAGGA
AGCACTATAGGCGCAGCGTCGGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAAGGCTATTGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181911 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTAGTTGGACTAATGGTAGTTGGACTGGCATTGAAGGAAATA
ATACAAGTAATGAAAGTATCACACTCCCATGCAGAATAAAACAAATAATAAATAGGTGGCAGGAAGTAGGAAG



AGCAATATATGCCCCTCCCATCAGTGGACAACTTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAGGACCAATGGGGAGGCCGAAGTCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCGAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KX181895 
TTTTACTGTAATACAACACGGCTGTTTAATAGTTTTTGGGTGAAAGGTACTTGGGGGAATAGTACTTTACAGA
ACAATGGTACTATCATACTTCCCTGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAACAAA
GTACGCCCCCCCCCTCAGAGGACACCTTAACTGTTTTTCAAACATTACAGGGGTGATATTAGCAAGGGATGGT
GGTATTAATGTGACCAACAATACCGAGACCTTCAGACCTGGGGGAGGGGACAAGAGGGGCAATTGGGGAAGTG
AATTATACAAATATAAAATAGTAAAAAATGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACTATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX181897 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGCACACATCTGTCTAATAGTATTGGGAATG
AGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGCTGTTCATCAAATATAACAGGGCTGATATTAACAAGAGATGGTAGTAAT
GATAATAGCAGCACGAATGAAACTTTCAGACCGGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAGCCAGTAGGATTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX181915 
TTTTACTGTAATACAACAAACCTGTTTAATAATGGTACCCAGCTGCTGCCTAATGATACTTGGCAGTTTAATG
GAAGTAAAATTGAAAATGGGACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAACATTACAGGGCTGATATTA
ACAAGAGATGGTGGGTACAACAACAAGTCTAACAATACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAGCCATTAGGGGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACAATAGGAGCTATGTTCCTTGGGTTTTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGC
AACAGCAAAACAATTTGTTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX181916 
TTTTACTGTAATTCAACACAGCTGTTCAACAGTAGTTGGAGGTTTAATAATAATACTTGGAAGGTTGTTAATA
ATAATACTGGGAATTCAAATGACAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
TGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAGCTGTTCATCAAGTATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAATAAAGAGTCCCCGGAGGCCTTCAGACCTGGAGGGGGGGATATGAAGGGCA
ATTGGGGAAGTGAATTATATAAATATAAAGTAGTAAAAAATAAGCCATTAGGAATAGCCCCCCCCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAACGATAGGAGGTATGTTCCTTGGGTTTTTGGGAGCA
GCAGGAAGCAGTATGGGCGCAGCGTCCTTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041584 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTACTTGGAATAGTACTGACTGGTCAAATACCACTGATGATA
ATGACACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAGATTATGTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
AACAGTAACGGGTCGACTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATAGAGCCATTAGGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTGCA
AAGAGAGAAAAGAGCAGTGGGACTAGGAGCTCTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGATGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>MK041586 
TTCTACTGCAATACAACACAGCTGTTTAATTCAACTTGGGATACTAATTCAACTTGGACTGCTGAGGAAGCAG
ATGGAAATATCACTATCACACTCCCATGTAGAATAAAACAATTTATAAACAGATGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTGTATCAAATATTACAGGACTACTATTAGTGAGAGAT
GGTGGTGAGAACAATGCAACCAATGAGACCTTCAGGCCTGGAGGAGGCGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTACAGATTGAGCCGTTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTACTACTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>MK041551 
TTTTACTGTGATACAACACAACTGTTTAATAGTACTTGGTCACTTAATAAGACTTCTTGGTATAATACTACTA
CTGAAGGAATAGATATCACACTCCCATGCAAAATAAAACAAATCATAAACAGGTGGCAGGGAGCAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAAAAATTTTCTGTTCATCAAAAATTACAGGAATACTATTAACAAGAGAT
GGTGGGTTTAACAATGCCAGTAACAATAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAAAGAGACAAAAGAGCAGTGGGAACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041554 
TTCTACTGTAATACATCACAGCTGTTTAATGAAACTTTTTTGAAGAAGAATGATACTGAACCTATCACACTCC
AATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTGGGAAAAGCAATGTATGCCCCTCCCATCAGTGG
ACAAATTAACTGTTCATCAAATATTACAGGGTTGATACTAACGAGAGATGGTGGCATCAATAATACCATGAAT
GAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGG
AACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTG
ACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041558 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGAATAGTACTGACACTAACTGGATAAATAATGCTA
GTTCGACAAAGGGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTAAGTGTTCATCAAATATTACAGGACTGCTATTAACAAGA
GATGGTGGTCCTGAAAATGACTCTGCGACCTTCAGACCTGGAGGAGGAGATATGAGGAATAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGACACTAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041556 
TTCTACTGTAATACATCACAGCTGTTTAATAGTATGGAGTTGGAGGCTTTGAGGAATAACAATAAAACTAATG
ACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAACTGTGTATCAAATATTACAGGGTTGATACTAACAAGAGATGGTGGTAAC
GGGACTAACGGGACTGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCATTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK041562 
TTCTATTGTGATTCAGCACAGCTGTTTAATAGTACTTGGAATGAAACTGATAGTTGGAATAATACTTCTGAAG
AATCAACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCAGAGAAGGGGTTATTAGCTGTTTATCAAATATCACAGGGCTGCTCTTAACAAGAGATGGTGGT
AATGAGAACACGAACTCTAGCACTGAAACCTTCAGACCTGGAGGAGGCAATATGAAAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCCTGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGATGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571981 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGTTTAATAATATTAATAATA
GTACTAAAGAGAATGAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAACATTACAGGGCTGATACTAACA
AGAGATGGTAGCGGTAACGGGTCTGCGAGCAATGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATAGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571996 
TTCTACTGCAATACAACACAGCTGTTTAATTCAACTTGGGATACTAATTCAACTTGGACTGCTGAGGAAGCAG
ATGGAAATATCACTATCACACTCCCATGTAGAATAAAACAATTTATAAACAGATGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTGTATCAAATATTACAGGACTACTATTAGTGAGAGAT
GGTGGTGAGAACAATGCAACCAATGAGACCTTCAGGCCTGGAGGAGGCGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTACAGATTGAGCCGTTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT



GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTACTACTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG571999 
TTCTACTGTAATACAACAAAGCTGTTTAATGGTACTTGGAATGGTACGGATTTCAATAATACTGGAGAATCAA
ATGACACTATCACACTCCCCTGCAGAATAAGACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCACCTCCCATCAGTGGACCAATTAGCTGTTCATCAAATATTACAGGGCTAATGTTAACAAGAGATGGGGGT
GAGGATAACAGTTCTACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>MG572006 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGGTAATAATACTTGGAATGGTACTGAAGGAAATG
GAAATGACACTATCACACTTCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
ATATAACCCTCCAGTCAGAGGAATAATTAACTGTGCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACACAAACACAACCAATAGGTCTGAAATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATAGAACCAATAGGAATAGCACCCACCGCGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCACTGCCGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY173956 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATAGTACTTGGAATGTTGATGAAAGATCAAATG
ACACTGCAACACTCAAACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGATGGGCAAATTAGTTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAATAACACAAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY779552 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAACAGCACTAAAGGGTCAC
ATAACAGTACAGGAAATGAAACTATCACACTCCAATGCATAATAAAACAAATTATAAACCTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAGGGGCAATGACACGGACAATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGATAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCATTAGGGGTAGCACCTACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTTTGGGGCAT
C 
>GU562135 
TTCTACTGCAACTCATCAAAACTGTTTAATTGGAATTCAACACATTGGAATTCAACACATTGGAATTCAACAC
AACAGGGTAATAGTACTGGAAATGATACTATTACACTCACATGTAGGATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGATA
CTATTAACAAGAGATGGTGGAAATAACAATGACACCAACAAAACCGAGATCTTCAGACCAGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>GU562272 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGCCTAGAAATTCAACAACACAACAGTCTAATAATA
GTACACCCATTGTACTCAAATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAAAGGAGTAATTAGGTGTTCATCAAATATCACAGGGATAATATTAACAAGAGATGGTGGT
GCTAATAATACTAACCATAATAATACCGAGACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGTAGTAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>GU562155 



TTTTACTGTAATTCAACACACCTATTTAATTCAACTTGGAATAAGAATGATTCAACTTGGAATAAGAATGATT
CAACTTGGACTAAGAATGATTCAACAGTAAATAACGAAACTATCACCCTCCCATGCAGAATAAAACAAATTAT
AAACAAGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAAT
ATTACAGGGCTAATATTAGTAAGAGATGGTGGGAACACGAACACCACCGAGACCTTCAGACCTGCAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
TACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCTTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>JF320413 
TTCTACTGTGACTCAACACCACTGTTTAATAGTACTTGGAATAAGACTGAAAATGAGTGGAATAGTACTACTG
ACATACCAGAGAACATCACCCTCAGATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGTGGCCCAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACCTCAGCAGCACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAATAACT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGCTGCAACTCACAGTCTGGGGCATC 
>GU562266 
TTCTACTGTAATACATCACAATTGTTTAATGGTACTTGGAATAGTACTACATGGTCAAATTCAATTAACAGCA
CTGAAAATATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACCAATTAGATGTTTATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AATAATAATGACATGAATAACACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAATGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>AY314061 
TTCTACTGTAATACAACATCACTGTTTAACAGTACTTGGAATGGTACTGAAGGGTCAATTAACACTACAGAAA
ATGACCCACTCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAGATGTACATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AATGACACCATCAATAAGGGGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAGAGAGCAGCGGGAATAGGAGCTGTGCTCCCTGGGTTCTTGGGAGCAGCAGGAAGCACTAAG
GGCGAATCCAGCACACTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562033 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAGTAGTACTTGGAATAGTACTGAAGAGT
CAAATGACACTATTATACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCCAT
GTATGCCCCTCCCATCAGAGGACAAGTTAAATGTTCATCAAAAATTACAGGGATACTATTAACAAGAGATGGT
GGTAATAGTGGTAATAACACGAACGAGACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562058 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGTTTAAGAATAATACTTGGATAGGGTCAAATGGCA
CTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGAGTAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGGGGA
AGAGGTGATGTTAATAACACCAACGAGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAACGTTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562001 
TTCTACTGTACTACAACACAGATGTTTAATAGTACTTGGAAGGATGGTACTTGGACTGAAGGATCAAATAACA
CTGGCGGAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATTAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACGAGGGCAATGCTACTAATAATACTGAAACCTTCAGACCTGGTGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAG



AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU562080 
TTCTACTGTAATACAACACAACTATTTAATTCAACTTGGAATAATAACTCAACTTGGAGTAGTAATTCAACGG
GAGATAATGAAAATATCACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGGAGGGCAAATTAGATGCTCATCAAATATTACAGGGATGATTTTAACA
AGAGATGGTGGTGAGAACAACACCACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ322223 
TTCTACTGTAATGTAACAGAACTGTTTAATAGTACTTGGAATGGAACTGAACAGAATAGTACCCAGAATGAGG
ATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAAATATTACTTGTTCATCAAATATTACAGGGCTGCTATTGACAAGAGATGGTGGAAAC
AATGAGAGCACGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAG
CTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ322227 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTAGAAACAACACTGAAGGGTCTGAAGGAAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGGGGTAAT
AATGAGACCAATGGGATTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGACCTAGGACTAGGAGCTTTGTTAATCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTAATGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>DQ322225 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGAGAATGGGAATACTTGGAATAAAA
CTACATGGTTAGATAACCCAGAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAGATTAACTGTTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTGAGGATCGTAACAATAGCGAGAATGAGGAGAATGAGATCTTCAGACCTG
GAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGG
AGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAGAAGAGCAGTGGGACTAGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACT
CACAGTCTGGGGCATC 
>DQ322239 
TTTTACTGTGATACAAAACCGCTGTTTAATAGTACTTGGAATCCAAAACAACCAGTTAATAGTACTGGGAATG
GTACTGACGGAGATATCATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACCAATTAGTTGTTTATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAACGTGAGTGATAGTAATATCACCGAGATCTTCAGACCTGTAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403022 
TTCTACTGCAATACATCACAACTATTTAATAGTACCTGGAATAGTACTTGGTCTGATACTTGGAATAGTACTG
GAGGAAAGAACGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAC
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAAGTGTACATCAAATATTACAGGGCTGTTATTAACAAGA
GATGGTGGTAATACCACCAACAACAACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGGGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAAACAAATATGTTGCGACTCACGGTCTGGGGCATT 
>JQ403023 



TTCTATTGTGATTCAACAAAATTGTTTAATAGTAATTGGACTATAGGTGAGGATACTGATTGGTTCAATAATA
CTGATTGGTTAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTAATTCAACTATTACAGGGCTGTTATTAACA
AGAGATGGTGGTGTGGATAATAACACCGATAATAACACTGAGATCTTCAGGCCAGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACTAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGGCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC797171 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTCCAATAGTAGTGGTACTTGGAATTCAACACATA
ATAGTACTGAGGAGTTAGATAACGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAGGGAAAAATTAGATGTTCATCAAACATTACAGGTCTG
CTATTAACAAGAGATGGTGGCAATACTAATAATACTAATAATACCATTGAAACCTTCAGACCTGGAGGAGGGG
ATATGAGGGACAATTGGAGAAGTGAATTATTTAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACC
TTCCAGGGCAAAGAGAAGAGCGGTGCAGAGAGAAAAAAGAGCAGTAGGAACACTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATC 
>JQ403025 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGATACTAATACTACAGGGTTAGATAATGACACTA
AAGGAGATAATGACACATTCATACTCCCATGTAGAATAAAACAGATTATAAACCTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCCTCAAATATTACAGGACTGCTAATAACAAGA
GATGGTGGTAGTAACGGGACTGATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403026 
TTCTACTGTAATACAACACATTTGTTTAAGGGTACTTGGAATGGTACTGAATGGTCAAATAACACTGAAGGGT
CAAATGACACTGCAAGAAATGACACAATCATACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGTAATGAGACCGAAAAGAATGAGACTGAGACCTTCAGACCTGGAGGGGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>EU023916 
TTCTACTGTAATACAACACAGCTATTTAATAGTACCTGGGTAAATGGTACTAATACTGGGAATAGTACTAATA
GCACCGATATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTAGATGTAACTCAAGTATTACAGGGCTGCTATTAACAAGAGATGGTGGA
GGTAACAGGACCGAGAACAGGACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403019 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTCTGATAATAGTACCGGGAATGGTACTGAAGGAG
GAGAGGTCATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAATATA
TGCCCCTCCTATTAAGGGACAAATTAACTGTACTTCAAATATTACAGGGTTGCTCTTAACAAGAGATGGTGGT
AATACTAGTAGGGACAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ403029 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGGGGGTTGCTAATAGTACTTGGAATGTTAGTGACA
ATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGATAATATTAACAAGAGATGGTGGTAACGGA
AATGGGACCGACAACACCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT



TATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403044 
TTCTACTGTGATACAGCAAAACTGTTTGATAGTACTTGGCATAATAGTACTTGGAATGATACTACAGGAGTCA
ATAACACTGAGGGAAATAGCACAGACCCAATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGGAGTAGGAAGAGCAATGTATGCCCCTCCCATCAGTGGACGAATTAGCTGTTCATCAAATATTACAGGACTG
CTATTAACAAGAGATGGTGGCACAAATGATACAAAAGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATGGAAATATAAAGTAGTAAAAGTTGAACCATTAGGACTAGCACCTACCAA
GGCAAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KX792621 
TTCTATTGTAATACAACAGGACTGTTTAACAGCACTTGGAATTCAACACAACTGTCTAATGATACTGGGAATG
AAACTGAGGGGTCAGGTAACACTACTACAGAGATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTG
GCTGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCTAATATTACAGGG
CTATTATTAACACGGGATGGTGGTAATACTAATAATACAGAAGGGAATGGCACCGAGACTTTCACTGAGATCT
TCAGACCTGAGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGA
ACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGCAATAGGAGCT
TTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCA
GACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAACTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTT
GCAACTCACAGTCTGGGGCATC 
>JQ403043 
TTCTACTGTAATTCAACAAAACTGTTCAATAGTACTTGGTATAGGAATGATACAGGAACTTGGAATATTACAG
GAACTGGAGAGAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACTGGGATACTATTAACA
AGAGATGGTGGTAATACAAATAACAATAATACCATGAACGAGACTGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCGGATAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTA
TAGTGCAACAGCAGAATAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>JQ403045 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGCTGGGATAATAGTACTGAGAATGGAAATGATACTGAAG
GGTCAAATAACCTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATAACCCTCCCATCCAGGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACACGAGAT
GGTGGTAAGAGTGAGAACAAGACTGAGAACAAGACCACTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403046 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAACGGTACTGAAGGAAATTTCACTGAAACTAACA
TCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGCGATGTATGCCCCTCC
CATCAGCGGAATCATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGTATCAGCAAC
AATGGGTCCGAAAATGGGTCCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACTCTTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAAAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU023919 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGGTTAATAATACTGAGAGTAATACTACCATAT
CAAATGACACTATTACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGGCCCAAACGGGACAAATGAGGCCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTACAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023922 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGGACTAATACTGAAGGCACTGAAGGAAATG
ACACAATCACACTCCCATGCAGAATAAGACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGTGGTACG
AACGAGACCAACGAGACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
AGGCTATTAAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792557 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACGTGGACTTGGAATAATACTGATAGTGCTGGGAACGAGA
CTGAAAAAATTATCACACTCCCGTGCAGGATAAGACAAATTGTAAATAGATGGCAAGAAGTAGGAAAAGCAAT
GTATGCCAATCCCATTAGTGGACCAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTATTAACAACGAGACCAATACCACCGAGACCTTCAGACCTTGGGGGGGAGATATGAGGGACAATTGGAGAA
GTAAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACATTGGGAGCTATGTTTCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792831 
TTCTACTGTAATACAACAAAACTGTTTGATAGTACCTGGTATCCGAATGGTACTTGGTATTCGAATGGTATTA
CTTGGTATCCGAATGGTACTACAAGGTATCCGAATGGTACTACAAAGGCAAATAGCACAGGGTCAAATAGCAC
TGAGGATACGATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATG
TATGCCCCTCCCGCCCGAGGACAAATTAAATGCTCATCAAATATTACAGGGCTGCTATTGACAAGAGATGGTG
GTAAGAGCAATACCAGTGAGAACGAGGAGACCTTCAGACCGGGAGGAGGAAATATGAGGGACAATTGGAGAAG
TGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTG
GTGCAGAAAGAAAAAAGAGCAGTAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTA
TGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAA
TCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403042 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATTGGAATGATACTACCAAATCAAATAATACAG
GGCCAGATAACATCACACTCCCATGCAGAATTAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACTAGTTAGATGTGTATCAAATATTACAGGGCTACTATTAACAAGGGATGGT
GGTACGGACAACACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792664 
TTCTACTGTAATTCATCACGACTGTTTAATTGGACAGGGAATGGGACTAATATAACATCAAATAGCAATATCA
CATCAAATATCAATATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCATGGGACAAATCAAGTGTTCAACAAATATTACAGGGATAATATTAACAAGAGAT
GGTGGGAACAACGAAACTAACGCCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATACCATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792688 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTGGTATTTTAATAGCACTGGGGATAACAATAGTACTG
GGAATACTACTAACAAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGG
AAAAGCAATATATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAACATTACAGGGCTAATATTAACA
AGAGATGGTGGTACAAACACCACAAATGATACCTTCAGACCTGCAGGGGGGAATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCCGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATATGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX792771 
TTCTACTGTGATTCAACACCACTGTTTAACAGTACTTGGAACAGTACTTGGAGTGGTAATGATACGGGAGTAA
ACAACACTGAAAAGACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAA



AGCAATGTATAACCCTCCCATCAGTGGACAAATTAATTGCTCATCAAATATTACAGGGATGATATTATCAAGA
GATGGTGGTAGTATGAACAGGAGTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX792725 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGCTGTTTAATAGTACATGGAATAGTACTGAAAGAT
TAGGGAATGATACTAAAAGGACAAATGACACTATCACACTCCCATGCAAAATAAAACAAGTTATAAACATGTG
GCAGACAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGG
CTGATATTGACAAGAGATGGTAGTGGTAACACCACCGGTAACGAGACCTTTAGGCCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCCTTAGGAGTAGCACCCACTAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
ATGGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KX792808 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAGTCGGGATAATAATAGAAGGTCAGATAACTCTGAAGGAA
ATAAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGATAATATTAACAAGAGATGGTGGT
AATGGTAATGAGTCCAATAACGAGACCGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGATTGGCACCCACCAAGGCAAAGAGAAGAGT
GGTACAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCCTCGATGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023929 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGTATAGTAATAGTACTTGGAATAGTACTGAAGGGG
CAAATAACACTGCAGGAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAATATTACAGGGCTAATATTAACA
AGAGATGGGGGGCCTAACAACACGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU023933 
TTCTACTGTAACACATCACAGCTGTTTAATAGTACTTGGAACGGTACTGAGAGTGGTATTACAAACCTTACAA
ACCCAGATGAGACTATCTCACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCAATCAGTGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTAGTAAGAGAC
GGTGGTGTGTATAATAGTACAAGTGATAACGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGATTATTATTATCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU023927 
TTCTACTGTAATGTAACACCACTATTTAATAGTACTTGGAAGCCTGGTAATGAGACTGTGAATGATACTAAAG
AAGAAGTCATCACACTCCCATGCAGGATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGAAAAATTAGATGTTCATCAAATATTACAGGGCTATTATTAACAAGAGATGGTGGT
GTAAACGTGAGCGAAAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAGGGCTATTGAGGCGCAACAGCATGTGTTGCAGCTCACAGTCTGGGGCATC 
>MH714351 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAGTACTGAAGGGTTGAATAAAACTGAAAGAA
ATGAAAATGACACAAAGATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTATATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAATAACAATAATGGGAATAATGAGACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714324 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATACCTGGAATAGTACTGACTGGTCAAAAAACA
CTACAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACGAATTAAATGTTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGT
GGTAACGGTACCAATACTACCACCGAGGTCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAGCGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714343 
TTCTACTGTAATACATCAAAACTGTTTGATAGTATTTGGAATGGTACTGAAAGGATAAATAACACTGAAGAAA
ATAGCACAATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAACATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATAGAACGGAGAATGGGACTGAGAATGATAAAGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGACTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH714329 
TTCTACTGTAACACAACAAAACTGTTTAACAGTACTTGGGATGCTAACAGTACTTGGGATGAAAATAATACTA
CAAATGACAATGATGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTATCTGTAACTCAAGTATTACAGGGCTCCTAATAACA
AGGGATGGTGGTAATGACACAAACCAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGGGCTATTGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KU600814 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGTAATAATACTGGGAATGGTACTGACGAAT
TAGGGAACAGTGGAAATAACACAATTACACTACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACGTATTAACTGTACATCAAATATTACAGGGTTGCTATTA
ACAAGAGATGGGGGAAATACTAATAATGATAGTAGCGAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KU600818 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAATCCTGAAAGGTCAAATAGCACTGAAGGAA
ATAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAAGTGTATATCAAATATTACAGGGTTGCTACTAACAAGAGATGGTGGT
AATAATGGTACCACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU600815 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAAGGAGTCAAATAATACTTCGAATGAGACTG
AAATAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
ACCTCCCATCAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGGGTG
GTGAATGGTAGTAGCAATGAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTACAAATTGAACCATTAGGACTAGCACCCACCACGGCAAAAAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY180905 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAGTACTAGGAATAATATAGGAAATGGCACTA
TCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCC



CATTGCAGGAAATATTAGCTGTTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGTGGTAAGAATGAG
AGCAACACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAG
AAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU363827 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATGAGACTAGTGCTTGGAATGATACTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGACGCATTAAATGCTCATCAAATATTACAGGGTTACTATTGACAAGAGATGGTGGT
AGGAATAACGAGAGCAACACCACCGAGACCTTCAGACCTGTAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATC
TGCTGAGTGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>AY905493 
TTCTATTGTAATACATCACAACTGTTCAATAGTACTTGGAATGGTAATACTACTTGGAATAATACTGCAGGAA
ATAGCAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
ACTAATAAGAGCGAGAACACCGAGACATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932492 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGTATAATAATGATACTTGGAATGGTACTACAGGAG
ATGACAATATCACACTCCCTTGCAGAATAAGACAAATTGTAAACCTATGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGG
ACGAATGAGGGCAATACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY905497 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTAATGGTACCTGGAATGGTACTACAAAAAATGGCAATA
TCACGCTCCCTTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGCAATGTATGCTCCTCC
CATTAGCGGGCAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGTACTAATGAG
AGCAGCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY905495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGAATACTAATGGTACTTGGAATGATACTAGTACTT
GGAATAATAGTACAGGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAATGGGACCAACACCACCGACACAGAGATCTTCAGACCTGCAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATT 
>AY905494 
TTCTACTGTAATACGACACAACTGTTTAATAGTACTTGGAAGTTTAATAGTACTTGGAATGATACTAGTACAG
AGAATGGTACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTAGTGGGCAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAAGGAGGAGAACAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215397 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTGGTACTGTGAATGGTACTACAGGAA
ATGGCACTATCACGCTCCCTTGCAGCATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAGAGCAATATA
TGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGAGAGCACGACCACCGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATCACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699990 
TTCTATTGTGATACATCACAACTGTTTAATAATATTTGGTTTAATAGTACTTGGAATGATAGTACTTGGAATA
ATACTACAGGAGATAGCAACATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGG
GAAAGCAATGTATGCCCCTCCCATTAAAGGACAAATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAAAAATGTGAGCAATACCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTACAGTGCAGCAGC
AGAGAAATTTGCTGAGGGCTACTGAGGCGCGACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ699996 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAGTTGGAATAATACTAATACTGAGAATAATACTA
CAGAAAACAGCAATATCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
GAAAGCAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGCAACAGTACCAACGAGACCTTCAGGCCTGAAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACCCACAGTCTGGGGCATC 
>EU131797 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGTATAATAATGGTACTTGGAATGGTACTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTAGTTGTAAATCAAATATTACAGGGTCGCTATTAACAAGAGATGGTGGT
AATAATGGGAGCAGGACCAACGAGACCTTCAGACCTACAGGAGGAGATATGAGAGACAACTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTGTAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131791 
TTCTACTGTAATACATCACAACTGTTTAAGAGTACTTGGAATGTTACTACTGGTACTCCGAATGGTACTACAG
GAAATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTACAGGAGTAATTAGCTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAAAAATGTGACCAATAATGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGGCAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>EU131790 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCATAATAATGGTACTTGGGGTGATACTACAGGAA
ATAGCTCTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCTCCTCCCATTGAAGGGCAAATTAGATGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGT
AAAAATGAGAGCGCCACCGAGACCTTCAGACCTGAGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131788 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGTACTTGGAATGATACTACAGACA
ATAGCACTATCACACTCCCTTGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGACTAATTAGATGCTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGT



ACTAATAAGAGCAGCACCACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCTAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>EU131808 
TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGTATGAGAATGGTACTTGGAATGGGACTAGTAATT
GGAATGGGACTACAGGAAATGACATTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGCAATAATGAGAGCAGTGCCAATGAGACCTTCAGACCTGCAGGAGGAAATATGAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGGAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTATAG
TGCAACAGCAAAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>EU131789 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATAGAAATAGTAGTACTTGGAGTAATACTACAG
GACATAACAATAGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTAGCGGACTAATTAGATGCTCATCAAAGATTACAGGGTTATTATTAACAAGA
GATGGTGGTACTAATGAGAACAACACCATCGAGAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGGGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATA 
>MK053935 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATGAGACTAGTACTG
AGAATAATATTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTAGCGGACAAATTAGATGTTCATCAAATATTACAGGATTACTATTAACAAGAGATGGT
GGTAATGAGACCAACACCACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACACTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ990880 
TTCTACTGTAATACCTCACGACTGTTTAATAGTACTTGGTATAATAATGGTACTTGGAATAATGCTAGTACTG
GGAATGATAGCACTATTATACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGC
AATATATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAAAATTACAGGGTTACTATTAACAAGAGAT
GGTGGGATTAATAAGACTGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGACTGGTATAGTGCAACAGCAAAGAA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215420 
TTTTATTGTAATACATCACAACTGTTTAATGAAACTTGGACTTGGAATAATAGTACTAGGAATGATAATACAG
GAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAATAATACCGACAAAAACACCGAGATCTTCAGACCTGGAGGAGGAAACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGAGAAATT
TGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699995 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATAATAATGGCACTTGGGATGGTACTACAGAAA
ATGGCAATATCACGCTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGGAGAGCAATGTA
TGCCCCTCCCATTACAGGAAAGATTACATGTTTATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGG
AATAATAAGACCAACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215428 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTATGTGAATGGTACTTGGAGTGGTACTACAGAAA
ATGGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGCAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ATTAATGTGAGCAATGACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU363828 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTACAGAAAATAGCAATATTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAGAGCAATGTA
TGCCCCTCCCATTAGTGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGGGATGGTGGT
AATAAGACCAACGAGACCGAAGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGCGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF591612 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGGTAATAGTACTTGGAATGATACTACAGGAG
ATGATCCTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATACGAACGAGACCACCGAGGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTATCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932482 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATTCAAATGGTACTAATACTTGGACAGAAAATG
GCACTATCACGCTCCCTTGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATTAGCGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAA
AATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ699949 
TTCTACTGTAATACATCACAACTGTTTGATAGTACTTGGTGGAATAATGATACTAGTACTTGGAATGGTACTG
CAGAAAATAATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTGATGATGAGAACACCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215423 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGCATGTTAATGGTACTTGGAATGGTACTACAGAAA
ATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCCCCCATTAGCGGGAAAATCAGATGTTCATCAAAAATTACAGGGTTGCTATTAACAAGAGATGGTGGT
GCTAATGAAAGCGACCTCATCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGA
TGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACCGTCTGGGGCATC 
>EU131805 
TTCTACTGTAATACATCAAAACTGTTTAGTAGTATTTGGCATGACAATGGTACTAGTATTTGGAATGATACTA
TAAAAGATGAAAATATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAACTATTACAGGGTTGCTATTAACAAGAGAT



GGTGGCAATGATACCAGTAACAACGAGACCTTCAGACCAACAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCGCCAGGGCAAAGAGAATAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU131800 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAATAATTGGACTAATACTA
CAGAAAAGGGCAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTGCAGGACAGATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAAGAATGAGAGCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGAGATGAGAGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCTTTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCGGGAACGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACCGGCCAGACAATTGTTGTCTGGTATAGCGCAACAGCACA
GAAATTTGCTGAGAGCTATTGAGGCCCAACAGCATATGCTGCAACTCACAGCCTGGGGCATC 
>EU131794 
TTCTACTGTGATACATCACAATTGTTTATTAGTACTTGGAATAATACTAGTACTTGGGAGAATACTACAGGAA
ATAGCGATATCACGCTCCCTTGCAGAATAAAACAAATTATAAATATGTGGCGGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGT
AATAAGAACGAGACCACCAAGACGGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGAAACGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131807 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAATAATACTAGTACTTGGACCAATACTACAG
ACAATAGCACTATCACACTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTGAAGGACAAATCAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTGATAATAAGGACAGTACCACTGAGACCTTCAGATCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTA
AATTATATAAATATAAAATAGTAAAAATTGGACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGCGTCAATAACGCTAACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU131809 
TTCTACTGTAATACAACAAAGCTATTTAATAATACTTTGCAGGATAATAATACTTGGAATAGTCCTTGGCAAG
GGTCAAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAATATTACAGGACTGCTACTAACAAGAGAT
GGTGGTAACGAAAGCGGGTCCGAAATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATCACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH479968 
TTCTACTGTAATACATCAGAACTGTTTAATTGGAATGATACTAGTCCTTGGAAGAATATCACAAGAAATATCA
CGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCAT
TAGAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAGAATGAGAGC
AATGTCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932468 
TTCTACTGTAATACATCACAACTGTTTAATGGTACTTGGAATAATAATGGTACTTGGAGTGGTACTGCTTGGA
ATACTACAGGAAATAACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
GAAAGCAATATACGCCCCTCCCATTAGAGGACAAATCAACTGTTCATCAATTATTACAGGGTTACTATTAACA
AGAGATGGTGGTAAGAATGTGAGCAACACCACCGAGATCTTCAGACCTGCAGGGGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAAACAATTGTTGTCTGGTATAGTGCAGC
AGCAGAGAAATTTGCTGAATGCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932470 



TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATGATACTAGTACTGAGAATGTTACTACAGAAA
ATAGCACTATCGTACTCCATTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAACATTACAGGATTGCTATTAACAAGAGATGGTGGT
AATAATAAAGGCAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932471 
TTCTATTGTAATACAGCAAAACTATTTAATAGTACTTGGCATGCTAATAATACTTGGACTGGTGATAGTACTA
TAGGAAATAGCAATATCACGCTCCCTTGCAAAATAAAACAATTTATAAACAAGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGCGGACTCATTAAATGCCCATCAAAGATCACAGGGTTGCTATTAACAAGAGAT
GGTGGTAAGGAGACCAATACCACCGACATTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932473 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAGTAATAATAGTACCAGTACTTGGAATAATACTA
CAGGAAATGACACTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAATAATGGGAGCGACATTGAGATCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM217584 
TTCTACTGCAATACAACAAAGCTGTTTAATAATACCTTGTTGGCTAATGACACTTGGAATAGAACTTGGCAAC
AGTCAAATGATACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAGGGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTGACACGAATGACACGAATAGGTCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAGCCACTAGGAATAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGAACATGTTGCAACTCACAGTCTGGGGCATC 
>KM217662 
TTCTACTGTAATACATCAAAGCTGTTTAATAATACTTGGACTAATAATACTTGGAATGGTACTTGGCCAAATA
GTACCATCATAATCATCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGAAGGGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGGGATGGTGGT
GGTGGTAATAACTCAACTAACTCAACTGAGCCAACTGAGGAAATCTTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCAATAGGACTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACTTTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCAT
C 
>KM217802 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGGTACTGAAGGGGTAAATACCACTGAAGGAG
AGATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATATATGCCCC
TCCCATCAGCGGACAGATCAATTGTTCATCAAATATTACAGGGCTATTATTAACAAGAGATGGTGGTATTAAT
AACGAGACCCAGACTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGGGTAACTTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM217995 
TTCTACTGTAATACAACAAAGTTGTTTAATAATACTTTGCTGACTAATGATACTTGGCGAGATACTTGGCAAG
AGTCAAATAATACTGAAGGAAATGTCATTACACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAGTTGTTCATCAAATATTACAGGGCTTCTA
TTAACAAGAGATGGTGGCAGCATGAATGAGTCCATAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACCCACCAAGGC



AAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGTTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAAAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JF932475 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGTAATGATACTTGGAATAATACTACAAAAG
ATAGCAATATCACGCTCCATTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACTAATTAGATGTACATCAAACATTACCGGGTTGCTACTAACAAGAGATGGGGGT
AATAATAGGAGCGGGGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTGCA
GAGAGAAAAAAGGGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932476 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGATAGGACTGATAATAATACTCGAAATGATAATA
ATAATACAATCACGCTCCCTTGCAGAATAAAACAACTTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAAAGGACAAATTAACTGTTCATCACATATTACGGGATTGCTATTAACAAGAGATGGTGGT
ACTAATGAGAGCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGCGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932477 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGGTAATGATACTAGTACTTGGACTAACGCTA
CAGAAAATCGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAATAAGAGAT
GGTGGTAATAATGAGAGCACGACCAACAACGAGACCTTTAGACCTGCAGGAGGAAATATGAAAGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932483 
TTCTACTGTAATACATCAAAACTGTTTAATGATACTATTGCTTGGAATGATACAGAACTAGAACTGTTTAACG
ATACTAGTACTGAGAATGATACTATCACACTCCCTTGCAGAATAAAACAAGTTGTAAATATGTGGCAGGAAGT
AGGGAAAGCAATGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAATATTACAGGGATGATATTA
ACAAGAGATGGTGGTAATGTGACCAACAACAAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAAAAAAAGAGCAGTGGGAACAAAAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932484 
TTCTACTGTAATACCTCACAACTGTTTAATAGTACTTGGTATGCTAATAGGACTTGGAAGGGTGATACAGGAA
ATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGTGGT
AATGGGAACAAGACCAACAACACTGAGACCTTCAGACCGGGAGGAGGAGACATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATACCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF932485 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCATAATAAGGGTACTTGGAATAGTACTCGGAATG
ATACTGCAGAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAATAATGAGAACAAGACCACCAACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>JF932486 



TTCTACTGTGACACATCACAACTGTTTAATAGTTCTTGGAATAGTAATACTAGTACTTGGAATAAGACAGGAG
ATAGTAATATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGGAAAGCAATGTA
TGCCCCTCCTATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
GAGGGGAACAGGACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH479957 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATAATACCAGTACTGGGAATGATACTAATACTA
CAGATAGAATTATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGGAGGACAGATTAGGTGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAATACCACCGAGTCTACCGAGTCTACCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932487 
TTCTACTGTAATACATCAAAACTGTTTAACAGTACTTGGCATGCTAATGGTACTTGGACTAATAGTACAGTAG
ATAGCAATATCACGCTCCATTGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGGGGT
AATACTGGGAACACTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTTAAAATTGAGCCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCTCTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932489 
TTCTACTGTAATACATCACAACTGTTTAATGGGAATGGTACTAGTACTGGGAATAAGACTACAGGAAATGACA
CTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGCAATGTATGCCCC
TCCCATTTCAGGACGAATTAGATGTGTATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAG
ACCGATACCACCGAGACCTTCCGACCTTGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF932490 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGAGAATGGTACTATTACTACTAAGAATTTTA
CTACAGGAACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAATATTACAGGATTGCTATTAACAAGAGATGGG
GGTACGGGTAATGAGACCAACAACAATGACACTGAGACTTTCAGACCTGAAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932491 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTGGGAATAATACTAGTACTAAGACAGAAAATG
ATAATATCACGCTCCCTTGCAAAATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCAATGTATGC
CCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTGTTAACAAGAGATGGTGGTAGT
AATGAGAACACGATCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAGATATAAAGTAGTAAAAATTGAACCTTTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGATGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932493 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATACTAGTATTTGGAATAATGTTACAGAAA
ATGGCACTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
GTTAATAAGAGCGAGGGCAACACCACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACGATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAA
GAAATTTGCTGAGGGCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932499 
TTCTACTGTAATACATCACAACTGTTTAATAGTTCTTGGAATGATACTAGTACTTGGAATAATACTACAGAAA
ATAGCACTATCATGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGAATAATTAACTGCAAATCAAATATTACAGGGTTGCTATTAACGAGAGATGGTGGT
GGTAATGAGACTAACACTGAGATCTTTAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTAAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932500 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTAATAATGGTACTTGGAATGATACTGCAAAAA
ATGACAATATCACTCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AGGAATGAGAGTAACACCACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM218168 
TTCTACTGTAATACAACAAAGCTATTTAGTAATACTTGGCAGACTAATAACTCTTGGAATGGTACTTGGCAAG
GGTCAAATAATAGTGATAGAAATGTCCTTATACTCCAATGCAGAATAAAACAAATTATAAACAGATGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGAGAAATTAAATGTTCATCAAATATTACAGGGCTTCTA
TTAACAAGAGATGGTGGTAACACAACTGAGTCCAGAAATGGGACTGAAATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAAAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGACAAAAGAGCGGTAGGAACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTACTGTCTG
GTATAGTGCAACAGCAGAACAATATGCTGAAAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTG
GGGCATC 
>KM218228 
TTCTACTGTAATACATCAAAATTGTTTAATAATACTTTACAGCCTAATAATACTTGGAATAGTACTTGGCAAA
CAGATATTAACGGAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTTATCAAATATTACAGGGCTGCTATTAACAAGG
GATGGTGGTAAAACGAATGGGTCCGAAAATGAGACCGAAATCTTCAGGCCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAGAGAGCGGTGGGAACACTGGGAGCTGTGTTCCTCGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTGCTGTCTGGTATAGTGC
AACAGCAGAACAATATGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF932479 
TTCTACTGTAATACATCACAACTGTTTAATAGTGTTAATGGTACTTGGAATGGTACTGGTACAGGAAATAACA
CTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCC
TCCCATTAGTGGACAAATTAGATGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAAT
GGGAGCAACACCACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAGAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCGATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JF932480 
TTTTACTGTAATACATCACAACTGTTTAATAGTTCTTGGCATGCTAATAGTACTAGGAATAACACAGATAAGA
TCATACTTCCTTGTAGAATAAAACAAATTGTAAACATATGGCAGGGAGTAGGGAAAGCAATATATGCCCCTCC
CATTGAAGGACAAATTAGTTGTTTATCAAAGATTACAGGGTTACTATTAACAAGAGATGGTGGTGGTGGTAGA
AATGCGAGTGAGAACAACACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATGGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932481 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGATTTGGAATGATACTAGTACTTGGAATGGTACTG
CAGAAGATAGCACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC



AATGTATGCCCCTCCCATAGCAGGACAAATTAGATGTTCATCAAATATTATAGGGTTGCTATTAACAAGAGAT
GGTGGTAATGAGAACAACAAGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGAGAA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF346919 
TTCTACTGTAATACATCACTACTGTTTAATAGTACTTGGTATGAGAATGATACTAGTAATTGGAATGCTACTA
AAGAAAAAATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAACTTAACTGCTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGT
GGTGATGGTAATAGTACGGACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JF932498 
TTCTACTGTAATACATCACGCTTGTTTAACAGTATTTGGAATGGTACTAGTACTTGGAATGATACTACAGAAA
ATGACACTATCATACTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGAAAGTAGGGAAGGCAATGTA
TGCCCCTCCCATTAGCGGACCGATTAGCTGTTCATCAAAAATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGAGAGCCAGATTTCCGAGACCTTCAGACCTGAAGGAGGGGATATGAGAGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCGGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960597 
TTCTACTGTAACTCAACACCACTGTTTAACAGTACTTGGGAGAATGGGACACAGGAAGAATGGACACAGCTTA
ATGAGAATAATACTGAAGAGTCAAATATCACCCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATCAGGTGTTCATCAAATATTACAGGACTGCTA
TTAACAAGAGATGGGGGAGGGGAGAACGAGACCTTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX960598 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGACACTCGTATTGAGAATAGTACTGGGAACG
CAAATGGAAGCCATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACTACTTAGATGTTCATCAAATATTACAGGGCTGATATTAGTAAGAGAT
GGTGGTGCTGTCAATACTACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTATGGGGCATC 
>KC899011 
TTTTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGATACTAAAGGAAATGGCACTATCACGCTCG
ATTGCAGAATAAAACAAATTGTAAATATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCCTCCCATTGAAGG
ACAAATTAGATGTTCATCAAAGATTACAGGGTTACTATTAACAAGAGATGGTGGCAATAATGGGAACAACGAG
ACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAACTTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGGGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGATGGCAATTG
AGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>HQ215556 
TTCTACTGTAATACAACAAAGCTGTTTAATAATACTTTTAATAGTGCCTGGCAAGAGTCAAAAGATAATGGCA
CCGAAGGAGTCATCAAACTTCCATGCAAAATAAAACAAATAATAAATAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCGAGGGACAAATTAGATGTTCATCAAATATTACAGGATTACTATTAACACGAGATGGT
GGTAACAAGAGTGAGACTGAGCCTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAATAAAAATTGAGCCATTAGGACTGGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGACAAAAAAGAGCAGTGGGAGTACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTCACGCTGACGGTACAGGCCAGACTATTGCTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTGTTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 



>JF346916 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGCTAATGGTACTTGGGAGGGTAATTCAAGAA
ATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAGTTGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGAGACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF932494 
TTCTACTGTAATACAACAAAACTGTTTGATAGCACTTGGCATAAAAGTAATAATTGGACAGAAAATGGCACTA
TCGAGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGTGGACGAATTAGCTGTTTATCAAATATTACAGGGTTGCTCTTAACAAGAGATGGTGGTGGTAATGAG
ACCAATACGACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX140658 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACTTGGCCAAGTGATGGTACTGATGGTAATGTTACTGGAG
GGTCAAATGACACTATCACACTCCAATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAGAGGAGTAATCAACTGTACATCAAATATTACAGGACTACTGTTAGTAAGAGAT
GGTGGGATTAACAACAGCACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATACAAAGTAGTAAGACTTGAGCCATTAGGAGTAGCACCCACCGAGGCAAAGAGAATAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAATAACGCTGATGGTACAAGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX692916 
TTCTACTGTAAGACATCACAACTGTTTAATAGTATTTGGTATAGTAATAGTACTTGGAATGATACTACAGGAA
ATAGTACTGGGAATATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAAGAATGAGAGCAATACCACCGAGACCTTTAGACCTGCAGGAGGAGATTTGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692929 
TTCTACTGTAATACATCACAACTGTTTAGTAGTACTTGGAATAATACTGGTACTCGGACTGGTACTACTGGAA
ATGACACTATCTCGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAATTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGG
GAGGGGAACGCGACCAGTACTAACGACACAGAGATCTTCAGACCTACAGGAGGAAATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692941 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGGTGGGATGATGTGGATGAGAATGAGACTAGTACTAGTA
ATGGCACTACAGGGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACTAATTAGATGCTCATCAAATATTACAGGGTTGCTATTA
ACAAGGGATGGTGGTAATATTAATGCTACTGGGAACAATACCAACAAGAATAATAACACCGAGATCTTCAGAC
CTGCAGGGGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAGTTGAACCATT
AGGAGTAGCACCCACCAGGGCACAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCT
ATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCA
GACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTT
GCAACTCACAGTCTGGGGCATC 
>KX692973 
TTCTACTGTAATACATCAAAACTATTTGATAGTACTTGGAATGCTACTAGTGATTGGAATGATACTGAGACTA
CAAAAAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTGGATGTTCATCAAATATTACAGGGTTGCTATTAGCAAGAGATGGTGGT
AATAGTGAGAACACCACCGAGACCTTCAGACCTGCAGGAGGAAACATGAGAGACAATTGGAGAAGTGAATTAT



ATAGATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATTTGC
TGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX692981 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATAAAAACAGTACTTGGAATGGTGCTACAGGAA
ATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGCGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGGGAACAATACCACTGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTGGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693001 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGCACTTGGAATGGTGCTACAGGAA
ACGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGACTAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
ACAAATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693029 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGCCTTGGAATGATACTAGTACTGGGAATGATACTA
CAGGAAATAGCACTATCACGCTCCCTTGCAAAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTGCAGGACCAATTAGCTGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAATGGGAGCGCGGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693036 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGAATAATAATAGTACTTGGAATGGTACCAGTTTTA
AGAATGATACTATCACGCTCCCTTGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAATAGGGAAAGCAAT
GTATGCCCCTCCCATTGCAGGACAAATTAACTGCTCATCAAAAATTACAGGGTTGCTACTAACAAGAGATGGT
GGTGGTAAGAATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGACAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693575 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTAATACTAGTGCTTGGAATGATACTACAGGAA
ATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGAAAAATTAGCTGTTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGGGAGCAACACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTATAGTGCAACAGCAAAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX693068 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCCTAGTACTGGGAATGATACTCCTAGTACTGGGA
ATGATACTACAGGAAATGGCACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGGAAAGCAATGTATGCCCCTCCCATTAAAGGGCAAATTAGCTGTGTATCAAATATTACAGGGTTGCTATTA
ATGAGAGATGGTGGTAATAATGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693091 



TTCTACTGTAATACATCACAATTGTTTAATAGTACCTGGAACAGTAATGGTACTCGGAATGGTACCACAGGAA
ATGACATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AAAAATGAGACCAACACCACCGAGACCTTCAGACCCGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATT 
>KX693093 
TTCTACTGTAATACATCAAGACTGTTTAATGAGACTTGGGATAATATTACTACTGGGAATATTGGGAGTAACA
TTACAGAAGATGATATTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTAGCGGACTAGTTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGTACTAGTAAGGCCAATGACACCAATACTGGGACCAATAATAACACAGAAATTTTCAGACCTGGAG
GAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAACTTGAACCATTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATCGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACCATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAGAGTAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCAC
AGTCTGGGGCATA 
>KX693114 
TTCTACTGTAACACATCAAAACTGTTTAATAGTACTTGGAGTAATACTAGTGCTTGGAATGATACTGCAGAAA
ATGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAATATTACAGGATTGCTATTAACAAGAGATGGTGGT
AATGGTGGTAATAATGGGAGCAATACCACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAAAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693689 
TTCTACTGTGATACATCACAACTGTTTAACAGTACTTGGGACAAGAATGGTACTTGGGAAGGTACTGTAGGAA
ATGGAAATGGCACTATCACTCTCCCCTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGAC
GGTGGTAGTGGTAAAAATGAGAGCAATACCACCGAGACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAG
TGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KX693720 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAATGGTAATTGGGATGGTACTACAGGAA
ATGATACTACAGGAAATGGCACTATCATGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGGAAAGCAATGTATGCCCCTCCCATTAAAGGAAAGATTAAATGTTCATCAAATATTACAGGGTTGCTATTA
ACAAGAGATGGTGGTGAAAATGTGACCAACACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX693770 
TTCTACTGTAATACATCAAAACTGTTTAGTAGTACTTGGTATAATAATGGTACTTGGACTAGTACTTGGAATG
AGACTATAGAAAATGACACTATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
GAGAGCAATGTATGCCCCTCCCATTGCAGGAAAAATTAGATGTTCATCAAACATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAATAATAATGAGACCAACGCCACCACCACCGAGGAGATCTTCAGACCTGCAGGAGGAGATA
TGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAAAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>KX693223 
TTCTACTGTAATTCATCACAATTGTTTAATAGTACTTGGTATGTTAATGGTACTCGGATTGGTACTACAGGAA
ATGACACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGGAAGGCAATGTA
TGCCCCTCCCATTGCAGGACCAATTAGATGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT



AATAATACAGATAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACCATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693238 
TTCTATTGTAATACATCACAGCTGTTTAATAGTAATTGGAATGATAGTACTTTGAATGATAATAGTACTTGGA
ATGAAACTACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAGATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAAGAAGAATGAGAGCAATAATAACACTGAGACCTTCAGACCTGAAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693247 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGATGATACTAATATTTGGAATGATACTAGTACTG
GGAATGGTACTACAGAAAATAGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCCATTGAAGGACGAATTAGATGTTCATCAAATATTACAGGGTTGCTA
CTAACAAGAGATGGTGGTAATGGGAGCGATACCACCAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KX693268 
TTCTATTGTAATACATCACAACTGTTTAATAGTACTTGGTATACTAATAATACTTGGAATGGTACTACAGGAA
ATGATACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCTATTGCAGGAAAAATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
ATAAACAATACCAATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGAGGAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KX693886 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAACAATAGTATTTGGAATAATAATATTACTTGGA
GTGATAAAACAGGAAATGACACTATCTCGCTCCCTTGCAGAATAAAACAAATTATAAACACGTGGCAGAAAGT
AGGAAAAGCAATATATGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAATATTACAGGGTTAATATTA
ACAAGAGATGGTGGTAATGAAAACAAGACCACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGAGATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACAACTGTTGCAACTCACAGTCTGGGGCATC 
>KX693314 
TTCTACTGTAATACAACACGGCTGTTTAATAGTACTTGGAATGAGACTAGTACTTGGAATGATACTGCAGAAA
ATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAGGCAATATA
TGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGAGAACGAGACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693326 
TTCTACTGTAATACATCAAAACTGTTCAATAGTACTTGGTATGGGAATGGTAATAGTACTTTGAATGATACCA
CAGAAAATAGCACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGAAAGC
AATGTATGCCCCTCCCATTAAAGGACCAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAAAAATAATGATACTGAGAGCAATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCAGATGTTGCAACTCACAGTCTGGGGCATC 



>KX693339 
TTCTACTGTAATACATCAAAACTGTTTACTAATATTACAGGAAATAGCACTGACCCTATCATGCTCCCTTGCA
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGCACTGTATGCCCCTCCCATTGAAGGACCAAT
TAATTGTTCATCAAAGATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATAGTGAGAACAAGACCGAGACC
TTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTG
AACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGAT
AGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693374 
TTCTACTGTAATACATCACAACTGTTTGATAGTACTTGGAATGATAGTAGTACTTGGAATGATACTAGTACTT
GGAATGTTACTACAAAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCTATTAGAGGACTAATTAGTTGTTCATCAAAAATTACAGGGTTGTTA
TTAACAAGAGATGGTGGTAATAAGAATGATAGCAATACCACCGAGATCGAGATCTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGA
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGT
CTGGTATAGTGCAACAGCAGAGAAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KX693390 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGGATGAAAATAGTACTAAGAATGATAATAATACTT
GGAAAGATACTACAGGAAATGACACTATCACACTCCATTGCAGAATAAAACAAGTTATAAACATGTGGCAGGA
AGTAGGGAGAGCAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGGGGTACGAATGTGAGCAATACCAACGAGACCTTCAGACCTGGGGGAGGAAATATGAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGCTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KX693437 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATGATAATAGTACTTGGAAATGGAACAGGAAAA
ATACTACAGATAATGACACTCTCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
GAAAGCAATGTATGCCCCTCCCATTAGAGGACCAATTAAATGTAGATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGCAATAATGGGACCAGTAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACCGTCTGGGGCATC 
>KX693455 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGATACTAGTACTTGGAATGAGACTACAGGAA
ATAGCACTATCACGCTCCCTTGCAGAATAAGACAATTTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
ATTAATGGGAGCGAGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTAAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX693469 
TTCTACTGTGATACATCAAAACTGTTTAGTAGTACTTGGACTAATACTAGTACTTGGAATAAGACTGAGACTT
GGAATGTTTCTGCAGAACATGACACTATCACGCTCCATTGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGTAATAATACCAATAACACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KX693475 
TTCTATTGTAATACATCAAAGCTGTTTGATAGTACTTGGAATAATACTAGTACTGAGAATAATAATGATACTA
ATATCACGCTCCCTTGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCC
TCCCATTGCAGGACAAATTAGATGTTCATCAAATATCACAGGGTTAATATTAACAAGAGATGGTGGTAATAAT
GGGACCAACAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA



AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATGGTGCAACAGCAGAGAAATTTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693489 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGACTTGGAATGATACTAGTGCTTGGAATAATAGTA
CAGAAAATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCTATTGCAGGACAAATTAGATGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAAGAATGAGAGCAACACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693491 
TTCTACTGTGATACATCACAACTGTTTAACAGTACTTGGCCTTGGAATGATAATAGTACTTGGAATAATTCTA
CAGGAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTGCAGGGCAAATTAACTGTTCATCAAAAATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTATTGATAATACTACGAACGATACCACCAAGAACAACACCGAGACCTTCAGACCTGCAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTG
GGGCATC 
>KX693496 
TTCTACTGTAATACATCACAATTATTTAATAGTACTTGGAATTGGAATGATACTATTCCTTGGAATGATACTA
CAGGAAATGACACTATCGTGCTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCCTCAAATATTACAGGGTTACTATTAACAAGAGAT
GGTGGTATTAATGAGAGCAACACCGCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX693539 
TTCTACTGTGATACATCACGACTGTTCAATAGTACTTGGACTAATACTGGTACTTGGAATGCTACTACAGGAA
ATAATGATACTACAGGAAATATTATCAGACTCCCTTGTAGGATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGGAGGGCAATGTATGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCTAATATTACAGGGTTGCTATTA
ACAAGAGATGGTGGTGAGAATGAGAGCAATACCACCGAAACCTTCAGACCTGAAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP109512 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTATGTTTAATGGTAGTAGTACTTGGA
ATAATACTGGGAATAGTACTGAAAATGACACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATCAGATGTTCATCAAATATTACAGGA
CTGATATTAACAAGAGATGGGGGGGTGGAACAGAACAGCACGAACGACACCGAGACCTTCAGGCCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTGAAACTTGAACCATTAGGAGTAGC
ACCCACTAGGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGACTAGGAGCTATGTTCCTTGGG
TTCTTGGGAACAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>JF932495 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGAGACTAGTGCTTGGAATGATACTGCAGAAA
ATGACACTATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AAGAATGAGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACGGCAGGAAGCGCTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 



>JF932496 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGACTTGGAATGATATTAGTACTTGGAATAATACTA
CAGGAAATAGCACTATCACGCTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAACAGC
AATGTATGCCCCTCCCATCGAAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGAT
GGTGGTAATAAGAACGAGACCCCCGACACCGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>GU647196 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATAATACTAGTACTTGGAATGGTACTACAGGAA
ATAGCATTATTACGCTCCCTTGCAGGATAAGACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGAAGGACCAATTAAATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGA
CATAATGAGAGCAATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU363830 
TTCTACTGTAATACATCACAATTGTTTAACAGTACTTGGACTCCTAATAGTACTTGGAATGGTACTGGTACTT
GGAATGATACTATCACACTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTGAAGGACCAATTAGATGTTCATCAAATATTACAGGGTTATTATTAACAAGAGATGGT
GGTAAAAATGAGAACAACACTGAGAACAACACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY561236 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTTGGAATGGGACTATTACTG
AAAATTCAAATAACACTAATATCACACTCCCATGTAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAGTAATAAGATGTGTATCAAACATCACAGGGCTACTATTAACA
AGAGATGGTGGGAACAACGATACTAACAACAATGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY561239 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGCTACTGATACTTGGAATACTACTACAGGGT
TAAATGATACTGGTAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAATATCACAGGGTTGTTATTAACA
AGAGATGGAGGTAATAACAGCATAAACACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGGGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>HQ377377 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGTATAGTAATGGAACGCGACTTGCAAATGACAGTG
ATACAAGTGAAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGCGGACAAATTAGATGTGTATCAAATATAACAGGGCTACTATTAACAAGGGAT
GGTGGGAAAGGGAATGGGAACGGAACGAACAATAACACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGG
ATAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAGCCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAACAGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGATGGCTATTGAGGCGCAACAAAATATGTTGCGACTCACAGTCTGGGGCATC 
>AY586542 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGTTAATAATAATATTAGCGGGCAAAATAACA
CTGAAGCTAATATTACACTCCCATGTAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAACGGGACCAATAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT



GCAAAGAGAAAAAAGAGCAGTGGGAATGGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAATGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU668963 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGGGAATAATACTTGGAATAATACTGATGACG
CTGCTACTATCACTGAGAATGCGACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCGAGGACATATTAGCTGTTTATCAAACATTACAGGGCTGATA
CTAACAAGAGATGGTGGTAAGGGCAATGACACCAACAACAACACTGAGGTCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCGATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAGCAGCAGAGCAATATGCTGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTTTGGGG
CATC 
>FJ388890 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACTTGGAATAATACTGGATGGTCAGCTGACACAAATGGCA
CTAATGGCACTGAAGGAAATATCACACTCAAATGCAGAATAAAACAATTTATAAACCTGTGGCAGCAAGTAGA
AAAAGCAATGTACGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAACATTACCGGGATACTATTAACA
AGAGATGGGGGCAATAATAATGGGACCAACACGACAGAGGTATTCAGACCTGGAGGAGGAAATATGAAAGATA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCCTTAGGAATAGCACCCAACAAGGCACA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGATAGGGAGGCGCAACAACATCTGTTGCAACTCCCTGTCTGGGGCATC 
>FJ388895 
TTCTACTGTAACACAACACCACTGTTCAATAGTACTTGGAATCCTAATGGTATTTGGGAGGGTACTACAGGGT
CAAATGACACTGGGTCAAATGACACTGTCACACTCCAATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACCAATTAAATGTTCATCAAATATTACAGGGATGCTA
TTAACAAGAGATGGTGGTAATAGTACTAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGACAAAAGAGCAGTGGGAATAATGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGGCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCGACTCACTTTTTTTGGCATC 
>FJ388898 
TTCTACTGTAATTCAACACCACTGTTTAATAATACCTGGAATGGTACCGAATTGACAAATAATAATAATAATG
AAGAAAATATCACAAATAATGAAGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGCTCATCAAACATTACAGGGCTG
CTATTGACAAGAGATGGTGGTAATGATAGTAACACAACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGCTTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>FJ388905 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTTGAAACCAAAAAATAGCACTATCCAAAGATATAGAG
ATAATAGAGATAATGACACTATTGTACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAGGCAATGTATGCCCCTCCCATCAGAGGACAGCTTAACTGCTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGATGTTAATATCACCGAGAACGGGACTGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCACA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388910 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGCTGATGGTACTCGGAACGATACTGAAGGGT
CAGATAACAACAACAATACAGAAACAATCACACTCCCATGCAGAATAAAGCAAGTCATAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCCTCAAGCATTACAGGGCTACTA
TTAACAAGAGACGGTGGTGACAACTCCACTAGCAGCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388911 



TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTGGGCTAATAGTACTGGGCCTGGTAATGGAAATG
GAAATATCACAATCACATCTGAAAGCATCATAACTCCATGCAGAATAAAACAACTTATAATCAGAAGACCGCA
AGAAGTAAGAACAACATCTGCCCCTCCTATAGCAGCAGAAAATATTTGTTGTTCAAAAATTACAAGAGTGCTA
TTAACAACAGAAGGTGGTGATAATACAAACGGGAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388912 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATGATACCGAAAGGT
CAAATATCACAGAAGAAAATTTCAATATCACATTCCCATTCAGAATAATTCTAATTATAAGCAGGGGACTGGA
AATAGCAAAATCAGCCCCTCCCCCCACCGGCATAAGTAAAATTTCATGTTCTTCAACGAGTACGGGGTTGACA
AGAGCAAGAGGTGAAGGTAATGATAACAACGGGACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGCAAAGAGAAAAAAGAGGAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AACAAAACAATTTGTTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>FJ388960 
TTCTACTGTAATACAACACAACTGTTTACTAGTAAGTGGAAGAATGGTACTAGATTGTCAGAGAACAAAACTA
ACACAGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCTTCAAATATTACTGGGTTGCTATTAACAAGAGAT
GGGGGTGATACCGGGGAGAACGAGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAG
GTGAATTATATAAATATAAAGTGGTACAAATTGAACCCTTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAGTGGTGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388914 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAGTACTAGCTGGCCAAATAACACAAATAACA
CAAATGACACTAACACAAATGACACTATCACACTCAGATGCAGAATAAAACAAATTATAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAATATTACCGGGTTGCTA
TTAACAAGAGATGGGAGTGATGCGAACAGCACGATCGAGGTCTTCAGACCTATAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATGGGGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACATAATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388915 
TTCTACTGTAACACAACAAAACTGTTTAACAGTACTTGGACTTGGAATAGTGGTACTTGGAATTCAACAAATA
GTAGTACTAATGGAATTGACACTATCACTATCACATGCCCAATAAGGCTAAGTGTAAACGCGTGGCAGGAAGT
AGGAATAGCAATGTCTATCTCTGCCCTCAGAGGCCGAATCAAGAGTTTATCAACGTTTACAGGTACAGGATTA
ACAAGAACAAGTGGTGGCGCCAACGAGGATGAGAACAGGAATGAGACCTTCAGACCTGGGGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCTTTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTGTTGTCTGGTATAGTGC
AACAGCAAAGTAACTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388918 
TTCTACTGTAACACAACACAACTGTTCAATAGTACTTGGAATTTAACACAATCGTTTAATAGTAGTACTGAAG
GGTCAAGTGGCACTGGGTCAAGTGGCACTATCACACTCCCATGCAGAATAAGACAAATTGTACACTTGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATCAGGTGTTCATCAAATATTACAGGGCTG
CTGTTAACAAGAGATGGTGGTAATGATGGTAATGACTCCAATACTGAGGTCTTCAGACCTGGGGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGCTAGGAGCTTTGCTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAAGCCAGACAATTGATGTCTGGTATAG
TGCAACAGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ388920 
TTCTACTGTAGTACAACACCACTGTTTAATAGTACTTGGGATAATAATACTGAATGGTCAAATAACACAAGTA
AAAATAAAAATGACAGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAACTGTTCATCAAATATTACTGGACTACTATTAACA
AGAGATGGGGGTGGAAACGAGAGCAATATCGAGACCTTCAGACCCGCAGGGGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATACAAAGTGGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG



AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388923 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGATACTAGTCGGCCAAATATCACAGGTGAGG
AAGATAATGGTGAGGAAGATAATATGATACTCACATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACCGGGTTGCTCTTA
ACAAGAGATGGGGGTAATGACAGCAGCAGGACCGAGGTCTTCAGACCTATGGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTGCAAGTTGAACCATTAGGAGTAGCACCTACCACAGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388963 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGTTAGTACTGGGAATGGAAATAAAACTGGAG
AGGGCACAAATAGTAATGGCACAAATAGGAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAATATTACAGGG
CTGTTATTACCAAGAGATGGTGGTTTAAATAATAGCACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTTCCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGCTAGGAGCTGTGTTCATTGGGTTCTTAGGA
GCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ388924 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGTAATGGTACTGAATGGTCAAATAACACAAATA
ACCCTAATAACCCTGACAGAGATATCACACTCACATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACTGGGTTACTATTA
ACAAGAGATGGGGGTAAAAACGAGAGCGAGGCCACCGAGGTCTTCAGACCTGCAGGGGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388964 
TTCTACTGTGACACAAAACCACTGTTTAATAGTACCTGGAATAGTAATAGTACTTGGAATGTTACAAATGACA
CTGACACTGCAGAAAATATCACACTCCAATGCAAGATAAAACAAATTATAAACTTGTGGCAGAGAGTAGGAAG
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGA
GATGGTGGTAAGGAAAATAACACGAACTCTACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCTTCCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTATAGTGCAGCAGC
AGAGTAATTTGCTGCGGGCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTTTGGGGCATC 
>FJ388927 
TTCTACTGTAATTCAACAGAACTGTTTAATAGTATTTGGTATGCAAATGGTACTAGGAATAGTACTGAAGGGG
CACATAACGAATCACATAACGAAACTATCACGCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGA
AGTAGGAAAAGCAATGTGTGCCCCTCCCATCAGAGGACAGATTAGGTGTTCATCAAATATTACAGGGCTACTA
TTAACAAGAGATGGTGGTAACGAGAACAACACCAACACAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCG
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGTCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGATGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ388933 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAGTAACGGTACTGACA
GTGAAAATAACATCAATAATAACAACACTGAAATCGTACTCCCATGCAAAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAATTGTACATCAAATATTACAGGG
CTGCTACTAACAAGAGATGGTGGTAATAGTAGCGGGACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATT 
>FJ388935 



TTTTACTGTAATACATCACAACTGTTTAATAGTAGTTGGGATGAGAATGCTAATGCTGGGAATAATACTCCTG
GGAATGATACTCCTGGGAATGATACTATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAAATATTACAGGGCTGTTA
TTGACAAGAGATGGTGGTAAGAACAACAGTAATGATAACAATACTGAGATCTTCAGACCTGAAGGAGGAAATA
TGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGAAGATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTAGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCTAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAACAACTTGCTGAAGGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTTTG
GGGCATC 
>FJ388936 
TTCTACTGTAATACAACGCCACTGTTTAATAGTACTTGGAATTGGAATAATACTGGAGAGCCAGAAACCACAA
ATGACACTGACACTAATAAGAATATCACACTCAAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACTGGGTTACTATTA
ACAAGAGATGGGGGTAGTACCAAGAACGGGACCCAGAACGAGACTGAGGTCTTCAGACCTGAAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGG
CATC 
>FJ388937 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATAGTACTAAATGGTTAAATAGCACTGAAGGAG
AAAACATCACAACTGAAGGAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAC
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAATATTACAGGGCTACTA
TTAGTAAGGGATGGTGGTAATACCACTAGTAGCAATTCCACCGAGACCTTCAGACCGGCAGGTGGAGATATGA
GGGACAATTGGAGAAGTGAATTGTATAAATACAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAG
GGCAAGGAGAAGAATGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGTAGGAGCTGTGTTCCTTGGGTTCTTG
AGTGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAGTTATTGTCTGGTA
TAGTGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGG
CATC 
>FJ388939 
TTCTACTGTAATACAACACAACTGTTTAATAGTATTTGGAATCGGGATGATATTTGGAATACTACTGGGGGGA
ATGGTACTGAGTCAAATAACAATATTACTCTCCCATGCAGAATAAGACAAATTGTAAATAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACACATTAGTTGTTTATCAAATATTACAGGGCTACTATTA
ACAAGAGATGGTGGTGTTAATAAAAGTGCCATCGAGACCTTCAGACCATTAGGAGGAAATATAAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCGGCACTAGGAGCGCTGTTACTCGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ388955 
TTCTACTGTAATACATCACAACTGTTCAATAGTACTTGGAACACCACTGAGCTTGAGTCAAATATCACAGATG
AAAATATCACAGATGAAAATATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTACGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAGTAATACCACAAATGGAACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAAAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF683736 
TTCTACTGTAATTCAACTGCACTGTTTAATAGTACTTGGAATAATACTGCAGGGTCAAATAACACTACAGGAA
ATAACACTACAGGAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAATATTACAGGGATACTATTA
ACAAGAGATGGTGGTAATAATAATAGCACAAACAAGTCTGAGTCTGAGACCTTCAGACCTGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGATTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAGCAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGG
CATT 
>JF683741 
TTCTACTGTAATTCAGCGGGACTGTTTAATAGTACTTGGGGGACTACTAATGGTACTTGGAAGGGGACTGAAG
GGTCAGCTAACAATAACACTCTCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG



AAAAGCAATGTATGCCCCTCCTATTAGAGGAAATATTAGCTGTTCATCAAATATTACAGGGTTACTGTTGACA
AGAGATGGTGGTAATAATAATAATAGTGGGACGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683743 
TTCTACTGTAATACAACACCATTGTTTAGTAGTATTTGGAATGGTACTAAGAGGGTAAATGGAACTAACGAAA
CTGAAACTGGAGACAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGTTACTAACAAGA
GATGGTGGTGTTAGTAATAACACTACAGGGAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCATTTGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683747 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTTGGGGGTGAATAGTACTTTGGGGG
TTAATAATGGTACTGACAATGACACTATCATCTCACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTG
ATATTAACAAGAGATGGTGGGAGTAGCAAGAATAACAGCACGAATGAGACTTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAC
CCAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCTGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATT 
>JF683751 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGAAGGGTCAAATAACACTG
AAGGAAATGGCACAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGTAATAGCACCATCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGTGGCAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683753 
TTCTACTGTAATACAACAAAACTATTTAATAGTGCTTGGATTAATGGTACTTGGAATGGTACTGAAGGGTCAA
ATAAATCAACCACCATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGATACATTAATTGTTCATCAAATATTACAGGACTGCTATTAACAAGGGAT
GGTGGTAATAATGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGACGAGTGGTGCAGAG
AGAAAAAAGAGCAGTCACACTAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGA
GGGCTATTGGGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683754 
TTCTACTGTAATACAACACCACTATTTAATAGTACCTGGAATGATACTAGCTGGTCAGTGGCCACTAAGAATG
ATACAAATATCACACTCGCATGCAGAATAAAACAAATTATAAACCTGGGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGGGGT
AGCAACGAGAACAATGGAACTGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCACGGAGAAGAGTGGTGCA
AAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGG
GCAGCTTCAATTGGGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683769 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATGAAACACAATTGCATAATAGCACTTGGAATG
AGACTAGAAATGACAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTACATCAAATATTACAGGAATGTTACTGACAAGA
GATGGGGGTAGTAACCCTAACAATACTAACAATACTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA



GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF683775 
TTCTACTGTAATACAACACAACTATTTAATAGTAATTGGACAGTAGTTAATAGTACTTGGTCAGCTAATAGTA
CTTGGAATAGTACTACAGGGTCAAATAACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAATATTAGTTGTTCATCAAATATTACAGGG
CTGCTCCTAGTAAGAGGAGGTAATGAATCAAAATCACAAGAGATCTTCAGACCTATAGGAGGAAACATGAAGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCTGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF683778 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTTTTACTGGGAATACCACACAACTGGTTAATG
GGAGTGTGAATGAGAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCCCCTCCAATCAGAGGACCAATTAGCTGTACATCAAATATTACAGGGCTGCTATTAATAAGA
GATGGTGGTGTTGGCAATGAGACCAATAGCACCGAGATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCAATAGGAGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JF683785 
TTCTACTGTAATTCATCACAACTGTTTGATAGGTCTTGGCATACTAGTGGTACTCGGAAGGATAATAATACAA
GTATAAATGGAACTATCATACTCCCATGTAGAATAAAACAAATTATACATATGTGGCAGGAAGTAGGGAAAGC
AATGTACGCCCCTCCCATCAGAGGAGCAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATGGCAGTAATAATGAAACTGAAACTTTCAGACCTATAGGAGGGAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683787 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATACAACAGGGAATACAACAGAATGGGGTAATA
GTACTGAAAGTAATAGTACTGAAGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGAAAAATTAAATGCTCATCAAATATTACAGGGTTA
CTATTAACAAGAGATGGGGGTGATAATAACGAGACCAACGGAACTGAGGTCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CCAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGG
CATC 
>JF683788 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGTATAATATTGATAATGCTACAGGGACAGATGGTA
ATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGTGGACAAATTAATTGTTCTTCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGT
AATAGTAATAACAGTAATGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683790 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATAGTACTGATACTGGGGGTGAAACTA
ATGAAAATATCACACTCCCTTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAGGCAATGTA
TGCCCCTCCCATCAGCGGAGTAATTAATTGTCTATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGT
AATAATAATGAGACTAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAGAAGAGCAGTGGGATTTGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683794 
TTCTACTGTGATACATCAGAACTGTTTAATAGTACTTGGAATAATACTAAAAGGGTAAATAACACGAATAACA
CAAATGAAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCAGTGGACCAATTAAATGTACATCAAATATTACAGGGCTGTTATTGACTAGAGATGGT
GGTAAGAATAACACGAATGGGACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAAAGAGAAAAAAGAGAACTAACGATGGGAGCTCTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF683801 
TTCTACTGTAAGACATCACAACTGTTTAATAGTACTTGGCAGTCTAATGATACTTGGCTGCCTAATGGTAACG
AGAGTGATGCCAAGATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATAGCAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGCAACAACAATGACAATAACAGCGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF683804 
TTCTACTGTAATTCAACACGACTATTTAATAGTACTTGGTATAATAATGGTACTTGGAAAGGTACTGAAGGGA
TAAATAACACCGGGATAAATAACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAAATGTACATCAAATATTACAGGGCTGTTA
TTAACAAGAGATGGTGGTACTAACGGGACGACCGATGGTACTAACGGGACGACCGATGGTACTAACGGGACCG
AGATCTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTAAATTATATAAATATAAAGTAATAAA
AATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGCACTA
GAAGTTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTAC
AGGCCAGACTATTGTTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGAGCCATTGAGGCGCAACAGCA
TATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403048 
TTCTACTGTAATACAGCACAACTGTTCAACAGTACGTGGACAAATGATACTGGGGAAGTGAATGATACTAAAG
AGTCAAATGACACTATCACACTCCCATGCAGGATAAAACAATTCATAAATATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGATCAATTAGGTGTTTATCAAATATTACAGGGCTGCTACTAACAAGAGAT
GGTGGTAATGGTAATAGGTCCGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124812 
TTTTACTGTAATACAACAAACCTGTTTAATAGTACTTGGTCTAAAAATGATACTAATGTGACAAACAAAACTG
ATAATGACATTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCCTCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGCAATAATAGCACCAATGGGTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTTACAGTCTGGGGCATC 
>KT124752 
TTCTACTGTAATACAACAAAATTGTTTAGTAGTAATTGGACTTGGGATAATAATAATACGGGTAATTGGACTG
GTACTTGGAATAGTGTTAATAACACTGAACATAATATCACACTCATATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGGAGTAGGAAAAGCGATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACA
GGGCTGCTGTTAACAAGAGATGGTGGTATTACTAACACTAGCAATAATACAGAGACCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGATTTGGGAATAGGAGCTTTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCACAGCATCAATAATGCTGACGGTACAGGCCAGACAATTACTGT
CTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATC 
>KT124755 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAACGTTTAAATAGCACTGAAAGTA
ATGATAATATCACTATCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACGAAAACAATACCATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACACCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124757 
TTCTACTGTAATACATCACGATTGTTTAATAGTACTTGGAATAACACTAAAAACAGAGATATAGATATGACTG
GAGACATAAATGGAACCATCACGCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCCGGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGTAATGATACTAAGAACAATACTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AGAGCAACCTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATC 
>KT124794 
TTCTACTGTAATTCAACAAAGCTGTTTAACAGTACTTGGTATCCTAAAGGTAATAGTAGTAATAGTACTAGTG
GTACTGAGAATACTACTGAGATCATCACGCTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGACAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAGCTGTTCATCAAATATTACAGGGATACTATTA
ACAAGAGATGGTGGTACAAACCAAAATGAAAATGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAGAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGTCAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124800 
TTCTACTGTAATACAACACAACTGTTTAACAGTAATTGGACGACTAATAATACTGGGAGTAATGATACGGAGA
TTAATGATACTATGGAGATTAATGATACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTTTGCCCCTCCTATTAGAGGACAAATCAGCTGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGCGACAACAACGAGACAGAAACCACCGAAATCTTTAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGGGTTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGTTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KT124810 
TTCTACTGTGAGTCAACACCATTATTTAATAATAGTTCAGAAGGGAACTTTAGTAGTTCAGAAGGGAGCTTTA
GTAGAAGCTCAAGTAACAACAACAGCACAATCACGCTGTCATGTAAAATAAGACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGGCAAATTAGATGCTCATCAAATATTACAGGGCTG
TTATTAACAAGAGATGGTGGTAAGGAGACAGAAAATAATACTGAGATCTTCAGACCAGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAACACTAGGAGCTATGTTCCTTGGTTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KT124749 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAATACTACTAGGAATGACA
CTGGAGGTGAAGATAAAATTACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGATACTATTAACAAGA
GATGGAGGTAATACAAGCAGTACTATTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCATTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124753 
TTCTACTGTAATTCAACACCACTGTTCAATAGTACTTGGAATGAGACTAGTATTTGGAATGATCCTAATAATA
ATACTTGGAATGCTAATGCTACTGAATTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGAATAATTAGATGTTCATCAAACATTACAGGACTG
ATATTAACAAGAGATGGTGGTAATAACAATGACACAAATGACACCGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAGCACTAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KT124754 



TTCTACTGTAATACAGCAGCACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTTAAATAGCACTAACGAAA
ATGGTACTATCCCTATCACACTCCCATGCAAGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGTGGAAGAATTAACTGTTTATCAAATATTACAGGGCTGCTACTAACAAGAGAT
GGTGGTAATAATAGAGAGAGCAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCGCTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATC
TGCTAAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC247955 
TTCTACTGTAATACATCAAAACTGTTTAATGTGAGCACTAGACAGACAAATGACACAAATAGAAATATCACAC
TCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
AGGACAAATTAGATGTTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGTGGTAACAGCAGCAACAAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGAC
ACTGGGAGCTATGTTCCTTGGGTTCTTAGGCATGGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAAC
AGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT124772 
TTCTACTGTAATACATCAAAATTGTTCAATAGTACTTGGCATAGGAATAATAATACAGTCTCAGGAAATGTCA
CAGGGAATATCACACTCCAATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCGTCAGCGGAAAAATTAGTTGTGTATCAAATATTACAGGGATACTTTTAACAAGAGATGGAGGT
AATAACAACACAGAGAACAGCACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124797 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACCTGGATTAGTAATGGTACCTGGATTATAAATAGTACTG
GTAATGGGACTAATGATACTGAAGGGTCAGATATCACGCTCCCATGCAGAATAAGACAAATTGTAAATAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAGTGGATATATTAGATGTTCATCAAATATTACAGGG
ATACTATTAACAAGAGATGGTGGTAATGACGAGAATACCACCGATACCGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCCTTAGGAATAGCACC
CACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAGCAGCAAAACAACTTGCTGCAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KC248026 
TTCTATTGTGACACAACACAACTGTTTAATAGCACTTGGATTAATGGTACCAGGAATGATACTGAAGGGTCAA
ATAATACTATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGT
ACGGACAATGACACAAGTAATGAGACCGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTTGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC248015 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGAATGATTCTACTTCAGGGAATACCAATGCAAATG
ACACTATCATACTCCCATGCAGAATAAGGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGTGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTATT
AACAAGAGTGAAACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124802 
TTCTACTGTAATACTTCACAACTGTTTAATAGTTCCTGGAACGGGACACAGAGCGAGACAAATAACACCAACA
GAAATGACACACTCACACTCCAATGCAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACCAATTAGATGTTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGT
GGTAGTGGTAATACAACCAGCAACACTACTGAGATCTTCAGACCTGGAGGAGGGAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG



AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124765 
TTTTACTGTAATACAACAGAACTGTTTAATAGTATTTGGGTTAATGGTTCTTGGGTTAATGGGACTAATAATG
ATACTGAATCAAATTCCAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGG
AAAAGCAATATATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACA
AGGGATGGTGGGATAGACAATAACAAAACCAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGGACTAGGACTTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124811 
TTCTACTGTAATACATCACAGTTGTTTAATGGTACTTGGAATAGTACTGTGGGATGGATAACTGAAGGATCAA
ATAACACTGGAGGAATTATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGATGGCAGGAAGTAGGAAA
GGCAATGTATGCCCCTCCTATCAGAGGAAATATTAGCTGTCTATCCAATATCACAGGGCTATTATTGACAAGA
GATGGTGGTAGCACAAACAGTAGTAATGATACAGAGACCTTCAGACCTGGAGGAGGAAATATGATGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATCGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAG
AAGAGTGGTGCAAAGAGACAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KT124767 
TTCTACTGTAATACAACAGAACTGTTTAATAGTGTTTGGAATAATAGTGGAAGGGTAACTGGCACTGGAAATA
GTACTAACATCACACTCCCATGCAGAATAAAACAATTTATAAATATGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
CCTAACAAAACGGAGAATGATACCTTCAGACCTACAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGACCTAGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324301 
TTCTACTGTAATACAACACAACTGTTTAATAGTGACTGGACGATTAATAATGGTACTGGGAATGATACTGAAG
GGTCATTAAATAGCAGTGACATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGACAGGGTAGTAATGCTACAAATGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY324379 
TTTTATTGTAACACAACACAACTGTTTAATAGTACATGGGATAATGGTACATGGCATAATGAGAATAATGAGA
ATAATGGAACATTTAATGCAACAAGCCATGAAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACAT
GTGGCAGACAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGTGGACTAATCAGATGTTCATCAAATATTACA
GGGCTGCTATTAACAAGAGATGGTGGTAGTAATAACAGCCTTAATGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCTC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAGCTAACAGTCTGGGG
CATC 
>KY324630 
TTTTACTGTAATACAACCCAGCTATTTAATAGCAGTTGGAATGCAACACAACTATGGAATACTGGGATGGAGA
ATAATAGCTTTGGGATGGAGAATAATAGCTTAGAAATTATCACACTCCCATGTAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGATTAATTAGATGTTCATCAAATATC
ACAGGGCTGCTATTAACAAGAGATGGTGGGATGCACAATAAGAGTAATGAGACTGAGACCTTCAGACCTGCAG
GGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCTTTAGGGAT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGACGCTGGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATC 
>KY324641 



CTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGTTTAACAGTACCAACATTACTGACACTAGAGAAA
ATAGCACAGAAATAATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGCATATCGAATATTACAGGGCTGCTGTTAATAAGAGAT
GGTGGTAACATCACCAATAGTACATCCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGGACATTTGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KY324761 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATTTTAATAGTACTTGGAATACAACACAATTGC
TTAATAGTAATTGGAATACAACTAGTACTGAGAAGAACATCACACTCCCATGTAGAATAAAACAAATTATAAA
CAGGTGGCAGGACGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATT
ACAGGGCTACTATTAACAAGAGATGGTGGTGTTGAGAACACCAACACCACAGAAGTCTTCAGACCTGGAGGAG
GAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAATAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCTGTAACATTAGGAGCTCTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGT
CTGGTATAGTGCAGCAGCAAAACAACTTGCTGCAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KY324808 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGGGGACTAATACTACAAAGCCAGAAATCGCAAATG
GAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGGGGAGAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTT
AACAAGACAAATGATACAAATGACACAAATAACACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAATGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGCACTAGGAGCTCTTGTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAAC
AGAACAATCTGTTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK115683 
TTCTACTGTGATTCAACGCAACTGTTTAATAGTACCTGGCTGCCTAATAATGAGAGTAATTGGTATAATAATG
GGAATAATACTACAGGGTCAAACAACAGTACAGCCAATATCACACTCCCATGCAGAATAAAACAAATTATAAA
CCTGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGCAATCAATTGCTTGTCAAATATT
ACAGGGTTGTTACTAACAAGAGATGGTGGGAATAATAACGAGACAACCGACCCCACCGAGATCTTTAGACCTG
GAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGG
AGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGTCTCGGAGCCTTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAAT
TATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACT
CACAGTCTGGGGCATC 
>MK115918 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGGATAGTACTTGGAATAATACAG
ATAATATCACACTCCCATGTAGAATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGC
TCCTCCCATCCGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACAAGGGATGGTGGTAAC
GGGAATGAGACGAGAGAAACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAATAGGAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGACTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK116058 
TTCTATTGTAATACAACACAATTGTTTAATAGCACTTGGGATAATGGTACTGAAAAGTCAAGTAACCTTGGAG
GAAATGATACAACCATCATTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTGACAAGAGAT
GGAGGTAATAGTACTGACACAAATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCTCTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCAATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK116212 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAATACTTGGAATAGTACAG
GTAATATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCCGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAC
GAGAGTGAGAGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT



ATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAATAGGAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK086129 
TTCTACTGTAATACAACAAAACTGTTTAATAGGACCTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATA
GTACAACTATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAATAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATCACAGGGCTGATATTAACAAGAGATGGTGGT
AATGACACTAACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTTCTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGACCAGACGATTAGTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACACAATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN090868 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAATACTTGGAATAGTACAG
GTAATATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCCGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAC
GAGAGTGAGAGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAATAGGAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF490512 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAAGTTTAATGGTACTTGGAAGGTTGTTGAAGGAT
CAAGTGACACTGCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACA
AGAGATGGTGGTAATAACACAAACGAGACCCCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U43096 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGAATGATACTAAAGAGTCAAATAACACAAATGGAA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAAAAT
AAGGACAACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
CGGTCAATGGCGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U43141 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAATACTAGTACTTGGAATGATAATGGAAATG
ACACTATCATACTGCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAAT
GATAACAGTAGTACCACCGAGATCTTCAGACCTGGAGGGGGAAATATGAGGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCACGGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514704 
TTCTACTGTAGTACAACACAATTGTTTAATAGTACTTGGAGTAGTACTGGAGAGTCAAATAACACCAATGGCA
CAGGAACAAATGGCAATATCATACTCCCATGCAGAATAAGACAAATTGTAAACTTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAGTGGTAATAACACGGACAATGCCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAGCAGAATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514705 



TTCTACTGTAACACTTCACAACTGTTTAATAGTACTTGGTATAGCACTTGGAATAGTACTTGGTATAGCAATA
GGAATAGTACTGGAGGGTCAACTAACGAGAGCGACATAATCTCAATCCCATGCAAGATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAACTGTTTCTCAAACATT
ACAGGGCTACTATTAACAAGAGATGGTGGTCTAAATGTTACCAATACCAGTGAGACCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGC
ACCTACCCAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAAGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGT
CTGGGGCATC 
>EF514706 
TTCTACTGTAATACAACACTACTGTTTAATAGTACTTGGAATGATACTACAGGAAGGTTAAATACCACTGAAG
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAAT
AATAATACCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>EF514707 
TTCTACTGTAATACAACACCACTGTTTAATAGTACGTGGAATACTAATACTACAGAGCTAAATAACACTGATG
ACAACAATGGCACATTCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCAATCAAAGGACGAATTAGCTGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGAT
GGTGGTAACCCAAACAGTACCAGTACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGGAATAGGAGTTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF514709 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGGTCAAATAACACTGAAAGAA
ATGACACAATCACACTCCCTTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACGCAAGCGGGCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGCAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514710 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTAGCAACTCAAATACCACAAATGGCA
CTATCACACTCCCATGTAGAATAAGACAAATTGTAAATTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGGGGACTAATTAAATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAATAAC
ATAAGCAATACCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514711 
TTTTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATGATACTAGAGAGTCAAATAATAATGTAGGAA
ATGACACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AAAGAAGGGAACGGGACGACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCTCTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGTTCCTTGGGTTCCTGGGAGCGGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGATGGCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>EF514712 
TTCTACTGTAATACAACACAACTGTTTAGTAGTACTTGGAATGAGAGTACTTGGAATGAGAGTACATGGAATA
ATACAGGGAATACTACCCCTGAAAGAAATGAAACTATCACACTCTCATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCGCCCATAGAAGGACACATTAACTGTTCATCAAATATTACA
GGGCTGCTATTAGTAAGAGATGGGGGTAACAGGAGCAAGAGCGAGAATAACGGGAACGAGACCTTCAGACCTG
GAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGG



AATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGTAATAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAAACAATTAT
TGTCTGGCATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>EF514697 
TTCTACTGTAATACAGCAAAGCTGTTTAATAGTACTCTGAATAATACTGAATGGTCAAATATCACTGCAGAAA
ATAATGAAGACAAAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGCGGACCAATTAACTGTTCATCAAGTATTACAGGGCTGATATTAACAAGAGAT
GGTGGTAATATTAATAATAATAGCATGAGAGATAATGACACCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF514701 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAACAGTAACAGTACCTTAACTTTAACTGGTCCTG
AAGAGTCAAACAGCACTGATAATAATATCACACTCCCATGCAGAATAAAGCAGTTTATAAACCTGTGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACGAATTAAATGTACATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGGAATAGCAGCAACACCACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCGGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAACAACTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ694790 
TTCTACTGTAATACGACACGACTGTTCAATAGTATGTTCAATGGTACTTTGAAGAATACTACAGGGTCAAATA
ACACAGGGAATAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACTAATTAACTGTGTGTCAAATATTACAGGGCTGATATTAACA
AGAGATGGGGGTAAGAGTAGTAACGAAAACGAGACCTTCAGACCTATAGGAGGAAATATGAGGGACAACTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTGCGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839597 
TTCTACTGTAATGCAACAGAGCTGTTTAATAGTACTTGGAATGATACTACTGGGAGTGTTACTGAAGGTAATG
ACACAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGGGGATATATTAACTGTTCATCAAACATTACAGGGCTGCTATTAATAAGAGATGGGGGTATT
AATAATACAGGCAATGAGACCTTTAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU839596 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCTTGCTAATAGTACTTGGAATGATAATGATACTA
GTACTGATAATAGTACTATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATCACAGGGCTACTATTAACAAGA
GATGGTGGTAATGAAAGTGAGTTCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCCATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ817365 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTTGGAATGTAAATAAAACTGTAAATGACACTGAAAAGG
AAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTACTAATGAGAGATGGTGGTAAA
GAGGAAAACGGGACCATCATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGCGGTGCAGAGAGA
AAAAAGAGCAGTGGGCATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATCTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY658702 



TTCTACTGTAATACAACACCATTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAATACTGCAA
ATGAAAATGATACAACCATCACACTGCAATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAGGGGAAATATTACATGTATGTCAAATATTACAGGAGTATTATTAATAAGA
GATGGTGGCAATACAAGTGAGGCAAACAGCACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGTATAGCACCCACCAAGGCAAGAAG
AAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAACACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATC 
>AY173960 
TTCTACTGTGATACAACAAACCTGTTTAATAGTACTTGGAATGAAACACAACTATTTAATAGTACTTGGAATA
ATACTGGGAATGAAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCCAAGGACAAATAAACTGCTCCTCAAATATTACAGGGCTGCTATTGACAAGA
GATGGTGATAATAGTACAAATAATGAAACCTTCAGACCTATAGGAGGAGATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC595150 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATAATAATACTAAAGGGTTAAATAACACTGAAG
GAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGCGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGT
GGTAATAACACGAACGGGTCCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595152 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATACTCGGAATAATACTAAAGGGTCAAATA
ACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAA
AACGATAACGAGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595154 
TTCTACTGTAATACATCACAACTGTTTAATAGTATTTGGAATAATAATAATAGTACCTGGAATAGGACGGGGG
AGGGGTCAAACAACACTGAAGAAATTATTATGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCGTGGAATAATTAGATGCTCATCAAATATTACAGGGCTACTA
TTAACAGGAGATGGTGGTAATAACACTGACACTAACGCCAACGAGACTTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGCAGCACCCACCAA
GGAAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGGGGGGATAGTCTTTTTGTTCCTTGGGTTCTTGGGA
GCAACAGGAAGCACTATGCCCGCAACGTCATTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCAT
C 
>KC595157 
TTCTACTGTAACTCAACACCGTTGTTTAATAGTACTTGGAGTAATACTACCGAGTCAAATAGCACAGCCAATA
ATATCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAGATTAGATGTTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGTGACAAG
AATGACACCGAGGTCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAACGGTGCAGAGAGAAAAAAG
AGCAGTAATAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACG
TTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595160 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAAGACTTGGGAGATTG
GAGGGCCAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCGCCCATCAGAGGACAAATTAGATGCTCATCAACTATTACAGGGTTGCTATTAACAAGA
GATGGAGGTAGTAACACTAACGAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT



GGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595161 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGTAATACTGGAGCGTCAAATGGCACTGAAGGAA
ATGACACAATCACACTCCCATGCAAGATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACACGAACGGGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595162 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATGGTACTGAAGAGC
CAAGTAACTTTGCAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAATAACAAAAGCGAGGCCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595163 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTACAAATGACACTGGCAAAAATGACA
ATGACACAATCATTCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AATACTAATAACACGAACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC595165 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAACCGGACTGGTACTGAGGGGTTAAATACCACTG
AAGGAAATGGCACATTCACACTTCCATGTAGAATAAAACAATTTATAAACTTGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAACATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATAAAATGAACGAGACAAGCGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCTAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595197 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACTAGGAATGACACTGAAGGAAATA
TTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGTGGACAAATTAGTTGTTCGTCAAATATTACAGGGATACTATTAACAAGAGATGGGGGTAATACGAAC
GGTAATAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAAAGAAAA
AAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595202 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTACTGAAGAGACAAATAACACTGAAGGCA
CAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGAAATATTAGCTGCTCATCAAATATTACAGGGGTGATATTAACAAGAGATGGTGGCACAGAC
AATAGCGAGACCGAGACCTTTAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>KC595203 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGGATAATAGTAGTATTGAGAATAATACAGAGTCAG
GAAATGAAACTATCACACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCAGAGGGCCAATTAATTGCTCATCAGATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTACTAATGGCCCTAACGATACTGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAATGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAACGTCAATGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCCATTGAGGCGCAACAGCAACTGTTGCAACTCACAGTTTGGGGCATC 
>KC595158 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGTAATAATAGTACTTGGAGTAATACTACCGAGT
CAGGTGGCAATGGAACAAATATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAACAGTAACACGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCCATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595168 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAATAGTACTTGGAATG
ATACTGGAGAAAAGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGACTGCTATTAACAAGAGAT
GGTGGCAATAACAAGAGCGACACTGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCGTCAATGACGTTGACGGTACCGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC595190 
TTTTACTGTAATACAACGGGACTGTTTAATAGTACTTGGAGTTGGAATGATACTAACACAAATGACACAAGAG
AAAATAACACACATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCGCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACCGGGTTGCTATTAACAAGAGAT
GGTGGTGGTAACGGGAACAATACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200351 
TTCTACTGTGATACATCAAAATTGTTTAATAGTACTTGGTCTAATAATGATAGTGTTATTAATAGCACTGAAG
TAAATAACACAGTCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCGCCCATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTAACAATGCCACCAATGAGACTTTCAGACCGGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTTCTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU786676 
TTTTACTGTAATACATCACTACTGTTTAATAGTACCTGGAATGGTACTGGAGGGACAGATACTGAAGGAAATG
AAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACTAATTAGATGCTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGGAAA
GAGAGTAATAGCACTACAGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATGACGTTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595196 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAACGATACTGGAGGATCAAATAATACTGGAGAAT
CAAATAGCACTGGAACAATCACACTCCCATGCAGAATAAGACAAGTTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTACGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACGGGGCTGCTCTTAACAAGA
GATGGTGGTGATAACGGGACCACCGAGATTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAGCCATTGGGAGTGGCACCCACCAAGGCAAAGAGAAGGGTGGT
GCAGAGAGAAAAAAGAGCAATGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATC 



>EU786678 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACCTGGAATACTAATGGTACTTGGAAGGGTACAACAGGAG
AAAATGACACCATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGAGGACAAATTAGATGCACATCAAATATTACAGGAATTCTATTAACAAGAGATGGT
GGTAAAAGCAATAACAATAGCAATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCTCCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGTGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU786680 
TTCTACTGTGATTCAACAAAACTGTTTAATAGTACCTGGTATTTTAATGGTACTTGGAATAATACAAATAATA
ATAATGATACCCATGATCCCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAGGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTGTTGATAACAGCAGCACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAACTTAAACCATTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ236609 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGTCGTATAATAGTACTAAGAATAGTTGGAGTAGTA
CTGAAGGGACAAATGGCACCACCATCACACTTCCATGCAGTATAAAACAATTTGTGAGAATGTGGCAAAGAGT
TGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAACATATCATGCAGGTCAAACATTACAGGGTTGATATTA
ACAAGAGATGGTGGCACCCCAGATGATGGCAATAACGAAACCTTCAGACCTGGAGGTGGAGACATGAAAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGCTTGAACCATTAGAAATAGCACCCACCAGGGCACA
GAGAAGAGTGGTGCAGAGAGAAAAAGAGCGGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>FJ817366 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGTATAGTAATGGGACTAGTAATGGAGGGTTAAATA
ACAGTGCCAACATTACACTTCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGAGTAATTAACTGTTTATCAAATATTACAGGGATAATATTAACAAGAGATGGT
GGTGAGAACAATGGCACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
AAGAGAGAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGACTAGCCGGAAGCACTATGGGC
GCAGCGTCAGTGACGTTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAGCAGCAGCTGCTGCAACTCACAGTCTGGGGCATC 
>GQ372988 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACGTTGTTTAGTAATAATACTTGGTTCAATAGTACTATGA
ATGAAACTAATACAAATGACACTATCATGATTCCATGCAGGATAAAACAAATTATAAACAGGTGGCAAGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAGTTAGATGTTCATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTGGAGGCCAGAACCAGACTGAAAACCAGACTGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTCACGCTGACGGTACAGGCCAGACTATTGTTGTCTG
GTATAGTGCAACAGCAGAACAACTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>FJ670531 
TTCTACTGTGATTCAAAAGGACTGTTTAATAGTACTTGGAAGCTGGTTAATAGTACTTGGGAGCTGGTTAATG
GTACTTTGGATTCAATAACAAATGGTACTGTCAATATCACACTCCCATGCAAAATAAAACAAATTGTAAACCG
GTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCATCAAAGGGCCAATTAACTGCACATCAAATATTACA
GGGCTGCTATTAACAAGAGATGGTGGTAATGACAAAAACCAGTCCATTGAGATCTTCAGACCGGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>FJ853620 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTATTAGGAATGACACTGAAGCTGGAG
AAAATATTACACTCACATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAATATTACAGGGATACTATTAACAAGGGATGGGGGTAAA



AACAGTAATGATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGGCTATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200349 
TTCTACTGTAATACATCAGAACTATTTAATAGTACTTGGCAGTTTAATAATAATAATACTGGAAATAATAGTG
CTGAAAGAAATATCACAATCCCATGTAGAGTAAGACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGACAAATTAGATGTGTATCAAATATTACGGGGATGCTATTAACAAGAGATGGT
GGTAATGATGGTGGTAATAACAGCACGAACGTGAGCGAGATCTTCAGACCGGCAGGAGGAGAGATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGGATAGCGCCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATGATGCTGACGGTACAGGCTAGACAACTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGTTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200354 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCAGTTTAATAGTACTGAGAGTGGTACTGGGAAAC
TAAATACCACTGACATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCAGTCACAGGAATAATTAGTTGTTTATCAAATATTACAGGACTGCTAATAACAAGAGAT
GGTGGTAATGATAATAAGACCAACAACACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGCGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAGCTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200358 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGGAAACAAACAGGAGTGAAAGTGCAAATACCAGTG
AAACAATTATACTCCCATGTAGAATAAGACAAATTATAAACTTGTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGACAAATTAACTGCTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGGAAT
GATAATGATACTAATAATACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTACAAATTGAACCAATAGGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACCATAGGAGCTTTGTTCCTTGGGTTCTTAAGAGCAGCAGGCAGCACTATAGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TAAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ853622 
TTCTACTGTAATACAACAACACTGTTTAACAGTACTTGGTATAATAATGGAAGTTCAAATGACTCTGAAAAAA
ATGGCACCATCATCACACTCCCATGTAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCTATCGCAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACAGAACTGATAGTAACCAGACCGAGACATTCAGACCTGAAGGGGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAGAAGAGCAGTGGGAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362883 
TTCTACTGTAATACTACACAACTGTTTAATAGTACTTGGCTGCCTAATAGTACTTGGAATGATACTGCAAACG
ACACAATCACAATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACCAATTATCTGTAAATCAAATATTACAGGGCTACTATTAACAAGAGATGGG
GGTAACAAGACCAATGACACATACGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCTGTGGGAATAGGAGCTGTATTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362886 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGAAACTAAGAATGAAACTGAGACAGGGAACA
CAAGTGACAGTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGCATAGAAAGCAACGAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAGAGAGCAGTAACATTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTAACTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JX140656 



TTCTACTGTAATACAACGAGACTATTTAATAGGACTTGGAATAGTAATGATAATATTACAAATAATACAAATT
CAAATGACTCAGATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACCGGGATGCTATTAACAAGAGAT
GGTGGACATGGGAATGAAACTAATAATACTGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCGTTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362881 
TTCTACTGTAATACATCAAGTCTATTTAACAGTACTTGGGGGGTTAACGATACTTGGAATAATACTTGGAATA
GGAATGAAAATGACAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGCAGTAGGGAA
AGCAATATATGCCCCTCCCATTGCAGGATCAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGAAATGGTAATAATACTAATAATACCATCGAGATTTTCAGACCAGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU362885 
TTCTACTGTAATACAACAAAGCTGTTTAACAGTACTTGGTCGACTAATGATACTTTGAATAATACTACAAGGG
GTAATGACACTATCATAACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGC
AATGTATGCCCCTCCTATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGAT
GGTGGTAATAAAACAGAAAACGAGACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTGCAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGCATTAGGAGCTATGGTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACGATTAATGTCTGGAATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGATGCGCAACAACAGATGTTGCAACTCACAGTCTGGGGCATC 
>KC473842 
TTCTACTGTAATACAACACAACTGTTTAATAATACTTGGAATGAAACTGCTTGGAATGAGACTAACAATGTAA
ATAACAGTGAAACTATCACACTCAAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGATCAATTAGATGTTCATCAGATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGGAACACGAATGAGACCACTGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGGGCAGCGTTCGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT200353 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACTTGGCCGCCTAATAGTACTGTTAATGGTACTGATAATG
GAAGTAATGAAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAAAGGACTAATTAAATGCTCATCAAATATCACAGGGCTGCTGATAGCAAGAGAT
GGTGGTAATAGTGGTAATAACACTACTGAGATCTTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAGTTATACAAATATAAAGTAGTGAAAATTGAACCATTAGGGTTAGCACCCACCAAGGCACAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGATTATTATTATCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT200355 
TTCTATTGTAATACATCAACACTGTTTAACAGTACTTGGAATGCTAACAGTACTTGGAATGATACTGAAGGAA
CAGATGACCACAACACAAATAATCTTAACATCACACTCCAGTGCAGAATAAAACAAATTGTAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTACATCAAACATTACAGGGGTG
TTATTAACAAGAGATGGGGGGAATAATAATAACACAAGAAACGGGAATGAGACTTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KT200356 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACATGGAATGGTAATGTAAGCAATAATACTGAAGGAGATA
AAATTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAATCAATGTATGC
CCCTCCTATCAGCGGAATAATTAGTTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAT
ACAGGGAACAACGCCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG



AGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY465967 
TTCTACTGTAATTCAACACCACTGTTTAACTGGACTTTGAATGATACTAAGAAGGAGAATGACACTGAAGAAG
ATAAAAATATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTA
TGCCCCGCCCATCCAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
AAGAGTGATAACCCAAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGCTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT276263 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGGATAATAATACTACACAATCAAATAATACCAATG
GAAACATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCGCCCATCGCAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AGCAGTAGTGGCAATGAGACCTTTAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAGCGATAGGAGCAATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAATAACTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT276266 
TTCTACTGTAATACATCAGACCTGTTTAATGAGACTAAGTTTAATGAGACTGAGTCTATCATACTTCCATGCA
GGATAAAGCAAATTATAAACATGTGGCAAGAAGCAGGAAAAGCAATGTATGCCCCTCCCATTAGCGGAATTAT
TAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCACAAACAACACGGAGATC
TTCAGGCCTGCAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTG
AGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATGGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAAGGCTATTGATGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATC 
>KT276267 
TTCTACTGCAATACATCAAAACTGTTTGATAGTACTTGGCTTAATGGTACTAGGTCTAATAGTACTGGAAATA
ACAACACTGGAGAAACTATCACACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGAAA
AGCAATGTATGCCCCTCCTATCGAAGGACATATTAGGTGTTCATCAAATATTACAGGGCTGATCTTAACAAGA
GATGGCGGTGATGACAACAATAATAGCACAGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGGGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCTAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGCTGCAACTCACAGTCTGGGGCATC 
>KU685585 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATAATAATGGTACCCGGATTAATGATACCTGGT
CTAATAGTACTAGCAACACTAACGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCA
GAGGGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGATACATTAATTGTTCATCAAATATTACAGGGCTG
ATCTTAACAAGAGATGGCGGTGTTAACAGCAGTGGGAGCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTGTATAAATACAAAGTAGTACAAATTGAACCATTAGGGATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCTAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KU685589 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGGATAACAGTACTTGGAATAATAATGGAAGCTCAA
GTAACAGCACATCCTCAAATGACATCATCACACTCAGGTGTAGAATAAAACAAATTATAAACATGTGGCAGAA
AGTAGGAAGAGCAATGTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCCAATATCACAGGGCTGCTC
TTAACAAGAGATGGTGGCAGTGGCAACAATACCAACAACACTGAGGTCTTTAGACCTGAAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATACAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGCAGCGAGAAAAAAGAGCAATAACATTTGGAGCTATGATCCTTGGTTCCTTGGGA
GCAGCCGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KY989949 



TTCTATTGTAATACAACACAACTGTTTAACAGTACATGGGTTAGTAATGAAAACTTAACTAATAGTACCAATG
AAGACAATAGCACAATCACACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGAAATAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATCACAGGACTGCTATTAACAAGAGAT
GGTGGCAACACAAGCAACCCCAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGAACTAGGAGCTTTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGATGGCGATTGAGGCGCAACAACGCATGTTGCAACTCACAGTCTGGGGCATC 
>KY989954 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAGTAATGGTACTTGGAATGGGAGTGCTGAGAATA
TCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAAGAAGTAGGAAGAGCAATGTATGCCCCTCC
CATCAGCGGACTAATTAGGTGCTCATCAAACATTACAGGACTGATATTAACAAGAGATGGTGGCAATAGCAAT
GATACCAATGGCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATACAAAGTAATAGAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGACGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCCATGTTCTTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACGCTTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY989956 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAGTTGGGATATGAGCAACCTAAATAGCACAGAAGCAAATA
GCAGCAGCGAAGCAAAGATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGCAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAGATATTACAGGGCTGCTATTAACAAGA
GATGGTACTGGAAACGATACCCTTGAAATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCATTGGGAACACTAGGAGCTGTGTTTCTTGGGTTCTTGGGAACAGCAGGGAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAAAGCTATTGATGCACAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC595171 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCCAATATTACAGGGCTGCTCTTAACAAGAGATGGGGGT
GAGAACAATACTACTGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595172 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAGTGATACTGAAGGGTTAAATACCACTGAAGGAA
ATAAAACAAATGAAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAATGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAACACGAACGGGTCCGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGGCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGA
ATAAATTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595174 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGGGTTTAATGGTACTTGGAATG
ATACTGCAAATAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGTAATACTACCAACAACGAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595177 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAATATTACAGCAA
ATGGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATGGTAACGAGACCACCGAGATTTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCACTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAACAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595178 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAAGGATACTGAAGGGTCAAATGACACTACAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGACGGTGGT
ACAGACAATAACAAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGCCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595195 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAAAGGTACTGAAAGGTTAAATAGCTCTTCTACAA
ATTCAAATCCTACAGAAATCATGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGTTCATCAAACATTACAGGGTTGCTACTAACAAGG
GATGGTGGTAATGATAATAACACTAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAG
GAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAATAGGAGCGATGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTACAACAGC
AGAACAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>DQ854716 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATGGTACTGCATGGTCAAATAACACTGAAGGAA
ATGAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGTATTAACCAGACCAACACCACCGAAATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595182 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGGAGTTTAATAGTACTG
GGAATAGTACTGAAGAAGACCCTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTTATCAAATATTACAGGACTGCTATTA
ACAAGAGATGGTGGTAAGGACGATAACATGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATGACGTTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595159 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACGTGGAATGGTACTGAAAGGTCAAATAACACTGAAGGAA
ATATAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAAG
AACGAGAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTGGGAATAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC595225 
TTTTATTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACAAATGATACAAATGTTACTGCTGAAGGAA
GTGACACAATTGTACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAACTGCTCATCAAACATTACAGGGTTGCTATTAACAAGAGATGGTGGT
CCAAATAATACCAACGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAAAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGCCACAGCAGGAGGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC595222 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGTATGCGAATGGTACTAGAGAGCCAAATGACACTG
CAAGAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACCAATTAGATGTTCATCAAATATCACAGGGGTGATATTAACAAGGGAT



GGTGGCGGTAATGACAGTAGTGAGGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAACTTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGGGAAAAAAGAGCAGTGGGAATATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAACTAATGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC595206 
TTCTACTGTGACTCAACACAACTGTTCAATAGTACTTGGAATGGTACTAAAAGGATAATAGGAACTGAAGAGA
ATGGCACGATCACGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAAACATTAACTGCTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGT
AAAGACGAAAATGAGACCGATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATTGGAGCAGGAGTTATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ141341 
TTCTACTGTAATTCATCACAACTGTTTAATAGTTCTTGGAATGTTAATGGAGAATCAAATAACACTGAAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACAATAACGAGACCACCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>DQ141345 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGGCTAATGGTACTTGGAATGGTGCTAACAAGT
CAGGTGACATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AGTAACGAGACCAACGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF531330 
TTCTACTGTAATACATCACAGCTATTTAATAATACTTTTAATAGTACTGGGCCTAATAATAGTACTAAGAAGT
TAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGACAAATTAACTGCTCATCAATTATTACAGGGTTGCTATTAACAAGAGATGGT
GGTGAGGGCAATGAGACCAATGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAACAGGAAGCACTATG
GGCGCAGCGTCAATGGCGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF531333 
TTCTACTGTAATACAACACAACTGTTTACTTGGATTGTTGATGGTAATGGGAATATTAGTAGTATTGGGAATG
GTACTAATACTACTGATGCTAACAAGAATATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCTCCTCCCATAAGGGGACAAATTAGATGCTTATCAAATATTACCGGGTTG
CTAATAACAAGAGATGGAGGTAGTAATAACAGTGCTAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCCTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGGACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX422195 
TTCTACTGTAATACAACACAACTGTTTAATACAGCACTGCTTAATAGTTCTAACGAGACAAATCTCACACTCC
CATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCAGACAAGG
AATAATTAGATGTTCATCAAATATCACAGGATTGATATTAACAAGAGATGGTGGGGTCACGAACGGGTCCGAG
ACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAAAATAGAACCATTGGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGC
ACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGTGTCACTAACACTGACG
GTACAAGCCAGAATGTTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY535455 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAAAATAATACTACAAGTCCGAATAAAGGAAATG
GCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCAGGACAAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
GGTGGTAATATGACTAATGGGACCGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATC
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699018 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATGCTACGGATGCTAATAACACTAGAGTAGATA
ACACCACTGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAGGCAAT
GTATGCCCCTCCCATCAGCGGACAAATTAACTGCTCATCAAATATTACAGGGCTGCTATTAACAAGCGATGGG
GGTAATAGTAATAATGAGAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACACTAGGAGCTTTTTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168261 
TTCTACTGTGATTCATCACCACTGTTTAACAGTACTTGGAGGAGAAATAGCACGGAAGGAAATGCCACCATTG
TAGGAAATGCCACCATTGGAAAAAATAACACACTTACACTCCAATGCAGAATAAAACAAATTATAAACATGTG
GCAGGGAGTAGGAAGAGCCATGTATGCCCCTCCCATTAGCGGAATCATTAGCTGCTCATCAAATATTACGGGG
CTGATACTAACAAGAGATGGTGGTGACGAGAATAGGACCACTGACGAGAATAATACCACTGAGACCTTCAGAC
CTGGAGGGGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAGATTGAACCATT
AGGAGTAGCACCCACCGAGGCCAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGATAGGACTAGGAGCTATG
TTCCTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGTTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>JX140652 
TTCTACTGTAATTCAACGCAACTGTTTAATAGTACTTGGCTGTTTAATAGTACTGGGAATGATACAACAGAAA
ATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAAACATTAGGTGTTCCTCAAATATTACCGGGTTGCTATTAACAAGAGATGGTGGT
AGCCATGAGAACGGGACCAACACCACCAACACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGCTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699029 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTCAAATGATACTAATAAGTCAAATGCAATAATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTAT
CAGAGGAGAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGGAATAAG
ACAAACATCAGCATTGAAATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699030 
TTCTATTGTAATACAACAAGACTGTTTAGTAGTACTTGGTATAATAATGGTACTTGGTATACTAATGGTACTG
AGAATGGTATTAAAGAGTCAAATGCAACAATCATGCTGCCATGCAGGATAAAACAAATTATAAACATGTGGCA
GAGTGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACCACTTAGGTGTTCATCAAATATTACAGGGCTG
CTATTAATGAGAGATGGTGGAGGTAATGAGAGCGAGACCACCCACAATGAGACCTTCAGACCCGGAGGGGGAG
ACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGCAGTTGAACCATTAGGAATAGCGCC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATGGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATTGAGGCGCAGCAACATTTGTTGCAACTCACGGTCTG
GGGCATT 
>KC699028 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGACATTCAATGATACTAGGAGTAATGATACAGAGT
CAGATAACGCTACGATTATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGAATAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATGAGAAAAATAAGAGTACCAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGA



GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCAATAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699039 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGAATGGTACCTGGGATGGTACTTGGAATGGTACTT
GGACTCGGATAGAGCCAAATATCAATGATACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGGAATAGGAAGAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTATATCAAATATTACC
GGGTTGCTAATAACAAGAGATGGTGGTGATGAGGAGAACAAGACTGAGGAGGTCTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>JX140654 
TTCTACTGTAATACAACACCACTGTTTAATAGTGCTTGGAATAGGAATAAGAGTAAGGATACTTGGAGTATCA
AAGGGTCAAATAATAGCACTGGAGGAAATAACACTATCATACTCCAATGTAAAATAAAACAAATTATAAACAT
GTGGCAAAGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTTATCAAATATTACA
GGGCTACTATTAACAAGAGATGGTGGTAATATCAGTAGCACTAATGAAACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAGGTAGTACAAATTGAACCATTAGGATTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTACAAAGAGAAAAAAGAGCAGTGGGGACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAACTTGCTGAAGGCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>KC699035 
TTCTACTGTGATACAACAAAACTGTTTAATAGCACTTGGAATAGCACTTGGTATAGTAATAGTACTGGGAGTG
ATATTAAAGGAAATGACACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTACGCCCCTCCCATCAGAGGATCAATTAAATGTTCATCAAATATTACAGGGTTGCTACTAACA
AGAGATGGGGGTACAGACAATAGTAGTACTACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699036 
TTCTACTGTGAAACAGAAAAACTGTTTAATAGTACTTGGTGGAATAGTACTTGGAATAGTACTGAAGGGTCAA
ATAGTACTGGGGTAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACCAATTAGATGTGTATCAAATATCACAGGGATATTCTTAACAAGA
GATGGTGGTAATGAGACCAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAATAGTAAAAATTGAGCCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAATAATC
TGCTGAGGGCTATTGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>KF716494 
TTCTACTGTAATACAACAGAACTATTTAATAGTACTTGGAAGATTGAGAATAATACTGGGAATATTACTGAAC
AGGCAAATAACACTGCAAGAAATGACACAATCATACTCCCATGCAGAATAAAGCAAATTATAAACCTGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAGGGACTAATTAACTGTACATCAAATATCACAGGGCTA
ATACTAACAAGGGATGGTGGCAATAACAATAGCACTAATGAGACCGAGATCTTCAGACCTGGAGGAGGAAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGACTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTA
TAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATT 
>KF716495 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTACTAGCGAGTCAAGTGACCTAAATGACA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACTAATTAATTGTACATCAAATATCACAGGGCTCCTATTAACAAGAGATGGTGGTAACAAG
GTTAATGAGAGCAACCATGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAATAGTAAAAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCAGTGACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTGTTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATT 
>KC699031 
TTCTACTGTGATACAACACAGCTATTTAATAGTACCTGGAATAGTACTACTTTGAATAATACTTGGAATAATA
CTTGGAATAATAGTGAAAATGACACTATCATACTCAGATGCAGAATAAAACAGATCATAAACAGGTGGCAGGA
AGTAGGAAAAGCAACGTATGCCCCTCCCATCAGTGGAGAAATTAGATGTACATCAAATATTACAGGGCTACTA
TTAACAAGAGATGGTGGTAAAAACAACAACGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTGGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCG
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAGC
AGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KC699034 
TTCTATTGTAATGTAACACAACTGTTTAATAGTACTTGGCATGGTAATGAGACTGTGAATAGTACTGAAGAAG
GAGAAGTCATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGA
TACAACGGGGACAACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTATGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAGCAACCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KF716496 
TTCTACTGTAATACAACACCACTGTTTGACAGTACCTGGAATGGGGGAGAGCCAGTGTCAAATAACACTGGAG
GAAATGACACAATAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTTGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGATCTTAACAATACCCAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTAAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MH000302 
TTCTACTGTAATACAACACAACTGTTTAATAGTACGTGGGCTTCGAATACTAACACTATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAACAAT
TAAATGTTCATCAAATATTACAGGGCTACTATTATCAAGAGATGGAAGTATCGAGACCTTCAGACCTGGAGGA
GGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTAAGCCATTAGGAGTAG
CACCCACCAGTGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGATTCGGAGCTATGTTCATTGG
ATTCTTGGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTG
TCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAG
TCTGGGGCATC 
>MH000296 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACTTGGGTTATGAATGATTCCACTATCACACTCCCATGCA
GAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACCAAT
TAGGTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGAGAGGAGATCTTCAGACCAGGAGGA
GGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTGAAAATTGAACCATTAGGAGTAG
CACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCATTGG
GTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTG
TCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAG
TCTGGGGCATC 
>MH000299 
TTCTATTGTGATACATCACAACTGTTTAATAGTACTTGGAATAGTACTGTTAATATCACTCTCCCATGCAGAT
TAAAGCAATTTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACTAATCCA
GTGCTCATCAAATATTACAGGGCTGCTGTTAGTAAGGGATGGTGGTACTGAAATCTTCAGACCTGGAGGGGGA
GATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAGCTTGCACCATTAGGAATAGCAC
CCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTCGGGTT
CTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCT
GGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCT
GGGGCATA 
>KC699002 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATCTGGAATGGTACTTGGAATGATACTTGGAATGGTACTA
GAGGGGTAAATAACACTGAAGACAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACGAATTATGTGTTCATCAAATATTACAGGGCTGCTA



TTAACAAGAGATGGTGGTAATAGTAACGCTACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCTACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699011 
TTCTACTGTAACTCAACACAACTGTTTAATAGTACTTGGGTGTTTAATAATACTTGGAATAGAACTGAAGGGT
TAAATAACACTGCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAACACGAGAAATAGCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAGAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699010 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTAGGATTGAAAATGATACTGAAGAGT
CAAATAGCACTGAAAGAACGATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGG
GAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAACATTACAGGGCTGCTATTAACA
AGAGATGGCGGTAATGACAAGAAAAACGAGACTACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699009 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTAATAGTACTTGGAATGGTACTGAAA
GTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAC
AATAACGAGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699008 
TTCTACTGTAATTCAACACCACTATTTAATAGTACTTGGCATAATAATGACACTGAAGGAAATAACATCACTA
ACGGAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGAGGT
AATAATAACAATAGTACCAATGACACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGTTGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699003 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATGTTGCTGAAGGGTCAAATAACACTGAAGGAA
ATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAC
AGGAATGGGACCAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTCACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KC699004 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGCTTGGAATAATGGTACTTGGAATAGTACTGAAG
GGTCAAATAACACAGCAAATATCACACTCTCATGCAGAATAAGACAAATTATAAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAAATGCTCATCAAATATTACAGGGCTGCTGTTAACA
AGAGATGGTGGTACTAACAATAGCGAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCTCCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699005 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTAAAGGGCCAGATAGCACTGACAATA
GTACTTGGATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGG
GGAAACAAGAACGAGAGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGC
GCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699001 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTACTGAAGGGTTAA
ATAACACTGAAGGCAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAGAGGACATATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACAAGA
GATGGTGGTAATAACGAGAGTAGAACCAACGAGACCTTTAGACCTGAAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAACATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535425 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATGCTTAATAATACTTGGGATGGTACTAAAGAGG
AAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
AACACGAGCAGCGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGCTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGGCGTTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCGGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY713411 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAAACTAACAGTGAAGGAAATATCACCAGTG
GAACTATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGGAGGACAAATTAAATGTTTGTCAAACATCACAGGGCTGTTATTAACAAGAGATGGTGGTAGT
GATAACAGTAGTAGTGGGAAAGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041125 
TTCTACTGTAACTCAACAAAACTGTTTAACAGTACTTGGAGTGCTAATGGTACTGTCATGCCAAATGACACTG
AAGGGAATGGCACAATCATGCTCACATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGGT
GGTGGTGATAAAGAGAACGAGACTACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTCGAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535471 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAACCATATTAGGAATGTTACTAGAGGGT
CAAATAGAACAACTGGAGGAAATGACACACTCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCGTCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTG
CTATTAACAAGAGATGGTGGTAATAACGGGAATGAGACCAACGGGACTGAGATCTTCAGACCTGGAGGGGGAG
ATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTACCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>AF041130 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGGTTAATAGTACTGGGGATGATACTAATACTA
CCACCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTTATCAAATATTACAGGGATACTATTAACAAGGGATGGTGGT
AATAACACAAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG



AGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041131 
TTCTACTGTAATACAACACGACTGTTCAATAGTACTTGGAATGCTAGTAACATTGAAGAAAATAGCACCACTG
AAGGAAATATCACCACTATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGT
GGTAATGATAACAATAATGACACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041134 
TTCTACTGTAATACAACCCAACTGTTTGATAGTATTTGGAATGATACTGAAGGGTCATATAACACTGAAGGAA
ATGACACAATCACTCTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AACGAGAGCGAAGCCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAGAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAACAGAACAATTTGTTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF041133 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGAGTATTAATAGTACTTGGAATAGTACTGAAATAA
CAGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTAGT
GGCACGAATGAGACGAACGGGACTGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAAAGAAAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699014 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGACTTTTAATGGTACTACTTGGAACACAACTAACA
CTGAAGGAAATGACACAATCACACTCCAATGTAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACTAATTAAATGTTCATCAAATATTACTGGGTTGCTACTAACAAGG
GATGGTGGTAGTAATACTACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699016 
TTCTACTGTGATACAACAAAACTGTTTAGTAGTACTTGGAATAGGACTGAGACTACTTGGAATATTGCTGAAG
GGTTAAATGAGACTGAAACCACCATCACACTCCAATGCAGAATAAAACAAATTGTAAACAAGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAATATTACAGGGCTGCTCTTA
ACAAGAGATGGTGGGAGCGGGAACGAGACCGAGAACGGGACCGAGACTTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGGAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>KC699017 
TTCTACTGCAATACAACACAGCTGTTTAACAGTACTTGGTATAATAATAGTGCTTGGAATGGTACTGCACAGG
AAAATAGCACTGAAATTATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAACATTACAGGACTGCTATTAACAAGA
GACGGTGGAAACTCCAATAATAGTGAAAATGAAACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAGTTATATAAATATAAAGTAGTACAAATTAAACCATTAGGAGTAGCACCTACCATGGCAAAGAGAAG
AGTGGTACAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699012 



TTCTACTGTAATTCAACAGAACTGTTTAATAGTACTTGGACTTGGAATGATACTAGGGGGTTAAATAACACTG
AAGGAAATAGCACAATAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTTATCCAATATTACAGGGCTGCTATTAACGAGG
GATGGTGGTATTATTACCACAAATGGGTCCGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGATTGGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTTTCTGGTATAGTGCAGC
AGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC699020 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACATGGTCAAATAACACAAATGATATTG
CAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAATATTACCGGGCTGCTATTAACAAGAGATGGTGGC
AATAATGAGACCGAGGTCTTCAGGCCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
GTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC699026 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGATTTGGAATGATACTACTTGGAATGATACTATGG
GGTCCAATGACACAAAGGAAAATATCACACTCATATGCAGAATAAAACAAATTGTCAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATAATAATGAAAGCAACAACGACACTGAGACTTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAACCCTTAGGAGTAGCACCTACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTGGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAGCAGCAGAGTAATCTACTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KC699015 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAATACTGAAGAGGCAAATAACAATA
GTACTGACGGGGCAAATGACACTATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAC
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAAAAATTGAATGCTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTGAAAACAACACTACCAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699013 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGAATGTAAGTGGTACTGAAGAGTTAAATAACACTG
AAAAAATAATCACACTCCCATGCAGAATAAGACAAATTATAAACAAGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATTAGGGGACAAATTAGATGCTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AACGAGAACGGGACCAACGGGACCACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC699021 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGAATTGGACTGATAATAGCTGGCCAAATGACACAA
ATATTAATGACACTATCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGCGGATACATTAACTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGTAACACAAACACATCAAATGGGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAGCTCACAGTCTGGGGCATC 
>KF695111 
TTCTACTGTAACTCAACAAAACTGTTTAATAGAACTTGGTCTAATGGTACTTGGGATGATGCTTGGAATGATA
CTACAGACGTTAACGGAACGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTGTGAATAATACAAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAGATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT



GGTGCAGAGAGAAAAAAGAGCAGTGCCACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGCACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF033658 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACCTGGAATGATACTGAAAGGGTAGATGACACCGATAGGG
GTGACAATATCAAACTTCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAATAGCAATGTA
TGCCCCTCCCATCGAAGGAAATATTAGATGTTCATCAAATACTACAGGACTGCTATTAACAAGAGATGGGGGT
AATGATAACACGACAGCTAACAAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAACGGTGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF321080 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGAATGTTACTTGGAATGAAACTGGAGAGTCAAATA
GCACTGGAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGACGGT
GGTGCTGAGAACGCCACCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAGT
TATATAAATATAAAGTAGTGCAAATTAAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>M26727 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTACAAGGGCAAATAGCACTGAAGTAA
CTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAGATGTTCATCAAAGATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGAAC
ACCACGAACGGGATCGAAATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
CGGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN034158 
TTCTACTGCAATTCAACACCACTGTTTAATAGTACTTGGAATGGTACTTTGGATAGTGCTGGAGAATCAAGTG
ACAATATCACACTCATATGCAGAATAAAACAGTTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAAGATTACAGGGCTGCTATTAACAAGAGATGGTGGTATT
AAGAATGACACCAACAAGACTGAGATTTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN034139 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGATAAATGGTATTATACAGTCAAATATCACTGCTG
AAAATGACAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAATAATTAGATGCACATCAAACATTACAGGGCTGCTACTAACAAGAGATGGT
GGTAATAAGAATGGGAGCAACAACAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCCATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG902199 
TTTTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGAATTGGAATAATACTGAAGAGT
CAGCTAACACTACAGCAAACATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCCCCCATCTCAGGACAGATTAGATGCTCATCAAATATTACAGGGCTGATCTTAACA
AGAGATGGTGGTAATGATACTAGCAATAACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGACATGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAGCTCACAGTCTGGGGCATC 
>MG902157 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATACTACTGATGGTAGTACTTGGAATAATACTG
ATAATAGTACTGCAAATGACATTAGTACTGCAAATGACACTATCATACTCCCATGTAGAATAAAACAAATTAT



AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAAAGGACTAATTAGATGTTCATCAAAC
ATTACAGGACTGATATTAACAAGAGATGGTGGTAATAATAGTAGCAACGAGACCTTCAGACCTGCAGGGGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGACACTGGGAACCATGCTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCCTTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTG
GGGCATC 
>HM586193 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGAATTGGAATGAGACTGACAATGATCCTGGGAATA
CAACTGGTAATGGCACACTCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGCGGACCGATTAACTGTACATCAAATATTACAGGGCTGCTATTAACCAGA
GATGGTGGTAATAGCTCGAATGATTCAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM586198 
TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGAATAAGAACACAACCATGAATGACACAATCATAC
TCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
AGGACAAATTAATTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGACGGGGGTGATACCAATGGCACC
AATGGCACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCTTTAGGAGTAGCACCCACTAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAG
GGCAGTGGGACTGGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM586210 
TTCTACTGCAATTCAACACAGCTGTTTAATAGTACTTGGAATAGTACTGAAGGCAGTATTGAAGGGTCAAATA
GCACTGAAAAGAACATCACACTCATCACACTCCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAGGGAGT
AGGAAAAGCAATATATGCCCCTCCCATCAGGGGGCTAATTAGCTGTTCATCAAATATTACAGGGTTGATATTA
ACAAGAGATGTTGGTAATGGTGAGAACATAAGCAACAATACTGAAACCTTCAGACCAGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ653437 
TTCTACTGTAATTCAACGAAACTGTTTAGTAGTACTTGGATGGCTAATAGTACTTGGACTAATAGTACTTTGG
AGAAGAATAGCACTGAAAAAAATATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAGATTAGATGTTCAACAAATATCACAGGTCTGTTATTA
ACAAGAGATGGTGGTGACAACACGACCGACAGCGAGGAGGTCTTTAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGTTGTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAATAATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595768 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGTATGGAAATGAGACTTGGAATAATACTGAAGGTG
CAGACAACACTAATGACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGCTCATCAAACATTACAGGGCTACTATTAACA
AGAGATGGGGGTACTACCAATGTCACGAACGAGACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGGCTAGGAGCTTTGTTCGTCGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCACAGCATCAATAATGCTGACGGCACAGACCAGACAATTACTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595771 
TTTTACTGTAATACAACACAACTGTTCAAAGGGACTTGGAATGGTACTAGTGGTACTTGGGAAAGTACTAATA
GTACTGAGAATATTACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACTAATTAGATGTGAATCAAATATTACAGGGCTGCTATTAATAAGAGATGGT
GGTAATAATAGTAGCGATAATGAGACTTTCAGACCTATAGGAGGAAACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAATAGTAAAAGTTGAACCAATAGGAATAGCACCCACCATGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCGATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595772 
TTCTATTGCAATACAACACAACTGTTTAATAATATTTGGATTACTGATAATGTTACTGTTAATGAAACTAATA
GTGACAATAGCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTACGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATACGAACAATACGAACGGGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGATTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTCCAAAGAGAAAAAAGAGCAATAACACTAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595774 
TTCTACTGTAATACAACACAATTGTTTAATAGTACCTGGAATGATACTAATATTAATAGTACTGAAGAGTCAA
ATAACACTGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCCGAGGACATATTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAGTAATACTACCACCCAGGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204626 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATAGTAATAGTACTTGGAATAGTACGCAAGGAA
ATGACACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGATCAATTAAATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGGGGT
ATAAACAATAGTAATAATAATATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204627 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTACTTGGAATGGTACTAATG
GCGGGAATAACACTGAAAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCATGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGGGGAATAATTAGCTGTTCATCAAATATTACAGGTCTGCTATTA
ACAAGAGATGGTGGTAGTGGTAATATGAGCAACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTGGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAGAAGGGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204628 
TTCTACTGTAATACAACACCGATATTTAGTAGTACATGGAATAGTAATAGTACTAAAGATGATATTGAGAGAT
CAAATAGCACTGACAGGAATATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGGGATGGTGGTAAGGACAACAATAACAACACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAGTGGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM204629 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCATTCAATGATACTGGGAATGATAATAGTAGTA
GCACTGACAATACAACAATCTCACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGATATTAACAAGA
GATGGTGGCACACCCGACAACCAAAGTAGTGAGGAGGTCTTCAGACCTAGTGGAGGAAATATGAAAGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGAATAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGCAGAGAGAGAAAAGAGCAGCCACACTGGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204632 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGAATAGTAATAGTACTTGGAATGATACTATGGGCA
CTAATGATACTATGGACACTAATATCACACTTCCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTGTTA



ACAAGAGATGGTGGTAGTAATAGCACCAACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAAGGCTATTGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204633 
TTCTACTGTAGTACAGCAGAACTGTTTAATAGTACCTGGTTTAACAATGGTACATGGATAAGTGACAATGGAA
AAAATGACACAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACTAATTAGCTGTTCATCACAAATTACAGGGTTGCTATTAACAAGAGAT
GGTGGTAATGCGAGTGTTAACAACTGGACCGAGACCTTCAGACCTGTGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTGATGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>HM204638 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCAGCTGTCTAATAGTACTCTGAAGGAAACACAAG
AGAGTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGAAAGATTAGTTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GTCGAGAACAAGACTAACGAGACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCTTCCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACA
ACCTGATGAAAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>HM204640 
TTCTACTGCAATTCATCACTGCTGTTCAATAATACTTGGAATGGCAATGATACAAATAATACTATACTCACAC
TCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAGGCAGTAGGAAAAGCAATGTATGCCCCGCCCATCCA
AGGACTAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATGATAATAGCACA
AACCAGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGATATA
AAGTAGCAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAG
AGCAGTAACGTTAGGGGCAATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCGATG
ACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204641 
TTCTATTGTAATACAACAAAGCTGTTTAATTCTACTTGGAACAATACTAGTACTTGGAATAATAGTACTTGGA
ATAATACAATTTGGGATACTGATGGCAATGACACTATCATACTCCAATGCAGAATAAGACAAATTATAAACAG
GTGGCAGGAAGTAGGGAAAGCCATGTATGCCCCTCCCATCCAAGGACAAATTAAGTGCTCCTCAAATATTACA
GGGCTGCTATTAGCAAGAGATGGAGGAAGTAATGGAAGTAACAACATAGAGACCTTCAGACCAGGAGGAGGAA
ATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGGCACTGGGAGCTATGTTCCTTGGG
TTCCTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>HM204642 
TTCTACTGTAATACATCACAACTGTTTAATAGTACCTGGGTTAATGGTACCTGGAATGGTACTGAAGGGTCAA
ATAGCCCAAACATCACACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTGGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGAAAAATTAGCTGTTCATCACAAATCACAGGGCTGCTATTAGCAAGAGATGGT
GGTAATGACAATTCCACTGACAATAACACTGAGATCTTCAGACCTTCAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAATGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGGCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204643 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATACTAATAGTACTT
GGAATACTACTGAAGAGATAGTAAATATCCCATGCAGAATAAGACAAATTGTAAATAGGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGTTACTATTAACA
AGAGATGGTGGTAATGGCAACCAGTCCAATAACGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAAAT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCCTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 



>HM204646 
TTTTACTGTAATTCATCACAACTGTTTACTTGGAATGAGACTAGTATTCGGAATAAGACAAATAATACAAATG
ATACTATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAATGTATAA
CCCTCCCATCAAAGGAATAATTAGATGTGAATCAAATATTACAGGGTTACTGTTAACAAGAGATGGTGGTACT
AATAATAACACCAACGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTACAAATTGAACCCTTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGA
AAGAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCG
TCGGTGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KY658697 
TTCTACTGTAATACATCACACCTGTTTAATAGTACTTGGGAACGTAATAGTAGTACTTGGAACCTTACTAAAG
GGTTAAATGACACTGGAGGAAATATCACACTCCAATGCAAAATAAGACAATTCGTAAGACTGTGGCAGGAAGT
AGGGAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGACTGTTATTA
ACAAGAGATGGTGGTAATAATAATAATAATGAAACAAACACGACTGAAACCTTCAGACCTGCAGGAGGAGATA
TGAGGGATAATTGGAGAAGTGAATTATATAGATATAAAGTAGTGAGAATTGAACCAATAGGAGTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGCACTAGGAGTTTGGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATTTGTTGAAGGCTATTGATGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCAT
C 
>HQ595776 
TTCTACTGTAATACATCAAAACTGTTTGATAGTAGTTGGCTGCCCAACAATACTGGTGGGCTGCCTACCAATT
CTGCAGACCCAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAAAGGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCCAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTAAGGGAAATGACACTAACCAGACCGAGATCTTTAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGAGCTATAGATGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATA 
>HQ595778 
TTCTACTGTAATTCAACACTACTGTTTAATGGTACTTGGCATGATTCTAATAGGACTTGGCATAACCCTAAAG
GAAATAACAGTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTAATTCAAGTATTACAGGGCTGATGATAACAAGA
GATGGTGGTAATAAAACTAACGAGACCATCGAGAACGTCGAGACTTTTAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACTAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595779 
TTCTACTGTAATTCCACACAGCTGTTTAATAGTACTTGGGGAATAGGGGCAAATGTCACAAATACCACTGAAT
ACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
GGTGGTAATATTAGTAATACAACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGGGTGGT
GCAAAGAGAAAAAAGAGCACTGACGCTAGGAGCTATGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATA
TGCTGAAAGCTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595788 
TTCTACTGTGATACAGCAAACCTGTTTAATAGTACTTGGTATGCTAATGGGAGTGGGAATATTAATGAAAGTT
CAAGTAGCAATATCACAATCACATGTAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACCAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGA
GGTAACGTGACCAGTGAGAACGAGATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595790 
TTCTACTGTGATACAGCAAAACTGTTTAATAGTACTTGGCTGCTGTCTAATGGTACTTGGAATAATTCAGCAG
TTAATAGTACTGGGAATGGAAATATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGAAGAGCAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTG
ACGAGAGATGGTGGTAACACCAATAACACTAATGGCACCGAGACTTTCAGACCTGGAGGGGGAAATATGAAGG



ACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTGAGCCCTTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGGAGTGGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595792 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTTTGGAGGTGAATAATGGTACTGACA
ATGACAATATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGAAGGACTAATTAGTTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGG
AGTAACAGCACGAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAACAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595794 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTTAAATGACACTGAAGAAG
GAAATGGCACAATTGTACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCGAT
GTATGCCCCTCCCATCAGTGGACAAATTAACTGTGTATCAAATATTACAGGGATGATATTAACAAGAGATGGT
GGACAGGATAATAGGAGCAGCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGGAGTGAAC
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGGGAAAAAAGAGCAATAGGGGTACTAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595803 
TTCTACTGTAATACAACACAGCTATTTAATAGTACTTGGAGTTGGAATGGTACTGACATTAGAGATAATGGCA
CTGACATTAGAGATAATGGCACAATCATACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGT
GGGAAAAGCAATGTATGCCCCTCCCATCAAGGGACAAATTATGTGTAACTCAACCATTACAGGGTTGCTATTA
ACAAGAGATGGTGGTGATAACAATAATGAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATTTAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGAAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAAGCCAGACAATTATTATCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680906 
TTCTACTGTGATACAGCAAAGCTGTTTAATAGTACTTGGAAAAATGGTAATATAAGCATCGCAAAGGACAACC
CTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGAAAGATTAGCTGTTCATCAAATATTACAGGGTTGCTTTTAACAAGAGATGGTGGCAGTAAA
AATGTGACAGATAATAAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595769 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATTCGAGTGATACTACTTGGAATTCAAATGATA
CTAATATTAATGGAACGGGTACAATCACACTCCCATGTAAAATAAGACAAATTATAAATATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGATTCATTAACTGTTCATCAAATATTACAGGGCTGCTAATA
ACAAGAGATGGTGGTAGTGAGAATGGCACAAACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAACAGTAAAAGTTGAACCATTAGGAGTAGCACCAACCAGGGCAAG
GAGAAGAGTGGTGCAGAGAGAGAAAAGAGGGCTAACTCTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595770 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAACAAGGATGGTAGTATTGGGAATACTACTAAGG
GGTCAATTAACACAGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTGATGTTAACA
AGGGATGGTGGTAATAATGGGAGCGAGACCGAGATCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680910 



TTCTACTGTGATTCAACGCGATTGTTTAATAGTACTTGGACAAATGGAAGTTGGACAAATGGTACTGAAGAGA
AAAATGACACTATCACGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAACATTACAGGGCTGTTGTTAACAAGAGATGGT
GGTGAGAAGAAGAACAACAGTAATAGTACAGAAACCTTCAGACCTGGAGGAGGGGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTACAGAGAGAAAAAAGAGCAATAGGAACGCTAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTAAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680911 
TTCTACTGTGAAACAGCACAGCTGTTTAATAGTACTTGGTATGGGAATGAAACTGAAGAGTCACAAAATAAGA
CAGACCCTATCATACTCCCATGCAGAATAAAACAAATCATAAATAGGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAATATTACAGGGCTATTATTAACAAGAGATGGTGGT
AAGGATGATAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGCGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCAGTAGGAATAGCACCCACCAGGGCAAAAAGACGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAAAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680913 
TTCTATTGTAATACAACAAATCTGTTTAATGCAACATTTAATATAACAAACAATACAACAAAGCTACCTAACA
CAGGTGACACTATCATACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGACGAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGCACTAACATGACTGATAATGGTACAGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCGCT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATC 
>HQ595783 
TTCTACTGTAATTCAACACCACTATTTAATGAGAGCTTTAGAAGATCAAATGAAAGGAGTGAAGGGAATATCA
CTCTCTCATGTAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
CAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGGGAAAATGGGACA
GAGGGAAATAATGAGACCTTCAGACCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680919 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGACCACTGATACTTGGAATAGTACTAATGGGTCAA
GCAATAGCAATGACACTATTATACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTATATGTCCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTAATGATAATAGCACCAAAAACGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGTTCGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGAACATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680920 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCTGTTAATGGTAATGATACTGGGTCAAATATCA
CTGAAGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAACATTACAGGGATACTACTAACAAGAGATGGT
GGGGACGGGAGCAATGCCAACGAGACCTTCAGACCTGGAGGAGGGAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595786 
TTCTACTGTGATACAACACAGCTATTTAATAGTACTTGGAATATAACACAGCTGTCTAATAATAATAATACAG
GAAATGACATAAATAACACAACAATCGTGCTTCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGTAATTAAATGTTCATCAAATATTACGGGGCTGATTTTA
GCAAGAGATGGTGGAATTAATGAGACTAATGACACCGAGATCTTTCGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA



GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680928 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGAATGGTACTTGGCAGAATACTACAGAGTTGA
ATGGCACTATCACTCTTCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAATATTACAGGGATACTATTAACAAGAGATGGGGGT
AATAGCACCAACAACACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCGGGACTAGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF680929 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGAGAATAGTGCTGGGGAGAATAATACAGAGTCAA
ACGCTACAGAGGTAAATATCATACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAGGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAAATATCAGCTGTTCATCAAATATTACAGGGCTGATATTGACAAGA
GATGGTGGTAACGAAAATCGCACAGGCAACGAGACCTTCAGGCCGGGAGGGGGAGATATGAAAGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACAAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACAATAGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680934 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACGTTTAATGGTACTTGGATGTTTAATGGTACTA
CTTGGAATAATACTGATAACAGTAACCATACCAATATTACACTCCCATGCAGAATAAAACAAATTATAAACAT
GTGGCAGAGAGTAGGAAAGGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTAAATCGAATATTACA
GGGATACTATTAACAAGGGATGGTGGTGATGGGAACAATAGTGAAGAGATCTTCAGACCTGGAGGAGGAGATA
TGAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCAC
TAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>HQ595801 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAGAATGTTGATAATAGGACAGATA
ACATCACGCTCCCATGCAAAATAAAACAATTTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTTCTATTAACAAGAGATGGTGGTAAAGAT
AACAATAGCAATGACAACAATATTGAGGTCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
ACAGAGAGAAAAAAGAGCAGTGGGCCTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>HQ595802 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAAACTGGTTAATAACACTTGGAGTAAGATTGATA
ATAAGAATGAGACTGGTAATAGTAATATCACACTCCCTAGTAATATCACACTCCCATGTAGAATAAAACAAAT
TATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCTATTGGAGGACAAATTAAATGTTCATCA
AACATTACAGGGCTAATATTAGTAAGAGATGGTGGTAATGACACAGGAGGCAACGAGACCTTCAGACCTGCAG
GGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAAT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAGAAGAGCAGTGACACTGGGAACCATGCTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCCTTGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCAC
AGTCTGGGGCATC 
>HQ595804 
TTCTACTGTAATACATCAGAACTGTTTAATAGTACTTGGAATGATACTGCAGGGTTAAATAACACTAACACTA
CAGACCAAGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGACAAATTAACTGCTCAACAAATATTACAGGAATACTACTAACAAGAGAT
GGTGGTGGTAATAGCAGTAACACCACCGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGT
GGTGCAAAGAGAGAAAAGAGCAATAGGGGGATTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>HQ595806 



TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATATAAAAGAGAATACAACAAAACGGGATAATA
GTACTGAAAGTAATAGTACTACTATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGCGGAACAATTAAATGCTCATCAAATATTACAGGGTTACTATTA
ACAAGAGATGGGGGTAATAATAACGAGACCAATGGAACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGGAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680937 
TTCTACTGTAATACAACACAACTGTTTAATAGCGATTGGAATATTACTGAAAGGGCAAATGACACTGAAGGAA
ATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGAGAAATTGGATGTTCATCAACCATCACAGGGATACTCTTAACAAGAGATGGTGGA
ACGAACAGTACCAATGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTATTTA
AATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGTG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>D10112 
TTCTACTGTAATACAACACAGCTGTTTAATACTACTTGGCTGTTTAATGGTACTTGGAATGATACTGAAGGGT
TAAATAACACTGAAAGAAATATTACACTTCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCACAGGAACAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAGAGGCGAAAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGTGGCACTGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>Y13716 
TTCTACTGTAAGACAGCACAACTGTTTAATAGTACTTGGAATAGTACTGGAAATGGTACTATAAAGTCAAATA
CCACTGAAATTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCACAGGACAAATTAGATGTGCATCACATATTACAGGGCTACTATTAACAAGAGATGGA
GGTAGGGAGAACAATACCAACGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCCTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAAA
ATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>JF706393 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATATTACTGAAGGGTTAAATAAAACTGAAA
GAAATGGCACATTCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATGAGAGATGGT
GGTAATACTAACGAGAGCAAGACCACCGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN786861 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGTTAAAGGTACTTGGAATGGTACTGAAGAGT
CAAATAACAATGAAGGAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGTAATGAGAATACCACCACAGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCGGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ535594 
TTCTACTGTGATACAACACAACTGTTTAATGGGAGTGTTCCTAAAGGAAATAACACTGAAGGAAGTAGTAATG
ACCTATCACACTCCCATGTTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGAATAGTTACATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGTGTG
ACTAACGATACTAACGGCACTGAGATTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTACGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AJ535607 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGAGAATAATACTTGGACAGAGTCAAATAGCA
CTGGAGAAAATATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGATGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGT
GGTATTAACGTGACCAACGAGGCCGGCACCGAGGTCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>AJ535612 
TTCTACTGTAATTCAACAAAACTGTTTAGTAGTACTTGGAATAGTAATAGTACTTGGAATAGTGCTGAAGAGT
CAAATAGCACTGAAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAAGAATCCGAACGAGAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ418531 
TTCTACTGTAATACTACTAAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGGATACTACTGGAGATG
ACAATATCACACTCCCATGTAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGT
ACCAAGAACGAGACCAGTAACCAGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAAA
GCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGACATC 
>AJ418494 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATGTTAGTAATACTGAAGGATTAAATATCAATA
TCACTGAAAGAAATGACACATTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTGGTAACGAGAGCAGCAGCAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ418495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCAAAATGAGACTAGCGGGTCCATTAACATAACTG
ACATTGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGAAAAGC
TATGTATGCCCCTCCCATCCAAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACAACAACGAGACAAACAGGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACAATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ418519 
TTCTACTGTGATTCATCACAGCTGTTTAATGGTACTTGGAATGATACTAATACTAATGAAGGAAATGGCACAA
TCACACTCCAATGCAAAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGAGGACGAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACTAAT
GACACAGACGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTTAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AJ418521 
TTCTACTGTAATACATCACAACTATTTAATAGTATTTGGAATAGTACTGAAAAGACAAATATCACTAAAGGAA
TTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTACGCCCC
TCCCATCAGAGGAAATATTAGTTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTAGTAACGGG



AACGGGACCGGGAACAGGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATCGAACCATTAGGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGACAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36869 
TTCTACTGTAACACAACGCAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCTTGGAATGATACTAAAG
GGCCAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGACAAATTAGATGCTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGTAAGGGCAATAATACCAATACCACCGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAGGAGATCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>U36872 
TTCTACTGTAATACAACAAAATTATTCAATAGTACTTGGACTTGGAATGATACTGAAGGGTCAGATAGCACTG
AAGGAAGTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATGATAACAAGACTAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGTCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACACTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286342 
TTCTACTGTAATACAAAACAGCTGTTTAATTGGAGTAGTACTTGGAATGATACTATAAGGTCAGATGCTCCAG
AAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCAATCGAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGT
AGCAACAATACCAACAATACCACCGAGATCTTCAGACCTGGAGGGGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAATGACGCTGACGGTACAAACCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36875 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATTTGGATGCCTAATGGTACTTGGAATAGTACTGACACGT
CAAATAGCACTGAGATCAGGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACGAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAACAACGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATACAAATTAATAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>U36879 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAATAATGGTACTAGGAATAATACTGAAGGAGGTA
ACATTACAGACACAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGCAGGAATGAGACCACCACCACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAAAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U36880 
TTCTACTGTAATTCAACACCATTGTTTAGTGGTACTTGGAATACTAGTACTTGGAATGATACTACAGGGTCGA
ATGACACTGTAGGAAATAACACCATCATACTCCAATGTAGAATAAAACAAATTATAAACCTCTGCCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAAGATTACAGGGCTGCTATTA
ACAAGAGATGGTGGGACTGACAATAAGAATATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCGATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>U23487 



TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAATACTGGGAATGATACTAGAGAGTCAAATGACA
CAAATAATACTGGAAATATCACACTCCCATGCAGAATAAAACAAATATTAAATTTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAATATTACAGGGCTATTATTAACAAGA
GATGGTGGTAATACTAATACTACTGGGAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCACGGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>Y13719 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTGGAGGGTCAAATAACACTGGAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAATTATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AACAACAGCACAAACGATACCGAGACCTTCAGACCCGGAGGAGGTGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286330 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGTGCGTGATGATGCTAATAGTTCTTGGAGGCTAA
ATAGCTCTGAAGGAAATGACACACTTATCATACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAGAGCAATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTTATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGGATCCAGAACGAGTCCCAGTCCCAGAACGGGTCCGAGAGCGAGGAGACCTTCAGAC
CTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATT
AGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGCAAGAGAAAAAAGAGCGGTGGCCCTAGGAGCTGTA
TTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>AJ286332 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGCTTAATAATGGTACCTGGATTAATGGTACTTGGA
ATAATATTGATGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTATTATTA
ACAAGAGATGGTGGTACTGACAACAGTACTGACAATAACACTGAGACCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACGAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATACCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACTATTATTGACTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>AJ286334 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGGAATGAGACTGAAGGGTCAAATAACCCTG
ATAGAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACTAATTAGATGTACATCAAATATTACAGGGCTGTTATTAACAAGGGATGGTGGT
AATAATAATGTCACAAACCACACAGAGATCTTCAGACCTATAGGAGGAAATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAACT
TGCTGAGGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286336 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGACTTGGAATGATACTAAAGGGTCAAATAACACTG
GGTCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACCAATTAGATGTTCATCAAACATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATGATAATAGTAGTGACAATTCCTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTGAGAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAAACCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ286337 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAGTAATGGTACTAGGGTGTCAAATGACACTG
AAGGAAATAATACCACTATCACACTCAAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACAAGA
GATGGTGGCCATGGTATTAATGGGACTAACGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA



ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCT
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGACGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF491740 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGATACTGACGGGG
CAAATAGCACTAGGAAAAATGATACAATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGCA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTACATCAAACATTACAGGGCTGATA
TTAACAAGAGATGGTGGTGATACCCAAAACAAGAGCGACCCCGAGATCTTTAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATGGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACGCACAGTCTGGGGCAT
C 
>HQ122397 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATGTTAATAGTACTTGGAATGGTACTGAAAGGT
CAAATAGCAATGCAGAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGTAATAATGGAAGCGAGACCACCGAAATCTTCAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN002029 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTGAAGAGTCAAAGGGCATTGAAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAGTATTACAGGGTTAATATTAACAAGGGATGGTGGT
GATACCGAGAACGGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGCCTGGTATAGTGCAGCAACAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U36882 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTCTAATGGTGCTAGGAAGGAAGAGTCAAATA
ACAATGAAACAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGATATATTAACTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGTACTACTAACAATACCAATGCCACCGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCAACCAAAGCAAAGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAAC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ207940 
TTCTACTGTGATACAAAACAATTGTTTAATAGTACTTGGAATTCTAATGATACTTGGAATTCTAATGGTACGA
GGAATGATTCAGAAATTATCACACTCCCATGTAGAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCAATCAAAGGACAAATTAAATGTGTATCAAATATTACAGGAATAATACTAACAAGA
GATGGTGGTGATAATGAGACTAGAGGCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCCAGGCAAGGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTACTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ385456 
TTCTACTGCAATTCATCACAATTGTTTAATAGTACTTGGAATGCTACTGATACTGGGAATACTAGTATTAGGA
ATGAGGCTGAGAATATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAATATCACAGGACTGCTATTAACAAGAGAT
GGTGGTGACAAGAACACTACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>EU839603 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAACAGTACTATGAATGGAACTACAGAAGGAGATG
ACACGGAAGTTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGCAAAGCAAT
GTATGCCCCTCCCATTGCAGGAGAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAATGCCACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>EU839601 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGATGCTACACTAGACAGTGCTGGGAATAGTA
CTGAAGGGCCAGATAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
CAAAGCAATGTATGCCCCTCCTATCAGCGGACAAATTGCATGTTCATCAAAAATTACAGGGATGATATTAACA
AGAGATGGTGGGCCTGAGAATGAAACTGAGATCTTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAGGGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078551 
TTCTACTGTAACACAACAAAGCTGTTTAATAGTACTTGGACTGGAAATGAGACAGAGAATAGTCTAAGGTCAA
ATGGCACAATCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAAGCAATGTA
TGCCCCTCCCAGAAGAGGAATGATCAACTGTACATCAAACATTACAGGGCTACTATTGACAAGAGATGGTGGT
ACTAACAGTACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCGAAAAGAAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGG
CTATTGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>MK303352 
TTCTACTGTAATACAACAAAACTGTTTAACAATGATTCAACACAACTGCCTAATGAGACTAATGAGAATATCA
TACTTCCATGCAGAGTAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTACGCCCCTCCCAT
CAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGTAATGAGAACAAC
AACAGTAACCCTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTGCAAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCGGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGGATAGTGCAACAGCAGAATAATCTGCTGAGGGCTA
TTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303348 
TTCTACTGTAATTCATCACAATTGTTTAATAGTACTTGGAATAGTACTAGGAATAATGATACTAGTACTAGGA
ATAATGATACAGAGTCAGGAGTTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAAAGATTAGCTGCTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATGAGACCAAAAACAACACTGAGATCTTCAGACCTGCAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303350 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGCTTGGAATGGTACGGAGGATGATA
ACGGTACTATCACACTCCCCTGTAGAATAAAACAAGTTATAAAAATGTGGCAGAGAGTAGGAAAAGCAATATA
TGCCCCTCCCATTGCAGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTACTAAGAGATGGTGGA
AGTGGTAGTAACAATAGCATTGTTACCAACAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGCAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303351 
TTCTACTGTAACACAACAGGACTGTTTAATAGTAGTTCAATACAACTGCTTAATGAAACTTGGAATAGTACTG
GGAATGAAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAAGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCGTCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGTAACAACACCAACAACAACAACACAGAGATCTTCAGACCTGTAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGGATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK303353 
TTCTACTGTAATACATCACAGCTGTTTAATAGTATTTGGTTTAATGGTACCTGGAATGGTACTAGATCAAATA
GGACTGGGGATGATACTATATCAAATAACACTATCACTCTTCCATGTAGGATAAAACAAATTATAAATAGATG
GCAGGAGGTAGGGAAAGCAATGTATGCCCCTCCCATCAGGGGACTAATTCGATGTTCATCAGACATTACAGGG
CTGCTATTAACAAGAGATGGAGGTGAAGGTACAGAGAAGGACAACACGACTGAGGTCTTCAGACCAGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCAATAGGAATAGC
ACCCACCAAGGCACAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTGGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACGGCACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGT
CTGGGGCATC 
>MK303354 
TTCTACTGTAATACATCAGCACTGTTTAATAGTACCTGGAATAATACTTTGACTAATACTACAGGGTCAAATG
ACACTGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACACATTAACTGTGTATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATTCTAGCAACGAGACCTTCAGACCCGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAGCTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MK303355 
TTCTACTGTAATACATCAAAACTGTTTAATAATAATATTACTGCTGATGAGAATGGGACTATCATACTCCCAT
GCAGAATAAGACAAATTGTAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACT
AATTAGATGCTCATCAAATATTACGGGGCTGCTATTAACAAGAGATGGTGGTAACAGGATCAACAGCACTGAT
AACAGCACTATTGGGTACAGCAATGACAACAACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU191372 
TTCTACTGTAATACAACCCCACTGTTTAATAGTACATGGAATGACACTAAACAATTCACTGTAAGTAATAGCA
CCGAAGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACAACTTAGCTGCTCATCAAAGATTACAGGGCTGATACTAACAAGGGATGGTGGT
GGTACCGAGTCTAAGGAAAACGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF680936 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAATCATCAAACACCACCACCACTG
GAAGCATCACGCTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGAAAGATTAGTTGTTCATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGTAAT
GATAATGGCAGTAACCCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
TTAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCATCTAAGGCAAGAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGATTTGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF061032 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGGAGGGTCAGAAG
AAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAGATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATAACGAGAACGGGTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KF061031 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACATGGAATGTTACTGAAGGGTCAAATAACACTGCAGGAG
AAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC



CCCTCCCATCAGAGGACAAATTAAATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAAT
AGCAGTAACACGACCGAGATCTTCAGACCTATAGGAGGAGATATGAGAGACAATTGGAGAAGCGAATTATATA
AATATAAAGTAGTAGAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY835445 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGAATGGGAATAATACTACAGAATCAGATAGCACAG
GAGAAAATATCACACTCCCATGCAGAATAAAACAGATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAAAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGA
AATAACAATAGCAGCGGGCCCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTACTGTTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY835444 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGATGCTAATGGTAATTGCACCGGTTGTGATGAAA
GTGATGGAAATAACACTATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAA
AGCAATGTATGCCCCTCCCATCAAGGGACTAATTAAATGTACATCAAACATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGCTAATAATACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAAAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EU839605 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTTTAATGGTACTCTTAGTCCAGGGGAGAATACTACCA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGCAAAGCAATGTATGCCCC
TCCCATCAAAGGACTAATTAGATGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAT
AGTGATGCTAATGAGACCTTCAGACCACAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAGAGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>JF680925 
TTCTACTGTAACACAACAGAGCTGTTTAATAGTACTTGGAATGCTAATGGTTCCTGGACGGGTACTGAAAAGA
ATGATACTAATACTAACAAAACAGGCATAATCACACTCCCATGCAAAATAAAGCAGATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCGAGGACCGATTTCCTGTACATCAAATATTACAGGACTA
CTGTTAACAAGAGATGGTGGTAGTAATGAGAGCACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCTTCCAAGGCAAG
GAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTACTACTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>HM030564 
TTCTACTGTGATACAAAAGGGCTATTCAATAGCACATTCAATAGCACGTGGAATGCTACAGAAGATACTGGAC
TGCCAAATAGCACTAGCACTAATATTACACTCCCATGCAGAATAAAACAAATTATAAACACGTGGCAGGGAGT
AGGCAAGGCAATGTATGCCCCTCCCATCCAAGGACTAATTAGATGTAGATCAAATATTACAGGGATACTATTG
ACAAGAGATGGTGGGAGTGGAAATAGTAGTGATAATACAGAGATCTTCAGACCGGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM030559 
TTCTACTGCAATACAACACAACTATTTAATAGTACTTGGAATATTGGGTTAAATAACACAAATGACACTGTAG
AAAATGATACTAATATCATACTACCGTGCAAAATAAAACAAATAGTGAACATGTGGCAGGAAGTAGGCAAAGC
AATGTATGCCCCTCCCATCAATGGAGTAATTAAATGTTCATCAAATATTACAGGACTGTTATTAACCAGAGAT
GGTGGTAACACCACCGGGATTGAGAACAATATTAGCAATACTGAGGTCTTCAGACCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCTACCAG
GGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGCTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG



TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCAT
C 
>HM030562 
TTCTATTGTGACTCAACACAACTGTTTAATAGCACTTGGACTAAGAATGATAGTACTTGGACTTTGAATGACA
AAGAGTCAAATAGAACTGAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAGGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACCCATTAAATGCGAATCAAATATTACAGGGATGCTCTTA
ACAAGAGATGGTGGTAATAACGAGAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAGATTGAGCCATTAGGATTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCCTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGATCATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGAGACTCACAGTCTGGGGCATC 
>HM030565 
TTCTATTGTAACACAACACCGCTGTTTAATAGTATACACAAGGAAAATGACACACTCACTAACGAGACTGAAG
GAAATGACACACTCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGAGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGATGGATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGG
GGTAATAATAATAGCACTAATGAGACCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTATGGTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGGCTATTACTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB428551 
TTCTACTGTAATACATCATCACTGTTTAATTGGAGTACTAATGGGTCAAATATTACTAATGGGTCAAATATTA
CCAAAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAATTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACCAG
ACTGAGTTTAATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB289588 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATTTTACTAATACTTGGAATATGACTGAAGGCA
TAACTAACACTGAAGGAAATATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAGGGACTAATTAGATGTACATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGGAATAATAGGACAAATGAGACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGAACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAGTACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCAGTTGTTGCAACTCACTGTCTGGGGCATC 
>AB289590 
TTTTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATGAAACAAACCTGTTTAATAATACTGGGAATA
ATACTGAGGGTAATACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTTCATCAAACATTACAGGGCTGCTATTAACAAGA
GATGGTAGTACTAATGACACAAACAATACTGAGATATTCAGACCTACAGGAGGGAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTACAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB428558 
TTCTACTGCAATACAACAGAACTGTTTAATAGTACTTGGATTAATGGTACTAGGACAACCAACACTACGTCAA
ATGGCACTATCACACTCCGATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTA
TAACCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGATATTATTAGTGAGAGATGGTGGT
GATAACAGTACGACCAACGAAACCTTCAGACCTGGAGGAGGGAATATAAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGGAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB221126 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGACTTGGAATAGTACTACGGGCACTTGGAATAATA
CTGGGAGCAGGAGTGAGAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAATATTACAGGACTGCTA



TTAACAAGAGATGGTGGTAACGAAACTGAGAACGGGTATGATACCTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAGCCATTAGGAATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>AB480697 
TTCTACTGTAACACATCAGCACTGTTTAATAGTACTTGGAATAATAACACTTGGTATGTAAATGGCACTGAAG
GGTCAAATGACACTGATAAAAATATCACCCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGCAGT
AGGAAAAGCAATATATGCCCCTCCTATTAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTGAAGGTAACGAAACTGACAACCAGACTGAAGTCTTCAGACCTGGAGGAGGGGATATGA
GGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGGGGAATAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGACTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>AB480695 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAATGATAATAGTACTG
AAAAAATCGTACTCCCATGCAGAATAAGACAAATTGTAAGCATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
AATGGTACTGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAGCCTTTAGGAATAGCACCTACTCCAGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGATTCGGAGTTTTGTTCCTAGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATG
GCGCTGACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB287363 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCATGGAAACATATCAAATGTGTCAAATAACATTG
GAAAAAATAGCAACATCACACTCCCGTGTAGAATAAGACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGATACATTAAATGTACATCAAATATTACAGGACTGCTATTGACAAGAGAT
GGTGGAAAGGGAAATAACACGGACACGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287364 
TTCTACTGCAATACAACAAAATTGTTTAATAGTACATGGATCTGGAATAAAACACTAATGGTTAATGACACAA
GAGAGTCAAATGACATTATCAGGTTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGAAGGACTAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAATAGCAAAAACGATACAGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAGAAAAGAGCCGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588283 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCATCCTAATGGGAGTATGATTGCAGAACCAAATA
ACACTAACAACATTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGAAAAGC
AATATATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAATATTACAGGACTGCTATTAACAAGAGAT
GGTGGTAAGGAGGATAAGGAGAATAGGTCACAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAGAAGAGCAGTGGGGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB588296 
TTCTACTGTAACACAACACAACTGTTTGATAGTACTTGGAATAGTACTTTAAATATTACTGAGAGGTCAAATG
ACTCTGGTATAATCACCCTCCCATGCAGAATAAAACAATATATAAATTTGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGT
GGTAAGGGGAACGAAAACAATATCACTGAGACCTTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB287367 
TTCTACTGTAATACAACAGGGCTATTTAATGATAGTATGCTGAATGATACTACTGAAGGTAACAACCTCACAC
TCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCA
AGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGAGGAAATAGTGGCAATAAA
ACTAATAATACTGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB287368 
TTCTACTGTAATACAACACCACTGTTTAATAGTAGCTGGTATGAAAATGGAAGTAGTATCTGGTATAGCATAA
ATAACACAACTGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCGGGACAAATTAAATGTTCATCAAATATTACAGGACTGCTATTAACAAGA
GATGGGGGTGGTGATGGTAATAATGATAGTGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AB588311 
TTCTACTGTAATACATCAGACTTGTTTAATAATGACACTTGGAATAACCCTAACAGTACAAAAGGAGAGAATA
TCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCTCCTCC
CATCAGCGGACCAATTAGATGTTCATCAAATATTACAGGGCTGATACTAACAAGAGATGGTGGTACTAACCAG
ACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAG
TAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACG
CTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGG
CGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>AB731663 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCTGCTTAATAGTACTTGGAATAGTAATGATACAA
ATAGCATTGGAGAAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCTAGAGAAGGACCAATTAGATGTTCATCAAACATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAGTAATGGGTATAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAAAAG
GCGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCTTGCTCGTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB731667 
TTTTACTGTAATACAACACCATTGTTTAACAGTACTTGGAATGGAACAAATCTGACTACTTGGAATACTGGAG
CAAATATCACACTCCAATGCAAAATAAAACAGATTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTAATACT
AATAGCACAAACAATACTGAGATCTTCAGACCTACAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTACAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GAGCTATTGAGGCGCAACAGAATATGTTGCAACTCACAGTCTGGGGCATC 
>KF716497 
TTCTACTGCGATACAACACAACTATTTAATAGTACCTGGGATAATAGTACTATGAATAGTACTAAGAATTCAA
ATGACACTATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAATATTACAGGGTTGTTATTAGAGAGAGATGGTGGT
ATTAACAAGACGACCACAGAAACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF716498 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATAATAGTAATTGGCCAAATGACACTATGCCAA
ATAATAACACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATAACCCTCCCATCGCAGGACTAATTAGATGTTCATCAAATATTACAGGGCTATTATTAGTGAGAGATGGT



GGGAACACAACGAATACAACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588201 
TTCTACTGTAACTTATCACAACTGTTTAATAGTTCTTGGAATGTAAATGGTACTGAAGGGTCAAATAACACTG
GAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTATT
AACAAGAGCGAGAGCACCAACACCGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGTTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588207 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGAATGAGACTACTAAAGGGTTAAATATTACTGGGG
AAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATCAGTGGAGTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACGGTAACGGGAGCAATACCACTGAGATCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AB588209 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGACTTGGACTGGGAATAATACTGAAGGAAATAACA
CTGAATACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGGTGGCAATAACGAGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588211 
TTCTACTGTAATACAACAAAGCTATTTAATAATAGTATGCTGTCTTCTAATAATACTGGAGGATCAAATAAGA
CTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTGGCGGG
AACGGTTCCGAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACATGCTGA
GAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AB588233 
TTCTACTGTAATTCAACACCACTGTTTAATAGTGCTTGGAATTTTACTAGTACTTGGAATATTATTGAAGGAT
CAGATAACACTGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAGGGACAAATTAACTGCACATCAAATATTACAGGACTGTTATTAACAAGA
GATGGGGGTAAGGATGAGAATAAGACGGAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCGAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>AB480698 
TTCTACTGTAATACAACACAGCTGTTTGATAGTACTTGGCTGTCTAATGGTACTAGGAATGATACTACAGAGT
CAGATAGCACTGAGATCATACTCCAGTGCAGAATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAATATTACAGGGATGATAATAACAAGAGAT
GGTGGTACCAATGACACGCACGGAGACGAGATCTTCAGACCAGCAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGGAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACATGCTGAAAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB564745 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAATACTGAAAGGGTAAATAGCACTATGGAAA
ATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATACACATGTGGCAAGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGAAGGAAACATTAGCTGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGT
ATTAAGAACGAGAACAAGCCCGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAGGGCAAAGAGGAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB604946 
TTCTACTGTAACACAACACAACTGTTTAACAGTACTTGGCTGTCTAATGGTACTTTGAATAGTACTGAAACGT
CAAATGACACCATTATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGC
CATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAATATTACAGGGTTGCTATTGACAAGAGAT
GGGGGTGAGAATAATACTGAAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGAACTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>D12582 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACACACCTGTCTAATGGTACTTGGTGGAATGGTACTGGGC
CAGAAAATATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACACCCAGAACAATAACACCAATAGCAGTATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGCCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB565497 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGCATTGGAATTGGAATAATTCTACTTGGGAGCGGA
ATGATACTGAAGGGTCAAATAATACTGAGGACAAAATTACACTCCCATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTGCATCAAATATTACA
GGGCTGATATTAACAAGAGATGGTGGTGGTGTGAACAGAACCACCGAGACATTCAGACCTGGAGGAGGGAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
TAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATTGGAGCTATATTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTA
TAGTGCAACAGCAGAGCAATCTGCTGCAGGCTATTGAGGCGCAACAACAACTGTTGAAACTCACAGTCTGGGG
CATC 
>AB565502 
TTCTACTGTAATACATCAAAACTGTTTAATAGTTCTTGGAATATTAATGGTACTTGGAATGGTACTACAGGAA
ATGGCACTCTCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAATGTA
TGCCCCTCCCGTTGCAGGAATAATTAGATGTTCATCAAATATTACAGGGATGATATTAACAAGAGATGGTGGT
ACTAATGAGACCATCGAGGTGGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGCGAAGTGAAT
TGTATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGAGCTATTGAGGTGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT961002 
TTCTATTGTAATACAACAAAACTGTTTAATAGTAGTTGGAATGAAACAACACTGTTTAATAATACTTGGAATA
GTACTGAAGAGTCAAATAGCACAATCACACTCCCATGCAGAATAAAACAAACTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCCGCGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTA
ACTAGAGATGGTGGTAATAATAACACGAATAAAAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AB742153 
TTCTACTGTAGTACAACTAAATTGTTTAATAGTACTTGGAATAGTACTGAGAATTTGAATATTACTACTGAAA
GGTCAAATAGCACTGGAGAAAACGACACAATCATACTCCACTGTAGAATAAAACAAATTATAAATATGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGGCCAATTAACTGCTCATCAAAAATTACAGGGCTG
CTGTTAACAAGAGATGGTGGTAGTGGTAATGAGACTACCAATAACACTGAAACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACC



CACCAAGGCACAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>AB641836 
TTCTACTGCAATACAACAGAACTATTTAATAGTAGTTGGAATGAGAGTACCTGGAATGAGAGTACTCGGAATG
ATACTGACGGGTCAGGAAATATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAACATCACAGGGTTGCTATTA
ACAAGAGATGGTGGTAATAATAATAGCACCAATGAGACGGAGACCTTCAGACCTGGAGGAGGAGACATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGC
GAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAG
TGCAGCAGCAGAATAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KU869602 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATTTTAATAGTACTTGGAATAGTACTGAAGGGT
CAAATATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGG
GGGAAGACTGGGGACAACGGGAGTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAATA
ACTTGCTGAGAGCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043590 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATTTTAATAGTACTTGGAATAGTACTGAAGGGT
CAAATATCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGG
GGGAAGACTGGGGACAACGGGAGTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAATA
ACTTGCTGAGAGCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043603 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGGAGAGTTGCTTAATAGTACTGGGA
ATAGTACTAACAATGGAACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGGATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGGAATGAAAACGGGACTAACAGTACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCGAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316128 
TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAATGATACTGAAGGCCCAAATAATGGAACCAATA
GAAATATCACACTCCAATGCAGAATAAAACAAATTATCAACAGGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCGCAGGAATAATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGGGGGAAT
AATGAGAATGGGACCAGTGGGAATGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTGGGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316132 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGGGTGAATGGTACTGAAGGGTTAAATGTAACTG
AAGGAAATAGACACTTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCGCGGGACAAATTAGATGTTCCTCAAATATTACAGGACTGCTATTAACAAGAGAT
GGGGGAACTAAGAACAACAGCAACAACGAGACTGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCGCTATGGGCGCAGCGGCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 



>JQ316127 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTGAAGGGTCAAATACAACTG
AAGGAAATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGGGGGACTGGGAACAACAAGACTGACAACGGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCTCCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAG
TGCAACAGCAGAATAATTTGCTGAGAGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JQ316135 
TTTTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTATTACTTTTAATAGAACTTGGGGTGACC
TTAATAAAAAGATTATATTCCCTTGCAAATTAAAACAAATTATAAACAGGTGCCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCTTCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTACCAAGAGATGGG
GGGACCAAGAACAAAACTGACAAGGCCATTATTAAATTTTTCAGCCTTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTAAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCACGGCAAGGAA
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316130 
TTCTACTGTAATACCACACCACTGTTTAATAGTACTTGGCGGTATAATAGTACTGGGGAAGAGGAAACTATCA
TACTCCCATCCAGGATAAAACAAATTATTATCAGCTGGCAGGAAGTAGGAACAGCAACGTATGCCCCTCCCAT
CAGCGGAATAATTAGCTGTTCATCAAATATTACAGGGGGGCTATTAACAACAGATGGGGGGAGTGAGAAAAAC
GGGACTAACGATACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAACAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGTTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAATAACTTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ295195 
TTTTACTGTAATACAACACAGCTGTTTAATAGCACTTGGCCTAATAGTAGTGAGAATTCCAATAATACTGCTG
ATAATGGCACATTTATCCTCCCCTGCAGAATAAAACAAATTATAATCAGCTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGTGGACTAATTAAATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGG
GGAACTAAAAACAATTGCATTAACATCACCGGGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGGTAGCACCCACTGGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGTCGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGCTGTATAGTGC
AACAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>DQ295193 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTGCTTAATGATACTGGGAATGAGAGTAAACAGC
CAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTGTTAACAAGAGATGGG
GGGAATACTAATGAGACTGGGAATGGGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGGATAGCACCCACTAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316126 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGTAATGGTACTCGGAAGGAAGGGTCAAATG
AAAATGGAACTATCATACTCCCATGCAGGATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTACAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGG
GGGACTGGGAACGGGACCAACACGAATGAGACTTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCCAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACACTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ295196 
TTCTACTGTAATACATCACAACTGTTTAATAGAGCTTGGAATGGTTCTGAAAGGTCCAATAACACTGAAGGAA
ATACAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGGGGG
AATGGGAACGAGACTGAGAACGGGACTGAAATCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAA



GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTACTGAAAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY839827 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTACAGTAATAATACTGAAGGGTCAAATAATACTA
AAGGAAATGACACAATTACCCTCCCATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTGTTAACAAGAGAT
GGGGGAATCAACAATACAATTAATGAGACCTTCAGACCTGAGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCGAGTCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAACAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAATA
ACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ837381 
TTCTACTGTAATACAACACAACTGTTTAATGGTAATTGGAGTAATGGTACCTGGAATGATCTAAACAACTCTA
GTTCTATAAATATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAAGGACAATACTACCGGCAGCAATGAGACAAAAGGGGAGATCTTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCGATGTTCCTTGGTTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGC
AACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ316134 
TTCTACTGTAACACAACAAAACTGTTCAATAGTACTTGGAATAGTACTGAGAATGGTACTGGTATTGAACATT
TAAATGGGACTATCACACTCCCATGCAGAATAAAACAATTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGG
GGGACTGAGAACAACAAAACTGACAGCACTGGGACTGACATCTTCGGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTACGGCCGCGACGTCGATGACACTGACCGTACAAGCCATACTATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043605 
TTCTACTGTAGTACAACAAATCTGTTTAATAGTTCTTGGAATGAAACACTGCTTAATAGTACTTGGAATGAGA
ATGACAATAAAAATATCACACTCCGATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAACTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGCCTGAGAACAATAGCAATGAAATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAATACAAAGTAGTAAAGATAGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGAAGTAACATTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ140263 
TTCTACTGTGAGACAACAAAACTGTTTAATAGTACTTGGAGGTTTAATAGTACTTGGAATGGTACTGAAGAGA
TAAATGACCCAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGG
GGGACTGAGAACAACAAGACTGGGAGCAACAGGACTGAGATCTTCAGACCAGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAG
GAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT878030 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGATACTTGGAGGGGTAGTAAAAGATCCAATG
GTACTATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGGGGGAAT
AACAGCGAGACTACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGTCAAAGAGAATAGTGATGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT878031 



TTCTACTGTAATACATCACAATTGTTTAATAGTACCTGGAATGAAACACTGTTGAATAGTACCTGGAATGAAA
CACTGTCGAATAGAACCTGGAATAGTAATGAAACTATCACACTTCCATGCAGAATAAAACAAATTGTAAACAG
GTGGCAGGAAGTAGGAACAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAATATTACA
GGGCTGTTATTAACAAGAGATGGGGGGAACAACAGCAACAGCAATGAGACCTTCAGACCTGGGGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAATAACCTGCTGAGAGCTGTTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTG
GGGCATC 
>KT878032 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGAAGAATGGTACACTGATAAATGGAACTGAAGACA
ATAGCAATAGCACCTTCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
GGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTACATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGGAACGACAACAGTAGTAGCAACGAGACCTTCAGACCTGGGGGAGGAAATATGATGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCGATGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGGCTGGTATAGTGCAACAGC
AAAATAATTTGATGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT878033 
TTCTACTGTAACACATCAAAATTGTTTAATACTACTTGGAGTAAGGATAATAATACTGAACCAAATGAAAATG
GAACTGAGAAAGTTATCACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGC
AACATATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGAT
GGGGGAGGAGGAAACAAGACAGAAGAAACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGTA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT878036 
TTCTACTGTAACACAACACAACTGTTTAATAGTACCTGGCTTGGGAATGATACTAATAACAATGAAACACCTA
TCACGCTCCCATGCAGAATAAAACAGTTTATAAACAGGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCCTCC
CATCGCGGGAAACATTAGCTGTTCATCAAATATTACAGGGCTACTATTAGCAAGAGATGGGGGGAAGAATGAG
ACCAAGTCTGAGACCTTCAGGCCTTGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGAGGCAAGAAGAAGAGTGGTGCAGAGAGAAAGAAG
AGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTAAGAGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT878037 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGATGATAATAATACTAGTACTTGGGAAAATAGTA
CTGAAAATGACATTATCGAACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTTTGCCCCTCCCATAGCAGGATACATTAATTGCTCATCAAATATTACAGGGCTGTTATTAGTGAGAGAT
GGTGGTATTGTTAACAGTACCAACGACACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAAGGCCATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>KT878038 
TTCTACTGTAATACAACAAAACTGTTTAGTGGTACCTGGAATGGTACTTGGTATGGTACCTGGAATGGTACTT
GGGATGGTGCTACAGAAAATAGTACTAATAAAAATATTACAGATATCATAATCCCATGCAGAATAAAACAAAT
TATAAACAGATGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCGCAGGACGAATCAGATGTTCATCA
AATATTACAGGACTGTTACTAACAAGAGATGGGGGCACAAACACAAGCACCAGCAATGAGACGGAGACCTTCA
GACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCC
ACTGGGGATAGCACCCACCAAGGCAAAGAGAATAGTGGTGCAGAGAGAAAAAAGAGCTGTGGGAACATTAGGA
GCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGG
CCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATAT
GTTGCAACTCACAATCTGGGGCATC 
>KT878022 
TTCTACTGTAATACAACAAAACTGTTTAATAGTATCTGGAATGGTACTTCGAATGGTTTTACAGGAAATGATA
CAATCGTACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCTATCGCAGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGGGGGCAGGAG
AATGGCACCAATGGGACGGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT



ATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGCATAATTTGC
TAAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT878023 
TTCTACTGTAATACAACATCATTGTTTAATAGTACTTGGACTACTAATGATACTAGGAATGATACTGAGAATA
ATAATGGAACAATCACACTCCAATGCAAAATAAAACAGATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAACATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATGACACAAAAGATAATGAGACCTTCAGACCTATAGGAGGGAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTACAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT878024 
TTCTACTGTGATACATCAAAATTGTTTAATAGTACTTGGAATAATACTGACACTTGGAATAATACTGACACTG
GGAATAGTACTGAAACAAGAAATATCACACTCCCATGCCAAATAAAACAATTTATAAACAGGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAACATTACAGGGCTGCTATTA
ACAAGAGATGGGGGGAATAAAAATAATACAAGTAACGAGACCTTCAGGCCTGGGGGAGGAAATATGAAGGACA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGCACAGGCCAGACAATTATTGTCCGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGTGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KT878025 
TTCTACTGTAATACAACAAAATTGTTTAAGAGTACTTGGAATAGTACTTGGAGTGATTGGAATAGTACTTGGA
GTGATAATGAAGGAAAAGAACATAATATCATACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGGGGGACAGAAGACAATAGGACTAATGGGACTGAGACCTTCAGACCTGGGGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>KT878027 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATGACACAAACCTGTATAATGCAACAAAACAGA
ATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGG
ATTAATACCTCTACGGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTACA
AATATAAGGTAGTAAGAATAGAACCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGA
GAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MK871374 
TTCTACTGTGATACAACACCACTGTTTAATAGTACTTGGAATATTAATGGGACTAAAAGGTCAAATGAAACTG
CAGAAAATGGCACAATTACCCTCCACTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGACAAATTAACTGTACATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGGGGCGGTAATCCCGCCAACAAAACTAATGACACCTTCAGGCCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTAGAAATTGAACCATTAGGGATAGCACCCACCAGGGCAAGGAGAAT
AGTGGTGCAGAGAGAAAAAAGACCAGTGGGAACATTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAAGAAAGTATTGTCTGGTATAGTGCGACAGC
AGCATAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN043576 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTGAAGGGTCAAAAA
CTGAAAGAAATGACACACTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGGACTGAGAACAACAGCGAGACTGAGATCTTCAGACCTGGGGGAGGAAATTTGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU896118 



TTCTACTGTGATACAGCACAACTGTTTAATAGTACTTGGAATGATACACAACTGTTTAATAGTACTGGGAATG
ATACTGAAGGGTTAAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGGGGGATTGAGAACAACGGGACTAACAGGACTGAGATTGAGATCTTCAGACCTGGGGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGATCCATTAGGGATAGCACC
CACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>MN043598 
TTCTACTGTGATACAGCACAACTGTTTAATAGTACTTGGAATGATACACAACTGTTTAATAGTACTGGGAATG
ATACTGAAGGGTTAAGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGGGGGATTGAGAACAACGGGACTAACAGGACTGAGATTGAGATCTTCAGACCTGGGGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGATCCATTAGGGATAGCACC
CACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>MN043588 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATGGGAATGATACTGTAGGGTCAAATAAAACTG
AAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGG
AATGAAGGCAACGAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGC
TGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KU869580 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTGAATGGTCAAATACAACTG
AAGGAAATGACACAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGAGGGACTGAGAAAAACAGGACTGAGAACAACGGGACGACTGAGATCTTCAGGCCAACGGGAGGGAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTACTATTGTCTG
GTATAGTGCACCAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>MN043589 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAAGGTTCAATAACACTGAAGGAA
ATATCACAACTATCAGACTCCCATGCCGAATTATACACATTAGAAACGGGTGGCAAGAAGTAAGGAAAGCAAT
GTATGCCCCTCCCATCATAGGACGCACTACATGTTCTTCAGGCATTACAGGGCTGCTATTAGCAAGAGATGGG
GGGACTGAGAACAACGGGACTGAAATCTTCGGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATACCACCCACCCAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGGGCTATGTTCCTTGGGTTCTTGGGACCACCAGGAACCATTATG
GGCGCAGCTTCAATGACGCTGACGGTACAGGCCAGATTATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>KU869596 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACCGGGAATGGTACTGAAGGGTTAAATGAAACTG
GAGGAAATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGAGTAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGGGGGATTGAGAACAACGAGACTAATAGCAACAGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAT
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGG
CATC 
>KX960971 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGAATAATACTAAAAGGGTAGAGGGAACTGAAGGAG
AAAATGGCACACTTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGG
GGTGAGAGGAATGACACCAACGAGACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ140267 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGTTTAATAGTACTTGGAATGATACTGAAGGGTCAA
ATATCACTGGTACTGTAGGGTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTA
TTAACAAGAGATGGGGGGAGTGGGGACAACGAGACTAACGGGACGACTGAGACCTTCAGACCTGGGGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTACTATTGT
CTGGTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KJ140248 
TTCTACTGCAATACAACACGACTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATGATACTGAAAGGT
CAAATAAAACTGCAAATGACACACTTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGGGGGGCTAAGAACAACGGGACTGAGAACAACGGGACTGAGATCTTCAGACCTGGGGGAGGAG
ATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAACGTCAATGACGCTAACAGTACAGGCCGGACTATTATTGT
CTGGTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KJ140252 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAGGGTTTAATAGTAGTACTGAAG
GGTTAAATAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGAATGAGAGCAACGAGGCTGAGATCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCCAGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTAAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417425 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGGAACAGCACTTGGAATAAGACTGATAAGG
CAAATGACACCATCACACTCCCATGCAGAATGAAGCAAGTCGTAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGGCAAATTAGCTGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGT
GGTAATACCACGAATGATACCGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCGGAGTAATTTGC
TGATGGCTATTGAGGCGCAACAACATCTATTGCAACTCACGGTCTGGGGCATC 
>KY820529 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAATGGGATAATAGTACTTGGAATAGAACTGAAG
GGTTGAATATAACTGGAAGAAATATCACACTCCCATGCAGCATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTACTA
ACAAGAGATGGGGGGGCTGGGAACAACGGGACTAACGGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>MK577479 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGAATAGTACTGAATGGTCAAATACAACTG
AAGGAAATGACACAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGAGGGACTGAGAAAAACAGGACTGAGAACAACGGGACGACTGAGATCTTCAGGCCAACGGGAGGGAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCAC



CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACGATTATTGTCTG
GTATAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KU869586 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAGTACTGAAAGGTTCAATAACACTGAAGGAA
ATATCACAACTATCAGACTCCCATGCCGAATTATACACATTAGAAACGGGTGGCAAGAAGTAAGGAAAGCAAT
GTATGCCCCTCCCATCATAGGACGCACTACATGTTCTTCAGGCATTACAGGGCTGCTATTAGCAAGAGATGGG
GGGACTGAGAACAACGGGACTGAAATCTTCGGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATACCACCCACCCAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGGGCTATGTTCCTTGGGTTCTTGGGACCACCAGGAACCATTATG
GGCGCAGCTTCAATGACGCTGACGGTACAGGCCAGATTATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>MN043595 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACCGGGAATGGTACTGAAGGGTTAAATGAAACTG
GAGGAAATAACACACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGAGTAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGGGGGATTGAGAACAACGAGACTAATAGCAACAGGACTGAGATCTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAT
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGG
CATC 
>KX960978 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTGAAGGGCCAAATAGAACTG
AAGGAAATAGCACACTTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGAATGGGACCAACGAGACTGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCGGGGCAAGTAGAAGGGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417415 
TTCTACTGTAATACAACAAACCTGTTTAATGGTACTTGGAATGGTACTGCTTGGAATGGTACTTGGAATGTTA
GTAAAACTGATAAAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGAAAAATTAGCTGTTCATCTAATATTACAGGGCTGTTATTAACAAGA
GATGGGGGGAATGAGACCAACGGGACCCTGGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGGAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATCGTCTGGTATAGTGCAACAGC
AGAGTAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ417431 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTCTTAACCAGACAGCTAACCATGAAGGAAATG
ATACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCCATGTA
TGCCCCTCCCATTGCGGGACGGATTGCATGTTCATCACATATTACAGGGCTACTATTAACAAGAGATGGGGGT
AATGACACTAACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AJ417410 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGGGTCAAATACAACTGAAAGAA
ATAATAATACACATATCACACTCCAATGCAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGATTGAGAACAACGAGACCAAGACTATTGAGATCTTCAGACCTGGGGGAGGAAACATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AJ417413 



TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTTGGAATAGTACTGAAAGAA
ATGACACAATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGGGGA
ACTGGGAACAACGAGACCAACGAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCAAGGCAAGGAGAATAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AJ417419 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACAAGACTTAGTAATTGGAATAGTACTG
AAAAGTTAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGAACTGGGAACAACGAGACTGGCAACGAGACTGAGATCTTCAGACCTGGGGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGCTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGCTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTTTGTTGCAACTCACAGTCTGGGGCAT
C 
>AF224507 
TTCTACTGTAATACAACACAACTGTCTAATAGTACTTGGCAGAGGTCTGATGGTACTTGGAATAGAACTGGAG
GGTTAAATGAAACTAAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGGGGGAATGAGAACAATGGGACCAATGGGACTGAGACCTTCAGACCTGAGGGAGGAAATATGA
AGGACAATTGGAGAAGTAAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATTCGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCTGCACGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>AB097870 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGGGAATAATACTAGTACTTGGAATAATACTG
CAGAAAATATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAAGTGTTCATCAAATATTACAGGGTTGCTGTTAACAAGAGATGGTGGT
AATAAGACCAACCCCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGAAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>AY423386 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGGATGTGAATGCTACTGGGAATGGTACTACAGAAC
CAAATAGTACTATAACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAACATCACAGGGCTGCTATTAACAAGGGATGGT
GGTAGGAATAGGAACGAGAGCACCGAGATCGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ386146 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAAGGATACTAAAGGGTCAAATGACACTGAAC
GCATAATCCAACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAAT
AGTAGTAATACCACGAGCAATTCTAACAAAAATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGATAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGAAATAGTGCAACAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ386218 
TTCTACTGTAATACAACAAAACTGTTCAATAGTACTTGGTGGTCTAATGGTACTTCGATTGGTACAAATAACT
CTAACGAAAATATCACTCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGGAGGACTAATTAGATGTTCATCAAATATTACAGGGATGATATTAACAAGAGATGGG
GGTAATAATAATACAACAAATGAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA



GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACG
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>U34603 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGAAATAACACTGAAGGAAATA
GCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAG
GACGAGAACAAGACTGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGC
GCACGGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY970946 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGAAAGATACTGGAAAGTTAAATAACCCTGAAGGAA
ATGGCAACATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACAACGTGAATAATACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAACGATAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTG
GCGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAATAATTTGCTGAAAGCTATTG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU455480 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATTTGAATGGTACTTGGCATGGTACTGAAAGGC
CAAATAGCACTGAAAGAAATGACACACTCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTGTATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGTACCAGCAAGAACGGGACCACCAACGACACCGAGGTCTTCAGACCTGGAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGTGGGATTAGGAGTGCTGTATGGATTAGGA
GCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGG
CCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGACGCAACAGCATCT
GTTGCAACTCACAGTCTGGGGCATC 
>GU455465 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGCTGCTTAATAGTACTTGGAATAGTACTGACGAGT
CATCTAACAAGGAAATTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAATGGGACCGAGAATGAGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTTAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCGAAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCGCTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744159 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGGAGGTTAATAGAACGAAAGAAAATGACAATGGCA
CAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACGAG
ACTAATGGGACTGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGTACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTACAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU455505 
TTCTACTGTAATACAACAAAACTGTTTAGTAGTACTTGGAATTTTACTAACGGGTCATGGTCATCTAACAATG
CGGAAAATATCACACTCTCAGAAAATACCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAGGCAATGTATGCCCCTCCCATCAGAGGACGAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAGGGACAATGAAACAAACGGGACCGAGATATTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCCATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCAT
C 



>GU455448 
TTCTACTGTAATACTTCAAAACTGTTTAATAGTACTTGGAATGATACTACTTTGACTTGGAATGACACTATTT
TAAATGAGACAATGGACACAAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTACTACTGACAATAAAACAAACATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGGAAAAAGAGCAATAGGGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>DQ178989 
TTTTACTGTAATACATCACAGCTGTTTGATAGTATTTGGAATAATAGTACTAGGAATGACACTAGAGAGTCAA
ATAGCACTGATCCTATCATACTCCCATGCAGAATAAAGCAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACTGATTAGGTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATAGTGTTAACACCACCAAGAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTAAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744007 
TTCTACTGTAATACAACAGAACTGTTTAAAGGTATTTGGAATTTAAATAATACTTGGACTCCAAATAGTACTT
GGGATTCACTTAATAATACTTTGGATACATCATGGAATAGTACTATAGAACCAAATAAGACTATCATACTCCC
ATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGTAATGTATGCCCCTCCCATCAAAGGA
ATAATTAAATGCTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAAAGAGAATGAGACCC
AGAATGGGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATA
TAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAA
AGAGCAATGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGA
TAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTAT
TGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU455525 
TTCTACTGTAATACAACAAAACTGTTTGATTGGAAGGATACAACACAACAGTTTAATTGGAATATTACTAACG
GGTCATATAACAATGGCACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACGAATTAGATGTTTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAATAAGACGAGCGACCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU744052 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATATTAATAGTACTGAGAATGTTACTGAAAAGG
CAAATGAAACAATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGAGCACGAGAACAGCACCACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>U15030 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATGGTACTGAAGAGATTGTTACTGAAAGGTCAA
ATAGAACAGGAGAAAATGACACACTCATACTCCAATGCAAAATAAGACAAATTGTAAACCTGTGGCAGCAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATAATAATAGTAGTAATAACAACACTGAAATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGTTTTGTTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>L08655 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAATGATACTGAAGGGTCAAATGACACTA
AAGCAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA



TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AATAATGAGAACGGGACCGATGAGAACAGGACCGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320008 
TTTTACTGTAATACAACATCATTGTTTAATGGGACTTGGAATGGGACTTGGGATAATACCTGGCAAGGGTCAA
ATGGCACTATCACACTCCAATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCAGAGCAGGAATAATTAATTGTGTATCAAATATTACAGGGCTGATGTTAATGAGAGATGGTGGT
AAGGAGGACAATAGTACCGAGAATAGTACCGAGATCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320215 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATACTACTACAGGGTCAAATGCTACTACAGGGT
CAAATGGCATTAGTACAAATGACACAATCACGCTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCTCCTCCCATCAAAGGACTAATTAGATGTTCATCAAACATTACAGGGCTACTA
TTAACAAGGGATGGTGGTGATAGCCCCAACAAGAGCCAAGAGACCTTTAGACCTGGCGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCATGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCCTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320208 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATTGGAATAATACAATAGAGGGCAATAGCACTG
AAGATAATGAGACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAACATTACAGGGATACTACTGACAAGGGAT
GGTGGTAATGAGAACAACAACTCCATCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCGTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320230 
TTCTACTGTAATGCATCACAACTGTTTAATAGTACTTGGAGTGTTTTTGCAAATAATGGTACTTGGACTGCAA
CTAATGGCACTGAAGGAAATGATACTATCACTCTCCCATGTAGAATAAAACAATTTGTAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAAGGATAATAGCAGCAATAGCATGGAGGTCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTACTGGGAGCTATGTTCCTTGGGTTCTTG
GGAACAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>JF320013 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGTATAGTAATGGTACTTGGACTGGTACTAATGAAA
CAAATAACAATGATACTATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGAGTAATCAGATGTACATCAAATATTACAGGGCTGCTATTAGTAAGA
GATGGAGGCCAACAGAACAATACTGGGAACGAGACTGAGGTCTTCAGACCTTCAGGAGGAAATATGAAGGACA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCGCCCACTAGGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAGAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATTACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGTATATGTTGCAACTCACAGTCTGGGGCATT 
>JF320018 
TTCTACTGTGACTCTACACAGCTGTTTAATAGTACTTGGAATTGGAGTAATACTATAGGGATAAATGACACGG
AAGAAAATTTCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTAATATTAACAAGAGAT
GGTGGAAAAAATAATGATACTAATAACACAGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGCAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320028 
TTCTACTGTAATACAACAAAATTATTTAATAGTACGTGGAATGAGAATGGGAGTTGGAATGATACTGACTGGT
CAAATGACACTATCATACTCCCATGCAAAATAAAACAAATTATACGCATGTGGCAGGGGGTAGGACAAGCAAT
ATATGCCCCTCCCATCAGCGGACAAATCAGATGTTCATCAAACATTACAGGGCTATTACTAACAAGAGATGGT
GGTATCGAGAACAATGACACTGAAACCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTCGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320019 
TTCTACTGCAATACAACATCACTGTTTAATGGTACTTGGTTTAATAGTACTGATAATAATACTGCAGAAACCA
TTACTGGGAATAATACAATCACACTTCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAATTGTTTATCGAATATTACGGGGCTGCTATTAACAAGA
GATGGTGGTAATAACAACAGCACAGACAATAATAATGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH078552 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATAGTACTGCAGTGACCACTCGGAATACTAATA
ATACTGATGATGATAAGATTATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCAGAGCAGGAAATATTAGATGTAATTCAAATATTACAGGGCTGCTATTAATAAGA
GATGGGGGTCTGAATGAGACCAACAATACCGAGATCTTCAGACCTACAGGAGGGAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAGTGGAACCAGTAGGAGTAGCACCCACCAAGGCAAAGAGGAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAGTGACGGCAGGAGCTATGTTCCTTGGGTTCTTGAGTGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH078553 
TTCTACTGTAACACAACACCACTATTTAATAGTACCTGGCATCCGAATAATACCAACATAACTAGCACTAGAG
AAAACATCACACTCACATGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACTAATTAGGTGTTCATCAAATATTACAGGACTATTACTAACAAGAGATGGGGGTAGT
GATAAGAACAGTAACCTTAATGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH078555 
TTCTACTGTAATACAGCACAACTATTTAATGGTACTTGGGAGGCATATAAAAATAGCTCCATGAATGATACTA
TAACACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGTGGAATAATTAACTGCACATCAAATATAACAGGGCTGTTCTTAACAAGAGATGGAGGCATTAACAAT
AGTAATAATGAAACCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAATAAAAGTTGAACCTATAGGACTGGCACCCACCAAGGCAAGAAGAAGAGTGGTACAGAGGGAAAAAAG
AGCAATAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAGTG
GCGCTGACGGTACAGGCCAGACAGTTACTATCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF210726 
TTCTACTGTAATACAACACCACTATTTAATACTACTTGGGTTAATGAGACTGGGCCTAATAATACCCAGGGGA
ATGATACCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACGAATTAGATGTTCATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGG
AATAACAATACTAATGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAGTTGAACCATTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAACATGCTGCGGG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EF210730 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGAACAGAGCCAACTAATAGCAATAAAGAAA
ATGGAACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTCTTAACAAGAGATGGTGGT



AATAGCAGTACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF210732 
TTCTACTGTAATTCATCACAACTGTTTAACAGTACTTCAAAACAACTGTTTAACAGTACTTGGAATAATACAA
ATGCAAATATCGAACTCCCGTGCAGAATAAGACAAATTGTAAATATGTGGCAGAGAATAGGAAAAGCAATGTA
CGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGAT
AAGAACAACAAGTCCACCGAGGTCTTCAGACCTATAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC596069 
CTCTACTGTAATACAACACAACTGTTCAATGGGACTTGGAATGGTACTGCCTGGTCAAATGGTACTGACTGGT
CAAATAGCACTGAAGGAGATAATACCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GAAGGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTTCATCAAATATTACAGGTCTG
CTATTAACAAGAGATGGTGGTGAGCAAAATAGCTCAGAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTGTTACTGTCTGGTATAGTGC
AACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN251896 
TTCTACTGTAATACAACACCGCTGTTTAATAAGACTTGGAATACAACAGAGCTGTCACAGTATGATAGTAGTG
ATACTAATAGTAATGCTACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTAAATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTAGTACCAATGATACAACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN251901 
TTCTACTGTAATACAACAAAATTGTTTAATAGCACTTTTAATATTAATAGTACTTTAAATGGGACTGAGAGCA
GTAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAAGTGTGAATCAAATATTACGGGGATGCTATTAACAAGAGATGGT
GACGGGAACAACAGCAGCTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAAAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN251906 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATGGAATGGTACTGAAGGGTCAAATAGCACAAAAAATG
GCACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATCTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACAAATTAGATGTTCATCACATATTACAGGGCTGCTATTAACAAGAGATGGAGGTATG
CAAAATAACAAGAAAACTAGCATAACTGAGATTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY819715 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACTAATGATACTAGGGATAGTACTAATGACA
CAAATAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCGAGGGAGCAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTGAGGGTAATGTGAGCGGGAGCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATCCAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ896488 



TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAAGAATGGTACTTTTGCCAATGGCACTGAAGGAA
ATGGCACAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAACAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAACTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AGTGGTAACAGCACAGAGAACGAGACTGAGATCTTCAGACCTGCAGGGCGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAGTTGAGCCATTAGGATTACCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX500709 
TTCTACTGCAAGACAACAGAACTGTTTAATAGTGCTTGGCATAATAATGGTACTAGTACTGTGAATAATACTG
GGAAAAATACTGAAAATATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTACATCAAATATTACAGGCCTGATATTAACAAGA
GATGGCGGTAATAATACTAGTAGCAATGAGACCTTCAGACCTGTAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAAAGAGAGAAAAGAGCAATAGGAACAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX500707 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGAACAATAATACTACTAGTACTGGGAATGGGA
CAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGAAAAATTCTATGCTCATCAAATATTACAGGGCTAATATTATCAAGAGATGGTGGTAACAGC
AGCACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCGTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX500708 
TTCTACTGTAATACAACACAATTGTTTAATAGCACTTGGGATAAGAATATTACAGAGTTTAATAAGACTAATG
AGTTAAATAACACTGAAATTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGG
AAAAGCAATGTATGCCCCTCCCATCTCAGGACAAATTAAATGTTCATCAAATATTACAGGACTGCTATTAACA
AGAGATGGTGGTAACAATGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGGCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373130 
TTCTACTGTAATACAACACAACTATTTAATAGTTCTTGGGATATGAATAGAATTGTAAATAGTTCCGAAAATA
ACACTGACAAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAAAAACAGCAGTAACGAGACCGAGACCGAAATCTTCAGACCTGTGGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MF373142 
TTCTACTGTAATACTACACAACTATTTAATAGTACTTGGAATGGTACTTTGGAAAATACTAATAGTACTGGGA
ATGGTGATAATAAAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGCTCATCAAAGATTACAGGGCTGTTATTAACAAGA
GATGGGGGCAATGTACCAAATGATGGGGGCAATAATAGCACAGAAATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATACAAAATAGTAAAAGTTAAACCAATAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAGCAGCATATACTGCAACTCACAGTCTGGGGCAT
C 
>MF373144 
TTCTACTGCAATTCAACACCACTGTTTAATAGCACCTGGTATACTAATGGGACTAGCACCTGGTATACTAATG
GGACTTGGAATGTCACTGAAGGGCATAATAGCACTACAAACATCACACTCCAATGCAGAATAAAACAAATTAT
AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAATAATTAAATGCTCATCAAAT
ATCACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGGCAACGGGACTGACAACAATACTGAGATCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCATT



AGGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTGCAAAGAGAGAAAAGAGATTTGGGACTAGGAGCTCTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>MF373161 
TTCTACTGTAACACAACAAAACTATTTGATAGTACTTGGAATACGAATGCTACTTGGGATAGGAATTGGAATG
ATACCAGTGGAGAAAATGACACAATCAGACTCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGTGGACTAATTAGCTGCTCATCAAACATTACCGGGTTGTTATTA
GTAAGAGATGGTGGTGAAAACACTACCGAAGAAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGATAACT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
GAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGTTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGC
AGAGCAATTTGCTGAAAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP411828 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATATGACTAATAGGTCTAAAAATAACACTGCAG
AAAATAATACTACATTCATACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAATTATTACAGGACTGCTATTAACAAGAGAT
GGTGGTAGTAATAATGACACAAATGAGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGTGACAATTGTA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAGCGCTGACGGCACAGGCCAGACAATTGTTGTTTGGTATAGTGCAACAGCAGA
ACAATCTGCTGCGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MF373204 
TTCTACTGTAACACAACAAGACTATTCAACAGTACTTGGAGGATCAATGGTACTCTGAATAGTACTGAAGGGC
CAAATAATGCAACTATCATACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGAAACATTAGTTGTTCATCAAACATTACAGGACTGCTATTAACAAGGGAT
GGTGGTGATAATGAAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAGGAGACGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGA
GGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU204920 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACTGGTACTTGGAGTAGAACTGATA
CTGAAGTGTCAAATAGCACTAATATCATACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTTTATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTACTAACGAGACTAACGAAAGCAATGAGACCGTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN251856 
TTCTACTGTGATTCATCACCACTGTTTAATAGTACTTGGCCGGTTAATGGTACTAGTACTAATAGCATTAACG
AAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACCAATTAAGTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTGAT
AACATGAACCAAAGCACAGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGACGAGTGGTGCAGAG
AGAAAAAAGATCAGTGACACTAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213741 
TTCTACTGTAATACATCACAACTATTTAATAGTACTTGGGATGGAAATAGTACTAGGGAGAATAGCACTGGAC
AGTTATTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCGGGCCCAATTAACTGTTTATCAAACATTACAGGGCTGTTATTAACAAGAGATGGTGGTGGT
AATAATACAAATAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACA
AATATAAAGTAGTAAGAGTTGAACCATTAGGACTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCATTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213740 



TTTTACTGTAATACAAAACCACTGTTTAATAGTACTTGGACTGGGAAGAATAGTACCTGGAATAGTAATGATA
CTACAGGAAATGAAACAATCACACTCCAGTGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAG
AGCAATGTATGCTCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTAATATTAACAAGA
GATTGGGAGAGAAATAACACGAGGGAGAACGAGACCCTCAGACCGGGAGGAGGAGATATGAGGGACATTTGGA
GAAATGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATC 
>KY213747 
TTCTACTGTAATACAACACAACTGTTTAATTCAACACACCTGTTTGATACTACTAATAGCACTGGGAATGCTA
CAGGAAATATCACACTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACCAATTAGCTGTTCATCAAAGATTACAGGATTGCTATTAACAAGAGATGGTGGT
AGTAATAATGAGACAAACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY213751 
TTCTACTGCAATACAACACAACTGTTTAACTCTACTTGGAATAGTACTGGGAATATTGCAGAAAATAATACTG
CAGAAAATATCACGCTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGCGGACCAATTAGCTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGAGACGAACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTAAAAATAGAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGATGGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY213748 
TTCTACTGTAATACAACACAACTGTTTAATTCAACACACCCGCCTAATACTACTTGGAATGAGAATAATACTG
ACATTATCACGCTTCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGCGGACCAATTAGCTGTTCATCAAAAATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAT
AGTAACAATGAGACAAACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGCG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY945710 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATACTAATGGTACTTGGAATGATACTACAGGAG
ATGACACTATCACGCTCCCTTGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGAAACATCAGCTGTTCATCAAATATTACAGGGTTAATATTAACATGGGATGGTGGT
AATAAGAACGGGAACAAGACCACCAATGATACAGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGAAATTTGCTGAGTGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ952535 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGTATAATAATAGTACTTGGAATGGTGCTTGGAATA
ATACTAGAGAAGATGACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAGTATTACAGGGTTGCTATTATTA
AGAGATGGTGGTATTAAGAACCAAACCAACGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248321 
TTCTACTGCAATACATCACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGAACAGTACTTGGGGTG
ATACTAGTACTGAAGGGTCAAATGGAACAAAAGACATCGTACTCCCATGCAAAATAAAACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAACATTACA
GGGCTGTTATTAACAAGGGATGGAGGTGAAAATAATGACACAAACCAAACTGAGGTCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTGCTTCTTGGG



TTCTTAAGTGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>JN248329 
TTCTACTGTAATACAGCACAACTGTTTAATAGCACTTGGAATAATAATAGTACTGAGAATGATACTATAGGAG
ATGGAACTATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGGGAGCAATACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATC
TGCTGAGGGCTATTGAGGCACAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248333 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAAGGTTAATAGTACTTGGAATGAGAATAGTACTG
GGGACAATAATGATGAAAATAACAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAGCGGACTAATTAGCTGTTCATCAAATATTACAGGGCTG
CTACTAACAAGAGATGGTGGGGATGATAGTAATAATACTGAGACCTTCAGACCTGCAGGAGGAGATATGAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCAT
C 
>JN248335 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGCTAATGGTACTAGTACTGGGAATAATACTA
TAAAAAATGGCACTATCACGCTCCCTTGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAAAGGACTAATTAGATGTTCATCAAATATTACAGGGATACTATTAACAAGAGAT
GGTGGTAGTGGTAATGAGACCACCAATACCACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCGATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN248337 
TTCTACTGTAATACAACACGACTGTTTAACGGTACCTGGAGTAATGGTACCTGGGTTAATAGCACCTGGAATG
ATACCACTAACGAGATCACCCTCCCATGCAGAATAAAACAAATTGTGAACATGTGGCAGGAAGTAGGAAAAGC
CATATATGCCCCTCCCATCCAGGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAATAATGATACAAACAAGACCCAGGGCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAGCAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN248343 
TTCTATTGTAATACAACACAGCTGTTTGAGAGTACTTGGCAGGGTGATAATATTGAAGAGTCAAACAGTACTG
AACAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGGGGT
AATGTCACTAACGGTACTGAGATCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAGAGAGCAGTGGGTATAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN248344 
TTCTACTGCAATACAACACAGCTGTTTAATACTACTTGGATGCCTAATGGTACTTTGAATGGTACTTGGGAAC
ATAACAGCACAATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACTAATTAACTGTGCATCAAATATTACAGGACTGTTATTAACAAGGGATGGT
GGTGAGGGTAATGGCACAAACCAGACTGCTGAGGTCTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTGGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAGTAGGAGCTTTGCTCCTTGGGTTCTTGAGTGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JN248347 



TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCTGAATAGTACTTGGACTAACACCAGTACTTGGA
ATGATACTGCAGGAAATGACACTATCACGCTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGCAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTGTTATTA
ACAAGAGATGGTGGTAATAGCACGAACGAGACCTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAGAGAGCGGGAATAGGAGCTGTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTGTAGTGCAGCAGCAGAGAAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248353 
TTTTACTGTAATACAACAACACTGTTTAATAGTACTTGGACTAATAGTACTTGGACTAGCAACTCAACTGACA
CTGAAGGCAATATCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAAGGAAAGATTACATGTTTATCAAATATTACAGGGCTGCTATTGACAAGA
GATGGTGACAAAAACGAAACAGGGGAGACCTTCAGACCTATAGGAGGAAATATTAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAGATTGAACCATTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGGGGAATGGGAGCTATGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248354 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTTTGTCAATGGTACTAATGGTACTACAGTGCCAA
ATAATGACACTGAAAAAATTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGG
AAAAGCAATATATGCCCCTCCCATTGCAGGACCAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAATAACGAGACCACCACCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCTTTAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF297222 
TTCTACTGTAATACATCAAAACTGTTTAATAGTGCTTGGCCGCCTAATAGTAATTGGAATAACAGGAATAACA
CTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAGTGGAATCATTAACTGTGTATCAAATATTACAGGGCTAATATTAACAAGAGATGGG
GGTAATACTAGTGATACTAAGAATGACACAGAGATCTTCAGGCCTGCAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAGTTATACAGATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCCCCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
GCTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446800 
TTCTACTGTAATACAACACCATTGTTTAATAGTACCTGGTTTAGTACTGAGAATAGTACCTGGAATAGTAATA
ATAGTATTGGGAATGATACTATTATACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGG
AAAAGCGATGTATGCCCCTCCCATCAAGGGACGAATTAACTGTACCTCAAATATTACAGGACTGATATTAACA
AGAGATGGTGGCCATAATAATTCTAGCAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
GAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCAGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGATGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JX446818 
TTCTACTGTAATACATCAAAATTATTTAATAGTACTTGGAATAATACAAGTAATGACAGTACAAGTAATGGCA
CAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCAGGGACAAATTAACTGTTCATCAAATATCACAGGGATACTATTAACAAGAGATGGTGGTAATGGT
GGTAATACCAACGATACAGAGGTCTTCAGACCTGCAGGAGGGGATATGAGGAACAATTGGAGGAGTGAATTAT
ACAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX447795 
TTCTACTGTAATACCTCACAACTGTTTAATAGTACTTGGCATACTAATGATACTTGGAATGGTACAAAGGGTA
ACAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACCGATTGGATGTTTATCAAACATTACAGGGTTGCTATTAACAAGAGATGGT
GGTGGGGGGAACGAGACCAGGAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC



ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATCTGCTGAGGGCTATTGAGGCGCAGCAGCACCTGATGCAACTCACAGTCTGGGGCATC 
>JX447156 
TTCTACTGTGATACATCACAACTGTTTAATAGTACTTGGGATGTTAATAGTACTTGGAATGGTACTGGGAATG
ATACCCCAGAAAATAGCACTATCATGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATTGCAGGACAAATTAACTGTTCATCAAATATTACCGGGTTGCTATTAACA
AGAGATGGTGGTGATAATAGCAATACCAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAGGGCTAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF297229 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTAATGATACTAAGAATTGGAATAATACTG
CAGGAAATATCACGCTCATCTGTAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGAATAATTAACTGTGTATCAAATATTACAGGGTTGATTTTAACAAGAGATGGTGGT
AAAAATGGTGGTAATGATACAAATAACTTCACTGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCGGGTATAGTGCAACAGCAGA
GAAATCTGCTGAGGGCTATTGAGCTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989620 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATAATACTGGGGAGAACATTACTAGTCCTGCAG
ATACAAACGACACTATCATACTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGAAGAAGGCAAAGC
AATGTATGCCCCTCCCATCAGAGGAAATATTAGCTGTTCATCAAATATTACAGGGTTGATATTAACAAGAGAT
GGCGGGGACGAAGGCAACCAAACCCAAGTAAATGAAACCTTCAGACCTGGAGGAGGAAATATGATGGACAATT
GGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAGAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGATTCCTAGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGCAAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG989578 
TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGCATAGTAATAATACTTGGAATAGTAGGACTGGAG
AGCCAACTAACACCACTGGAGGAAATGGCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTG
GCAGCAAGTAGGGAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGCTCATCAAATATTACAGGG
CTACTATTACTAAGAGACGGGGGTAACCACAAAGATAGCAATGACACCGAGATCTTCAGACCGGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
AACCATGGCAAGAAGAAGAGTGGTGCAGAGAGACAAAAGAGCGGCACTAGGAGCGGTGTTCCTTGCGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATA 
>MG989587 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATTTTACTAGTGCTGGGGAGCTTAATAACACTG
CTAATGAGACTAATGATGATAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAAC
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTGACTGTACATCAAATATTACAGGGCTACTATTA
ATAAGAGATGGTGGTAACGAGAGTAGCACAAATGAGACCTTCAGACCAGAAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTACGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAGCAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>MG989506 
TTTTATTGTAATACCTCACAGCTGTTTAATAGTATTTGGAATAGTAGTACTGGGAATAATAATAGTACTGGGA
ATAAGAGCACTATCATACTCCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAAT
GTACGCCCCTCCCATCGAAGGAATGATTAACTGTTTATCAAATATCACAGGGTTGCTGTTAACAAGAGATGGT
GGCAGGGTGAATGGGACTGAGGAAAATAGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCCTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAATGTCTGGCATAGTGCAACAGC
AAAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989541 
TTCTACTGTAATACAACACAGCTATTTAATAGTAAGTGGAATGATAGTAATTGGAATAGTACTTGGAATAATA
CTGAAAAGTCAAATGATATAATCACACTCCCCTGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCCAGGGACTAATTAAATGTTCATCAAACATTACAGGGATACTATTAACA
AGAGATGGTGGTAATGTGACTTTAGATAATGGGACTTCCAGTAATGAGACTGAGATCTTCAGACCTGCAGGAG
GAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCAGTAGGAATAGC
ACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTAACACTGGGAGCTGTGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGT
CTGGGGCATC 
>MG989610 
TTTTACTGTAATACAACACCACTGTTTAATGGGACACTGATTAATGGGACTTGGAATGGTATTGAATGGCCAA
ATAATACGAATGGAACTATCACACTCCAGTGCAGAGTAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAA
AGCAATGTATGCCCCGCCCATCAAAGGACTAATTAAATGCTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGCGGGAATGGGACAAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989551 
TTCTACTGTAATACAACACCACTGTTTAATATTACTAACACCACAAATGACAATGACAATAACACAATCATAC
TCCAATGCAAAATAAAACAGATTATAAATATGTGGCAGAAAGTAGGGAGAGCAATGTATGCCCCTCCCATCAG
TGGAAAAATTATGTGTTCATCAAACATTACAGGGCTACTGTTAACAAGAGATGGTGGGAATAATAGGACTAAT
GAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAA
AAATTGAACCTTTAGGAATAGCACCCACCAAGTCAAGGAGGCTAGTGGTGCAAAGAGAAAAACGAGCAGTGGG
AATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGTTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAAGGCTATTGAGGCGCAAC
AGCACCTGTTGCGACTCACAGTCTGGGGCATC 
>U39258 
TTCTACTGTAATACATCACAACTGTTTAATGGTACTTGGAATAATACTATAGAAAATAGCACTATCACGCTCC
CTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGG
ACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAATGGGAGCAATACC
ACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAG
TAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ354116 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAATACTAGTACTGGGAATAATACTACAGGAA
ATGACAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCGAGGGACAGATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGATAAGAACGCGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ354118 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATACTAATAGTACTTGGCATACTAATAGTACTG
GGAATGATACTATCACGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACCAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAAAAAAGGGAACGAAACCAACGAGACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ354119 
TTCTACTGTAATTCAACACCGCTGTTTAATGGGACGTTTAATAGTACTGGGAATGGAACTGGAGAGTCACAGA
GCAATGGAAATATCACACTCCAGTGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGAAACGGGAGTACGAATGAGACCTTCAGACCTGGGGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG



TCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGG
CTATTAACGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>AY945711 
TTCTACTGTGATACATCAAAACTGTTTACTTGGAATAGTACTTGGAATAGTACTTGGAATAATAATACTTGGA
ATGATACTATAGGAGATAGCAATATCACGCTCCCTTGCAGAATAAAACAAGTTGTAAACATGTGGCAGGAAGT
GGGAAAAGCAATGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTA
ACAAGAGATGGTGGTAATAATGGAGACAATGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM215431 
TTCTACTGTGACTCAACACCACTGTTTAATAGTACTTGGAAGAATATTACAGAGTTAGATGCTACAAAGTTAG
ATAACGCTACAGAAAAAGGAAATATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAGTGGACCAATTAGCTGTTTATCAGAAATTACTGGGCTACTATTA
ACAAGAGATGGTGGTGTCACTAAGAATAATGAGACCAATGGGACCACTGGGAATGATAAGACCGAGGTCTTCA
GACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTAAGCC
ATTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGGGCAGTGACATTTGGAGCT
ATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGGACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTT
GCAACTCACTGTCTGGGGCATC 
>HM215435 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTGGCTTAATAACAATTCAACTAATGGAACTATCATAC
TCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
CGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATGGCAAAAACACC
AACTCCTCTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCGGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACG
CTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU839606 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAATGGTATTTGGAATAATACTATAGAGT
CAAATGACACAGAGTCAAATGATACTATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGG
AGTAGGTAAAGCAACGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGATTACTA
TTAACAAGAGACGGTGGTAATAACACAAGTGGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU839607 
TTCTACTGTAACACATCACACCTGTTTAACAATACTTGGAATGGTACTGAGACTGATACTTGGAATATTACAG
GGGAAGATAGTAATATCACACTTCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGTAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGATGCTATTAACAAGAGAT
GGTGGTAATGGTAATGACACGAACAACGAGACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ217662 
TTCTATTGTAATGCAACACAATTGTTTAATAGTACTTGGAGTATTGGGAATGATACTATAGAAAATAGCAATA
TCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAGGCAATATATGC
CCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGAT
ACTAATGACACGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGAAAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGGATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU839608 
TTCTACTGTAATACATCCCAACTATTTAATAGTACTTGGAAGAATGGCACTTGGTATAGTAATAGTACTAATA
CTACAGAGTCAAGCAGAAATATTACACTCATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA



GGCAGTAGGCAAAGCAATGTATGCCCCTCCCATTAGAGGACCAATTACATGTGTATCAAACATCACAGGGCTG
CTATTAATAAGAGATGGTGGTAGAAACGAGAATGACAATAACACTGAGATCTTCAGACCTGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATC 
>EF593260 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTAGTAGTACTTGGAATGATACTGGAGGGA
CTGATAGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAGAGCAAT
GTATGCCCCTCCTATCAGAGGACAAATTAGATGTACATCAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGACACCACTAATAATAATACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAGAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>EU578580 
TTCTACTGTAATACAACACAGCTGTTTGATAGTACTTGGCTGTTTAATAGTACTTGGAATGATAGTAGTACTG
AGAATGGTACTACAAAGCAAAATGGCAATGACACACTCACACTTCCATGCAGAATAAAACAAATTGTAAACAT
GTGGCAGACAGTAGGCAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAAATTACA
GGCTTGCTATTAACAAGAGATGGTGGTAATAGAGATGATGGTAATAACACCGAGATCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGATCCTT
GGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCGACAGCAGAACAATCTGCTGAGAGCTGTTGAGGCGCAACAACATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>EU578603 
TTTTACTGTAATACAACAAAGCTGTTTAGTAGTACTTGGCATACTAACCATACTAACGGCACTTGGAATAATA
ATGGGGATAATACTGGAGAGAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGT
AGGCAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATCACGGGGCTGCTATTA
ACAAGAGATGGTGGTAATGACAAGAACAGCACCTCCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>AF277060 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATTAATGATACTCGGAATGGTACTACAGAGT
CAAGTAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGCAAAGCAAT
GTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAATATTACAGGATTACTATTAACAAGAGACGGT
GGTAACCAAAACACGAGCGGCACCGAGATTTTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGATGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF277055 
TTCTACTGTAATGCAACACCACTGTTTAATAGTAGCTGGTATGTTAATGGTACTAACACTACAGGGTCAGATG
GAGAAAATATCACACTCCTATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGCAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTACATGCTCATCAAAGATCACAGGGTTGCTATTAACAAGAGATGGTGGT
AACACGAACGGGACCAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF593245 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATAATGGTACTAGGAATGATACTAGGGAGT
CAAATGACACTATCATCACACTACCATGCAGAATCAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTGTTAACAAGAGAT
GGTGGTAACGAGAGCGACGCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAACATATTTTGCAACTCACGGTCTGGGGCATT 
>AF277070 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGCTAACAGCACTTGGAATGATACTAGAAAGT
CAAATGACACTATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAGAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTGCATCAAATATCACAGGGCTGTTATTAACAAGAGATGGT
GGTAATGAGAACAGCACCGAGAACATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AF277072 
TTCTACTGTAATACAACAAAACTGTTTAACACAACACTGCTTAATGATACTGCAGAGTCAAATGACAATATCA
CAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGTAAAGCAATGTATGCCCCTCCCAT
TAGAGGACAAATTAGATGTTCATCAAATATCACAGGATTACTATTAACAAGAGACGGTGGTAATGATAATAAC
ACGGATAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>AF277073 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGTTAATGGTACTTGGAATGGTACTGGAAGTG
AAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGCAAAGCAATGTATGC
CCCCCCCATCAAAGGACAAATTAGATGTGCATCAAATATCACAGGGCTGCTGTTAACAAGAGATGGTGGAAAT
AGTAGTAATACAAGCAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGCGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>EU578429 
TTCTATTGTAATACAACACCACTGTTTAATAGTACTTGGTATGAAAATGGTACTTGGAGTGGTACTCCAAAGT
CAGATAATGACACTATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGCAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGTTATTAACAAGAGAT
GGTGGTAGTAGTAATAACAGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578386 
TTCTACTGTAATTCAACACAACTGTTCAATAGTACTTGGAATGGGAATAATACTTGGAATGGTACTGGGGAGG
ATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGAGAGTAGGCAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGGGATGGTGGTACT
AACGGGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAGTAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU577148 
TTCTACTGTAATTCAACACAACTGTTTAACAGTACTTGGAATGCTACTGATACTTGGAAATGGAATGATAGTA
ATACTTGGTATAATTCCAGCAATATCACACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGAGAGT
AGGCAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCCAATATCACAGGGCTGCTATTA
ACAAGAGATGGTGGTGATAACGAGAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATT
GGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAACGAGCGGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGC
AGCAAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>EF593264 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTATTGACGAGTCAG
GTGATGATGACAATATCACACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATCACAGGGCTGCTGTTAACAAGAGAT



GGTGGTGGTAACAGTAGCAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGGGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGGATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593268 
TTCTACTGTAATTCAACAGCACTGTTTACTGGTACTTGGAATGGTACTACTTGGAATGGTACTACTTGGAATG
GTACTGAGCCTGATACTGAAGAGTCAAATAACACCACCACCATCATACTCCCATGCAGAATAAAACAAATTGT
AAACATGTGGCAGGAGGTAGGCAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAGT
ATTACAGGGCTGCTATTAACATGGGATGGTGGTAATAACACGGACCAGAACATGACCGAGACCTTCAGACCTG
GAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGG
AATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGAT
TATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCA
GCTCACGGTCTGGGGCATC 
>U32396 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTAATGGTAATGGGAATGGTACTGGAGGAT
CAAATGACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGCAA
AGCAATGTATGCCCCCCCCATCAGAGGATACATTAACTGTTCATCAAATATTACAGGGCTGTTATTAACAAGA
GATGGTGGTATTGGCACGAACGGGACCGAGATATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATCGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>AF086817 
TTCTACTGTAATGCAACACCACTGTTTAATAGTACTTGGAATGCTACCAGTACTTTGAATGCTACTAATGAAG
AAAATGAAAATATCACACTCCTATGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCGAAGGACTAATTAAATGTTCATCAAATATTACAGGGCTGATGTTAACAAGAGATGGG
GGTACAAATGACAGTGAGGTCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACATTTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>DQ823362 
TTCTATTGTAATACATCAAAGCTGTTCAATAGTACTTGGAATAATGGTACTTGGACGAGTAATATTGATGAGG
GTAATACTACAGGGCCAGACCACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGT
AGGAAAAGCAATATATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAATATTACAGGGATACTATTA
GTAAGAGATGGTGGTAATAATAGTAGTAACAACGAGACTTTCAGACCTGGAGGAGGGAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAAGTCCAACGCTTGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ823363 
TTCTATTGTAATACAACACAGCTGTTCAATAGTACTTGGAATAATACTTGGAGTGGTGCTACAGGATCAGACA
ACATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTATTATTAGTAAGAGATGGTGGTATTGGT
AATAATGAAACAGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTAACGTTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTAATTTGCTGAGAGCTA
TTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ823364 
TTCTATTGTAATACAACACAGCTGTTCAATAGTACTTGGCAGGCTAATAGTACTAGGAATGTTAGTACAACAT
CAGACAACTCAGACAACAGCACAATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTA
GTAAGAGATGGTGGTAATGGTAATAATAGTAGTAACGAGACAGAGATCTTCAGACCTGGAGGAGGAAATATAA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCGTTAGGAGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACATTTGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG



TGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>JN562768 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTCTAATGTTACTTGGACTACTGGAGAGTCAGATAACA
AAACAATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACTAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTGTT
AATATGACAAATGGTGATGTTAATGGGACAAACAACAACAACACAGAGACCTTTAGACCTGCAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAAAAAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTG
GGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>DQ869026 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGTATAGCAATAATACTTGGGAAGGGTTAAATAGCA
CTGAAGCAAATATCACACTCCCATGCAGAATAAAACAAATTGTGAATATGTGGCAGCAAGTGGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACGAATTAGCTGCACATCAAATATTACAGGGCTGTTATTAACAAGAGATGGG
GGTGGTAATAGCACAAACGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGGAGTATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF363123 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAACAATGGTACTTGGACTTGGAACAATGGTACTT
GGAATGGTACTGAATGGTTAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAATACTGAGAACAAGACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>EU289199 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGTATAATGAGACTGAAAAGATAAATAGCACTACAA
GTGACAATATCACAACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAATATCACAGGGATGATATTAACAAGAGATGGT
GGTAATAATAATAACAGTAGCAATGACACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCCCCCACCACGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
GCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN944917 
TTCTACTGTAATACAACAAAATTGTTTACTAGTACTTGGAATAGTACTTGGAATAGTACTTGGAATAATACTG
AAGGGTCAAATAGCACTGTTATCACCCTGCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGG
AAAAGCGATGTATGCCCCTCCCATCCAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAATAACGACACCACAAAAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCCCCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944930 
TTCTACTGTAATACAACAAACCTGTTCAATAGTAGTTCAACAGAACTTAATAGTACTTGGAGTGGTAATAGTA
ATGACACAGGAAAAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAACTGTTTATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGGGGTAGTGATGGGGGTAGTAAGAACAGTAGTAAGAATGAGACCGGTACTGAGATCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATT
AGGAGTAGCACCCACCAAGGCAAAGAGGAGAGCGGTACAGAGAGAAAAAAGAGATCTGGGACTAGGAGCTTTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAC
AGTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCA
ACTCACAGTCTGGGGCATC 
>JN944938 



TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATAATGGTACTAGTACTTGGAATAGTACTG
CAGACAATATCACACTCCCATGTAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTGATTGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGT
AGTAACAGTAGCCAGAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>EF593288 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCTAATGATACTTGGAATAGTACTACAGGGT
CAAATGGCACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAAATGTTTATCAAATATTACAGGGATACTATTAACA
AGAGATGGGGGTAATGAGAACAGCACTATTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAATAGTGGGAATAGGAGCTGTGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAATAATCTGCTGAGGGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>EF593289 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTAATTGGAATAATACTGAAAAGTCAA
ATAGCACTGAAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGACAAATTAACTGTTCATCAAGTATTACAGGACTGATATTAACAAGAGAT
GGTGGTGACAACAGCACAAACAATACAGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCGCCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM769944 
TTCTACTGTAATACAACAGAACTGTTTAGTAGCACTTGGAATATAACAGGAGATAGCATTGGGAATATAACAG
GAGAGTCTTTAAATATCACACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAGATTAGATGCATATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTGATAATAACACCGAGAATGACAACAACACCGAAATCTTCAGACCTTGGGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGATTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAGTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ609746 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGCATGGGAATGAGACTGAAGAATCAAATACCACCA
AAGACAATAGCACAATAATCACTCTCCCATGCAGAATAAGACAAATTGTAAACCGGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATCAGCGGACGGATTAACTGTTCATCAAATATTACTGGGCTGCTATTAACAAGA
GATGGTGGTAATATCACGACCGAGAATACTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869017 
TTCTACTGTAATACAGCACAATTGTTTAATAGTACTTGGAAGAGGGATGGTACTACTGGGACCTGGAGTGGTA
ATAATACTGAGAATGATACTGAACATTCAAATGACACTATCACACTCCCATGCAGAATAAGACAAATTGTAAA
CATGTGGCAAGAAGTAGGAAAAGCCATGTATGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATT
ACAGGGTTACTATTAACAAGAGATGGTGGTGAGAGCAATGCCACTGAGGTCTTCAGACCCGCAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTTC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTA
GGAGCTGCAGGAAGCACTATGGGCGCAGCATCCTTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>DQ869019 
TTCTACTGTAATACAACACAATTGTTTAATGGTACTTGGAATAGTACTTGGAGTAGTACTGTAGAAAATGGCA
CAATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAT
AATAATACTGCTAATGAAACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAAT
TGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA



AAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGC
TGAGAGCTATTGAGGCGCAACAGCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ869014 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACTACTCGGGAGAATGTAAATAACACTGAAA
CTATCACACTCCCATGCAGAATAAAACAGATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAGATGTTCATCAGAAATTACAGGGCTGCTATTAATAAGAGATGGTGGTAATAGT
AACAATAGTAACGGGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGTGGGAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACTGTTTGGGGCATC 
>DQ869027 
TTCTACTGTAATTCAACACAACTGTTTAAAAGTACTTGGCATGTTAATGGTACTCGGAATGGTACTGAAGGAA
ATGACACAATCACTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGAAATATTACATGTTCATCAAATATTACAGGGCTCATACTAACAAGAGATGGTGGT
AGCAATGGCGAGAACACCACTGAGATCGAGAACACCACCGAGATCTTCAGACCTGGGGGAGGAAATATGAGGG
ACAATTGGAGAAATGAATTATATAAATATAAAATAATAAAACTTGAACCATTAGGAATAGCACCCACTAAGGC
AAAGAGAAGAGCGGTGCAGAGAGAAAAAAGAGCTGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGGGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCAATTAATGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU578061 
TTCTACTGTAATACATCTGGGCTGTTTAATAGTACATGGGTGTTTAATAATAGTAATAAGGTGTATGAGAGTG
ACTGGAATAATACTGAAGAGCAAAATATCACCACACTCCAGTGCAGAATAAAACAAATTGTAAACTTGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGAGGGAAAAATTAAATGTAAATCAAATATCACAGGGCTG
CTATTAACAAGAGATGGTGGTACAAATAGTACAAATAAAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGG
CATC 
>FJ469738 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGGAATAGGACTGAAGGGTTAAATAAAACTA
AAGGAAATAACACAATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACAGATTAACTGTTCATCCAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTGATACTAGCGAGAACGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATAGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT283937 
TTCTACTGTAATACAACACAACTGTTTAATAGTGAATGGCCTTGGAATAGTACTAATAGTACTGGAGGGTCAA
ACAGCACTGAGGGAGATGACACTATCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGT
AGGGAAAGCAATGTATGCCCCTCCCATTGGAGGACAAATTAAATGTGTATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGAGGTAATGATAATAAGACGGACAATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGAAAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGG
CATC 
>EF593254 
TTCTACTGTAATACAACAAAACTGTTTAATAGTAGTTGGAATGGGAATGATAATGATACTGAAGAGGTAAACA
GCACAATAAGCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTATTGGGAACAATGCCACTGAGAATACCACTGAGATCTTCAGACCGGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAACGGTGCAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTTTGTTCCTTGGGTTCTTGGGATCAGCAGGG
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAGCAGC
AGAGCAATTTGCTGCGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944936 



TTCTACTGTAATACATCAAAACTGTTTAATGGAACCTGGAATAGTACTAAAAGAGCAAATAACACGGAAGGGA
TTATCATACTCCAATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAAGGACAAATTAAATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAAACC
ACCAACAACACCACAGAATTCTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593291 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTACTTGGAATAGTACTAAAGGGTCAAATGACA
CTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATGGCACAAACAGCACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593293 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAGTGGGGGACAGTCAAATGGAACTGAAGACAATA
GCACCAATATCAGACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGT
AATAGTAACACCACGAACAACAGCAACACGGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593294 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCCGAGTAATGGTACTGAGCCGTTGAATGATACTG
AAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACTAATTAGATGCTCATCAAATATTACAGGACTGCTCTTAACAAGAGATGGTGGTAAT
AACAGCAGCAAGAACGAGACTTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU330249 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGACATCTAATGGTACATCTAATGGTACTTGGAAGC
CTGATGATGCTTGGAATAATAATACTAAAGAAAATATCACACTCCTATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTATTAGAGGACAAATTAGTTGTTTATCAAATATTACA
GGGCTGCTATTAACAAGAGATGGTGGGGGTAATAACGGGAGCAACAATGAAACCTTCAGGCCTGGAGGAGGAA
ATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTTCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>GU330333 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGCATACTAATAGTACTGGGAATGAGACTACGGGGT
CAAATAACACGGGAGAAAATGACACAATCATGCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAACAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTA
TTGACAAGAGACGGTGGTATAAATATCACTAACGAGAATGAAACCTTCAGACCTGAAGGAGGAGATATGAGGA
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124777 
TTCTACTGTAACTCATCAAAATTGTTTAATAGTACTTGGTTTAATAGGACTGGGGAGGATAATAATACTACAG
CAGATAGCAGTGCAGGAAATGGTACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCTCCTCCCATCAGAGGACAGATTAGATGTATATCAAATATTACAGGGCTGCTA
TTAACAAGGGATGGTGGCGAGGAAGAGAACGAGACCGAGGTCTTTAGACCCGGGGGAGGTGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA



GAGAAGAGTGGTGCAGAGAGGAAAAAGAGCAGTGGGGATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124795 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATTGGAATGATACTGAAAGGATAAGTAATAACA
CTGGAAAAAATATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCAAATATTACAGGGCTACTACTAACAAGAGATGGT
GGTGGGGACAATAACAGGACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869020 
TTCTACTGTAATACAACACTACTGTTTGATAGTACTTGGAATAATAATAGTACTTGGAATGCAAATGTGTCAG
AAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAGGCAATGTATGC
TCCTCCCATCAGAGGACTAATTAACTGTTCCTCAAATATCACAGGGCTGCTATTAACAAGAGATGGTGGTATT
GGTAATAGTAATAGTGAAAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869021 
TTCTACTGTGATTCAACACAACTGTTTAGTAGTACTTGGAATAATGGTACTGAGAAGGCAGAAGGAAATGACA
CAAGTGACACAATTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAAT
GTATGCTCCTCCCATCAGTGGATATATTAACTGTCTATCAAATATTACAGGGCTGATATTAACAAGAGATAGG
GATGGAGGGGTGAACGAGACAAATATGAACGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ869022 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACCAGGAATGAGACCTTGAATGGGACTGAAGGGT
CAAATAGCAATGACACATTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAAACATTAGTTGCTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTAGTACCGAAAATGAGAGTAACACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCACAGAG
AAGAACGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469687 
TTCTACTGTAGTACAACACCACTGTTTAATAGTACTTGGGAGCCTAATGATACTAGAAGGTTCAATGACACTG
AAGAAATTATCACACTCATATGCAAAATAAAACAAGTTGTAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
AGTGACGAGAACACGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACTGTCTGGGGCATC 
>FJ469688 
TTCTACTGTAATACATCAAAGCTGTTTAATAGTACTTGGAATACTAGCAGTACTGGGAATGTTACTGATGAGA
CAAATGACACAATCACACTCCCATGCAGAATAAAACAGATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGCTACTACTAACAAGAGATGGA
GGTAATGGGAATAATAGCACAATCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469693 
TTCTACTGTAATACAACAGGACTGTTTAATAGTACTTGGAATAGTACTGGGAATATTGAAGGGTCAAATGGGA
CTGAAGGAAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAATCATGCGGCAGGAAGTAGAAAA



AGCAAAGTCTCCCCCTCCCATCAGAGGACAAATTAAATCTTCATCAATTACTACAGGGCTATTATCAACAAGA
GATGGTGGTAATAAGAATGGGACTAATGAGAGTAGCGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGTGGGATTAGGAGCCGTGTTCCTTGGGTTCTTG
TCAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>HQ217201 
TTCTACTGTAATACAACAAAACTGTTTAAGGGGACTTGGAATGGTACTACTTGGTGGAATGGTGCTAATGGGA
CAAATATCACAGATAACAATGAAGGGTCAAATGACACAATCATACTCCCATGCAGGATAAAACAAATTGTAAA
CTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATT
ACAGGGCTGATATTAACAAGAGATGGGGGTAACCAAAACAAAACATGCAACGAGACTAATCCATGCACTGAGA
CCTTCAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAAT
TGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATA
GGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTAC
AGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCA
TATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469730 
TTCTACTGTAATACAACACAGCTGTTTAATGGTACTTGGAATAATGGTACTTGGAATAATGGTACTTGGAATA
GTACCGAAGGGTCAAATGACACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGCGATGGTGGTGGTAATGGGAATAGTAGCGAGACGTTCAGACCTGGAGGAGGGAATATGAAGGACAATT
GGAGGAGTGAATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469737 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGATAGGTACTAATAGTACTTGGAATGATACTGATA
TCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGTAGCCAG
AACCAAACGGAGAACAACACGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAAAGGAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCACTGACGCTGACGGTACAGACCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403102 
TTCTACTGTAATACAACACAACTATTTAATAGTAGTTGGGTTGTCAATGGGACTATAGAGTCAAATGCCACCG
AAGGAGATAGCAAGATCACCCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAAAAATTAGCTGTCCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGGCATGATGGTAATGGGAATAGCAGCAACAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTAGGACTAGCACCCAACAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469741 
TTCTACTGTAATACAACACGACTGTTTAACAGTACTTGGACTTGGGATAATGATACTGAAGAATCAAATGACA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGTGAGGAC
GGGAACAGTACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGCAATAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469748 
TTCTATTGTAATACTACACAACTGTTTAATAGTACTTGGTATGGAAATGGTACTGTACAGTCAATATCTGAAG
GAAATGAAACAATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAACAAGTAGGAAAAGCAAC
GTATGCCCCTCCCATCAGTGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTAATAACAAGAGATGGT
GGGGGTAACGAGTCCAGGAATAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTGATGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>FJ469760 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGCCACTTAATAGTACTGTGAATGATACTACCGGGT
CAAATAACAATGATACCATAGTTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAG
AGCAATGTATGCCCCTCCTATCAGAGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGG
GATGGTGGTGGTGGTGCAAACGAGACCACCAGGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCCGTGGGACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCACAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469762 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTGATAATAGTACTACCGGGTCAAATAACACAA
AAGGAATTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGATTAATTAGATGTAAATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAAGAATAACAACGAGACTGAGACCGAAATCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGTACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578460 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCTAATGATACTAGTACTTGGTATGGGAATGATA
CTGCAGGAGATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGGATAATTAGATGTTCATCAAATATTACAGGGATAATTTTAACAAGAGATGGT
GGTAATAACATCACGAACAACACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593295 
TTCTACTGTGATTCAGCACCACTGTTTAATAGTAGTTGGATACGGAATACAAGTACTTGGACACGGAATGATA
GCGCTTGGAATAAAACTGAAGGGACAAATAGCACTGATCCAATCACACTCACATGTAGAATAAAACAATTTAT
AAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGTGGACAAATTAAATGTTTATCAAAT
ATTACAGGGCTGATACTAACAAGAGATGGTGGTAATAACAAAAATACAAGTGACAACGAGACTAGCGAGATCT
TCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTGAAAATTGA
ACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGCTAGGA
GCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGG
CCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCT
GTTGCAACTCACAGTCTGGGGCATT 
>EF593296 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACAGGGGGGAATAATAACACTTGGACTGATACTACAGGAA
ATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACACATTAAATGTTCATCAAATATTACAGGACTGATATTAACAAGAGATGGTGGTGGTAGT
AATAACAATACTACTGAGACCTTTAGGCCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAGGACTGGGAGCTCTCCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGTTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593297 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGGATACTACTACAGGGTCAAATAACACAAATGACA
CTGAAATTATCACACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGACTACTATTAACAAGGGATGGAGGT
AATAACACTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGATGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU330460 
TTCTACTGTAATACAACAGGACTGTTTAATAATACTTGGGGGTTTAATAGTACTTGGGATGCTATTAATGTGC
CAGAAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC



AATGTATGCCCCTCCCATCAGAGGACGACTTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATACCACAAATAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM234503 
TTCTATTGTAATACAACGCAACTGTTTAATAGTACTTGGAAAATTAATAGTACTTGGAATGATACTGAAGGGT
CAAATGACACTATCGCACTCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAACTGTTCATCAAAAATCACAGGGCTGCTATTAACAAGAGATGGT
GGCAGCACCGATAACAACAACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AGTTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCGCCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC312470 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTATCAATGGTACTGAAATGTACAGTGCAGGAAATATCA
CACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
AAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAGTGAGAGATGGTGGTAATGCTGAGAAT
GATACCAACACTACCAACATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGGGTGGTGCA
GAGAGAGAAAAGAGCGGTGGGACTAGGAGCTTTGTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124807 
TTTTACTGTAATACAACACAGCTGTTTAGTACTTGGAATAGTACTGGGCAGTCTAATAGTACTGGGAATGATA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGCGGAGTAATTAATTGTACATCAAATATTACAGGGCTGCTATTGACAAGAGATGGTGGTAAGACG
GGCGAGAATGAGAGTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAAGCCAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTTACAGTCTGGGGCATC 
>KT124813 
TTCTACTGTAATACGTCACAACTATTTAATAGTACTTGGAGTAATGGGACTAATGGTAATTGGACTATAAATA
ACACCACAGGGGGAAATAACATTGAGAATGACACTATCACACTCCCATGCAGGATAAAACAAATTATAAACTT
GTGGCAGAAAGTAGGAAGGGCAATGTATGCCCCTCCCATTAGTGGACAGATTAGCTGTTCATCAAATATTACA
GGGCTAATATTAACAAGAGATGGTGGTGCTACTGATAATAGCATGAACGAGACCTTCAGACCTGCAGGAGGAG
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACC
CACCCCGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGAACTAACAATGGGAGCTCTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAAGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATATGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>DQ869016 
TTCTACTGTAATACAACAAAATTGTTCAATAGTACTTGGAACAATACTGATTCAAATACCACTGAGAACAATG
ACACAATCACACTCCCATGCAGGATAAAACAAATCGTAAACTTGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAGATTAGATGTTCATCAAATATCACAGGGCTTTTATTAACAAGAGATGGTGGTGAT
ATTAATAGAACTGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCTTTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ869024 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAGGAGTAATGATACAACACAACTGTCTAATAGTA
CTTGGAGGAGTAATGATACTGCTTCTGAAGGGTCAAATGACACTATCATCCTCCCATGTAGAATAAAACAAAT
TATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGTGGACCAATTAGCTGTTCATCA
AATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAACAGCACCAATAACACTGAGGTCTTCAGACCTG
GAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGG
AATAGCACCCACTAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATCGGAGCTGTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAAT



TATTGTCTGGTATAGTGCAACAGCAGAATGATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACT
CACAGTCTGGGGCATC 
>DQ869025 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGAACAGTACTTGGAGTGCTAATAGTAGTGGTAATG
TAGAAAATAAAACGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGAATAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGTAATGATAATGATACGAACAAGGAGGAGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCCTTAGGAGTAGCACCTACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATCTTGCAACTCACAGTCTGGGGCATC 
>DQ869029 
TTCTACTGTAATACAACACAACTGTTTACTTGGAATGATACTAGTATTGAAAATTCAAATGACACTGAGGGAT
CAAATAAAATTATCATTCTTCCATGCAAAATAAAACAAATTATAAAAATGTGGCAGAGAGTAGGAAAAGCAAC
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCGAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAGTAACCAGAGTAATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGGGAAAGAAGAGCAGTGGGAATAGGAGCTATGCTCCTTGGGTTCTTAGGAACAGCCGGAAGCACTATGGGC
GCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869030 
TTCTATTGTAATACAACAGAGCTGTTTAATAGTACTTGGCTGGATAATAATACTAGGAATGATACTGAAGGGT
CAAATAGCACTGATATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACCAATTAATTGTACATCAAATATTACAGGGCTACTATTAATAAGAGAT
GGTGGTAATGACAATAGTACTGACAATAACACTGAGATCTTCAGACCTACAGGAGGAAACATGAGGGGCAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCGAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGCCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGC
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGGATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869031 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGAATACTTGGAATGCTACAGAGTCGAATGGCACTA
GAGAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACGAATTAACTGTTCATCAATAATTACAGGGCTGCTATTAACAAGAGAT
GGTAGTAACAGTAGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAACCGTTAGGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCACTAGGGGGACTAGGAGCTATGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGATGGCTATTGAGGCGCAACAACATATGTTGAAACTCACAGTCTGGGGCATT 
>FJ469701 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGTACTAATAGTACTTGGAATGATACTGAAAGGT
TAAATGAGACTATCATACTCCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAGAAATTAACTGTGCATCAAATATTACAGGACTGCTATTAATAAGAGATGGT
GGAAATGAGAAAAACAAGACCGAGGAGATCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCAGCGCTAGGAACTATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473846 
TTCTACTGCAATACAACACCACTGTTTAATAGTACTTGGGATAGTAGTACTTGGAATAGTACTAAAAATAATA
CGGGGTCAAATGATACTATCACAATCCAATGTAGGATAAAACAAATTATAAACATGTGGCAGACAGTGGGAAA
AGCGATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTTATCAAATATTACAGGGCTATTATTAGAGAGA
GATGGTGGTAATAATAAGACAGACCACAACGAAACCTTCAGACCTAGCGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCAATAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATA
ATTTGCTGAGGGCCATTGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>EF593222 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATAGTGGGAATAATACTAATAATACTGAAGGAT
CAAATGACACTATTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGACTGTTATTAATAAGAGAT



GGGGGTAATACCACAAACAACACAGAGACCTTCAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ410465 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATACAACACAACTGTTTAATAGTACTTGGAATG
ATACTGGGCCAAATAACGAAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACGGGGCTG
CTATTAACAAGAGATGGTGGTAACGACAATAACAAGACCAATAACCAGACCGAGATCTTCAGACCTGGAGGAG
GAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGC
ACCCACCCCGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGT
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGT
CTGGGGCATC 
>DQ410422 
TTTTACTGTAATACAACACAATTATTTAATAGTACTTGGAATGATACTGATAGTGGAGGGTCAAATAACACAA
ATAACAATGATACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCATGGGACAAATTAGCTGTTCATCAAATATTACAGGGATGATATTAACAAGAGAT
GGTGGTACTAATAGGAGCAAGACCGAGACCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGATAACAGTAGGAGCTATGCTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGGCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469739 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAATACTGCAGAGTTAAATAACACTG
AACAGGATGTCATAATCCCACTCCCCTGTAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGACAAATTAGATGCTCATCAAATATCACAGGGGTGCTATTAACAAGAGAT
GGTGGTATAAAAGGGAGCAACGAGAGCTGCAACGAGAGCCAACCCGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAGCAGCAGAATAACTTGCTGATGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGG
CATC 
>FJ469743 
TTCTACTGTAATACAACACCACTGTTCAATAGTACTTGGAGGACAAATGGAACTTGGATAAATGGAACAGCAA
ATAACACTGGAGAAAACACTATCACACTCCAGTGCAAAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCGAGGACTAATTAGATGTTTATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTAATCCAAATAAGACTGATAAGACTGATACTACTAGTGAGATCTTCAGACCGGGAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAGCGATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGT
CTGGGGCATC 
>EF593228 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGGGGCCTAATAGAACTTTGAATGAGACTGGTGAGT
CAAATGAAACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGT
GGTGATGATAACAATAACACCATCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAAGCCAGACTATTAATGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469753 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGTATACTAATGGTACTTGGAGTGGTACTAACAAAA
CTGGTGATATCACACTCCCATGCAAAGTAAAACAAATTGTACACATGTGGCAGAGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGAAGGAGTAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGT
AATACCGATAATACCAATAATGCCCAGATTGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAATGAATTATATAAATATAAGGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGATCATTATTGACTGGTATAGTGCAACAACAGA
GAAATTTGCTGACGGCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>FJ469755 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGACAGGGAATGATACTGCAGAAGGAAAGGGAAATG
GCACACTTACACTCCCCTGCAGAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCTCTGGACAAATTAACTGTTCATCAAAAATTACAGGGATGATCTTAACAAGAGATGGTGGTACA
AAACAGAACAACGAGAGTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGCCTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGCAGCAAAATAACTTGCTGA
AGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469765 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATGCTAGGGAAGTTAATGAGACTAGGGAAGGGG
CAAATAACACTGATAAAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGCAAGTAGG
AAAGGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGACTGCTATTAACC
AGAGATGGTGGTAACAACAATAACAGTACTGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACTTTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469770 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGCTACTACAGGGTTACCTAACAAGGAAGAAA
ATGGCACGATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAGAGCAATATA
TGCCCCTCCCATCGCAGGACCAATTACCTGTTCATCAAACATTACAGGGCTAATATTAACAAGAGATGGTGGT
AATGTGACGGGCCAGGAAGAAACCTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGATCTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593256 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGATGATACTACAGCGTCAAATATCACTAAAGGAA
ATGACAACATCACACTCCCATGCAGAATAAGACAAGTTGTACACTTGTGGCAGGAAGTGGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAGTGAAAACAACACCAACACCGAGGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGCATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>EF593299 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTCATTTAATAGTACTGGGAATGGTAGTACTACAG
AGTCAAACGCCACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGAAAAATTAGATGTAAATCAATTATTACAGGGCTGCTACTAACAAGAGAT
GGTGGTACAAACACCACCAACAAAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATCAAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTATGGGGCATC 
>FJ469684 
TTCTACTGTGATACAGCAAAATTGTTTAATAGTACTTGGAATAGTACTAAATCAAATAGCACGGAAGTAAAGA
TCACACTACCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGAGGACAGATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATACCACA
AACAGGTCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGTTATAGTGCAACAGCAGAACAATTTGCTGATGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216370 
TTCTACTGTGATACAACACCACTGTTTAGTAGTAGATGGTCACCTAATGGTAGTAGTAGTAGTACGATTAATG
AAACTAGCACTGAAGGAAATATCACCACACTCCAATGCAGAATAAGACAAATTATAAATATGTGGCAGAGAGT
AGGCAAAGCAATATATGCCCCTCCCATCGCGGGACCAATTGGATGTAATTCAAGTATCACAGGGCTGTTATTA



ACAAGAGATGGTGGGAGAAACAACAACAGCAACAACACAGAAGTTTTCAGACCTGGAGGAGGAGATATGAGGG
ACAACTGGAGAAGTGAATTATACAAATATAAAATAGTAAGGATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>HQ216504 
TTCTACTGTAATACAACAGCACTGTTTAATAGCACCTGGAATATTACTGAAGGGTTAAATAGCACATTCTCAA
ATAACCCTGAAGGAAATGACACAATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTGATAACAATAACAGTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863969 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGATTGAAGGGACAAATAACA
CTGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAATATCACAGGGCTGCTATTAGTAAGAGATGGTGGT
AACGAACAGAACGGGACAAGCGCAACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562798 
TTCTACTGTACTACTACAGGACTGTTTAATAGTACTTGGCATTGGAATGGTACTAGGGAGAATAATACTACGG
AGCCAAATAGCAATATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCAATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTAATAACAAGAGAT
GGTGGTAACAGTGACCATAGCAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTGAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGATAACACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU577811 
TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGTATTGGAATAATACTCGGGATGAAGGGTCAAATA
ACACTGGAGGCAATGGCACAATCATACTCCCGTGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGATGCTATTA
AGAGATGGTGGTAATAACGTGAGCAATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGGCTATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>EU577862 
TTCTATTGTAATACATCACAACTGTATGATAGTACTTGGAATCTTACTAATACTGAAAGGTTAAATGACACTA
TCCAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAGAGGACTAATTAAGTGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTGATAAT
GCCACAAACGGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATACA
AATATAAAGTAATAGAAATTAAACCAGTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGCACTAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>EU577947 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGCTGTTTAATGGTACTTGGAATGGTACTGCATTAA
ATGGCACTGAAGGAAATGAAACAATTACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTGAATGTTCATCAAATATTACAGGGCTACTGTTA
ACAAGAGATGGTGGTAATAATGAGAGCACTGAGACCTTTAGGCCTAGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCTTCGATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577989 



TTCTACTGTAACACATCAAAACTGTTTAATAGTAGTTGGAATGCTGATGGTAGTGTTAATACTACTGGAGAAT
CAGGAAACATAACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAACATTACAGGGATACTATTAACAAGAGATGGTGGT
AGTGATAACACAACAAACAATACTGAGATCGAGATCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGATAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
GCTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACACCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156438 
TTTTACTGTAATACAACACAAATGTTTAATAGTACTTGGAATGATACTGAGAATAATATTGGAAATGGAACTA
TCACACTCCCCTGCAGAATAAAACAAATTATAAATAAGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATTGAAGGACGAATTAACTGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAGCGGGAAC
AACGACACCAACACCACCGAGATCTTCAGGCCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTACAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578032 
TTCTACTGTAACTCAACACAACTGTTTAATAGCTCTTGGAATGGTACTGCTGGGAATGTTACTACAGGGGGGT
CAGATAACACCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCGATCCCAGGAAAAATTAGCTGTAAATCAATTATTACAGGGCTGCTATTAACAAGAGAT
GGTGGCAACAATAACAGTGAGACCTTCGAAACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>KX156451 
TTTTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATATTACTGAAGTGTTAAATAGTACTGGAGAGT
CAAAAAGCAATGACTTAATCATACTCCCATGCAGGATAAAACAAATCGTAAACATGTGGCAGAGAGTAGGACA
AGCAACGTATGCCCCTCCCATCGAAGGATTGATTAGATGTTCATCAAAAATTACAGGGATACTATTAACAAGA
GATGGTGGTATTAACAATAGGACCAACGAAACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAA
GTGAATTATATAGATATAAGGTAGTACAAATTGAACCAGTAGGACTGGCACCCACCAAGGCGCAGCGAAGAGT
GGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTAGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562778 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGATTAGGAATGATACTAATAATACTTGGCATAGTG
AAGGGTTAAATGGCACTGAAACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATAAAATGTTCATCAAATATTACAGGGCTATTACTA
GTAAGAGATGGTGGTAATAACAATAAGAGCAATAGCACTAACAATGCTGAGATCTTCAGACCTGGAGGAGGAA
ATATGAAAGACAATTGGAGAAGTGAATTATATAGATATAAAGTGGTACAAGTTGAACCATTAGGAATAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCTGTGGGAGTAGGAGCTTTGTTCCTTGGGTTC
TTGTCAGCAGCGGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>JN562811 
TTCTACTGTAATTCATCAGGACTGTTTAATAGTACTTGGCATAGTAATAGTACCCAGAATAGTACTGAAGGGT
CAAAGGACACTATTACACTCCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACAACTTAGATGTTCATCAAATATTACAGGGCTGCTCTTAACAAGAGATGGA
GGTAATAACGGGGGCGACAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGAACACTATTGTCTGGTATAGTGCAACAGCAAAGCAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ869015 
TTCTACTGTGATACAACACAACTCTTTAATAGTACTTGGAATGATACTGTTGGGAATGATACTGAAGAGTCAA
ATAATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATATCAGCACCACCACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAGTAGCACCCACCAGCGCAAGGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAAGCGCAACAGCATCTGTTGCAGCTTACAGTCTGGGGCATT 
>DQ869033 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAGACTAGTATTGAAAATAGCACTAGAGGAA
ATAGCACTGGAGGAGATATCACAATTCTATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAAGGACTAATCAATTGTACATCAAATGTTACAGGGCTATTATTAATAAGA
GATGGTGGTAACATTACCAACAACGACACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTGTACAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM259097 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGATACTGCAGGGAATGATACTGCAGGGAATG
TTACTGAAGAAAATATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGAAAAACCAACGAAACAAACGAGACCGAGATCTTTAGACCTGGAGGAGGGAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410535 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGAATGATACTACCATAGAGCAAAATGACACAACGG
AAGAGAATATCACACTCACATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ATAAATGAGACCAACGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGGGAAAAAAGAGCAGTGGGGATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835452 
TTTTACTGTAACTCAACACAGCTGTTTAATAGTACTTGGTGGCCTAATGGTACTACGACTGAATGGTCAAATG
AAACGTCAAATGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGCGGACCAATTAGCTGTTCATCGAATATTACAGGGCTGCTATTAGTAAGA
GATGGTGGTAATGACAATGAGACTAACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156493 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGAATGTTAGTAGTGGTTGGAATGGTACTAAAGGGT
CAAATGGCACTATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATAACCCTCCCATCAGTGGAATAATTAGATGTAACTCAACTATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGAGAACAGGTCTGGGAGTGATAACTGGACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156542 
TTCTACTGTGATTCAACACAGCTATTTAATAGTACTTGGAATAATACTGAACAGCCTACCTGGAATGATACTG
GAGAAATTATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCACTTATTACAGGGATACTATTAACAAGAGATGGTGGT
AAAAAGGAGAGCAATGAAACCGAAACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156380 
TTTTATTGTAATTCAACACCACTGTTTAATAGTACTTGGGCTTGGAATGGTACTTTCAATAAGGAAAATAATA
CTGAAAATTCAAATAGCACTATCACCCTCCAATGCAGAATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAACATTACAGGGCTGCTATTACTA
AGAGATGGTGGTGTTAATAATAACACAAATGATACAGAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469697 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATGATACTGAAGAGAATAGTGATAAAGGGAACA
CTGAAGGAAATGAACCAATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGCAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAACATTACAGGGCTGTTATTAACAAGA
GATGGTGGTAACGAGACTAATACTACTGAGACCTTCAGACCGCAAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAGATATAAAATAGTGAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGA
ATAATATGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469698 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGCATAGTAATGGTACTATAGAGTCAGCTAACAGAA
CAAATATCAGACTCATGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCACAGGATTAATTAGGTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTCTT
AATAATAGTGACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAGTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCATTAGGGGTACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGCACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217185 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAAGAGTACCGAGTCTAATGATACTGGGGGAAATG
AAACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACTAATTAACTGCTCATCAAATATTACAGGGTTATTATTAACAAGAGATGGTGATAAT
AGTACTAATGACACTGACACTGAGATCTTCAGACCTATAGGAGGAAACATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC935957 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATGGAACTGAGTCAAATGACACTAGAGGAAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAA
AACAAGAACAAGACCGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTAGCGCTGACGGGACAGGCCAGACTATTATTGTCTGGTGTAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410068 
TTCTACTGTGATTCAACACAACTGTTTAACAGTACTTGGACTGAAGGGTCAAATAACACTGAAGGAAATGACC
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCGTCGGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGATCTTGATAAGAGATGGTGGTAATAGT
AGTTCCCACAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAACAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGTTGACGGTACAGGCCAGACTATTGTTATCTGGTATAGTGCAACAGCAGAACAATCTACTGAGGGCTA
TTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF363124 
TTCTACTGCGATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTAGTACTTGGAATGTTACTAGTACTG
GGAATGATACTGAGTCAAATAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATAACAAGAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGGCGGTACAGGCCAGACTATTATTGTCCGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 



>EF363126 
TTCTACTGTAACACATCACAACTGTTTAATAACACTTGGAATGGTACTGAGTTAAGTAATAGTAAAGAAAATG
GTAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTGTGTCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTACA
AACAGCACCACCGAGACCTTCAGGCCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGCGGGAATAGGAGCTTTTTTCCTTGGGTTCTTGGGACTAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>DQ410498 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGAATGATACTAATAGTACTTGGAATGGTACTGAGT
CACATAACACAAAAGAAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCATAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAGCGGGAACAATACCACCACCGAGACCTTCAGACCTGGAGGAGGAGAGATGA
GGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCGCTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACCATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JQ251132 
TTCTACTGTAATACAACACCACTGTTTAATAGTAAGTGGACCAATGGTAATGGGAGTGGTTCTGAAGGGAATG
AGACTATCACACTCCAATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAAAGGACAAATTAGATGTTTATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGTAAT
AACCAGAACAATACCCCTAATGCCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCAATAGGAATGGGAGCCTTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGAATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410260 
TTCTACTGTGATACAGCACGACTGTTTAATAGTACTTGGAGTGTTAATGTTACTGAAGGAGCAAATAACACTG
CAGGAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACTAATTAATTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTCCTAACACAAACGAGACTGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGGGCAGTAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACACTTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410292 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAAAACTAGGGATGGTACTTGGAACAGTACTG
GGTCAACTACAGGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAAAGACAACAATACCAATACCATCGAGATCTTCAGACCTGGAGGAGGAGAGATGAGGG
ACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCAACAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGCGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTAAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410356 
TTCTACTGTAATACAACAAAACTGTTTACCTGGAATAGTACTGAAGAGTCAAATAACACTGAGGGGAATAGAA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAGGGACTAATTAACTGTACATCAAAGATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAAT
AGTACAAACAGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCAGTAGGAATAGCACCCGGCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCGGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGTAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAAGG
CGATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>JQ403103 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAGGATTAGTAATGGTACGGAGATTAATGATACTA
ATAGTACTATCACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTT
TGCCCCTCCTATCAGAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AACGTCAGCAACACGGCAGAAACCTTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT



ATAAATATAAAGTAGTAAGGGTTGAACCATTAGGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGGCGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403104 
TTCTACTGTAATACATCACAACTGTTTAATAGCACTTTCAGTGGTAATGAGAGTATAAATACTACTGAGAACG
CTACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACAAATTAACTGTACATCAAACATTACAGGCCTGTTATTAACAAGAGATGGTGGAGAT
AACAATACCACCAACACTGAGACCTTCAGACCTACAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217329 
TTCTACTGTAATTCAACACAACTGTTTGATAGTACTTGGAATGAGACTACAACAAGGTCAAATAGAAGTGGTG
ACATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCAATATATGCCCC
TCCCATCAGTGGACAAATTAACTGCTCATCAAATATTACTGGGCTACTATTAACAAGAGATGGTGGTAACGGA
AACAATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGTTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATGGTGCAGCAGCAGAACAATCTGCTGAGAGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469745 
TTCTACTGTAGTACAACACAACTGTTTAGTAGTACTTGGAATAGTACTAACAGGACCGATACAGGAAATGAAA
CTATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAATGAC
AATAATACCACCGAGGAAATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGCTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK147530 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACATTTAATAATACTTGGAAGCCTAATATTACTG
GGAATGATACTGGAGGGGACAATATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGGGGAGAAATTAGATGTACATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAAGGATAATACCACTAACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCTTTGGGCTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469772 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTTAACAGTAATAGTACTGAAAATGGGACTACTA
ACGGCACTATCACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAAGGAATAGGAAGAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGGTGCTTATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
GGTGGGAACGAGACCGAGACCAATACCGAGATTTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCCTTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGAAACTCACAGTCTGGGGCATC 
>EF593269 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGGACTAATAGTACTTGGGAGATTAATACTACTG
GGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGAAAATAGCACAAACGGCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGTATAGGAGCTCTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593271 



TTCTACTGTGATACAAAAATACTGTTTAATAGTACTTGGAATTTTACTAACGGGAAAATTACTGCAGGGCCAA
ATAGCACTGAAGGAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGT
AGGAAAAGCAATGTATGCTCCTCCCATCAGAGGAATTATTAGCTGTTTATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAGGAGTAATGATAGCGCGACCAATAAAACTGAAGTCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGGGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTA
TAGTGCAACAGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>EF593273 
TTCTATTGTGATTCAACAAAATTGTTTAATAGTACTTGGGGAATTAATGGTACTTGGAATACCACTGAAGGGG
CAAATATCACACTCCCATGCAGAATAAAACAGATTATAAATCTGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGAAAAATTAGCTGCTCATCAAATATTACAGGGCTGATATTGACAAGAGATGGTGGTGAT
AATGGAAATGGGACAGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAGAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAAGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF593274 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTCCTAATGGTACTTGGTTTCCTAATGATACTG
TGAATAATACTGGAGATGTGAATATCACCCTACCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTA
ACAAGAGATGGTGGTATTGGTAATAGCACAAATAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGATAATTGGAGAAGTGAATTATATAATTCCAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCCAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGATTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>EF593276 
TTCTACTGTAATACAACGAAGTTGTTTGATAGTGCTTGGCCTAATGCTACTTGGAAGAATGCCAATGATACAA
TTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCCATGTATGCCCC
TCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTACCGGG
AACAATGAGACAGACAATAATACTGAAATTTTCAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGGAGAACGGT
GCAGAGAGAAAGAAGAGCAGCAATAGGAGCTATGATCCTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>JN024210 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGTGACTGGGTCAAATAACACTGAAGGAAATG
ACACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCACCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGTG
AACACCACCACCACCAACGAGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469683 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATGGTACTATAGAGTCAA
GTAACACTACTAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTGACAAGAGAT
GGTGGTAAGAACAACAGCACCAATGAGACCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ238279 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATAATAGTACTGAGAATAAGAATGATACTA
ACAGCAATGAAACTATCATGCTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTGACAAGAGAT
GGTGGTAATAGCAGCAGCGACAATACAAGTACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT



GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ496085 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAAGCTTTAATAGTACTGAAAGCT
CTAATAGTACTGAAGGAAATGACACAATCAGCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AATAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAATAATTAGATGTTCATCAAATATTACAGGAATACTA
TTAACAAGAGATGGTGGTATAAATAGTACAGATAATACCACTGAGATCTTCAGACCTGCAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGC
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JF689854 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACTACTGAAGGGTCAAATAACACTGGAA
GAACTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTTCTATTAACAAGGGATGGTGGTAAT
AATAACGAGACCAATAACGGGACCGAGACCTTCAGACCTGGAGGGGGAAATATAAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JF689856 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACGTGGTTTTGGAATAATGCTACTGCTAATTGGACTTTGA
AAAATGATACTAAGGGAGAATTCAATATCTCTGGAGGGAATATCACACTCCCATGCAGAATAAAACAAATTAT
AAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAT
ATTACAGGGCTGCTATTAACAAGAGATGGTGGAGAGGAGCCTAACGATACTGAGACTTTCAGACCTGCAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGC
ACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGAATGCTATTGT
CTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>JF689857 
TTCTACTGTAACACATCACAACTGTTTAATAATACTTGGAATGGAACTGCATGGTCAACTAACAGTTCAAATA
GCACTGATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
AATAATAATAATACTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689859 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAAGGAA
ATAGCACACTCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ACTAACAATAGCGAGAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689860 
TTCTACTGTAATACATCAGAGCTATTTAATTGGACTGAGGGAAAACCTGCTAACACTGAAGACAAAATTACAA
TCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
TGGACAAATTAGATGTTCCTCAACTATTACAGGGTTGATATTAACAAGAGATGGTGGTAATGACACAAGGGAG
AACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAGGTGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MK383403 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATTTAACACAACCGTTTAATAGTACTTGGAATG
GTACTGAAGGGTCAAGTAATATAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGATACATTAGATGTTCATCAAATATTACAGGGCTACTATTA
ACAAGAGATGGTGGTAATGACAAAAACGGGACAACAACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATC 
>HQ216575 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGTGATAATAGTACTTGGAATAATAGTAGTAAAT
GGTTCAATGGCACTGGAAAAAATATCACACTCCTATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGT
AGGAAGAGCAATGTACGCCCCTCCCATCAGTGGAATAATTGACTGTACATCAAATATTACAGGGATAATACTA
GTAAGAGATGGTGGTAATATAAATGGGAGTAGGGAGAAAGAGACATTCAGACCTATAGGTGGAAATATGAAGG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTAAAAGCTATTGAGGCGCAACAGCATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HQ216584 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGTTAATGGAACTAAGAATGACACAAAGGGGGGTA
ATGGAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACCAATTAGTTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
ACAAACACCACCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGGGCAGTGGGAATAGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGCTGAGAG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216686 
TTCTACTGTGATTCAACACAGCTGTTTAATAGTACTTGGCCGTCTAATAGTACTTGGTCGTTTAATGATACTA
CAAATAATACTGTAGGCACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGCCTGCTATTA
ACAAGGGATGGTGGGGTTGGTAATAATAGCAGCAATACAACGAACCCCGAGATCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCGCC
CACTAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>HQ216727 
TTCTACTGTAATTCAACAAAGCTGTTTAATAGTACTTGGCATTGGAATGGTACGATGTTTAATAGTACTGGGA
TTGAAAGGTCAAATGAGACTAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTGCTGTTA
TTTAGAGATGGTGGTAATACCACGAAGAACAATACCGACGAGACTTTCAGACCTGGAGGAGGAGAGATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGAGCATT 
>HQ216762 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTACTGATAAAAATATTACTGGGAAGGATAGTG
GCAATAGAAACATCACCCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAAAGGACAAATTAACTGCTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAGTAACAACAACAACAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAGTAGTAGGAGCTATGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAAACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACCGTCTGGGGCATC 
>HQ216816 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATCTTAATGGTACTTGGAGTGGTACTACAGGAG
AGGGGAACATTACACTCCCATGCAGAATAAAACAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGAAGAATTAGCTGTTCATCAAATATTACAGGGTTATTATTAACAATAGATGGTGGT
AATAACAGGACAAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATA



AATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCGATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ216841 
TTCTACTGTAATACAACGAATCTGTTTAATAGTACTTGGAATAGTACTAGTACTGTAAATAAGACTACAGGGC
CAAATGGGACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGAAAAATTAGATGTACATCAAATATTACAGGGCTGTTATTAGTAAGAGATGGT
GGCAACAACAATGATACTAATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCGCCCACCGAGGCAAAAAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863966 
TTCTACTGTAATCTAACACAACTGTTTAATAGTACTTGGAATGTAAGTGAAGGGTTAAATATCACAGAAAGTG
TCAATGACACAGATATCATACTCCCATGCAGGCTAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCCCAGGACTAATTAACTGTACCTCAAATATTACAGGGTTGTTAATAACAAGAGAT
GGTGGTAACGAGAGCAAGAACGGGACTGAGATCTTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCATTAGGAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863971 
TTCTACTGTAACACAACGCCACTGTTTACTAATTCTTGGAATGGTACCCATTGGGCTGATGAGTGGAATTGGG
AGAATAGTACTAATGGAACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAGTA
AGAGATGGTGGTAATAATGATAGCAGCACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>JX863972 
TTCTACTGTAATACAACACCACTGTTTAATAGTAGTTGGAGGAATTCAAATAATACTTGGGATAGTACTGAAG
GATCAAATAACACTGCAGGAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTAGGAAAAGCAATATATGCCCCTCCCATCAGAGGAAACATTACATGTTTATCAAATATTACAGGACTG
CTATTAACAAGAGATGGAGGCAAAAGAGATAATAGCAGTAACAATAATGATACTGAAATCTTCAGACCTGGAG
GAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGT
AGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>JX863919 
TTCTACTGTAATTCATCACGACTGTTTGATAGTACTTGGTCACTGGAGGACACTGGAAATGACACAATCATGC
TACCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
AGGACAAATTAACTGTACATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTGCTGATATGAATGAG
ACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAA
TTGAACCAATAGGATTAGCACCCACCAAGGCACAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACT
AGGAGCTGTGTTCCTTGGGTTTCTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAAC
ATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863983 
TTCTACTGTAATACAACACCACTATTTAACAGTAGTTGGCATAGTAATGGGACTAGAAATGATACTGGAGGAT
CAAACAGCACAGACCCAATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGGCAAATTAACTGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTACTAACAATAACACTACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863984 



TTCTACTGTAATACAACACTACTGTTTAATTGGACTGAAGAGGAAAATAACACAAATAAATATAATAAAACAA
TCAAGCTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCAAAGGAGTAATTAACTGCTTATCAAATATTACAGGACTGTTATTAGTAAGAGATGGGGGTAATGGCAAT
AACACCAACCGCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATA
AATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX863985 
TTCTACTGTAATTCAACACCACTGTTTACAACTGCAAATAACTCTGGAGGAGTTAATATCACACTCCAATGCA
AAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAAT
TAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGGGATGGTGGTAATAATAGCAAGAGTGATCCCGAG
ATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGAAAA
TTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACT
AGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATTGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863986 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGTATGGGAATGGTACTAGTGCTGAGAATGATAGTA
CAAATCCAAGTGAAAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGCTGTACATCAAATATTACAGGGCTGTTATTAACAAGA
GATGGTGGTAAGAACAATAGCACCAACAACACCGATGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAAAGAGAAAAAAGAGGAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320059 
TTCTATTGCAATACAACACAATTGTTTAATAGTATTTGGCCTACTAATGATACTAGCAAAGGGACTAATATCA
AGGGAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAAAGGACCAATTACATGTATATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGA
GGTGCCAGTAATGGGACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTGAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCTTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>JF320361 
TTCTACTGTAACACAACACCACTATTTAATAGTACTTGGAATAATACTGAAAGGTGGAATGGTACTGAAGGGT
TAAATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTGATAGTAAGAGATGGT
GGTATTAATACTACTAACGAGACGACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACTATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAACAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATTGAGGCACAACAGCATGTGTTACAACTCACAGTCTGGAGCATC 
>JF320054 
TTCTACTGTAATACAACACAACTGTTTAATAGTTCTTGGAGGGTTAATGAGACTTGGAATAATACTGAAGAGG
GCAATATCATACTCCCCTGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCTATGTATGC
CTCTCCCATTGCAGGACGAATTAAATGTAGATCAGATATTACAGGGCTGCTATTACTAAGAGATGGTGGACAA
GAAAATAACACAGAGACCAATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGGAGCGGGAATAGGAGCTCTGTTCCTTGGGTTTCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU577917 
TTCTACTGTGACACAACAAAACTGTTTGATAGTATTTGGGAGTTTACTAAAGGGAATATTACGAATATTACTG
CAAGATCAAATAGCACTGAAAGAAATAACACAATCACACTCCAATGTAGAATAAAACAAATTATAAATATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGAGATATTAGCTGTTCATCAAAAATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAGTAACAACGATAGCGAGACCAACACCACTGAGGTCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAGAATTGAACCATTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGATTCGGAGCGTTGTTCCTT



GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
CGTCTGGGGCATC 
>EU578004 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACTTGGAATGTTAATAAAAATGAAACTAATAGCACACACA
ATACCAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAATATTACAGGATTGCTATTAACAAGAGATGGTGGT
AATAGTAATGGCAATAGTACTGAAAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGTAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAATATTACTGTCTGGTATAGTGCAACAGC
AGAACAACCTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KM258984 
TTCTATTGTAATACAACAAAACTGTTCAAAAATAGTACTTGGAATGAGACTGAAGGGAATATCACAATCCCAT
GCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACA
AATCAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGGACTAATGGGACTAATGAGACA
GAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAA
AAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACG
GTACAGGCCAGAATATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAAAGCTATTGAGGCGCAAC
AGCATATGTTGAAACTCACAGTCTGGGGCATC 
>KM259000 
TTCTACTGTGATACAACAAATCTGTTTAATAGTACTTGGTTTCGGAATGATACTGGAAAGTCACAGAATAATA
CTATGGAGCCATGGACTTGGAATAATGAGACAGGGACATGGGATGATAAAAAGTTATGGACATGGACTAATAT
TAATGATACAGAACACATCACACTCCAATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAA
GCAATGTATGCCCCTCCCATCAGCGGACTAATTAATTGTTCATCAAATATTACAGGGCTAATATTAGCAAGAG
ATGGTATTGACAATAAAACTGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATT
ATATAAATATAAAGTAGTAAAAATCGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAG
AGAGAAAAAAGATCAGTGACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCG
CAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCT
GAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259100 
TTCTACTGTAATTCAACACAACTGTTTAATAATACTTGGGATGGTACTAAGTGGAATGATACTGCTTGGAATG
TTACTGCAGTGTCAAAAAACGAAAGCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATTAGGGGAACAATTAGATGTTCATCAAACATTACAGGACTGATA
TTAACAAGAGATGGTGGTATTAAGAACGAATCCGAGAATAACGGGTCCAAGACCGAGATCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGT
AGCACACACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGGCTATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>DQ410616 
TTCTACTGCAGTACAACAAGACTGTTCAATAGTACTTGGTATGGGAATGGTACTGGCACAATCGAGAATGGTA
CTGACACAATCATACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGAAAAATTATGTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGCGGG
AATAACAATAACGAAACGAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGGGGG
AAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410553 
TTCTACTGTAATACATCCCAACTGTTTAATAGTACTTGGAATCCTAATGGTACTTGGGAAGGGACGAATGTTA
CAGAAAATACCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
CGCCCCTCCCATCAGTGGAATAATTAAATGTACATCAAATATTACAGGGCTACTGTTAACAAGAGATGGTAGT
GGTGGTGCTACTAACAACACCACCGAGATCTTCAGACCATTAGGCGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ410585 



TTCTACTGCAATACGACATCACTGTTTAATAGTACTTGGGATAATAGTACTTGGGGTAATACTATTGAAGGGT
CAAATAACACAAACACAAATATCACACTCCTATGTAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCGTCAGGGGACCAATTAAGTGTACATCAATTATTACAGGGCTGTTGTTAACA
AGGGATGGTGGTAGTAACAACCCTAATGAGACTTTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAA
GTGAATTTAATAAATATAAAGTAGTAAAATTGAACCCAATGGGAGGGGTAGCACCCCCCCCGGCAAAGAGGAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>DQ410596 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGCCGAGTAATAGTACTGATAATAGTACTGGTGAAG
GGTCAAATAGCACTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAACAAGTAGGAAAAGC
AATATATAACCCTCCCATTCGAGGACGAATTAACTGTTTATCAAATATTACAGGGTTGCTACCCGTAAGGGAT
GGGGGGAGTGCCAATAGCAGTAGTGAGACCTTCAAACCTGGGGGAGGAGATATGAGGGACAATGGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCCCCCCCCCCCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGGGGGAACAATAGGAGTTTTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTTTTTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAAGCCATTGAGGCACAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156472 
TTCTACTGTAATACAACAGTACTGTTCAATAGTACTTGGAATGGTACTGAAGGATCAATTGCTGGAGAAAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGTGAC
CCAAATAGCACTACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
GCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156483 
TTCTACTGTAATTCAGCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGATAAATACCACTGGCAATG
AAACTATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AGCAATAGCACAATCGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAGCAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTAAGGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX156523 
TTCTACTGTAATTCAACACAACTGTTTGATAGCACTTGGAATATTACTTGGGATGGTAATAGTACTTGGAATA
GTACTGAGGAAGATAGAAATATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGG
AAAAGCGATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTAATAACA
AGAGATGGTGGTAAGAGTAATGACACAAACAACGAGACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156374 
TTCTACTGTAATACAACGCCATTGTTTAATAGTACTTCAACGCAGCTATTTGGGAATACTACTGAAGGGTCAA
ATGCCATTATCAAACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACCAATTAGCTGTTTGTCAAATATTACAGGGCTGCTACTACTAAGGGACGGTGGT
ACAAAGAATGAGTCCAATGGTACAGGGTCCGAAATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCTACCAAGGCAAAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469703 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGACTTGGAATAGTACTAGAATGTCTAGTACTGAAA
ATATTACTGAGGGAAATATCACACTCCAATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAGATTAGATGTTCATCAAATATTACAGGTCTAATATTAACAAGA
GATGGTGGTAACATCAGCACTAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469706 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACCTGGGAATGGAATAATAGTACCAAAGATTGGAATAATA
CTGAAATGTCAAATAACACTGAAGGAAATAGAACTATCACTCTCCAATGCAGAATAAAACAAATTGTAAATAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACC
GGGTTGCTCTTAACAAGAGATGGTGGTATTAGCAACAGCAGCACCACCGAGATCTTCAGACTTGGAGGAGGAG
ATATGAGGGATAATTGGAGAAGTGAATTATACAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGATGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATCTGCTGCAGGCTATTGAGGCACAACAGCATCTGTTGAAACTCACAGTCTG
GGGCATT 
>FJ469718 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACCTGGACTAATAGTACTTGGTATAATAGTACTTGGAATA
AAACTAAAGAGTCAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCAATCCCATCGCAGGACAAATTAGATGTTCATCAAATATCACAGGGTTGCTACTA
ACAAGAGATGGTGGTAATAACACAAATGGGACCACCGAGATCTTCAGACCGGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAGCTATATAAATATAAGGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTTTGTTCCTTGGGTTCTTGAGTGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAATGTTGTCTGGTATAGTGCAAC
AGCAAACCAACTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>DQ410115 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAGTACTAGGTCAGATA
ATACTACAGAAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACA
AGAGATGGTGGTAACGAGAACGAGACTGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGAGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886037 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGCATACGAATAAAACTAAGGGGTTAAATGACACTG
GAATTAATGGCACAATCATACTCCCATGCAGAATAAAACAAATTGCTATCTTGCGGTTGGAAGTAGGTAAAGC
AATGTATGCCCCCCCCCCAATTAAACAACAAAGATGTGAGTCATATATTACAGGGCTGCTGTTAACAAGAGAT
GGTGGTAATAACAATAATACCGAAAACGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCACTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653236 
TTCTACTGTAGTACAACAAACCTGTTTAATAGTACTTGGAATAGTACTAGGAATGATAGAGGGTTCAATGGCA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCGATGTATGCCCC
TCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGGGGTACTAAT
AATAATAATGGTACTGAGAACGGGACAGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653196 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAATAGTACTGAAGGGTCAGTGGATGACACAATTG
AAGGGACAGGGAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACCAATTAAATGCACATCAAATATTACAGGGCTGCTACTAACA
AGAGATGGTGGTAATGACACCACTAATAATGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653597 
TTCTACTGTGATACAACACAGCTGTTTAACAGCACTTGGCAGTCTAATGGTACTAGGAATGATACTGAGGAGT
CAGGGTCAAATGACGCTATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA



AGCAATGTATGCCCCTCCCATCAGTGGACACATCAACTGCTCATCAAATATTACAGGGATACTATTAACAAGA
GATGGTGGTAACGAGAGCAGTAGCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAAATAGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTA
ATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ653474 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGGTAATGAAACTTGGAATAGCACTGAAAAGT
CAGATAACACCACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCGGGACCAATTAGATGTTCATCAAATATTACAGGACTGCTATTAATAAGAGAT
GGTGGTAGTAATGGTAATGAGACCAATAAAACTGAGATTTTTAGACCTGGAGGAGGAAATATGAAGGATAATT
GGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCGATTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ653390 
TTCTACTGTAATACAACAAAGCTGTTTAGCAGTACTTGGAGTGGTAATAGTACTTTGAATGATACTGAAAGGT
CAGATACTGAAAGGTCAGATATCAATATCACACTCCCATGTAGAATAAGGCAAATTGTAAACAGATGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTGATATTAGTGACAGTAATGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
GAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTGGGAGCTGTGTTCATTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCAT
T 
>FJ653478 
TTCTACTGTAATACAACAGCACTGTTTAATGGCACTTGGTATAATAGTACTTGGAATACTTGGAATACTACTG
CAAATGGCACCGCAGAGTCAAATATCACACTCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAGAGCAATGTATGCTCCTCCTATCAGAGGACAAATTAAATGCTCATCAAATATTACAGGGCTACTATTA
ACAAGAGATGGTGGGGATGGTAATGATACCAATAGACCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGCATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGATCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>FJ653547 
TTCTACTGTAATACATCAGGACTGTTTAATAACAGGACCGGGAATAGTACTGAAGGAGTAAATACCACCATCA
CACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGCCCCTCCCAT
CAGAGGACAAATTAACTGTACATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGTAACACAAATATC
ACCACCACCACCGAGACCTTCAGACTTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217476 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGTAAATGGTAATTGGGTTAATGGTACTAGGCTGT
CGAATGAAACTGGGAATGATACTATCACACTCCCATGCAAAATAAAACAAATCATAAACAGATGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTCTTG
ACAAGAGATGGTGGTCTACACAACAATAGCAATAGCAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
GAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGAATAGCAGCTATGCTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ217546 
TTCTACTGTAATTCCACAGAACTGTTTAGTAGTACTTGGGATGGCACTAACTTGACTAATGATACTGAAAGGT
CAAATGACACTGTTATCACACTCCCATGCAGAATAAAACAAATAATAAACATGCGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCACAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAAAGGCACTAACGGAACTGATAACCAGACTGAGATCTTTAGACCTGCAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGTGTTACTCCTTGGGTTCTTGGGAGCAGCA



GGAAGCACTATGGGCGCAGCGGCGATGACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217818 
TTCTACTGTAATACAACACCACTGTTTACTGGTACTTGGGATGGTAGTACTTGGAATAGCAGTAACAATGAGG
AAAATGAAACACTCACACTCCAATGCAGAATAAAACAAATTATACGCCGGTGGCAGGAAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAATATTACAGGGTTACTAATAACAAGGGATGGT
GGTGACGACAACGGGACGACCGAGGTCTTTAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATCTGC
TGATGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217889 
TTCTACTGTAATACAACAGATCTGTTTAAGAGCAATTGGACCTTTAATGAGAATGCTACTTGGCATGATAAAA
GCAATGGAACAAATATCATACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACTAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGGGGTAACAAGAATGAGACTAACGAGACCGAAACCTTCAGACCTATAGGAGGAAATGTGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCATTGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU330736 
TTCTACTGTAACTCATCACAACTGTTTAATAGTACTTGGAATAGTACTGAGGATAATGAGACTAATAGCACTG
AAAGAAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCCAAGGGCTAATTAGATGTTCATCAAATATTACAGGGCTACTCTTAACAAGAGATGGTGGT
AATATAACTGAGACTAATAATACAGAGATCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU330809 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGGATAATACTGCAGAGTCAA
ATAGCACTGAAGGAAATGGCACAATGATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGC
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTACTG
TTAACAAGAGATGGTGGTATCAATACTCCCGATAACAATGAGACTGAGATCTTCAGACCTGCAGGGGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCTAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAGCAGCAGAGCAATTTGCTGAGGGCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>GU330839 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATATAACACAACCGCTTACTTTGAATAGGACTA
AAGGGCCAAATGATACAATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACAAATTAATTGTACATCGAATATTACAGGACTAATATTAACAAGA
GATGGTGGAAATGAGACTAGGAACAACGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ACCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689862 
TTCTACTGTAGTACAACACACCTGTTTAATAGTTCTTGGAATGGGACTGCATGGGTAAATGCCACAAATAACA
CTGGAGAAACTATCACACTCCCATGTAGAATTAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGTGGACCAATTAGATGTTTATCAAACATTACAGGCCTAATATTAACAAGAGATGGT
GGTATTAACAATGACACCGGGGTCGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689863 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATGGTATAGTAATAGTACTTGGAATGAGACTGAAGAGA
CAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCAAAGGAGTAATTAACTGTTTATCAAACATTACAGGGCTGTTATTGACAAGAGATGGT
GGTAATGGTAATAGCAGCAATGGGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGGGT
AGTGCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGA
GCAATCTGCTGAGAGCTATTGAGGCGCAACAGCGACTGTTGCAACTCACAGTCTGGGGCATC 
>JF689866 
TTCTACTGTAACACAACAAAACTGTTTAATAGTATTTGGTGGAGGAATGGTACTAATAATTGGAATGATACTA
AGAGTGACAATGACACAATCACACTCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGG
GACGGTGGGCGTACCAATGAAACAAACAATACTGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGTAGCGTCAATAACGCTAACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>JF689867 
TTCTACTGTAACACAACAGGACTGTTTAACTCAACATTTAACTCAACAAAACTGCCTGATAGTAATAATACTG
ATTCAAATTTCACGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAACATTACAGGGCTGATATTAACAAGAGATGGTGGT
GGTAATGAGAGCGGTAGAGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAACAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCCGTGACGCTGACGGTACAGGCCAGAAAATTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACCGTCTGGGGCATC 
>JF689870 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTTGGTCAAATAGCACTAGAGGAAATG
ATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGCAAT
ACAACCGGGAGCAGGTCAGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTATTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689871 
TTCTATTGTAATTCATCCCAATTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAATGGTACTGAAG
TAACAAATAATGGTACTGAAGTAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTCATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGTCGTAACAGCACTGAGGACGATACTGAGACCTTCAGGCCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JF689872 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTTGGAATGTTACTGGAGGAAATGCCACACTCA
CATCATCAAACAACACTGAAGGGAATGACACAATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGGCAAATTAACTGTTCATCAAATATTACAGGG
CTACTATTAATAAGAGATGGTGGTAACAAGAGAGAGAGCGGGAACAAGAACGAGAGCGGGAACAAGACTGAGA
TTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAAT
TGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTA
GGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTAC
AGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCA
TCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689873 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTAGTCCTTGGAATGTTACTGAAGGGT
CAAATAACACTGAAAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGCGAGAACGAGACCACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689876 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAAGTCAAATAACAATGGAATAAATG
ACACAATCATACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAAAAATTGAGTGTAAGTCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTACA
AACGAGAACAATACCAATACCAACACCGAGACCTTCAGGCCTGGAGGAGGGAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAGTGGGACTAGGGGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ216908 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGAATGATAATAGTACTTGGGAAAATGATACTG
AAGCAACTAACATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAACAACACGAATGGGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAGATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ216925 
TTTTACTGTAATACAACAAAACTGTTTAATAGTACAGAACTATTTAATAGTACTAAAGTATCAAATACAACTG
GAGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGGAGAATTAGTTGTTCATCAAACATTACAGGACTGCTACTAACAAGAGATGGTGGT
AATAACACTGGTAACAATGACAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTTGGAGCGGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGGCGGTAACGCTGACGGCACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAACAGAACAATC
TGTTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ152546 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATAATAGTACTGAACTGGTAAATGGCACAGTTG
ACACAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAAACATTAACTGTACATCAAATATTACAGGGCTGATATTAACTAGAGATGGTGGT
AATCCAGATAACACCACAGATAACACCACTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACTATTGTTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ152547 
TTCTACTGTGATACAACAAAACTGTTTAATAATTCTTGGAATGGTACATGGTCAAATAACAGTACAGCAAATA
TCACAATCACACTCCCATGCAGAATAAGACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGAATAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAGT
ACCACGAGTAATAATACCATAAACAAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTAAACCATTAGGAATAGCACCCACCCAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGGGGAATAGGAGCTCTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863987 
TTCTACTGTAATTCAACACAACTGTTCAATAGTTCTTGGAAGTGGAATAATGGTACTTGGAGTAGCAATGATT
CTAAAGGGTTAAATGGCACTGAGGACATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GAGAGTGGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAACTGTACATCAAACATTACAGGGATA
CTGCTAACAAGAGATGGTGGTAGTAACACAAACGATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGGAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX863988 
TTCTACTGTAGTACAACACAATTATTTAATGGTACTTGGAATGGTACTTGGGTTAATAATACTTGGAATGATA
CTGGAAACAGCAATATAACTATCTCACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
GAAGGCAATATATGCCCCTCCAATCAGGGGAGTAATTAAATGTACATCAAATATCACAGGGCTGATATTAACA



AGAGATGGTGGTATTAATAATAGCGCCGAGGGCGAGACCTTCAGACCCCAAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863991 
TTCTACTGTAATACAACAGAATTGTTTAATGGTACTTTGGAGGCTAATGATACTTGGAAGAATGGGACTATAA
AGCCACAGAACGCCAACATCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCGCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGAGCTACTATTAACAAGA
GATGGTGGTAATGGGAACGAGACCGACAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGAAA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGATTAGCACCCACCAAGGCAAA
GAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTGGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGTTGACGCTGACGGTACAGGCCAGAATGTTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX863992 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAATAGCACTAAAGTAAATGACACTAGAGATAATATCACAC
TCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAG
AGGACAAATTAAATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAATGCGACAGACGGG
AACGAGACTTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAGAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTG
ACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGC
AACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562781 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTAGTACTTGGAATAATACTGAAGAAA
ATAGCACACTCACACTCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACGAATTAACTGCTTATCAAATATTACTGGGCTGCTATTAATAAGAGATGGTGGT
GGTGGTGGTAATGACACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGT
TATATAAATACAAAGTAATCAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>JF320615 
TTCTATTGTAATACAGCACAGCTGTTTAATAGCACTTGGCCTAAGAATGATACTAACAGTACAGATACTGAAG
AAAATGGAAATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAA
AGCAATATATGCCCCTCCCATCAGAGGACAAATTAGCTGTACATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATGAGAGCAGTGCTGACGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAATA
ATTTGCTAAGGGCTATTGATGCACAGCAGAGTCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320613 
TTCTACTGTGATACAACAAAACTGTTTAACAGTACTTGGCAGGATAACAGTACTGTGAATGCTAGTAGTGATG
AGGATCCCATCATACTCCCCTGTAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TACCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGG
GAAGATAACGACACTGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGGCTGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF320048 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATAGTACTGGAGAGTCTTGGAATAGGACTGGAG
GGTCAAATAACACGGGAAGAAATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGAAAAGCAATATATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAACATTACAGGGCTG
ATATTAACAAGAGATGGTGGTAATAATAATAGCACCATCTCCGAGATCTTCAGACCTGGAGGAGGAGATATAA
GGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGTACCAATAGGGATAGCACCCACTAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAACTTGCTGAGGGCTGTGGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 



>JF320308 
TTCTACTGTAATACCACAGGACTGTTTAATAGTACTTGGAACAATGAAACTAAAGAGTCAAATAACACTGAAA
CTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACTAATTAGCTGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGTGGTAATAAC
AATGGTAGTGATAACAACAGAAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320003 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATACTAGTAGTGCTTGGAATAGTACTGAAGGGT
CAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGT
GGCAGTAGTAACGAGACTAACGGGACTGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ACTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>JF320097 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGAATGCTAATGGTACTTGGAATGGTACCGGAAATT
TAACTACTGGAAACATCACACTCACATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTACGCCCCTCCCATAAGAGGACTAATTAGTTGTTCATCAAATATTACAGGACTGTTATTAACAAGAGAT
GGTGGTGAAGGTAATGACACCAACAATATCACCGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAAGCCAGACAACTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAAGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320038 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGAATAATGGTACTAATAATGCTACTACAGACTCAA
ATGCCACTGTCATTACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGAAAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGCAGCGATGGGAGCTCCTCGAATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAACAGA
ACAATCTGTTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320526 
TTCTACTGTGATACAACAGAACTGTTTAATAGTACTTGGAATAATACAAGGTCAAATGACACTGCAAGCAATA
AGACTATCATACTCCAATGTAGAATAAGACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAAATTAACTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGAAAC
AATAGTCCAGGAAACGGGAGTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGAACAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320160 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGCCTTGGAATGCTACTGAAGGAGTAAATAGCACTA
ATGATAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGCGGAATAATTAGGTGTTCATCAAATATTACAGGAATGATATTAACAAGAGATGGGGGA
GCGGGGAACGGGAGCAATAACGAGACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAGCAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320169 
TTCTATTGTAACACAACAGCACTGTTTAATAGTACTTGGGGGGCTAACAGTACTTGGGAGATTACAAATGACA
CTGAAATCATACTCCCATGCAGAATAAGACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGTGGAAACATTAGTTGCTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGGGGTAAT
GGAAATGGTACCAAAAACGAGACCTTCAGACCTACAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTGT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG



AGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320053 
TTCTACTGTAATACAGCACAACTGTTCAATAGTACCTGGATCAATGGTACTGAAAGGTCAAATACCACTGAAG
GAAATACCACAATCACACTCCCATGCAGAATAAAACAAATAGTAAATATGTGGCAGGAAGTAGGAAAAGCCAT
GTATGCCCCTCCCATCAGAGGAAAAATTAACTGCTTCTCAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGCTCTGATAACAACACCACTGGCAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATCGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGTTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320356 
TTCTACTGTAATACAACAATACTGTTTAATAGCACTTGGAATGATACTAAAGGGACAAATAGCACAAATGACA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATATATGCCCC
TCCCATCAGCGGACCAATTAGGTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTAGTACTAAC
AACAACAGCACTAAGAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>JF320592 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACAGGGTCAAATG
ACACTGAAACCATAATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGATGGA
TCTCTAAAGAATGAGACCACCTTGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCTCCAAGGCAAAGAGACGGGTGGTGCA
GAGAGAAAAAAGAGCAGCGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATC 
>KT124791 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTAGAGAGAAAAATAGCACAAGAAATG
ACACTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGGGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGT
AACCAAAATAGGACTGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACTGGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR423026 
TTCTATTGTAATACAGCAAGATTGTTTAATAGCTCTTGGAATGATACCGAAGGGTCAATCAATGAGACAAACT
CAGAAAACATCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGGGGAATAATTAACTGTTCATCAACTATTACAGGGCTGTTATTAACAAGAGATGGT
GGTAATGGTAAGAATGGGAGCAATGAGACCAATGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGACTAGCACCCACCCCGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>GU331039 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATAATGGTAGCAGTACTTGGACTAGCAATGATA
CTAAAGGGTTAAATAACACTATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAATAATAAGACCGAAAACAAAACGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU331147 
TTCTACTGTAATTCAACACAACTGTTTAATAGTATCTGGACTAAAAATGATAATGGTATCTGGACTAAAAATG
AGACTAATGGTAATTGGACTAGAAGCGGGAGCACAAATGACAATGACACAATCATACTCCCTTGCAGAATAAG



ACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTACGCTCCTCCCATTAGAGGAAACATTAGCTGT
TCATCAAATATTACAGGGCTGTTACTAACAAGAGATGGAGGTAACAATAATGATAGCGCAAATGAGACGTTCA
GACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAGCC
ATTAGGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCCCTAGGAGCTTTG
TTCCTTGGGTTCTTAGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGAC
TATTATTGACTGGTATAGTGCAGCAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>KM353701 
TTCTACTGCAATACAACAAAACTATTTAGCAGTACCTGGAGTATAAATGAAACTATCTGGCATCTAAATGAAA
CTACAAATAACACTAATGACACTATCACACTCCCATGCAAAATAAAACAATTTATAAACATGTGGCAGCAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTAAATCAGATATTACAGGGCTGATATTA
ATGAGAGATGGTGGTGAAACTAACAGGGGCAACGAGACCTTCAGCAATGAGACCTTCAGACCTGGGGGAGGAA
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAGCCATTAGGACTGGCACC
CACCGAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGAAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGAATGTTATTGTCTG
GTATAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>JN687749 
TTCTACTGTGATACAACACCACTGTTTAATAGTACGTGGCCTTGGAATAGTACTTGGAATGATACAAATACAA
ATAATACCAATATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGGTGCTCATCAATTATTACAGGGCTGCTGTTAACAAGAGATGGT
GGTAATAGCAGCGAAAATAATACTGAGATCTTCAGACCTGGAGGGAGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTTGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGAAAATAGGAGCTCTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN687758 
TTCTACTGTAATACAACACAACTATTTGATAGTAATTGGACTCTATCTGATATTACTAAAGGGTCAAATACCA
CTGAAGGCAACAGCACACACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAGAGGAAACATTACTTGCATATCAAATATTACAGGGTTGTTACTAGTA
AGAGATGGTGGTAATAATAATGAGACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908116 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGCTAATGAAGGATCAAATAAAACAGGATCAA
ATGACACTACAATCATACTCCCATGTAGACTAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATTAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTATTACTAATACTACCAACAAGACTAAGACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCTTCCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ251004 
TTCTACTGTAATACAACACAACTATTTAGTAGTACTTGGCTGCCTAATAGTACTCGGAATGATACTGATAATA
GCCCTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAAACATTAGTTGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGTAAT
GATAATAATAATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN944897 
TTCTACTGCAATACAACACAACTGTTTAATAGTACCTGGAATCTTAATAGTACCTGGAATGGAACTAAAAATT
TAAATAACACTACAAGAAATGACACAATCATACTCCCATGCAGAATAAGACAAATTATAAACTTGTGGCAAAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAATATCACAGGGCTGCTA
TTAACAAGAGATGGTGGAAATACAAGTGAGACCAACACCACTGAGGTCTTCAGACCTGGAGGAGGAAACATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAATAGGGATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA



GCAGCAGGAAGCACTATGGGCGCAGCGTCGGTAGCGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAG
TGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGAAACTCACGGTCTGGGGCAT
T 
>JN944907 
TTCTACTGTGATACAAAACAACTGTTTAATAGTACTTGGAATGCTACTAAGGCAAATGGCACTACAGGAAATG
ACACAATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGAAAAATTAGTTGCTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGAGGAGGT
GGGGGACAGAATGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGGAGTAGGAATAGGAGCTATGGTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATGATGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTA
TTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN944909 
TTCTACTGCGATTCAACAGCGCTGTTTAATAGTACATGGAGGAGAAATAACACTTGGACTGGTACTACAGGAA
ATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGATACATTAACTGTTCATCAAATATTACAGGACTGATATTAACAAGAGATGGTGGTAATAAT
GATAGTGAAACCGAGATCTTCAGGCCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAATAGGAATAGGAGCTCTTCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469691 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTGGGAATAATACTACAAATAACATTTCAGGAT
ATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATCAGGTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAATAGT
AATAACACCAACGGGACGACCGAGGTTTTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469696 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAAGACTGGAGGAA
ATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGTTGCTAATAACAAGAGATGGT
GGTAATAACAATAACAACAAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAAGAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAATGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGCATCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469700 
TTCTACTGTGACTCAACACAACTGTTTAATAGTTCCTGGAATGGTACTGGAGGGTCAAGTAACACTGCAGAGA
ATATCACACTCCATTGTAGAATAAGACAAATTGTAAACTTGTGGCAAGAAGTGGGAAGAGCAATGTATGCCCC
TCCTATCAGAGGACAAATTAGCTGCTCATCAAATATTACAGGACTGATATTAACAAGAGATGGAGGTAATAAC
ACTGAAAGTAATAACACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469708 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAACAGTAATGAAGAGACAAAGAATGTCACAGGAA
ATGGAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAACAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGCGGAAAAATTAGCTGTTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGGGGT
GAAAACACGAGCGAGACCGAGATTTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGCGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469709 
TTCTACTGTGTTACAACAAAACTGTTTAATAGTACTTGGACGTTTAATAGTACTAATGGTACTTGGACGTTGA
ATAGTACTTGGAATAGCACTGAAGGGCTAAACAACAATGACACTATCATACTCCCATGCAGAATAAAACAAAT



TATAAACATGTGGCAAACAGTAGGAAAAGCAATGTATGCCCCTCCAATCAGAGGACCAATTAACTGTACATCA
AATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAAGGAGACCAACACCACCACCGAGACCTTCAGACCTG
GAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGG
AATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTAT
TGTTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTCTTGAGGCGCAACAACATCTGTTGCAACT
CACAGTCTGGGGCATC 
>JQ250880 
TTCTACTGTAATACAACACCATTGTTTAATGGTAGTAGTTGGAATCTAAATAAGACTAAAGAAAATACAACTA
ATCTAGAAAATGGCACAATCACCCTCCAATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAGAGGACGGATTGAATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGGGACATGAATAGTACAGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAAGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217266 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATAAAAATAGTACTATTGAGGATAGAAATGATG
CTAATATCACACTCCCATGCAGGATAAGGCAAATTGTAAACATGTGGCAGCGAGTAGGAAAAGCAATGTATGC
TCCTCCCATCAGCGGAATAATTAGATGTTCATCAAATATTACTGGGCTGCTATTAACAAGAGATGGAGGTAGT
AATGCTACTACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCGGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403068 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGAATGTAACTAGTTGGAATGTAACTGGTTGGAATG
GTACTGAAGAGTCAAATGGCACTATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCAACAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAACGAGAACAATAACAATAGTGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCACTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403095 
TTCTACTGTAATTCAACGCAACTGTTTAATAGTACTTGGGATATTAATAATACTAGTAGGGCAAATAGCACTG
GAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCGGGACAAATTAGATGTACATCAAATATTACAGGACTGTTATTAACAAGAGATGGTGGTAAT
GACACTACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACCATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259364 
TTCTACTGTGATACAACACCACTATTTAATAGTATTTGGAATACAACACAAATATTTAATGGTACTTGGAATG
ATACTGTAGGGTCTGGAGAAAATGACACAATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTACTGGTGAGAACAACACTGGTGAGAACAACACTGAGATCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGT
AGCACCTACTAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGCTCTTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCAC
AGTCTGGGGCATC 
>KM259479 
TTCTACTGTAATACAACACGGCTGTTTAATAGTGAGTGGCTGTCCAATGGTACTTGGAAAGGGTCAAATGACA
CTGGAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAGAGGACAAATCAATTGTGTATCAAATATTACAGGAATATTATTAACAAGAGATGGG
GGTAATGGCAATAACAGTACCAATGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCATTGACGCTGACGGTACAAGCCAGACTTTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU578667 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGATAGTACTTGGAATGATACTACAGAGCCAA
ATAACACTGACGACACAATCACACTCCCATGTAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCACAGATTACAGGGCTGATATTAACAAGA
GATGGTGGTATTAACGAGAGTAATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ217967 
TTCTACTGTAATACAACACAATTGTTTAATAGTACATGGAAGAATGGTACTGCTGGGGTCAATGATACTACAG
GAAATGACACCCATATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCGCCCATCAGAGGACAAATTAGTTGTTTATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATAACGACAAAAACGGGACCAACATCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAATGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGCGGGGTTAGGAGCTTTGTTCCTCGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ218020 
TTCTACTGTAATACAGATAAACTGTTTAATAGTAATTGGACAACAAATACTAGCTCTGAGAATGTAACAAGTG
GCACTGAAGGAAATGATATAATCACACTCCCATGCAGAATAAGACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTGCTAACCAAACAAACAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTGTATAAATATAAAGTAATAAAAATTGAGCCAGTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGTAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATC 
>HQ218034 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGAATGTTTCTGCAGATTTGAATACCACTGAAGAGT
CAAATAGTAATGAAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCTCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTAACGACAGCGCCCCCACAGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAGATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGATGGCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>GU330865 
TTCTATTGTAATACAACAAAACTGTTTAACAGTACTTGGATGGCTAATAGTACTTGGAATGATACTACACAGT
CAGATAACAATGACACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAG
AGCTATGTATGCCCCTCCCATTAAGGGAGAAATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGTAATATTGATAACGAGACTGAGACCTTTAGACCTGGGGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ACATGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689877 
TTCTACTGTAATACATCACAATTGTTTAATATGAGTTCAACACAACTGTTTAATAAGACTTGGACTAATGACA
CTAGAGAAAACATCACACTCCCATGTAGGATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACCAATTAGATGTGAATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATGAGACCAATGGGAATGAGACGATTGAGACTTTCAGACCTGGAGGAGGTAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689879 
TTCTACTGTGATACAACAAAGCTGTTTAATAGCACTTGGCAGGTTAATAGTACTTGGAATGATACTGAAAAGT
CAAATGACACTCTCACAATCCCATGTAGAATAAGGCAAATTGTAAATAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACTAATTAGTTGTTCATCAAATATTACAGGAATGATATTAACAAGAGATGGT



GGGTATAATAATGGGAGCAATAATACGGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAGCCATTAGGAGTAGCACCTACCAGGGCAAGGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTAAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF689883 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGCATGCTAATGGGAGTAATACAAATCTCGCTACTA
ACATCACACTCCCATGTAAAATAAAGCAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAAGGACTAATTAGATGCTCATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAACAGG
AACGGGACCAGTGATACTGAGATCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCTAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATCGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689885 
TTCTACTGTGATACAAAAGAACTGTTTAATAGTACTTGGACTAACAATGGGACTGAGAATAAGAATGAGACTG
AGAATAAGAATGGGACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGTGAATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGTACGGATAATGATAATAGCACAAACACCACCGAGATCTTTAGACCTGTGGGAGGAGACATGAAGG
ATAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTAACACTAGGAGCGATGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACATGCCAGGCAATTATTGACTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAAGGCTATTGAGGCGCAACACCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF689890 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGGAGGTTAATGGAACTTGGCCTGAAGGGTCAAATA
ACACTGAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAGTGACAACCAGACTAACAACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCAACAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JF689893 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAAGGTTAATGATACTCGGAATGATACTGGAGGAG
AAAATATCACACTCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACCAGAGATGGT
GGTAATGAGAACGAGAACAACACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCAACAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAACAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK383385 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAATAGTACTGAAGAATTAAATATTACTGAAGGAT
CAAATACCACGGGAGACCCTATCATACTCCCATGCAGGATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGG
AACAGCGATGTACGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTGTTGACAGTAACACGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGTTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863994 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGTTTGGGAATGATACTCGGAATGGTAGTGAAGAGG
CAAATGACACAATTACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCTTCAAACATTACAGGGCTGTTATTAACAAGAGATGGT
GGTATAAGAAATAACAATAGCGAGACCTTCAGACCTGGGGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTGGGAGCTTTGTTCCTTGGTGTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATAACGCTGACGGTACAAGCCAGAACTTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JX863995 
TTCTACTGTAGTACATCACAACTCTTTAATAGTACTTGGTATGAGAATGGAACTAGGAATATTAGTGGAGGGA
CAGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGATTAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGT
GGGGAGAATAGAACTAATGAAACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCCTTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JX863921 
TTCTACTGTAATACAGCAGAACTGTTTAATAGTACTTGGGATAATGACAGGTCAAATAGCACAGAAATCACAC
TCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCCCATTGC
AGGACAAATTAACTGCACATCAAATATTACAGGGCTGCTATTGACAAGAGATGGTGGTACAGACAGTAATAAT
ACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGT
GGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGC
AACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>JX864007 
TTCTACTGTAATACAGCACAGCTGTTTAATAGTACTTGGAGTACTTGGAATGGTACTGAAGGAGCAAATAACA
CTGAAGGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGAATAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTAGTAATAACACAAAGAACGAGACCTTCAGACCTGAAGGAGGGAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX864008 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACCTGGCATCCGAATGGTGCTAAAATATCAAATGGCACTG
AAGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTGGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGAAAAATTAGCTGTGTATCAAATATTACAGGGCTACTATTAACAAGAGACGGTGGT
AACAAGAGCCATAACAGTACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCGACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACGCTGGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JX864020 
TTCTACTGTAATACAACAATGCTGTTTAATAGTACTTGGTGGGCTAATGATACTTGGAATAGCACTTGGAATA
ATAATATCAGTAAAGAAAATGACACAATCACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAACA
AGTAGGAAAAGCAATGTATGCACCTCCCATCAGAGGAGAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
ATAACAAGAGATGGGGGGAATAACAACACTGGGAGAGGGGAGAATAAGACTGAGATCTTCAGACCTGTAGGAG
GAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGACTCGGAGTTTTTTTTCTTGGG
TTCTTGGCAACAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATT 
>JF320375 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGTACTGATACTTGGGATACTACTACAGAGG
CAGATAACAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTGCAGGACAGATCAGATGCTCATCAAATATTACAGGGATACTCTTAACAAGA
GATGGTGGTAGTAATGACACAGACAGTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCCAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JF320563 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGCTAATGGTACTATTAATGATACTAACGGGT
CAAATACAACAGAGGTGATCACGCTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAGCAATTAACTGCTCATCAAATATTACAGGAATACTGTTAACAAGA
GATGGTGGAAGTAACCAAAGTAATAACATCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA



GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCTACTAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCGGGCCTGGGAGCTGTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACGCATGTTGCAACTCGCAGTCTGGGGCATC 
>JF320530 
TTCTACTGTGATACAACACCGCTGTTTAATTCTACTTGGAACAATACTACCAATGAAAATAACATTACTAGAG
GAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAAAGCAATGTA
CGCCCCTCCCATCGCAGGACAAATTAGATGCTCATCAAACATTACAGGGCTGTTATTAACAAGAGATGGTGGT
AATAATAATAACACCACCACCACCGAGACCTTCAGACCAGGAGGAGGGGATATGAGAGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAGAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGCAAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF320631 
TTCTACTGTGACTCAACACAACTGTTTAATAGTACTTGGACATTTACTGACGGGAGGTTAAATGAAACTGGGT
TAAATGAAACTGAAGCTGGAAATATCACACTCCCATGCAGAATAAAACAATTTATAAATATGTGGCAGGGAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACACATTAACTGTACATCAAATATTACAGGGTTGCTATTA
ACAAGAGATAGTGGTAGTAATGAGACTAGTAAGAACGGGTCAGAGACCTTCAGACCTGGAGGAGAAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAG
GGCAAGGAGAAGAGTGGTACAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAG
TGCAACAGCAAAGAAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>JF320045 
TTCTACTGTAATACATCAAAACTGTTTAACAGTACTTGGAGTATGAATAGTACTGAAGGGAGTATGAATGGTA
CTGAAGGGGCAAATAACACTGATGAGAAAATCGTACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACTAATTAGATGTTCATCAAATATTACAGGGTTG
TTATTAACAAGAGATGGCGGTAAAAAGGATAACATGACAGAGAAGGATGAGACAGAGACTTTCAGACCTTGGG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAAT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTATTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>JF320173 
TTCTATTGTAATACCACACAACTGTTTAATAATACTTGGTCTAACGGTACTTGGAATAGTACTTGGAATAGTA
GTATCACACATATCACACTCCCATGCAAAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGAGGGCTAATTAGCTGTTCATCAAATATTACAGGGCTGCTGTTAGTAAGAGATGGT
GGTACTAATACTACTGAAGACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JF320387 
TTCTACTGTAATTTATCACAGCTGTTTAATAGTACTTGGAATTTTACTGAAGGGTCAAATAGCACAGGAAATT
TGTCAGACACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCTCCTCCTATCAGGGGACTAATTAGATGTTCATCAAATATTACAGGGCTGTTAATAACAAGAGATGGT
GGTATTAATAATAGTGATAGTGATGATAACACCGAGATCTTTAGACCTGCAGGGGGAAATATGAAGAACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGACAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JF320117 
TTCTACTGTAATTCAACACAATTATTTAACAGTACTTGGAATGATACTACAGGGACAGGGAACATTACAGGAA
ATATTATTACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAATAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGGGGTAAT
AATGAGACCAATGGACCTGAGATCTTCAGACCTCTAGGAGGAAATATGAGGGATAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAGATAGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JF320182 
TTCTACTGTAATACATCACAGCTGTTTAATAGCACGTGGCCAATTAATGGTGCATGGAATGGAACTGAAGGGT
CAGATATCACACTTCCATGTAGAATAAGACAAATTGTAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGACTAATTAGATGTTCATCAGATATTACAGGGATACTATTAACAAGAGATGGTGGGGGC
AATGAGACAGAGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GGGCTATTGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF320577 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAGTACTGGGAGGCTTAATGATACTGAAGGGT
CAAATGACACCATTACACTCCAATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCAAAGGACCAATTAGGTGTTCATCAAATATTACAGGACTGATATTAACAAGAGATGGT
GGTAACAGTAACGAGAGCGAAAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCGAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATTGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX156431 
TTCTACTGTAATACAACACGACTGTTTAATAGTACTTGGGATGTTAATAATACTTGGGTTGATGGTAATTGGA
GTGATACCAACAGCGGAGTAAATATCACAAATATCACCCTCCCATGCAGAATAAAACAAATTGTAAACATGTG
GCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTGATATCAATAGCACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>HQ216971 
TTCTACTGTAATACAACAAGGCTGTTTAATAGTACTTGGAATGGTACTGAGGTAACTAACAATGGAGAAAATA
GCACAATTATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAATAGCAATGTA
TGCCCCTCCCATCACAGGACAAATCAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGT
AATAATAACAGTACAGAGACCTTCAGACCTCTAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAGGTTGAACCATTAGGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCGGTGGGAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCTCTGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908150 
TTCTACTGTAATACAACAGGACTATTTAATAGTACTTGGAATAGTACAGAAGGGTCAAATAATGATGGCAAAA
ACATAACACTCCAGTGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCCGAGGAGAAATTAGATGTTCATCAAACATTACAGGGTTGCTACTAACAAGAGATGGTGGTAATGAC
ACAGAAAACATCGAAACCTTCAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAAAGTCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217045 
TTCTACTGTGATACAGCAAAACTGTTTAATGGTACTTTAAACAATACTATAAATAATACTACATGGAAGTTTG
AAGGGTCAAATGGCACTATCATACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGAAACATTAGTTGTACATCAAATATTACAGGGCTGCTATTAGTAAGA
GATGGTGGTGTTAAAAACAGCACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGGA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ908184 
TTCTACTGTAATACAACAAATCTGTTTACTAACGAGCTAAATGACACTGATGGAAATATCATACTCCCATGTA
GAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCTCCGCCCATTAGTGGACCAAT
TAATTGTTTATCAAATATCACAGGGCTGCTATTAACAAGAGATGGTGGTATAGGCAACAACACCATCAACGAA
ACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATACAAAGTAGTAAAAA



TTAAACCATTAGGATTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGTTGACGGTA
CAGGCCAGATCCTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM353733 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCGCTTAATAGTACCTGGGAGGAGACTGAAAGGT
CAAATGGCACTGGTGTATACACACTCCAATGCAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAAGGGAATCATCAGTTGTGCATCAAATATTACAGGTCTGCTATTAACAAGA
GATGGTGGTAATAAGGCAAACACAAACGGAACTGATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGGATTGAGCCATTGGGAGTAGCACCCACTAA
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGAGC
ACAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KM354114 
TTCTACTGTAATACAACAAAACTGTTTAATGGTACTTGGTTTAATAGTACTGTGAATGATACTGAAGAAGAAA
TCATACTCCCATGCAGGATAAAACAAATTATAAATAGATGGCAGGAAGTAGGAAAGGCAATGTATGCCCCTCC
CATCAGAGGATACATTAATTGTTCATCAAATATTACAGGAATGATATTGACAAGAGATGGTGGTAATAACACC
AGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAGAATTGAACCATTAGGAATAGCACCCACTAAGGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ217096 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGGATAAGGCTAATGACACTTTTTCTAGGAATGGGA
CTAGGTTAAATGGAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGATAAGAATAAGAACGAGACCGAGATCTTCAGACCGATAGGAGGAGATATGAGGGGCAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAGGGCTATTGAGGCGCAGCAGCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217102 
TTCTACTGTAATACAACACCACTGTTTAGTAGTACTTGGAATGAGACTACTTGGTCTAATAGTACTGCAAATA
CCACTGAAAAGGAAAGTGAAAATATTACACTCCAATGTAGACTAAAACAAATTGTAAACCTGTGGCAGGAGGT
AGGAAAAGCAATGTATGCCTCTCCCATCAGTGGACCAATTAGCTGTAAATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTACAAATAATAATACGAACGGGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGCTGCAACTTACAGTCTGGGGCAT
C 
>JN687759 
TTCTACTGTAATACATCATCACTGTTTAATAGTACTTGGAATGAAAATACAACTACAGATCTAAATAATAATG
GAAATATCACACTCAAATGCAGGATAAAACAAATTATAAGAATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGAAAT
GAGAACGAGACCAACGCGACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAACTTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGAGTCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687761 
TTCTACTGTAATTCAACACAACTGTTTAATAGCACTTGGGATTCAAATAGCACTTGGGATGATTCAAATAATA
CTATTGAGGAGAATGGGACTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAAAAAGTAGG
GAGAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAGATGCTCATCAAATATTACAGGACTGCTATTAGCA
AGAGATGGGAGTGACAACAGCATTAACGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>JN687762 
TTCTACTGCAATTCAACACAGCTGTTTAATAGTAGTTGGAATAGTACTGCTAATAGTACTGAAGGGAATGATG
AAACTATCAATAATGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGCAGGACCAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGGAATAATGGGACTAATGAGACCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGGGTGGTGCAGAGAGAAAAAAGGGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAGTAATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217115 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGAGACTAATGGTACTTCGAATTTCAATGAGACTA
GAGGGTCAAATGACCATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGTGGACCAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATGAGAGCAGCACCAACGAGACCTTCAGACCTGGGGGAGGAAACATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGATTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAATGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259082 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATAGTACTATTAATAGTACCGAGAATA
GTAGAAATGACACTAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGCAGGAATAATTAAATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAAAAAGACTAAGGATAACGGGACTGAGAGCGACACTGAGATCTTCAGGCCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGGCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCGACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGG
CATC 
>HQ908139 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATAGTAATACAACTGATACAGATAATACTACAG
GGAATATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGACGGTGGTAAG
AACAATACCAACGGTACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGACCAATTTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217160 
TTCTACTGTAACACAACACAATTGTTTAATAGTACTTGGAATAATACTGAACTTAGTAGTACTTGGGAGACAG
AGCAAAATGACAATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACACATGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGAGTAATTAGATGTTCATCAAATATTACAGGGTTGTTATTAACA
AGAGATGGTGGTAAGAACACGAACACCACCGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAATACAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAG
AGCGGTGCAGAGAGAAAAAAGAGCAATAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAGTTGTTGTCCGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469689 
TTCTACTGTAATACAACGAAATTGTTTAATAGTACTTGGAATAAGACTGATAGTGTTAATAGTACTTGGAATT
TTATTGAAGGGTTAAATAACACTGGAGAAAATGATATAATCACACTCCCATGCAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAATAATTAGCTGTAGATCAAATATT
ACAGGGCTGATATTAACAAGAGATGGTGGTAGTAATAACACAAACGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>FJ469707 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAGGAGAAGGGTCAAATGACACTG
AAACAAATGACACAATCACACTCCCGTGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACCAATTAGCTGTTCATCAAATATTACAGGGTTACTGTTAACAAGAGAT



GGTGGTAATACCACGGGGGAAAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAAGAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469716 
TTCTACTGTGATACAACAAAACTGTTTAATAGTATCTGGCATAGTAATGATACCTGGACTGGGGCAAATAACA
CTGAAAAGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCGAGGGACAAATTAAATGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGAGACGAAGGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAGCACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATCTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>FJ469721 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAATACTAATGTGAATG
ATACTATTGGGAATGAGACTGACCCAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGAAGAGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGATGTTCATCAAATATTACAGGACTGCTA
TTAGTAAGGGATGGTGGTGTTAACAACAGCCGCACAAATGAGACCTTTAGACCTTTAGGAGGAAATATGAAGG
ATAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCACTGGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTGCTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN516423 
TTCTACTGTAATACAACACAACTATTTAATAGTACATGGACATGGAATACTACCGGGGATGGTACCTGGAAGG
TTACTGAAGGGTCAAATAACACTGCAGAAAACATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAAAATTAGATGCTCATCAAATATTACAGGG
CTACTATTAACAAGAGATGGGGGTGATACAAACGAAGGCAACAATGAGACCTTCAGACCTGCAGGAGGGGATA
TGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCTGTGGGACTAGGAGCGTTGTTCCTTGGGTTCCTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGCAGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGG
CATC 
>HQ217308 
TTCTACTGTAATACAACAAAACTATTTAGTAGTACTTGGAATAATACTTGGAATAGTACTTGGAATAGTACTA
ATGAATCAAATGACACAATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGAGGGACAAATCAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGCAATGGAGAGAATGAGTCTGATACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTGTACAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JQ403058 
TTCTACTGTGATTCAACACAACTGTTTAATAGTACTTGGTCGTCCAATGGTACTTGGACTAATGATACTACAG
GGTTAAATACAACTGATAAATATGATAACTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGCGGACTAATTAGCTGTGAATCAAATATCACAGGACTG
ATATTAGTAAGAGATGGTGGTAATAATGCAAACGAGACCGACAACACCACCGAGATCTTCAGACCTGGAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGC
ACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCAC
AGTCTGGGGCATC 
>JQ403059 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGTTACTGAAGAGACAAATAGCACTAGAGGAA
ATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGACAGATTAGATGTTCATCAAATATTACAGGGTTGCTACTAACAAGAGATGGTGGT
GGTAACAATAACAACAGCGAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTGCA
GAGAGAAAAAAGAGCAGTGGGGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAAGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403060 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAATTGGTCAGCTAGTAGTCCTTGGAATAGTAGTACTGAAC
GAGGAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCACCTCCCATCAAAGGAGTAATTAAATGTACATCAAATATTACAGGACTGATATTAACAAGAGATGGTAGT
AATAACACTAGTGAAACTGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTACAGCCAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403064 
TTCTACTGTAATACAACACAACTGTTTAACACTAATTGGACTAGGACTAATGCTAATTGGACTGTTACTAATT
GGACTGATGCTGGAGTAAATATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACA
AGAGATGGTGGTAATATCACGAACGAGACCACCGAGATCTTCAGGCCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAAAGAGAAAAACGAACAGTGGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAACCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403077 
TTCTACTGTGATACAACAGGACTGTTTAACAGCACTTGGAACTCAACAGAATGGGATAATAGCACAGATAAAA
AAGTCACAATCAATAGCACAGATAAAAAAGTCACAATCAAATGTAGAATAAAACAAATTATAAACTTGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTAGTTCAAATATTACAGGGCTG
CTGTTAACAAGAGATGGTGGTAACAGTAACAATAACAGTAACAACGGGACCGAGGTCTTTAGACCTGGAGGAG
GAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAATAGC
ACCCACCAAGGCAAAGAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACGTTAGGAGCTATGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCATTGACACTGACGGTACAGGCCAGACTATTATTGT
CTGGTATAGTGCAACAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>JQ403092 
TTCTACTGTAATACAACACAGTTATTTAATAGTACTTGGGGTAATGGTACTTGGCAAGGGTCAAATGGGAATG
ATACTATCACACTCCCGTGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGAATAATTAGATGTTCATCAAAAATTACAGGGTTAATATTAACAAGAGATGGTGGTAAC
GTTAACAGTAGTGACCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCGGAG
AGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>JQ403093 
TTCTACTGTAATACAACAGAATTGTTTAATGGTACTTTGAATAACACTGGGTGGAGTAATAGTAGCACTGGGG
TAAATGGAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAAGATTACAGGGCTGTTATTAACAAGAGATGGT
GGTACTAATAACGAGACCACGAACGCCACCACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGCGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGAAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>JQ403096 
TTCTACTGTGATACAACACGGCTGTTTAATACTACCTGGAATGATACAAATAACAGTGGACTTAACAATGAAA
CTATCACCCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGCGGACAAATTAATTGTTCATCAAAAATTACAGGGCTGCTGTTAACAAGAGATGGTGGTACTAAT
GACACAAATAACACAAATAAGACCGAGACCTTCAGACCAGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ACTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ217347 
TTCTACTGTAATTCAACAGTACTATTTAATAGTACTTGGAATTCAACAACTTGGAATTCAACACTGTTTAATA
GTACTGGGAATGAGACTAGTGGAGAAAATATCACCCTCAAATGCAGAATAAAACAGATTATAAACATGTGGCA



AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAAAAATTAAATGTAAATCAAATATTACAGGGCTG
CTTTTAACAAGAGATGGGGGTAATGGGGGTAATGATACGAACAAGGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCGCCCAC
CAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGATTTGGGAATAGGAGCATTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>HQ217386 
TTCTACTGTAACTCATCAAAACTATTTAATAGTACTTGGAATGTTAATAATACTTGGAATAATACTGGAGAAA
AAGAAAATGACACAATAATACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGTTGCTGTTAACAAGAGAT
GGAAGAAATAGTGAGGACAATGACACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGGGCTATGTTCCTCGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>KC312583 
TTCTACTGTAATACAACAAAGCTGTTTAATAGCACTTGGTTGTCTAATGATACTACTACTTGGAATGAGACTA
ATGACAACAGCACAATCATACTCCCGTGCAGAATAAGACAAATTATAAATAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGTCTAATTAAATGTACATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGAGGTAATAATAATAATAATAGTAATACCTCAGAAGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTCAAAATTGAGCCATTAGGATTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAACGATGGGAGCTTTGTTCCTTGGGTTCCTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217430 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACTTTTAATAGTAATAATACTACCTCTAGCAATG
GAAATAGCAATGGAAATATCATACTCCCGTGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGATTAATTAATTGCTCATCAAATATTACAGGGTTACTATTAACAAGA
GATGGTGGTGATAATGAGACCAACAACACCACCGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCTCCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAAAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KM259264 
TTCTACTGTAATACAACAGAATTGTTTAATAGTACTTGGAATGGTACTGTGAACGAGTCAAACAACACTGGAG
AAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTACGC
CCCTCCCATCAAAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTGTTAACACGAGATGGTGGTACT
AATAAGACTAATGATACTGAGACCTTTAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KM259566 
TTCTACTGTAACTCAACACCACTGTTTAACAGTACTTGGTTGTCTAATGGTACTTTGAATGAAACTGAAGGCA
ACGGGGGCAACATCACCCTCCTATGCAGAATAAAACAAATTATAAATGTATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGAGGACAAATTAAATGTACATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGGAACAATGGGTCTGAACCCACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAGTTGAACCATTAGGATTGGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGGGGACTAGGAGCTTTGTTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ217509 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGGGTCAAATAACACTGAAGAGCCAAATAACACTG
GAGGAAATGACACAATCACACTCCCATGTAGACTAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGTTATTAACAAGAGAT
GGGGGGAACAGGAATGAGACTAACGGGAACGGGACTGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAA
AAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA



GGAAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>HQ217601 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGGACTACTAGGGAAAGCAATGTTACTGAAG
GGTCAGATAACAATGAAACTATCACACTCCAATGCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGG
AAAAGCCATATATGCCCCTCCTATCAGCGGACCGATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACA
AGAGATGGAGGTAATACAAATAAGAGCAATGAGAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>GQ256646 
TTCTATTGTAATACAGCACAACTGTTTAATAGTACTTGGCCTGAGAATAGTACTTGGCCTGGGAATAATGGTA
CTACAGAGTCAAATAACAACACTGGAGAAAATGACACAATCACACTCCCATGCAAAATAAAACAAATTATAAA
CATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGGATAATTAAATGTTCATCAAATATT
ACAGGATTGCTATTAGTAAGAGATGGTGGTAACACCAGCATGACCAACGAGACTTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTATCGCTGACGGTACAGGCCAGAAACTTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>JF689895 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGAATAATAATAATACCTGGACTGGTAACACTGAAG
GAAATGACACACTCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACCAATTAACTGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGA
GGTGATAATAACAACATGAGTGAGATTTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAAGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF689896 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGGTTAAATAACACTGAAGGAAATAGCACTGGGT
CAGGTAACACTGAAGGAAATAACACAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGGGGTAAAAACAACAGTGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGCTTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATGACGCTGGCGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX864023 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACTTGGGTGTTTAATGGTACTTGGACTATTAATGGGAGTG
TTACTGAAGGAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAATATTACAGGGTTACTATTAACAAGAGAT
GGGGGTACTAAAAATAATAGTAATAACACCAGTGAACCCGAGATCTTCAGACCAGGAGGAGGGGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGCAGTTATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX864024 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAACTCTAATAGTACTTTGAACAGTACTGGGAATA
TCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCCAAGGACTAATTAGATGCTCATCAAATATTACAGGGCTGTTATTAGTAAGAGATGGTGGTAACAGTAAC
AGAACCAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCCATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX864025 



TTCTACTGCAATACAACAAAGCTGTTTAACAGTACGTGGACTAATCGGACTACAACTAACGAGACAACTAGTA
GTAATGAAACTATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGGGGACCAATTAGATGTTCATCAAATATTACAGGACTAATATTACTAAGAGATGGT
GGTAATAGCAATAACACAAACAATAACACAAACAAGACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAACTTGAACCATTAGGAATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAACA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM638517 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACCTGGAATGGGACTAGTACTGAAGAGAGCAAGGGAGAAA
ATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGCGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGC
ATTAACACCACCAACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAGTTGAACCATTAGGAGTAGCACCTACCAAGGACACCACCAACGAGACCTTCAGACC
TGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAGTTGAACCATTA
GGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACATTTGGAGCTGTGT
TCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACA
ATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAA
CTCACAGTCTGGGGCATC 
>MF499166 
TTCTACTGTAATACAACAAAACTGTTCAACACGAATTTGACACAACTGTCTAATAACACTAAAGAAAACATCA
CACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCTAT
CAGTGGACTAATTAGATGCTCATCAAATATTACAGGGCTGCTGTTAACAAGAGATGGTGGTAATAACAACAAC
AGCCAAAATGAGACCTTCAGACCTATAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAGAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCGATTG
AGGTGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KR423340 
TTCTACTGTAACTTAACAAAACTATTTAATAGTACTTGGCCTAATAATGATACTTCAAAGTTTAATAGTACTG
GGGGTAATGATACTATCAGACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGAAGGAGAAATTACATGTAATTCAAGTATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATACTAATGACACTAAGGTGAATGAGACCTTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGACCAAACAGTTGCTGTTTGGGATAGTGCAACAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM638584 
TTCTACTGCAATACAACACAGCTGTTTAATAGTACTTGGTATAGTAATGAGACTGAAGAATTAAATAACACAG
GAGTGAATAGCACAGAAACTATCACACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGG
AAGAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTACTACTA
AGAGATGGTGGTAATATTAATGACACGAGAGACAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAGTGGGAATAGGAGCTTTGCTCATTGGGTTCTTGGGAACA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGAGCTATTGATGCGCAACAACATCTGTTGCAGCTCACGGTCTGGGGCATC 
>KM354155 
TTCTACTGTAATTTAACACAACTGTTTAATAAAACATTTAATAACACCGGGGATGATACTGACAACAGTGAAG
GTAATGACACAATAATACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTGTTGTGGAGGACAATAACACTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGGAAAGAGACGGGTGGT
GCAAAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM354232 
TTCTACTGTGATACAACAGCATTGTTTAATAATACTTGGAATAATAATGATACTTGGAAGGGTACTAGAGCAC
CAAATGACACCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGACGAATTAGATGTGTATCAAATATTACAGGACTACTATTAATAAGGGATGGT
GGTAATACTAACACAACAAACAAGTCTGAAACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAA



GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KM354355 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGACTGGAGAGCCAGATAACATTGTAAAAG
AGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAGGCAATGTATGCCCC
TCCCATCAGAGGACGAATTAGCTGTGTATCAAATATTACAGGGCTGCTACTAGTAAGAGACGGAGGTAACGAG
ACTAACGGGAATGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAGTTGAACCATTAGGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGACATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TTGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JN687773 
TTCTACTGTAATACATCACAGCTGTTTAATACTACTTGGAATGATACTAATAGCACCAGGTATGAGAATAACA
GCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTACGC
CCCTCCCATCGCAGGACAAATTAGCTGTACATCAAATATTACAGGGGTGCTATTAACAAGAGATGGTGGTATC
AATGGGAGCAACGAGACCGAGGTCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGCGGTGCAGAG
AGAAAAAAGAGCAGTGACATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ908219 
TTCTATTGTAACACAACACGGCTGTTTAATAATTGGACTTCTAATAATACTTGGAATGATACTACAGGGTCAA
ATAACAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAATAGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGACAAATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAAGACCAACAACAGCAACAGCAGTGAGACCTTCAGACCAGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCGAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAACAGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM204596 
TTCTACTGTAATACATCACAATTGTTCAATAGTACTTGGGAGTTTAATAGTACTTGGAATGGGAATGAAACTG
AAGGAAATGACACCATCATTCTCCCATGTAGAATAAAACAGATTATAAACCTGTGGCAGAGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCGTCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAGTAATACCTCCAACTCCAGCAATATTGAAACCTTTAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY112149 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATACTACACAATTGTTTAATAGTACTGAGAGTG
CTAATGATACTGGAGGGTTGAATAACACAGTTATTACCCTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGATTACTTAATTGTTCATCAAACATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAGTGATCTTAACAGTACTGACAACAATACCAATATAGAGGTCTTCAGAC
CGCAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCCATGACGCTGACGGTACAGGCCAGGC
TATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCGTCTGTTGCA
ACTCACAGTCTGGGGCATC 
>KY112490 
TTCTACTGTGATTCATCACAACTGTTTAATAGCACTTGGAATAATGAGACTTGGAGTGATAATAGTACTAAAG
GGTCAAATAGCACAGAAATTATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
GAAAGCAATGTATGCCCCTCCTATCAAAGGACAACTTAATTGTTCATCAAACATTACAGGGCTGCTGTTAACA
AGAGATGGCGGTAGTGGTCTTAACAGGACTGACAACAGGACTGAGAACAATACTGAGGTCTTCAGACCGCAAG
GAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAAT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTCTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCAC
AGTCTGGGGCATC 



>JQ403067 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGGTACTGAGAATGGTACTCTTACAGGGTCAA
ATGACACTAGCATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGGCAAATTACATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGA
GGTCCGAATGAGAATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAAT
TATATAGATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403069 
TTCTACTGCAATACAACACCACTATTTAATAGTATTTGGAATGATACACAACTGTCTAATAGTACTTGGAATG
AGACTGACTGGTCAAATAAAACTACAAGAGAAAACATCACACTCCAATGCAGAATAAAACAAATTGTAAACAT
GTGGCAGGAAGTAGGAAGAGCAATGTACGCCCCTCCCATTAGGGGAATAATTAAATGTTCATCAAATATCACA
GGGCTACTATTAACAAGAGATGGAGGGGATTCTAATGACAATGAAACCTTCAGACCTGGAGGGGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTTGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTGGGGTTTCTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAG
TGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JQ403082 
TTCTACTGTAATACATCACAGCTATTTAATACATCACTTCTATTTGATAAGAGTCCTGAAAAGCCAAATAATG
GCACTATCACACTCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGTGGACCAATTAACTGTTCATCAGAAATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AATAATGACACCAATAGCACCCACGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGAGCTATCGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JQ403035 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACTTGGCATAGTAATGGTACTGTAGAGTCAAGTAACAATA
ACAGTACAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAAT
ATATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAACATTACTGGGCTGCTATTAACAAGAGATGGT
GGTAGTAACACCACCAATGGGACCGAGATCTTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCCATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403083 
TTCTATTGTGATTCAACAAAACTGTTTAATAGTACTTGGTATACTAATGGGAATACTACTGGAGAGCCAATTA
ACACTGACGGAAATGGTACAATCACACTCCCATGCAGAATAAAACAAGTGATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGAATAATTAACTGTTCATCAAGTATTACAGGGCTAATATTAACA
AGGGATGGTGGTAACGAGAACGGGACCAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTGAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAAAGAGAAAAAAGAACAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403084 
TTCTACTGTAATACAACACAGCTGTTTAATGATAGTATTTGGAATGGGACTAGGACTAAAGAGCAAAATGAAA
ATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTGGGCAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ACCCAGAGCAACGGTACCCAGGGCAATGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCAGTAGGAGTGGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JQ403086 
TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATAGTACTAGGGATAATAGTACTGCAGAGTCAA
GTAACAGTACACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATATATGCCCCTCCCATCAGAGGACTGATTAGATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAGTAACAACACCAATGAGATCGAGACCTTCAGGCCAGCAGGAGGAGATATGAGGGACAATTGGAGAA



GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403087 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGATAAATAATGGTACTTGGAAGGGTACTAACGTGT
CAGATTCAAATGACACTGTCACACTCCCATGCAGAATAAAACAAATCATAAACAGGTGGCAAGAAGTAGGAAA
AGCAATATATGCCCCCCCCATCGCAGGACGACTTGAGTGCATATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTATTATTAACACCACCAAGGACAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAATGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCGCCCTCCAAGGCAAGGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGGTTCGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCATTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JQ403088 
TTCTACTGTAATACAACACAACTGTTTAATAGTAATTGGACTAATACAACTAGAGAGGGAGAGAATGGCACAA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGCCCCTCC
CATCAGAGGACATATTAACTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTGAAAACAAT
GGGAGTAATGACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403089 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGACTGAGAATAGAACTGTAGGGACTGAAGGAAATG
ACACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACCCATTAGATGCTCATCAAATATTACAGGACTGCTATTAATGAGAGATGGTGGTACA
AACCAGACCAACAATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTGCAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403091 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTTGGGTTAATAGTAGTTGGGTTAGTGGGAGTAATGAAT
CTAGCGATGCCAATGGCACAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAGGGACAAATTAGATGCACATCAAATATCACAGGGCTGATATTAACA
AGAGATGGTGGTAAAAATACAAGTAACAACAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAGCTATATAAATATAAGGTAGTAAAAATTGAACCTTTAGGAATAGCACCCACCAAGGCAAAGAG
AAGGGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTGTTCCTCGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ610123 
TTCTATTGTAACACAACACAACTATTTGATAGTACTTGGGATAGTAATAGTACTTGGAATAGTACTGGGAATA
CAAATAAAACTGGAGGAAAGGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTA
TTAACAAGAGATGGTGGTAAGAATAATAGTACGAACAACACTGAGACTTTCAGACCTGCAGGAGGAGATATGA
AAGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM081848 
TTCTACTGTAATTCAACACCACTGTTTGGTAGTACTTGGCTGTTAAATAATACTGGGAATGGTACTTGGAATA
GGAATGATACTGAAAAGCCAAATAACACTGACCCAATCACACTCCAATGCAGAATAAAACAATTTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACATATTAGATGTTCATCAAATATTACA
GGGCTGCTATTGACAAGAGATGGTGGTAGTAATGACACCACGAACGGCACAGAGACCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGC
ACCCACTAGGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACATTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCCATTGAGGCGCAACAACATATGTTGCAACTCACAGT
CTGGGGCATC 
>KM081861 



TTCTACTGTGACTCAACAAAACTGTTTAATAGTACTTGGAATAATAACACTGGGAATGTAAGTGATACTGAAG
GGTCAAATAACACTATCACGCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGACAGTGGGAAAAGC
AATGTACGCCCCTCCTATCCGAGGACAAATTAACTGTTTATCAAATATTACAGGGCTACTCTTAACAAGAGAT
GGTGGTAACGGGAACAACACTAATACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATCGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081893 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGACTTGGAATAGTACTGGGGAGGACAATAACACTG
CAGAAAATATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCTAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AGAGGTAGCGGGAACAATTCCAAGACCAACGATTCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081913 
TTCTACTGTAACTCAACACCACTGTTTAATAGCACTTGGTATCCTAATAATAGCACTTGGTATCCTAATGAGA
CTGTGGCAGATACTGAAGGAAATATCACACTCCAATGCCGAATAAAACAAGTCATAAACCTGTGGCAGGAAGT
AGGAAAGGCAATGTATGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATGGCAATACCACAAACACCATCGAGGTCTTTAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAGTTATACAAATACAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM081963 
TTCTACTGTAATACATCACAGCTGTTTAATGGTACTTTACAGCTTAATGGTACTTGGATTTGGAATGGTACTT
GGAATGGTACTTGGAATGGTACTATAGGTACCATCACACTTCCATGCAGAATAAAACAAATTATAAACAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCCAATATTACAGGG
CTACTATTAACAAGAGATGGAGGAGATAAAAGTAGTAACAGCACAAACAATACTGAGACCTTCAGACCTGGAG
GAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAAT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTC
CTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAAT
TATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACT
CACAGTCTGGGGCATC 
>JX864027 
TTCTACTGCAATACAACACCACTATTTAATAGCACTTGGAAAAGGAATGGTAATTGGAGTAGAAATGATACTG
AAGAATCAAACAGCACAGAACCAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGTGGACGAATTAACTGTTCATCAAATATTACAGGGCTGATACTA
ACAAGAGATGGTGGTAATAACAGTGCCGCCAACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAGTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH666175 
TTCTACTGTAATACGACAATACTGTTTAATAGTACTTGGAATTCAACACAACTGCAGAATAATGACACTGAAC
AGTCAAATGACACTATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTAATAAGGAAGAAAACAATACCGAAGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAA
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAATAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MH666186 
TTCTACTGTAATACAACAAAACTATTTAATAGCATCTGGAATGGCACCAGGAGTGAGAATAATAATACTGGAG
GGTCAAATGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGAGGCCTAAACAACAACACCAACGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGATAAGTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGT



GCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH666216 
TTCTACTGTAATACATCAAAGCTGTTTAGTAGTACTTGGAATAGTACTACTAATTGGAATAGTACTAATTGGA
ATAGTACTACTGATGGGAATAATACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGC
AGTAGGAAAAGCAATGTATGCCCCTCCCATTAAAGGAGTAATTAAGTGTTTATCAAATATTACAGGGTTGCTA
TTAGTAAGAGATGGTGGTATTAACCAGACCAACACCACCGAGATCGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAGAAGAGCGGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATA 
>MH666227 
TTCTACTGTAATACAACAAAATTATTTAGTAGTACTTGGCATAATGAAACCAATAGCACTTTGAATGATCCTG
AAAATAGCAATAACGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACTAATTAACTGTTCATCAAACATTACAGGGCTATTATTAGTA
AGAGATGGTGGTGGTAATGATACAAGGGACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH666240 
TTCTACTGTAATACAACACAGCTGTTTAATAGCACTTGGAAGGGGGGAGAGTTAAATAGCACTGAAGAAAATA
ATAGCACTAAAGAAAGTAATATCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGAGAAATTAGATGTTCATCAAATATTACAGGACTGCTAATAACA
AGAGATGGTGGTAACAAGAATGATACTAATGATACTGATACTGAGATCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGTCA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MH666253 
TTCTATTGTAATACAACACCACTGTTTAATAGTACCTGGAATAAGAATGATAGTTCCGGGAACTGGACTGGGA
ATGATACTGGAGTGGCAAATAACAATGGCACAATCACCCTCCAATGCAGACTAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAGGCAATGTATGCCCCTCCCATCCGGGGAAACATTAGCTGTTCATCAAACATTACAGGG
CTGCTATTAACAAGAGATGGTGGTGTTAATGCCACAAGCAACGAAACCTTTAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTTGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAACCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCAT
T 
>MH666262 
TTTTACTGTGATACAACACTACTGTTTAACAGTACTTGGAACAGTAACAGTACTGGGAACAGTACTGGGAATG
GTACTGAAGAGGGTGATCCAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGTTGCTATTAACA
AGAGATGGTGGCAACAGTGATAGCACTAACGGAACTGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCATGGCAAG
GAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM354431 
TTCTACTGTAATACATCACAACTGTTTAATAATACTTGGAATAGTACTGATAAAACGTTAAATAACACTGAAG
GAAATGACACAATTACCCTCCCATGCAGAATAAGACAGATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCAATCGCAGGAATAATTACATGTTCATCAAATATTACAGGGTTAATATTAACAAGAGATGGG
GGGACAGAGAATGGGACTAACACCACCACTGAGACCTTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGATAGCACCCACCAGGGCAAGGAGAAT
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 



>KM354585 
TTCTACTGTAATACATCAGGACTGTTTAATAGCACTTGGACTCGGAACAATACTACTGGCACTTGGAACAGTA
TCAATACCACCACCATAGGAAATGACACCATCACACTCCAATGCAGAATAAGACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGAATAATTAGATGTTCATCAAATATTACAGGGCTG
CTAATAACAAGAGATGGTGGGAACGAAACAGTGCACAATGAGACCTTCAGACCTGCAGGAGGGGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM354670 
TTCTACTGTAATACAACACGACTATTTAATAGTATTTGGTATGCTAATGGTAGTAGTAAAGAGACAGAGCCTG
TTAATAGTACTGAAGGGACAAATGCCACTATCAGACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCA
GGAAGTAGGAAAGGCAATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGGATA
CTATTAACAAGAGATGGTGGTAGTATAAGGAATGACACAGATAACACCACAGAGGTCTTCAGACCTGGAGGTG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KX587204 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAGTACTAGGAATGATAGTGTTACTGGAGAGT
CAAATAACACTATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTTGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACCAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGGAAGGAGTCCAATACGACTGAGACCTTCAGACCAGGGGGAGGAAATATGAAGGATAATTGGAGAAATGAAT
TATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC473824 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGAATAATACTAATATTAATTCAAATGACACTGAGA
GATCAAATAAAACTATCATTCTTCCATGCAAAATAAAACAAATTGTAAAAATGTGGCAGAGAGTAGGAAAAGC
AACGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTAGTAACCATAATAATAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAAAGGGAGAGAAGAGCAGTGGGAATAGGAGCTATGCTCCTTGGGTTCTTAGGAACAGCCGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MK164663 
TTCTACTGTAATACAACAGAACTGTTTGAAAGAAGTTGGAGTAATAGTACTTGGAATGTTACTACCAATAATA
CTGAAGGGGAAGATAAAAATATCACTCTCCCATGCAGAATCAAACAGATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTAATATTAACA
AGAGATGGTGGTAACAACAACGGCAGTAATAACAACAACGGCAGTAATAACAACAACAGTAGTGAGATCTTCA
GACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACC
ATTAGGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTACTAGGA
GCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGG
CCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCT
GTTGCAACTCACAGTATGGGGCATC 
>MK164670 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGGTTAATGGTACTTGGAGTAATATGCCTAACAATG
ATACTGAAGGGGCAGATGGAAAGATCACTCTCCCATGCAGAATCAAACAGATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTAATATTA
ACAAGAGATGGTGGCGACAACAACAGTCGGACCAACGACAGTAGTGAGATCTTCAGACCTAATGGAGGAAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCCCCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAACTATTGTCTG
GTATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KC935958 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAGTCAGCTAACAATACAGAAAATG
GGACAATCACACTCCCATGCAGAATAAAACAAATCATAAATATGTGGCAGACAGTAGGAAAAGCAATGTATGC



CCCTCCCATTAGGGGACAAATTACATGTATATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGAG
GAAAATAATACAACCAATGCAACCATCGAGACCTTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAGCTCACAGTCTGGGGCATC 
>JF680914 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATTCGAATGATACTAGCAAGGGAGATAACAATG
AAGGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACCATACTGAAAATAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAGGTATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF680916 
TTTTACTGTAATACAACAAGGCTGTTTAATAGTAATAGTACTATCTTGGATGCTTGGAATGAAACTACTGCTG
ATGAGAACAAGACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAAGTGTTCATCAAATATTACAGGACTAATATTAACAAGAGAT
GGGGGTAATAATGATACAAGCGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCAATAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATATGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383384 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGATCTGGGATAATGGTGCTGAAAACTGGAATGGTA
CTGAAAGGCCAGAGAATGACACTATCACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
GGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAACTTAATTGTTCATCAAATATTACAGGTCTGCTTTTA
ACAAGAGATGGTGGTAAAAACAATAGTACTAATGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATCGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGACATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATC 
>KF526141 
TTCTATTGTAATTCAACACCACTATTTAATAGTACTTGGAATGTTAATGATACTAGTACTGGGAATGATACTG
AAGAAGGAGATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACCAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGC
GGTGTTAATAGGAGCAATGGAACCGAGGTCTTCAGACCTTCAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCAGCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM081852 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTTAGCAATGGAACTTGGACTAATGCTAGAAGCA
ATGAGACTATCATACTCCAATGCAGAATAAAACAAATTATAAACAAGTGGCAGGGAGTAGGAAGAGTAATGTA
TGCCCCTCCCATCAGTGGAAATATTAGCTGTTTATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGT
ACAAAAAATGACATAAATGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAGAAGAGCAGCATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM082074 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGAAGGGTCCAATAACACAA
ATAGCACTGATAATATCACACTCCAATGTAGAATAAAACAAATTGTAAATTTGTGGCAAGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGACATGGAAATGATAACACCACCGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTACAAATTGAACCATTGGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGGTAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 



>MG196787 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATTGGAATAGCACTGAAGAATCAAATACTACTG
AAAGAAATATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAATATTACAGGGCTGCTATTGACAAAAGATGGGGGT
ACTGGAAATAAGACTGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196997 
TTCTATTGTAATTCAACACAACTGTTCAACAGTACTTGGAATAGTACTTTGACTAATAACTGGAATGATACTT
GGAATGCTAATAGCACTGATGTCAATGACACTATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCCATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAATATTACAGGG
CTGCTATTGACAAGAGATGGTGGTGATAGCGATGGCACAGACGAGATCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAG
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAG
TGCAGCAGCAAAGCAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KM354703 
TTCTACTGTAATTCAACGCCACTATTTAACAGTAATTGGACTCGGAACAATGGGACTTGGAAGCTAAATAACA
CTTCAAATAGCACTGAGCCAATCACACTCCAATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGGAGGACAAATTAACTGTACATCAAATATTACAGGGCTACTAATAACA
AGGGATGGTGGTGACCCGAACAGCACGACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAAGGCTATTGATGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATC 
>KM354781 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTGAGGAACAGTCAGGTG
TTGATAACACATCAAATAAGATTATCACAATCCAATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGT
AGGAAGGGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCATCAAATATTACAGGGTTGCTATTA
GTAAGAGATGGTGCCAACGATACCAAGGAGACTTTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>JN397365 
TTCTACTGTAACACATCAGGACTGTTTAATAGTACTTGGACTGTTATCGGTGAGTGGGAGGATCCTACACGGA
ATGATACCAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATCAAAGGACTAATCAACTGTACATCAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGTATTAATAGAACTAATAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCA
GAGAGAAAGAAGAGCAGTGACACTCGGAGCTATGCTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGC
GCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ846901 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATGTTACTGGAGAGTCTTGGAATGATACAAAAG
GGGGAGTAAACATCACACTTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGTTGATATTAACAAGAGATGGT
GGTAATAACAAGAGTGAGAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC473825 
TTCTACTGTAATACAACAAGACTGTTTGCTTGGAATAGTGCTTGGAATAGTACTGGGAATGAAACTGCAGATA
GAAATATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAGCAATTAATTGTGCATCAAATATTACAGGGCTGTTATTATTAAGAGATGGTGGTAAT
AGCAGCGAAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA



AAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACAATCTGCTAAGGGCTATTG
AGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473827 
TTCTACTGTAATACAACAGCACTGTTTAATAGCACTTGGAATAGGAATGAGACTTGGAATTCTACTGGAGAGT
CAAATGAAACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCCAATATTACAGGGCTGTTATTAACAAGAGATGGG
GGTAACACAAACGAGACTACCTCTGAGACTTTTAGACCCGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678074 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATCCTAATGATACAAGTACTTGGAATGATACTA
ATGGAATTAATGACACACTCACACTACCATGTAAAATAAAACAATTTGTAAACTTGTGGCAGGAGGTAGGAAA
GGCAATGTATGCCCCTCCCATCCAGGGACAAATTAATTGTGCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGAGGTGTTAACACTACCAACACCACTGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAG
AGTGGTACAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM082156 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGCTAATAGTACTTGGAATGACACTGAAGGGTTTA
GTGACACTGGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGG
AAAAGCAATGTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATATTACCAATAATAATACAAACAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCCCCCACCAA
GGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KF526228 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATTCACCACAACCTAATAGGAATTGGACAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGAATAATTAGATGTGTATCAAATATTACAGGAATGATATTAACAAGAGATGGTGGT
ATTGGTAACACCACCGGGGAGAACGGAACAGAGATCTTTAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGCGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>KF526265 
TTCTACTGCAATTCATCACAATTGTTTAATAGTACTTGGAATGGTACTGAGTCTTGGAATAGTACTGGGCATG
ACACTAACATCACACTCCAATGCAGAATTAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACCAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GGGAACAAGAGCGAGACTGAGACTGAGACTTTCAGACCTGTAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGTGCACCAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KF526312 
TTCTACTGTAATGCAACAAAACTGTTTAATTCTACGTGGAATAGTAGTACTTGGAATGATAATAATCCTGGGG
AAAATGTTACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAACAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACGAATTAGCTGTTTATCAAATATTACAGGGCTGATATTAACAAGAGATGGG
GGTATTAATAACACGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAACAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTGCTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF526323 



TTCTATTGTAATACATCAAAATTATTTAATAGTACCTGGAATGAGACTAGTACTTGGAATGAGATGGGAAAAG
ATGATAATATCATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAACCAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGT
AACAAGGGCAGTAATGGTAGCAACACCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGTACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTAATGGCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGATGCGCAACAGCAACTGTTGCAACTCACGGTCTGGGGCATC 
>KT124766 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATGTTACTAGTGATGAGTCAAATAACACAAATA
ACACTACTATCACGCTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGACAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
TATAATAATGGCACCAATAATGATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAATAGTAAGAATTGAACCATTAGGAATAGCACCCAACAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGGATGATAGGAGCAATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACATGCCAGACAAGTATTGGCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATATATTGCAACTCACAGTCTGGGGCATC 
>KT124773 
TTCTATTGTAATACAACACAACTGTTTAATAGTACCTGGGTTAATAGTACATGGAATAGTACTGAAGGAATGA
ACAACACCAACATCACACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAAATATTACATGTGCATCAAATATTACAGGGGTGCTATTAACAAGAGATGGT
GGACATAATGGATCAAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGCAGAG
AGAAAAAAGATCACCAACACTGGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATTGAGGCGCAACAACACATATTGCAACTCACGGTCTGGGGCATC 
>KT124775 
TTCTACTGTAACACCACACAGCTGTTTAATGAAACCTGGATTAACAGTAACAGTACCGGGAGTAATAGCAGTA
TCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATGCAAGGACAAATTAGTTGCTCATCAAATATTACAGGACTACTATTAACAAGAGATGGAGGAGGAGGTAAT
GGCACAAACAATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATA
AATATAAGGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCA
GCATCAGTGATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>MG196689 
TTCTATTGTAACTCAACAAAACTGTTCAACAGTATTTGGAATAGTAGTTTGATTAATGAGAATATTACTTGGA
ATGCTAATAGCACTGATGCCAATGACACTATCACACTCACATGCAGAATAAAACAAATTGTAAACATGTGGCA
GGAAGTAGGAAAAGCCATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTGAATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTGATACCAGTAGCACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATACAAGGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTTTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AGCAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196815 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGCATAGTAATAGTACTTTGAATAGTACTGAGAATG
TAAATAAAACTATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAAT
ATATGCCCCTCCCATCAGAGGAGTAATCAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGT
GGTAAGAGTAGCAACACCAGCAACACCACCGAGGAGGTCTTCAGACCTGAGGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGATTCTTGGGAACAGCA
GGAAGCACTATGGGCGCAGCGTCACTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196840 
TTCTACTGTAATTCAACACCGTTGTTTAATAGTACTTGGTCTAATAATACTTGGAACGATACTGAAGAATTAA
GTGCCACTGAAGGAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTGATTAGATGCTCATCAAACATTACAGGGCTGCTATTA
ACAAGGGATGGTGGTCCTAATAACACCAACGAAACCTTCAGACCTACAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTAGAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAACTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCATCAATGGTGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196846 
TTCTATTGTGATACAGCAAGCCTGTTTAATAGTACTTGGCAGGCAAAGGAGACTGAAAGAAATGACACTGGAG
GAAATGACACAATCACACTCCCCTGTAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGGAAAGCAAT
ATATGCCCCTCCTATTGCAGGGTTAATTAGATGTTCATCAAATATAACAGGGCTGCTGTTAACAAGAGATGGT
GGTAATGAGACCATGACCAAGGATAACGAGACCTTCAGACCTGGAGAAGGAAATATGAGGGATAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ACTTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196942 
TTCTACTGTAACACAACAGCACTGTTTAATAGCAGTTGGAATGAGAATAATACTTGGGTTAATAATACTGAAA
CAGGAGAGAGAAACATCACACTCCAATGTAGAATAAAACAAGTTATAAACTTGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGGCAAATTAGATGTTCATCAAATATTACAGGGATACTATTAACAAGAGAT
GGTGGTGAGCCTAACAATACCCAAAATGAGACCTTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG197084 
TTCTATTGTAATACAACAAAACTATTTGATAGTACTTGGAATGTTACTTGGAAAGAGGCAAATAACACTGGAG
AGAATGACACAATCATCCTCCAGTGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAAATATTAGTTGCTCATCAAATATTACTGGATTGCTATTAACAAGAGATGGT
GGTGACGATAGGAACACCACCGAGATCTTTCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAGTTGAACCATTAGGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197146 
TTCTACTGTAATTCAATACCACTGTTTAATAGTACTTGGGATAGTAATAGTACTTGGGGTAATGATACCATAG
GGTTAAATGAAACTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAGATTGGATGTTCCTCAAATATTACAGGGCTATTGTTAACAAGAGAT
GGTGGTAATGCTAAGAGGGACAAAAACGACACAGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAGATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAAAAAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCATTGGGTTCCTGGGAGCAGCTGGG
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM354470 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACAGAGTTAAATAGTACTACAGGGAATA
GTACTACAGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATAAGGGGATACATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGAGGAGAGGGCAACAACAGGAGTGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM354904 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGACTAATAGTGGTGATGGTAATTGGACTAGTAGTG
ATAAGTTAAATGGCACTATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGATATATTAACTGCTCATCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTATTGAGAACAATACCAACAGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAGCTATATAAATATAAAGTAGTACAAATTAAACCATTAGGAGTAGCACCCACCGAGGCAAAAAG
AAGAGTGGTACAGAGAGAAAAAAGAGCAGCACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KM355003 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAGTACTGGATCAAATAACACTGAGGGAAATG
ACACAACAATCACAATCCCATGTAAAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAGATTAAATGCTCATCAAATATTACAGGGTTATTACTAACAAGAGATGGGGGT



ATTAATGCCACAAACGGGACCATGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM355044 
TTCTACTGTAATTCAACAAAATTGTTTAATAGTACTTGGACGAATAGTAGTTTGGAAAATAATACTACAGAGT
CAAATATCAATATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAGCGAT
GTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCAACAAATATCACAGGGCTACTATTAACAAGAGATGGT
GGGAATATCACTAATAACACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU901727 
TTCTACTGCGATACAACACAACTGTTTAATAGTACTTGGAATTGGAATGATACTCGGACAGGGTCAAATGGCA
ATGACAAGATCATACTCCCATGTAGAATAAGACAAATTGTAAATAGGTGGCAGGAGGTAGGAAAGGCAATGTA
TGCTCCTCCCATTAGAGGACAAATTAAATGCTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGGGGC
AATAACAATACAAATGAAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTGGTACAGGTTGAACCAATAGGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTGCG
AAGAGAAAAAAGAGCGGTAACAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384799 
TTCTACTGTAATACAGCACAACTGTTTAATAGTATTTGGAATGGTACTGAGCCTAATGCTGAATGGGCAACTA
ACAATAAAGCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGAAGGACTAATTAGATGTACATCAAATATTACAGGACTATTACTAACAAGAGAT
GGTGGTAATAGCGGGAAAAATGATAGTAATAATAACACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGCCTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAGCAGCACCTGTTACAACTCACAGTCTGGGGCATC 
>KF384805 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTTGTCAAATAGTACTTGGATGTCAAATAACACTG
GAGGAAATGACACAACAATCATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTCCAGGACAAATTAGCTGTTTATCAAACATTACAGGGCTACTATTAACAAGA
GATGGTGGGAATGTGAGCAACAGCAACACCACCGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCTCCAAGGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGGAGCGGGACTGGTGTTCCTTGGGTTCTTGGCAACAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF384806 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGTTTGGGAATACTACTAAACAGTCAAATGACACTA
CAGAATATATCAGACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGAGAAATTAACTGTACATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AATGATAATAACACAAATGGGACTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAGTATAAGGTAGTACAAATTGAACCCTTAGGGGTAGCGCCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGACTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473831 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAAATGGGAGGGTAATAGTACTTGGAATAGTACTGGAGAGT
CAAATAACACTGCAGAAAACATCATACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCCATATATGCCCCTCCCATCAGCGGACCAATTAGATGCTCAACAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGAAAGGATGAGAACCAAACAGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GCAATTTGCTGAGGGCTATTGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATC 
>KC473833 



TTCTACTGCAATACATCAGCACTGTTTAATAGTACTTGGAATAGTACTATAAATACAAGTGAAAATGACACAA
TCATACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAGAGCAATGTATGCTCCTCC
CATCAGGGGAAACATTAGCTGTACATCAAATATTACGGGGGTGCTATTAACAAGAGATGGTGGCGATGACCCT
AACGGGACCAACGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTGT
ATAAATACAAAGTAGTAAAAATTGAACCATTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCATTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAAGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC473834 
TTCTACTGTAATACAACAAAACTGTTTAATGGTAATTTGACTAATACTTGGAATGGAAATTGGTCTGATACTA
ATGGTACTATCATACTCCAGTGCAGAATAAAACAGATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAAAGGACAGATTAACTGCACATCAAATATTACAGGATTGCTATTAACAAGAGATGGTGGC
ACAGGCAATGACAGTGACAGCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN397362 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGGAAAAAACAAATGATACTTGGAGTGGTAATGAAA
CGTTAAATGGCACAATCACACCAATCACACTCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGAAAAT
AGGAAAAGCAATGTATGCCCCTCCTATTCCAGGACCAATTAACTGTTCATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGAGGTGATAGGAGTAATGCCACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGGTTAGCACCCACCAAGGC
ACAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCTGTGGGATTTGGAGCGCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384810 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGGAATGGAATAGTACCAATTGGAGTAATAACACTA
GCAATGAAAATATCATACTCCCGTGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACGGATTAGTTGTTCCTCAAATATTACAGGACTGCTACTAACAAGAGATGGT
GGTGATAGTAATGATACAAATAATACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAGATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAACGCTGGGAGCTTTATTCCTCGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATCTGCTGAGAGCTGTTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KM516891 
TTCTACTGTAATACAACACAACTGTTTGATAATACTTGGAACAGCACTAAGGATGCGACTGGTACTGAAAGAA
ATGATACTATTACACTTCCATGTAGAATAAAACAAATTATCAATATGTGGCAAAGAGTAGGAAAAGCAATATA
TGCCCCTCCCATCAGAGGACAAATTAATTGTACATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGT
GTGAACGTGACAACCAACAACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAGAGAAGAGCAGTACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU901848 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTGAAGAGTCAAATAACACTACTGCAG
GAAATGATATAATCAAACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCAATCCCAACAGAGAACTAATTAGATGTTCATCAAATATTACGGGGCTGCTATTAACAAGAGATGGT
GGTGTCACCAACACCACCAATGAGGCCAAAATTGAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF384812 
TTCTATTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGATACTGAAGGGTCAAATAACACTGGGGGGT
CAGAAAACACTGACAACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGTTGTGTATCAAACATCACAGGGCTGCTATTACTA
AGAGATGGTGGTAAAAAGAATGAGACTGACGGGAACGAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGA



GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KF384813 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTGGTAATGAGTCAGATAGTACTAACAAAAGTG
TCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAGAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTCTTAACAAGAGATGGTGGTATA
GACAACAAGACAGACAAGAACGAGACCGAGATCTTTAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK383400 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGAATTGGAATGATACTAAAGGGTCAAATAGCACTG
GAGAAAATAGCACACTCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATTAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAACCAGACTAACAACACCGAGATCTTCAGGCCTGAAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KY778473 
TTCTACTGTAATTTAACACAGTTGTTTAATAGTACTTGGGGGCATAATAATTCAATACAATTGGATAATAGTA
CTTGGGATACTAATAATACTATCACACTCCCATGTAAGATAAAACAAATTATAAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTATATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAGCAATACCACCAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAGTGGGAGCTCTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT124756 
TTCTACTGCAATACAACACAACTGTTTAATAGCAGTTGGACAGATGGGCAAGAGCTAAATAACACTGGGCAAG
AGCTAAATAGCACTATCACGCTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATTAGTGGACCAATTAAATGTACATCCAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTAACTCTAACTCTAGTGGGAAGAACGACACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897911 
TTCTACTGTAATACATCAAAACTATTTAATAGTACTTGGCAGACTGATAATAGTACTTGGCAGCCTGAAGCTG
AGAATAACACTATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTACTAACAAGAGATGGT
GACAATGAGAACAACAGCACTGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAGAAAAGGGCTGTGACGCTGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAACGTCAATGACGTTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897913 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGACAAATGGTACTGAAGAGGCAAATAACACTGGAG
GAAATGACACACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAACAATAACGGGACGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATAGAACCATTAGGAGTAGCTCCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897916 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTTTAATAGTCCTTGGAATGATACTAAAATGTCAAATG
GCACTGAAGGATATAACACAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT



GGGAAAAGCAATATATGCCCCTCCCATCCAAGGACAAATTAATTGTTCATCAAATATTACAGGGCTGCTCTTA
GTGAGAGATGGTGGTATTGATAATGCCACAAACAATATTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATTGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897917 
TTCTACTGCAATACAACACCACTGTTTGATAATGTTTGGAATGGCACTAAGTTTACAAAGAATTTTACAAAGA
ATAAAGGAGAGAATATCACTACTCTCTCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAACTGTTCATCCAATATTACAGGACTGATACTAACAAGG
GAGGGTGGTGTTAACAGGACTGACAATGACACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTGTACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCGACAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCGTTGATCCTTGGGTTCTTAGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196702 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTTGAATGATACTGAAGGGACAAATAGAACTG
AAAATATCACGCTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAAAGGACAAATTAATTGTGTATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTATT
AACTCTACAAAGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAAGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGCACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196732 
TTCTACTGTAATACAACACAATTGTTTGAAGAGTCAAATAACACTGAAAACAACACTAAAAGAGAAAATATCA
CACTTGAAAGAGAAAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAGAAAGTAGGCAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAACATTACAGGACTGTTATTAACAAGA
GATGGTGGCAATAATAATAATACTGATGATCCGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGGGGACTAGGAGCTTTGTTCCTTGGATTCTTGGGGGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATC 
>MG196767 
TTCTATTGTAATATAACACAGTTATTTAATAGTACTTGGCTGGGTAATGGTACTGGGAATAGTACTACAGGCA
ATATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGCGGAGAGATCAGCTGTAGTTCAAATATTACAGGGCTATTATTAACAAGAGATGGTGGTAAGCCC
GGAAACGCCGCCGAGAGCATCAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAGGAGAAAAAAGAGCAGTGGGAACATTTGGAGCTCTGTTCCTTGGGTTCTTGAGTGCAGCGGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG196819 
TTCTACTGTGATTCAACAAAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATAATACTGAAGAGC
CAGAGAACATCACCCTCCCATGTAGAATAAAACAATTTATCAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAATATTACAGGGATACTATTGACTAGAGATGGTGGT
AATGGTAGCAGCACCGAGAACAATACCGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAGAGAGCAGTGACACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196866 
TTCTACTGTAATTCAACACCACTGTTTAATAGTAGTTGGCATAGTACTACTAAGTATAGTACTAACAGGACAA
CTGAAGGAAATGACACAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTACGCCCCTCCCATCAGCGGACCAATTGGATGTTTATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTACTAACATGAGCGATAACGAAACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACTCGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGGACTAGGAGCTCTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>MG196902 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATGATACTATGAATAATGCTACAGGAT
CAAACAGCAGTGATATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATAGCAGGAATAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATAGTAACAACACCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTAAGCCATTAGGAGTAGCACCCACCAAGGCCAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCCTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MG196921 
TTCTACTGTAACTCAACACCACTGTTTGATAGTACTTGGAATAGTAATAGTACAGGGTTAAATAGCACCAAAA
CCAATAACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAAT
GTACGCCCCTCCCATCAGTGGACACATTAACTGTTCATCAAATATCACAGGGCTGCTGTTAACAAGAGATGGT
GGTGTTGACAAGAATGGCAGTGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG196922 
TTCTACTGTAATACAACAAAACTGTTTAATGGGACTGCAGAACAGATAGAAAATAACACTAAAGCTGAAAATA
TCACAACAATCATACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AACAATACTAGTAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTTCTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGGCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG196952 
TTCTACTGCAATACAACACCACTGTTTAATACATTACTGTTCAATGAAACAAGTGGTGATAATAAGACTATTA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGCAAAGCAATGTATGCCCCTCCCAT
CAGGGGACAAATTAACTGTTCATCAACTATCACAGGGCTGCTATTAACAAGAGATGGTGGTAACCCAAACGCC
AGCAACAGCAACGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAGTAATCGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCAATAGCGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>MG196979 
TTCTACTGTAATACAACACCATTGTTTAATAGTAATTGGACTTGGAATAATAATACAGGGTTAAATAACAGTG
GTACTATCACACTCCAATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCGCAGGACAAATTAACTGTTTATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGTAAC
AGTAACCCAAATAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGCACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGTAATCTGCTAA
GGGCTATCGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197083 
TTCTACTGTAATACAACACCCCTGTTTAATAGTAGCTGGAGTAATAGTAATAGTACCAATGCAACAAGTGGTC
CTGAAAAAGATGACACAATCATACTCCACTGCAGAATAAAGCAAATTATAAACATGTGGCAAAAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGCTCATCAAACATCACAGGTCTGCTATTAACAAGA
GACGGTGGTAACACAACTGGGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCACTAGGATTCGGAGCAATGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197164 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTTAAATAGTAGTACTTGGTGGAATAATGATA
CTGTGAATAATGGAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTACATCAAATATTACAGGGATACTACTAACAAGA
GATGGTGGTGCTAACAATACACAGAACGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGT



GGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTCTTCCTTGGGTTCTTGGGAGCAGCAGGCAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAAGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG197187 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGGGTTCAACACAGTTGTCTAATAGTAGTTGGGATA
AGACTAAAGGACCAAATGACACACTCACACTCCTATGCAGAATAAAACAAGTCGTCAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCTAATCCCATCAAAGGACAAATTCTATGTAGATCAAATATTACAGGGATAATATTA
ACAAGAGATGGTGGTGAGAGTAATAACGGAAGTGAGAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>KT124785 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACTGAAATAGTGAATGGCACTGGAACAA
ATGAAACAATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATTGCGGGGCCAATTAACTGTTCATCAAATATTACAGGACTGTTATTAACAAGGGATGGTGGT
AATAATAAAACCACTGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTGCAGAAAGA
AAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATTGTGCAGCAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KT124790 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGAATGGGACAAATGTTACTGGAGAGTTAAATGGTA
CAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAAAGGACCAATTACGTGCTTATCAAATATTACAGGGATACTGTTAGTAAGAGATGGAGGTAATAAT
AATAATACTGCGAACGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGCGAAGGGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTATCAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KM355085 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAAAATGGTACTTCAACTAATACTACAGGGAATG
AAACTATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGGGGGAAC
AACTCCAGCAATAATGACACCTTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGCATAGAACCAATAGGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGATGTGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KX587079 
TTTTACTGTAATTCATCAATATTATTTAATAGTACTTGGTATACTAATAGCACTTGGAATAGTACTTGGAATG
AAACTGGAAATAAAAATGACACACTCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAAAGCAATATATGCCCCTCCCATCCAAGGACAAATTAATTGCTCATCAAATATTACAGGACTACTATTA
GTAAGAGATGGTGGTAATAGTAATGACACAAAAAACAATGAGACTTTCAGACCTCTAGGAGGAAATATGATGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCACTAGGAGGAATGGGAGCTATGTTCCTTGGGTTCTTAAGT
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGTGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCAT
C 
>KU901792 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACCTGGGATAGTAATAGTACCTGGAATAGTAATAGTACCA
CAGGGGTAAATAGCACTGTTATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTACATCAAATATTACAGGGCTGTTACTGGTA
AGAGATGGTGGTAATAACAGCAGCCAAAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
GGTGGTGCAGAGAGAAAAAAGAGCAGCATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAAAGCTATTGATGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KU901816 



TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGTATACTAATAGTACTGGAAATGGTACTGAAGGGT
CAAATGACACAATCACACTCCCATGCCGAATAAGACAAATTATAAACAAATGGCAGAGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAAAGGACACATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGATAACAGCAGTACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAGCCAGTAGGAATAGCTCCCACCAAGGCAAGAAGAAGAGTGGTACA
GAGAGAAAAAAGAGCAGCCTTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>KM986883 
TTCTACTGTAACTCATCAAAACTGTTTAATAGTACTTGGAATAGTACTGGGAGTGAAAATAATAACACTGAAG
GGTCAACTGGCACTATCACACTCCAATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTAATTCAACTATTACAGGGCTGCTACTAACAAGAGAT
GGGGGTGATACGGACAATACCTCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATG
AATTATACAAATATAAAGTAGTAAAAGTAGAACCATTAGGAATAGCACCCACTAAAGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTTTTGTCAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTGTTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>KU901976 
TTCTACTGTAGTACAACACAACTGTTTGATAGTACTTGGGCAACTAATAGTACTGGGAATATTACTAACGGAA
CTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCC
TCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGTGGTAATAAT
GACACGAACGAGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY766175 
TTCTACTGTAATACAATACAGCTGTTTAATAGTACTTGGGATAATAATACTTGGAATAGGTATAATAGTACTA
CTGGGTCAAATGAAATTATCAGGCTCCCATGCAGAATAAGACAAATTGTAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTGGTAATGGCACGAAAGGAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCGCGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY778395 
TTCTACTGTAATACAACACAACTGTTTAATGGTACTTGGGAGAATAGTACTAGGAATGATAATAACACTGCAA
AAAATGGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATCAGAGGAGAAATTAGGTGTTCATCTAACATTACAGGGCTGCTACTAACTAGAGATGGT
GGTAATGGGAACAGCACCAAGGACAACGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH897918 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGAGTAATGATACTAATACTGGGAATGATAATGGGA
ATATCACACTCCTATGCAGAATAAAACAATTTATAAACATGTGGCAGCAAGTAGGAAAAGCGATGTATGCCCC
TCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTGTTAACAAGAGATGGTGGTAATAAT
AACAATACTGGAAACCGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG196711 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGCAGCCGGTTAATAGTACTACTTGGAGTAATTTCG
GTCCGGGGCCAAATGAAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGG
AAAATCAATGTATGCCCCTCCCATTAGAGGAGTCATTAGCTGTTCATCAAATATTACAGGGTTGATATTAACA
AGAGATGGTGGTGGGACCAATAATACTAACGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCAGCATCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MG197127 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATAAAAACAATAGTACTTGGACTTGGAATAGCA
CTAGAAAAAACTTTACAGAAAATGGCAATATCACACTACAGTGTAGAATCAGACAAATTGTAAACAGGTGGCA
AGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGGGGACTAATTAGATGTTCATCAAATATTACTGGGCTA
TTGTTAACAAGAGATGGTGGTAATAATAAAACTAATGGGAGTGAGATCTTCAGACCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGATTGGGAGCTTTGTTCCTCGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KT124796 
TTCTACTGTAATTTAACAAAACTGTTTAATAGTACTTGGAATGAAACAGGGTCAAATAACACTTTAAATGGCA
CAGTCATACTCCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGCAGGGCTAATTAACTGTGTATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTACTAAT
GACACTGAGACCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAACGGTGCAAAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGG
CGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505648 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACATTGAAGGAA
ATAACAATGAAGAAAATGACACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAATGGGCAAATTAGATGTACATCAAATATTACAGGGCTGCTATTA
GTAAGAGATGGAGGGGTAAAAAATGGTACTGAGGATGAAAACAAGACCGAGATTTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCGTTAGGAATAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAGAAAAGAGCAGTGGGATTAGTAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAATAACGCTGACGGTACAGGTCAGACAAATGTTGT
CTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>KX505652 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGATACCGAAGGGTTAAGTAACACTGAAGGAG
ATGACACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAATTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGG
AATAATGAGAGCAGCACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTAAAGGTTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX505686 
TTCTACTGTAATTCAACACAACTGTTTAATAAGACATGGAATGATACTGAACTATCTGATAAAACTTGGAAAG
TTGATAAAAATAATGCTAGTGACATCATCACACTCCCATGTAAAATAAAACAAATCATAAACCTGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGATCAATTACATGTTCATCAAATATTACAGGGCTGGTA
TTAACAAGAGATGGTGGTACGAACAATACCATGAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGTTCTTTGGGTTCTTATCAGCAGCA
GGAACCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAAC
AGCAGAACAATATGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX505707 
TTTTACTGTAATACATCAAAACTGTTTAATAGTATTTGGAATGATAATAGTACTTGGAATAATACTAGAGAGT
TTAATAACACTGACAGAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAGTTGTTCATCAAATATTACAGGACTGCTATTAACA
AGAGATGGTGGTAAGGGTAACAAGACAAATAACACCACCGAGATCTTCAGACCAGGGGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KY057587 



TTCTACTGTAATACAACACCACTGTTTAATAGTATTTGGAATACAAGTGATACTTGGAATAGTACTAATGAAG
AATCAAATAACACTGCAGGAAATGACACAATCATACTTCGATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAATATTACATGTTTATCAAATATTACAGGACTG
CTGTTAACAAGAGATGGAGGCAATAGCAGTAATAATGGGACTGAGATCTTCAGACCTGGAGGAGGGGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGTTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KY748513 
TTCTACTGTAACACAACAAGGCTGTTTAATAGTACTTGGAATGGTACGGATACAATAAATAACACTGCAGAAA
ACAGTACACTTACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGCAATATA
TGCCCCTCCCATCAGGGGACAAATTAGATGTAAATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
CCCGAAGGGAATAAGACCACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGCATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY748576 
TTCTACTGTGATTCAACAAAACTGTTTAATAGCACTTGGAATGATACTTGGGATGTGAATATCACTGAAAGGA
CAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACCAATTAGCTGTTCATCAAACATTACAGGACTACTATTAACAAGAGATGGT
GGTAGTGGCAACGAGACCACTAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT284371 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACATGGTATGTAAATAATACTGAAGAGTTAAATAAGGAAG
GAGACACGATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGCTGCTCATCAAATATTACAGGGCTACTATTAACGAGAGATGGTGGT
ACCGACAACAGCACGAACAATACCGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAGTAGTGGT
GCGAAGAGAAAAAAGAGCAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAGGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTAGTATAGTGCAACAGCAGAATAACT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KR182173 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAAGACGGGTGAGATTTGGAATAGTACTATGG
AGAATAATAATGACACTGAACCAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTGTATCAAATATCACAGGGCTGCTATTA
ACAAGAGATGGTGGAAATGATGGTAATACCAACACCAGGAATGAGACTTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGACTAGCACCTACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KR182183 
TTCTACTGTAATACAACACAGCTGTTTGATAGTATTTGGGAGCGTAATAGAACTTTGAATGATACAGAAAATA
CAAATGACCGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATAAAAGGAGAAATTAGATGCACATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGTAGTGATACTAACAGGGATAATAACACGACAGGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACAATGGGAGCTATGCTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCGATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATTTGCTGAAGGCTATTGACGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KR182187 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGTCGCTGTTTAATAGTACTTGGTCGCATAATGAAA
CTAGGAATGCTACAAATGACCGTAACATCACACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAAGGGAGAAATTAGATGCACATCAAATATTACAGGGCTAATA



TTAACAAGAGATGGTGGTAGTGATACTAACAATGATACTAACAAGACAGGGAATGAGACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGAACGATGGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCGATAACGCTGACGGTACAAGCCAGACAAT
TATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATTGACGCGCAACAGCACCTGTTGCAACT
CACAGTCTGGGGCATT 
>KR182191 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGCCGCTTAATGAAACTTGGGATG
GTATCGAAGGAAATAACACTAACATCACACTTCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAGGGACAAATTAGCTGTTCATCAAATATTACAGGGCTAATATTA
ACAAGAGATGGTGGTAATAACACGAGTGGGAGTGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACGATGGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGC
AGAGCAATTTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182196 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATGCTAATAGTACTTGGAATGATACTAGTTCTA
ATATTGGAGAGTCAAATGACACAATCACACTCCCATGCAAAATAAGACAGATTGTAAATATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCTCCTCCCATTGCAGGACAACTTAATTGCTCATCAAATATTACAGGAATATTACTA
ACAAGAGATGGTGGTGAGAGTAATACCACGAATAGTAACGAGACTTTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGGAGTAAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGACTGGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAAAAGCAAGAGCAGCAGGATTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KR182341 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTTTAATGGTACTTGGAATAGTACTAATGACAATA
GTACAAATGGCACTATCACGCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAATATAACGGGGTTGCTATTAATAAGAGAT
GGTGGTATTAATAGTACAGAGAATAGCACAGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGACTAGCACCCACAAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAATAATCTGCTGAAGGCTATTGATGCGCAACAACATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KR182409 
TTCTACTGTGAGTCAACACCACTGTTTAATAGCACTTGGAATAGTAATGACTTGACTCCTACTATAGAGTCAA
ATAGCAATGGAGAAAACATTACACTAACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACCAATTGAATGTACATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTGATAACAATAATATGAGCAGCGAGACTTTCAGACCTGGAGGAGGAAATATGAAAGATAATTGGA
GAAATGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCGAGAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCATTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KR182465 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGATCAATGGTACTAAAAAGTCAAATACCACTGAAG
ACACAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAACAGGAAAAGCAATGTATGC
CCCTCCCATAAGAGGACAACTTAGATGTTCATCAAATATTACAGGATTACTATTAACAAGAGATGGTGGGAAT
GATAATAATGAGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATA
AATACAAAGTAGTAAAAGTTAAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG171201 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAGTGTTAATAGTACTCGGAGTGGTAATAGTACAG
GGTCAAATAACACTGGAAACTCAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGC
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGTGATAACGCTAGCACTACTGAGACTTTCAGACCTGGAGGAGGGGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCTAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KY778299 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCAGGGTAATACTTGGAATGGTACTAAAGAAAATA
TCACACTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCC
TATCAGAGGACAAATTACATGCTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAATACCACA
AACAATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAATAAAAATTGAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATC
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK384347 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACCTGGACCTGGAATAGTACTGAAGGGTCAGGGAATGACA
CTGAGAGGAATATCACTGAGAGGAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGA
AGTGGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAATATTACAGGTCTGCTT
TTAACAAGAGATGGTGGTGGAAAAAATAACAGTGACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGCGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTCGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGACATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX505396 
TTCTACTGTGATACAACAAAACTATTTAATAGTACTTGGAATGAAACTAACACTGTAGTAAACCAAACTACAG
AAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCGAAGGACAAATTAGGTGTTCATCAAACATTACAGGGCTGTTATTAACAAGAGATGGTGGTATT
AATAATGAGACTAACACGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGC
TGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX505419 
TTCTACTGTAATACAACAAACCTGTTTAATAGTACTTGGAATGTTAGTGATACTACTGGTAGGGGAGTGTCAG
ACAACATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCCCAGGACAAATTAGATGCTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGTAAC
ACCTCTGAGTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTA
TTGAGACGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KX505435 
TTCTACTGTAATACATCAAAGCTGTTTAACAGTACTTGGAATGATACAAGTACTGGGGAGTGGGAGTCAAATG
ATAATGAAACAATCATACTCCCGTGCAAAATAAGACAAATTATAAACAGATGGCAGAAAGTAGGAAGAGCCAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTATAAATAGGACCGAGAATGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTGTATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTAAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX505475 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAGTACTTGGAATAGTGAGG
AACAGTCAGGTGTTGATAACATTATCACAATCCAATGCAGAATAAAACAAATTGTACACATGTGGCAGAGAGT
AGGAAGGGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTTCATCAAATATTACAGGGTTGCTATTA
GTAAGAGATGGTGGTAGTTCCAACGATACCAAGGAGACTTTCAAGGAGACTTTCAGACCAGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCAC
TAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGCA
TAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGG
CATC 
>KX028091 
TTCTACTGTAATACAACAAAACTATTTAATAGTTCTTGGAATAGTACAGAAAGGTCACAATACAAAAACATAA
CACAAAACGGAACCATAACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCGAGGAGAAATTAGATGTTCATCAAACATTACAGGGTTGCTACTAACAAGAGAT
GGTGGTGGTGGTAATAGCACAGGGGACAACGAAACCGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACA



ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCCGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAACTTGCTGAGGGCTATTGAGATGCAACAAAATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX028321 
TTCTACTGTAATACAACAGCACTGTTTAATAGTACTTGGAATAGTACTTGGAATGGTACTACAGAGACAAGTG
GCACTGAAGAAAATGGAAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGACAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGGAGTAGCACTAATGGGACGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTGAAGATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAACTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX028508 
TTCTACTGTAATACAACACAACTGTTCAATAGTACTTGGAATAATACTGGAAATAATTGGACTGATACTGGAG
AGTCAGACAATATCACACTTATACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGAGAGTAGGAAA
AGCAATGTATGCCCCTCCCAGCAGGGGACCAATTAGATGCTCATCAAATATTACAGGGATATTATTAACAAGA
GATGGTGGTAGTGGTGTGAACGTGAGCAGCACAACTGAAACTTTTAGACCCGGAGGAGGAAATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAATAGTACAAATTGAACCAATAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAACTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX505739 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGGAGGCAGGTATTACTGAAAAGTCAGAATCAAATG
ACACTATTACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCAGTGGAATAATTAAATGTAAATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAAT
AGTAGCGAGAATAAGAGTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678060 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTATGGTAATTCAACACAGGATAATACTACTGGGG
ATAGTACTGTTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGATACATTAATTGTTCATCAAACATTACAGGGCTACTATTAACAAGAGATGGT
ATTGTGGCTAACAATACCGATAACGATACCGAGACATTCAGACCTGAAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATCTGCTGCGGGCTATTGAGGCGCAACAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>KX595124 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGCCTTGGAATGGTAACAAGACACATGATACAAATA
GAAACAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATTGCAGGACGAATTAGCTGTTTATCAAATATTACAGGGATGATATTAACAAGAGATGGTGGT
AACAATATCGGAGGGGAAAATAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAAAGAGAGAAAAGAGCAGCGGGAATAGGAGCGTTACTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY323732 
TTCTATTGTAATTCAACACGACTGTTTAATAGTACCTGGGAGAGCCCTGATGGCCCTAGGAATGATAGTGGGG
AGCTCAATGACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGTATAATTAAATGCTCATCAAACATTACAGGGCTGCTATTAACAAGAGAT
GGGGGGAATGAGAATGTCACAGGCAACAATAAGACTGAGACCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTGCAAGTTGAACCACTAGGAGTAGCGCCCACCAGGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATGATGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAGC
AGCAGAGCAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTAACAGTCTGGGGCATC 
>KY323909 



TTCTACTGTAATACAACACGACTGTTCAATAGTACTTGGAATAATAATAATGGTACTTGGAGTGATAATAGTA
CTGGGAATAATACTGGAGAAAATGACACACTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAGAGGGCAAATTAGATGTTCATCAAACATTACAGGGTTA
TTATTGACAAGAGACGGGGGAGTTAATAATACAACCAACAACACTGAGACCTTCAGACCTGGAGGGGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGGAAAAAGAGCAGTAGGCATAGGAGCTGTGTTCCTTGGTTTCTTG
GGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KY324122 
TTCTACTGTAATACATCCCAACTGTTTAATAGTACTTGGAATAGTACTTGGGATAATACTGGAGAGTCAAATA
GCACTGAAGGAAATGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAATTTATGGCAGCAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGGGGAAACATTACCTGTTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTAATGATAACGGGAGTAACGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGCATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
ACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX028240 
TTCTATTGTAATACAACACAATTGTTTAATAGTACTTGGGATGCTAATACTACTGTACAAAATACTGGAGAAA
ATGACACTGGAGAAAATGACACTATTATACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGCGAAC
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTTTTA
GCAAGAGATGGTGGCAACATGACCGAGAGCACGGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTTGAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAGAAAAGAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAAGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KX505555 
TTCTACTGTAACACTGACAAACTGTTTAATAGTACTTGGAATAGTAATGGTAGTGGTACCTGGAATAGGGATG
ATACTGAAGAGTCAAATGACACAATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCGAGGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATTCTAGCAGCACGAACGACGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCAATAGGGATAGCACCTGAAAAGGCACA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCATTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>MH897920 
TTCTACTGTAATACATCAGAACTGTTTAAAGGTACTTGGAATGGTACTGAAAGGCCAAATGACACTGAAAAGT
TAAATGATACAATTACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCAATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGT
GGAAATGGAAATGAGACGAAAGAGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KX587137 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGTTTAATAATGGGACTAATAGTGAAGAGTCGTCAA
ATGACACTATCACACTTCCATGCAGGATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAGATGTAACTCAAGTATTACAGGGATACTATTAGTAAGAGATGGTGGT
AAGACCAACAGTACCAATGAGAGCAGTACCAATGAGAGCGAGATCGAAATCTTCAGACCTGGAGGAGGAGACA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATGGGAGCTTTGTTCCTTGGGTTCTTA
AGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTA
TAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGG
CATC 
>KX587284 
TTCTACTGCAATACAACAAAACTGTTTAATAGCACTTGGAATTCAACACATAGTTGGAACGATACAGGGCCAA
ATGACAATGTCACACTTCCATGCAGGATAAAACAAATCATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATTAAGGGAGAAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACTAGAGATGGTGGG
ACAGGTAATGAGACTGACAACAACACTGAGACCTTCAGACCAGGAGGAGGAGATATGAGAAACAATTGGAGAA



GTGAATTATATAAATATAAAGTAATAAGAATTGAACCAATAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATACCAATAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY113738 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTAATAGTACTCGGAATGGTACTGAAGGGT
CAAATATCACTGTAGAAAATGACACAATCATACTTACTTGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAACAGTAGCAACGGGACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAAGACA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCGAA
GAGAAGAGTGGTGCAGAAAGAAAAAAGAGCAGCACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY113566 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAGTACTACTACTG
AAAGAAATGAGACAGAAGGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGGGGAATAATTAAATGTTCATCAAATATTACAGGATTGCTATTG
ACAAGAGATGGTGGTAAAGACAATACCACAAATAATAATGGGACTGAGGAGGTCTTCAGACCAGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KY113379 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAATACTGATTGGAATAATACTGAAGAGGCAA
ATAAAACTAGAGGAGGAAATGACACAATTATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAACATTAGTTGTTTTTCAAAGATTACAGGGCTGTTA
CTCACAAGAGATGGTGGTAATAGTAATATTACTAGTGAGAGCGAGACCTTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCCTTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTTGGAATTGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>KY057390 
TTCTACTGTAACACATCAAAACTATTTAATGGAACTTGGAATGGTACTGATGGAACTTGGAATGATATTACTG
ATGAAATTATCACAATCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACCAATTAGCTGTTCATCAAACATTACAGGACTGATATTAACAAGAGATGGTGGT
AATACTAATAGCACTAAGGGGAAGGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCATCAGTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KY748402 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTTTGAATACTACTTGGGAGGTTAATG
AGACTGACATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGAAGAATTAAATGCTCATCGAATATTACAGGGCTGTTACTAATAAGAGATGGT
GGTAATAACAATGGTAGCGAAACAACAGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAGTATTTGGAGCTATGTTCCTCGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY057518 
TTCTACTGTAATACAACACAACTGTTTAATAGTGCTTGGAATAATACAGGGTCAAATGGAGCTACCAGTGACA
ACATCACGCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
GCCCATCAGTGGACTAATTAACTGTACATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGAAATGGA
AATGACACAAATAAAACCGATGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAATAAAT
TATATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTAGTGCA
GAGAAAAAAAAGAGCATTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATGTGTTGCAACTCACAGTCTGGGGCATC 



>KY324010 
TTCTACTGTGATACAACAAAATTGTTTAATAGTACTTGGAAGCTTAATAGTACTTGGAATAGTATGGAAGAAG
TGACAAATAGCACTAAAGGAGATGCCAACATCACACTCCCCTGCAGAATAAAACAAATTGTAAACATGTGGCA
GAGAGTAGGAAGAGCAATGTATGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAGATATTACAGGGCTG
CTATTACTAAGAGATGGTGGTAGTGGTAATAATACCACGAATGATACTGAGATCTTCAGACCTGGAGGAGGAA
ATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGCTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAGCAGCAGAATAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>KY324473 
TTCTACTGTAATACAACATCATTGTTTAATAGTACTTGGTATGCTAATAATACTACTGAAGGGACAAATAGCA
CTGGAAGAAATATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGAGTAATTAACTGTAAATCAAATATTACAGGGCTGATATTAACGAGAGATGGT
GGTAACAATAATGGTAACAATAATAATACCAACGAAACCGAGACCTTCAGACCAGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGC
ACAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAAAGCAATTTGCTGAGAGCTATTGAGACGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK148554 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACTGAAGGGTTAAATAACACTGCAG
GAAATGGCACAATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGT
GGTGATGGTAATAGCAACGAGACCGAGGTTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK114705 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCCACGTAATAGTACTTGGAATAATACTGAAGGGT
CAAATGACACTGAAATAATCACACTCCCGTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGCAA
AGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTACTAGTTAGA
GATGGTGGAATTAACACCAGTGAGAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTGGGAGCTATGTTCCTTGGGCTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGACCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK114983 
TTCTACTGTAACACAACACGACTGTTTAATAGTACTTGGAGTGTTAATGGAACTAGCATAAACGAAACTAACA
ATAAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGTGGGATAATTAGGTGCTCATCAAATATTACAGGACTAATATTAACAAGAGATGGTGGT
ACAACTGATGGTGGTACAACTAATAGTACAAAGGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCACAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAACGTTAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MK115065 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTACTGACAATTGGA
ATGGTACTGAATCAAATAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAATATTACAGGGCTGCTGCTA
GTAAGAGATGGTGGGAGCAACAATAGTAGTAATGATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTCAAAATTGAACCATTAGGAATAGCACCCACCCATGC
AAAGAGAAGAGTGGTGCAAAGGGAAAAAAGAGCAATAGGACTTGGAGCTTTCTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115195 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACAGAAGTAAATATTATCACACTCCCATGCAGGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGCTACTACTACTA
AGAGATGGTGGTAATAGCAATAACACGAATAACATGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGAG



ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACACTTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MK115360 
TTCTACTGTAATACAACACAACTGTTCAATAGTACCTGGCCCAATAATAGTACTGGGAATGATACGGGAGGAC
CAAATGGTACTATCACACTCCCATGCAAAATAAAACAGATTGTAAACTTATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGATGATATTAATAAGAGATGGT
GGATCAGGTAATGAAAGTAATACCAATAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGC
ACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGA
ACAACCTGCTGAGGGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK115488 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGAATGCTACCGAATTAG
ATGGAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAGTAAGAGATGGTGGT
AACACGAGCGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAAGCCAGGCTGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTAAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK115745 
TTCTACTGTAATACAACAAAACTGTTTACTTGGAATGCTACAGATAGCAATGGAACCATCATACTCCCATGTA
GAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTCGTGGACAAAT
TAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGGACTAACAGGACAGAGAACAGGACT
GAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAG
AAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGAC
CATAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCACTGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCGATTGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>KX587450 
TTCTACTGTAATACAACACCACTGTTTAGCAGCTCTTGGAATGTTACTACAGGGGCAAATATCACTGGAGGAA
ATAGCACACAAAATAATATCACACTCCGATGCAGAATAAGACAATTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAAAGGACCCATTAAATGCTCATCGAATATTACAGGGCTGCTATTAGTAAGA
GATGGTGGTATAAATGTGACAGACACAGACAACAACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK499378 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGTCAAATGATACCTGGTTGAATAGTACTTGGAATG
GAAATGAAGGGTCAAATAGCAATGGAGAACCTATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAACTGTTCATCAAATATTACAGGG
CTGCTCTTAACAAGAGATGGTGGTAATAATAATACCATGAACGAGACCTTCAGACCAGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGGAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>MK169493 
TTCTACTGTAACACAACAAAACTGTTTAATAGCTCTTGGCCTGAGAATAATACTAAAAATAATACTAGTAATA
ACACTGGAGAAATAATAACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCTCTCCCATCAGTGGACAAATTAACTGTAACTCAAGTATTACAGGGCTGTTGTTAACAAGAGAT
GGTGGTAAAAAGACTGATAATGAGACCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK169546 



TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTTTAATGGTACTTGGTCTAATAGCACTGTGGAAT
GGCCAAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTACGCCCCTCCCATCAGAGGACAAATTAATTGTTCATCAAATATTACAGGGCTATTATTACACCGAGAT
GGTGGTAATAATGTTAGTAATAATGAGACCTTTAGACCTATAGGAGGAGATATGAAAAACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGT
GCAGAGAGAAAAAAGAGCAATAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169551 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTGGTCTAATAGTACTTGGCCTAATAGTACTGTGG
AAGAGTCAAATAGAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTAATTGTGTATCAAATATTACAGGGCTGTTATTACACCGA
GATGGTGGTGAAAATAGTAATAATAATACTGAGGTTAGTAATAGTACTGAGACCTTTAGACCCATAGGAGGAG
ATATGAAGAACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACC
CACCAAGGCAAAGAGAAGGGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATC 
>MK169676 
TTCTACTGTAATACAACACTATTGTTTAATAGTACTTGGTCTAATAGTACTGTGGAAGGGTCAAATAACACTG
AAGAAAATAGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGTTATTGACACGAGAT
GGTGGTAATAATAGTGCTAATAATGAGACCTTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169581 
TTCTACTGTAATACAACAGCATTGTTTAATAGTACTTGGTTTAATGGTACTTGGTCTAATAGTACTGTGAAAG
GGTCAAATAATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAATTGTGTATCAAATATTACAGGGCTGTTATTACACCGAGAT
GGTGGTAAAAAAGTTAGTAATGATACTGAGACCTTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGT
GGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169545 
TTCTACTGTAATACAACACTATTGTTTAATAGTACTTGGTCTAATAGTACTGTGGAAGGGTCAAATAACACTG
AAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACACGAGATGGTGGT
AATAATAGTGCTGATACTGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK169677 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGGATAATAGTACAAATAGTACTGGAGAGGGAGAAG
ATATCACACTCCCATGCAGACTAAAACAGTTTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGAGGT
AATAGCACTACCACAAACGAGACCTTCAGACCAGGAGGGGGAGATATGAGAGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN090376 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACAGAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGCTACTACTACTA
AGAGATGGTGGTAATAGCAATGACACGGATAACACGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC



AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACATTTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MN090399 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACAGAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAGATTAGTTGTTCATCAAATATTACAGGGCTACTACTACTA
AGAGATGGTGGTAATAGCAATGACACGAATGACACGGCTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACACTTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>AY835781 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATGATAGTACTTGGAATGATACTAAAGGGTTAA
ATAACACTGAAGGAATTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTCTTAACAAGA
GATGGTGGTAATAGCGAGAACGATACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACCATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M17451 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAAATAACACTGGAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAAATGTATATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGT
GAAGATACAACTAATACTACAGAGATCTTCAGACTTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAAGAATTGAGCCATTAGGAGTGGCACCCACTAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGGCTCAATAACGCTAACGGTACAGGCCAGACACTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>AY835779 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTGGAGGGACAAATGGCACTGAAGGAA
GTAACCCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGTAGTAACAAGAGCGATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGGCAGTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTAACAGTCTGGGGCATC 
>M38431 
TTCTACTGTAAGACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGAATGATACTGAAAGGT
CAGATAACAATGAAACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGATAAAGAGAACAGTACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCGCTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGACCAGACAATTAATGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U90935 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATGTTTAATAATACTTGGAATGATACTGAAGACA
CTGAAGGAAATGGCGCAATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAGGAAGTAGAAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGATACTATTAACAAGA
GATGGTGGTACTAACAATAGTACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M17450 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGGAGGAA
ATGACACAATCACCCTCCCATGCAGAATAAAAGAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA



TGCCCCTCCCATCAAAGGACAAGTTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAGCAAGAATGGTAGCAAGAATGAGAACACAGAGATCTTTAGACCGGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCTACGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY352275 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAAAATAGTACTTGGAATGCTACTGGAAATG
ACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGGT
GACAAGAACAGTACCACCGAGATCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGAAAACTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835769 
TTCTACTGTGATTCAACACAACTGTTTAACAGTACTTGGCATGGTAATGGTACTTGGAATGGTACTGAAGGAA
ATGGCACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AGGAACGAGAGCAATATCACCCTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGCGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGAAACTCACAGTCTGGGGCATC 
>M38430 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATAGTACTGAAGGGCCTAAAGGGTCAAATAACA
CTGAAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAGCAGCAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCACGGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AB221005 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTGAAGAGTCAAATAACACTGTAGAAA
ATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
CCTGAGGACAACAAGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY357406 
TTCTACTGTAAGTCAACAAAACTGTTTAATAGTACTTGGACTAGGAATAATGGTACTTGGACTCGGAATGATA
CTGAAAGGTCAAATAGCACTGAAGAACATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAATGACACGAGCGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGTACCATTAGGAGTAGCACCCACCGAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025758 
CTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAATGGGACTTGGAATGATACAGGAGGGT
CAAATAGCACTGAAGGAATTATCTCACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTATTATTAACA
AGAGATGGTGGTAGTAGCCAAAACAAGAGCGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGCATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACTAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>AF025764 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCCATTTAATAGTACTTTGAATGATACTAGCACTG
AAGGAAATGCCACAATCACACTCCCATGCCGAATAAAACAAGTTGTAAACACGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGAGGGACTAGCGAGAACGGGACGAACGAGATTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTCCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025751 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTAGAGAGTCAAATAACAGTACTGAAG
GAAATGGGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTACGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGT
GGTAATAACGAGAGCAATGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U69584 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTGGGAATAATATTAGCGAGTCAGATA
ACACTGAAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAGTAACACGGACGAGAACAGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835778 
TTCTACTGTAATTCAAGAGAGCTGTTTAATAGTACTTGGAATGATACTGAAGGGTGGAATAATACTGACAGGT
CAAATAAAACTATCACACTCCCATGCAAAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTGCTACTAACAAGAGATGGT
GGTAGGAACAATAGCGAAAACGAGACCTTCAGACCTGGAGGAGACGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGGACCATTGGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>AY835775 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGAATGGTACTGAGAGGTCATATAACACTTCAGAAA
ATATCAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AAGAAACAGAACGAGACCAAGAACGAGACCGAGATCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCATCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835749 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGTTAATAGTACTTGGAGTAGTACTGAAGGGT
CAAATAACACTGAAAGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGATAAAAACAACAATGAGACCGAGATCTTCAGACCTGTAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACTAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGTAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY426119 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATTTTAATGGTACTTGGAATTTAACACAATCGA
ATGGTACTGAAGGAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTAATATTA
ACAAGAGATGGTGGAACTAACAGTAGTGGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAG



AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY426125 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTGAAAAGTCAAGTGGCACTGAAGGAA
ATGACACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAATGTA
TGCTCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AAAAATGAGAGTGAGATCGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF025759 
TTCTACTGTAATTCAACACAGCTATTTAATAGTACTTGGCTGTTTAATAGTACTGGGAATGATACTACAGGGT
CAAATAACACGGAACCTATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAAAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTCTATTAACAAGAAATGACATCAAAGAGAACGAGACTGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCAC
CAAGGCAATGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>AF025761 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGGGATGAAGGGTCAAATAACACTG
AAGGAAATAACACACTCCCAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAAGAGTCCAAACGATACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGAAGTAGCACCCACTAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025749 
TTCTACTGTAATACAGCAAAACTATTTAATAGTACTTGGAATAGTACTTGGAGTTCAAATAATACTGAAGGAA
ATAGCACTGAAGAAATTATCATACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTACTAATGGGAAGAACGAGACCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025750 
TTCTACTGTAATTCAGCACAACTGTTTAACAGTACTTGGAATGATACTGAAAGGTCAAATAACACTAGAGAAA
ATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCAGAGGACAAATTAAATGTGCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAACAATACTGGGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025752 
CTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGAAGTTTAATAGTACTTGGAATGATACTGAAGGGT
CAAATAACACTGAAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAGATTACAGGGCTGTTATTAACA
AGAGATGGTGGTACTACCAAAAACGGGAACAACAACGATACTGAGATCTTTGGACCTGGAGGAGAAGATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATTGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>AF025756 



TTCTACTGTAATTCAACAAAACTGTTTAATAGAACTTGGAGTGTTAATAGTACTTGGAATGATACTGAAGGGG
TAAATAACACTGGAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGCAACAACGAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACTAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>M93258 
TTCTACTGTAATTCAACACAACTGTTTACTTGGAATGATACTAGAAAGTTAAATAACACTGGAAGAAATATCA
CACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
CAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAGGACACGAAC
GGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGG
CGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835758 
TTCTACTGTAACACAACAAAACTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGCTACTGCAGGCCAAG
AATTAAATAGCACTGAAGACACCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACTACTTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAATAGCAATAACACGAACACGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACTAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>L02317 
TTCTACTGTAAGTCAACACAACTGTTTAATAGTACTTGGGCTGGGAATAATACTTGGAATAGTAGTGCTGAAA
GGTCAGATGACACTGGAGGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTACATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTACGAGCGATACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025755 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAAGTTTAATAATACTTGGAATATTACTGAAAGGT
CAAATAACACTGACACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACTAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGGGGTAATAACAATGGGACCGAGGGTGATAATAACAACGAGACTGAGATTTTCAGACCTGGAGGAGGGA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACC
CACTAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAGGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTCTTGCAACTCACAGTCTG
GGGCATC 
>AF025757 
TTCTACTGTAATTCAACACCGCTGTTTAATAGTACTTGGAATAATAATAATTGGAGTGATCCTAATAACGATG
TAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGTGGCCAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
ACCACGGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATGTAAATATA
AAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACTATTATTGTCCGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835763 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAAGTTTAATGGTACTACTTGGAATTGGACTACAG
GGTTAAATAAAACTGAAGTAAATGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAGTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAGTAACAATGGTAGTAACAATGGGACCGGGATTAACAATGAGACCGAGATCTTCAGAC
CTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATT



AGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAACAGTGGGATTAGGAGCCTTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGAC
TATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCGTATGTTGCA
ACTTACAGTCTGGGGCATC 
>AF025762 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGACTGAATGGTCAAATAACACTGAAGGAAATATCA
CTAAAGAAAATATTACACTCCCATGCAGAATAAAACAAATTATGAACATGTGCCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAAAATTACAGGGCTGCTATTAACAAGAGATGGT
GGTACTGGCGGGAACGGGTCCGAGTTCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF025754 
TTCTACTGTAATTCAACACAACTGTTTAGTAGTACTTGGAATAATACTGAATCTGAAGGGGTAAATAACACTG
AAGGAAATGACACAATCATACTCCTATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAGTAATGGCAGCAACAAGGCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGAAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF286365 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGAAATAGTACTTGGTCAGATA
AAATTATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTATGC
CCCTCCCATCGATGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGGAAT
AGCAACGAGACCACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATC 
>U39362 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGTTACTGGAGGGACAAATGGCACTGAAGGAA
ATGACATAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCACAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGAGGT
AATAGTACTGAGACTGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAACAGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AF128126 
TTCTACTGTAATACAACACAACTGTTTGATAGTATTTGGAATAGTGAGAATGGTACTTGGAATATTACTAGGG
GGTTAAATAACACTGGAAGAAATGACACAATCACACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAAGGATGATAATAGCAGGGACGGGAACGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAGAAAGAGCAGTGGGACTAGGAGCTATGTTCATTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTG
GTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>AF025763 
TTCTACTGTAATACAACACAACTATTTAATAGTACTTGGAATGTTGCTGAAGGGTCAAATAGCACTGAAGGAA
ATAGCACACTAATCGAACTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAATATTACGGGGCTGCTATTAACAAGAGATGGT
GGTAATAATAGCGAGAGCGCCCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAGGGCGAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCGGCAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012793 



TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGGGGAATGGTACTGAGAGGTCAAATGAAACGGAAG
ATACTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGATGGTGGTGAT
AAATTAACAAGGGATGGTGGTGATAATGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAA
AAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU576292 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTTTTAATAGTACTTGGAATAAGAATTTTAATA
GTACTTGGAATATTACTGAAGGGACAAATAACACTGAAATCACACTCCCATGTAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCTAACATT
ACAGGGCTGCTATTAACAAGAGATGGTGGGGGTAATGGGAGCGGGACCACTGAGGTCTTCAGACCTGGAGGGG
GAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGC
ACCTACCAAGGCAAAGAGAAGAGTGGTGCAAGGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>KT283697 
TTCTACTGTGATTCAACACAATTGTTTAATAGTACTTGGAATAGTACTTGGCTGAATGATACCGAAGGGTTAA
ATAAAACTGAAGGAGACCCTATTATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGCAGGACCAATTAATTGTTCATCAAATATTACAGGACTGCTATTAACA
AGAGATGGTGGCAATAACAATGACACTAGCAACACCGAGATTTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCTACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173952 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGGGGCTAATGATACTTGGACTGAGTCAAATAACA
ATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AATAAAAACGATAGCAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGCCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173953 
TTCTACTGTAATACAACAAATCTGTTTAATAGTACTTGGAATGGTACTGAAGAGTTTGATAGTACTTTGAGTG
ATGCTGAAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACACATTAGATGTGTATCAAACATTACAGGGCTGTTATTAACAAGAGATGGG
GGTATGAACAACGGGACCAAGGACAACGAGACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY173954 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGATTAATAATAATGGTACTTGGAATAGTACTTGGA
GTAGTAATAATAATACTGATAACAATGGAACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAATAACAATAACACGAACAGGACCGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGT
CTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCACAACAGCATATGTTGCAACTCACAGT
CTGGGGCATC 
>U21135 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGCATGCTAATGGTACTTGGAAGAATACTGAAGGGG
CAGATAACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCACCCATCGAAGGACAAATTAGATGTTTATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAGTAGTGAAGAGAACCAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG



AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTCGAACTCACAGTCTGGGGCATC 
>MH012589 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAATGGTACTACAGAGTCAAATAACATTGGAGAAA
ATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCTCC
TCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAAC
ACAAATAATATCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAGAGTTGAACCATTAGGACTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH012650 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAACGTCAAATATCACTGGAGAAG
ATATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGCAGGACCAATTAGATGTACATCAAATATTACAGGGATGATACTAACAAGAGATGGAGGTAAA
AACAACGGGAGCGATGAGGTCCTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAGCGATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGGCAGTGACGCTGACGGTACAGGCCAGACAGCTACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012866 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGTTAATGGTACTTTGAATAGTACTGGAGGAGAAA
ATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTGAAAAC
GGGAGCAATACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MH012925 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGACTTGGAATGGTACTGCTTGGACTTGGAATAGTA
CTGAAGGGTCACCTGACAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGGGGACAAATTAAATGTTCATCAAATATTACAGGGTTGCTA
TTAACAAGAGATGGTGGTGATAACAGGAACAACACCACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835761 
TTCTACTGTAATACAACAGCACTGTTTAATAGGACATTTAATAGGACTGAGAATGATAATGGTACCTGGAATA
GTACTGACCCTATCATACTCCAATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGGCAATGATACTAAAAATGATACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF069140 
TTCTACTGTAATACAAAAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCATATAACATTGAAGGAA
ATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTTGGTGCTCATCAAATATTACAGGGCTGCTACTAACAAGAGATGGTGGT
AAGAACAGCAGCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU331649 



TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCCTTTTAATAGTACTTGGAATGATACTAACACTG
AAGGAAATGACACAATCACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGAT
GGTGGTATAAACCAGAGCAGGACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTGTACAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY608577 
TTCTACTGCAATTCAACACAACTGTTTAATGGTACTTGGAATGGTACTTGGTTAGATGTCAAACAAGGAAATG
GCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTACA
AGCAATGAGACCACCACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAGATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCAACTGTTGAAACTCACAGTCTGGGGCATC 
>JN944928 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTATATTAATAATACTGGGAATGGTGCTAAAGGGT
CAGATAACACTGACACTATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCCTCAAATATTACAGGACTGATATTAACAAGA
GATGGGGGTAATAACAATGATACCAACAATGATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH013129 
TTCTACTGTAATTCAACACAACTATTTAATAGTACTTGGGAGAGGGAAGAGTCAAATGACACTCGAGGGAATG
ACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
GTGAGCGACCCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAG
AAGAGCAGTGGGCCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>U04908 
TTCTACTGTAATACAACACAGTTATTCAATAGTACTTGGTATCGGAATGGTACTTGGTATTGGAATGGTACTA
GGATTGAGAATGGTACTGAAGGGTTAAATGACACAATTATCACCCTCCCATGCAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATT
ACAGGGCTGCTATTAACAAGAGATGGTGGTAATACTAATAAGACCGGGACCGAGAACGAGACCGAGATCTTTA
GACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACC
ATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCT
ATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCA
GACAATTGTTGTCTGGTATAGTGCAACAGCAGAGTAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTT
GCAACTCACAGTCTGGGGCATC 
>KT283706 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGGAGGACTAAATAACACTGGAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAATGGGACCAGCGGGGCCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012332 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACGGAAGGGTCAAATAACCCTGTAGACA
ATGGCACAATCACGCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTAACTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GATAACGGGAGCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTACA



GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCGTGTGTTGCAACTCACAGTCTGGGGCATC 
>MH012400 
TTCTATTGCAATACAACACAACTGTTTACTTGGAATAGTAGTAGTCCTTGGAATATTACTGAAGGGGTAAATA
GCACTATGGGAAATGACACACTCACACTCCCCTGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATGGAAACGAGAGCCAGGTCAATAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCGACTCACAGTCTGGGGCATC 
>MH012257 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGTCAAATAACACTGAAGGAA
ATGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATCACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAGCAGCGGGACCACCGAGTTCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAGGAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH012478 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGGAATGGTACTAAAGTGTCAACTAACACGG
AAGGAAATGGCACAATCATACTCCCATGCAGAATAAAACAACTTATAAACATGTGGCAGGAAACAGGAAAAGC
AATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGGTGCTATTAACAAGAGAT
GGGGGTAACAATGATGGGACTGGGACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH013027 
TTCTACTGTAATACAACAGACCTGTTTAGTAGTACTTGGAATGACACACAACTGAATAATACTGGGAGTGAAG
GGTCAAATAGTACTGGAAAAAATGACACAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTGTATCAAATATTACAGGGCTG
CTATTAACAAGAGATGGTGGTAGTAGTAACGAGACTAACGGGACCGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCAC
CAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTAAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>MH013075 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATTCAACACAACTTAGTAGTACTGAGAATAGTA
CCGAAGGGTCAGAGAACATCACACTCCCATGCAGCATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATGCCCCGCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGGTGGGAATGCGAGCAATGAGACCACCGAGACTTTCAGGCCTGGAGGAGGAGATATGAGAGAAA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCTCCACGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCATTGTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGATGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATATGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ487188 
TTCTACTGTGATACAACACGACTGTTTAATAGTACTTGGAATAATACTTGGACTGGGAATGATACTTGGTCAA
ATAACACTAGAAGAAATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAAACATTACCTGTTCATCAAATATTACAGGGCTAATATTA
ACAAGAGATGGTGGTGATAACAATAGCACGAACGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ487190 



TTCTACTGTGATGCAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGATTGGAATAGTACTGAAGATT
CAACTAACGCTGATGGAAATAACACAATCATACTCCCATGCAGAATAAAACAGATTGTAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAACGGCACCAATAACGACAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCGGGCATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCCATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY612855 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATGAGAATGATACTACCTGGAATAATACAGCAG
GGTCAAATAACAATGAAACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAATTGTTTATCAAATATCACAGGGCTATTATTAACA
AGAGATGGTGGTGACAACAATAATACAATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATCGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835437 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGACGCGGCCGCCTAATGGTACTTGGCGGTCTAATG
GTACTTGGAATAGTACTGAAGGGACAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACAT
GTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAATATCACA
GGGCTGCTATTAACAAGAGATGGTGGTGAGAACAGGACAGATAACGGGACAGAGATATTCAGACCTGGAGGAG
GAAATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTAT
TGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCAC
AGTCTGGGGCATC 
>KT283729 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGCTTGGAATAGTACTGAAGGGTCAAATAGCACTG
GAGAAAATGGCACTATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGAGGTAATAATAATGGTACGAACAATACCATAGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGAAAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAAAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ313246 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGAATACTAATAGTACTTGGAGTGATACTAGAGGGT
CAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGGAACGAGAGCAAGCCCGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAGGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACGTTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU289197 
TTCTACTGTGATTCATCACCACTGTTTAATAGTACTTGGGAGAATGATACAGAAGTGTTAAATAACACTGTGG
GAAATGAAACAATCACGCTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGTACTAACGGGGACAATACCACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ609870 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGCTTAATAAAACTTGGACTGGGTCAAATGACACTG
AAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGTAAG
ACAAACCAGAGTAACACGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGTAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY835436 
TTCTACTGTAATTCAACACAGCTGTTTAATAGTACTTGGAGTGTTAATAGTACTGGGAATGATACTACTGAAG
AGCCGAATATCACATTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TAACCCTCCCATTAAAGGAATAATTAGTTGTAGATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGT
AATAACAACAACACCAACACCACCGAAACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835768 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATGAATAATGGTACTTGGATTGGTACTAACGAGT
CAGATAGCAACATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGAACAAATTAGTTGTTTATCAAACATTACAGGGCTGCTATTAACAAGGGATGGT
GGTGGGAACGAGAGCAAGAACGGGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTGAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289190 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGTCGTCTAATGATACTTGGAATAGTACTGGAGTGC
AAGATAACAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCCAAGGACTAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTACTAACAATACCAATGCCACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCGTCCGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAACAATC
TGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY835438 
TTTTACTGTGATACATCACAACTGTTTAATAGTACTTGGAATTCTAATAGTACTTGGAATGATACTAACAATA
ATAATAGCACTGAAAAGATTATACTCTCATGTAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACCAATTAAGTGTTCATCAAATATTACAGGGCTGCTATTAGCAAGA
GATGGTGGAAATGAGACTAATGTGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATAGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT283753 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATGTTACTGATACTGAAGTGTCAAATAACACTA
ATGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCAGAGAAGGGCAAATTAAATGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATAGTAATAATACTGACAATGGAACCGAGGTCTTCAGACCTGGAGGAGGAAACATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289198 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCCTTGGAATGTTACTGAAGAGTCAAATAGCACTG
ACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACCAATTAGATGTTCATCAAATATTACAGGTCTGCTATTAACAAGGGATGGTGGGAAT
ACCATAAACGGAACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU678164 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGTATGCTAATAGTACTTGGAATAGCACTGAAGGAA
ATAACACTGACATACCTATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGAAA



AGCAATGTATGCCCCTCCAATCTCAGGAAAGATTAGATGTTCATCAAATATTACAGGGATGCTATTAACAAGA
GATGGTGGTAATAATAGGAACAGTAGTAATCCCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAG
AAGGGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGTGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JN024303 
TTCTACTGTAATACAACAAGGCTGTTTAATTGGAGTGATACTGAAAGTGGGAATGGTACTGAAGGGAAAAATG
ACACAATTATACTCCCATGCAAAATAAAACAAATTATAAACCTGTGGCAAGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGACCAATTAGATGCTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAGT
AGTAATACGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGATTTGGAGCTTTCTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGCACAGGCCAGACTATTATTGACTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY332237 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGAATCTGACTAGTGCTGAAGGGTTAAATGACACTG
AAGGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAGAGAGAATGGGGACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAACAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGTTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACACCAGCTGTTGCAACTCACAGTCTGGGGCATC 
>AY308762 
TTCTACTGTAATACAACTAAACTGTTTAATAGTACTTGGGGGGTTAATGGTACTTGGAATGGGACTGAAGGGA
ATAATGGGAATAACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGATTAATTAGATGTTCATCAAATATTACAGGGTTGATGTTAACAAGA
GATGGTGGTGGTGGTAATAGCAGCACAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY835753 
TTCTACTGTGAGACAACACAACTGTTTAATAGCACTTGGATTAGGGATAATGGTAATTGGACTAGGGCTGAGA
ATATTACTGAAGGGAATAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAGCAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAACTGTTTATCAAATATTACAGGACTGCTATTAACA
TGGGATGGTGGTAATAATAGCACTAGTAATAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACA
GCAGGAAGCACTATGGGCGCAGCATCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAGCTTACAGTCTGGGGCATC 
>EU575474 
TTCTACTGTAGTACAACACAACTGTTTAATAGTACTTGGATTGCAAATAAGACTGGGAATGATACTGGAGGAT
CAAATGGAACTATTACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAACATTACAGGACTGCTATTATTAAGAGATGGT
GGTAAGAATAACGGGACAGGAAACATGACAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAACACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>JN024428 
TTCTACTGTAATACAACACAGCTGTTTAATAGTATTTGGTATAATACTACAAATAGTTCTTGGAATAATAAGA
CATGGTCAAATAACACGATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATATATGCCCCTTCCATCAAAGGAAAAATTAAATGTATATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTGATACCAATAGTGGGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
GTGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 



>AY331284 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGCTAATGTTACTGCAAATAGCACGGAAGGAA
ATGACACCCTCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGGATAATTAGCTGTTCATCAAATATCACAGGGCTATTATTAACAAGAGATGGTGGA
AGTGAAAACAGGCCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAATAGGAATGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
AGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331285 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGATTAGGGAGGGTAATAATGGTACTTGGAATGGTA
CTATAGGGTTAAATGACACTGCAGGAAATGACACAATCATACTCCCATGTAAAATAAAACAAATTATAAACAT
GTGGCAGGAAGTGGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACA
GGGCTGATATTAACAAGAGATGGCGGTAAGGACGATAGTAATGGGAGTGAGATCCTCGAGATCTTCAGACCTG
GAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGG
AGTAGCACCCACCAGGGCAAGGAGGAGAGTGGTGCAAAAAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTC
CTTGGGTTCTTAGGAGCAGCAGGAAGCGCTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAAT
TACTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACT
CACAGTCTGGGGCATC 
>KT124745 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGCTTGGAATAATACTGAAGAGTCAAATAACACTG
AAGGAAATAGCACAACAATCACACTGCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATTAAATGTTTATCAAATGTTACAGGGCTGCTATTAACAAGA
GATGGGGGTAATAACAATGACACTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAATAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCATTGACACTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>JN562755 
TTCTACTGTGATACAACACAATTGTTTAATAGTACTTGGAATGGTACTGAAGAGTCAAATGACACTGAAAGTA
ATATCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAATAATTAGCTGCTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGTGGT
AAGCCCAATAATGAGACTAATAATGGTACTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACACTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562794 
TTCTACTGTAATACAACACTATTGTTTAATAGTAATTGGACTTGGAATGATACTGGAGGATATTTTACTAAAG
GGTCAAATAACACAAATGATACTGAAGGGTCAAATAGCACACATATCACACTCCCATGCAGAATAAAACAAAT
TATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCTATCAGTGGACTAATTAGATGTTCATCA
AATATCACAGGGCTGCTACTAACAAGGGATGGTGGTATGACGAATGATACCAATACCACCGAGACCTTCAGAC
CTCTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATT
AGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGAC
AATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>JN562786 
TTCTACTGTAATACAACAAAATTGTTTAATAGTACTTGGAATATTAATGGTACTTGGAAGGGTACAGGAGAGC
CAAATATCACACTCCCATGCAGAATAAAACAAATTGTACACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAACTGCTCATCACATATTACAGGGCTGCTATTAACAAGAGATGGTGGGCAT
ACTAACAATAATGGGAGCAATGAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACA
ATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN562773 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATGGTACAGAGTCAAATAACACTGAAGAAGATA
ACACAATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGC
CCCTCCCATCAGAGGAAATATTAGCTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTATT



AACCAGACCAAAGACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAAAGGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289189 
TTCTACTGTAATACAACAAAACTGTTTAATAATACTTGGAATAGTAATGATACTTGGACTAATACTGAAGAGT
CAAATGAAACTGAAATCAGGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGC
AATGTATGCCCCTCCCATCCAAGGACAAATAAGATGTTCATCAAATATTACAGGGCTGCTACTAACAAGAGAT
GGGGGTAACAACACGAACAATACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCTAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593200 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGAATTCAACACAACTGTTTAATAGTACTGGGG
AGAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTGGGAAAAGCAAT
GTATGCCCCTCCTATCAGAGGACCAATTACATGTAAATCAAATATCACAGGGCTGATACTAACAAGAGATGGT
GGGAACAGCAGCAGCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593201 
TTCTACTGTAATACAACAAGACTGTTTAATAGTACGTGGAATGCCACTAGGGAGGAGAATGGTACTAAAGAGA
CAAGTGACAATACCACACTTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCAATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATGACAATGGTTCTAACAACACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTTCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGATGCTGACGGTACAGGCCAGACACTTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU289192 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATACAACACAACTTAATAGTACTTGGGATGTTA
CAGGAGGGTCAAATACTACAGAGAATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGCAAAGCAATGTATGCCCCTCCCATCAGTGGAATAATTAAATGTACATCAAATATTACAGGGCTACTA
TTAACAAGAGATGGTGGTACAAACAATACAAACGGTAGCGAGATTTTCAGACCTGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGCGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593204 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGTCGCTTAATAGTACTGGGCTTAATAGTACTGGGA
ATGGTACTGAGATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGCTCATCAAATATTACAGGACTACTATTAACAAGAGATGGA
GGGAGCAATGACACCCGCCAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAGAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAAACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU289195 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATAATACTAATGGTGATTGGAATCTTGCTAGTG
AAGGATCAAATAACACTGCAGTAAATGGCAGTATCATACTTCCATGCAGAATTAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGG
CTGATATTAACAAGAGATGGTGGTGTTAATGCGACCAATGCCACTGAGATCTTCAGACCAGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCTAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCATTGGGAATAGGAGCTCTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTG
GGGCATC 



>EU575815 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACCTGGGCTATGAATAGAACCTGGAATGATACTGAAGGGT
CAAATAACAATAAAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAGTGAAAATGCGAACAAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATAGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU575850 
TTCTACTGCAATACAACAGCACTGTTTAATAGTACTTGGAATAATACTGAATGGTCAAATGACACTAGGTCAA
ATGACACTAGGTCAAATGCCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGTTATTA
ACAAGAGATGGTGGCAGTAGCAATGATAGCACGAACGGGACCACCGAGATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCAG
CAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>EF593232 
TTCTACTGTAAGTCAACAGAACTGTTCAATAGTACTTGGAATACTAATAGTACTTGGAATACTACTAGTACTT
GGAATACTACTAGAGGGCCTAACAATAGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGGAACAATGGGACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAG
TGCAACAGCAGAACAATCTACTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>JN400469 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAACATTACTGAAGGGTCAAATAACACTGAAGGGT
CAAATAACACTGAAGAACTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAATAGTAGCAGCAACGGGTCAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAAGGCAAAAAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593304 
TTCTACTGCAATACAACAATACTGTTTAATAGTACTTGGAATGAAACTAACCTGTTTAATGCCACTGAAGGAA
ATAACACAGAAGTTATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGAT
GGCGGTATTGGGAACAATATCACCAATACCTCCGAGATCTTCAGACCTATAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTCAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331294 
TTCTATTGCAACTCAACCAAACTATTTAATAGCATTTGGGATAATAATAAAGATAGCACTAAAACAAATGAAC
CAAATGATGGAAAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTACATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGCAAGAACAATGGCACTAATGGGACCGAGGTCTTCAGACCTGGAGGAGAAAATATGAAGGACAATT
GGAAAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCACGGCAAAGAG
ACGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAACTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KT124746 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGAAATGATACTGGAGAGTTTAATAACACTG
GAAAAAATATCACATATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGATACTATTAACAAGA



GATGGTGGTAATAGTAGCGAGGACAAGGAGATCTTCAGACCTGAAGGAGGAAATATGAGGGATAATTGGAGGA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT124747 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGCCATGGCCGGATAATGATACTAATGATAACGGTA
CAGGCAATAGCACAATCACACTTCCATGCAAAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTACATCAAATATTACAGGACTGATATTAACAAGAGAT
GGTGGTCCCACAAATGATACCAACAACACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGACCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGGAAAAAGAGCAGTGGGGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF593208 
TTCTACTGTAACTTAACAAGGCTGTTTAATAATACTTGGTATAATGAGAGCAGTAGTACTTGGAATGTAAATG
GCACCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCATGGGATCAATTAACTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAAC
CATAACAATGACAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGGAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGGACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY560107 
TTCTACTGTAATACAGCAAAACTGTTTAATAGCATTTGGAATAATAGCAGTTGGAGTGGTACTGAAAGGTCAA
GTAACGAGACAAGGAACATCATACTCCCATGTAAAATAAGACAAATTGTAAACCTGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGATACTATTAACAAGA
GATGGTGGTAATAACACAGAAGGGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY560108 
TTTTACTGTAATACAACACCACTGTTTAATAGTACTTGGGTTAATGGTACTAGGAATGATACTGCAAGGCCAA
ATGACACTGACACAATTAAACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTACTATTAACAAGAGAT
GGTGGTATTAACAGCAGCAATACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTGGGAACAGCAGGA
AGCGCTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATATGCTGAGGGCTATTGGGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY560109 
TTCTACTGTAATACAACACAACTGTTTAATAGCACTTGGTATAGTAATAGTACTGGGAATAGTACTGGAGGGT
CAAATGACACTATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAAT
GTACGCCCCTCCCATCAGTGGAAAAATTAGTTGTTCATCAAATATTACAGGGCTACTGTTAACAAGAGATGGT
GGTATTAACATGACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCACTTATTGCCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY560110 
TTCTACTGTGATTCAACACCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATGATACTACTGACACTG
AAGGAAATGAAACAATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCGAGGGAGTAATTAAATGTTTATCAAATATTACAGGGCTGCTATTAGTAAGAGAT
GGTATAAGCAACAGTAGTGACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCGCTATG
GGCGCAGCGTCAGCGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAACT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF175212 



TTCTACTGTAATACAACAAAACTGTTTAATAGTAATTGGACTTTGGAGGGTAATGTGACATATACCACAAATA
ACACAAATGGCACAAATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCAATCCCATCAGTGGACTAATTAACTGTACATCAAAGATTACAGGGCTGCTATTAACAAGA
GATGGGGGTACAGAGGGTAATGGCAGCAACGGGACCGGGACAGAGATCGAGAACAGGACCGAGATCTTCAGAC
CTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAAT
AGGGATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGGTGCTGGGAGCT
ATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCATCAGTAACGCTGACGGTACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGCAGGCTATTGAGGCGCAACAGCATCTGTT
GCAGCTCACAGTCTGGGGCATC 
>EU577426 
TTCTACTGTAATTCAACAGAACTGTTTAATAGTACTTGGAATAATACTAATACTTGGAATGATACTGGAGAGT
CAAATGAAACTATCATACTTCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGAGAAATTAACTGCTCATCACAAATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATGATAATACCACTAACATGATTGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATCTAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593284 
TTCTACTGTAATTCAACACAATTGTTTAATAGTACTTGGTATGGTAATGAGACTATTGAAGGGTTAAATGACA
CTACAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTTTTAGCAACAATACCCAGGAGAAGAACAAGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAGTTGAACCATTAGGACTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGTTTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593310 
TTCTACTGTAATTCAACACCACTGTTTGATAGTATTTGGAATAGTACTGGGAATGATACTGAAGGGTCAAATA
GTACTGAAAAAGATATCATACTCCAATGCAGAATAAAACAAGTTATAAATATGTGGCAGCAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACAGGGGCGAGTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAGAGATCAGTGACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593312 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGTATGGTAATGAGACTGAGACTGGAGGGACAAATG
ACACTATAGGAAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAAAATTACAGGGCTGCTATTAACAAGGGAT
GGTGGTAACAACAATGAGACCAATACCACCGAGACATTCAGACCAGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTCAAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EF593314 
TTCTACTGTGATTCAACACAACTATTTAATAGTACTTGGACTGAAGGGGCGACTAACAATACAGGAAATGACA
CAATCATACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAATAGC
AGCAAAACAACCCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAGATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
GCAGTAACGCTGACGGTACAAGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593316 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACTTGGCCTACTAATAGTACTTGGAATGCTACAGAAGGGT
CAAATAGCACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCATGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGATATTTTTAACTAGAGATGGT
GGTAAAGAGAAGAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA



GAGAGAAAAAAGAGCGGGAATAGGAGCACTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF593318 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGCCTTGGAATGGTACTGAAGGGCCAAATATCACTG
GAGGAGATACTAACATTAACATTAACATTACACTCCCATGCAGAATAAGACAAATTGTAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGTTGTTG
TTAACAAGAGATGGAGGTAACAATAGTACAAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN786786 
TTCTACTGTAATACAACAGAACTGTTTAATAGCACTTGGTATACTAATGGGTCAAGTAATAATATTGAAGGAA
ATGACACAATAATCACACTCCCATGCAGAATAAAACAAATTGTACGCATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGATGGAATAATTAGATGTACCTCAAATATTACAGGGCTGCTATTAACAAGGGATGGT
GGTATTGATAATAACACGACCGATCCCGAGATCTTCAGACCTGAAGGAGGAGATATGAAAAACAATTGGAGAA
GTGAATTATATAGATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGTAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGAAACTCCCAGTCTGGGGCATT 
>JN599165 
TTCTACTGTAATACAGCAGGACTGTTTAATAGTACTTGGAATAGTACTTGGAGTTTAAATGACACTAAAAGAA
ATGGAAATGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGTTGCTATTAACAAGAGAT
GGTGGGAACGGGAACATCACCAACACCACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATC 
>KT124759 
TTCTACTGTAATACAACAGACCTGTTTAATAGAACTGTGGAAAAAAATATTACTTGGCCTAGGGCAAACGACA
CAGAAGGAAATGAAAATGAAACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAGAGGACAAATTAAATGTACATCAAACATTACAGGACTACTATTA
ACAAGAGATGGTGGGAATAGTAATGATACTAATGATACCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCACTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN562762 
TTCTACTGTAATTCAACACAACTGTTTAGTAGCAGTTGGAATAGTACTAGTACTTGGAATAGTACTACAGTGT
CAAATGATACTGACAAAAATATTACACTCCCATGTAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGAATAATCAGCTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGGGGTAATAGCAAGAATGGGAGTACTAACAGTAGCAGTGATGGGAGTAATAACAGTAACAAGAGCG
AGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACA
AATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGA
ATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGG
TACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACA
ACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124776 
TTCTACTGTAATACAACACAACTGTTTAATAGTATCTGGAGTAGTAATGGTACCAGGAATAGTACAAATAGCA
CTAGGACAAATAGTACTATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAACAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTGTATCAAATATTACAGGGCTATTGTTAACA
AGAGATGGTGGTACAAATATCACCAACGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAGGGT
GGTGCAAAGAGAAAAAAGAGCAGCGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KT124798 



TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAAGCGTACTTGGAATAATGTTAAAGGGAACAATG
ATACTAATAAAAATATCACACTCCGATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGAGAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGAT
GGTGGTATTAGCAACAGCACGAATGACACCACCGAGATCTTCAGACCTGAAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGCTTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU331247 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGAATGGTACTGAAGTGGTAAATATCAATGAAGGAA
ATGACAATATCACTCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCGAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
ACTAATGACACCACCGAGGTCTTCAGACCTGCAGGAGGAGATATGATGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAATAACAATAGGAGCGGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCCGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGTTGAGAG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN786831 
TTCTACTGCAATACTTCACCACTGTTTAATAGTATTTGGAATAGTAGTACTTGGAATGACACAAATAATACTG
AAGGGGCAAATGACACTGTTATCACACTTCGATGCAGGATAAAACAAATTATAAACATGTGGCAGGCAGTGGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGACAAATTAGGTGTTCATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTAAAGAAAACGCTACCAGGAACAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAATAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ403100 
TTCTACTGTAAGACAGCACAACTGTTTAATAGTACTTGGAATGTGTTTAATAGTACTTGGAATGGTATTAAAA
GGGTAAATAGCACTGAAGGAAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGCTCATCAAATATTACAGGGCTG
CTGTTAACAAGAGATGGTGGCAATAACGAGAACGGAACCCCCGAGGTCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>EU576617 
TTCTACTGTAATACATCACCACTGTTTAATAGTACTTGGAATAGTACTACTAATGGGAATGAGACTGAAGGGT
CAAATAACGGAACTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAAATATTACAGGGCTGCTAATAACAAGAGAT
GGTGGTAATAACGAGACCGACAGCACAGAGAGCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY331296 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACCGAAGAGTTAAATAGTACAAATGACA
AAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AATAACAACAGCGATACTCCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAACGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>EF593286 
TTCTACTGTAATACAACAGAACTGTTTAATAGTACTTGGTATGGTAATGATACTAGGAATGATACTATCACAC
TCTCATGCAGAATAAAACAAATAATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAA
AGGACAAATTAGATGCTCATCAAATATTACAGGGCTACTATTAACAAGGGATGGTGGTAATGACACGGACGGG
AAAGAGACCTTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGT



GGGATTCGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTG
ACGGTACAAGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAACAATCTGCTGAGGGCTATTGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU577525 
TTTTACTGTAATACAACAAACCTGTTTAGTAGTACTTGGTATGGGAATGAAACTGAAGAGCCAAATAATACTA
CAGGAAATAGCACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGGCCAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAACACGAACGAGACCACCGAAACCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAA
GTGAATTATATAAATATAAGGTGGTAAAAATTGAACCACTAGGAGTAGCGCCCACCAGAGCAAGGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAGCTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATTGATGCACAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>JQ085297 
TTCTACTGCGATTCAACAAAACTGTTTAATAGTACTTGGAATGGTACTGAAGATGATTCTGGAAAAAATAGAA
CAATCACACTCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCTATCAAGGGACAAATTAGCTGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAACAAT
GTGAGCAACACCACCGAGGTCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085295 
TTCTACTGTAATACAACACCACTATTCAATAGTATTTGGAAGGATGGACAGTTAAATAACACATACACTAAAG
AGAAAAATATCACACTCCAATGTAAAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTACATGTATATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGT
ATTGGCAATAATGAAACTGGCAATAACAATACTGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGCAGAGAGACAAAAGAGCAATAGGAACACTAGGGGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCCAGATTACTATTATCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ798397 
TTCTATTGTAATACAACAAAACTGTTTAACAGTACTTGGAATGGTACTGAAGGACTAAACAACTCTACAGGAA
ATAGCACAGGAAGTATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAATTATTACAGGGCTGATATTAACAAGAGAT
GGTGGTATTGACAATAAAAATGCCACTAACACAAACAACACAGAGACCTTTAGACCAGGAGGAGGAAATATGA
AGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGCA
ACAGCAGGGAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATCTGCTGAAGGCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ469685 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAACATTACAGGAAATAACACCATCGCACCAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AGTGACAAAAATGATACTGAGGTCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ798416 
TTCTACTGTAATACAACAGGACTGTTTAAAAGTACTTGGTATATGAATACAACAAGGAATGATAGTGCTGAAA
ATATAACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACCAATTAGTTGTTCATCAAATATTACAGGGTTGATATTAACAAGGGATGGTGGTGATAGG
AACGATACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAACAATTGAACCATTAGGAATAGCACCCACCAAGGCGAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAATAGGCCTGGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JQ085289 



TTCTACTGTAATACAACATCACTGTTTAATAGTACCTGGAATGGGAATGAGACCATAGAGTCAAATAACAGCA
CTGAAAATATTATACTCCAATGCAGAATAAAACAAACTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
AATAATGCTAGCCAGACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAGATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>JQ085293 
TTCTACTGTGATACATCACTACTGTTTAATAGTACTTGGAATGAAACTACTTGGAACAAAACTACTGGGAATA
GTACTAACGATGCAAATAACACAGTAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGAAGAGCAATGTATGCCCCTCCCATCAGCGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGATA
TTGACAAGAGATGGTGGTAATGAAAGTAAGAATAACAGCGCTGAGATTTTCAGACCTGCAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCCCCCACCAG
GGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTCGGAGCTCTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAATATGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>AF217150 
TTCTACTGTAATTCAACACCATTGTTTAATAGTATTTGGAATATTACTGGGAATATTACTGAAGAGTCAAATA
ACACTAAAGGAAATGACACAATCATACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAATGTGTATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAAGGATGAAGGTAAAGAGAACGATACCGAGACCTTCAGACCACAAGGAGGAAATATGAGGG
ATAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH262735 
TTCTACTGTAATACAACACAGCTGTTTAACAGTACTTGGAGGGTGGTCAATGGTACTTGGAATGATACTATAG
AATCAAATAAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGAAGGACAAATTAACTGTTCATCACAGATTACAGGGCTACTATTAACAAGAGAT
GGTGGTAATGACACAAACGGGACGACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAATCACTATG
GGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH263144 
TTCTACTGTAATACAACACCACTGTTTAATAGCTCATGGAATGGTACTGAAGGATTCAAAAAGTTCAATGAGA
CTGAAGACAAAAACATTACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGAATAATTAAATGTTCATCAAATATTACAGGGCTGATACTAACAAGAGAT
GGTGGTAGAGATGATGGTACTAATACCACAACAAACGATACCGAGATCTTCAGACCTATAGGAGGAGATATGA
AGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAGTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCAGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATTTGCTGAGGGCTATTGACGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH263362 
TTTTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAAGAGGAATGATACTAATAGTACTTGGAATGTAA
CACAATGGAATGATAGTACTAATGGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
AGAAGTAGGAAAAGCAATGTATGCCCCTCCTATTAGAGGAAACATTAGCTGCTCATCAAATATTACAGGGCTC
ATATTAACAAGAGATGGTGGTGAGAAAAATGAGACCGATGAGATCTTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTACAACTTGAGCCATTAGGAGTAGCCCCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
ACAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>MH263630 
TTCTACTGTAATACAACGAAACTGTTTACTTGGAATAGTACTCGGGATGGGAATAGCACTAAAGAGGCAAATG
ACACACTCATTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACCCATTAATTGTGTATCAAACATTACAGGGTTGATATTAACAAGAGATGGTGGTACT
GGAAAAAATACCACAGACAACAACACTGAGGTCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAA



GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ACTTGCTGAGGGCCATTGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATC 
>KX984368 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGAGAATGAGACTACAGGGATAAATACCACTGAAG
GAAATGGCACATTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAATAGAGATGGTGGTAATGACACAAACAGGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX984537 
TTCTACTGTAATACAACACAACTGTTTAATAGTACCTGGGATAATAGTACCTGGGATACTAACTGGACTAGTC
CTGAAAATTCTACCAATACCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAAGTGTTCATCAAATATTACAGGACTGCTGTTA
ACAAGAGATGGTGGTAATAGCACAGATGGAAACAACTCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTGCAAATTGAACCATTAGGAGTAGCACCTACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTATTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984588 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGTATGCTAATGGTTCTGGGAATAATACTAAGTGGA
CAAATGACACCATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGAGTGATTAACTGTGTATCAAGTATTACAGGGCTACTATTAACAAGAGATGGT
GGTAGTGGAAATAACACCAACACCACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCTCCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY842786 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGTTAATGGTACCAGGAATGATACTAAAGGGTCAA
ATAGCACTGAAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAATATTACAGGGTTGTTATTAACAAGAGAT
GGGGGTAACGAGGATAACAAGACCGAGACCTTCAGACCTGCAGGAGGAGAGATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGGGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY842808 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAACGATACTACTATTAATAGAACTGAAGGGTCAA
ATACAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGT
GGTGCTGATACTAACACCACCGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAGTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KX984877 
TTCTACTGTAATACAACAAAATTGTTTGATAATAATATTGCTAACAGGTCAGCTAATAGCACAATCATACTCT
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCATCGAAGG
ACAGATTAGCTGTTCATCAAATATTACAGGGCTGTTATTAACAAGAGATGGTGGTAGTAGTAATGAGAATAAT
GGGAGTGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAG
TAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAATGGCAGCAGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCGCTATGGGCGCAGCGTCAATGACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGG
CGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>AY842824 



TTCTACTGTAATACAGACCAGCTGTTTAATAGTACTTGGCAGTTTAATAGTACTTGGCCGCCTAATAGTACTG
AGTATAATACTACAGGGTCAGATAACAATGGAACGATCACACTCCAGTGTAGAATAAAACAAATTATAAATAG
ATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACCAATTAACTGTTCATCAAATATTACA
GGGCTGCTATTAACAAGAGATGGTGGTGAGAACAGGAACAATAGCAGTACAGAGATCTTCAGACCTGGAGGAG
GAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCATAAAGAAAAAAGAGCAGTGGGACTTGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGT
CTGGGGCATC 
>MH632949 
TTCTACTGTAATACAACACAACTGTTTAATAGTAGTAATATTTGGATAAATGGGACGACAAATAACACTAATA
TTACACTCCCATGCAGAATAAAACAAATCATAAATAGGTGGCAGGAAGTAGGAAGAGCAATGTATGCCCCTCC
CATCGAGGGACGAATTAATTGTGTGTCCAATATAACAGGACTGATATTAACAAGAGATGGTGGTAACAAGACC
AACACCCCTGAGACCTTCGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCGTTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGCAAAG
AGACAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGGCAATTACTGTCTGGGATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGAGGCGCAACAGCATATATTGCAACTCACAGTCTGGGGCATC 
>MH632956 
TTCTACTGTAACACAACACAGTTGTTTAATAGTACTTGGCCTCCTGAGAATGGGACAACAAATGATACAGGAA
ATATAATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGAGGACAAATTAGCTGTGAATCAAATATTACAGGGTTGCTATTGACAAGAGATGGTGGTACTCCT
GTGAACCAGACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACTATGGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCA
TCATTAACGCTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH632822 
TTCTACTGTAATACATCACAACTGTTTAATACTACTTGGAGGACTAATAATACTGATAACAGGTCAAATAGAA
CTAATACAATCACCCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
CGCCCCTCCCATCAGTGGACCACTTAGTTGCTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGC
AACGCCAAAAATGACAGCGACAACAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAAGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH575991 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGCTACTTAATAGTACTTGGAATAATACTGAAAGGA
CAAATGACACTGAAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGCAA
AGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGTTGCTCATCAGATATTACAGGGCTGCTACTAGTTAGA
GATGGTGGAATTAATACCAGCAACAACAGCAGCAACGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTGGGAGCTATGTTCCTTGGGCTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGTTGACGGTACAGACCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>MH576349 
TTCTACTGTAACACAACACGACTGTTTAATAGTACTTGGAGTGTTAATGGAACTAGCATAAACGAAACTAACA
ATAAAAATATCACACTCCCGTGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGTGGGATAATTAGGTGCTCATCAAATATTACAGGACTAATATTAACAAGAGATGGTGGT
ACAACTGATGGTGGTACAACTAATAGTACAAAGGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCACAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGAACGTTAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH576262 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAATAGTACTTGGAATGGTACTGATAATTGGG
ATGGTACTGAATCAAATAGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGT
AGGAAGAGCAATGTATGCCCCTCCCATCCAAGGGCAAATTAGATGTTCATCAAATATTACAGGGCTGCTGCTA
GTAAGAGATGGTGGGAGCAACAATAGTAGTAATGATACAGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGG



ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTCAAAATTGAACCATTAGGAATAGCACCCACCCATGC
AAAGAGAAGAGTGGTGCAAAGGGAAAAAAGAGCAATAGGACTTGGAGCTTTCTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH576152 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTACAGGAGTAAATGGTACAGGAGCAA
ATAACACAGAAGTAAATATTATCACACTCCCATGCAAGATAAGGCAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGTTGTTCATCAAATATTACAGGGCTACTACTACTA
AGAGATGGTGGTAATAGCAATGACACGGATAACACGACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACACTTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>MH576039 
TTCTATTGTAATACAACACAGCTGTTTAATAGTACTTGGAATAGTACTTGGACTGGGAATGCTACCGAATTAG
ATGGAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGGTGGCAAGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGAGGAAAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAGTAAGAGATGGTGGT
AACACGAGCGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAAGCCAGGCTGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATTGAGGCGCAACAACATCTATTGCAACTCACAGTCTGGGGCATC 
>MH575857 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAACAAAAATAATACTAATTGGACTATTACTGAAG
GGTCAGATAACACTGCAGAGAATGACACACTCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCTCCTCCCATTAGAGGAGTAATCAAATGTTCATCAAATATTACAGGGTTG
CTATTAACAAGGGATGGTGGTAGAAACCAGAGTAATAACCAGAATGAGACAGAGATCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAGCAGCAGAACAACTTGCTGAGAGCTATTGAGGCGCAGCACCATCTGTTGCAACTCACGGT
CTGGGGCATC 
>MH575796 
TTCTACTGTGATTCAACGCAACTGTTTAATAGTACCTGGCTGCCTAATAATGAGAGTATTTGGTATAATAATA
GGAATAATACTACAGGGTCAAACAGCAGTGCAGTCAATATCACACTCCCATGTAGAATAAAACAAATTATAAA
CCTATGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGCAATCAACTGCACGTCAAATATT
ACAGGGTTGATATTAACAAGAGATGGTGGGAATAATCCTAACGGGACTAACACCTCTGAGACTTTCAGACCTG
GAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAGATATAAAGTAGTAAAAATTGAACCATTAGG
AGTAGCACCCACCACGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGTCTCGGAGCCTTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAAC
TATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACT
CACAGTCTGGGGCATC 
>MH575728 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAGTAGTAATGGGAGTAGTACTTGGAATAGTACTG
AGACGAATGAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTGTTAACAAGAGAT
GGTGGTAACAATAGCAACGACACTAGCAACGACACTGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAA
GAGAAGGGTGGTGCAGAGAGAGAAAAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCC
GGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAACAACCTGCTGAAGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH575694 
TTCTACTGTAACACATCAAATCTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTTGGAATAGTAGTA
CTCGGGGTAATACTACAGGAAATATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCTATCAAAGGACCAATTAAATGTTCATCAAATATCACAGGGCTGCTACTA
ACAAGAGATGGGGGTGAGGAGAGTGAGAATAACAACGATTCCGAGATCTTCAGACCTGGAGGGGGAGATATGA
GGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGTCTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTTTGTTTCTTGGGTTCTTG
GGAACAGCGGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTA



TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTATGGGG
CATC 
>MH575680 
TTCTACTGTAATACAACAAAACTGTTTACTTGGAATGCTACAACAAAACTGTTTACGTGGAATGCTACAAATA
GCAATGGAACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATTCGTGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGT
GGGACTAACAAGACAGGGAACAGGACTGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGACCATAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCGATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>MH575478 
TTCTATTGTAATACAACACAATTGTTTAATAGCACTTGGGATAATGGTACTGAAAAGTCAAGTAACCTTGGAG
GAAATGATACAACCATCATTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTGACAAGAGAT
GGAGGTAATAGTACTGACACAAATGGGAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCTCTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCAATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH575379 
TTTTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATAGTGATGGTACTCTGAATAGTACTTGGAATA
GTCCAGGTAACATCACACTCCCATGTAAAATAAGGCAAATTGTAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCTCCTCCCATCCGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAACGAGAGTGGGAACAGCGAAACCTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATC
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH633031 
TTCTACTGTAATACAACAGTACTGTTCAATAGTACTTGGAATTTTAATGATAGTGATACTGGTATTGGGAATA
ATACTAATATCACACTCCCATGCAGAATAAGACAAGTTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTA
TGCCCCTCCCATTAGAGGACAGATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
GATACTAATGTTACCAATAACAAGACTGAAACCTTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAAAGAGCTGTGGGATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH633155 
TTCTATTGCAATACAACAGAATTATTTGACAGTACTTGGATTAATGGTACTGACATTACTACTAATGCTACTG
GAGGGAACAATAGCACAAAAAATATCACCCTCACATGCAGAATAAAACAAATTATAAATATGTGGCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTA
ACTAGAGATGGGGGTGGTAATAGCACAAACAACAATGAAACCTTCAGACCTACTGGAGGAGATATGAGGGACA
ATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGGTAGCACCCAACAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAATAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ127534 
TTCTACTGTAATACAACAAACCTGTTTAATAGTACCTGGAATGCAACAAACCTGGTTAATGGTACCGGGAATA
GTACTGAAGGGAATGACACAATCAAACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGACAGTGGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAAATGTACATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATTCGACGGAACAGTCCGAGACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGGAATTGAACCATTAGGAATAGCACCCACCACGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ127537 
TTCTACTGTGACTCAACACAACTGTTTAATAGTACTTGGAATGAGACTGATTGGAATAATAAAACTGATGGAG
ATGAAACTATCACACTCCCATGCAGAATAAAACAAGTTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGATACTAACAAGAGATGGTGGT



AATAGTAATAACACTAACAACATCGAGATCTTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ127548 
TTCTACTGTAATTCAACACAATTGTTTAATAGTATTTGGAAGTATAATAATGGCACTTGGAAGTATAATGATA
GTATTTGGAATAGTACTGAAAGTTCAAATAACACTGAAAACATCATGCTCCCGTGCAGAATAAGACAAATTAT
AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAGATGTACATCAAAT
ATTACAGGGCTAATATTAACAAGAGATGGTGGCACAAACAACAACACGAAGGAGGTCTTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGC
ACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGT
CTGGTATAGTGCAACAGCAGAACAATCTGCTGCGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATC 
>AF219627 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTCGGAATGGTACTGATTGGACTCGAAATGATA
CTGAAGGATCAGACATCACTAACGAAAATATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCA
GAAAGTAGGGAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGCTGTTCCTCAAATATTACAGGGCTG
CTATTAACACACGATGGTGTTGTTGGTCTGTACACGGACGCGAACAACGTGACCTTCAGACCGGGAGGAGGAA
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAGTTGAACCAATAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTC
TTGGGAACAGCAGGAAGCGCTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>GU728244 
TTCTATTGTAATACAACATCACTGTTTAATAGTACTAATAGTACTTGGAATATTGAAAGGTCAAATAACTCTA
AAGTTAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAAAGGGAACATTAGCTGTTCATCAAATATTACAGGGCTACTATTAGTAAGAGAT
GGTGGTGAAAACCAGAACAGCAGCACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAACTTGAACCGTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCATTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>GU728216 
TTCTACTGTAATACATCAGAGCTGTTTAATAGTGCTTGGCATGCTAATGATACTGGGAATGGCACAAATGGGA
CAGAATATATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGTGGC
AATAATAACGAGAGCAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTGGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCATTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAACCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728376 
TTCTACTGTAACTCAACACCACTGTTTAATAGTACTTGGAATATTCGGAATAGTACTGAAGAGTTAAATGATA
CTATCATACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAATGTACGCCCC
TCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTGACACT
AAAAAGAATGGGACCGATGATACAGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469690 
TTCTACTGTAATTTAACACAACTGTTTAATAGTACTTGGAATGAAACAGGGTCAAATAACACTGAGGGAAATG
GCACCTTCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGGCTAATTAACTGTTTATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTAGT
AGTAATAACACCACCGAGATCTTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAACGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG



TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469692 
TTCTACTGTACTACAACACCACTGTTTAATAGTACTTGGGATAATAATAGTACTGGGAATATTAACAGTACTA
ACAAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCGAGGGAACAATTAGGTGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGCGGT
ATTAACAATACTGACAACAAGGAGGTCTTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGACACTGGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469694 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAAGTATAATGATACTAATGACACTGAAAGACACG
AAAAAGGCAATGACAATATTACACTCCCATGCAGAATAAGACAAATTGTAAACCTGTGGCAAGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATCCAAGGACTAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGG
GATGGTGGTAATAATGACACCTCCCAGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAGGTGCAGAGAGAAAAAAGAGCAATAGGAATGGGAGCAGTTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>FJ469699 
TTCTACTGTAATACAACACAACTGTTTAAAGGTACTTGGAATGGTACTACTTTGATAAATACAACAGGAGGAA
ATGAAACAATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAATATA
TGCCCCTCCTATCAGAGGACATATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAATAACGGGACCAACACCACCGAAATCTTTAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATC
TGTTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469702 
TTCTACTGTGACACAACACAACTGTTTAATAGTACCTGGAATGATACTACCTTGAATGATACTAGTAATTGGA
GTAATGATACTACTGAAGTTATCACACTCCCATGCAGAATAAAACAGATTATAAACTTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAATTGTTCATCTAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAATAATAATAGCAACAACAGCGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACACCATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469705 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGAATAATAGTACTTGGAATGGTA
CTGGAACTGAAAATGACACAATCACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGCAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCCCAGGAAATATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATAGTAACAACAGCAACAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAAGTTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGCAGGAATAGGAGCTCTGCTCCTTGGGTTCTTGTCAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ469711 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGCATAAGAATGGTACTAATAGTACTGGGGGGGCAA
ATGACACTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGAAGGACAAATTAACTGTTCATCAAAAATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACAGCACTGCCAATGACACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTAGTAAAAATTGAACCACTAGGATTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCGATTAATGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469712 
TTCTATTGTAATTCAACACAACTGTTTAATAGTACCTGGTATGCTAATGATACTAACAGTATTAGGAATAGTA
GCAGGGAAGGAAACGATACAATTATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCATGAAGTAGG



AAAAGCAATGTATGCCCCTCCCATCAAAGGAAACATTAGCTGTTCATCAAACATTACAGGGATACTATTAACA
AGAGATGGTGGTAATAAGAATAACGAGACTAACAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGC
AAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCACTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACTCTTATTGTCTGGTATAGTGC
AGCAGCAGAATAATCTGCTGAGAGCTATTGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ469719 
TTCTACTGTAATACAACACAACTGTTTAATACTACTTGGTATAACAATGAAACTGTGGATAATAAAACTTGGA
CTGAAGATGATACTAGAAACTTAACTGACAAAGACATTATCATACTCCCATGCAGAATAAAACAAATTATAAA
CATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCTATCCAAGGAATGATTAGCTGTTCATCAAATATT
ACAGGGCTACTCTTAACAAGAGATGGTGGTAATGATACAGATACAGATCCGAATGGGACAGAGACCTTCAGAC
CTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATT
AGGGATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TATTGTCTGGTATAGTGCAACAGCAGAGCAGATTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACT
CACAGTCTGGGGCATC 
>FJ469726 
TTCTACTGTAATTCAACACCACTATTTAATAGTATTTGGCATGCTAATGGTACCTGGAATGGTACTGAAAAGT
CAAATAACACTGAAAGAAATATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGTTATTAACA
AGAGATGGGGGTCCAGAGAACGAGACTAAGCCTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGAATAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAA
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGGGGATTAGGAGCTTTGTTCCTTGGGTTCTTAAGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGACTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728225 
TTCTACTGTAATTCATCACAACTGTTTAATAGCACTTGGAGCAGGAATGGGACGTGGAGTAGTACTTGGAACA
CCACGGGAGAAAATATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGC
GATGTATGCCCCTCCCATTGAAGGACTAATTAGATGTGTATCAAATATCACAGGGCTGCTATTAACAAGAGAT
GGTGGGAACACCACCGACAACGACACCGAGACCTTCAGACCTTTAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGTTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGGGAAAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACT
ATGGGCGCAGCGGCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGAGTATGTTGCAACTCACAGTCTGGGGCATT 
>MN515912 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGTGTTAATGAAGGGTCAAATAACACTGAAGGAA
ACAATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCATCAAATATTACAGGGCTGTTGTTAACAAGAGATGGT
GGCAATAACAACAGCAATACAGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCCGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATA 
>MN515943 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGCTGTTAATACTACTTGGAATAATACTGAAAACA
ATGAAGGAAATGACACAATCACCCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATAAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAGTAATGACACTACCAGGCCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTATCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN515956 
TTCTACTGTAATACAACAAAACTGTTTAGTAGCACTTGGAATGCTACTGAAAAGATCACTTGGAATAATACTG
AAAGGTCAAATGACACTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCCAGGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATGAAAGTGACACAAATAGGTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATAAAACTTGAACCATTAGGACTAGCACCCACTAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCACTGGGATTCGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN515787 
TTCTATTGTAATACAACAAAGCTGTTTAATAGCACCTTTCCCTTTAATAGTACTTCAAATAATACTAATGGGG
CAAATAACACTGAAATAATCACACTCCCATGTAAAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTTATCAAAAATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAACACAAATAACACATATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCACGGCAAAGAGAAG
AGTGGTGCAGAGAGAAGAAAGAGCAGTGGGGTTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU850430 
TTCTACTGTAATTCTACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGATCAAATAGCACTGAAAGAA
ATACCACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTAAT
AGTAACGAGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCG
ATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTA
TTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728304 
TTCTATTGTAATACAACACAACTGTTTAATAGTACTTGGAATGAGACTAACATAAATAGCACTGGAGGAAATG
GCACAATCACACTCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGCAAGTAGGAAAAGCAATGTACGC
CCCTCCCATCAGGGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGGATA
AACACGACCAACACCACTGAGATCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGGATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGTATAGTGCAACAGCAGAACAATATGCTGA
GGGCTATTGAGGCGCAACAACATATATTGCAACTCACGGTCTGGGGCATC 
>GU728410 
TTCTACTGTAACACATCACGGCTGTTTAATAGCACATGGTATGTAAATGGAAGTAGTACTGGAGAGTCAAATA
GCACTATCACCCTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAGGCAATGTATGC
CCCTCCTATCAAAGGACAAATTAAATGTACATCAAACATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AATAGCCAGCCCGAAGAAATCTTCAGACCTGCAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCACAGAGAAGAGTGGTGCAGAGAGC
AAGAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAAGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728295 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACATGGAATGAGACTGATAGTAACAATACTAAAGGAGAAG
ACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATATATGC
CCCTCCCATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGACTGTTATTAACAAGTGATGGGGGTGGG
GGTGGCAACAGGACGGACGAGACCTTCAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTGCAGAG
AGAAAAAAGAGCAATAGGGGGACTAGGAGCTTTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAACTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>GU728383 
TTCTATTGTGATACAACATCACTGTTTAACAGTACTTGGAATAACAGTACTTGGGAGAATAATACTAAAGGAA
TCCTCCCAAACGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGAAG
AGCAATGTATGCCCCTCCTATTAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTGTTAACAAGA
GATGGTGGTATTGGTAATAATATCACCAATGGGTCCGAGACCTTCAGACCTGGAGGAGGGAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAACTTGAACCAGTAGGAATAGCACCCACCAAGGCAAG
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469729 
TTCTACTGTGATTCATCAGGACTGTTTAATAGTACTTGGAATGGAACACACCTGGATACTTGGAATGGTACTG
GAGAAAATATCACACTCCAATGCAGGATAAGACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAGGGAATAATTAAATGTTCATCAAACATTACAGGATTGCTATTAACAAGAGATGGTGGT



CCTGGTAATAGCACCAATGAGACCTTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ886033 
TTCTACTGTAATACAACAAAACTTTTTAATAGTACTTGGATGTGGAATACTACTACTAGTAATTGGACTCTAA
ATAGCACTACAGGGGCAGATGACAATGACATAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGCTGTTCATCAAATATCACAGGG
TTGCTGTTAACAAGAGATGGTGGTATTAACAATGACACGAATGGGACTGAGATCTTCAGACCTGGAGGGGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTAAACCATTAGGAATAGCACC
CACCAGGGCAAAAAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>GU728280 
TTCTACTGTAATACAACAAAACTGTTTACTTGGAATAGTACTTGGGATAATATTGAAAAAGCAAATAACACTG
ACTCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGAAGCATTATGTGTTCATCAAACATTACAGGGTTACTATTAACAAGAGATGGTGGT
AACAACGGGACAAACGATACTGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTACAAATTGAACCATTAGGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTTTGGGGCATC 
>GU728339 
TTTTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATGGTACTGAGAATGGTACTGAGAATGATACTA
CAGGAGAAGAAACTATCATACTCCCATGCAGGATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAGGC
AATGTATGCCCCTCCCATCAGTGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGGGAT
GGCAATACCAACGGTACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAGTTGAACCAGTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGTGGTGCAAAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ222211 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAGAGGGTTTAAGAGCTCTAATAGTACTACTTGGA
ATAAAACCGGAGGGTCAAATAACACCGGACTAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTAATGATAATGACCCGAACAGGACTGAGATCTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACC
CACCAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTC
TTGGGGGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATC 
>GU367407 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGTTAATAGTACATGGAATAATACTGAAGAGGTGA
ATGGCACAATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGAAAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GACAGTAGTAACAGTAATAGCAATGAAACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATCCATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAAAGAAAAAAGAGCATTGGGTGGTTTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU367408 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATGGAAATAATACAGATA
ACACTGACAAAAACATCACACTCCAATGCAAAATAAAACAAGTTATAAACATGTGGCAGACAGTGGGAAAAGC
AATGTATGCCCCTCCCATCCCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACGAGACCTGGGAGACCTTCAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTGAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCATTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KP754463 
TTCTACTGTGATACAACACAATTGTTTAATAGTACTTGGAATGGGACTAATACTGAGAATAAAACTAAAGAGT
CAGATGACACTACTATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCAGCGGGCAAATTAACTGTTCATCAAATATTACAGGGCTGATATTAATAAGAGAT
GGTGGAGACAAGAATACTACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTGAGCCTTGAGCCAATAGGAATAGCACCAACAAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGACCCTGGGAGCTATGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGC
TGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP754465 
TTCTACTGTAATACAACAAAACTGTTTGAGGGTACTTGGAATGGTAATAATTGGACTACAGAGTCAAATAAAA
CTGAAGACAATAACACAACAATCACAATTCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGACAGTAGG
AAAAGCAATGTATGCCCCTCCTATTGCAGGACTAATTAACTGTTCATCAAATATTACAGGACTGTTATTAATA
AGAGATGGGGGTAAAAATAGCACTAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754466 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAGTACTACTGACCATACTAACCTTACAGGAG
ATGCAATTATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
GTTAACAATACCACCGATAATAATACCGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCATAGAGAAAGAAGAGCGGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP754468 
TTCTACTGTAATACAGCGAAACTGTTTAACAGTACTTGGTTCAATAACACTGAAGGCATAAATACCACTGAAG
GAAATGGCAATATCACACGCAATATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACCGATTAGCTGTAAATCAAATATTACAGGGTTGATATTA
ACAAGAGATGGTGGTGAGGATAACAACACCGAGACCGAGATTTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGGCTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATC 
>KP754470 
TTCTACTGTAACACAGCGAGACTGTTTAATAGTACTTGGGGGGTTAATAGCACGGGAAAATCAAATAACAATG
AAACACATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAGAGTAGGAAAAGCAATGTA
TAACCCTCCCATCAGTGGACCAATTAGTTGTACATCAAATATTACAGGAATAATATTAACAAGAGATGGTGGA
CAGACCAATGACAGTAGCACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP754472 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGATAAATGGTACTTGGACAAATGGTACTACAAATA
CCACTGGAGAAGATAAGATTATACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAA
GGCAATGTACGCCCCTCCCATCAGAGGACAAATTACCTGTTCATCAAATATTACAGGGTTACTATTAACAAGA
GATGGGGGTAATAAGAACGGGAGTAATGAGGCCGTTGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCCGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KP754473 
TTCTACTGTAATACTACACCACTGTTTAATAAAATTTGGTTTAATAGGACTGACTGGTCTAATAATACTGCAG
GGTCAAATACCACTAACGGCATAATTACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAAT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAAATGTACATCAAACATTACAGGGCTGCTATTA



ACAAGAGATGGTGGTAATCCTTCAAACGCAACCGATGAGATCTTCAGACCCATAGGGGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAACTTGAACCAATAGGACTGGCACCCACCAAGGCGCA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ444258 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGAATGATAACAGTACTTGGAATGTTAACGGTACTG
GGAATGATAATGACACCATCATACTCCCATGCAGAATTAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACTAATTAAATGTTCATCAAATATCACAGGGCTGATATTAACAAGA
GATGGTGGTAATAACATCACTAACGAGACCGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAACTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728371 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGTCTAATAATGATACTTGGAATAGTAGTGATGCTA
CAAGGTCAAATGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCGATGTACGCCCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTGTTAGTAAGA
GATGGTGGTACGAATAAGAGCGAGTCCGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCACTGGGACTAGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAACA
ATCTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>GU728322 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCTTAATGGTACTTGGAATAGTAATGATACTGGAT
TGTCAGAAAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCACCCATCAGGGGACAAATTAGGTGTTCATCAAATATTACAGGGCTACTATTAGAAAGAGATGGT
GGTGAGAACAACAGGTCCAATGAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGGCTATTATTGACTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EF440778 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATAGTGATGGTACTAGAAATAGTAGTGAAACGT
CATCTGAAACAGTTATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGACAGATTAGGTGCTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGCAAAGGTGACAACATCACCAACAACACCGAGATTTTCAGACCTGGAGGAGGAAATATGCAGGACAATT
GGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728392 
TTCTACTGCAACACATCACAACTGTTTAATAGTACTTGGAATGGTACTGAAGGGACAAATAACAATAAAGGAA
ATGAAACAATCACACTGCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCTCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTGACAAGAGATGGTGGT
AATAGGACAAACAATACAGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGCTAT
ATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGTAGGAGCGTTTATCATTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886034 
TTCTACTGTAACACAACAAAACTGTTCAATAGTACTTGGACTTGGAATAGTACTGAAGGGTCAGAAGGAAATG
AAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTGAC
CAAAATACCACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTGAAAATTGAGCCATTAGGCATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCCATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886035 



TTCTACTGTGATTCAACACAACTGTTCAATAATACTTGGGATGGTACTAATATGTCAAATGCAAGAAATGACA
CAAACATTACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGTCCC
AACGCGACCAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ886036 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGTATGAGAATGAGACTATTGAATGGTCAAATAACA
CTGTAGGAAATGACATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAATATTACAGGGTTACTATTAACAAGA
GATGGTGGTAATAACACAAATGAGACCGAGATTTTCAGACCTGTAGGAGGAAACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469750 
TTCTACTGCGATTCAACACCACTGTTTAATAGTACTTGGAATACTACTGAAGGAAATGACACAATCACACGCG
GAAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGTAATAATAATGGGACCAATAACAATACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACACTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728413 
TTCTACTGTAATACAACAAAACTATTTAATAGTACTTGGAATGATACTAAGGGGTCAAATGACACTGTAGGAA
ATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTA
CGCCCCTCCCATCAGAGGACAAATTAGGTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AACGAGAGCAGCACCACCGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAGTTGAACCATTAGGAATAGCACCCACCATGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTAGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCCGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATTGATGCGCAACAGCATCTGTTGCAGCTCACTGTCTGGGGCATC 
>GU728313 
TTCTACTGTAATACAACACGACTGTTTAATAGTACCTGGAATAATACTACCTGGAGTAATTCTAATGTAGCAA
ATGGCACTGAAAGAATTATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGTTGCTCATCAAATATTACAGGGCTACTGATAACAAGA
GATGGTGGGAAGAATGTGACTAGGGGGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGTATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728179 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCTTAACAGTACTTGGAATAATAGTGGAAATGATA
CTGCAGAATCAAATGACACTATCACACTCCCATGTAGAATAAGACAAATTATAAACATGTGGCAGCGAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGAAAGATAAAGTGTATATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGCTAGGAACAACAGCGAGAATGAGACCTTCAGACCCGAAGGAGGGAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGGAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728409 
TTCTATTGCAGTACAACAGAACTATTTAATAGTACTTGGAATGTTACTGAAAAGTTAAATAAAACTAAAGAAA
ATGGAAGTGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGCGGACAAATTAGATGTTCCTCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGTAATGAAAACAAGACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCGGGAATAGGAGCTCTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCGTCAATGGCGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF491737 
TTCTACTGTGATACAACAAAACTGTTTAATAGTACTTGGAGTAGTAATAGTACTTGGAATGATACTACAGGGT
TAAATAACACTGGGGAGGATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAGATATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCAGCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGTTA
TTAACAAGAGATGGTGGTATTAACGGGAGCGAAGGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCGGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAATCTGGGGCATC 
>JN002043 
TTCTACTGTGATTCATCACAACTGTTTAATAGTACTTGGATGTTTAATAGTACTTGGAATGATACTGACGGGG
CAAATAGCACTAGGAAAAATGATACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAGATGTACATCAAACATTACAGGGCTGATA
TTAACAAGAGATGGTGGTGATACCCAAAACAAGAGCGACCCCGAGATCTTTAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>AF049495 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGAGACTACAGAGTCAAATGGCAAGGGAGAAA
ATATCACACTCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCAGCGATGGACAAATTAGGTGTACATCAAATATTACTGGGCTACTATTAACAAGAGATGGGGGTGGTCCT
AGTGATAACAAAACCGACAAGACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAATAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATGGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATCTGC
TGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469752 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATGACACTTGGGTTGATACTAGAAATACCACTG
AAGAAAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGTGGATGGATTAACTGTACATCAAATATTACAGGGCTGCTATTGACAAGGGATGGTGGG
AATAAAACAGGCGAAAACGAGACCTTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAACTAT
ACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAAGCCAGACAAGTATTGTCTGGTATAGTGCAGCAGCAGAATAATCTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU728189 
TTCTACTGTAACACAACACAGCTGTTTAATAGTACTTGGCTGTTTAATAGTACTTGGATTGATAATACTACAG
GGTCAGAGAGACTCATACTCCCCTGCAAAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGGAAAGCAAT
GTATGCCCCTCCCATTAGAGGACTAATTAAATGCACATCAAATATCACAGGGCTAATATTAACAAGAGATGGC
GGTCCCAACAACGAGAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGTCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KU252650 
TTCTACTGTAATACAACACAACTGTTTAAGAGTACTTGGTATGCTAATGGTTCTAGGAAAGGGTTAGATGACC
CTGGAGAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTAGTGGACCAATTAACTGTTTATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGGACAAACAATGAGACCAACAATACCGAGGTCTTCAGACCTGTAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAGAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU728294 
TTCTACTGTAACTCAACACAACTATTTAATAGTACTTGGCATAGAAATGGCACTGTAGTAGGGTTAAATACCA
CTGAAGAAAATATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT



GTATGCCCCTCCCATCAAGGGACCAATTAACTGTACATCAAATATCACAGGGCTGATATTAACAAGAGATGGT
GGTAGTGAGGATATCACAAATAACACCGAGACCTTCAGACCTGGAGGAGGAAATATGGAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGT
GGTGCAAAGAGAAAAAAGAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469756 
TTCTACTGTGAGTCATTAGCATTGTTTAATAGTACCTGGCATGCTAATGGTACTATGGAAAGGACAAATAGCA
GTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTAAATGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
AATATTAATGCCACAAATGGAAATGGGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAACTATATAAAATACAAAGTAGTACAAAATTGAACCAATTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGACTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469761 
TTCTACTGTAACTCAACAAAACTGTTTAATAGTACTTGGAGTGCTAATGGTACTGGGGAAGAGTCAAATAGCA
CTGGAGATAATGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTGGTAATAACACGAATGAGACTGAGCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAAAGATTGAACCGTTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469763 
TTCTACTGTAATACAACATCACTGTTCAATAGTACTTGGGATAGTAATGGTACTAGACAACTGTTCAATGGTA
CTGGGGATAATAACATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGCGGACCAATTAAATGTTCATCAAATATTACAGGACTTCTATTAACA
AGAGATGGTGGTAACACGAACGAGACCACCAACAAGACCGAGGTCTTCAGACCTGCAGGAGGAGATATGAGGG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAACAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469766 
TTCTACTGTAATTCAACACAACTGTTCAATAGTACTTGGCTTAGGAATAATACTGCAGAGTCAAATAGCACTG
AAAGAAATAACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAAGATTACAGGGCTGCTATTAACAAGAGAT
GGTGGCAATAACGAGACTACTGAGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATGGTGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728073 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGATTACGAATGGTACTGAATGGTCACCTAACACTA
CTTTAGGAGATACAGAAAATATCACACTCATATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCCATGTATGCCCCTCCCATCGAAGGACAAATTAAATGCTCATCAAATATTACAGGGCTACTATTAACA
AGAGATGGTGGTAATGGGAATGAGACCAGGAACAATGAGACCTTCAGACCTACAGGAGGAAACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGACTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAAGCCAGACAATTACTGTCTGGTATAGTGCAGC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU727875 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATTCTGATAGTACTCGGAATTGGACTGTACAGG
CAAACAACAGTGGAGACAATATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGG
AAAAGCAATGTATGCCCCTCCCATTAAAGGACCAATTGGATGTTTATCAAATATTACAGGGCTGCTACTAACA
AGAGATGGTGGGAATGGGAATGACACAAACACCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAACACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAAAGCTATTGATGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 



>GU728234 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATTCAACACAAATATATAATAGTACTTGGGATA
CAAAGAACACAACAGAAAGAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGAATAATTAGCTGTGTATCAAATATTACAGGGCTGATATTAACA
AGAGATGGTGGTGTGAACAGTAGCAATACCACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAACAATAGCGGGAGCTGTGTTCCTTGCGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>M95292 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATGATACTAGACTGTTTAATAGTACTTGGAATA
ATACTATAGGGTCAAATAACACTGAAGGAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGG
CTGCTATTAACAAGAGATGGTGGTGAAACTAATGAGACCACCGAGGTCTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCAT
C 
>FJ469767 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACAACTACTCTGGATAATTGGAATGAAACTA
CTTGGAATACTACTAAAATTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAGATGTGCATCACATATTACAGGGCTGCTATTAACA
AGAGATGGGGGTAATAATGATAATTCTACAAACGGGACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ469768 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATTCAGCACAACTATTTAATAGTACTTGGAATG
GCACGAAAGAAAATGACACGACAATCGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTAGATGTTTATCAAATATTACAGGGCTGATATTA
ACAAGAGATGGTGGTAATAACACTAGCAGGATTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTTAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>FJ469769 
TTCTACTGTAATACAACACAATTGTTTAACAGTACGTGGAATGCTACTGATATGTGGAACATTACTGAAGGGT
CAGGAAATACCACAACCAAAATCACACTCCCATGCAGAATAAAACAAGTTATAAACTTGTGGCAGGAAGTAGG
GAAAGCAATGTATGCCCCTCCCATCCAAGGACGAATTAGATGCTCATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGTAAGGGCATTGAAACTAAAAATGACACTGAGACCTTCAGACCAGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGACAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTACTGTCTGGTATAGTGC
AACAGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>FJ469771 
TTCTACTGTAATACAACACAATTGTTTAATAGTACTTGGAATAAAAATAGTACTTGGAATAATACTGAAAAGA
CAAATAGCACTGAAAACATTATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAAATGTTCATCAAATATTACAGGGATGATATTAACA
AGAGATGGGGGTAATGAAAACAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGAATAGTGCAGCAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728204 
TTCTACTGCAATACAACACAACTGTTTAATAGTACTTGGAATAGTAGTACTTGGAATAGTAATGATACTGAAG
GGTCAAATATCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGGGGAAACATTAGCTGTTCATCAAATATTACAGGGCTGATATTAACAAGAGAT
GGTGGGAACAATACCACCAATAGTAATACCACCAATACGACCACCGAGATCTTCAGACCTGGAGGGGGAGATA



TGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGG
CATC 
>GU728223 
TTCTACTGTAATTCAACAAATCTATTTAATAGTACTTGGACTTGGAATGGTACTTGGATTAATGGTACTGAAG
GATCAAATGACACAATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGC
AATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCGAATATTACAGGGTTGATATTAACAAGAGAT
GGTGGTAGTGATACCAATGATACCAGTAATGAGGTCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGATTAGGAACTGTGCTCTTTGGGTTCTTGAGTGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGA
ACAACCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU728030 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCCGTCTAATGATACTAAAGGGTCAGATGGCAATG
AAACTATCATACTCCCGTGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGAATAATTAGTTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGTGAC
AATAACCACAGCGAGACCTTTAGACCTGGGGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAAGGATTGAACCATTAGGAGTAGCGCCCACCAGGTCAAGGAGACTAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCGGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU728229 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACATGGGAAAGGAAGGGGGATGGTACTTGGAACAAGAGTG
AAACAAATAGCACTAAAGGAAGGTCAAACAGCACTGAAGAAAAGATCATACTCCGATGCAGAATAAAACAAAT
TATGAACATGTGGCAGGAAGTAGGAATAGCAATGTATGCCCCTCCCATTAACGGACTAATTAGATGTTCATCA
AATATTACAGGGTTACTATTAACAAGGGATGGTGGTGAGACTAACGAGACTACCAAAACTGAGACCTTCAGAC
CGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGTGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTACAGAGAGAAAAAAGAGCAATAGGAATAGGAGCGTTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGAC
AATTGTTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCA
ACTCACAGTCTGGGGCATC 
>AY189526 
TTCTACTGTAATACATCACAAATGTTTAATGTTACTGAAGTGTCAAGGAATGACCCTAGAGCAAATGACACTA
TCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGAAGAGCAATGTATGCCCCTCC
CATCAGTGGACTAATTAGATGTTCATCAAATATTACTGGGATAATGTTAACAAGAGATGGAGGTAAAATTGAT
AACGGAACCAACAACACTGAGATCTTCAGACCTGGAGGAGGGGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAACGTATGTTGCAACTCACAGTCTGGGGCATC 
>GU728370 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATTCAACACAAACAGCTAATAGTAATAGTACTG
ACAATGGTACTGTAATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGAGGACAAATTAACTGCTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGTAATAACAATGAGAGCACCGAGATCGAGATCTTCAGACCTGCAGGAGGAAATATGGAGGACAATTGGA
GAAGTGAATTATACAAATACAAAGTAGTAGAGATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728321 
TTCTACTGCAATACAACAAAACTGTTTAATGGCACTTTGCATACAAATGGCACTTGGTATTTTAATGGCACTT
GGAATTTTACTGGAGAGTCAAATAGCACTGAAAATATCATACTCACATGCAGAATAAAACAAATTATAAACAT
GTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACA
GGGCTGCTATTAACAAGAGATGGTGGTAATAACAGTACCACAAACGAAAGTGAGACTTTCAGACCTGAAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAATTGAACCATTAGGAGTAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACACTGACGGTACAGGCCAGACAATTATTGT



CTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGT
CTGGGGCATC 
>GU727980 
TTCTACTGTAATTCAACACCACTGTTTAATAATATTGTGCGTACGGATGGGACTATAGAGAAAATTAAAAATG
ACACGGAAACAAATGACACAATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATAACAGGACTATTATTAACA
AGAGATGGTGGTAATGGTGTTAACTTAACAGGAAATGGGGGTAACGTAACAGGAAATAGTAGTACACACGGAA
ATGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAA
AGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGA
GCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAA
CGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGA
GGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728054 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGACTTGGAATGATACTAACTGGAATGATACTAGAG
GGTCAAACAACTCTGAAAATATCACACTGCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAAAGGACAGATTAGCTGTTTATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTAATACTACCGAGACCGAGACCTTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAACCATTAGGAATAGCGCCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCCGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGCAAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GU728181 
TTCTACTGTGATTCAACACCACTGTTTAATAGCACTTGGCATACTAATAATACTTTGGAGAGTACTAACGGGA
CAAATGAAAATATCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACAAATTAGATGTATATCAGATATTACAGGGATGCTACTAACAAGAGATGGT
GGTATTAACAACACCAATGGGGAGAACAACACCGAGATATTCAGACCTGGAGGAGGAAATATGAGAGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTAAAACTTGAACCAATAGGGTTAGCACCTACCAAGGCAAAGAG
AAGAGTGGTACAGAGAGAAAAAAGAGCAGTAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU604556 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGATTCAACACAACTGTTTAATAGTACTTGGTATA
ACGATACAGGAAATGACACAATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCTATCAAAGGACAAATTAGCTGTTTGTCAAATATTACAGGGATACTATTAACA
AGAGATGGTGGTAGTAACACCAGCAACACAACTGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTATTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGAGCTATTGAGATGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX503075 
TTCTATTGTAATACAACACAACTGTTTAATAGTACCTGGGATGTTAATAGTACCTGGAATGGAGGGTCAGAGA
ACACTACAGGAGGAAATGATACAATCACACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGAAGT
AGGCAAAGCAATGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTACTACTA
GTAAGAGATGGTGGAAATGATAATGAAACTAACGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTGTATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAAGGAAAAAAGAGCAATAACATTAGGAGCTATGTTCCTTGGGTTCTTGGGAACA
GCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>AY781127 
TTCTACTGTAATACAACAGAATTGTTTAATAGTACTTGGCCGTTTAATAGTACTGAAAATAAGGCTAACGAGT
CAGGGACAAGTGAAAGAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCCAAGGACGAATTAGCTGTTCATCAAAAATTACAGGGATGCTATTAACA
AGAGATGGTGGTAAAGGGAACGAGACAAGGAACGATACCGAGACCTTCAGACCTGCAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAGGGC
ACAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>JN235958 



TTCTACTGTAATACAACACAGCTGTTTAATAGTACCTGGAATGATAGTACCTGGAATGGTACTGCAGGACGGA
ATGATACTATTACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAGCGGAATGATTAGCTGTTCATCAAATATCACAGGCCTGCTATTAACAAGAGATGGGGGT
AACAATAGTAACAGCAACAACGAGACCTTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY795905 
TTCTACTGTGAAACAGGAAGACTGTTTAATAGTACTTGGAATTTAACACAACTGACTTGGAATGATACTAAAG
AGTTAAATAACACGATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCGCAGGACAAATTAACTGTTTATCAAATATTACAGGGCTGATTTTAACAAGGGAT
GGTGGTAATAAGGGTAATGGGACCGATGACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAGAAGAGCAGTAGGATTGGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGC
AGCAAAATAATTTGCTGAGAGCTGTGGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ948657 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATGTTAATATGACTGGGAATGATACTGAGGCTG
CTAAAAATATTACAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGGGGTAAAGAGAACAATGAGACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAATAACGGGATTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ948660 
TTCTACTGTAATACAACACAACTGTTTAATAATACTGGTATGGCGGGTGATAATTGGACTACTAGTTGGAATA
ATACTACACGAAATGTCAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAATGGACACATTATATGTGCATCAAATATTACAGGGCTGCTATTAACA
AGAGATGGTGGTATCGAGGATAATGGGACTACTATTAGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
AGGATAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGGCACTGACGCTGACGGTACAGGCCAGACCATTATTGTCTGGTATAG
TGGAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>HQ595755 
TTCTACTGTAATACAACACAACTGTTCAATAATACTTGGAATGGTACTACCTGGTCAAATAACAGGGCAACTA
ACAGCAGCAAAAATATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATGATAATAATAATACAAATGGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAACAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KP109515 
TTCTACTGTAATACAACACAACTGTTCAATAATACTTGGAATGGTACTACCTGGTCAAATAACAGGGCAACTA
ACAGCAGCAAAAATATCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATCAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATGATAATAATAATACAAATGGGTCCGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAACAATTGAACCAGTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725915 
TTCTACTGTAATTTAACACAGCTGTTTAATAGTACTTGGCGGAAAAGTAATAGTACTAGGCAGATGAATAACA
CTGGAACAAGGTTAAATGGAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAAGGAGT
AGGAAGAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAATTGTTCATCAAAGATTACAGGGCTACTATTA
ATAAGAGATGGTGGTAAAACCAATAATTCTACAGAGATCTTCAGGCCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG



AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCGCTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725918 
TTCTACTGTGATTCATCAAAACTGTTTAATAGTACTTGGCATGTTAATAGCACTGAAGGAAATAGCACTAATG
AAGAAATCATACTCCCATGTAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
TCCTCCCATCAAAGGGAAAATTAACTGTTTATCAAACATTACAGGACTGCTATTAACAAGGGATGGTGGTAAT
AATAGGACCAACGAGACCTTTAGACCTGTGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACGATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF725946 
TTCTACTGTAACACAACAAAACTGTTTAATAGTATGTGGAATAGTAGTACTTGGAGTAACAATAGTATTGAAG
ACTCAAATAACACTGAGAACAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGT
AGGAAAGGCAATGTATGCCCCTCCCATCAGTGGACAAATTAGGTGTTCATCAAATATTACAGGGCTACTATTA
ACAAGAGATGGTGGTAATGATAGTAACACCAATAGCAAGGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGC
AGCAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACACTTGTTGCAACTCACAGTCTGGGGCATC 
>KF725977 
TTCTACTGTAATACAACACAACTATTTAAGGGGTCTTGGAATGGTACTGAGTCTTGGAATGATACTGAGTCTT
GGAATGGTAATGACACCATTCTCGAAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGCTGTTCCTCAAATATTACAGGATTACTATTAACA
AGAGATGGTGGTAACACCAATAGAACCGACGAGACTTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATC 
>KF726002 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATACAACACAACTTAATAATAATAATACTGGAG
GGGGCGACAATGAAACTATCACACTCCAATGTAAAATAAAACAAATTATCAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAAAGGACAAATTAGATGCACATCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTGGGAACGAGAGCACGAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGT
GGTGCAGAGAGAGAAAAGAACAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACTATTATTGACTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF726004 
TTCTACTGTAATACAACAGGACTGTTTGATAGTACTTGGAATAATACTGAAAAAGTAAATGGCACTAACAATG
ACACCATCACACTCCCATGCAGAATAAGGCAATTTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAAAGGACAAATTAAATGTTCATCAAATATTACAGGACTGATATTAACAAGAGATGGTGGTAAT
AATAACAGTACCAACGAGACCGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KF726016 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTAATGATACTAGGAATGATACAGGAAATGAAA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCC
TCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGGCAGAAT
AACACTAATGACACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCGCTATGGGCGCAGCG
TCACTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF726018 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAATACAAATAACAATGAGGGAAATGGCACAA
TCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC



CATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGACTTCTATTAACAAGGGATGGTGGTAGTACTAAT
GAGACGACCACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGCAAG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF726021 
TTCTACTGTAATTCATCAGCACTGTTTAATAGTACTTGGGATGTTAATAGCACTGGATTAAATAGCACTGGGG
GAAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGCGGGATAATTAACTGTACATCAAACATTACAGGACTGCTATTAACGAGAGATGGTGGTGGT
AATAATAGCACCAACGAGAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAGAACAATT
TGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234643 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGGAATGATACTGAAGGGTCAAATAACACTG
AAGGAAATGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATGGCAGCGAGACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ647145 
TTCTACTGTAACTTAACACAACTGTTTAATAGTACTTGGAATGTAAATGGTACTGAAGGGTCAAATAACACTG
ACAAAAATATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGACAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAACGAGAACGATCCCGAAAATTCACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTATTAAAAATTAAAGCATTAGGAGTAGCACCCCCCAAGGCCAAGAGAAGAGTGGTGCAAAGAGT
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234640 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGATAATAGTACTTTGAGTACTGGGAATGATGATA
ATAACACTGGGATTATCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAACTGCTTATCAAACATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATAACACAAACGGGACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY505010 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAACACTGAAGAGTCAGATAACACGGAAGGAA
ATGGCACAATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGGCTTCTATTAACAAGAGATGGTGGT
AATAGTACTAATGGGAGTAGGGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGGCAGTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU168257 
TTCTACTGTAATACATCAGGGCTGTTTAATAGTACTTGGTATAAGAATGATACTACTTGGAATGGTACAGAAA
AATCAAATGGCACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCTATCAGTGGATCAATTAATTGTTCATCACATATTACAGGGCTGCTATTAGTAAGAGAT
GGCGGCAATACCAGTAGTAATAACGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTAAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 



>KU168258 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGGTTAATGGTACTTGGAATGATACTGAAGCACGAA
AAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGAAAAATTAGCTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
ATTGATAATAACAACAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCACCAGTACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCGCTATGGGC
GCAGCGGCATTAACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGAATAATCTGC
TGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KU168259 
TTCTATTGTAATTCAACACAACTGTTTAGTAGCACTTGGAATACGACTAAAATTTGGAATGATACTGACACTA
AAGGAAATAGCACCACCAATGACACCATCATACTCCCATGTAAAATAAGACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGACTAATTAGTTGTTCATCAAATATTACAGGGCTGTTA
TTAACAAGAGATGGAGGTAATAATAGCACTAATGAGTCTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAACAATTGAACCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGTTAGGAGCCATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGACTGGTATAG
TGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCAT
T 
>JF680931 
TTCTACTGTAACACAACAGGATTGTTTAATAGTACTTGGCCAGTTAATAGTAATTGGACAGAAACTAATGGTA
CTAACAGGTCAGAGGTCATCACTCTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCCAAGGGCCAATTAGCTGTTCCTCAAATATTACAGGGCTACTATTAACAAGA
GATGGTGGTGGGGGTAACGAAACCAACACCACCACTGAGATCTTCAGACCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCATGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAGAACAACTTGCTGAGGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KC834604 
TTCTACTGTAATACAACACAACTGTTTAACAGTACTTGGAATTTTTCTAATTCAACACACCTGTTTAATTGGA
CTGGGTCAAATAACACTGAGCCTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCGCCCATCAGAGGAGAAATTAACTGTTCATCAAATATTACAGGGGTGCTGCTA
GTAAGAGATGGTGGTAAAGAAAACAGCACTAGCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGCG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGCGCAACAGC
AGAGCAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC834602 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGCTGTCTAATGGCACTAGGAATGATACTGAAAAAT
TAAATGACATTATCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAAGAAGTGGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACAAATTAGGTGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGT
GGTAGCAATGTCACCACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAACTTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGGCGAGTGGTGCAGAG
AGAAAAAAGAGTGGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACTACTATTGGCTGGTATAGAGCAACAGCAGAACAATCTGCTGAGAG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATC 
>KT452273 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGCCAGTTAATAGTACTGGGAATAGTACTGAAGAAA
AAGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAACATTACAGGGCTGCTATTAACAAGAGACGGTGGT
GCTACCAACAATACCACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGATTTGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACGATTTGCTGA
GAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452314 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAGTAATAGTTCTGAACTGATTAATGGTACTGAAC
TGACGATGAATGGTACTGGGGAACATGAAAATATCACCCTTCCATGCAGGATAAAACAAATTGTAAACATGTG
GCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATTAGAGGACAAATTTTATGTACATCAAACATTACAGGG
CTGATATTAACAAGAGATGGTGGAAATGTTAGTGAGAGCAATGGCACGGAGATCTTCAGACCTGGAGGAGGAG



ACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAGAATTGAACCATTAGGAATAGCACC
CACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGTTTTGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATC 
>KT452341 
TTCTACTGTAATACAACAAGGTTGTTTAATAGTATTTGGAATAAAACTGAGATTGACAGTAATGCTACAGAAT
CAAATAGCAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAGATTAGGTGTTTATCAAATATTACAGGGCTGATATTAACAAGA
GATGGAGGTAATAAAACGAACGAGACCAACATCGAAGTCTTCAGACCTGAAGGAGGAGATATGAGACACAATT
GGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAGCCATTAGGGATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGGAAGAGAAAAAAGAGCGGTCACACTAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452551 
TTTTACTGTAATTCAACACCATTGTTTAATAGTATTTGGTATGATAATGGAACAAGCATCGCTACAGGAAATG
GGACAGTAAATAATACTATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAAAGTAGGAAA
AGCAATGTATGCTCCTCCCATTAAAGGACTAATTAAATGTTCATCAAATATTACGGGACTGCTATTAACAAGA
GATGGTGGTAAAAACCAAACCAATGACAGTGAGACCTTCAGGCCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAATAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452612 
TTCTACTGTAATACAACACCGCTGTTTAATAGTACTTGGAAGTGGAATAATGGTACTGGAGGGTCAAGTATCA
CTGAAGGAAATCTCACAGAACCTATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCCCCCATCCAGGGACAAATTAACTGTTCCTCAAATATTACAGGGCTGATATTG
ACAAGAGATGGAGGTGACGATAATACGCAAAATGACACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCTTCCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGATCATTATTGTCTGGTATAATGCAGCAGC
AAAACAACTTGCTGAGGGCTGTTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452359 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATACTACTGAAGGGTTAAATAGCACTGAAGGAG
ATGACACAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCACAAAGTAGGCAGAGCAAT
GTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAAGAATGTGAGCAATATCAGCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCTTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAGAAAAGAGCAGTGGGAATGGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAATGATA
TGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452109 
TTCTACTGTAATACAACACAACTGTTCACTAGTACTTGGAAAAATTCTAGTGATGGGAACGTTACAAGAAGTG
AAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGAGGACACATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGGGGCAACGAGAGCAGAGAAAATGAAACCTTCAGACCTGGAGGGGGAGATATGAAGGATAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCGAGGCACAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCATTGACGTTGACGGTACAAGCCAAACTATTATTGTCTGGTATAGTGCAACAGCAGAATAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452090 
TTCTACTGTAACTCATCACAATTGTTTAATAGTACTTGGAATCTTAATGATACTTGGAATGGTACTAGTGACA
CCAATGAAAATATTACACTCCCATGCAGAATAAAACAAATCATAAACCTGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGATGGATTAACTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTGGTAATAATGAGAATACTAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTGTACAAATACAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACACTGGGAGCTATATTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT452407 



TTCTACTGTGACACAACACAACTGTTTAATAGCACTTGGCATCCTAATGGCACCAATAGTACTTGGCCTACTA
ATAGTACTAATGGAAGAGAAAATGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAGTAATTAAATGTTCATCAAATATTACAGGGCTG
TTATTAACAAGAGATGGTGGTAGGGATAATGGCACGAATGGTACCGAGACCTTCAGACCTGGAGGGGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCAC
TAAGGCAAAGAGAAGAGTGGTGCCGAGAGAAAAAAGAGCAATCGGAATAGGAGCTATGTTCATTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTAATGTCTGAGA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>KT452194 
TTCTACTGTGATACAACAAGTCTGTTTAATAGTAATTGGACGAAAGATAATAATGAGTCTTGGAGTAATACTA
CTGACTGGTCAAATGGAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGCAAGTAGG
AAAGGCAATGTATGCCCCTCCCATCAGCGGAAACATTAGCTGTTCATCAAATATTACAGGGGTGATATTAACA
AGAGATGGTGGGGGGGGTAATAACACGGAAAACAATACTGAGATCTTCAGACCAGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGCATAGGAGCGGTGTTCCTTGGGTTCTTGTCTGCA
GCAGGAAGCACTATGGGCGCAGCGGCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGACCGCTCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT452218 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATATTACTGGAGAACCAAATAGCACTGCAGGAA
GTGACACAATCATACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGAAAGGCAACGTA
TGCCCCTCCCATTAAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAACAAGAGACGGTGGT
ACTAACAGTAGCAACAGTAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCTAGACAATTATTGTCTAGTATAGTGCAACAGCAGAACGATT
TGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KT452245 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGTTACTGAAGGGACAACTAACACTGAAGGGT
CAAATAACACTGGAGGAAGTGACCCTATCACACTCCCCTGCAGAATAAAACAAATTATAAACCTATGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAACTTAGTTGCTCATCAAATATTACAGGGCTGCTA
TTAACAAGAGATGGTGGTAATAACAGCGGAAGCGAGGTCGAGACCTTTAGACCAGGAGGAGGAGATATGAGGG
ACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAAAAGTTGAACCATTAGGAATAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTAACGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MN486011 
TTCTATTGCAATACATCACGCTTGTTTAATAGTACACATAATGTTACAGAAAATGCATATAATATTACAGGAA
ATGCTTCAGATTCAACCATCATCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCCACTCAAATATCACAGGACTATTATTGACACGT
GATGGAGGTGAAAATAACAGTACATCAGAAACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGGCGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ912708 
TTCTATTGCAACACATCAAAACTGTTTAATGAGACAGAACTGCTTAAAAGTACAGACAGTACTTTAACCATCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTAAAGG
AAAAATAACATGTAAATCAAATATTACAGGACTACTACTAACACGTGATGGAGGAGTAAATAACGATAGCACA
GAAACATTCAGACCTGTAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAAGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU191613 
TTCTATTGCAATACATCAGGATTGTTTAATGGTACATACATGAATAGTACATACATGAATAGTACAGATAAAA
TCATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCTC
TCCCATTAAAGGACAAATAAAATGTGAATCAAATATCACAGGATTATTATTGACACGTGATGGAGGAAATGAA
AATAATGTGACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTGGAAATTAAACCATTAGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA



AAGAGCAGCGGGACTAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCA
TAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>MH746230 
TTTTATTGTAACACATCAAATCTGTTTAATAGTACACACAGGGCAGATGATACAAATTCAACCATCACAAATG
ATACAGATTCAAATAGGACCATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGAGGGTAGG
ACGAGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTATATCAAATATCACAGGACTACTACTAACA
AGGGATGGAGGAGTAAAGAATGAAACAGGGAAGAATGAAACAGGGAAGGACTCAGATGGGAACAACACAGAGA
TATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAAT
TAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATA
GGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTAC
AGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCA
TATGTTGCAACTCACGGTCTGGGGCATT 
>MH746248 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTAATAGTACAAGCCTAGGTAATAGTAGTAATAGTACAGAAA
CAGAAAATGCAAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTATGCTCCTCCCATTAAAGGAATAATAACATGTAGATCAAATATCACAGGACTACTACTAACACGTGAT
GGAGGAGACAACAACAAAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39233 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACAGACAGGTCTAGCAGTACAGAAAGTGCAAACATAACCA
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTAA
AGGAAAAATAACATGTAAATCAAATATCACAGGACTACTACTGACACGTGATGGAGGAACAACAAATGATAGC
ACAGAGGCGTTCAGGCCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAGAAATTAAACCATTGGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTAGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCGATAACGCTG
ACGGTACAAGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGACGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39237 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAGTAATAGTACAGACAATGCTAATAGCACAG
ACAATTCAACCATCACGCTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
ATATGCCCCTCCCATTAGAGGAAACATAACATGTAAATCAAATATCACAGGAATATTACTGACACGTGATGGA
GGATCAGATGCAAATGAAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGATTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGATGGTACAGGCCAGACAATTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39239 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACTGGCCTAACAGTACAAGAGAGGAGATTACAACAG
ACAATTCAAACATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAAC
ATATGCCCCTCCCATTGCAGGAAAAATAACATGTAACTCAAACATCACAGGACTGTTACTGACACGTGATGGA
GGGATAAATGGGACAAATAGCACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAATCCATTAGGAGTAGCACCCACTGGGGCGAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39246 
TTCTATTGTAATACATCAAAACTGTTTAATGGTGCATACAATAATGGTACATACAATAGTACAGAGAATATAG
AAAATTCAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCAAGCAAT
GTATGCCCCTCCCATCAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTACTGACACGTGATGGA
GGAAGCAGCGAGGCAAATAAAACAGGGGAGACATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>U39245 



TTCTATTGCAATACATCAAAATTGTTTAAGACATCAGTTAACCCAAACATCACACTCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCCATTTCAGGAATAATAAC
ATGTAAATCAAATATCACAGGACTACTACTAACACGTGATGGAGGGGGGCAGAATAATGGACCAGAGACATTC
AGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGC
CATTAGGAATAGCACCCTCTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCACATGT
TGCAACTCACAGTCTGGGGCATT 
>U39251 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACTGGTTTAATAGTACACACTGGTTTAACAGTACAG
AAAGCGCTAATGGAACAGAAAATGACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGGGGTAGGACAAGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGAATA
CTCCTAACACGTGATGGAGGAAATTTAACTAATGGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGCGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN692434 
TTCTATTGCAATACAGCAAGCCTGTTTAATAGTACATACAATAGTACAGGAAACATTACTGAGACAGAAAAGT
CAAACAGCACAGTCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCTCCCCTATAAAAGGAGAAATAACATGTAACTCAAGTATCACAGGATTACTACTGACACGGGAT
GGAGGCCTGAATAGAACAAATGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727522 
TTCTATTGCAATACATCAGGCTTGTTTAATGGTACATACAATGGTACAGAAAGCAATAATGAAACAGAAAATG
CAAACGCAAACATCACACTCCCATGCAAAATAAAACAAATTGTACGCATGTGGCAGGAAGTAGGACAAGCAAT
GTATGCCCCTCCCGTTAAGGGAATGATAACATGTAGATCAAATATCACAGGATTACTATTGACACGGGATGGA
GGCTCTAACACCACGAATAACACAGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727523 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATAAAAAATTCTAATGCAACAGGAAACATTACTA
GAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTCGAGGAATAATAACCTGTAGGTCAAATATCACAGGACTACTACTGACACGTGATGGAGGAGAG
AATGATACAGAGACAGTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY727524 
TTCTATTGCAATACATCAAGCCTGTTCAATGGTACATACAATGGTACATACAATAGTACAGGAAACATTAATG
GAACAGACACAAACATCACAATACCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTAGAGGAATAATAATGTGTAGATCAAATATCACAGGACTACTACTGACACGTGAT
GGGGGAATTAGCAGAGATAACAACACAGATAACACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGACTAGCACCCACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCC
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY727525 
TTCTATTGCAATACAGCAAACCTGTTTAATGGTACATACAATGATACAGGAAACATTAATGAAACAGAAACCA
TTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATACCCCTCC
CATTAACGGAATAATAACATGTAGATCAAATATCACAGGGTTACTACTGACACGGGATGGAGGCAATAATAAT
GGCACGAATGAGACATTCAGGCCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATA



ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>JX140663 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTGAATTAGACAGTAATGGTACATTCAAAATTAATGGGACAG
AAAATGGAACTGGAACAGAAAATTCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAGATCAAATATCACAGGATTA
CTACTAACAAGGGATGGAGGAGACACGAGTGACGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAGTAGCACCCACCGAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181929 
TTCTACTGCAATACATCAGGCCTGTTTAATAGTACATACTGGCCTAATGCTACATATAATGCAACAGAAAATT
CAGAAAATTCAACCATCACAATCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTAGAGGACCAATAAACTGTACATCAAATATAACAGGACTATTGATAACACGTGAT
GGAGGAATCAACTCAAGTGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCATTATG
GGCGCAGCGTCACTAACGCTGACGGTACAGGCCCGGCAATTATTGTTTGGGATAGTGCAACAGCAAACCAATT
TGTTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX181930 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGAATATTACAGAAAAAATTACTGATAATAATTCAAGCATCA
CTATCACATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCAT
TGAAGGAGTAATAACTTGTAGATCAAATATCACAGGATTGCTACTGACACGGGATGGAGGCAACACAAATAAC
ACAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181931 
TTTTATTGCAATACATCAAACCTGTTTAATAATATATACCCGAAATGGAACATGTTTGACTGGAGCAATGCAA
ACAAAACAAACACTACAACAAACATCACACTCCGATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCATTGAAGGAATAATAACATGTAGATCAAATATCACAGGATTACTACTG
ACCCGGGATGGAGGCAGGGGAGACACAAATGGCACAGAGACAAATAAAACAGAGACATTCAGGCCCGGAGGGG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGC
ACCAACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>KX181932 
TTCTATTGCAATACATCAATCCTGTTTAATGATACATACTGGGTTAATGGGACAGGAAGCACTAATGGAACAG
AAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATATATGC
CCCTCCCATTAAAGGAAGAATAACATGTAAATCAAATATCACAGGAATACTACTGACACGTGATGGAGGAGAA
ACTAATGAAACTAATGCCACAGAGGTATTTAGGCCTGGAGGAGGAGACATGAGGGACAACTGGAGAAGTGAAC
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181933 
TTCTATTGCGATACAACAGGACTGTTTACAGAAAACAGTACTGAGATAGACAACGGTACAGAAAATTCAACCA
TCATAATCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAAGAGGTAGGACGAGCAATATATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTACTGACACGTGATGGAGGAGAAGGAAAT
GAGACACAAAATGATACAGAAACATTCAGGCCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTGGTAGAAATTAAGCCCTTAGGAATAGCCCCCCCCAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCGGCATTAGGAGGTGTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATGATGCTGACGGCACAGGCCCGACAATTATTGTTTGGGATAGTGCAACAGCAAAGCAATTTGTTGAGAG
CTATAGGGGCGCAACAGCACATGTTGCAACCCCCGTTTTGGGGCATT 
>KX181934 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATAGTAACTGCACATCTAATAGGACAGGAACTG
AAAACATAACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTATGC



CCCTCCCATTAAAGGACAAATAACATGTAGATCAAATATCACAGGATTAGTACTAGAAAGGGATGGAGGCACA
AATAAGACAGAAGAGACATTCTGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAGACCATTAGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGATTTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>KX181935 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACTGGCCTAATGGTACAGAAAACACAAACATCACCA
TCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTAAAGGAATAATAACATGTAGATCAAATATCACAGGGCTACTACTGACACGTGATGGAGGAAATGGAGAT
TTCACAGATAGCCCAGAAACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181938 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATACACCTAATAGTAATAGTACTGAAACAGGAAATT
CAACAATCACCATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGGGGTAGGGCGAGCAATGTATGC
CCCTCCCATTAGTGGAATAATAACATGTAGATCAAATATCACAGGGATACTACTGACACGGGATGGAGGCGAT
AGCAACAATGATACAGAGATATTCAGGCCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAGATTAAACCCGTAGGGATAGCCCCCCCCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGGGGAATAGGAATAGGAGCTGTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCCGACAATTATTGTTTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATC 
>KX181939 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATATTTTAATGGTACATATAATAGTACAGGAAACAGTC
CAAACATCACACTCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGAGGGTAGGACAAGCAATGTATGC
CCCTCCCATTCCAGGAATAATAACATGTAGATCAAATATCACAGGATTGTTACTGACACGGGATGGAGGCCCG
GATAATAATCGGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGGACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACATGCCAGACAATTACTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX181940 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGACATACCCAGCTAATAGTACAGGATACAATAATGAAACAG
GAAATTCAACCATTACAATCCCATGCAGAATAAAACAAATTATAAATAGATGGCAGGAGGTGGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAATAATAACATGTAGATCAAATATCACAGGATTACTACTGACACGGGATGGA
GGCAACACAACAAATAAAACTGAGATATTCAGGCCTGAAGGAGGGAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749391 
TTCTATTGCAATACATCAAGCCTGTTTAACCATACATACCACAACCTGAATAGTAGTAGTACAAACACAACAG
CAAATATCACAAGAATACCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAAAAATAACATGTAGATCAAACATCACAGGATTAGTACTGACACGGGATGGAGGT
AATACAGGAGGGACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATA
AATATAAGGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427678 
TTCTATTGCAATACGTCAGGGCTGTTTAATAATACATGGCTTAACGTGACTAATAAAACAGAAAATCCAACCA
TCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATTGCAGGAAAGATAACATGTAGATCAAATATCACAGGACTACTACTGACACGTGATGGAGGTGACAATATC
ACAGAAGAAATATTCAGGCCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>KT427736 
TTCTATTGCGATACATCAGGCCTGTTTAATAGTACATTTAATAAGACAGGAAACAGTAATAGTACAGTAAACA
GCACAATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTAAAGGAAACATAACATGTAGAACAAATATCACAGGAATACTACTGACACGTGATGGAGGAAAC
GAAACTAACACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAATAGGGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAAGAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427800 
TTCTATTGCAATACATCAGGGCTGTTTAATGCTACATTTAATGCTACACACTGGTCTAATATGACAGAAAGTA
CTAATGAAACAGACAATACAACCATCATAATCCCATGTAAAATAAAACAAATTGTAAACCTGTGGCAGGAGGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAATGATAACATGTAGGTCAAATATCACAGGACTACTACTG
ACACGTGATGGAGGTAATACAGATAACAGTAGCACAGAAATATTCAGGCCTGGAGGAGGAGACATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCGAGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTGGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU749392 
TTCTATTGCAATACATCAAGCCTGTTTAATAAGACATACCTGTTTAATAATACATACCTGGTTAAGAATGGCA
CGGTTACAGAAAACAATAATGGAACAAACATCACAGTCACAATCCCATGCAGAATAAAACAATTTATAAACAT
GTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGACCAATAACATGTATATCAAATATCACA
GGGTTACTACTGACACGGGATGGAGGCCTTAACACAACGAACGAGACATTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAATGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCGCCCACTAA
GGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTTTGGGATAG
TGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCAT
T 
>KU749393 
TTCTATTGCAATACATCAGATCTGTTTAATGATATAGACACATCTAATAACACTGAGAACATCACAATCCCAT
GCAGGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCTCTCCCATTAAAGGACC
AATAACATGTAGATCAAATATCACAGGATTATTACTGACACGGGATGGAGGCACGGACGGGGGAGGCGAAAAG
GACAACAACACGGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCAACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCGGCAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 
>MK041570 
TTCTATTGCAATACAACAAAGCTATTTAATAATTGCACAGGAAACAGTAGTTGCAACACAGAAAACAGTGATG
GAGAAGAGATCACAATCCCATGCAGAATAAGGCAAATTGTAAGAATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCTATAGCGGGATACGTAACATGTAACTCAAATATCACAGGATTATTACTGACAAGGGATGGAGGG
GATACAGGGAATGAGAGTGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAATAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGGCGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGTAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041576 
TTCTATTGCAATACATCAAGGCTGTTTAATAGTACATATGCACCTAATGGTACAGAAAACAGTACTGAAACAA
ACAATTCAACCATCACAATCCCATGCAGAATAAAACAAATTGTAAGAATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTACTAACACGTGATGGA
GGTGATGGAGGAAATAATACAAATAATACAGAAACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGGGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041550 
TTCTATTGCAACACATCAACACTATTTAATAGTACACACAATGGTACATACAATGGTACAGAAAACATTACAA
TCCCATACAATGGTACAGAAAACATTACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGT
GGGAAGCGCAATGTATGCCCCTCCCATTAAAGGAGTAATAACATGTCTATCAAATATCACAGGATTACTACTG
ACACGTGATGGAGGGGACACAGAGGAAAATGAGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACA



ATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAGGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAAC
AGCAGAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>MK041553 
TTTTATTGCAATACATCAGGCCTGTTTAATGGTACATATCCACCTAATAGTACAGGAAATGGTAATGGAACAG
ATGAGGAAAACATTACCCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTAAAGGACCGATAACATGTAGATCAAACATCACAGGATTACTGTTGACACGGGATGGA
GGGGTAAACAGCAACAACAGCACCGAGACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAGCAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK041561 
TTCTATTGCAATACATCAAGATTGTTTAATGGTACATATAATACTACAGGAAACAGTAATGAAACAAACAATG
CAAACATCACAATCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAGCAATAACATGTGAATCAAATATCACAGGATTGCTACTGACATGGGATGGCGGCAAG
GGGAATGACACGAACAACACAGAGACATTCAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATTAAACCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATATTGCAACTCACGGTCTGGGGCATT 
>MK041563 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACAACTCTACTACTACAGGAAACAGTACTGAAAATG
AAATCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTACTGACACGGGATGGAGGGAAT
AGCAGCAGCCCAGAGGAGATATTCAGGCTTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK041564 
TTCTATTGCAATACAACACAACTGTTTAATAGAACATATTGGTTTAATAGTACAACTAATGACACAGGCACTA
ATGACACAGAAGATAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACCTGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGAGGGAGCCATAACATGTAACTCAAATATCACAGGATTACTACTGACA
CGTGATGGAGGCACAGGAAATGATACCACAAATGCCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAATA
GCAGGAAGCACTATGGGCGCAGCGTCCATAACGCTGACGGCACAGGCCAGACAATTACTGTCTGGGATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>U52953 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACACACCTAATAGTACAGAAAACATTACTGGAACAG
AAAATTCAATCATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTCGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAATATTAACATGTAGATCAAATATCACAGGATTACTACTGACACGGGATGGA
GGTACAGGTATGCATGACACAGAGATATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCGAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443088 
TTCTATTGCAATACAACAAGACTGTTTAATGGTACATATAATAGTACAGGAAATGATACAAATTCAACAAATT
CAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAATGTATGC
CCCGCCCATTGCAGGAAACATAATATGTAAATCAAACATTACAGGACTACTATTGACACGTGATGGAGGTGAA
GGTGAAAATACAACAGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGCGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGATGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443089 



TTCTATTGCGATACATCAAACCTGTTTAATAAGACACGCAGGGATAATGCTAATGAAACTATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAA
CATAACATGTAAATCAAATATCACAGGACTACTCTTGGTACGTGATGGAGGAAAAACAGAGGATAACAAAAGT
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATAAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAAGTGCTGTCTGGAATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443092 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAATAATACAAATTCTAATAATAATACAGCAGACA
TCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAGAG
AACAACTCAACAGAGACATTCAGACCTGCAGGAGGAGAAATGAGGGACAATTGGAGGAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGAAGGGTGGTGCAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCC
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443093 
TTCTATTGCAATACATCAAATCTGTCTAATGAGACATACCTGGCAAACCTGACACGGATGTCTAATGTAACAA
AAAACGCCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAAT
ATATGCCCCTCCTATTGCAGGAAAAATAACATGTATATCAAATATCACAGGAACACTATTGACGCGTGATGGA
GGAGTGTCAAATACAACAGAGGGCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAA
GTGAATTATACAAATACAAAGTGGTAGAAATCAGGCCATTGGGAGTAGCACCCACTGAGGCAAGAAGGCGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGAGCAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443094 
TTCTATTGCAATACATCAAACTTGTTTAATAATACATACAGGGCTGATAGTACATCCAATAATATAACAAATG
ATAATTCAAATATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGA
GGAAAAGAAGAGAACAATAGCACAAACAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTAAGCCATTAGGAATAGCACCCACCAAGGCACA
AAGGAGAGTGGTGAAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCC
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443095 
TTCTATTGCAACACATCAGCACTGTTTAATAGTACATATAATAGTACATACAATACAAGCGGGCATAATGATA
CAAGAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCAATATCACAGGACTACTCTTGACACGTGATGGAGGA
AATACAAGTAGCACAGAAGAGATATTCAGACCTGAAGGAGGGGATATGAGGGATAACTGGAGGAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443096 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATCCATCAGTACGGACAGTAACTCAA
GCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAATAAC
ACAGAGAACACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF443098 
TTCTACTGCAATACATCACAACTGTTTAATGGTACATACATGCCTAATAGTACATACATGTCTAATAGTTCAG
ACAATAGAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACCTATGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGACACGTGATGGA
GGAGGAGAAAGTAACACAACAAATGCAACAGAGACATTCAGACCTGGAGGAGGGGACATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAGTTAAACCATTGGGATTAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAAGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443101 
TTCTATTGCAATACATCACAACTGTTCAATGGTACATACAATGATACATACAATGGTACAGAAAGTAATTCAG
GTAATTCAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACGCGGGATGGA
GGGAAAGGGAATGATACCGCAGAGATATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAGGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443104 
TTCTATTGCAATACATCAGGCCTGTTTAATGGAACGTTTAATGGAACACACCTAAACATATCTACTAATACTA
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGAGATGGAGGACCAGAA
GATACAAAGAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGACCAAACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443110 
TTCTATTGTAATACATCAATTCTGTTTAATGATACATATTGGTTTAATGGGACAGACATGGCTAATGATACAG
GAAGTAATAACATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
ATATGCCCCTCCCATTAGAGGAATCATAACATGTACATCAAATATCACAGGACTGTTATTGACACGTGATGGA
GGAAACACAGGAGGAAACACAACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAATG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443111 
TTCTATTGTAATACATCAGGCCTGTTTAATAATAACCTGATTAATAATGGGGCAGAAGATACTATCAGACTCC
CATGCCGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCGGG
AAACATAACATGCACATCAAATATCACAGGACTGTTGCTGACACGGGATGGGGGAAACGGAGGAAATAATACA
GAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGA
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443112 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACAAATAATAATACAGAAAGTGAGTCAAATGCAACCATCA
CACTCCCATGCAGAATAAAACAATTTATAAGAATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGGCTACTATTGACAAGGGATGGAAGCAAAAATGATACA
GAGACATTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGCGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GCACAGGCCAGACAACTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AACACCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443113 
TTTTATTGCAATATATCAAGATTGTTTAATAGGCCAAACATGACTAAAGAGACAAACATGACTAGTGATATAA
AAAATAATTCAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAGAATAATATGTAAATCAAATATCACAGGACTATTATTGGTACGTGAT
GGAGGACAGGGAGATAATGTCATGAATGCCACCGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAGTGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAAAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443115 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAGGGCCAATAGTACAAATAGTACTTCAAATTCGA
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
CCCCATTGCAGGAAACATAATATGTAAATCAAATATCACAGGAGTACTATTGACATATGATGGAGGAGAAGGG



GTAAAGGAAAATGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATCG
AGGCGCAACAGCATATGTTACAACTCACAGTCTGGGGCATT 
>KY658704 
TTTTATTGCAATACAACACAACTGTTTAATGGTACATACAATGGCACATACATTAATGATACAGAAAGTAATT
CAACCTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGC
ACCTCCAATTGCAGGAAACATAACATGTAAATCAAGTATCACAGGACTACTATTGACACGGGATGGAGGTGAC
AAAAACGACAACAACAGTGAAATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY658705 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATGGTACATACCTTGATGAGACAAATTCAACAA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCCCCTATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTGTTGACACGTGATGGAGGA
AAAGGAGAAAATAATAGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGT
TATATAAATATAAAGTGGTTGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTGGA
GAGAGAGAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGACGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KY658706 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATGGTACACATAATAATGCGACAGACTCAAAAA
ATCCAACCATCACCCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAATGTA
TGCCCCCCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGT
AATGAAAATGAAAATGAAACCAACAAAAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTGGAGATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC154013 
TTCTATTGCAATACATCAAAACTGTTTAATGAAACATACCTTAATGATACAAAGAGTGAAACAATCATACTCC
CATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAACTCAAGTATCACAGGACTACTGTTGACACGGGATGGAGGAGAGACAAATGGCACAAAT
GGCACAGAAACGTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAATCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACG
CTGACGGCACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>KC154015 
TTTTATTGTAATACATCAGGACTGTTTAATAGTACATACTGGGGTAGGACTAATAGTACTGATATTCTTTCAA
ATTCAACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGATTACTATTGACGCGTGATGGAGGA
ACATGGGAAAACAAGACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAAACAAATAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAAACTTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114882 
TTCTATTGCAATACATCAAAGCTGTTTAATGAAATAGACACAAATAAAACAGGAAACGAAAGTGAAAACATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAGCATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGTGATGGAGGCACAAATACAAGC
GACAACAACAGTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCAACTGAGGCAAAAAGGAGAGTGGTGGAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861313 



TTCTATTGCGATACATCAAAACTGTTTAATGACTCGTCTAATAGTACAAGCAAGGAGCCAATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAA
CATAACATGCAGATCTAATATCACAGGACTACTATTGACACGTGATGGAGGGAGGGTCAATGACACAACAGAG
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTACACCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGG
AATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861315 
TTCTATTGCAATACAACAAAATTGTTTAACAGTACATACAATTCTAATGGTACATACAGTAATAGTACTTCAA
ATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGCGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGCGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAATGGG
TCCAGTGATGCCCCAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTACGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATCTGCTGCAACTCACGGTCTGGGGCATT 
>KR861316 
TTCTATTGCAATACATCACAACTGTTTAATAAGACAATGAACAATATTAATGGTACAGAAAACAGTACAGACA
CAGAAAACAGGACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTGGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTGAATCAAATATCACAGGAATACTATTGACACGTGAT
GGAGGAGAATCAAATAACACCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTACTTGGGTTCTTGGCAACAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861325 
TTCTATTGCAATACATCAAGTCTGTTTAATGAGACATACCTATATAATGGTACAGCAGACAATACAGTAAACA
TTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGATGTATGCCCCCCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGTACGTGATGGGGGGAAAGGAAAT
AATGACACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAACG
AGCAGCGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCATCAATA
GTGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861326 
TTCTATTGCGATACATCACAACTGTTTAATGAGTCCCTGTTTAATAGTACAAACAATGATACAATCATAGTTC
CATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
GAACATTACATGTAACTCTAGTATCACAGGACTACTATTGACATGGGATGGAGGGATAAATAATAGGACTACA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAGGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAAT
GGGATTAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGGCAATTGTTGTCTGGAATAGTGCAGCAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861337 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACATACAATGGTACATACAATGATATAGATCTGAATAATG
ATACACTCACACTCACATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGCACATCAAATATCACAGGACTACTGCTACTGCGGGATGGAGGAATT
GGAAATGAGACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATTGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KR861345 
TTCTATTGCAATACAACAAAACTGTTTGACACAGCAACACTGGTTAATGGTACATACATGAACAGTACAGAAA
GTAATTCAACCATCACAATCAAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTATATCAAATATCACAGGATTAATATTGACACGTGATGGA
GGACCAAATAGTAGTGATAATGTGACTACAACTGGAAATAATACTAATATTACTGAGATATTCAGACCTGCAG
GAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGACT
AGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCGGTGGGAATAGGAGCTGTGTTCCTT



GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGACCAGACAACTGT
TGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
GGTCTGGGGCATT 
>KR861312 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACCCGCAGCTTAATAGGACAGAAGATGTAAATCGAA
CCATCACACTTAAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAATATAACATGTATATCAAATATCACAGGATTAATATTGACACGTGATGGAAAATATGAA
AGTAGTAAGAATGAAAGTAGTAAGAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGACTAGCACCCACCAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861322 
TTTTATTGTAATACATCAAAATTGTTTAATGAGAGCCATGTGTATAATAATACAAATGGAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTATATCAAATATCACAGGACTGCTATTGACACGTGATGGAGGAGAGAATAATGGGTCAGAA
GAAGTATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAGTTAAACCATTAGGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861324 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACCATCCGGCCTAATGGCACTATCCAGTTTAATAGCACTA
ATGCAACAGCCCCAAACATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGGGGTAGGACG
AGCAATGTATGCCCCCCCCATTGCAGGAAATATAATGTGTAGATCAAATATCACAGGACTACTATTGACACGT
GATGGAGGTGGCAATGAGACTGATACTGAGATATTCAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTGGAGATCCAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGT
GGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861330 
TTCTATTGCAATACATCAAATCTGTTTAATAAGACATACTGTCCTAATGATACAAAGAGTAATGAGACAAAGA
GTAATGAAACCATCACACTGCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTGGTACGTGATGGA
GTTAACACAACTGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGCACTGGGAGCTATGTTCCTTGGGTTCTTGGGATTAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861335 
TTCTATTGCAATACAACAAAACTGTTCAATACAACAATACCGCCTAATGAGACATACAGGAGTACAAACAATT
CAAGTACCATCACACTCAAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGATTAATATTGACACGTGATGGAGGA
AACAATAATAATGAGACTGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGACTAGCACCCAACAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861336 
TTTTATTGCGATACATCAAGATTGTTTAATGATACACACTGGAATGACACAGAAGATAATATAGCTAATAGTA
ACACCATCATACCATGCAAAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATATATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCACGTATCACAGGATTACTATTGGAACGTGATGGAGGAAAAAAA
AATGACCCAAAAAAAATAGAAATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGCATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861343 
TTCTATTGCAATACATCAAACCTATTTCCAGGAAATGAGACGCAAGGCACAGGGACAAACAGCACAATAACAA
TACAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGA



AGGAAACATAACATGTATATCAAAGATCACAGGACTAATACTGACACGTGATGGAGGAAACAGTGGAAACAAT
ACAAAGCAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861311 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACATATGAGGTTAATGATACAGGTAGGACTAATGATACTA
GTGATAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGACGAGC
AATATATGCCCCGCCCATTGCAGGAAACATAACATGTACTTCAAATATCACAGGAATGCTATTGACACGGGAT
GGAGGAAACAAAAACAATACAGAGCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
ATGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCAGTGATGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KR861327 
TTCTATTGCAATACAACAAAGCTGTTTAATAGTACTGATAAAAGTGATAATGGTACCATCACACTCCCATGCA
AAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAGTATCACAGGACTAATATTGACACGGGATGGAGGAAACGATACAAACACTAATAACACA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACCCAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861344 
TTCTATTGCAATACAACAAAACTATTTAGTGGGGTTAATGATACAGACAATAGGACAATAATACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACAT
AACATGTAAATCTAATATCACAGGACTACTATTGGTACGAGATGGAGGTGATACCAATGCAACAGAGATAGAG
ATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAA
TCAAGCCATTGGGAATAGCACCCACTGAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTATTGGG
AGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTGACGCTG
ACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR861279 
TTCTATTGCAATACATCAAATCTGTTTAATGGAAAGCTATTTAATGATACATACAACAAGACAGGAGATACTT
CAAACATCACACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGAATAATATTGACACGTGATGGAGGAATT
AATAACACTACTAACAACACTGAGAAAAATGGCGCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTGCGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTTTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR861271 
TTCTATTGCAATACAACAAACCTGTTTAATGGAACATATGGGGATAAAGATACAAACAGTACTTCAAACATCA
CACTCTCATGCAAAATAAAACAAATTATAAACACATGGCAGGAGGTAGGAAAGGCAATATACGCCCCTCCCAT
TGCAGGAAGCATAAACTGCACATCACAGATCACAGGACTACTCTTGGTACGTGATGGAGGGGGAAATAGCACA
GATAATGACACATTCAGACCTGAAGGGGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAAAGAAAAAAGAGC
AGTCGGAATGGGAGCTGTGATTCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGG
CGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>KR861282 
TTCTATTGCGACACATCAAAACTGTTTAATAGTACATACAACGATCTATTTAATAAAACATACAATGATACAG
CTAATAGATTAAACATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTGAATCCAATATCACAGGACTGCTACTGGTACGTGAT
GGAGGTAGAAGTAACAATAACAATGGCACAGAGACATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAGTGGCGCTGACGGTACAGGTCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>KR861304 
TTCTATTGCAATACATCATGCCTGTTTAATGATAGTTGTACAAAAAATGAATCAGTCATCACACTCCCATGCA
GAATAAAACAAATTACAAACATGTGGCAGGAAGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACAT
AACATGTAATTCAAGTATCACAGGACTACTCTTAACACGTGATGGAGGACGGTCAAGTGAACCAAATAACACA
AATAACAATGAGACATTCAGACCTGCAGGAGGTGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTAACGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AF110959 
TTTTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAATGGTACAGAAGGTAATATAAGCCCAA
GTACAATCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAAATATTACAGGGTTACTATTGACACGTGATGGAGGG
CTAAATAGGAGCACAGAGGAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGGAATTAAGCCATTAGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTCCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>AF290028 
TTTTATTGCAATACATCAAGACTGTTTGATGAGACATACCTGTCTAATGGGACAGACGAGGATAATGGTACAA
TCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATATATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGGTTAAGCCCT
AATAATGACAGTGAGACATTCAGACCTATAGGAGGAGAGATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAAACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443075 
TTCTATTGCAATACATCAGAACTGTTTAATGGAACATATAATGGAACAGACAACAATAGCAATAAAACCATCA
CACTCCTATGCAGGATAAAACAAATTATAAACACATGGCAGGAGGTAGGACGGGCAATATACGCCCCTCCCAT
TGCAGGAAACATAATATGTATATCAAACATCACAGGACTACTCTTGACACGTGATGGAGGAAAAACAAATGAC
ACAAATGACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACCAAGGCAAAAAGGCGAGTGGTGGAGAGAGAAAA
AAGAGCAGTCGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443074 
ATCTATTGTAATACATCAAAGCTGTTTAATGGTACATACAACAGTACAGGAGGTACTTCAAATTCAACAATCA
CACTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCTCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAATGAGACAAGT
GGGATTGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGATTAGCACCCACTAAGTCAAAACGGAGAGTGGTGGGGAGAGAAAAAAGAGC
AGTGACATTCGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATGACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGATCTGGGGCATT 
>KY658709 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATATAACAGTACAGGAAGTACTTCAAATTCAACCATCA
CACTCCCATGCAGAATAAAACAATTTATAAACTTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGACTAATATTGACACGTGATGGAGGAGTTGGTAATGAC
TCAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTAGGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCTAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KY658711 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTACAGACAGGTCTAATAATACAGACAACA
TCATAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGGAAAGAAGAG
AATAACACAGGGACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA



AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAG
CTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443076 
TTCTATTGCAATACATCAGGCTTGTTTAATAGTACATACAATCCTAATAGTACATACAATCTTAATAGTACAG
AAAGTAAGGCAAATTCAAACATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGACA
CGTGATGGAGGAAATACAACAGAGACAAAAGAGACATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAGGCGAAAAGGAG
AGTGGTGGAGAGAGGAAAAAGAGCAGCGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF443078 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAATGGTACAGAAAGAAATTCAACAACAAATGCAA
CCATTACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCC
TCCCATTAAAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGTCGAAT
GATACAACAGAAACATTTAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAGAAATTAGGCCATTAGGGATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGAATAGAGAAAAAAG
AGCAGTGGGAGTAGCAGCTGTGTTCCTTGGGTTCTTATCAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATCGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443079 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATGCTACATACAATAGTACATACAATGATACAT
CAAATTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTGTTGACACGTGATGGA
GGCATAAATAACACAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGGATAGCACCCACCAAGGCACAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>AF443080 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTGCATTTAATGATAATAGTGGTGGGACCATCACCCTCCAAT
GCAGAATAGAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATATATGCACCTCCCATTGCAGGAAA
CATAACATGTAGTTCAAGGATCACAGGACTACTATTGACACGGGATGGTGGAAAAAATGATACACATGAGACA
TTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTGGAGATTA
AGCCATTAGGAGTAGCACCCAGTGAGGCAAAAAGAAGAGTGGTGGAGAGAGAGAAAAGAGCGGCACTGGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGACC
AGAAAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAAGCTATAGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATT 
>AF443082 
TTCTATTGCAATACATCAAAGCTGTTTAATACATCATGGCTGGATTCATACATATCTAATAATACAGGAAATA
ATTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCAACCCCATTGAAGGAAATATAACATGTAGGTCAAATATCACAGGATTACTATTAGAAAATGATGGAAAC
ATGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGATG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF443083 
TTCTATTGCAATACATCACGCCTGTTTAATAGTACATACAATCCTAATAGTACAAAAAGCAATACAGGCTCAT
GGATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGTGCGCGATGGAGGAACAACA
AATGCCACGGACGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF443085 
TTCTATTGCAATACATCAGAACTGTTTAACAGTACGTACAATGCAAATATGACATATAATACAAGCATGACTA
ATGCTACAGGAAATAACTCAACAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA



GGTAGGACGAGCAATGTATGCCCCGCCCATTGAAGGGAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGAGGAGGAAAGAATGCCACAAATGACACAGAGATATTCAGACCTGAAGGAGGAGACA
TGAGAAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCAC
TAAGGCAAAGAGAAGAGTGGTGGACAAAGAAAAAAGAGCAATAGCAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GTAGCAGGAAGCACTATGGGCGCGGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>AF443086 
TTCTATTGCAATACATCAAAACTGTTTAACAGTACGTTTAATAGCAATGGTTCATACATATGGCATGACAGTA
CAGGAAATGATCCACTAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAGAATAATATGTAACTCAACTATCACAGGGTTAATATTGACACGTGAT
GGAGGAAATAATACTAATAATACAGAGATATTCAGACCTATAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215421 
TTCTATTGTAATACATCAAGCCTGTTTAATAGCACATACATGTCTAATGGCACATACATGTTTAATGACATGT
CTAATGGTACAGAAAGGAATTCAAGCTCAATCATCGCAATTCCATGCAGAATAAAGCAAGTTATAAACATGTG
GCAGGAGGTAGGACGAGCGATGTATGCCCCTCCCATTGCAGGAAAATTAACATGTAGATCAAATATCACAGGA
CTACTATTGGTACGTGATGGAGGAACAAATAATGCTACAACAGAGACATTCAGACCTGGAGGAGGAGATATGA
GGAACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGT
GCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>HQ699992 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGACTAATGGTACATACATGTTTAATGGTACAT
ACAGGCTTAATAATATAACAAGTAATTCAAACATCACAATTCCATGCAGAATAAAGCAAATTATAAACACGTG
GCAGGAGGTAGGGCGAGCAATGTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGA
CTACTATTGGTACGTGATGGAGGAACAAATAATGCTACAACAGAGACATTCAGACCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGA
AGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGT
GCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>KF835515 
TTCTATTGTGATACATCAGGCCTGTTTAATAGTACATACAATAGTACATACGTGCCTAATGGTACAGAAAGTA
AGCCAAACATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
CGCCCCTCCCATTAAAGGAAGCATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
GCAAATACTACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699985 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACATGCCTAATGGTACAAACAGTAATTCAAGCAGTA
ATCCAAACTCAACCATCACAATCCCATGCAGTATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAACATCACGGGACTACTATTGGTACGTGAT
GGAGGAAATGTTACAGGGAGAAATGGTACAGAGATATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM215411 
TTCTATTGTAACACATCAGACCTGTTTAATTCTACATACATGTCTAATGGTACATTCAGGTTTAATGGTACAG
TGTTTAATGGTACAGGAGGTGATTCAAGCATAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACAT
GTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACA
GGACTACTATTGGTACGTGATGGAGGAACAACAAATAATACAAATAATACAGAGATATTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTGGGAATAGC



ACCCACTACAGCAAAAAGGAGAGTGGTAGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGT
CTGGGGCATT 
>KC898995 
TTCTATTGTAATACATCAAGACTGTTTAATAGTACATATATGGATAATAGTACAGAAAGTAATTCAAACTCAA
CCATCACAATCCCATGTAGAATAAAGCAATTTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAAACA
AATGATACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGCTGCAACTCACGGTCTGGGGCATT 
>KC898996 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACACGTCTAAGGGTACATACAGGTTTAATGGTACAG
AAAGTAATGGTACAGAAAGTAATTCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACAT
GTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACA
GGACTATTATTGGTACGTGATGGAGGAAAAGGAGACACAGGGCTAAATGATACAGAGACATTCAGACCTGGAG
GAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAAT
AGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATT 
>KF250403 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACGCCTTTTAATAGTACATACATGCCTAATGGTA
CAGAAAGTAATTCAAGCTTAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTG
GTACGTGATGGAGGCATAAATAATACAAGAGAGGAGACATTCAGACCTGGAGGAGGAGAAATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAG
GAGAGTAGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCCGGA
AGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250404 
TTCTATTGTAATACATCAGATCTGTTTAATAGTACATACATGCCTAATAGTACAGAAAGTAATTCAAACTCCT
CCTCAAATTTAACCATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATTACAGGACTACTATTGGTACGTGAT
GGAGGTTCGAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC807921 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATACATAATGGTACATACATGAGTGGTACAAAAA
ATAATTCAAGCTTCATCAGAATACCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGTGAT
GGAGTATCAGACACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870038 
TTCTATTGTAATACATCACAACTGTTTAATGGTACATACAATGGTACATACATGTCTAATGGTACAGAAAGTA
ATGCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGACTACTATTGGTACGTGATGGAGGA
GAAGGTACAAATGCTACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGGTTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ388913 



TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACATGACTAATGGTACATTCATACTTAATGGTACAG
GCATGAATACAGGTAATGAAACCATCATACTCCCATCCAGGATAAGACAATTTGTAATCCTGTGGCAGGAGGT
AGGGCGAGCAACGTATGCTCCTCCCATCGCAGGAAACATCACATGTAAATCAAATATTACAGGAGTACTAGTG
GTACGTGATGGAGGCACAGGCAACGGGACAGAAAATAACACAGAGATATTCAGACCTGGAGGAGGGAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGG
AGCAAAGAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTGGGAGCTGTGATCTTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAAGTATTGGCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>FJ388948 
TTCTATTGCAATACATCAAAACTGTTTGACAGTACACTATTGGATAATAGTACAAATTTAAACTTGACTGGCA
ATATCAATTTAACTGGCAATATCACGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCTCTCCCATAGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTAACA
CGTGATGGAGGAAAAGACAACAATGGCACAGAAACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTACAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCTGTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAACAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATA 
>FJ388952 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTACGTACATGTCTAATGGTACATACATGGTTAATGGTTCTA
ATGGTGCAACTCCAAATTCAACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACCTGTAACTCAAGTATCACAGGAATACTATTG
ACACGTGATGGAGGAATTAATAATGACACAAATAACATAGAGACTTTCAGACCTGGAGGAGGAGACATGAGGG
ACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCTGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>JF683740 
TTCTATTGCAATACATCAAAACTGTTTAATAGGAAATACACATTTAATGGCACAAATGGCACAAACACTAATA
TCACTATCACATTCCCGAGCAAGATAAAAAAAAACATAAACCTGGGGCAGGGGGGAGCAAGATCAACCTCTGC
CCCTGCCGGAACCGTAACCATAACATCAAGTTTAACAGGAACAGGATTGTTACGGGAAGGAGAAGGGAGAAAG
AGCAAACACACTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAACCATTAGGAATAGCTCCCACTGAAGCAGAAAGGAGAGCGGTGAAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAAGCACAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>JF683755 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACAAATAGCACAGATAGCACAAACAGCACAGTCATCACAC
TCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATTAG
AGCAAACATAACATGTAGATCAAATATCACAGGACTACTATTAACACGTGATGGAGGACATAATTTTACTAAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTAGGAATAGCCCCCACTACAGCAAAAAGGAGAGTGGTGGATGGAGAAAAAATACCAAGAGA
AAAAAGAGCAATAGGGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGTAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGAGAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF683768 
TTCTATTGCAATACATCGAGCCTGTTTAATGGTACATACAATAGTACAGACAATAGTAGTTCATCTGAAACCA
TCAGTTCATCTGAAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAATATCACAGGAATACTATTAACACGT
GATGGAGGTAATGGAGGAAACAACACAAACGGAACTGAAGAGACATCAGAGATATTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACC
CGAGGAAGCAAAAAGAAGAGTGGTAGAGAGAGAAAAAAGGGCAGTGGGACTAGGAGTTTTGTTCTTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATT 
>KT124786 
TTCTATTGTAATACATCAAAACTATTTAACAGTACATTTAATAGTACACACTTAGAAGATAATGCTACAAATA
ATAATGATACAACATCCATTACACTTGCATGCAGAATAAAACAATTTGTGAATATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTGTTAGTACGC
GATGGAGTCGGCAATGAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT



TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCACTAACGCTGACGGTACAGGTCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC473844 
TTCTATTGCAATACATCAAAACTATTTAATAGTACAATTAATAGTACAGTCATGGTTAATGATACAGACAACA
GCACAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAATATAACATGTAACTCAAGTATCACAGGACTAATATTGACACGTGATGGAGGAATA
GGAAATGGAACTGATAAGACAGAGATATTTAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGGATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ236594 
TTTTATTGCAATACATCACCCCTGTTTAATAGTACATACAATAAGACAGAAAGCATAATTGAGGAAGACAATT
CAACCATCACCATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGC
CCCCCCCATAAAAGGAATAATAAAATGTAGGTCAAACATCACAGGATTACTACTAACACGGGATGGAGGTACG
GGTAACGAAACAGATAATGGAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATTGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAATGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ236601 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTGCATACAATAGTACATACAACAGAACTG
AAAAAGGAGATGCAAACATCACAACCATCCAGTGCAGAATAAGGCAAATTATAAACATGTGGCAAGGGGTAGG
ACGAGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGAGTAAATAATAGTGAAACAACAGAGACATTTAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCTACTAGAGCAAAAAG
GAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACTCTGGGAGCTATGTTCCTTGGTTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY496624 
TTCTATTGCAATACAACAAGCCTGTTTAATGGTACATACAATAATAGTACAGGAGATCTTACAGAAGGAGGAA
CCATCACGATCCCATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCC
TCCCATTGAAGGAATGATAACATGTAACTCAAATATTACAGGATTACTACTGACACGGGATGGAGGCAGCGAA
GGCAACAATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCCACCAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCG
CTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY713417 
TTCTATTGCAATACATCAAAACTGTTTAATACAACAGGACTGTCTGATAATGCAACTTTAACCATCCCATGCA
GAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAATAAT
AACATGTAGATCAAATATCACAGGATTATTACTGACACGTGATGGGGGGATGAACAACACAAACAACACAGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAA
TTAAGCCATTAGGAGTAGCACCCACTGGGGCAAAAAGGGCAGTGGTGGGGAGAGAAAAAAGAGCAGCACTAGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCGGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>KU319531 
TTCTACTGCAATCCATCAGGACTGTTTAATAGGACATACATGTTTAATAGTACAGACGTGTTTAATAGTAATA
GTACAGACAGGTCTAATAGTACTAATAGTACTTCCATCACACTCCAATGCAGAATAAAGCAAATTATAAACCT
GTGGCAGGGGGTAGGAAAAGCAATATATGCCCCTCCCATTGCAGGGAAAATAACATGTAAATCAAACATTACA
GGAATACTACTGACACGAGATGGAGGAAGTAATAACAGTAGCACAGAGACATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGTACCCAC
CGAGGCACAAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCGGGTA
TAGTGCAACAGCAAAATAACTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>KU319532 



TTTTACTGTGATACAACAAACCTGTTTAATAGTACATACAATGGTACTAGTACTAATAGTACTTCCAGTGGTA
CCATCACCCTCTCATGCAGTATAAAACAAATTATACAGATGTGGCAAGGATTACGAAAAGTATTGAATGCCCC
TGTCTGCGCTCCCCTTGACGGAAACATAAAATGTACATCAAATTTCACAGGACTACTATTGCCACGTGCTGGA
GGAAGTGGACTTAATGATACTGACGCAGAAGTATTCAGACCAGCAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCAACTACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU319534 
TTCTATTGGGATACAACAAAACTGTTTAATGAGACATATAATAATACAGATGCAAATGGCACCATCATAATGC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAGAGCAATGTATGCCCCTCCCATTGAAGG
ACCAATAACATGTATATCAAACATCACAGGACTACTACTAACACATGATGGAGAGGAAAATGACACAGAGACA
TTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTA
AGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGC
TATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACGGTCTGGGGCATT 
>KU319537 
TTTTATTGCAATACATCACACTTGTTTAAGGATAATATTAGTAGCACGGGAAACATCACAATCCCATGCAGAA
TAAGACAAATTATAAACTTGTGGCAGGAAGTAGGACGAGCAATGTATGCTCCTCCCATTGAAGGACTAATAAA
ATGTAGATCAAATATCACAGGACTATTGCTGACACGTGATGGAGGCAATAGACAAAATGGCACAGAGATATTC
AGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAAC
CATTAGGAATAGCACCCACTAAAGCAAAAAGGAAAGTGGTGAAGAGAGAAAAAAGAGCAGCAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KU319541 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAGTATGACAAATGGCACCCTCAGACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTCCCATTAGCGGAGCAATAAGTAG
GAAGGCCATAGTATCATGCTTATCAAATATCACAGGGATACTCTTAACATGTGATGGAGGCATTAATAGGCAC
AGACATAACACAGAGACATTCAGACCTGTAGGAGGAGACATGAAGGACAATTGTAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAGTTAAAGCCATAGGAATAGCACCCACACAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAA
AAGAGCAGCATTAGGAGTTTTATTCTTTGGGTTCTTGGGAGCAGCCGGAAGCATTATGGGCGCAGCATCAATA
TTTTTTTTGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU319544 
TTCTATTGCAATACAACAGGACTGTTTAACAGTACGTACAATAGTACACACATATTTAATAATACTTCAAATG
CAACCATCACACTCCCCTGCAGAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCACTGCAGGAAACATAACATGTAGATCAAATATCACAGGGCTACTATTAACACGTGATGGAGGAAGC
GACAGCGACACGACTGAGGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGTACCCACTACTGCAAAAAGGAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATT 
>KU319546 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAACTCTAATAGTACTAATAGTACTTCAAATTCAA
GCATCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTGACATGGGATGGAGGAAACCAA
AACGGAACCAACAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTAAGGCAAAGAGGACAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAAACTATTGTTGGCTGGTATAGTGCAGCAGCAAAATAATTTGCTGA
GGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU319551 
TTCTACTGTAGTACTACACCCTTGTTTACTAGTACTAGTACTACTGGGGGTACTACTGATTCAAATTCATACA
TCACAGTCATCACTCCCCCATGCAGTATACTACTATGTCGTAACATGTGGCAGGAGGTAGGACGAGCCATATA
TGCTCCTCCTATTAAAGGAGTAATAACATGTAGATCAAATATCACAGGACTACTGCTGACACGGGATGGCGGC
CATAGCACAAATGACACAGAGATATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG



TCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATTGAGGCGCAACAACATATGTTGCAGCTCACGGTCTGGGGCATT 
>U46016 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACAAAACTAGAACTGTTTAATAGCAGTACAAATTTAAACA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAATAATAATGTGTAGATCAAATATCACAGGACTACTACTGACACGTGATGGAGCCAAAGAGCCA
CATAGCACAAAAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCACTAGGAGTAGCACCCACTAAGCCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAG
AGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>AF219262 
TTCTATTGCAATACAACAGACCTATTTAATAGCACAAAACTGTTTAATAGCAGTAGTACAAATTCAACCATCA
CACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TAAAGGAATAATAACATGTAGATCAAATATCACAGGAATACTACTGACACGTGATGGAGGGAATGACAATAGC
ACAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGCGAGTGGTGGAGAGAGAAAA
AAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF219263 
TTCTATTGCAATACATCAAAATTGTCTAATAGGACATACAATGCATCAGACCTGGTTAATAGTACAAGTAATT
CAACCATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAT
AATGCAAATAATGCAAGTACCAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGGGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGCGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGGCAAGTGTTGTCTGGTACAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF219269 
TTCTATTGCAATACATCAAAACTGTTTAAGGGTACATACATGTATAATGATACAGATACAAACATCACACTCA
CACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCAT
TGAAGGAAGCATAAAGTGTACATCGAATATCACAGGACTACTATTGACACGTGATGGAGACAAAAATGATACA
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTAGGAATAGCACCCGCTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGG
AATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCATGGTCTGGGGCATT 
>AF219274 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATATGTTTAATAGTACATATACGTCTAATAATACAG
GAAGTAATTCCAACTCAACCATCACACTCCCATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACA
CGGGATGGAGGCGTGGAGACACAAGATACCACAGAGACACAAAATAACACAGAGACATTCAGACCTGGGGGAG
GAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGC
ACCTACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGACCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGCAGCGCTGACGGTACAGGCCAGACAATTGTTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>FJ977094 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTCAAGTTTAATGATACAGACATGACTAATGATACAG
GAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGGGATGGAGGGACA
AATGTAACAAATGAAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTTGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAAAG
ACAAAAAAGAGCAGCAATAGGAGCTATGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAGCGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595789 
TTCTATTGCAATACATCAGGCCTGTTTAACAGTAAATACATGCATAACATGACAATCAATGGGACAGACATGA
CAAGCAATGGGACAGACAGTAATGCAACAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTG



GCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGCATTACAGGA
CTACTATTAGTACGTGATGGAGGCACTGGAGACAGCAGCAGCAATGACACAGAGACTTTCAGACCTGGAGGAG
GAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAATAGC
ACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAAGTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>JF680927 
TTCTATTGCAATACATCAGGGATATTTAATAGTACACAGCTGTTTAATGATACATTAAATAATAGTACAGGAA
ATAATGAGACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCCCCGCCCATTGCAGGAAACCTAACATGTAACTCAAACATCACAGGACTGCTATTGACACGTGATGGA
GGAAAAGATAACACAACAGATAACAATACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCTCCCACTGGGGCAAAAAGGAG
AGTGGTGGAGAGACCAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGTCAGCTGCAGGAAGC
ACTATGGGCGCAGCGTCGATGACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATA 
>HQ385458 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGTACAAATAGTACAGAAGGAAATTCAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAGGTAGGAAAAGCAATATATGCCCCTCCCATTGCAGG
AAACATAACATGTGAATCAAATATCACAGGACTACTCTTGGTACGAGATGGAGGCAATAGTACAAATAATGAT
ACAACAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTAGGCCATTGGGGGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286233 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACCTGTCTAATAGTACATCATATAATAGTACTTCAA
ATTCAACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAGGGAAACATAACATGTAAATCAGATATCACAGGACTGCTACTGATACGTGATGGAGGC
ATAAATAATGACACAAACGAGACAGAGACATTCAGACCGGGGGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAGATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY255824 
TTCTACTGCAATACATCAAACCTGTTTAATAGTACATACAGGTCTAATAGTACTAATAGTACTTCAGATACAT
CCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATTACAGGACTACTATTGACACGTGATGGAGGAACGGAC
AATGAAACAATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAAT
ATAAAATAGTAGAAATTAAGCCATTAGGAGTAGCTCCAACTGCGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCGGGAATAGGAGCTTTGTTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109481 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATATATGCCTAATGGTACATATATGCCTAATGGTACAA
ATAATTCAAACTCAACCATCATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGGTACGA
GATGGAGGAAAGAACAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGGAGATTAAGCCATTGGGAGTAGCACCCACTAGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109482 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTACATACATGCCTAATAGTACAAACAGTA
ATTCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGAGAAATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAAATGGAAATGATACAAATAAAACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109484 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAATGGTACACAAAGTAATTCAAGTAATTCAAACT
CAACCATCATAATCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGGGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTACTGGTACGTGATGGAGGACCA
GATAATGTTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU521729 
TTCTATTGTAATACATCACGCTTGTTTAAGGGTACATACACGCCTAATGGTACAGGAAGTATATCAGAAAGTA
ATTCAAATTCAACCTCAAACATCAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAGCATAAAATGTAACTCAACTATCACAGGACTACTA
TTGGTACGTGATGGAGGACTAGGTAATGAGACAAAGACAGAAGAGAGATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTAGGCCATTGGGATTAGCACCCACTAA
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTATGTTCCTTGGGCTCTTG
AGTGCAGCTGGAAGCACTATGGGCGCGGCGGCAATAACGCTGACGGTACAGACCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGATGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGG
CATT 
>EF469243 
TTCTATTGCAATACATCAGTACTGTTTAATAGTACATACAACCATACAACAAAGCAGTTTAGTAGTCCATACA
ATGATACAAACTCAACCATCACAATCCACTGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGGCG
AGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCAATATCACAGGATTACTATTGGTACGA
GATGGAGGAAATACTGAGTCAAATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTACAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCAACTGCAGCAAAAAGGAG
AGTGGTGGAAAGAGAAAAAAGAGCAGTATTGGGTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAGAGCAATCTGCTGAGAGCTATAGAGGCGCAACAACATATATTGCAACTCACGGTCTGGGGCATT 
>KF766537 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGTGACAGACAATGGTACAGAAAGTACTTCAA
ACTCAACCACCATCACAATCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGCATCACAGGATTACTATTGGAACGTGATGGA
GGAGACGAGACAAAAAACGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGCACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF766540 
TTCTATTGCAATACAACACAACTGTTTAATAGTACATACATACCTAACATGTCTGATAATACAACAAGTAATG
AAAGCTCAGACATCACAATCCCATGTAGCATAAGACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTTCAGGAAACATAACATGTAAATCAAATATAACAGGGCTACTATTGGAACGTGATGGA
GGGGATGATAATAAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATGTAAAGTGGTAGAAATTAAGCCATTAGGAGTTGCACCCACTGGAGCAAAGAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU908218 
TTCTATTGTAATACGTCAGGCCTGTTTAATAGTACATACATGACTAATGGTACATTTACATACAAGCCTAATG
GTACAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAGTGATATTGGTACGTGATGGAGGG
GAAAATGAAAATATTACAGAAGAGACATTTAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTAGTGGA
GAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGAATTTTGC
TGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU521727 
TTCTATTGCAACACATCAATCCTGTTTAATGGTACATACAACCCTAATGGTACAAAAAGTAATTCAAGTAATC
CCATCACAGTCCCATGCCGCATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC



TCCCATTGAAGGAAACATAACATGCAAATCAAATATCACAGGACTGCTATTGGTACGTGATGGAGGAGAAGAG
TCAAATAAAACTAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156210 
TTCTATTGTAATACATCAGGCCTGTTTAATAGGACATATACAACAGACCTGTTTAATAAGACATATAATGATA
ATGATACAGAAGATAATTCAGGCCCAGTCATCATAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGCATCACAGGTCTG
CTATTGACACGGGATGGAGGCAATGACAATAAAACGTCAACGAATGAGACATTCAGACCTCTAGGAGGAAATA
TGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCACTAGGAATAGCACCCAC
TACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGATGGGAGCTATGTTCCTTGGGTTC
TTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATT 
>KY929361 
TTCTATTGCAATACATCAAGTCTATTTAATAGCACATACATTAATGGCACATACATTAATGGCACAGTAAGTA
ATTCAGGCTCAGACTCAAACATCACAATCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGCAGGTAGG
ACAAGCAATATATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTCTTAGTA
CGTGATGGAACAATTACAGGTGAGGCAAATGATACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGGATCAAA
AAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGCAGTGTCAGCTATGCTCTTTGGGTTCTTGGGATTGGCAGGA
AGCACTATGGGCGCGGCGTCAATATCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY929362 
TTCTATTGCAATACATCAAAACTGTTTAATAGAAAATACCTGCCTGATGGTACAGACAACACTACGGATACAG
ATGCAAACAATACAGACATTACAATCCCATGTAGGCTAAAACAATTTATAAACATGTGGCAGGGGGTAGGGAG
AGCGATGTATGCCCCTCCCATTGCAGGAAACATAACGTGTATATCAAATATCACAGGGATACTATTGACACGT
GATGGAGGAAATAATAATAATAGTAATAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTACAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY929366 
TTCTATTGCAATACATCAAGCCTGTTTAATGCTACATACAAAAATGGTACATTCATTAATAATACCACCCTCA
AATCAAACATGACCATCCCCTGCAGAATAAGACAATTTATAAACCTGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGGAACATAACATGTAGATCAAATATCACAGGAATACTATTGACAAGTGATGGAGGA
ATAAGAAATGACACAAATAATAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAATTCGGCCATTGGGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCCGGAAGCACTATG
GGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KY929368 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATTACATACATTAATGGTAACATGTCTATATACA
ATGGTAGTGGAAACTCCAATAACACAAACATCACACTCCCATGCCGCCTAAAGCAAATTATAAACATGTGGCA
GAGGGTAGGACGAGCAATGTATGCCCCTCCCATTCCAGGAAACATAACATGTAACTCAACTATCACAGGACTA
CTATTGGTACGTGATGGAGGAAACGATAATAGAACAAATGGGACAGAGATATTTAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGACTAGCACCCAC
TAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTG
GGAATGGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAGACATATTGTCTGGTA
TAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGG
CATT 
>KX069227 
TTCTATTGCAATACATCAGGTCTATTTAATGGTACATACAATGGTACAGAAAGTGATTTAAACTCAACCATCA
CAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCCTAT
TGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGAACGTGATGGAGGACAGGGAAATGGG
GCAGAAAATGATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGGATCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGCAGTGTCAGCTATGCTCTTTGGGTTCTTGGGATTGGCAGGAAGCACTATGGGCGCGGCGTCA



ATATCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX069228 
TTCTATTGCAATACAACAAAGTTGTTTAATAGTACATACAGTACATACAATGATACAAAAAATTCAACAAACT
CAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGATACTTAACATGTAAGTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAATA
GAGGATAAGAATACTAGTACAGGTAGTAATGACACAAAGACAGAGACATTCAGACCTATAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAGAAGTTAAGCCATTGGGAATAGCACCCACTGA
AGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGTGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KX069222 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACCTGTCTAATGGCACATACATGCCTAATGAGGCAC
TAAATAGTACTTCCATCACGATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGATAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACGTGAT
GGGGGAAAAGAGAAAAATGAAACAGAAATATTCAGACCGGGAGGAGGAAACATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAGATTAAACCATTGGGAGTAGCACCCACTGGAGCAACAAGGAGAGTGGT
GAAGAGAGAGAAAAGAGCAGCCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX756601 
TTCTATTGTAATACATCAAGCCTGTTTAATAGGACATACATATTTAATGAGACAACAAGTAATTCAAGCTCAA
ATAGTTCACACATCACAATCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAACCATAACATGTAAATCAAACATCACAGGGATACTATTGACAAGGGATGGT
GGAACACATAATGGAACAGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAGTATAAAGTGGTAGAAATCAAGCCACTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGATCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX069219 
TTCTATTGCAATACATCAAGCCTATTTAATAGTACATACATGTCCAATGGTACATACATGTTTAATGGGACAA
TAAGTAATGGGACAATAAGTAATGATAGCATCACAATCCCATGCAGGATAAAACAAATTGTAAACATGTGGCA
GCAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACGTGTAACTCAAACATTACAGGAATA
TTATTGGAACGTGATGGAGGGTTAAGTAATAGGTCAGAGGAGACATTCAGACCTGTAGGGGGAGATATGAAGA
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGCAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGCCTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KX069221 
TTCTATTGTAATACATCAAAACTGTTTAAGGGTAATGGTACAAGCACAGACACAGGAAATAATTCAAGCATCA
CAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGACACATAACATGTGAATCAAATATCACAGGACTACTATTGGTACGTGATGGGGGAGCATCAAATGAG
ACAAGTAATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGTTGGGAGCTGCGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX069223 
TTCTATTGCAATACATCAAGACTGTTTAATGGAACATATGATGGAACATATAATGGTACAGCAAGTAACAATA
CAGGAAACATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGA
ACAGAGAATGGCACAAATGGCACAGAAACATTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAGAAGGAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069224 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATGGTACAGACAATGGTAACTCAAGCAGCTCAA
ACTCAAGCTCAATCATCACAATCGCATGCAGACTAAAACAAATTGTAAAACTGTGGCAGGAGGTAGGACGAGC



AATGTATGCCCCCCCCATTGCAGGAAACATAACGTGCAAATCAAATATCACAGGAATACTATTGGTGCGTGAT
GGAGGGACAAATGGGACAGAGGAGACCGAGACATTTAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAA
GTGAATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX069226 
TTCTACTGCAACACAACAAACCTGTTTAATAGTACATACCTAGCGAATAGTACATTAAGTAATTCAACCATCA
CAATCCCATGCAGCATAAAACAAGTGATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACCTGTAAATCAAATATCACAGGGCTACTATTGGTACGTGATGGGGGAACAAACAATAGC
ACTACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY713230 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACATACAATGGTACATCCATGTCTAATG
ATACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGACCA
AATAGGACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAAGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY713236 
TTCTATTGTAATACATCAGACCTGTTTATTGGTACATATAAGTTTATTAATGGTACATATGAGTTTAATGATA
CAACAAGTAATTCAAGCAGATCAGACATCACAATCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGGA
GGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAACATCACAGGACTAATA
TTGGTACGTGATGGAGGGCTAAATACCAATGAGACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCAC
TGCAGCAAAAAGGAGAGTGGTGGAGAGACCAAGAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGG
CATT 
>MN703367 
TTCTATTGCAATACATCAAAACTGTTTAGTGGTGTATATAATGGTACATATAATGTTACAACAGGTAATTCAA
CAGGAGATAATTCAACTATCACAATCCCATGCAGAATAAGGCAAGTTATAAACCTGTGGCAGGAGGTAGGAAG
AGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTGTTAACGCGT
GATGGAGGGCAAGGGGCAAACATTACAAATGATACAGAGACATTTAGACCTGCAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAATAGCACCCACTCCAGCAAA
AAGGAGAGTAGTGGAGAGAGAGAAAAGAGCAGCGGGATTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCC
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAACACATGTTGCAACTCACTGTCTGGGGCATC 
>MN703351 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATATAAAAGTGATTCAAACTCAACCTCAGACAAAAACA
TCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAGCATAATATGTAAATCACAAATCACAGGACTCCTATTGGTACGTGATGGAGGAGTAACAAAT
GACACAGAAAATAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAGATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAGGGAGAGTAGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTCGGGTTTCTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCCGACGGTACAGGCCAGACAATTGTTATCTGGTATAGTGCAACAGCAAAACAATTTGC
TAAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN703360 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTATATATAATACAACAAGTAATTCAAGCTCCAATTCAAATG
AAACCAGAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGCACGAGATGGAGGAAAAGAG
ACAAATGAGACAAGCGCGACAGAGATATTCAGACCTGGGGGAGGAAATATGAAGGACAACTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAAAGGAAAAAGAGCAGCGGGAATGGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC



GCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN703391 
TTCTATTGTAATACATCAGGCCTGTTTAATGATACATATGATACAACAGTTAATTCAAGCCCCACTTCAAACG
AAACCATCACAATCCTATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGGCTACTATTGGTACGTGATGGAGGGATA
AATGTGACAAGCAACACAACAGACAACATGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>AF067154 
TTCTATTGCAATACATCAAGCCTGTTTGATAGCCTGTTTAATCCTAATGGTACAAGAAATGATACAAACTTAA
CCATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGGTGCGTGATGGAGGAAGAGGT
AATGATACAGAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JQ715368 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGTCTAATGGTACAGAAAGTAATTCAAGCTCAA
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAACCATGTATGCCCC
TCCCATTAAAGGAAACATAGCATGTAAATCAAATATCACCGGACTACTATTGGTACGTGATGGAGGAACAGAG
CCAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286223 
TTTTATTGTAATACATCAAGACTGTTTAACGGTACATACAATGGTACAGACATGCCTACATACAATGGTACAA
ATTCCAGTTCAGACATCATCATGCTTCCATGCAGAATAAGGCAATTTATAAACATTTGGCAGAAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTAGTACGT
GATGGAGGCGACACAAATAGTAGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCTACTGAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF067155 
TTCTATTGCAATACATCAGGCCTGTTTAATAGGACATACATGCCTAATGATACAAAGAGTAATTCAAGCAGTA
ATCCAAACGCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAAAATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAGAAGACAAAAATAATACAGAGACAAATAAGACGGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTACAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286231 
TTCTATTGCAGCACATCAAGACTGTTTAATAGTACATACATGCCTAATGATACAAAAAGTAAGTCAAACAAAA
CCATCACAATCCCATGCAGCATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACCTGTAGATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGAGTAGAT
TCAGAAGATCCAGAAAATAATAAGACAGAGACATTCCGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAA
GTGAATTATATAAATATAAAGCGGCAGAAATTAAGCCATTGGGAGTAGCACCCACTCCAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGATTAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286232 
TTCTATTGTAACACATCAGGTCTGTTTAATGGTACATACAATCCTAATGTTACAGAAAGTAATTCAAACTCAA
CAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATTTGTGGCAGGAGGTGGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGA



GGAACAAATGATACAAGTAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109486 
TTCTATTGCAATACATCAAGCCTGTTTAACAGTACATACAATCCTAATGATACAAACAGTAATTCAAGCTCAA
GTAATTCAAGCTTAGACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT
AATGGAGGAATAGAGTCAAATGAAACAGAGATATTCAGACCTGGAGGGGGAGATATGAGGAACAATTGGAGAA
GTGAATTATATAAATATAAGGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGATCTTTGGGTTCTTGGGAGCGGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAAGCGCAACAACATTTGTTGCAGCTCACGGTCTGGGGCATT 
>KP109487 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATACGTGTCACCTAATAGTACAGACA
GTAATTCAAGTTCAATCATCACGATCCCCTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAATATCACAGGACTACTATTGGTACGC
GATGGGGGAACAGGGTCAGAGTCAAATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAAGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109488 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATACATGAATAATGATACAAAAAGTAATGATACAAAAA
GTAATTCAAGCTCCATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGA
GATGGAGGACGAGGAGAAGAGGTAAAAAATGATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCAACTGCAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109489 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATACCTACATACAGGCCTAATAATACACAAGGTA
ATTCAAGCTCAACCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCACATATCACAGGACTACTATTGGTACGGGAT
GGAGGAACAGGGCTAAATAGTAGTACAGAGACATTTAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCAACTGCAGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAACGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AJ276221 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATTTAATGGTACATACATGAATAATACAGGAAGTAATT
CAAGCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACCTGTAGGTCAAATATTACAGGACTACTATTGGTACGCGATGGAGGATTG
GGGACAAATGACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACGATTGGAGAAGCGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACAGGAGCAAAAAGGAGAGTGGTGGAGAGAGG
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCAAGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAACAAAGCAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU521728 
TTCTATTGCAACACATCAACACTGTTTAATAGTACGTACATGTACATGAATAGTACGTACATGTTTAATGGTA
CAGAAAGTAATGGTACAGAAAGTAATTCAAACTCAACCATCACAATCCAATGCAGAATAAAACAAATTATAAA
CATGTGGCAGAAGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAGGTATC
ACAGGACTATTATTGGTACGTGATGGAGGAAATCCAAATAATACAAATAATACAGAGATCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAAT
AGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTATGTTCTTT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCAGTTGTTGCAACTCAC
AGTCTGGGGCATT 



>EF694033 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATATGATCCTGCATACAGGCCTAATAATACAGAAAACA
ATTCAACCATCATACTCCCATGCAGAATAAGACAAGTTGTAAACCTGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACGTGTAAATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGG
ACAGAATTAAATAATACAGAATTTAATAATACAGAAATATTCAGACCGGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTGTAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF457054 
TTCTATTGTAATACATCAGGCCTGTTTAATGAAACTCTAACTCGGTTGAATGATACATACAGTTCTAATGGGA
CAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTACATCAAAAATCACAGGACTATTATTGCAACGTGATGGAGGGAAC
AGTACAAATAAAACTGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATACA
AATATAAAGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ396028 
TTCTATTGCAATACATCAGATTTGTTTAACTTTCCTAATGGTAGTAAGGCTATTAATGGTAATTCAACCATTA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCTCCTCCCAT
TAGAGGGAACATAACATGTAGATCAAATATCACAGGACTATTACTGACACGCGATGGAGGAGAAGGACGAAAT
GGCACAGAGAATGTCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGCATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT022366 
TTCTATTGCAATACAACAATCCTGTTTAATGAGACATACAGGGAATACATGGCTAATAAAACACAAGATAATA
CGACACTCACACTCCAATGCAGAATAAAACAGATTATAAGGATGTGGCAGGGGGTAGGACAAGCGATGTATGC
CCCTCCCATTGCAGGCAACATAACATGTAGATCAAATATCACAGGACTACTATTGATACGTGATGGAGGAACA
AACAATAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGCACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
CTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCTACAGCAAAGCAATTTGCTGAGAGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT022371 
TTCTATTGCAATACATCAAAACTGTTTAAGGATATTGTTATAAATGATACTGATACAAATACAACCATCATGC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCCCATCCG
AGGGCAAATAACATGTAACTCAACTATCACAGGATTAATACTGACACGTGATGGAGGAAATACTAATAACAAT
AACACCAATGACACAGAGATAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGTAGGGGGACTAGGAGTTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTACTGTCGGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU921723 
TTCTATTGCAATACAACAATCCTGTTTAATAGTAGTAGGATTTTTAAAAGAAATTTTACAGAAAATATCACAC
TCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATTGC
AGGAAACATAATATGTAACTCAAACATCACAGGACTAATATTGACACGTGATGGAGGTAATGATAATGATACA
TCAAACAACAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAAGCCAGACAATTGTTGTCAGGCATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KU921743 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTATATACAATCCTAATATTACATACAATGCTAGTGATGAGT
CAAGCTCAAACATCACACGAAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGACGGT
AGGACGAGCAGTATATGCTCCTCCCATTAGAGGAAACATAACATGTATATCAAACATCACAGGACTATTATTG
GTACGTGATGGAGGGGACAATAATAACACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGAGTAGCACCAACTGGAGC



AAAAAGGAGAGTGGTGGACAGAGGAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU921790 
TTCTATTGCGAGACAGACAACCTGTTTAATAGTACATACATGGAGGCATACAATAGTACAGATAATAGTACCA
ATTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTATTATTGACACGTGATGGAGGA
CAGGGAACTGATAATGAAACAGAGATATTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTGGTAGAAATTAAACCATTAGGTATAGCACCCACTTCAGCAAAAAGGAACGTGGTGAA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921807 
TTCTATTGCAATACATCCAAACTGTTTAATAGTACATACATGGAGAAATACAATAGTACAGGCAATAGTACCA
ATTCAACCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGAATAATATTGACACGTGATGGAGGA
GGGGTAGATAATACAACAGAGATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAACGTGGTGCAGAG
AGAAAAAAGAGCAGTAATGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ866132 
TTCTATTGTAATACATCAGGCCTGTTTAATAGGGTAATTAATGATACATACATGACTAATGATACTTCAAATT
CAACCATCACACTCCGCTGCAGAATAAAACAAATTATAAACACGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCACCCATTGAAGGAAACATAACATGTATATCAAACATCACAGGACTACTATTGACACGTGATGGAGGACAA
GAAAATAGAACAGAGGTATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN983803 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACATATGGATCTAATAATACAAAAGGTGATTCAAATGCAA
CTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGATTAATATTGACACGTGATGGAGGGTCAGAG
GATAATACCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAATATACAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JN983804 
TTCTATTGTGATACATCAAAACTGTTTAATAGAACATACATGGCTAATAGTACAGAAAATAATTCATCCATCA
CGCTGCCCTGCAAAATAAAACAAATTATAAACCTGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCAT
TAAAGGAAAAATAACATGTAACTCAACGATCACAGGACTACTATTGACACGTGATGGAGGGAATGAGAGTGAA
GAGACGTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN983805 
TTCTATTGCAATACATCAGAATTGTTTACAGAAAAAATTTCAAATGAGACAAACATCACGCTTTCATGCAGAA
TAAAACAGATTATAAATATGTGGCAGGGGGTAGGACGGGCAATGTATGCCCCTCCCATTGAAGGAAACATAAC
ATGTACATCAAATATCACAGGACTACTCATGACATATGATGGAGGACAACACACAGAAAATAAAACAGAGACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
GGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGG
AGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGATGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>HM215360 
TTCTATTGCAATACATCAAGATTGTTTACATACACAGAAGAGACAGGAAATATTACCCTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTACGCCCCTCCCATTGCAGGAAACATAATATG



TAGATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAAAAATAATAGTGGACCTGAGACATTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCAT
TAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>KC894075 
TTCTATTGCAATACATCAAAACTGTTCAATGGTACATACAATAGTACATACAAGACTAATACTACAGAAAGTA
ATGACACCATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
AAAGTAAATAGCACAAATGAGACATTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACGGAGGCAAAAAGGACAGCGGTGGGGAG
AGGAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894077 
TTCTATTGCGATACATCAAAATTATTTAATAGTACACACAGGGCTGATGATTCACCCATCACACTCCAATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AGTATGTAACTCAAGTATCACAGGACTACTATTAACACGTGATGGAGGAGGGAATGGTACAGAGACATTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAGAAATTAAGCCAT
TAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCTCTGGGAGCTATGTT
CCTTGGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGGCAA
TTGTTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>FJ444184 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACACACCAGGTTAATAGTACCCGGGATAATAGTACAGAAA
GTAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAGATATAAGATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAATAGGTAACAATGACACAGAGAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGATAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ444251 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACATACCCGTCTAATGATAATAGTACATACATGTCTAATG
ATACAATAACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
TCCTCCCATTAAAGGAAATATAACATGTGAATCAAACATCACAGGATTACTATTGACGCGTGATGGAGGAGAA
ACTAATACCACTAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAC
TATATAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444277 
TTCTATTGCAATACATCAGGACTGTTTAATGAGACATACACATACAAATTTAATGAAAGTAATTCGACAAATG
GAACTAACTCAACAATCAAACTCCTATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGCAAATCAAGTATCACAGGATTACTATTGACACGTGAT
GGAGGAAATACTAATGAGACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGGGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ444476 
TTCTATTGCGATACATCAAAACTGTTTAATGGTAATGGTACCAACAGTAATGGTACTGGTACCAACAGTACTA
CAAACTCAACAATCATGATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGAAGGAAAGATAACCTGTAAATCAAATATCACAGGACTGCTATTGACACGTGATGGA
GGAAATAGTACTGGAAGTAATAAAAGTGACACAGAAACATTCAGACCTATAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACATGCCAAACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>KC894083 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATCCTAATAATAGTACAGACAACACTTCAGATACCA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTGCTATTGACACGTGATGGAGGAGGAAAAACT
AACAGCACAAATGAGACATTCAGACCTTTGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTAGGATTAGCACCTACTAAGGCAAAAAGGAGAGTAGTGGACAGAGAAAA
AAGAGCAGTAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGCGCAGCATCA
ATGACGCTGACGGTACAAACCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894085 
TTTTATTGCAATACAACAAAACTGTTTAATAGTACAGATAATAGCACAGGTACAAATAATAGCACAGAAATCA
TACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGAGGTAGGGCGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTAATATTGACACGCGATGGAGGAGATAACAATAAC
AATGACATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGATTCGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACTACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894087 
TTCTACTGCAATACATCAAAACTGTTTAATGGTATATATAATAGTACATATAATAGTACAGGCAACATTACAG
AGGGTAAGAACATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACAGGCAAT
GTATGCCCCGCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGAATACTATTGACACGTGATGGA
GGAAATAATAGTACAAGAACAGAAGAGATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894088 
TTCTATTGCAATACATCAAGCCTGTTTAATGATGCATTTAATGATACAAACAGTACAGAATCAAATTCAACCA
TCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTAGGACGAGCAATGTATGCCTCTCC
CATTAAAGGAAACATTACATGTAAATCAAATATCACAGGACTAATATTGACACGTGATGGAGGAAACGAAAAT
AATGGAACAGACATATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGACACTAGGAGCTGTGTTCGTTGGGTTCTTGGGAGCAGCAGGAAGCACCATGGGCGCAGCATCCGTA
ATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894090 
TTCTATTGTAACACATCAAGACTGTTTAATAATACATATAAGTTTAATGATACAAACATAGTTAATAGTACAA
ATAGTACAACAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGG
ACGGGCAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGTGGAAATAATAAAACAGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGATAGAAATTAAACCATTAGGAATAGCACCCACTAGGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCTGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTTTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894091 
TTCTATTGCAATACAACACAACTGTTTAATGAAACAGATATAGAAAGTAATTCAACTATAACAATCCCATGCA
GATTAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAGAAATACAACAAATGACACAGAG
ATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAACCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAATTGCTGTCTGGTATAGTGCACCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCACAACAACATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KC894093 
TTCTATTGCAATACATCAAATCTGTTTAATAGTACACCAGAACTGTTTAATAGTGAGGGTACAGAAAGTAATT
CAACCAGCAACAAAAACATCACCCTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGACACGT
GATGGAGGAATTGACCCCAATAGCACAGATGAGACATTCAGGCCTGGAGGAGGAGAAATGAGAGACAATTGGA
GGAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAG



AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KC894094 
TTCTATTGCGATACATCAGGCCTGTTTAATAGCACATACAATAGCACATACAATGATACAGATAACAGTACAG
AAAACGACACGATCACGCTCCAATGTAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAAGATCACAGGACTACTATTGACACGTGATGGA
GGTATAAATAATGCTACTAATGAGACATTCAGGCCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGATAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGGCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC894095 
TTCTACTGCAATACAACAAACTTGTTTAATAAAACATATGATAGTACGTCTAACAAGACAATCATACTCACAT
GCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAA
CATAACATGTGAATCAGATATCACAGGAATACTATTGGTACGTGATGGAGGAAGTGAAAATGGCACAGAAAGT
AACACTGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>KC862818 
TTCTATTGCAATACATCAAACCTGTTTAATAAGACATATAACTTTAATGAGACTAAGAATGGAGCAATCACAC
TCCCATGCAAAATAAAACAAATTATAAGAATGTGGCAAAAAGTAGGACAAGCAATGTATGCTCCTCCCATTGC
AGGAAACATAACATGTAAGTCTAATATCACAGGGTTACTATTGACGCGTGATGGAGGGAACACAACTGGGAAT
GAGACATTCGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC894098 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATGGTACACACATGATTAATAGTACTTCAAACT
CAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTAAGGGAAACATAACATGTACATCAAATATCACAGGACTACTGTTGACACGGGATGGGGGAGTT
AATTTGACAGGGGGTGAGGGAGTTAATGACACAGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC862876 
TTCTATTGCAATACATCAAACCTGTTTAATTTTACATACCTGCCTAATGGAACTAGTATAAACAGCGCTAACA
TTTTAAATGGGACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCAGTTGCAGGAAAAATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGAT
GGAGGCAAAGATAACAATGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCTATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894100 
TTCTATTGCAATACATCAGGCCTGTTTAAAGGCCTGTTTAATGGTAGCAGAGAATGGGTTAATGGTACAGACA
ATAGTACAAATAGTACTCTAGATTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAGAATGTGGCA
GGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATA
CTATTGACACGTGATGGAGGAATACGTGAGGGAGGAAATACAAGTGAGGGAGGAAATGACACAGAGGTATTCA
GACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCC
ATTAGGAGTAGCACCCACTCCTGCAAAAAGGAGAGTGGTGGAGAAACAGAAAAGAGCAGTGGGAATGGGAGCT
GTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGCACAGGCCA
GACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTT
GCAACTCACAGTCTGGGGCATT 
>KC862949 



TTCTATTGCAATACATCAAAACTGTTTAATATTACAAACTTGAATAAAACAGACAGTAATTCAACAATCACAC
TCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCTCCTCCCATTGC
AGGAAACATAACATGTAACTCTAGCATCACAGGATTACTATTGACACGTGATGGAGGATCCAATGGTAACGAC
ACTGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACGGCGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAGCAGCAAAACAACTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC863009 
TTCTATTGCAATACATCACGACTGTTCAATGGTACATACAGTACTAATAATACAAATAGTACTTCAAATTCAA
CCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGCAGGTCAAATATCACAGGACTATTACTGACACGTGATGGAGGAAAAGGA
AATGACACAAATGACACACAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894385 
TTTTATTGCAATACATCAAACCTGTTTAATAGGATATATAATATTACAGACAATAGTACAGGAAGTGATGACA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATATA
TGCCCCTCCCATTGCAGGGAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
AACAATGATAGTATCACCACAGAGACATTCAGACCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCATTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>KC156212 
TTCTATTGCAATACATCAAGATTGTTTAGTAGTAATAGTACAGAAATTAATAGTACAGAAAGTTCCAATTCAA
CAATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACGGGCAATATATGCAGC
TCCTATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGACTAATATTGACACGTGATGGAGGAGAGGGC
AATAATACAGAAAACAGAAGTGAGATATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATACAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAATGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAATGGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156211 
TTCTATTGCAATACATCAGGTCTATTTAATGGGACATACAATAGTACAAGAACTAATTCAACTAATTCAACTT
CAATCATCACACTCCAATGCAGAATAAAACAAATTGTAAACCTATGGCAGGGGGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGCAGATCAGATATCACAGGACTACTATTGACACGTGATGGAGGAAAC
GGAAATAATAGTACAGAGACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATACAAAGTGGTAGAAATTAAGCCATTAGGATTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCGATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156213 
TTCTATTGTAATACATCAGGACTGTTCAATAGTACATACAATAGTACATACAATGGTCCATACAATGGTACAG
CAATAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGCAGAGCAATGTACGC
CCCTCCCATTGAAGGAAACATAACATGTAACTCAAGCATCACGGGACTACTCTTGGTACGTGATGGAGGCGAA
ACAAATAGTTCCCAAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGA
GAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156119 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATTTTAATTTTAATGGTACAGAAGATAACTCAA
GCTCAGTCATCACTCTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAAAATAACATGTAGGTCAGATATCACAGGACTACTATTGACACGTGATGGAGGA
AACAATAATACAGAGGAAATATTTAGACCTGGGGGGGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATA
AATACAAGGTGGTAGAAATAAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGAGAGAGA
GAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG



TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KC894109 
TTCTATTGCGATACATCAGAACTGTTTAATGGTACATACAATAATAGTACATACAATAGTAGTAATAATATCA
CACTCCAATGCAAAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTGAATCAAATATCACAGGACTATTATTGACACGGGATGGAGGTAATAATAAGAGC
ACTCCTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCATTAACG
CTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC148599 
TTCTATTGCAATACATCAGGACTGTTTAATGCTACAAGCAATTTTACAAGAGATTCAAATTCAACTATCACAA
TCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATAGA
AGGAAACATAACATGTGTATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGTGGGACAAATAACTCA
ACCTCAACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAACAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGCGGGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC148663 
TTCTATTGCAATACAACAAGTCTGTTTAACGGTCTGTTTAACGGTACATATATGTCTAATAGTACAGATAGTA
CTGAAAATGGAACCATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGAAGGTAGGACGAGC
CATATATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAGATATCACAGGATTACTATTGACACGTGAT
GGAGGAATAAATAACACAGAGGATGAGACGTTCAGACCTGGCGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGATAGAAATTAAGCCACTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGT
GGAAAAAGAAAAAAGAGCATTGGGAGTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>HM204583 
TTCTATTGTAATACATCAGGCCTATTTAATAGAACAGCAAACATGACTAGAACGGCAAACATGACTACAAATT
CAACCATTATACTCCGATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGC
TCCTCCCATTGCAGGAAACATAACATGTGCATCTAATATCACAGGACTACTGTTGACACGTGATGGAGGAGAA
AATAACACCGAAAATAAGGAGATATTCAGACCAGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTGTAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM204591 
TTCTATTGCAATACATCAAACCTGTTCGATAAATTAAATAGTACTAATGGTACAAACATCACACTCCCATGCA
GAATAAAACAAATTATAAACACGTGGCAGGGGGTAGGACGGGCAATATATGCAGCTCCTATTGCAGGAAAAAT
ACAATGTATATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAGGACAATAATAATAATACAAAT
AACAGTATTACTGAGACAATCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAATGGCCGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443615 
TTCTACTGCAATACATCACCATTGTTTAATAGTACATACGATCTTAATGGTACTGCTTCAACCATCACACTCC
AATGTAAAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGAAAAGCAATGTATGCTCCTCCCATTGAAGG
GAACATAACATGTAACTCAAGTATTACAGGATTACTATTGACACGTGATGGAGGAACACGAGATCGAAATGAC
ACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATATAAAGTGG
TGGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
AGGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109520 
TTCTATTGCAATACATCAAACCTATTTAATAGTACGTTGTCTAATAGTACTAACAATAGTACTTCAACCATCA
CACTCCAATGTAAAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGGGCCATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTTTTGTCACGTGATGGAGGCAAGGCTGAAAAT



GGTACAAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATACAAAT
ATAAGGTGATAGAAATAAAACCATTAGGAATAGCACCCACTAAGGCAAAGAGGAGAGTGGTGGAGAGAAAAAA
AAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAAGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM070539 
TTCTACTGCAATACCTCAGCACTGTTTAATAGTACATGGAGGTGTGATAATACTTCATGTTCACGTGTGTCTA
ATAATACAGATAATTCTCCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGAAGAGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAGATCAAACATTACAGGACTACTATTG
ACATGGGATGGAGATAATAGTAGTAATACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCTACTGGGGCAAAAAG
GAGAGTGGTGGAGAGAGGGAAAAGAGCAGTGACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGCAATCTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ595984 
TTCTATTGCGATACATCAACATTGTTTAATAGTACATACATGCCTAATATTACTTCAAATTCAAGTACTTCAA
ATTCAAGTTCACTCATCACACTCCAATGCAAAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTAAAGGGAACATAACATGCAACTCAACTATCACAGGATTAATATTGACACGTGAT
GGAGGAACTGGAAATAACACTAACGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTGGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ596030 
TTCTATTGCAATACATCAGGCCTGTTTAATGGGACATATGATCCTAGATATAATAGTACATATAATAGTACAG
AAAATAATAGTACAACCCATAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGT
AGGAAAAGCAATATATGCCCCTCCTATTGCAGGAAGTCTAACATGTACATCAAACATCACAGGACTACTATTG
GTACGTGATGGAGGTAAAAGAAACAATACCAATGACCCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCCTTAGGAGTAGCACCCACTGAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGGCGCTGACGGTACACACCAGAAAACTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM070639 
TTCTATTGCAATACATCAAACCTGTTTAATAAGACATATTGGATTAATAGTACAGAAGGTAATACAGAAGATG
ATACAAGCTCAAACTCAACGATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGG
ACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGAAATGATAATAGAAGTACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTGCTGCCAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF527172 
TTCTATTGCGATACATCAGGATTGTTTAATGGCACATACAATCCTAATGATACAACAAGTAATTCAAGCTCAC
TTAACAACATCACACTCACACTCCCATGCAAAATAAAGCAAGTTATAAACATGTGGCAGGGGGTAGGAAAAGC
GATATATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGCTACGTGAT
GGAGGAACTACAAATGACACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM070807 
TTCTATTGCAATACATCACGCCTGTTTAATGGTACATATAATAGTACAAGATATAATACAACAGAAGCAAATT
CAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCGATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGACAC
GGAAATGGGACAGACAATAAGACAGAAACATTTAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCGGCCGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>HQ596147 



TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCCTAATAGTACTTCAAATTCAACACACATGT
CTAATGGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGAT
GTATGCCCCTCCTATCGAAGGAAACATAATATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGA
GGTAAGAATGAGACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGGATAGCACCTACTACTGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAACAAAGCAATTTGTTGA
GGGCCATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KC156218 
TTCTATTGTGATACATCAAAACTGTTTAATAGGACATACACGGTTAATGACACACACGAGACTAATAGTACTG
ATACAAACAGTACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCTTCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTGCTACTGACGAGTGAT
GAAGGAGGAAATAACAACGAAAACGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156215 
TTCTATTGTAATACATCACGCCTGTTTAATAGTACATACAATGGTACAGACGGGTCTAATAGCACAACAAACA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAGGGAACAGC
ACAGACCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615962 
TTCTATTGCGATACATCAAAACTGTTTAATAGGACATACACCAATGACACACACTTCAAAGAGACAGATCCAA
GTATAAATGGCACAATCACAATCACATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGAATACTATTGGTACGCGAT
GGGGGTAAAACCAATAGTACAAATGAGACATTCAGACCTGGAGGGGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAAGAATTGAGCCATTGGGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAGCAGCAAAGCAATT
TGCTGATGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY112213 
TTCTATTGTAATACATCAGGTCTGTTTAATAGGACATACTCGCTTAATAATGATACAGAACAGAATAATAGTA
CAAACAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATTACAGGACTACTATTGACACGTGATGGA
GGAGAAGGAAATGATAGTGATGAGATTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAGAAATAAAACCATTAGGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCAATCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109521 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACATTTAATAGTACACACATGGGTAATGACACACACAGGA
ATAATGATACAGACAGTACCATCACGATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGG
ACAAGCAATGTATGCTTCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTGCTATTAACA
CGTGATGGAGGTAACGAGACAGGCGAGGAAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109522 
TTCTATTGTAATACATCAAGATTGTTTACATACAATGGTACAGAAAGTAAGAATTCAACAAACAAAAGTAAGA
ATTCAACAGACATCATACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAAGAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTACGTCAAATATCACAGGACTACTATTGACACGAGATGGA
GGAGGTAAAAATAACACAAAAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAGTATAAAGTGATAGAAATTAAGCCATTAGGAATAGCTCCAACTACGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG



GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGTTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC634164 
TTCTATTGCAATACATCAAACTTGTTTAATAGTAGTATACCAAATTCAACTATCACACTCCAGTGCAGAATAA
AACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TAAGTCAAATATCACAGGACTATTATTGACACGTGATGGAGGGACAGATAATAACAATACAAATACTAACAAT
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTAAGCCCTTAGGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187352 
TTCTATTGTAACACATCAAACCTGTTTAATAGGACATACTCGTCTAATAGTACAAATAGTGCCTCAAATGCTA
CCTCAAATGCAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGC
AATATATGCCCCTCCCGTTGCAGGAAACATAACATGTAACTCAAGCATCACAGGACTACTATTGACACGTGAT
GGAGGAAATACTAATGGAGAAAATAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAAAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCGATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186723 
TTCTATTGCAATACATCACAATTGTTTAATATTACAAACACAAGTAATATTACAAACACAAGTACTGGGAATA
TAATTCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGGGATGGAGGAAACACAGAT
AATACAACTGAGAAATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATACA
AAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186899 
TTCTATTGCAACACATCAAGGCTGTTCAATAGCACATTTAATAGTACATTTAATAGTACACTGGATAACAGTA
CAAATAGTACAGGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAA
AGCAATATATGCCCCTCCCGTTGCAGGAGACATAATGTGTGAATCAAATATCACAGGATTACTATTAACAAGG
GATGGAGGAAATGAAAATAATAAAACAGAGACATTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCGATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTA
ACTTGCTGAGGGCTATAGAGGCGCAACAGCAAATGTTGCAACTCACGGTCTGGGGCATT 
>KC186242 
TTCTATTGCAATACATCAGGTCTGTTTAGAGATACAAACATATCTACTACGCTCCAATGCAGGATAAAACAAA
TTATAAATATGTGGCAGGGGGTAGGGCGAGCAATGTACGCCCCTCCCATTGCAGGAATCATAAAGTGTAAATC
AAAGATCACAGGAATACTATTGACAAGGGATGGAGGGGCAGATAATACCACAGAGACATTCAGACCTGCAGGA
GGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAG
CACCAACTGAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAGTAGTAGGAGCTATGTTCCT
TGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACGGCACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCA
CAGTCTGGGGCATT 
>KC187207 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACAATGTTTAGTACTACAGAGCATTCAAGTGATTCAAGCG
AAAACATCACACTCCCATGCAGATTAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATATATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGCTACGTGATGGAGGTAAT
GATGGTAAAAATAACACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATACAAAGTGGTAGAAATCAAGCCATTAGGAGTGGCACCCACTAATGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGACTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186306 
TTCTATTGCAATACATCAGGGCTGTTTAATAGCACATACATGTCTGGTGACACCCCCATGAATGATACAGACA
GTAATAATACAGACAGTAATAGTACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAACA
GGTAGGACGAGCAATGTATGCTTCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGGTTACTA



TTGACACGTGATGGAGGAAAAAATAACCAAAGTGAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAACAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>KC187437 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACAAACACAAGGAATGGCTCCATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGAAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTATTGTCACGTGATGGAGGAAATGGAAATAACACAAGTACCACAGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAGTAGCACCCACTGGGGCAAAAAGGAAAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGTGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186647 
TTCTATTGCAACACATCAATATTGTTTAATGGTACATACCTGACTAATAATACAAACAGTACTTCAAATACTT
CAAATTCAACCATTACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTTCAGGAAACATAACCTGTGAATCAAATATCACAGGACTATTATTGACACGTGATGGA
GGAAATAACACAGAGAACACTGAGATATTCAGACCTGGAGGAGGGGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATCAAGCCATTAGGAGTAGCACCCAATAAGGCAAAAAGACGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187550 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAAAACTGTTTAATAGTACTAATAATAATAGTGCAATAA
TCACACTCCCATGTAAAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTATGCTCCTCC
CATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTGACGCGTGATGGAGCAGGAGGGGGG
GGCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAATAGCACCAACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGGAAAACGAGC
AGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAGTAACG
CTGACGGCACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAGGCTATAGAGG
CGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187376 
TTCTATTGCAATACATCAGGCCTGTTTAGTGGAACATACAATAGTACAGGCAATACTAATAGTACAACAAACA
TCACACTCCCATGCAGAATAAGACAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAATATGTATTTCAAATATCACAGGGCTACTATTGACACGTGATGGAGGACAAAATAAT
GGGACAAATAATAATACAGAGACATTCAGACCTGGAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187723 
TTCTATTGCAATACATCAGCATTGTTTAACACAACACTGGGTAACACAACACTGGGTAACATAACCATACAAA
ATGATTCAAACGCAACCATCACACTCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCTCCTCCCATTAAAGGAAATATAACCTGTAAATCAAACATCACAGGACTACTATTGTTACGT
GATGGAGGAGTGAACACAACTAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186458 
TTCTATTGCAATACATCAGGACTGTTTAATAACTCACTACTGACAGAAAATGGTACAGAAAGTAACGAAACAA
TAACAATCCCATGCAAAATAAAACAATTTTTAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACACGGGATGGAGGAACTACTAAT
GGGACAGGAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGTGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 



>KC187049 
TTCTATTGCAATACATCAAAGCTGTTCAATGGTACATATGTGAATAGTACATACGTGAATAGTACAGATTCAA
ACATCAACATCACATGCAGAATAAAACAAATTATTAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAGTCATAACATGTAAATCAAATATCACGGGACTACTATTGACAAGAGATGGAGGAAAAAAT
AATACTAATACAGAGACATTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTGCGGCAAAAAGACGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCA
ATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC186320 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATATTGGCCTAATGGTACAAATACATGGGGGAATGCAA
GCAATGAAAACATCACACTCCAAAACATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGGACAAATGAAAGTGCTACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGCTGC
AAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAACAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC187482 
TTTTATTGCAATACATCAGATCTGTTCAATGATACATTTACAAACTCAACCATCACGCTTCCATGTAGGATAA
AACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTACGCCCCTCCCATTGAAGGAAACATAACATG
TAAATCAAATATTACAGGACTACTATTGACACGTGATGGAGGAAACAGTAATAATGGAACAGAGATATTCAGA
CCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCAT
TGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGC
AACTCACAGTCTGGGGCATT 
>KC186143 
TTCTATTGCAATACATCAGGACTGTTTAATACATCAGGACAGTCTACAAATTCAAGTTCAAACATCACACTCC
CATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGCAATATATGCCCCTCCCACTAAAGG
AATCATAACATGTAGCTCAAATATCACAGGACTACTATTAACACGTGATGGAGGAAGCAACAAAAACAATAAC
ACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156214 
TTCTATTGCAATACATCAAAAATATTTGATAGTGACAATGCAAACAAAACTTCAGGAAATATCACACTCCCAT
GCAAAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGCAATGTTACAAATGACACAGAG
ATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGGATAGCACCCACCAAGGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109523 
TTCTACTGCAATACATCAAGTCTGTTTAATAGTAATAGTACAGAAGATCCCATCACACTCAAATGCAGAATAA
AACAAATCATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAGAAATCACGTG
TAACTCAAGTATCACAGGACTATTACTGCTACGTGATGGAGGTAACTCAAATGACTCCAAAGAGAAAGAGACA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAGGTGGTAGAAATTA
AGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAA
GCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KP109524 
TTTTATTGCAATACAACAAACCTGTTTAATGGTATTAATGAGACAGAAAATACCAATTCAACCATCATACTTC
GTTGCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTAGATCAAATATCACAGGGCTACTATTGACACGTGATGGAGGAGTAAATGCGACAAAAGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAGTAGCACCCACTAGTGCAAAAAGGAGAGTGGTAAGAGAGAAAAGAGCAGTGGGACTAGG



AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAGTAATGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCCATCGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KP109527 
TTCTATTGCGATACATCAGGTCTGTTTAATGGTACATACAACGCTACAGACATGTCTAATAGTACAAACGAAA
CCATCATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAAATCCAATATCACAGGACTATTATTGACACGTGATGGAGGTAATGATAAAAATAACACAGAA
ATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGAAGAAAGAAAAAAGAGCAGTGGGACT
AGGAGCTATGTTCCTTGGGTTCTTGACAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KC634109 
TTCTATTGTAATACATCAGGGCTGTTTAATGGTACATACCCGGCTAATGATACAGAAAGTAACTCAAGCTCAC
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAATATAACATGTACATCAAATATCACGGGATTACTCTTGACACGTGATGGAGGCACAGGA
AATGGCACAGAATCAAATAGCACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATCACGCTGACGGTACATGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KC187500 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACACTGTTTAATAGTACACACATGTCTAGTACAAATGCAA
CTAAAAACAAAACCATCACACTTTCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAACATCACAGGACTAATAATAACACGTGAT
GGGGGAACCGGAGAGAATACAACAGGGGATAGAACAGAGGAAACATTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC187630 
TTCTATTGCAATACATCAAACCTGTTTAATATGACATACATATGGAAAAATGGGTCATACGTGCTTAATAATA
CAGACAATAATGATACAACAATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGG
AAGAGCCATGTATGCTCCTCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGATTACTATTGACA
CATGATGGGATAAAGACAAATAGATCAAGTGACTCAAATTGGACATGGACATTCAGACCTGGGGGAGGAAATA
TGAAGGACAATTGGAGTAATGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCAC
TAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGG
CATT 
>KC186203 
TTCTATTGCAATACATCAGGACTATTTAATAGTACATTTAATAAGGCATACCAGCCTAATAGTACAGAAGATG
ACTCAAAAAACATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCTCCTCCCATAGCAGGAAACATAACATGTAGATCAAATATAACAGGACTGCTATTAACACGTGATGGA
GGAGATAACAATAGCACAAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAGTTATGCCATTGGGATTAGCACCCACTAAGGCCAAAAGGAGAGT
GGTGGAGAGAGAGGCCAAAACGAGAGTGGTGGAGAGAAAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCTAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATCTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
AGTCTGGGGCATT 
>KC186594 
TTCTATTGCAATACATCAGGCCTGTTCAATGGCACATACAATGGCACATACAATGGCACATACAATGGCATAT
ACAATAGTACAGACAATATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACG
AGCAATATATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTATTATTGACACGT
GATGGAGGAAAAAATAATACAACAGATGAAGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAGGAGAGT
GGTGGAGAAAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186169 



TTCTATTGCAATACATCAAAACTGTTTAATACTACAGGCAATAGTACAGCAAATACAACCATCACACTCCCAT
GCCAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTGAATCAAATATCACAGGGCTACTATTGACACGGGATGGAGGAAAAGGTAAAGATAATGGAACA
GAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATAAAGTGGTAG
AAATTAGGCCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC186446 
TTCTATTGCAATACAACAGACCTGTTTAATGGGACAGGAAATGGTACAAAGGCAAATGACACAATCAAAATCC
CATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATATATGCTCCTCCCATTAAAGG
AAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAGAGATGGAGGAGAAGAT
AACGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAATTATATAAATATA
AAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGCGGCAAAACGGAGAGTGGTGGAGAAAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT896551 
TTCTATTGTAATACATCAAAACTGTTTAATGGTGCATATAATAATTCAAATTCAAGTACAGAAGATACTTCAA
ACTCAACAATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCTCCTCCCATTAGAGGAAACATAACATGTGAATCGAATATCACAGGATTACTATTGGTGCGTGATGGAGGA
AATACTACGAATAATGAGACAGAGACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATACAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAGAAGAATAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGGCAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAAGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG898649 
TTCTACTGCAATACATCAGGCCTATTTAATAGGACATACGATGCAAATGAAACAGCAAAGTATGGTAACAGTA
CAAATGGTAACATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAATCATAACATGTAGATCAAATATCACAGGACTACTATTGACACGAGATGGA
GGAGATGGAGGAGAAAATGGAACAGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACACCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG899863 
TTTTATTGCAATACATCACAACTGTTTAATAGGACATACAACCCTACAGAAAATAGTACAGAAAGTAATAAAA
CCATCACAATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTGCAGGATACATAACATGTAGATCAAACATCACAGGACTACTATTGTCACGTGATGGAGGCAACGAT
AACACAACAGAAAGAACAGAAACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGTAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY713413 
TTCTATTGTAATACATCAAACCTGTTTACATCAAACCTGTTTACTAACAATCTAACAAATACTACAAACATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCGAATATCACAGGACTACTACTGACACGTGATGGAGGAGAAAATAATAGG
ACTGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGG
TAGAAATTAAGCCATTAGGAGTAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638662 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACATGCATAATGGTACAACAGGTAACTCAAGCGGAG
TCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGCAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGTCTGAC
CCAAACACAAATAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638713 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACATGACAAACATGACTAATAGTACTTCAGATTCTA
ATAGTACTTCAAACATTACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGAACAACTAATAACACAGGAACAAATGGAACAGAAAATAATAACACAGAAACATTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAATGAATTATACAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGC
ACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGCGTTCCTTGGG
TTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>HM638770 
TTCTATTGCAATACATCAAAACTGTTTAATGGGACATACAATGCGACAGACATGCCTAATGGGACATACAATT
CTAATAGTACAAAAGTCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCAAATCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGT
GATGGAGGCAAAGAGGACAATAAAACAGACCCAAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAGAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638848 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATAGTACATACATGCCTAATGGTACAGAGAGTA
ATTCAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAGTGTA
TGCTCCTCCCATTGAAGGACACATAACATGTAACTCAACAATCACAGGATTACTATTGACACGCGATGGAGGC
AATAACACAAATGGAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAT
ACAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638911 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATATAACAAATTCTTCAGATTCAGAAAATTCTT
CAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGAAGGAAGCATAACCTGTAACTCAAGTATCACAGGATTACTATTGACCCGTGATGGA
GGCACATCTCCAGGAGATGCTAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894126 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACATACATGTCTAATAGTACGTCTAATAGTACAGGAAACA
TCACAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACTCGTGATGGAGGA
GTCGATAATGGAAATGGAACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM638986 
TTCTATTGTAATACATCAAACCTATTTAATAGTACATACATGATTAATGGTACATACATGGCTAATGGTACAG
CAAATATTCCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGATATGGAAATAACACCAATAACACAGAAGAAATATTCAGACCTGGAGGAGGAAACATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATCCAGCCATTAGGAATAGCACCCACTGAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894128 
TTCTATTGTAATACATCAAACCTATTTAATAGTACATATAGTACAAACATGACTAATGATACAGAAAATACTT
TAAATTCAACCATCATACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACGAGCAAT



GTATGCCCCTCCCATTGCAGGAAGCATAACATGTATATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAATGGAAATAACACCAATAACACAGAAGAAATATTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KC863127 
TTCTATTGCAATACATCAAACTTGTTTAATAAAACAAACCTGTTTAATAGTACAGATAATAGTACAGAAGGGG
AAAAAGGAGTTTCAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGACTACTGTTA
ACACGGGATGGAGGAGATGATAATAAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894129 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACCCTTAATGGTACATATATGCCTAATAATACAGGCAGTA
ATTCAAGTTCAACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTAACACGCGAT
GGAGGAAATACTACTAATAATACAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM639015 
TTCTATTGCAATACATCAGGACTGTTTAATAGTATATACACATTTAATAGTACATACAATAGTAATAGTACAT
ACAATAGTAATTCAAGTTCATACAATAGTAATTCAAGTTCAATTATCACACTCCAATGCAGAATCAAACAAAT
TATAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCA
AATATCACAGGACTACTATTGGTGCGTGATGGAGGCAATGTGACAGACACAGAGATATTCAGACCTGGAGGAG
GAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGC
ACCCACTGGGGCAAAAAGGAGAGTGGTGAAGATAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTGTTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGT
CTGGGGCATT 
>HM639196 
TTCTATTGCAATACATCAAGACTGTTTAATAGGACATACAATTTTAATGGTACAGAGAATCCTAATGGTACAG
AGAGTAATTCAAGCTTCATCGAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGT
GATGGAGGAACAGGAAGTGAGGTACCAAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACA
ACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAGCTGCTATGTTCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894132 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATCCTGATCTTAATAATGCAAAGAATGATTCAA
ATGCAACCATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTGTTGCTACGTGATGGAGGA
AAAGATCCAAACAACACAGAGATATTCAGGCCTGGAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAGCTGCTATGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215361 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAATCTTACAGAAAATAATCTTACAGGCATCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATATATGCCCCTCCCATTGCAGG
AAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGCGATAACACAACTGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTA
AGCCATTAGGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGCGGAGAGAGAAAGAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG



GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAGACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACGGTCTGGGGCATT 
>HM215362 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACAATGATACATACATTCCTAATGGTACAAGAAATG
GAAATGATTCAATCATCAGACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTGACACGTGAT
GGAGGAGAAAATAATGGTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGT
TATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU341731 
TTCTATTGTAATACATCAGGACTGTTTAATAGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATGATTCAAACACAACTATCATAATCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAATATCACAGGATTACTATTGGTACGT
GATGGAGGAATAAAGGAAAATGATACAGAGAATAAGACAGAGACATTCAGACCTGAAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATCAAGCCATTGGGAATAGCACCCACTACAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCACAACAGCATCTGTTGAAACTCACGGTCTGGGGCATT 
>KU341730 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCCACCATCACAATCCCATGCCGCATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATCACATGTACATCAAATATTACAGGACTATTATTGGTACGTGAT
GGAGGAATAAAGGAAAATGATACAGAGAATAAGACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATACAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCGAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU341726 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAACATCACAGGAATACTCTTGGTACGTGAT
GGAGGAATAAAGGAAAATGATACAGAGAATAAGACAGAAATATTCAGACCTGAAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAG
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAGCTCACGGTTTGGGGCATT 
>KU341725 
TTCTATTGTAATACAGCAGGCATGTTTAATAGGACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATTAATATGTGGCAGGAGATAGGAAGGGC
AATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAAATCAAACATTACAGGAATACTATTGGTACGTGAT
GGAGGAATACAGGCAAATGATACAGAGAATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU341723 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTATATCAAATATCACAGGATTGCTATTGGTACATGAT
GGAGGAATAAAGGAAAATGATACAGAGAATAAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAGGCCATTAGGAATAGCACCCACTGCTGCAAA
AAGAAGAGTGGTGGAAAGACAAAAAAGAGCAGTGGGAATGGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCGATAGCGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU341724 
TTCTATTGTAATACAACAGGCTTGTTTAATGGTACATACATGCCTACAGAAAGGCCTAATGGTACAGAAAGTA
ATACAAACTCAACTATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGATAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGGTACGTGAT



GGAGGAAAAAAGGCAAATAATACAAATGATACAGAGACATTCAGACCTGGAGGAGGGGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ158430 
TTCTATTGTGATACAAAAAAACTGTTTAATGCTACATACATGAATGATGATACAGCAAATAATTCAAGAAGCA
ACGGCAATGACACCGTCACTCTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGCGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAAAAATGAACCAAAATATAGAGACAAATAAGACGGAGACATTCAGACCTGAAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGATTCTTGGGAGTA
GCAGGGAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ158433 
TTCTATTGTGGGGTCCTTTGCCTGTTTAATAGGACATACATGATTCCGCCCAAAAAGAGTAATTCAAGCAGTA
ATCCAAAATACAATAAATCAATCACAATGCACTGCAGAATAATACTAATTATCATCATGAGGGGGGAGGTGGA
ATTAGCAACGTATTTTCCTCCCATCGCAGGATGCATTACATCAGAATCAAATATCACAGGAATAATGTTAACC
CGAAATGGGGACAAAAAAAGGAATAAGGCAACAGGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGA
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGGGTAGCACCCACTACAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ541840 
TTCTATTGTAATACATCAGGCCTGTTTATTGATGCTACCAATGGTAATTCCAGGGAAAATGGTACAAACAGTA
ATTCAAGTTTAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGCACGAGAT
GGTGGACAAGAAGCAAATAGCACCGAGGGGGGGGACACAGATACATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAGATTAAGCCATTGGGAATAGCACCCACTAAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ158435 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACATACATGAGTAATGGTACAAATAGGGGTTTAATTATTA
CTAATGATAAAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAGATCAAATATCACAGGAATACTATTGGTACGTGAT
GGAGGAGAAGACAAAAATGGAGACACAAATGATACGACCGAGACATTTAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCGCCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ541849 
TTCTATTGTAATACATCAAGCCTGTTTAATGGGTCTAATGATACTGCCAATATTGGTACCGACAATTTTACAA
ACAGTAATGATAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAGTATAACATGTAACTCAAATATCACAGGACTACTATTGGTGCGTGAT
GGAGGAGGAGACAATAATGATACTAATACACACAAACCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGGGC
AAAAAGGAGAGTAGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF373126 
TTCTACTGCAATACATCAAACCTGATTAATAATAATATAAACATTGCTTCAGCGAGCACAATACAACGCAGAA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAAATCGAATATCACAGGACTACTACTGACACGTGATGGAGGAGAAAATAATAGGACTGAGACATTCAGA
CCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAAGTAAGCCAT
TAGGAATAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAACGAGCAGTGGGACTAGGAGCTGT
GTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAGGCCATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>MF373131 



TTCTATTGCAATACATCACAACTGTTTAATGCATCAGATATTTTTAATGATACAACTAATAATACTACCAGCA
CAATTCCCTGCACTATATACAGGATAATGGACATAAGGCAAGAGATGTGGCCAGCACCGTATGCACCTATGAT
TGCCCGCACGATTACAAGAACGTCAACAATCACTTCAATTCTCCCAAGACTTCTTCTAAGGAATGAGACAGGT
AATGAGAATGAGACACACCTGTATGAGACATATGAACAACCTGGCAGAGACAATAGGAGAAATAATTGGAGGA
AAGATTTACAGGCATATGAAGTGGCATCACTTGGAGCAATAACAATAGCGCCGAAGAGAGATAAGAGAACAGT
GGAGAAAGCAGAAGGAGCACTAGGCATTCGAGCTGTTCTCCGTGCATTCGTGAGACTTCCAGGGAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATT
TGGTGAGAGCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>MF373136 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTACTAGTACGTGAT
GGAGGACATGATGGAGAAAATAATGACACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTGGGGATAGCACCCACTAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGTTTCTTGGGAGCTGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP411832 
TTCTATTGCGACACATCACAACTGTTTAATGGTACATACAAGGCTACTAGTACTACTACTACTTCACATTCCA
CCATCACACTCCAATGCAGAAGAAAACAAATTATAAATCTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TTCCCTTGCAGGAAATATAACATGCGAATCAGGTATCTCAGGATTACTAGTGACACGTGATGGAGGTAATGGT
AATGAAACTGATAATAAGACAGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCAACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGATCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KP411833 
TTCTATTGCGATACATCAAAATTGTTTAATATTACATTTAATGGTAGCCTGTCTAATAATGTTCCAAATTCAA
CCATCACACTCCAATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCC
TCCTATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACAGGG
AAAAATAGTAAAAATGACACAGAGACATTCACACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGA
GAAAGAAAAAAGAGCAGTAACACTAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373145 
TTTTATTGCAATACAACAAACCTGTTTAATGGCAGTTTAGAAACACCAGTTATTACATGCAGACAAAATGTTC
CAATGCACCATCTACTTAATGCCAATAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCTATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTGCTACTGACAAGGGATGGGGGCAAC
AACAGCAACGATAGCGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTTCTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCATCA
ATAATGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373146 
TTTTATTGTAATACATCAGCCCTGTTCAATACATCAATCCCGTTCAATAGTACTATTACTAATAGTAGTACAG
ATTCAAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGAAGGAAAAATAACATGTAGCTCAAATATCACAGGACTACTACTGACACGAGATGGAGGA
GGAAATGAAACTGAAACTGAGACATTCAGGCCTGTAGGAGGAGATATGAGGAACAATTGGAGGAGTGAATTAT
ATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCGGCACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCAGCA
TCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCGGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373154 
TTCTATTGCAATCCAACAAAATTGTTTAATGGTAATAGTACTTCAACTTCAGACCCCATCATACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGCCGAGCAATGTATGCCCCTCCCATTGCAGGAAAGAT
AACATGTAAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGACACAACAATAACGAGACAGAAACA
TTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTGGAAATTA
ATCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAG



GCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KP411837 
TTCTATTGCAACACATCAAACCTATTTAATAGAAATTTTTCAGAACTGGTTAATAACAGTACTAATAGTACTA
ATAGTACTTCAATCATCACACTCCGATGTAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAGACATAACATGTAAGTCAAATATCACAGGAATACTACTGACACGTGAG
GGAGGAAAAAGACAGCACCAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTAGAGATTAAGCCACTAGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCATCAATAGTGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373156 
TTCTATTGTGATACAACAAAATTGTTTAATGGTACATATGAGCATGAGAGTAATGCTACTTCAAATTCAAGTT
CAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAATCATACAATGTGCATCAAATATCACAGGACTATTATTGACACGTGATGGA
GGAGAGAATAATAATAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATTGCACCCACTACTGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373157 
TTCTATTGCAATACATCACAGCTGTTTGATTCAACACAGCTGGTTAATAGTAGTGGTAGTAATGCACACATCA
CAATCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAATACCAATGAA
ACAAATAGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAGTTAAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAAACAAAA
AAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373170 
TTCTACTGCAATACATCAGGCCTGTTTAATGGTACATACATGGGTAATATGACTAATAGTACTACAAATGAAA
ATGACACCATCACCCTCCAATGCAGAATAAAACAAATGATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAGCATGTAGATCAGAAATCACAGGACTACTATTGACACGTGATGGGGGA
AATGGAAATGAAACAGATAATAACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGAAACAACTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATCAAGCCATTAGGATTAGCACCCACTAGAGCAAGAAGGCAAGT
GGTGCCGAGACAAAAAAGAGCAGCAATAGGAGCTATATTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATG
GGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAGAGCAATC
TGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373171 
TTCTACTGCAATACATCAGGTCTGTTTAATGGTACATACATGGGTAATATGACTAATGGTAATATAAATGGAA
CAAATGAAACCATCATCCTCCCATGCAGAATAAAACAAATGATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAGCATGTAACTCAACAATCACAGGATTACTATTGACACGTGATGGA
GGATCTGGAAATGATAGTACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAACTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATCAAGCCATTAGGATTAGCACCCACTACAGCAAGAAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAGAGCAATCTGC
TGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373177 
TTCTATTGCGATACATCCAACCTGTTTAATGAAACAGCATTTAATAATAGTGATGGTACAAACATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAATGTATGCCCCTCCCATTAAAGG
ACCAATAAAGTGTGACTCAAATATCACAGGATTACTACTAACACGAGATGGAGGCAATAGAGGCAATGGGGGA
AATGACACAGAAATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTGGGGAGAGAAAAAAG
AGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAACATATGTTGCAGCTCACAGTCTGGGGCATT 
>MF373187 
TTCTATTGCAATACATCAGGCCTGTTCAATGATACATACTGGAACAATAATACGAAAAATAATACAAAAGGAA
ATTCAAACTTCACAATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTA
TGCTCCTCCCATTGCAGGAGAAATAACATGTAGATCAAATATCACAGGACTACTACTGACACGGGATGGAGGA



AATAAGACAGGAAATGGTAATGAGACAGAGACATTCAGGCCGGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAGACCATTAGGAATAGCACCCACCATGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCGGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373193 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTATATACTGGCCTAATGGTACATTCGCATTCAATGGTAGTA
CAAACAGTAACTCAACCAACAGCACAATCACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTAGGGGAAACATAACATGTACCTCAAATATCACAGGACTACTA
ATAATACGTGATGGAGGAAACAACGAGACAAATGAGACAGAGATATTCAGACCAGGGGGAGGAAATATGAAGG
ACAACTGGAGAAGTGAATTATACAAATATAAGGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAAGC
AAAAAGGAGAGTGGTGGGGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGATTA
GCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373199 
TTCTATTGCAATACGTCTAGACTGATTAATAGTACATACAGGTCTAATAGTACTAATAGTACTTCAGATACAT
CCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATTACAGGACTACTATTGACACGTGATGGAGGAACGGAC
AATGAAACAATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
CTGACGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF373202 
TTCTATTGCAATACATCAAACCTGTTTAATAGATCAATCCTGAATGTAACTGAAACAAATGTAAATGAAGCAA
ACATCACCCTCCCATGCAGAATAAACCAATTTTTAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAGAAATAACATGTAAATCAAATATCACAGGACTACTCCTGACACGTGATGGGGGTAATGGG
AGAGATAAGCAAAATGAAACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACA
AATATAAAGTGGTAGAACTTAAGCCATTAGGACTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGATTTGGAGCTCTGTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTACTGTTTGGTATAGTGCAACAGCAAAATAATTTGCTGAAAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH705137 
TTTTATTGCAATACATCACAACTGTTTAATGGTACAATTACAACAGATGGTTTAAACATCACAATCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCGGGAAATAT
AATATGTAACTCAAGTATCACAGGAATACTACTGACACGCGATGGAGGAGAGAATACTACAGAGACATTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCAT
TAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGACACTAGGAGCTTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>MG989567 
TTCTATTGTAACACAGCAGGACTGTTCAATGCAACATACAATAGTACAGAAGGAGATACAAACATTACAAACA
TCACACTCCCATGCAGAATAAGACAAATTATAAATATGTGGCAGGAAGTAGGAAGAGCAATATATGCCTCTCC
CATTGAAGGAAATATAGCTTGTAACTCAAGTATCACAGGACTACTATTGGTACGAGATGGAGGAAATAGCTCA
AATGAGACATTTAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAGTAGCCCCCACTGAAGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
AGGACTGGGAGCTGTGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>HM215433 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATCCTAATGGAACAAAAAATGATACAAACTCAA
GTGCATACATCATCCTTCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCAATCCCATTGAAGGATACATAACATGTAGATCAAATATCACAGGACTACTATTAGTACGTGATGGAAGC
ACAAATAGTAGTAACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>HQ659585 



TTCTATTGCAATACATCAGGGCTGTTTGGTAGTACATACAGGAATACAGAAAATGGTACAATCATACTCCAAT
GCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCTCCTCCCATTGCAGGAAA
CATAACATGTAAGTCAAATATCACAGGATTACTATTGACGCGTGATGGAGGAACAAATGAAACAGAAATATTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGC
CATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>HQ697934 
TTCTATTGCAATACATCAAAACTGTTTAATGGTATATACAACTCTAATAATACAAGAAATGATTCAAATTCAA
CCATCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCACAAATCACAGGGCTACTATTGACATGGGATGGAGGCAAAGAC
AATAACTCAACAGAGGATAACAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATCACGCTGACGGTACAGACCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>HQ697983 
TTCTATTGCAATACATCAAACCTGTTTAATAATAACATAACTTTAAACGGCACACTCACACTCCCATGCAGGA
TAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGAAGGAAACATAAC
ATGTAAATCAAACATCACAGGAATATTATTGACACGGGATGGAGGGACAAATAGGACTGAAGGGAATAATAAT
GAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCACTAGGATTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ698009 
TTCTATTGCAATACATCAGGACTGTTTCTGTTTAACAAATCAAGACCATTTACAAAAAATGGGACAATCATAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAACTCAAATATCACAGGACTATTATTGACACGTGATGGGGGAGGAAAAGGTAATAAC
ACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGCAAC
AGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>HM215286 
TTCTATTGCAATACATTAGACCTGTTTAATAGTACATATGATAGTACATACGGGTCTAATAGTACAGATAATT
CAACCATCACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTATATCAAATATTACAGGACTACTATTAACACGTGATGGAGGAGAT
AGAAATGATACAAATGACACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCCACACAGGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215302 
TTCTATTGCAATACATCAAACCTGTTTAATGAAAGTTTATTTAATAGTACAGAAAATAGTAGTAACAACACCA
TCATCACCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCATATATGCCCC
TCCCATCGCAGGAAACATAACATGTAAATCAAATATTACAGGACTAATTTTGACACGTGATGGAGGAAACTCA
AGTGAAACCAACCACACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGTCTCTTGAGTGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGC
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253304 
TTCTATTGCAATACATCAAAACTGTTTACAGGTGAATATAATGGTACTGAGTATAATGATACAGAATCAAATT
CAACTTCATCAATCATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGC
AATGTATGCCCCTCCTATTGAAGGAAACATAACGTGTAACTCAAGTATCACAGGACTACTATTGACACGTGAT
GGAGGAAACAATACTAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG



GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253308 
TTCTATTGCGATACATCAGACCTGTTCAATAGAACATACGTGATGCCTAATGATACAGAAAATACAGAAGGTA
CGGCAAATACAACCATCAGACTCCAATGCAGAATAAAACAAATTGTAAATATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAATATAGAATGTATATCAAACATCACAGGACTACTATTGACATGGGAT
GGAGGAAATGAAGCTAATGACACAGAAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCAGTATGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGTGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253310 
TTCTATTGCAATACATCACAACTATTTAATAGTATATATAATAATAGTACATTTAATAGTAATAGTACATCTA
ATAGTACAAATAATACTGAATACATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCGTTGCAGGAAACATAACATGTATATCAAATATTACAGGACTACTATTG
ACACGTGATGGAGGAAGCAGTGGAGGAAACAATAGCGAAGAGACAGAGGAGACATTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCGCC
CACTACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGCTCTTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTGTTGTCTG
GTATAGTGCAACAACAAAGCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTG
GGGCATT 
>AY253312 
TTCTATTGCAATACATCAGGGCTGTTCAATGGTACATACAATGGCACATACAATGGTACAACAAATTCAACCA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAACTATCACAGGACTAATATTGACACGGGATGGAGGAAACGGAAAC
GTTACAGGAAACGAAACATTCAGACCTGCAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTAAGGCACAAAGAAAAGTGGTGCAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY253303 
TTCTATTGCAATACATCAAACTTGTTTAATAAGACAATTTTGGCTAATATAACGGGTAATGGTACAAATGCAA
ACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATCGCAGGAGAAATAACATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAATAAT
AAGACAAACGAATCAGAGATATTTAGACCTATAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGCGGGAGTTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATG
TGGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY253313 
TTCTATTGCAATACATCAATACTGTTTAATAATAGCATGCTTAATGGTACAGAAGGTACTCCAAATTCAACTG
AAGATATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAGCATAACATGTAAGTCAAATATCACAGGACTATTATTGACACGTGATGGAGGAATA
AATGAGGATAATACAACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGTACCCACTAATGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY253322 
TTCTATTGCAACACATCAGGTCTGTTTAATAGTACATACAACTCTAATGGTACCAATAGTACAACAAACTCAA
CCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCAA
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGTACAGAT
AATGAAACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATG
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MK501601 
TTCTATTGCAACACATCAGGTCTGTTTAATAGTACATACAACTCTGCATACAAGTCTAATGATACAACAAACT
CAACCATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC



CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTATTATTAGTGCGTGATGGAGGAGGT
GAAAGTAATGAAACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAGTTAAACCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGAAGAGAGA
TAAAAGAGCAGTAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734550 
TTCTATTGCAATACATCAAGCCTGTTTAATGATAGCCTGGTTAATGATACAGAAAGTGAGAATAACACAAAAA
GTGATAATGGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTCTTGACACGTGAT
GGAGGAGACAAAAATAACACAAACAATACCGCAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAACT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGCGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGA
AGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY734551 
TTCTATTGCAATACAACAATACTGTTTAATAGGACATACAGCCCTAATGGCACAGACAATAATGGCACATACA
ATAATAGTGATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGACTAATATTGACACGT
GATGGTGGTAATAAAAATGATACAAATGATACAGAGATATTTAGACCTGAAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTGTATAAATATAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY734558 
TTCTACTGCAATACATCAAAGCTGTTTAATAGTCTTAATGATACAGACAATAGTACAGACATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAAATCAAATATCACAGGACTACTATTGACACGAGATGGAGGAACAAACAATACAGATACAGAG
ATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAATAGCACCAACCACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAGT
AGGAGCTGTGTTCCTTGGGTTTTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>AY734559 
TTCTATTGCAATACATCAGGCCTGTTCAATAGTACGTTTAATGAGGGATATAATAATACAAGAAATACTTCAG
AAAAAACAAATAATACTTCAGAAACCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGG
GGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTATTA
TTAACACGTGATGGAGGAGAAGGAAACGGTACAGATACAAATACAACAGAGATATTCAGACCACAAGGAGGAA
ATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAGACCATTAGGAATAGCACC
TACTAATTCAAAAAGGAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAGTAATGGGAGCTATGTTCCTTGGG
TTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAATAATTTGCTGAAAGCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>AY734560 
TTCTATTGTAATACATCAAACCTGTTTAATAATTCACTGTTTAATGATACTTCAAATGATACAGTCATCACAC
TCCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCATATATGCCCCTCCCATTGC
TGGAAATATAACATGTAGATCAAATATCACAGGACTATTGTTGACACGTGATGGAGGAGTTAATGCCAGTAAA
GAAACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAATCCATTAGGAGTAGCACCAACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGCGGG
AATAGGAGCTTTGATCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907356 
TTCTATTGTAATACAACACAACTATTTAATAATATTAGTATAGGAAGATTCAATACTAGTATAGAAAATGATA
CAAACATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCTATTGAAGGGAACATAACATGCAGATCAAACATCACAGGAATACTATTAACACGTGATGGAGGCAAT
GGAGGCGCTGACAATTCAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCACAGCAACATATGTTGCAGCTCACTGTCTGGGGCATT 
>KX907388 
TTCTATTGCAATACATCAAAACTGTTTAATGATACATACAATGGGACAGAAAGTAACTCAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAAATCAATGATCACAGGACTACTATTGGTACGGGATGGGGGCACGGGTAAAAATGACACA
GAAAATGCCACAGAAACATTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907407 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGCCTGGGTACTGGCCTAATGCTACAGAAAGAA
ATTCAACCTCAAATATCACACTCCATTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGGGC
AATGTATGCCCCTCCCATTAGAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGACATGGGAT
GGAGATAAAACAAGCAATGACCCAGACACAGACGTATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAGGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGTCGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907424 
TTCTATTGCAATACATCAAAATTGTTTAATAATAATGATACAGAAAATAATTTAACCATCACACTCCCATGCA
GAATAAAGCAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
AACATGTAAATCAAATATCACAGGATTATTATTGACACGTGATGGAGGCAATGGCACGGAGAGGAATGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AACCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTGGGCATGGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAA
GCCAGACAAGTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATA
TGTTGCAACTCACAGTTTGGGGCATT 
>KX907426 
TTTTATTGCAATACATCAAGCCTGTTTAAGGGTACATTTAATGGTACGGTTACAGATACCTCAAATTTAACAG
AAATCACACTCCACTGTAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAATATAACTTGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGATGTGAT
AACAACGGTACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAGTTATACAAAT
ATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907345 
TTCTATTGCAATACATCAAAACTGGTTAATGAGAATGAGACAGACCCTAATAGAGCTAATAGTAGTGAGCCAA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAGGTCAAATATCACAGGACTGCTATTGACACGCGACGGAGGTGCCAATAGT
ACCACAAATGAAACATTCAGATTTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAGATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAG
AGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KX907384 
TTCTATTGTAACACATCACAACTATTTAATGGTACCAGTACAGGATTTAGTAATAAGAGTACAGGAAATGAAA
CCTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTACTATTGACACGCGATGGAGGAGATAAT
AATACTAGAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAGTTAAACCACTAGGAGTAGCACCCTCTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCG
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAAGCACAGCAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KX907392 
TTCTATTGCAATACATCAAAACTGTTTAATGATACAAACTTCACCACGTCTGATGATGAAAACATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGCACATCAAAAATCACAGGACTACTATTGACACGTGATGGGGGAACCACTGGCCCCAATAAT



ACCGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAGGTGG
TGGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGAATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907394 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAGGTCTAATAGTACAGAAAAGAATTCAAATGCAA
ACATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGGGGAAAGGAT
AATAATACTAATACCACAGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAGTTAATCCACTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907395 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACAGAAAAGAATTCAAATGCAAACATCACACTCCCATGCA
GAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCCCCTCCCATTGCAGGAAACCT
AACATGTAAATCAAAAATCACAGGACTACTATTGACACGTGATGGGGGACCAAATGAGAATGACACAGAGATA
TTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTA
ATCCATTAGGAGTAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAGTAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAACATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KX907405 
TTCTATTGCAATACATCACAACTGTTTAATGAGACACACACTAATGGTACCAATAGTACCATCATACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGGAA
CATAACATGTACATCAAATATTACAGGACTATTATTGGAACGGGATGGAGGCAAGGACAATAATATGACTGAG
ATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAA
TTAAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGG
AGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAGTTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTAAGAGCTATAGAGGCGCAACAACATC
TGTTGCAACTCACGGTTTGGGGCATT 
>KX907413 
TTCTATTGCAATACATCAGCACTGTTTAATAGTACATATAATGAAACATATAGATATAATGCTACAAACGATA
CAAATCCAACCATCACACTCAAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACGTGTAGATCAAATATCACAGGGATACTATTGACACGTGATGGA
GGACCTAACAGTACTAATGAAACATTCAGACCTGAAGGAGGAGATATGAGGAATAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTCGGAATAGGAGCCTTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>KX907422 
TTCTATTGCAACACATCACAACTGTTTAATAAACTGTTTAATGGTACTAATGATACAGAAAGTACTAATTCAA
CTAAGAATATCACACTCCAATGTAAAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATATA
TGCTCCTCCCATTGAAGGAAACATCACATGTAAATCAAACATCACAGGACTAATATTAACACGAGATGGAGGA
AGAAATAATAACACTAACATAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAGACAACT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907338 
TTCTATTGCAATACATCAGGTCTGTTTAATGGTACAAATTCAACTAATCCAAATGCAACTATCATACTCCCAT
GCAGAATAAAACAAATTATTAATATGTGGCAGGAAGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAG
CATATCATGCACATCAAATATTACAGGACTACTATTGACACGTGATGGAGGAAATAACACAAACAATGAGACA
TTCAGACCCGGAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AACCATTAGGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGGAATAGGAGCTGT
ACTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGA
CAGCTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KX907363 



TTCTATTGCAATACAACAAAACTGTTTACTGGTATTAGATACATTAATGGTACATACATAACTAATGATACAG
AAATAGCTAATGATACAGAGAATAATTCAACCATCACACTCCAATGCAGAATAAAACAGATTATAAACATGTG
GCAGGGGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAATATGTAAATCAAAGATCACAGGA
CTACTATTGACACGTGATGGAGAAGGGGAAAATGGAACAAATGAGACTGAGACATTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACC
CGCTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGCTCTTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTGATGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATT 
>KX907374 
TTCTATTGCAACACATCAGCACTGTTTAATAAACTGTTTAATAATACTAATGATACAGAAAGTAATACTTCAG
ATACAACTATCACACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATA
TGCTCCTCCCATTGAAGGAATCATCAATTGTACCTCAAACATCACAGGACTACTGTTGACACGTGATGGTGGG
AATAACAGTGATGGGAATAACAATAACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGAGCCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTAAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX907380 
TTTTATTGCAATACATCAGGCCTGTTTAATAATACACTGCTTAATGATACATTGACAATAGACAATAATGAAA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTACGGGATGGAGGCATATCA
AATGGGACAGATAACAAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAATAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTGGCACCCACCAGGGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGGGCAACCTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX907416 
TTCTATTGCGATACATCAAATCTGTTTAATAGTACATACAGCCCTAACAGTACAGATGATGGAGCGCAAGATG
TAAATGACACAATAATCACACTCACATGCAAAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTATGCCCCTCCCATTAGAGGAAACATAACATGCAGATCAAATATTACAGGACTACTACTGACAAGGGAT
GGAGGAGACTCAGAGGGGACAGAAACATTTAGGCCTGGAGGGGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAGTAGCACCAACTACTGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAACAAAACAATTTGC
TAAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907375 
TTCTATTGCAATACAACAAAACTGTTTAATGATAGCATGTCAAATGAAAGCTCAAACATCACAAACAGCACAC
TCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCC
CGTTGAAGGAAATATAACATGTAAATCAAATATTACAGGACTACTATTGGTACGGGATGGGGGTGTGTCAAAT
GATACAAATGGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCAACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCG
TCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX907390 
TTCTATTGCAATACATCAAAACTGTTTAATACTACATACCTGTATAATGATACAGAAGGTAACTCAACCATCA
CACTCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAGACATAATATGTAACTCAAGTATCACAGGGCTATTATTGACACGTGATGGAGGAGACAAT
AGAACAAAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AGGTAATACAAATTAAGCCACTAGGAATAGCACCCACTGCGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAATTGGACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGGACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907391 
TTCTATTGCAATACATCAAACCTATTCAATGGTACCAATTCTTCAGGCAGTAACATCACACTCCCATGTAGAA
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCTCCTCCCATTGCAGGAGAAATAAA
ATGTGCATCAAATATCACAGGGCTAATATTAACATGGGATGGAGGAAAGAACAATAATACCACAGAGACATTC
AGACCTGGAGGAGGGGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGC
CATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGC



CGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACAATCTGGGGCATT 
>KX907399 
TTCTATTGCGATACAACAAAACTGTTTAATAGTACTAATGGTACTAATAGTTTTAACTCAAATGAAACTATCA
TACTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATATATGCTCCTCCCAT
TGAAGGAAACGTCACATGTACATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAAATGTAACTGAC
ACAGAAAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTATTGTCTGGCATAGTGCAACAGCAAAGTAATATGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTTACAGTCTGGGGCATA 
>KC156220 
TTCTATTGTAATACATCAAAACTGTTTAATAATAATATAACAAGCGATAATTCAAGCAACATCACAATCCCAT
GCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGGAA
CATAACATGTACCTCGAATATCACAGGAATACTATTAACACGTGATGGAGGAAATAATAGTGACAGTGATCCA
GAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAGTAGAACCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGACAGAAAAGAGCAGTGGG
AATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATATTGCAACTCACAGTCTGGGGCATT 
>AF361874 
TTCTATTGCGATACATCAAGGCTATTTAATGAAAGTCTTAATGAAAGACTGTTTAATGAAAGTAGTGAGTCAA
ATGACACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAATATA
TGCCCCTCCCATAAAAGGAAACATATCATGTACATCAAACATCACAGGACTACTATTGACACGTGATGGAGGA
AATGATGATGGAGGAAATGATACAGGGTCAAGGCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCGGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286234 
TTCTATTGCAATACATCAAATCTGTTTACATCAAAACTGTTTAATAGTACTAATACTACAGAGAATGCCACAC
AAAGAAACGAAACCCTCACACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATATATGCCCCTCCCATTGCAGGGAGCATAACATGTACATCAAATATCACAGGAATACTATTGACACGAGAT
GGAGAAAATGCAGGAAATAACACAGGGAATGAGACATTCAGACCTGGAGGAAGAAATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286235 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAAGTCTGGTTAAAAGTAATAATTCAAATGGAACTATCGAAC
TCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTAG
AGGAAACATAACATGTATATCAAACATCACAGGACTATTATTGACACGTGATGGAGGAAATAATGGCACTAAC
GCAACGGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACTGGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCGATGGCG
CTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>L22948 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTAGTGATAATAATAATAGTACCATCATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAAAAAT
AACATGTAGATCAAATATCACAGGACTACTACTGACACGTGATGGAGGGGAGACAAGTGAGACAAATAGCACA
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAGTTAAGCCACTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU663619 
TTCTATTGCGATACATCAGGACTGTTCAATAGGACATACTTGCTAGCAAATGTTACAGGAAATATTTCAGACA
CAGACCGCAACGTCACAGACCGCAACATCACACTTTCATGCAGAATAAAACAAATTATAAACACGTGGCAGGA



GGTAGGAAAAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAACATCACAGGACTACTA
TTGACACGTGATGGAGGTATAAGTAATGACACCAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGA
AGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGATTAGCACCCACTGC
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAAGTATTGTCTGATATAG
TGCAACAGCAAAGCAATTTGCTGAAGGCTATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>AY444800 
TTCTATTGCAATACATCAGGGCTGTTTAATGGTACGTATAATGATACAAGGGGTGAGCCAAATGGAACCATCA
CACTCCCATGCAGAATAAAACAAATTATAGACATGTGGCAGAAGGTAGGACGAGCAATGTATGCTCCTCCCAT
TGAAGGAAATATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGCCTGTTAGATAAT
AGTAGCACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTAGGAGTAGCACCCACTGCTGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAAACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY444801 
TTCTATTGCAATACATCAGTCCTGTTTAATAGGTCATATAATCTTACTGATACAAATAGTAATAATATAAATA
GCACTTCAACCGACACACTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
GGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGCATCACAGGACTACTATTGACATGG
GATGGAGGCGAAGAGAAAAACAACACAGAGAAAAACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCAAATGTTGCAACTCACAGTCTGGGGCAT
T 
>AY563169 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATACAACAGGGACAGAAAGCAGTAATGGGACAG
AAAGCAGTAATGAAACAGGAAGCATTACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAAGGGGT
AGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGGTCAAATATCACAGGATTACTACTG
ACACGGGATGGAGGAGACGGGAATGGCACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTACTGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY795906 
TTCTATTGCAACACATCAAAATTGTTTAATAGGACATACATGTTTAATAGTACATACATGCCTAATAGTACTA
ATAGTACTTCAAATTCAACCATCACACTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGG
ACGAGCAATGTATGCCCCTCCTATTGCAGGAAACATAACATGTACATCAAACATCACAGGACTACTATTGACA
CGTGATGGAGGAGGAAAAGACAACGAGTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGCAGCAAAGAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGCAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529667 
TTCTATTGCAATACATCAAACCTGTTTAATGAGAGTAATATAGAAAGGAATGATTCAATCATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCTCCTCCCATTGCAGGAAA
CATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGTCAAATAATGGGGTGCCAAAT
GACACAGAGACATTCAGACCTGGAGGAGGCGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACG
CTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463217 
TTCTATTGCAATACAACACAACTGTTTGAAAATATTACTAATAATGTAAGTAACATCATACTCCCATGCAGAA
TAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTACCTCAAATATCACAGGACTGCTATTGGTACGTGATGGTGGAAACACAAATGGCACAAATAACTCAGAA
ATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGATAGAAC
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA



CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463230 
TTCTATTGCAATACATCACAACTGTTTAATGGCACATACAATGGCACATATAGTAATATCACAGACCTCATCA
CCCTCCCATGCAAGATAAAACAAATTATAAACCTGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAATATCACAGGAATACTATTGACACGTGATGGAGGACACGAAAGGAAT
AACACAAAGAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGCATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCAACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463231 
TTCTATTGTAATACATCAAACCTGTTTAATGATAATGGTACAGAAAGTAATTCAACACACATTACACTTCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCCCCTCCCATTGAAGGAAA
TATAACATGTAACTCAAGTATCACAGGACTACTACTGACACGTGATGGAGGAGACATAATAAATGGCACAGAC
AATGAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGGATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGATTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463225 
TTCTATTGCAATACGTCAGACTTGTTTAATAGTAATAATAAGACAGAAAGCAATTCAACTATCACACTTCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAACAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAAAAATGACACAGGGGAGGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463232 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATTGCTTAATAGTACATTGTCTAATAGTACAAATAATA
CTAATGGTATCATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGGGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTAATATTGACACGTGATGGA
GGAGAACCTAATATAACGGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAATTAATCCATTAGGAGTAGCTCCCACTAGAGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463218 
TTCTATTGCAATACAACAAAACTGTTCACTAGTACTAATATGACAAACACAACCATCATGATCCCATGCAGAA
TAAGGCAAATCGTACGCCTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAAC
ATGTAGCTCAAATATCACGGGACTACTATTGGTACGTGATGGAGGAAAAGGAAACGAAACACAGAATAACACA
GAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAG
AGCTTAAGCCATTGGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AGTAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGC
AACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY463233 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTACATACAATAGTACATACAATAGTAGTA
CAGGAAATTCAACCATTACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGACAAGCGAT
GGAGGGGGGAATAATGAAACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGATTCTTGGGAGCCGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463219 
TTCTATTGCAATACAACAGGACTGTTTAATAACAATGCAGCTAACACAACAACCATCAACATCCCATGCAGAA
TAAAACAAATTGTAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAACATAAC
ATGTAAATCAAACATCACAGGATTACTATTGCTACGTGATGGAGGAAACAATAGTAACACAGAGATATTTAGA



CCTGGAGGAGGAAATACGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAGAAATTAAGCCAT
TGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
GCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACTGTCTGGGGCATT 
>AY463220 
TTCTATTGCAATACATCAAAGCTGTTTAATATATCTACTAGTGAAAATGTAACTAGTGAAAATGTAACTACAC
TCCCATGCAGAATAAAACAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAACTCAAGTATCACAGGACTACTACTGACACGGGATGGAGGAAACAACACGACTAAT
GGCACGGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAAAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463234 
TTCTATTGCAATACAACAGAACTGTTTAATGATAATAACAGTGATGACAACGCAACCATCACACTCCCATGCA
GAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAGCAT
AACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACAAACAACACAGATGAGACATTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAAC
CATTGGGAATAGCACCCACAGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>AY463221 
TTCTATTGCAATACAACAAACCTGTTTAATGAAAGTCTGGTTAATACAAGCACAGGAGACATCACGCTCCCAT
GCAAAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGGCGAGCAATGTATGCCCCTCCCATTGAAGGAAG
CATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGTGATGGAGGAAAGAATAACACAAATGAGACA
TTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGGACTTA
AGCCATTGGGAATAGCACCCACTGATTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATAACGCTGACGGTACAG
GCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATT
TGTTGCAACTCACGGTCTGGGGCATT 
>AY463236 
TTCTATTGCGATACAGCAGCCCTGTTTAATGGCACATATAATGGCACATATGGTAATGAGACTTCAAACATCA
CACTCCAATGCAGAATAAAACAGATGATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCAT
TGCAGGAAACATAACATGTAGATCGAATATCACAGGACTACTATTGACACGTGATGGAAGTAACGATACTGGG
CCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAGTGG
TAGAAATTAAGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463226 
TTCTATTGCAATACCACAAACCTGTTTGCCACAGAACTGGGTTCTAATAGAAGTGAGTCAAACATCACAAAGG
AGTCAAACATCACACTCCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAATGTGTAACTCAAGTATCACAGGAATACTATTAACACGTGATGGAGGA
GGAGGAGGAGACAATCTCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTGGCACCCACTGAATCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGTCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463222 
TTCTATTGCAATACAACAATACTGTTTAATGAAACAAAACCTTGTGAAAACACAACCATCCCATGCAGAATAA
AACAAATTATAAACATATGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGACACATAACATG
TAACTCAACTATCACAGGACTACTATTGTCCCGCGATGGAGGAGCCACAAACGATACCGAGATATTCAGGCCT
GGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATTAG
GAATAGCACCCACTACGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
CTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>JX845606 



TTCTATTGCAATACAACAAACCTGTTTAACGAAAATATAACACAACTGTTTAATAAAAGTGAAGCAAACGGAA
CCATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCC
TCCTATTGCAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGACACGCGATGGAGAAGGATAC
AACACACCGAATGAGACATTCAGACCTACAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF146947 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTGAATAGTACATATATGCCTAATGGTACAGAAAGTA
ATTCAAACATCACACTCCCATGCAGAATAAGACAATTTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAAGATAACATGTAACTCAAATATTACAGGACTACTATTGTTACGTGATGGAGGA
ATAAATAATGACAGCAGTGAGAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGATAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGAGAAAGAAAAAAGAGCAGTGGGAATAGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY838568 
TTCTATTGCAATACATCAAAACTATTTAAATTTAATAGTTCGGAACCATTTAATAGTACAGAAAGTAATAGTA
CAGAAAGTAATAAAAATATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTACATCAAACATCACAGGACTACTATTAGTACGT
GATGGGGGCAAAGAAAATGACCAAAATAACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAG
GAGAGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATACTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGC
AAAACAATCTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463228 
TTCTATTGCAATACAACAAAATTGTTCCTGTTTAATGAAAGTGATGGAAGTGCTCTAAACAAAACCATCACAC
TCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAACTCAAGTACCACAGGATTACTATTGCTACGTGATGGCGGAAACCAAAACAATGAG
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAACTTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU161645 
TTCTATTGCAATACATCAGGACTGTTTAATAGCATTTCAAATGAAACTACCACAAATGGAACCACAAATGGAA
CCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTATCAAGTGATGGAGGCACAGAT
AATAGCACAAAGCCAGAGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ846632 
TTCTATTGCAATACAACAAATCTGTTTAATATAAGCATGACCAATGACACAGACACATTCATCACACTCCCAT
GTAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACGAGCAATGTATGCCCCTCCCATTACAGGAAA
CATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAACAACAAATGGCACAGAGAAT
AATAACACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATC
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529672 
TTCTATTGTGATACATCAAGATTATTTAATAGAACATATAATGGTACAGAAGATAACTCAGGAGATAACACAA
CTATTACAATTCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTGAGTGATGGAGGCAACAGA
AGCAGCTCAAATGAAACATTTAGACCTGGAGGGGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAGGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAAAGAAAA
AAGAGCAGTGGGAATAATAGGAGCTGTGTTCCTTGGGATCTTGGGAATAGCAGGAAGCACTATGGGCGCAGCG



TCAATAACGCTGACGGCACAGGCCAGACAAGTGATGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY463237 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAAGTAATGATACACAAAGTAACACAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATATGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAACTCAAGCATCACAGGACTGCTGTTGCTACGTGATGGAGGAGAGGGGAACAACAGCACA
GAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTGAGCCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCGAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC863203 
TTCTATTGCAATACATCAAAACTATTTAATAATACATACAGTCCTACATACAGTCCTAATGGTACAGGAGGAA
ATTCAACCATCAAAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCAATCCCATTGCAGGGAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGC
ACAAACAACAGCATGGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAACAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCATTGACGCTGACGGTACAGGCTAGACAAATATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY463223 
TTCTACTGCAATACAACAGAACTGTTTAATTCAACAAAACTGTTCAATGTAACTAAGGTAACTAATGCAACTG
AAAATATCACTCTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAAAATAACATGTAGGTCAAATATCACAGGACTACTATTGTCACGTGATGGAGGCATG
GATAATAACACGAATAGCACAAAAGAGGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACGGAGGCAAAAAGGCGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351235 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACGTACAATGGTACAGACATGTCTAATAGTACAGAAAGTA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACCTGTAAATCAAACATTACAGGATTACTATTGACACATGATGGAGGAAGAGAG
GGTAATAGCACTGAAACATTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATCAAACCACTAGGAATAGCACCCACAGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351222 
TTCTATTGCGATACAACAAGACTGTTTAATAGCAGTACATTTGGTGAAGGTGAAATCATCACACTCCCGTGCA
AAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCGTTGAAGGAAATAT
AACATGTAACTCAAGTACCACAGGAATACTATTGACACGTGATGGAGGAGACCAGGACAATACCACAGAGAAA
TTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
ATCCAGTGGGAGTAGCACCCACGGAGGCAAAGAGGAGCGTGGTGGCAAGAGAAAAAAGAACAGTAATAGGAGC
TATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGT
TGCAACCCACGGTCTGGGGCATT 
>DQ351218 
TTCTATTGCAATACAACAAACCTGTTCAGTACAACAATCCTGGTCAACAACTCTACTGAAAAGGAAAACATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTACATCAAAGATCACAGGAATACTACTGACACGTGATGGAGGAGACAACACAACA
ACAAGAAATAACGGGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
CTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ447269 
TTCTATTGCGATACCTCAAACTTGTTTAATAGGACATACCCATTGAATAATAGTAGTGCAGGAAATGACAATA
GTAGCAGTGATTCAACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTGACACGT



GATGGAGGACCAAGTAATGAAAGTGAGACATTCAGACCTGCAGGAGGGGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATACAAAGTGGTGGAAGTGAATCCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369978 
TTCTATTGCAATACAACACCACTGTTTAATATGTCTGCTGACAATAACAGCACCAATAATGGCACCATCACAC
TCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTGCGTCAAATATCACAGGACTACTATTGACACATGACGGAGGCATAAAAAATGACACA
GTCCCAGAGGTATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATGAATATAAAG
TGGTAGAAATTAAGCCATTGGGAATAGCCCCCACTGAGTCAAGAAGGATAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAACGGCG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ351225 
TTCTATTGCAATACATCAAAACTGTTTAACGGTACATACAGCCATAATGTCAGTACAAATAACAGTACAGAAC
CCATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGGAACACA
AACACAAGCAATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396367 
TTCTATTGCAATACAACATACCTGTTTTCTAATAAGACAGGCAACACAACCGACAACGCAACCATCACGCTCC
CATGCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGG
AAAAATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGTGTGAATACTACGAATAAT
TCGAGTAATACAAGTAAAACAGAGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTAGAAATTAATCCATTGGGAGTAGCACCCACTAATGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGGATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ351226 
TTCTATTGTAATACAACAAACCTGTTTAACATAAACCTGACTAACTGGAGGTCTGATAGTAAGGGAAATTCCA
CAATTATCACACTCCCATGTAGAATAAGACAATTTGTAAACCTGTGGCAGGGGGTAGGAAGGGCAATGTATGC
CCCTCCCATTGAAGGTAATATAACATGTAAGTCAAATATCACAGGACTACTATTGACACGTGATGGAGGCAAT
GTCACAAATAATGGCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACAGAGGCAAAAAGGAGAGTGGTGGAGAG
AGGAAAAAGAGCAGTGGGAATGGGAGCTGTGATCCTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCACATGTTGAAACTCACAGTCTGGGGCATT 
>DQ369985 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACAGTTAATGGTAATAGTACAGTTAATGGTACACACCTGG
GTAATAGTAATAGTACAAATAACAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGG
GGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAACATAACCTGTGTATCAAATATCACAGGACTACTA
TTGACACGTGATGGTGGCAGGGAGAATGGCACAAATAACACAGAGATATTCAGACCTGCAGGAGGAAACATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAATCCATTGGGAGTAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACCCACGGTCTGGGGCAT
T 
>DQ369996 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAGTAGTACATACAATAATACATCTGATAATACTT
CACATCCAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCGGGAGGTAGGACGGGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATCGACACGTGATGGG
GGAGAAAATAACTCAACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGGAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGGGAGAGAGAAAAAAGAGCAATGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>DQ445633 
TTCTATTGCAATACAACAAACTTGTTTAATAATATAAAAAATGATGAGGATACAAAAAATGGTAGTGATCCAA
TCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGGAATGGTACT
AATAATACTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAATGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCTATC
ACGCTGACGGTACAGGCCAGACAACAGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369979 
TTCTATTGCAATACAACAAGACTGTTCAACACAACTAGCACAAGAGAGTCAAACAAAACCATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAGTATCACAGGAATACTATTGCAACGTGATGGAGGAAACACGAGTGAGCCCACAGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGCGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ369984 
TTCTACTGCAATACAACAAAACTGTTTAATACAACAAGACTGTTAAAAGAAAGTGATTCAAACACAAACACCA
CCACACTCCCATGCAGGATAAAACAGATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAATAACACT
GACACAGATGGCGATAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAGGTGATAAAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGAAGAGTGGTGAA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396364 
TTCTATTGCGATACAACAGGACTGTTTAATAGTACATACATGCCTGAATACTGGCCTAATAGTACAGAAAGTA
ATTCAAGCTCAGTAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGGTGCGTGAT
GGAGGAACAAATAACACAAATAACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCTACTGGGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ369986 
TTCTATTGCAACACATCAGGACTATTTAATGGTACATACACGAGTAACATGACAGGAAATGGAAATGATTCAA
ACTCAAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGC
AACCACAACAACAGCAACAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ369980 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAAGCCTAATGGTACAAGAAGTACTTCAAATTTAA
CCATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGACACGTGACGGAGGAAAAGGA
AATGATACGTCTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTAGGATTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ396385 
TTCTATTGTAATACAACAAAGCTGTTTAATGGTACATACAGGCCTGCATACAATAATGGTACAGGAAGTAATT
CAAGCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGC
TCCTCCCATTGAAGGAAACATAACATGTAAATCAACTATCACAGGACTACTATTGACACGTGATGGAGGGGAA
AATGGCACAGAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAGTTAAACCATTGGGAATAGCACCTACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGA



AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369987 
TTCTATTGCAATACATCAAGACTGTTTAATAGCACATTTAATAGTACATACATGCCTAATGCTACAGAAAGTA
ATTCAAGTTCAGTCATCACGATTCCCTGCAGAATAAAACAAATTATAAACATGTGGCAGGAGATAGGACGGGC
AATGTATGCCCCTCCTATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGAT
GGAGGCAACAGTAACAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369988 
TTCTATTGCGAAACAACAAGACTGTTTAATACAACACAACTTAATACAACACAAAATGGAACAATCATACTCC
CATGTAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AATGATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGCGATGGAGGCACGAATGACACAGAGATA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>DQ396373 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACAACAACCATACATACACGAATAATGGGACAGGAA
ATTCAAACATCACACTTCCATGCAAAATAAAACAGATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTATCTCAAATATCACAGGACTAATATTGACACGTGATGGAGGA
GAAGAAGGAAACAACAACAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAATG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTAGCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396374 
TTCTATTGCAATACATCAAAACTGTTTAATACAACAGTTAATGGAACAGAGTTAGAGTTTAACACAACAGGAA
GGTCTAATAAAACCATCACTCTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGACATGGGAT
GGACCAACAAACAATGGCACAGACATATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAATCAAAAAGGAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369989 
TTCTATTGCAATACATCAGAACTATTTAACAGTACATACAATAAGGATACAAAGAGTAATGGTACAAAGAGTA
ATTTAACCATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTGCGTGATGGAGGA
ACAAATAACATAAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAATGGCACCAACTAAGGCAAAACGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GTGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCCATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396375 
TTCTATTGCAATACAACAGAACTGTTTAATAATAGTGAAGTAAACATAACTGCAGCTACTGCAACAAATGAAA
CCTTCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTAAATCAAACATCACAGGAATACTATTGACATGGGATGGAGGAAATGAA
ACTAGGACAGATAATAGGACAAATAATAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396389 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACATACAACAGCACAGAAAACAGCACAGAAAATGCAAATA
GTACCATCACACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC



CCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGGGGGAAC
AACAATAACGGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCACAAAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCGGCG
TCGATAACGCTGACGGTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396376 
TTCTATTGCAATACAACAAAACTATTTAATGACAATGAGACAAACGAATACATCATACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCCATGTATGCCCCTCCCATTGAAGGAAACATAACATG
TAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGAGGCGAAAATGAAACCAAAATCGAGATATTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAACTTAAGC
CATTGGGCATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGC
TGTGCTCCTTGGGTTCTTGGGAGCAGCGGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGT
TGCAACTCACGGTCTGGGGCATT 
>DQ093591 
TTCTACTGCAATACAAGCGGACTGTTCAATGCAACTTTCAATACAACTAATACAACTGATGCAAACATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAATATGTAGATCAAACATCACAGGACTGCTATTGCAACGTGATGGAGGCAAGGGCAATGGCACT
GACAACGAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGCAATTAAGCCATTAGGAGTAGCACCCACGGATGCACAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ351219 
TTCTATTGTAATACAACAGGACTGTTTTCTAATAATGGAAGTGCAGGAAACGCAACCACCATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCGATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTACCTCAAATATCACAGGACTACTATTGACACGGGATGGAGGAATAAAGGATAACACAACAGAC
ATAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGATAGAGAAAAAAGAGC
AGTACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTG
ACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGCCGCAACTCACAGTCTGGGGCATT 
>DQ351229 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATAGTACATATATGCATAATGATACAGGAAGTA
ATACAAGCTCAACAATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGAT
GGGGGAAATTCAACTGATAATGAAACAGAAACATTCAGACCTGAAGGAGGAGACATGAGGGACAATTGGAGAA
ATGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAGAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275654 
TTCTATTGCAATACATCACAACTATTTAATGATAGTAATACAGAATTTAATATTAGTAGTACAGAAAATAATA
AAACCATCACAATTCTATGCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACAAGCAATGTATGC
CCCTCCCATAGCAGGAAACATAACATGTAACTCAAGCATCACAGGATTATTACTGACACGTGATGGTGGAAAT
GAAAGTATCACAAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTATGCCATTGGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351216 
TTTTATTGCGATACATCGCGGCTGTTTACTAATGTAAGCAATGAAAATGACACAATCACCAATGTAAGCAATA
AAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGACAAATAACATGTAGCTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAACACAACTGTTACTAACACAGAGGTATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCTATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>DQ275645 
TTCTACTGCAATACAACAGAACTGTTTAATGTAAACAATGATCCAAACGATTCAAACATCACGCTCCCATGCA
GAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAGAGAT
AACATGTAAATCAAACATTACAGGACTACTATTGGAGCGTGATGGAGGAAAAACAAATGACACGAAAGAGACA
TTTAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AACCATTGGGAGTAGCACCCACAGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAACAATAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>DQ351230 
TTCTATTGCAATACAACAAGACTGTTTAATAATGATACAGGCGAACTGAATGATAATAATAAAACAACAAACA
TCACTCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGCTACGAGATGGAGGAACAACAAAT
AACACAATTAATGGCACAGGGAAAAAGAATGATACAGTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGATAGAACTTAAACCATTGGGAATAGCACCCACTGAGGCAAGAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCACGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTGTAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATA 
>DQ275656 
TTCTATTGCAATACATCACAATTGTTTAATAGTACATACACACATAATAGTACATATAATAGTACAGAAACTA
ATGGAACCATCACACTTTCATGCAGAATAAAGCAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAGTACGTGATGGAGGC
GATACAAATAAAAGTAACACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCATGGTCTGGGGCATT 
>DQ445632 
TTCTATTGCAATACATCAAGTCTGTTTAATGGTACATACAAGGCTAATAGTAATAGTACAAACAGTACTTCAA
AAGTAAATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGCGC
AATGTATGCCCCTCCAATTGCAGGAACCATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGAT
GGAGGCAGTGGCGATAATGAAACAGAAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGACCAGCTCCTACTGAGGCAAAAAGGAGAGT
AGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGACCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAACATCTGTTGCAGCTCACGGTCTGGGGCATT 
>DQ396378 
TTCTATTGCAATACAACAAACCTGTTCAGCACAAGTGTTAACATAACAAATAGTACAAATAGTAGCATCACAC
TCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGGGGTAGGTCGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAACTCTACTATCACAGGACTACTACTGACACGAGATGGAGGACAGGGAACAGAAACC
AATGACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396386 
TTCTATTGCAACACATCATCCCTGTTTAATAGAACATACCCGCTCAATAGTGCAGGAAACAGTTCAACAGGGA
ATAATTCAATCATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAACCACAAATGACTCAAATAACAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396365 
TTCTATTGTGATACATCACAACTGTTTAATGATACATTTAATAATACAGGATCTAATGCTACACTTACACTCC
CCTGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAATATAACATGTAAATCGAAGATCACAGGACTACTATTGACAAGTGATGGAGGAAAAGACTCAAATGCCACA
GAGACGTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAATCCATTAGGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGCAGTGGG



AATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ445635 
TTCTATTGCAATACAACAAAACTATTTTCTAATGAGAGTGAGTCAAACAAAACTATCACACTCCCATGCAGGG
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAATATAAC
ATGTAAATCAAATATCACAGGACTACTATTGACACGAGATGGAGGAAACACAGGAGAAAACATAACAGAGATA
TTCAGACCGGGGGGAGGAAACATGAAAGACAATTGGAGAAATGAGTTATATAAATACAAAGTGGTAGAAATTA
AGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTTCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAG
GCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>DQ396368 
TTCTATTGCAATACAACAAATCTGTTCAATGAACTGGATAATAATAGTAGTGGAAACATCACACTCCCATGCA
AGATAAAGCAATTTATAAACATGTGGCAACAAGTGGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAAAAT
TACATGTAACTCAAATATCACAGGAATTCTATTGACAAGGGATGGAGGGATTAATGGTACAGAAACATTCAGA
CCTACAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAATTAAGCCAT
TGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
ATTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGC
AACTCACGGTCTGGGGCATT 
>DQ396370 
TTCTATTGCAATACGACAAGACTGTTTAATGAAAGTAATTCAGATATAACAAATACCACCATCACACTCCCAT
GCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAA
CATAACATGTAACTCAAGTATCACAGGATTACTATTGCTACGTGATGGAGGAAACAAGAATGATACAAATGAT
ACAAACGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTAAGCCATTGGGGGTAGCCCCCACCGAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396369 
TTCTATTGTAATACAACAAAACTGTTTAATAACACACAGTGGTTGAACCTGACAAACAATGACACAATCACAC
TCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGTAACATAACGTGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGCAATAACGACACAAAG
AATGAGACATTCAGGCCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTGGGAGTAGCACCCACGGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAAGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369976 
TTTTATTGCAGTACATCACGACTGTTTAATAGTACAGAAAGTGCAAATAGCACTAATGGTACCATCACACTTC
CATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGGCGAGCAATATATGCCCCTCCCATTGCAGG
AAACATAACATGTAATTCAAGTATCACAGGACTAATATTGGTACGTGATGGAGGAACAAATACAACAAATAAT
AATAATGAGATATTCAGACCTGAAGGAGGAGACATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396390 
TTCTATTGCAATACAACAAAACTATTTAATAGTACAGAACTATTTAATAGTACAATCAATAACACAAACAGAA
ACATCACAAACATCACAATTCCATGCAGAATAAAACAAATCATAAACATGTGGCAAAAGGTAGGGCGAGCAAT
GTATGCCAATCCCATTGCAGGAAACATAATATGTAGATCAAATATCACAGGACTACTATTAGTACGTGATGGA
GGCAGTAACAGTAACACAACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ275657 
TTCTATTGCAATACAACAAACCTGTTCAATACAACAAACCTGTTCAATACAACAAACCTGTTCAATGCCACTA
CTAATGAAAATGATAACATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACG



AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCTAATATCACAGGACTACTATTGACACGT
GATGGAGGAACAAACGCAACCAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTAGAAGTTAAGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATAGAGGAGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275643 
TTCTATTGCAATACAACAAATCTGTTCAATACAACAAATCTGTTTGGAAATACTTCAACCGCAAACATCACAA
ATACAACAAAAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCGTTGAAGGAAACATAACATGTGAGTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAAAAACACAACAGAGGAAACAGAGACTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGAGGCAAAAAGGATAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396380 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTTCCAACAATACAGCAGTTACTGATAATAATGGCACTATTA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAAATAATAGTGAA
AATGCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAG
TGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTACTGCAAAGAGGAGAGTGGTGGAGAGACAGAAAAGAGC
AGTGGGACTAGGAGCTGCGTTCTTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCGATAACG
CTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ275646 
TTCTATTGTAATACAACAAACCTGTTTACAGAACTGTCTAATACAACAAAGGGGGAAGCTACAAATAAAAGTG
ATGAAAACATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAACTCGAGTATCACAGGACTGCTATTGACACGTGATGGAGGA
AGAAATGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351231 
TTCTATTGCAATACATCACAACTGTTTAAGGGTACATACAATGGTACATACAATGGTACAGAAAGTAATTCAA
CCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAATATAACATGTAACTCAAGTATCACAGGACTACTATTAGTACGTGATGGAGGCAACAAT
AACACAAACGAGACATTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ369981 
TTCTATTGCAACACATCAGGACTGTTCAATAGTATATACAGTCCTACATACAGGCCTAATGGGACAAGTGATT
CAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGCGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAGCATAACATGTAACTCAACCATCACAGGACTACTATTGACACGTGATGGAGGAAAA
GCAATGAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTGGGGGTAGCACCCACTGGGGCAAAAGGGAGAGTGGTGGAGAAAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396392 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACAAATACATATAATAGTACAAATAGTA
CTGAAAATTCAAACATCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTCTTGACACGTGAT
GGCGGAAACAATACAAATGGGACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAGAAGGATGGTGGT
GGAGAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 



>DQ396399 
TTTTATTGCAATACATCAGGCCTGTTTAATAGTACACTGTTTAATAGTACTTCAAACAGTACTTCAAACAGTA
CTGATATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGAGATGGAGGAAAA
AACATAAGCAAAACCGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACATCGGCAAAAAGGAGAGTGGTGGAGAGAGA
GAAAAGAGCAGCAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCA
ATAGCGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901965 
TTCTATTGCAATACATCAAAGCTATTTAATAATACATACAATGGTACATACTGGATATTTAATAATAATACAT
ACTGGAATAGCAGCACAAACGAGAACATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTA
TTGACACGTGATGGAGGAGACGAAACAAACAATACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ275660 
TTCTATTGCAATACAACAGGCCTGTTTAACACAACACTGATTACTAATAGTAGTGAGGAGTCAAACGAAACCA
TCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCGCC
CATTGCAGGAAACATAACATGTATATCAAATATCACAGGAATACTATTGACATGGGATGGAGGAAATCTTAGT
GAAACAAGCAATAGGAGTGAAATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATCACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351233 
TTCTATTGTAATACATCACAACTGTTTAATAATACACACTGGTTTAATAATACACACGGGATTAATAGCACAA
AAGGTAATGAAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTGCCTCAAATATCACAGGACTACTATTGGTACATGAT
GGAGGAAATGAAACAAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTAT
ATAAATATAAGGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCAACCAAGGCAAGAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGCAGGAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCCGGCATAGTGCAACAGCAAAGCAATT
TGTTGAAGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>AY878063 
TTCTATTGCAATACATCAAAACTGTTTAATATAACAAGTGAGTCAATCAATATAAGTAATGACAGTAATGTAA
ACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGAAAAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACATGGGATGGAGGACACAAA
GGGAATGACACAGATAAGAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGGGTAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878064 
TTCTACTGCAATACAACAAATCTGTTTAATACAACAGATTTGGTTAGTGCAACAAAGAAGGCTGGTCCGAATG
ATAACATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGAATC
ACAAATGATAATAAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGGGAAATGAATTAT
ATAAATATAAAGTGGTAGAGATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGGCGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878065 
TTCTATTGCAATACAACAAACTTGTTTAATAGGACATACACGCCTGAATACGTGTTTAATGGTACAAATAGCA
ATTCAAGCGTAATCACCCTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAACAATCACAGGATTACTATTGATGCGTGATGGA
GGAATAAGTAATAACACAAATAAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCTACTGGGGCAAAAAGGAGAGT



GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878068 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACCGTCCTACATACAGGCAGAATGGGACAGACAATA
ATTCAACCATCACACTGCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCTATTGCAGGAAAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGA
ACCAATAACACAGAGAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCACTAGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCGGGGGCATT 
>AY878069 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTACAGAGCTGTTTAATAGTACAGAAAATAATTCAACAATCA
CACTCCCATGCAGGATAAAACAGATTATAAACATGTGGCAACAGGTAGGACGAGCAATGTATGCTCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTAGTGCGTGATGGAGGAACAAATGCCACA
AATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTGG
TAGAAATTAAACCATTGGGAATAGCTCCAACTGATGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGCTTTGGAGCTTTGATCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901967 
TTCTATTGCGATACAACAAACCTGTTTAATCTGACTAAAAAAGACAGAACCATCAAGGATGGAAATGAAACCA
TCATCACACTCCCATGCAGAATAAAACAAATTGTAAGGATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAACA
AATGGCACAGGGAACAATAAAACAGAGACAGAGATATTCAGACCTGCAGGAGGGAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCGCCAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCTGGAAGC
ACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901968 
TTCTATTGCAATACAACACAACTGTTTAATGATAGTGTGGCAAAAGACAACAACACTAACATCACTACTATCC
CATGCAAGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTGAGTCAAATATCACAGGACTATTATTGACACGTGATGGAGGAAATGCAGGAAAAAATACT
ACAGATAATACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAATCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ164113 
TTCTATTGCAATACAACATACCTGTTTAATAATACAAGTGATCTAAATAACACCATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCGGGAGGTAGGGAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAAGCACAAACGACACGAATAATACAAAC
CCAGAGATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAGTAGCACCCACGAAAGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901969 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATATAATAGTACATATAATAGTAACAGTACAAATAGTA
ATTCAAACTCAACCATCACACTCCAATGCGGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTACGCCCCTCCTATTGCAGGAAACATAACCTGTATATCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGAGAAAACAGGTCAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTGGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ093593 
TTCTATTGCAATACATCACAACTGTTTAACAGTACAGATAACAGTACACACATTGAAACAGGTAAGGCAAACA
TCACAGAAAGTGATGCAAACATCACACTGCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGG



ACGAGCAATGTACGCCCCTCCCATTGCAGGAAACATAATATGTAACTCAAGTATCACAGGACTCCTATTGACA
CGAGATGGAGGAAAGGGAGAAAACACAACTAACATGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901970 
TTCTATTGTGATACAACAAAACTATTTAATGAAACATTATTTAATGATACAACAGAACTAGTTAATGGCACAA
CAAGTAATTCAAGCAACATCACACTCCCCTGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACG
AGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGATTACTATTGGTGCGT
GATGGAGGAACACATAACAAAACAGAGACAAATACCACAGAAAATGAAACAGAGACATTCAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGC
ACCTACCAAGGCAAAACGGAGAGTGGTGGAGAGAGAAAAAAGAGGACTAGGAGCTGTGATCTTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGG
CATT 
>AY901981 
TTCTATTGTAATACAACAAAACTGTTTGATGATAGTGAAAGGATAAACACGACAACCACAACCATCATACTCC
CATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCGCCCATTGAAGG
AAACATAACATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAACAATGGAACAAATGAG
ACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGTCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCATTGGGAAT
AGGAGCCGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATCACGCTGACGGTA
CAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878057 
TTCTATTGCAATACAACAAACCTGTTTAACATTAATGGAAGTGGAAGTAGTGGTAACAGCACAACACTCCCAT
GCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATAGAAGGAAA
CATAACATGTATATCAAATATCACAGGACTACTATTGACACGTGATGGAGGATACAATGTAACAGGAGAGAAT
AATAAATCAACAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTA
TAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>AY878060 
TTCTATTGCAATACACCAGGACTGTTTAATGGGACATACAATGAGAGTAGTGAAATAAGTAATGATACCATCA
GACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGGAACATAACTTGTAGCTCAAGTATCACAGGACTACTATTGACACGGGATGGAGGAAAGGATAATGAT
AATAATGGGAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY878061 
TTCTATTGCAATACATCAGAGCTGTTTAATAATAGTACAAGTAATGCAACTACAAGTAATGCAACTATTACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGCAATTAACAATACAGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAACCATTAGGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAACAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAGTAACGCTGACGGTA
CAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396395 
TTCTATTGCAATACAACAAAACTGTTTTCTTCTGAGTGGTTAAACAACACCAAGGAAAACATCACAACCATCA
CACTCCAATGCAGGATAAAACAATTTATAAACATGTGGCAGAAGGTAGGAAGAGCAATGTATAACCCTCCTAT
TGAAGGAAACATAACATGTAAATCAAATATCACAGGGCTATTATTGACAAGGGATGGAGGCGAAGGAGACAAT
ACAAGAACAACAGAGATATTCAGACCTACAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAGCCATTGGGAGTAGCTCCCACTGAATCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA



ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ056410 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATACAATAGTACAGAAAGTAATTCAACAGATAAAAACA
CCACAATGCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTAGTACGTGATGGAGGCAACGACAAC
AAAACTAATGACACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCTCCAACTGAAGCAAGAAGGAGAGTGGTGGAGAGAGA
GAAAAGAGCAGTAGGAATAGGAGCGTTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAGCGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCACAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ056411 
TTCTACTGTAATACAACAGAACTGTTTACAAACAATATCACAACAAATGGCACCAACACAACAAATGGCAACA
TCACCATCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATTACAGGACTACTATTGACACGTGATGGTGGTATCACAAAT
GGCACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAACTTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAAGAGAGC
AGTGGGAATAGGAGCCTTGTTCCTTGGGCTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACG
CTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGG
CGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056404 
TTCTATTGCAATGCATCACAACTGTTTAACGAGACACTGCTTAACGAGACTATGACTAATGGTACAACCAATG
CAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGC
CCCTCCCATTGAAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAT
GATGGAGGAAATAACACACAGACCGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCACTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTGACGGTCTGGGGCATT 
>DQ351237 
TTCTATTGCAATACATCAGGCCTGTTTAATGTTAATAGTAGTACACTTAAAAACAGTACAGGTGCTAATGGTA
CAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCGGGAAATATAACATGTAACTCAACTATCACAGGACTCCTATTGACACGCGATGGAGGAACAGGA
GAAGAAAATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGA
GAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>DQ056408 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACATACATGCCTAATGGTACATACATGTACATGCCTAATG
ATACAGAAAGTAATTCAAGTGAAGTAATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGCA
GGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGGAACATAACATGCATATCAAATATCACAGGATTACTA
TTGGTGAGAGATGGAGGAAAAGGAAATAGCACAGATAATAAAGAGGCAGAAAAACCAGAGATATTCAGACCTG
AAGGAGGAGATATGAGAAACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAGTTAAACCATTGGG
AATAGCACCTACTAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACT
CGCGGTCTGGGGCATT 
>DQ011169 
TTCTATTGCAATACAACAGGTCTGTTTAGTAATAATGGAAGTACCCAAAATGAGACCATCACACTCCCATGCA
GAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAACCAT
AACATGTAAATCAAATATCACAGGATTATTATTGCTACGTGATGGAGGAGACACCAGCACGAATGGCACAGAG
ATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAGTAGCACCCACGACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011176 
TTCTATTGCAATACAACAAAACTGTTTAATGCAACAGACAAAGACAATATAACACAATGGGCCAACACAACAA
ACAGTACTGAAACCATCACAATCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGC



AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTACTGACATGGGAT
GGTCCGTATAACAAAAGCAGTACGAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGT
GGTGGGGAGAGAAAAAAGAGCAGCACTAGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACATGCCAAACAACTGATGGCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>DQ093601 
TTCTATTGCAATACAACAAAACTGTTTTCTAATTCTAATGACAGTGGTTCAAACACAACTACCATAACCACCA
TCCCATGTAGGATAAAACAAATTGTAAACTTGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGA
AGGGAACATAACATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGTGGCTTCAACAACACAACA
GAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTGGG
GATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACG
GTACAGGCCAGACAACTGTTGTCCGGTATAGTGCAACAGCAAAACCATTTGCTGAGAGCCATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093596 
TTCTATTGCAATACATCAAACCTGTTTAGTGACATGTATAATGATACCATCACACTCCCATGCAAAATAAAGC
AAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAA
TTCAAGTATCACAGGATTACTACTGACACGTGATGGAGGCACGAATGGAGGCACGAATGACACCACAGAAACA
TTCAGACTTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAGTACAAGGTGGTAGAAATTA
AGCCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGG
AGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACGGTCTGGGGCATT 
>DQ093607 
TTCTATTGTGACACATTAAAACTGTTTAATAATAGTCTGGTTAATGATAGTGCTACAAACGACTCAATCACCA
TCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACAATTAATGCAACT
GAAAATAATATAGAGACATTCAGACCTGGAGGAGGAGATGTGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGACATT 
>DQ164108 
TTCTATTGCAATACATCAGCACTGTTTAATGGTACATACAATGGGACAGAAAGTAATTCAACTGAGTCAAACA
TCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAATAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGACAAACAAAC
AAAACAAATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTGTATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCTCTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGCAGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351234 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACCATGTCTAATGGTACCATGTTTAATAGTACAGGAAATA
ATTCAGTCATCACACTCCAATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAACCATCACATGTAACTCTAATATCACAGGACTACTATTGACACGTGATGGTGGA
AATAATGAGACAGAAACGTTCAGACCTGAAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCA
GTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGAAACTCACGGTCTGGGGCATT 
>DQ275650 
TTTTATTGCAATACATCAGCACTATTTAATAGTTCGTTTAATGGTACATACATGAACAGTACAGAAGGTAATT
CAAACATCACAATCCCACGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGATACGTGATGGAGGAACA
GGCAATGAAATAGACAATACAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GCAGAGGGAGAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 



>KT183301 
TTCTATTGTAATACATCAAGACTATTTAATGGTAATGGTACACACACACAAGATAATAGTACAAAAGAGACCA
ACAAGACCATCACAATTACATGCAAAATAAAACAAATAATAAATATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTGACACGTGATGGAGGA
GGAAATAGTACTGATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC863229 
TTCTATTGCAATACATCAAAACTGTTTAATAAGAATGGTACAGAAAAGAATACAACCATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTAAAGGAAACAT
AACATGTAGCTCAAACATCACAGGACTACTATTGACACGGGATGGAGGAGAAACAAACATAAAAAACACAGAG
ACAGACAATACCACAGAGACATTCAGACCTGAAGGAGGAGATATGAGAAATAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAGTTAAGCCACTAGGAGTAGCACCTACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY772690 
TTCTATTGTGATACAACAAAACTATTTAATGAAAGTGAGTTTAATGAGGACGCAATCACGCTTCCATGCAAGA
TAAAACAATTTATAAACATGTGGCAGGGGGTGGGACGGGCAATGTACGCCCCTCCCATTGAAGGAAACATAAC
ATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGCAATACCAGTAGCCGAGGAGAGATATTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGC
CATTGGGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>AY772691 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATGATGTTAATAATACAAACAGTACTTCAAATACAA
GCAGTAATTCATCCATCATACTTAAATGCCGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
GATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGATTACTATTGACACGTGAT
GGAGGAACGGGAAATGACACTGACACAGAAACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAGGTAGTAGAAATTAAACCACTAGGAATAGCACCCACTGAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAACTATTATCTGGTATAGTGCAACAGC
AAAACAATCTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY703908 
TTCTATTGCAATACAGCAGACCTGTTTACTAATGTAAGTAGAAATGGGACCATCACACTCCCATGCAGAATAA
AACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATG
TAAATCAAATATCACAGGATTATTATTGCTACGTGATGGAGGAAACATGGGAGGAGACACCAGTACGAATGGC
ATAAAGAACGAGACATTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTGGCACCCACAGGGGCAAAAAGGACAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGGATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772693 
TTCTATTGCGATACAACAAACCTGTTTAATGAAAGTATAGTTTCTAGTAAAAGTGAGTTAAACGAAACCATCA
TACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAAACACAACA
AAAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCGATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGC
AACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY772700 
TTCTATTGTAATACAACAAACCTGTTTAATCCTAATGGTACAGAGGGAAGTCCAAACTCAACCATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCGCCCATTGCAGG
AAACATAACATGTAAATCAAACATCACAGGAATACTATTGACACGTGATGGAGGAAACAATGATAATAATACA
GATAATAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA



AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY772694 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACACACAATTCTACATTCTGGAATGAGACACATTGGCCAT
ACTGGGAGAATACAACAGATAATTTAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTA
CTATTAGTACGTGATGGAGGCAAACACAACAACACAAACGAGACAGAGATATTCAGACCTGCAGGAGGAGATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTCAAGCCATTGGGGATAGCACCCAC
TGGAGCAAAAAGGAGAGTGGTAAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGTTTCTTG
GGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGCTGCTGTCTGGTA
TAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATT 
>AY772701 
TTCTATTGTAATACAACAGAACTATTTGATACAACAAAAATATTTAATGGCACAGAAGGTAATTCAAACATCA
CACTCCCCTGCAGGATAAAACAAGTTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCTCCTCCCAT
TGCAGGAAATATAACATGTAACTCAAGTATCACAGGATTACTATTGGTGCGTGATGGAGGAACAAGTAACACA
AATAACACAGAGAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGT
TATACAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGAATAGGGGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTTTGGGGCATC 
>AY772695 
TTCTATTGTAATACAACAAACCTGTTCAGTAAGAATGTAAGTAATGATAACATCATACTCCCATGCAGAATAA
AACAAATTATAAATATGTGGCAGAAGGTGGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TAACTCAAATATCACAGGACTACTACTGACACGTGATGGAGGCACAAATAACACAGAGATATTCAGACCTGGA
GGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAG
TAGCACCCACTGAGGCAAAAAGAATAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCT
TGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAACTG
TTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCA
CAGTCTGGGGCATT 
>AY772696 
TTTTATTGCGATACAACAAACCTGTTCAATCGTTCTAAGGATAATGAAAATGATACCATCATACTCCCATGCA
GAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGATACAT
AACATGTAACTCAAGTATCACAGGACTACTACTGACACGTGATGGAGGTGGTAATGAGACAAGGAAAAATGAG
ACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAAT
AGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTA
CATGCCAGAAAACTGTTGGCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ACATGTTGCAACTCACAGCCTGGGGCATT 
>DQ164115 
TTCTATTGCAATACATCAAATCTGTTCAATACAACCACTAATAACATTACAAACATCACACTCCCATGCAGAA
TAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCGCCCATTGAAGGAAACATAAC
ATGTAGGTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAAAGGAATAACACGAATGACAATGCC
ACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAACCATTGGGAATAGCACCCACAAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ351221 
TTCTATTGTGATACAGCACAACTGTTTAACGAAAGTGAGGCAAACATAACCAGTGAGGCAAACATAACCACTC
TCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTATTGTTGACACGTGATGGAGGAAACGCAGAAAACACA
ACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164121 



TTCTATTGCAATACGTCAAATCTGTTTAATAGTACATATACTAGCAACATTACAGGAAATTCAAGCATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCCTCCCATTAG
AGGAAACATAACATGTATCTCAAAGATCACAGGACTACTATTGACACGTGATGGAGGAAACAATAGGACTAAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGACAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396393 
TTCTATTGCAATACATCACTACTGTTTAATAGTATAGCAAGTAATAGTACAGAAAGTAATAGTACAAAAAGCA
GTAGTACAGAAAAGAAGATCACACTTCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACG
AGCAATGTATGCCCCTCCCATTGCCGGAAACATAACATGTATATCAAATATAACAGGGATAATATTAACACGT
GATGGAGGAGAACAGACAAATGACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCAACTGCGGCAAAAAGGAGAGT
GGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>DQ396394 
TTCTATTGCAATACATCAGGCTTGTTTAATAATGCTACAGGAAATGCATCAGGCTTGGTTAATAATGCTACAG
GAGATGGGTCAGTCATCACACTGCCATGCAAAATAAAACAAATAATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGGGAT
GGAGGAAATACCAATGGCACTGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATCAAGCCATTAGGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ164122 
TTCTATTGCAGTACATCAAAGCTGTTTAATGCTACAATGGGTAATGATAAGTTGCTTAATGATACTTCAGATA
ACTCAACCATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTTGGACGAGCAATGTA
TGCCCCGCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
GTAGGTAATGGGACAGAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTAGAAGTGATGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164117 
TTCTATTGCAATACATCAGGACTATTTAATGGGACATTTGATGGTACAGAAAGTAATTCAACAAGTAATGCAA
CCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGCAACACA
GACAACACAAATGGCACAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGAAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGCACAAGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164118 
TTCTATTGTAATACATCAGACCTGTTTAATAGGCCTATAAATGAGTCTAATGGTACAGAGGATAATTCAACCA
TCACACTTCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGCAACACAACT
GAAAACACACCTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATACAAAT
ATAAAGTAGTAGAAATTGAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTATGGGGCATT 
>DQ445637 
TTCTACTGCAATACGACAGAACTGTTCAACATCACTAGCAATACAACTACCATCACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TAACTCAAGTATCACAGGATTACTATTAACACGTGATGGAGGCGGCACCCCAAATAACAAATCAGAGGGTAAC
GAAACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGGATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGCGAGAGAAAAAAGAGCAGTGGG
AGTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAGTGACGCTGACG



GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>DQ164110 
TTCTATTGCAATACAACAGAACTGTTTTCTAATAAAAGTAATTCAGGCAACACAACAGACAAAGCAACCATCA
CACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAAAATAACATGCAATTCAAGTATCACAGGACTACTATTGACACGTGATGGGGGAGAAGGAGGAAAC
ACAACCAACGAAACAGAGATATTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGGGAAGTGAATTATATA
AATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCTCCCACTGAGGCAAGAAGGAGAGTAGTGGAGAGAGA
AAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ093598 
TTTTATTGCAATACATCAGGCCTGTTTAATACATCAGGTCTGTCTAGGAATGGTACAGAAAATAATGCAAGCA
TCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGGAACATAACATGCTCCTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGCGGAGATAAT
AACACAGAAACATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAGGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTGGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACG
TTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ093599 
TTCTATTGTGATACAACAAAGCTATTTAATAGTACATATAATCCTAATGTTACAACAAATGCAGCAAATGGGT
CAGTAATCACACTCCCATGCAGGATAAAACAATTTATAAATATGTGGCAGCAGGTAGGACGAGCAATGTATGC
TCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGATTACTATTGGTGCGTGATGGAGGAAAT
CGCACAGAAACAGATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAACTTAAACCATTGGGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGATTAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164126 
TTCTATTGCAATACATCAGCACTGTTTAATAGTACATACAATGGTACATACATTAATGAGACAAAAAGTAATG
GGACCATCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
TAATCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGAATACTATTAGTACGTGATGGAGGAAAT
GAAGACAGTACAAACGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGACAGAGC
AAAAAGAGCAGTGGGACTAGGAGCTGTGATCGTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCAGGTATAGTGCAACAGCAGAATAATCTGCTGAGAG
CTATAGAGGCGCAACAACATCTGCTGCAACTCACGGTCTGGGGCATT 
>DQ093588 
TTCTATTGCAATACAACAGATCTGTTTAATGAAAGGTTTAATGAAAGTAATCCAAACATCACACTCCTATGCA
GAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAAACAT
AACATGTACCTCAAATATCACAGGACTACTATTGACACATGATAGAGAAAGAAATGGCACAGAGACATTCAGA
CCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAGGTGGTAGAAGTTAAGCCAT
TGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
ACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>DQ164119 
TTCTATTGTGATACAACAGAACTGTTTAATTCAACAGAACAGTCTAGTACAACAGAAGAGGAGAATAAGAATA
ATAATACAATCACACTCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAATGTA
TGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAACCATCACAGGATTACTATTGACACGTGATGGTGGA
ATAATCAATAACACAGAAGGTAACAAAACAGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGA
GAGGTGAATTATATAAATATAAAGTGGTAGAAATTAGACCATTGGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAGTGGCGCTGACGGTACAGGCCAGACAACTGTTGACTGGCATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093585 
TTCTATTGTAACACATCAACACTGTTTAATAATACAAATATCACAGGCATAGCCACAATCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAACATATGCCCCTCCCATTGCAGGAAACATAACATG
TATCTCAAATATCACAGGACTACTATTGCAACGTGATGGAGGAAACATCACAGATGAAAAGAACAGGTCCATA



GAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTGGGAATAGCACCCACGGGGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AGTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAGTGACGCTGACG
GTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>DQ056412 
TTCTATTGCAATACATCAAACCTGTTCCAGGTCAATAACTCTACAACTAATGATACCATCACACTTCCATGCA
GAATAAAACAAATTATCAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAGCATCACAGGACTACTACTGACACGTGATGGAGGAGACAAAAATAGCACAGACCCAGAG
ACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAATAGCCCCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACT
AGGAGCTGTACTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878072 
TTCTATTGCAATACAACACAACTGTTTAATGAAAGTCTGTTCAATAACACAACAAACATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAGTATCACAGGACTACTATTGCTACGTGATGGAGGAACAGAGAATAATGACACAGAGACA
TTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGGACTTA
AGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACCGGG
AGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATATCGCTGACGGTACAG
GCCAGACAATTGCTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAGCTCACGGTCTGGGGCATT 
>AY772699 
TTCTATTGCAATACATCAAATCTGTTTAATATAACTGCAAGTAATGCAAGTGATGCAAACAACAACACCATCA
CACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGCAATAACAATGAC
ACAGGCAATAACAATGACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGTACTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ164114 
TTTTATTGCAATACAACACAACTGTTTAATGAAGATGTTTTAAACACCACACTGTTTAATAAAACAGACACCA
ACATCACACTCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCC
CCCCATTGAAGGACAAATAATATGTAACTCAAGTATCACAGGAATACTACTGACACGGGATGGAGGAGCAGTA
ACGAATGGCACGAATGTCACAGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGGGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901977 
TTCTATTGTAATACAACAAACCTGTTTAATGAAAGTACGTCAAACACAACCATCGGATTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATG
TAAATCAAGTATCACAGGGTTACTATTGGTACGTGATGGAGGAATAAATGACACAAAAGAGATATTCAGACCT
GGAGGAGGAAATATGAAGGACAATTGGCGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGG
GAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGAT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
CTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTGTAGAGACGCAACAGCATATGCTGCAAC
TCACGGTCTGGGGCATT 
>AY901978 
TTCTATTGCAATACAACAAAACTGTTTTCTAATGAAAGTGATGCTGACAACGGAACAATCACAATCCCATGCA
GGATAAAACAAATCATAAGAATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGTAGGAAACAT
AACATGTAACTCAAATATCACAGGACTACTCTTGGTACGTGATGGAGGAAAAAGCAATAATAACACAGAGATA
TTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTA
AGCCATTGGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>DQ011171 



TTCTATTGCAATACATCAAACCTGTTTAATAAAACTATAACAGCAAATTCAACAAATTCAAATTCAACAAATT
CAAGTATGCCCATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAGCATCACAGGACTACTATTGACACGTGATGGA
GGAGCAAACAACGGTAGCGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTGTGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATTTGTTGCAACTTACAGTCTGGGGCATT 
>DQ011179 
TTCTATTGCAATACATCACAACTGTTTAACGAAAGTAGGTGGTCAAACAACACAAGCGACACAAACATCACAA
TCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACAAGGGATGGAGGAGTAAGCAATGGCACA
AACAATAACGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTAAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGGAAGAGAAAAAAG
AGCAGCAATAGGAGCTATGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTTAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011173 
TTCTATTGTAATACATCAGGACTATTTAATGGTACATACACAAACGAGGATTCAACCATCACAATTCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AATATGTAACTCAAATATCACAGGATTACTGTTAACACGTGATGGTGGTGTTGGTAATGAATCATTAAATAAC
ACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
GGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCAC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ011170 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAGCGGGTTAAACGAAACAAATATCAATGAAAGCGGGTCAA
ACAAAACAAACATCACACTCCCGTGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAAT
GTACGCCCCTCCTATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGG
GGAACAAACAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCTCCCACTAAATCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY901979 
TTCTATTGTAATACAACAAATCTGTTTAATAGTACATACATGCCTGAATACCCGCATAATGGTACAGAAAGTA
ATTCAAGCACAGAAATCACACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGGAGCATAACATGTAACTCAAATATCACAGGAATACTATTGATGCGTGAT
GGAGGAAATAACTCAAATAACACAACTAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCTACCAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396387 
TTCTATTGCAATACATCAGAGCTGTTTAATACATCAAAGCTGTTAGATGCTAATGAAACAGAAAGTAATTCAA
CAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTATTATTGACACGTGATGGAGGGACAAAT
GGGACAGATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCACTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ164127 
TTCTATTGTGATACATCAAACCTGTTTAATAGAACATACCCGTCTAACCACACAGATAATAGTACAAAAGGGA
ATGAAACCATTACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACAAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGCATCACAGGACTACTATTAGTACGTGATGGAGGG
AATGTGAGTGCCACAAACGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGCATAGGAGCTGTACTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>AY878058 
TTCTATTGTAATACAACAGCATTGTTTGATGAAAGTATTTTTAATAAAAGTGATTCAAACAGCACCATCACCC
TCCCATGCAGAATAAAGCAAATTATAAACATGTGGCGGAAAGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAAATCAAATATCACGGGACTATTATTGGAACGTGATGGAGGAAAGGTAAATAATAAA
ACCGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAACTTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGATAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396381 
TTCTATTGCAATACATCACGACTATTTAATAGTACATACACACAGAATAATACAGAAGATAATTCAAACATCG
CACTTTCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGGCGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGCACAGAAGACGAA
AATAAGACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGTGGCGTCAATG
ACGCTGACGGTACGAGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ093595 
TTCTATTGTAATACATCACATCTATTTAATACATCACAGCTATTTAATAGTACATTGGCTAATAGTACAGGAG
ATTCTAATGGCAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAATATAACATGCAGATCAAATATCACAGGGCTACTATTGACACGTGAT
GGAGGAAAAACTAACACAAGCAATGAGACAGAGACATTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAATCCATTAGGAGTAGCTCCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAACAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ164129 
TTTTATTGTGATACATCAAAGCTGTTTAAGAGGACATACATGGATAATGGTACAGAAAATAATTCAACCACAA
ACAGTAATTCAACCATCATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCACCTCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGGTTAGATGATTCAAATAAGCCAAATGATAGTGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCAAGGCACAAAG
GGAAGTGGTGGGGAGAGAAAAAAGAGCACTGGGAATAGTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGATCTGGGGCATT 
>DQ056416 
TTCTATTGCAATACATCAGGATTGTTTAATGGTATATACAACGGTACAAAAAGTAATTCAAGTACAAAAAGTA
ATTTAACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACAAGCAATATA
TGCCCCTCCTATTGCAGGAAACATAACATGTACATCAAAGATCACAGGACTACTATTGACACGTGATGGAGGC
ATACATAACCCAACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATATCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY878062 
TTCTATTGTAATACATCAGACCTGTTTAATGAATCCATAACTAATAGGACAGGAAATAATAGTACAGGAAATA
GTTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
ATAAATGGGACTAATAACATAGGGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATTAGGCCATTGGGAATAGCACCCACTGGAGCAAAGAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCGATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056409 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTAATGGTACATACAATGGTACAGGTACAG
ACACTAATTCAACCATCACCATCCCATGCAAGATAAAACAAATAGTAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGAT



GGAGGAGAAAATAGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCGATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369993 
TTTTATTGCAACACATCAAACCTGTTTAATGGTACATACAATAGTACATACAATAGTACATACAATAGTACAT
CCAGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTA
TGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGA
CATGAAAATGACAACAACACAGAGACATTCAGACCTGGAAGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATTGCCCCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ396382 
TTCTATTGCAACACAACAGGACTGTTTAATATCAGTAACAGTAAAGATGATTCAAACATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAAGAT
AACATGTACCTCAAATATCACAGGAATACTATTGACACGTGATGGAGGCCCAGAGAATAACACAAAGATATTC
AGACCTGGAGGAGGAGATACGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAGC
CATTGGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGT
TGCAACTCACGGTCTGGGGCATT 
>DQ396396 
TTCTATTGCAATACAACAAATCTGTTCAATACAACAGATCTGTTTAATAATAGCAATGATTTAAACACAAGTA
CCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCCATGTACGCCCC
TCCCGTAGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGTGATGGAGGAAGGAAT
AATAATACAAATGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTGGCACCCACTGAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTATTCCTCGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056413 
TTCTATTGCAATACATCAAAACTATTTAATAGCACATATGTTAATAGGACAGACATGAATGATGATACAGGAA
ATAATTCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTAGTACGTGATGGA
GGAATAAATAAGACAAATAACACAGAGACATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396383 
TTCTATTGCAATACAACAAAACTGTTTGATAACAGAACGTTTAATGATGGAAGCACAATCACAATCCCATGTA
GAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAGGGCAGCAT
AACATGTAACTCAAATATCACAGGGCTACTATTGCTACGTGATGGAGGAAACGTGGATAGCTCAGAGGAGGTA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGCAATTA
AGCCCTTGGGAATAGCACCCACGACGGCAAAAAGAAGGGTGGTGGAGAGAGAAAAAAGAGCGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGAAAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>DQ396397 
TTCTATTGTAATACATCAGAACTGTTTAAGAGTACATTAGATAATTTAACAGCAAATAGTTCAATAGAAGATA
ATACAATCATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGCATCACAGGACTACTATTAGTACGTGATGGTGGC
GATACAAATGACACAGAAGAAATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ011180 



TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATACATCAGACCTGTTTAATGATACATACAACA
CAGAAAGTAATTCCATTATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCTCCTCCCATTGCAGGCACCATAACATGTAAATCAAACATCACAGGATTACTATTGGAGCGT
GATGGAGGAAGGGAAAGTAATGGCAGCGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTTGCACCCACTGAGGCAAAAAGGGCAGT
GGTGAAGAGAGAAAAAAGAGCAGTAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056414 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTATATATAATGGTACATATAATGATACGTCTGATAAAACCA
TCACATTCTCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATATATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGTAGAAAT
AATAATATAACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGATAATTGGAGAAGTGAATTATATAAAT
ACAAGGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056415 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACAATCCTAATGGTACATACAACTCTACATACACAT
CATACAATTTTAGTGGTACATCTAATGATACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGAAGTAGGGAGAGCAATGTATGCCCCTCCCATTACAGGAAACATAACATGTAAATCAAATATCACAGGA
CTACTATTGTTACGTGATGGAGGAAACAGCTCTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATA
ATTGGAGAAGTGAACTATATAAATATAAGGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTACAGTAAA
AAGGAGAGTGGTGGAGAAAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ056406 
TTCTATTGCAATACAACAGAACTGTTTAATAATACAAATAACAGTACAAATATAACAGACATCATACTCCCAT
GCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTACCTCAAAGATCACAGGACTACTATTGACACGTGATGGAGGAGGAAACGAAACAAATAACACA
GAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAACGGTGAAGAAAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGAGTATGTTGCAACTCACGGTCTGGGGCATT 
>DQ056417 
TTCTATTGCAATACATCAGGCCTATTTAATGGTACATACAATCCAGCATACACGTATAATGCGACAAATAACT
CAACCATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGAAGGTGGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAATTCGAGCATCACAGGACTACTGTTGGTACGTGATGGAGGCAAA
AACACAAGTGGAATAGAAACATTCAGACCCGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACGAGTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGAGAG
CTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ093605 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACAGTAGGTAACTCAACTTCAAATAATTCAACTTTAAGCG
GCACAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGACGGTAGGGCGAGCAATGTATAA
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTGACACGGGATGGAGGGAAC
GACAATGAAACAAAAGAAACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCACGAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999973 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACAGATAATGAGACAAAAAGTACAGAAAGTAATAATGAGA
TAGGAAATAATTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAGAGATCACAGGATTATTATTGACACGT
GATGGAGGGAGAAACACTACAGAGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999975 
TTTTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACAGACATGTCTAATGAGACAAATTCAA
CCATCACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGGGCAATGTATGCCCC
TCCCATTGCAGGAAATATAACATGTACAGCAAATATCACAGGACTGCTATTGACACGTGATGGAGGGGACAGT
AGCAGTACAAACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCATTGGGGATAGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY703909 
TTCTATTGCAATACATCAAAACTGTTTAATAATAATAAGACAGAATGGAATTCAACCATCATACTGCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATATATGCCCCTCCCATTGCAGGAAACAT
AACATGTATATCAAATATCACAGGACTACTATTGGAACGGGATGGAGGAGATAATTCAACAGAGAATGGCACA
GAGATATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCACTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAAGTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTGTAGAGGCGCAAC
AGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY703910 
TTCTATTGTAATACATCAAAACTGTTTAATAATAATAGCACAAACAGCACTTCAAATGGAACCATCACACTCC
CATGCAGAATAAGACAAATTATAAACATGTGGCAGGGAGTAGGACGGGCAATGTATGCCCCGCCCATTGCAGG
AAACATAACATGTACGTCAAATATTACAGGACTACTACTGACACGTGATGGAGGAAATAACGAAACAGAGACA
GAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATACAAAGTGGTAG
AAATTAAGCCATTAGGAATAGCACCTACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>AY703911 
TTCTATTGCAATACATCAGATCTGTTTACAGAATTTAATGGTACAACAGAATATGATAATGCAACCATAGATG
ATAATGCAACCATCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGACCAGATAATAGAACGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCACAAAGGAGAGTGGTGGAAAG
AGAAAAAAGAGGAGCAGCACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCATCAATAACGCTGACGGTACAGGCCAGACGATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ382369 
TTCTATTGTAACACAACAGAACTGTTTAAAAATGATTCAAGCACAAAAAATGATACATACATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAA
CATAACATGTAGATCAAATATCACAGGATTGCTATTGGTACGTGATGGAGGAAACGAGAATAACATCACAGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATACAAAGTGGTAGAAA
TTAAACCATTAGGAATAGCACCCACAACGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGAAT
GGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ382370 
TTCTATTGCAATACAACAAAACTGTTTAAGGAAAATAGTACAAATGAAAATGATACAATCACACTCCCATGCA
GGATAAAACAAATTGTAAACATGTGGCAGACAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAGTATCACAGGGTTACTATTGACACGTGATGGAGGAAATGGGAATAGTACTAATGAGACA
TTCAGACCTACAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAGTAGCACCCACAGAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>DQ382371 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGTGAAGACAAGGATAGTCCTTTTAATTCAACCAGAAATG
CAACCATTATAATCCAATGCAGAATAAGACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAGAG



AATGACACAAACCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCATTAGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382372 
TTCTATTGCAACACATCAAACCTGTTTAATAGGACATACAATAGTACAGATAAGTCAGATAGGTTTAATAGTA
CAGATAATTCAACCATCACAATCCAATGCAGAATAAGACAATTTATAAACATGTGGCAGAGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAAATCACAGGACTACTATTGACACGTGAT
GGAGGCGAGGGGAATAAGAATGACACAAATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGACTAGCACCCACTAAAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGGTCTTGGGAGTAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGTTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382375 
TTCTATTGCAATACAGCAGGCCTGTTTAATACAAGTCTGATTAATAGTACTAAGAGTACAAGTACAAAGAATA
CACAAGACCCCATCACACTCACATGCAGAATAAAGCAATTTATAAACATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTGCTATTGATGTATGATGGA
GGAAGGAATGAGACAAATGCGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382377 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACAATGCTACAGAAAGAAACATTG
GTCCCGGAACCCTCTGCCTCCAATGCCGAATAAAACAAATTATAAACATGTGGCAACAGGTGGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAAACTCAAGTAACCTAAAGATAGAGATATTCAGACCTAACAGAGGAGAGATGAGGGACAACTGGAGAAGTA
AATTATATGAGTATAAGGTGGTAAAAATTAAACCATTAGGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGT
GGAGAGACAAAAAAGAGCAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382378 
TTCTATTGCGATACAACAAACCTGTTTAATATTTCTAATATTAACAGTACAAGCAACATTACACTCCAATGCA
AGATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAACCAT
AACATGTATATCAAACATCACAGGACTATTATTGACACGTGATGGAGGTAGTAGTAATGAGACTAGTAGTATT
AATAAGACAGAGATTTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ382361 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGCTTAATAGTACAGAGCCTACAGACCAGGCTAATG
ATACAAGTGTAATAACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAAT
GTATGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGATTACTATTGGTGAGGGATGGA
GGAAAGGGCAATAGCACAGACAATAAATCTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACCCAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGC
ACTATGGGCGTGGCGTCAATGGCGCTGACGGTACAGGCCAGAAATTTATTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>DQ382362 
TTCTATTGCAATACATCAGACCTGTTTAAGGATAATATTACTATAACTAATAGTACTAACAATACAGTTATTA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGCAGGACAGGCAATATATGCCCCTCCCAT
TAGAGGAAACATAACATGTAATTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAGATAATAAA
ACAAATAATGAGAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>DQ382364 



TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACAGACATGTCTAATAATACAGAAAGTA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGGCTACTATTGCTACGTGATGGAGGT
TTCTGCCAAAATAATACCACAGAGACATTCAGGCCGGGAGGGGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAGAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ382365 
TTCTATTGCAATACATCAAGCCTGTTTAATGGGACATACAATAGTACACGCAATAGTACAGGAAGGACTATCA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGGAACATAACATGTAATTCAAATATCACAGGACTAATATTGACACGTGATGGAGGATATGATAATAAT
AATGCCACTAAAGAAAATAAGACTACTAATAATACTAATAGTAATAAAACAGAGAAATTCAGACCTGTAGGAG
GAGAGATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGC
ACCCACTAAGGCAAAAAGGAGAGTGGTGGAAAGGGAGAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGT
CTGGGGCATT 
>DQ382366 
TTCTATTGCGATACATCAAAATTGTTTAATAGGACATTTAATAGTACTAATACAAAAGGTAATAGTACAGATG
CTAGAGGTAATAGTAATGCAACAATCACACTCCCATGCAGGATAAAACAATTTATACACATGTGGCAGCCAGT
AGGAAGGGCAATGTATGCTCCGCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGATTACTATTG
GCGAGAGATGGAGGAAACACAAATAACTCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAG
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ382367 
TTCTATTGTAATACATCACAACTGTTCAATAGCACATACAATAGCAATGAGACAACAAGTGATTCAAATTCAA
CCATCACACTCCCATGTACAATAAAACAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTGTATCAAACATCACAGGAATACTATTGACACGTGATGGAGGACAAAAT
GGAGGAAACAACACAAATGTCCCAGAGATATTCAGACCTGCAGGAGGAGATATGAGGCTCAATTGGAGAAGTG
AATTATTTAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>DQ396372 
TTCTATTGCAATACAACAAAACTGTTTAATGAAACGCTTTTTTCGAAGGAAACTAATGAAACCATAACCATCC
AATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCGTTGCAGG
AAACATAACATGTAACTCAAGTATCACAGGAATACTATTAACACGTGATGGCGGTTTAAAAAACGACACCAAT
GACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCTTTGGGAATGGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369992 
TTCTATTGCAATACATCAAAGCTGTTTACTGAATCGCTTAATAGTACAGACAATGAAACAATCACAATCCCAT
GTAAACTAAAACAGATTATAAACCTGTGGCAGGAAGTAGGGCGAGCAATGTATGCCCCTCCCATTGAAGGAAA
CATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAAACACGAATGACACAAATGGC
CCAGAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTAACGGTCTGGGGCATT 
>DQ369982 
TTCTATTGTAATACATCAGGACTATTTAATGGTACATATAATAGTACAGGATCTAATAGTACAGGAAATGGTT
CAGTCATTACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTGAGTCAAATATCACAGGACTACTATTAGTACGTGATGGTGGCAAC
ACAAGTACAGAAGAAATATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGGTTAAGCCATTGGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAGAA



AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAGCGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ369983 
TTCTACTGCAATACAACACAACTGTTCAATACAACAAAACTGTTCAATAGCACAACTAATGAAACTATCATAC
TCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTACGCCCCTCCCATTAG
AGGAAACATAACATGTAACTCAAGTATCACAGGGCTGCTATTGGAACGTGATGGAGGAAATGTAAACAGCAGC
AATAGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGCGTAGTGAATTATATAAATATA
AAGTGGTAGAACTTAAGCCATTGGGAATAGCACCCACGGATGCAAAAAGGAGAGCGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAGTTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTCGCAACTCACGGTCTGGGGCATT 
>DQ369994 
TTCTATTGCAATACATCAAGACTGTTTACATCAAACCTGTCTAGTAATACAGAAGACATCATCACAATCCCAT
GCAGAATAAAACAGGTTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAGATCCAACATCACAGGACTACTATTGACACGTGATGGAGGATCAGATAACCATACCAATAAC
ACAGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615948 
TTCTATTGCAATACATCAGGCCTATTTAATAGAAAATACTCCTTTAATGATACATACAATAGTACAGAAAATA
GTTCAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAAGATCACAGGACTACTATTAGTACGTGATGGAGGC
AACCCTGACAATAGCAGTGGCACAGAGACATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCAACTAATGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTAAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JQ754193 
TTCTATTGCAATACATCAAAACTGTTCAATAGTACATACATGGCTAATAATACAGACGTGTCTAATAGTACTT
TAAATAGTACTTCAAATGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGACGGGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGAGTACTATTG
ACACGTGATGGGGGAGAAAGCAATGGGACAGAAGAAGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAACATTTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999981 
TTCTATTGTAATACAGCAAAACTATTTAACACAACACAGTTTAATAACAATGATGCAAACACAACCACCATCC
CATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTAACTCAAGTATCGCAGGACTACTATTGACACGTGATGGCGGCCAGCAGAATACAAATGAG
ACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAGGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGGGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTACAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATC 
>KC894135 
TTCTATTGCGACACAACAACACTGTTTAATGACACACTGTTTAATAACACACTGTCTGATAATGAAAATGAGA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCC
TCCCATTGAAGGGAAAATAACATGTAACTCAACTATCACAGGACTACTATTGACACGTGATGGAGGAGTAAAT
GCTAGTAACAAAGCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999983 
TTCTATTGCAATACCACAAAACTGTTTAATAGTACACATAATAGTACTGATAGTACAGTAAATAGTACTGATA
GTACAGCAGAAACAGGAAATTCAACAAATACAAACATCACGCTCCCATGCAGAATAAGGCAAATTATAAACAT



GTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCAGTAAAGGGAACATAACATGTATATCAAACATCACA
GGACTATTACTGACGCGTGATGGAGGAGAAAACAAAACAGAGAATAATGACACAGAGATATTCAGGCCTGGAG
GAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAGT
AGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCCATAACGCTGACGGTACAAGCCAGACAATTAT
TGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCAC
AGTCTGGGGCATT 
>GQ999984 
TTCTATTGCAATACAACAAAACTGTTTAATGAAAATGATACAAAATTGTTTAATGAAAGTGCTACAATTAAAA
ATGAAAGTAATACAAATGAAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTG
CTACGTGATGGAGGAAACAGCAGTGAGGGAGGAAACAGCAGTGATAAAAATGAGATATTCAGACCTGGAGGAG
GAAATATGAAGAACAATTGGAGAAGTGAATTATATAGATATAAAGTGATAGAACTTAAACCATTGGGAATAGC
ACCCACCGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGCACTCATTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGT
CTGGTATAGTGCAACAGCAAAGCAACTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>GQ999985 
TTCTATTGCAATACATCAAAACTGTTTTCTAATAATTTTACTAGTTCAACCAACATAACCACCATCCCATGTA
GGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAGTATCACAGGACTACTATTGGTACGTGATGGTGGTAATGATAATAATAAAACGAATGTC
ATAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAGCCATTGGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGGGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGGCGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTAAAAGCTATAGAGGCGC
AGCAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>GQ999989 
TTCTATTGCAATACGTCAGACCTGTTTAATGGTACATACAATAACATTAGTGTCACTAGTACTTCAGATTCAA
GTACACCACACATCACACTCCAATGCAGAATAAAACAAATTATAGACATGTGGCAGGAGGTGGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAGAGAAAGTAATGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAACGAGCAGTAGGAATGGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ999990 
TTCTATTGCAATACAACAAACCTGTTTAATACAAATAATAGTGATTCAGGCAACACAACCATCACACTTCCAT
GCAGAATAAAACAAATTGTAAACCTGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAA
CATAACATGTAACTCAACTATCACAGGACTACTATTGACACGTGATGGAGGAATAAATGCATCAAAGACAGAG
ACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCTCCCACTACGTCAAAAGGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGGAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAAC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>JN681227 
TTCTATTGCAATACAACAAATCTGTTTGAAGTTAACAGCACAAACATTACACTCCCATGTAAGATAAAACAAA
TTGTAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATC
AAATATCACAGGACTACTATTGACAAGGGATGGAGGAGTCAACAACGGAACAAAGAATAATGAAACATTTAGA
CCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCAT
TAGGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>GQ999974 
TTCTATTGCAATACAACACGACTGTTTAAGTGGTCTAGTAATGTCACAAACGACACAATCACAATCCCATGCA
GAATAAAACAATTTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
AACACGTAACTCAAGTATCACAGGACTCCTATTGACACGTGATGGAGGGAAAACAGACAGGAATGACACAGAG
ATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA



CAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ACATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999976 
TTCTATTGCAATACATCAGGACTGTTTAACAGTACATACATGTCTAATGGTATACACATACCAAATGGTGCAA
GCGAAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
CGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAATATCACAGGACTACTATTGACACGTGATGGAGGA
AACAATAGCACAAACGGAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ999978 
TTCTATTGCAATACAACAAATCTGTTCAATCTGAACAGTACTGATGGAAGTAACATCACTAACATCACAATCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCTATTGAAGG
AATAATAACATGTAACTCAAGTATCACAGGACTACTGCTGACACGTGATGGAGGTGGAAATGAAAGTGAAACA
GAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAC
AAATTAAGCCATTAGGAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGTGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GQ999979 
TTCTACTGCAATACATCACAACTGTTTAATAGTACAGTGAATGGTACAGAAGGAAGTTCAACCACCACAAACG
GGAGTTCACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAGT
GTATGCCAACCCCATTGCAGGAAACATAACATGTATATCAAACATCACAGGACTACTATTGACACGTGATGGA
GGCATGGCAGCTAACATGACAAATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGAATAATTGGA
GAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCAATAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATCTGCTGAAGGCTATCGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ999980 
TTCTATTGCAATACGTCGAAACTGTTTAATGAGAATGAGACAGAAACAAACACAACCATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGGAACAT
AACATGTAACTCAAGTATCACAGGACTACTATTACTACGTGATGGAGGAAACGAAAACATAACAAATGGCACA
GAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAGACCATTGGGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGGG
AATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACGCACGGTCTGGGGCATT 
>FJ443982 
TTCTATTGCAATACCACAAAACTATTTAATAATAATGAGACAGGAAGTAATTCAACCAACATCACAATTCCAT
GTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATTACAGGACTACTATTGACACGTGATGGAGGATATGATAACAAAACCAATAAC
ACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATCAAGCCATTGGGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGCATGGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTG
ACGGCACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595744 
TTCTATTGCAATACATCAAAACTGTTTTCTAATGATTCAATTAATTCAGACGACAACATCACAATCCCATGCA
GGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAATAAT
AACATGTAACTCAAATATCACAGGACTACTATTGACACGCGATGGAGGAGACTCAAATGGCACAGAGATATTC
AGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGC
CATTAGGAGTAGCACCCACTGGATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTTCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCAATAGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATT 
>HQ595745 
TTTTATTGCAATACATCAAAGCTGTTTACCTTCAACAGTACTTCAAATGAAACCATTACAATCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAAC
ATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACTAATGGAACTAATAACACAGAGATA



TTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTA
AGCCATTAGGAATAGCACCCACCATGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>HQ615959 
TTCTATTGCAATACAACAAAACTGTTTAAAAAAGAAAATGAAACAGAGGGAAAAAATGAAACAATCATCACAC
TCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAG
AGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAACACGTGATGGAGGTGATGGAGGAAATACA
ACAGATAATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAATGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCGATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595757 
TTCTATTGCAATACATCAGGCCTGTTCAATAGTACATACCATATTAATGGTACTTTAAATTCAAGTACTGCAA
ATGATTCCTCCATCATACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGGCGAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGCTACGTGATGGA
GGTACAAATGATACAGGGACAACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTAGAAATTAAGCCACTAGGAGTAGCACCCACTAAGGCAAGAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894111 
TTCTATTGCAACACATCAGAACTGTTTAATAGTCCTAATGATACAAGCAGTACAAATGCAACCAGTCCTTCAA
ATGCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGGGCAATGTA
CGCCCCTCCCATTGCAGGAAAAATAACATGTAGGTCAAACATCACAGGACTACTATTGACACGTGATGGGGGA
AATAGCGAAAATAATACAAAGGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAAT
TATATAAATACAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>KC863324 
TTCTATTGCAATACAACAAATCTGTTTACAATTAGTAATGCAACAAAACCGGATATCACTAATGGTTCCATCA
TACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGTTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAATAACATAAAT
AATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCGCATCAAAAAGGAGAATAGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTACTGAGAGCTATAGAGG
CGCAACAGAATCTGTTGCAACTCACGGTTTGGGGCATT 
>KC863361 
TTCTATTGCGATACAACAAACCTGTTTAATAACAACAGTAGTGCAGACAACATCACACTCACACTCCCGTGCA
GGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAAAAT
AACATGTAACTCAAGTATCACAGGACTACTATTGATACATGATGGAGTACACAACAACACAAACAACATGACA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTA
AGCCATTGGGAGTAGCTCCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCACAACAACATA
TGTTGCAACTCACGGTCTGGGGCATT 
>KC894133 
TTCTATTGCAATACAACAAAACTATTCACAAACCAAAACAGTACTGAGAACATTACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGGGCAATGTATGCCCCTCCCATTGAAGGAAGCATAACATG
TGACTCAAATATCACAGGACTACTACTGACACGTGATGGAGGAGACATGAATGGCACAAATGGCACAGAAACA
TTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
GGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGG
AGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATA 
>FJ443300 



TTCTATTGTAATACATCAGAACTGTTTAATAGTACATACAATAGTACATACAATGGTACATCCAGTGAAAACA
GCACACTCACACTCCCATGCAAAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAGGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGACATGGGATGGCGGAGAT
AACAAGGAAAATAACAATACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAGT
TATATAAATACAAAGTGGTAGAAATTAAGCCACTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGAATATGTTGCGACTCACGGTCTGGGGCATT 
>FJ443417 
TTCTATTGCAATACATCACAACTATTTAATAGTACATACAACAATACATATAACTCTAGTGGTATAGAAAGTA
GTGCAACCATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAGCATGCAACTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGT
AAAATTAACAATACCGAACCAGAAATATTCAGACCTGGAGGAGGAAATGTTAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443426 
TTCTATTGCAATACAACAAAACTGTTTAGTAGTGATTCAAACAATGGCACAATTACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAGCATAACATG
TAACTCAAATATCACAGGACTACTATTGACACGGGATGGAGGTATGAACAACACAGAAAAAGAGATATTCAGG
CCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAGAAATTAAACCAT
TGGGAATAGCACCCACAGAGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
GCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGG
CAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>FJ443473 
TTCTATTGCAATACATCAGGCCTGTTTAAAAACAACCTTACTGCTAGTAATACAGAAAGTAACCAGACCATCA
CACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTACATCAAATATCACGGGACTATTATTATTACGTGATGGTGGTAACCTAAATAAC
TCAAGTAGCTCAAATAGCACAAATATCACAGAGATATTTAGGCCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAGTACAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGGAATAGGAGCTTTGCTCGTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ443488 
TTCTATTGCAATACAACACCACTGTTTAATACAACACTGTTTAATACAACACATCCACATAATGATACCATCA
CACTCCAATGTAGGATAAAACAGATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCAAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGAATACTATTGACACGTGATGGAGGCCAAACAAATGGC
ACAAATGGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAGAAATTAAGCCATTGGGTTTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443498 
TTCTATTGCGATACATCAGAACTATTTAATAAAACATTTGGTAATCTAACAGAAAGCAATTCACCAAACATCA
CACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAATATCACAGGGCTACTATTAACACGTGATGGAGGCACCAACCAAACA
GGAGAAAAAGAAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGCGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGACCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ443515 
TTCTATTGTAATACATCAAAACTGTTTAATAGTAATAGTAGTGAACTATTTAATAGTAGTGAAACAGAAAACA
TCACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTACGCCCCTCC
CATTGAAGGAAACATAACATGTAGCTCAAATATCACAGGATTGCTATTGACACGTGATGGAGAAAAAAATAGA
ACAAAAGAGACATTTAGGCCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAATAGCACCAACTGGGGCAAAAAGGAGAGTGGTGGAGAAAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG



CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGG
CGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615950 
TTCTATTGCAATACATCACAACTGTTTAATGGGACATACTCTAATAGTACATACTCTAATAGTACAGGAAATG
AAACCATCACAATTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAGATCAAGTATCACAGGACTACTATTGACATGGGATGGTAATGGT
GATGATGGGAATGATACTGAAACTGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAGGTAGTAGAAATTAAGCCATTAGGAATAGCACCAACCCAGGCAAAAAGGATAGTGGT
GGAGAGAGAAAAAAGAGCAGTAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615944 
TTCTATTGCAATACATCAAACTTGTTTAATGGTACGTTTAATGGTACATACACTAATAGTACAGGCATGCCTG
AAAATGTTAGCATCACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGA
GGAATCACTAATGAGACTATAGAGAGATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCCTTAGGGGTAGCACCAACTGATGCAAGGAGGAGAGTGGTGCA
GAAAGAGAAAAGAACAGTAATAGGAGCCATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCATCAGTGGTGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTAA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595746 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTACAGAAAGTTTTAATATTACAGAAAGTAACTCAACCATCA
CACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAATATCACAGGATTACTATTGGTACGGGATGGAGCACATAATGAAACA
GAGACATTTAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTAACGCTGACG
GTACAAGCCAGACTTCTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615955 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATACAATGAGACATCAGAAACTAATGCAACCATCACAC
TTCCATGCAGACTAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGA
AGGCAACATAACATGTAAATCAAATATCACAGGACTAATATTAGAACGTGATGGAGGCAACACAGATAACACA
ACAAGGACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGACAAAAAAG
AGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAG
AGGCGCAACAGTATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595766 
TTCTACTGCAATACCACACATCTGTTTTCAAATGTAACACAACTCAATGATGGTATGGCTAATGAGACCATCA
CACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAATATCACAGGAATACTATTGACACGTGATGGAGGAATAGTAAACAAC
AGCACAGACACAGAGACATTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAACCATTGGGAATAGCACCCACTGGATCAAAAAGGAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>KC894386 
TTCTATTGCAATACAACAGAACTGTTTAATAGTACATACAATAGTACATACATGTCTAATAGTACAGGAAATA
ATTCAAGCTCAAATATCACACTCCCATGCAGAATAAAACAATTTGTAAACATGTGGCAGAAGGTAGGACGAGC
AATATATGCTCCTCCCATTGCAGGAAACATAACATGTACATCAAACATCACAGGATTAATATTGGTGCGTGAT
GGAGGAACAAATAATGACACAAATGACACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCCATAGAGGCGCAGCAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>HQ595759 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACAGAAAATAATGCAAGTGAAATCATCACACTCAGATGTA
GAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGAAGGAAACAT
AACATGTAAATCAAATATCACAGGGCTACTATTGACACGTGATGGAGGCAATGGCACTGGGAACAGCACAGAG



ACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAA
TCAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTTTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615942 
TTCTATTGCAATACAACAAACCTGTTTCCTAGCAATACAACAAACCTAAATGTTACCCTAAATGATACCATCA
CACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAGCATAACATGTAATTCAAGTATCACAGGACTACTATTGACACGGGATGGAGGACACACGAATGAC
ACGAATAACACAGAACCAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCATCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183087 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAACAATGGAACATACAATGATGGAACAGACAATT
CCAATGACACCATTACACTCTTATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAAT
ATATGCCCCTCCTATTAAAGGAAACATAACATGCAACTCAAGTATCACAGGACTACTATTGACACGAGATGGA
GGAAAAGGAGATAATAACACTAATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAATGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAGTAGCACCCACTACTGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KT183090 
TTCTATTGCGATACAACAAATCTGTTTAATAGGACATATCCTAATGGTACAGAGGGTAATTCAACCCAGAATA
GTTCAAGCTCAATCACCCTCCCATGCAGAATAAGACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGACACGTGATGGT
GGAAAAAATGCCACCAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183211 
TTCTATTGCAATACAACAATTCTGTTCAATAAAAGTAGTTGGGACAACACAACCAATGAAAACAACACAACCA
GTGGAAACTTCACACTCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAATATAAACTGTAGCTCAAATATCACAGGACTATTATTGACAAGGGACGGAGGA
ATAAAAAACGAAACAAATGACACAGAAATATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCTACTGCTGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACATGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183216 
TTCTATTGCAACACATCAAGACTGTTTAATGGTACATATGATAGTACATATAATAATACAGGAAATAATACCA
TACTCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACTTGTAACTCAAGTATCACAGGACTACTACTAACACGTGATGGAGGAACAGGA
ACAAATGGAACTGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCCGCAAGAAGAAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183229 
TTCTATTGCAATACAACAAATCTGTTTAATGAAACAATAACTAATGGAAGTGATTCAGACAACACAAACATCA
CACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAATATATGCCCCTCCCAT
TAGAGGAAACATAACATGTAACTCAAACATCACGGGGCTACTATTGACACGTGATGGAGGAAGAGAAAAGAAT
GAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGATAGAAATTAAACCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AATAGGAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183253 



TTTTATTGCAATACATCAGGTCTGTTTAATAGAACATACTCTCGTAATAATGATACAAATAGTGCAGACAGTA
CTTCAAATTCAACCATTACAATCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGGGC
GATGTATGCTCCTCCCATTAAAGGAAGTATCACATGTAATTCAACTATCACAGGACTACTATTGACAAGGGAT
GGTGGTAATACAACAGGTAATACAACAGAGACAGAGACATTCAGGCCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCGAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183271 
TTCTATTGCAATACATCAGGCCTGTTTAATAGAGACATATCTAATAGCACAGGAAGTAATTCAAGTGCACCCA
TCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGAAGAGCAATGTATGCCCCTCC
CATTGCAGGGAACATAACATGTAAATCAAATATCACAGGACTACTACTAACACGTGATGGAGGAAGTGGAGCA
GTGAACGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183279 
TTCTATTGCAATACAACACTACTGTTTGATAGTACACAAGGGGATAATAGTACAACAATCACCCTTCCCTGTA
AAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGGAATAT
AACATGTGAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAACAAATAATGAAACAAATGTCACA
GAAGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTCG
TAGAAATTAAGCCACTGGGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ595761 
TTCTATTGCAATACAAATATCCTGTTTAATGAAAGTACTTCAGACACAAACATCACAATCACAATCCCATGCA
AAATAAAACAGATTATAAACATGTGGCAAGAGGTAGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAGCTCAAACATCACAGGTCTACTATTGACACGTGATGGAGGAATAAGAAATAATACAGAAGAAATA
TTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTGA
AGCCATTAGGAGTAGCTCCCACTGAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAGTAGG
AGCTATGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KC894116 
TTCTATTGTAATACAACAGAACTGTTTAATCCTAATGTAGCAAAATGGAATGGAAGTAGTCCAAATGAAACCA
TCACCATCCTATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCGATGTATGCCCCTCC
CATTGCAGGCAACATAACATGTGTCTCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAACATCAAT
AATACTAATGGTACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCCCCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KC894119 
TTCTATTGCAACACATCACAATTGTTTAATAGTACATACAATGGTACACACCATGGAACCATCAAAAATGGAA
CCATCACACTTCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCGTTGCAGGAGCCATAACATGTAACTCAACTATCACAGGACTACTATTAACACGTGATGGAGACAATGAG
ACTAAGGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TGGTAGAAGTTAAGCCATTGGGATTAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGC
AGTGGGAATAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAGGCAACTTGCTAAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC156130 
TTCTATTGTAATACATCAAAACTGTTTAATGGGAATGATAATTCAAGCGAAGTAATCACACTCCCATGTAGAA
TAAAACAGATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAAC
ATGTAGGTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGACAGGGAATGACACAGAGATATTCAGA
CCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAGTTAAGCCAT
TAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGT
GTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA



CAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KC894115 
TTCTATTGTGATACAGCTAAGCTATTTAATAAAAGTGAGTCAAACGAAACCATCACACTCACACTCCCATGCA
GGATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
AACATGTAACTCAAGTATTACAGGACTAATATTAACACGTGATGGAGGACCAGATAACCAAACAGAGACATTC
AGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAAC
CATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>JN687704 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACATACAATCCTAATGGTACAAGGGATGGCTCAGACTCAA
TCATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAATCATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAGCGAT
GAGGGAAACAGTACAGAGATATTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGGATAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAACATATGTTGCAACTCACGGTTTGGGGCATT 
>JN687706 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACACACAGTCCTAATGGTAATGGTAATGATACAGAAAGTG
ATACAAACTCAACAATAATCACACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTGGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATCAAATATCACAGGACTACTATTGACACGT
GATGGAGGAACAAGTGAAGAAACAAACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687718 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAATAATGGTACATACAATACAACAGGAACAAACG
AAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGTGTAGGACGGGCTATATATGC
CTCGCCCGTTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTAGTACGTGATGGAGGCAAC
ACAAATGACACAAATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TAAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN687735 
TTCTATTGCGATACAACAAAGCTGTTTAATGACAGTGAGTCAAGTAATTCAACCCAAAGTAATTCAGCCCACG
CAAACATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCGATGTATGC
CCCTCCTATTAAAGGAAACATAGTATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGCAGA
AATAAAACAGAACCAGAGATATTCAGACCAATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCATCAAAAAGGCGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN687736 
TTCTATTGCAATACATCAGGACTGTTTTCTAAGGGTACAAATAATACTTCTAAAAGGAACATCACACTCCCAT
GCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAGA
CATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGTGATGGAGGTTTCTTAAATATAACTAATGGC
ACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAGTGG
TAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTGGGAGCTGTGTCCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX976681 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATTTAATGGTACATTTAATGGTACAGATACAAATAGTA
CAAATAGTACTTCAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGT
AGGAAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTGCTCTTG



ACAAGGGATGGTGGAGACAGTAATGTGACAAGGCATAATGAGACATTCAGACCTGGAGGAGGAGATATGAGAG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGATGC
AAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCG
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC863573 
TTCTATTGTAATACAACAGACTTGTTTAATAAGAGTATAATTGAGAGAAACGCGACCATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCTATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAATTCAAGTATCACAGGACTACTATTGACTCGTGATGGAGGAAATGGGGAAAATAACACAGAGGCA
AATAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGGGAGAGACAAAAG
AGCAGCAGGCATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGCAGCACTATGGGCGCGGCGGCAGTG
ACGCTGACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAG
AGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KC863587 
TTCTACTGCAATACAACAAACTTGTTCAACAACTTGTTCAACAAAACTGTTAACGAGCACATCACACTCTCGT
GCAAAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGGCGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAAATCAAATATCACAGGACTACTATTGACCCGTGATGGAGGTGGTGGAGATAACAACACAGAT
AACACCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACGGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC863599 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACGCAGCAAATATGACAGACAATGCTACACATCCTA
ACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATCGCAGGAAACATAACATGTAACTCAAGTATTACAGGACTACTGTTGACACGTGATGGAGGAACAGGG
AAGAATGAGACAAATGACACAGAGACATTCAGACCTACAGGAGGAAATATGAGGGATAATTGGAGAAGTGAGT
TATATAAATATAAAGTAATAGAAATTAGACCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM204585 
TTCTACTGCAATACATCACAGCTGTTTAATTCTACAGACAATCCTGATGTTACAGAAAGTTTTTCAAACTCTT
CAATAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGC
TCCTCCCATTGCAGGGAACATAACATGTAACTCAAATATCACAGGATTACTCTTGACACGGGATGGAGGAAAT
ACTAGCAGTTCAGAAGGAAATAATTCAACAGAGATATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAGGTGGTAGAAATTAAGCCATTGGGAATAGTACCCACTAAGGCAAAAAGGAC
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTGACGCTGACGGCACAGGCCAGGCAGTTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204594 
TTCTATTGTAATACAACAAAACTGTTTAATGATACAAGCAATGGCACATACTCATACACAAATACCACACTCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGGAATATAAAATGTAAATCAAATATCACAGGATTACTATTAGTACGTGATGGAGGAAGCGAAGAAAAC
ACAACTGATCCCAAAGAAATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAATGCAAAAAGGAGAGTGGTGGATAGAGG
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCTTGGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAGCGCTGACGGGACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAAG
CTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATA 
>HM204595 
TTCTATTGCAATACAACAAATTTGTTTAATAAAACAAAAGTGTTTAATAGCAGTTCAACAGAAGACATCACCC
TCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTGGGAAGAGCAATGTACGCCCCTCCCATTGC
AGGAAATATAACATGTACTTCAAATATCACAGGATTACTGTTGGTACGTGATGGAGGCCCAAACAATACAAAC
GAGACATTCAGACCTGGGGGTGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAGTTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGG
AATGGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204600 



TTCTATTGTGATACAACACTGTTGTTTAATAGTACATACAATAGTACATACACGCCTAATGGTAATGGTACAG
AAAGTAATTCAGGCAAAAATATCACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGCAGGTAGG
ACGAGCAATGTATGCTCCTCCCATTGCAGGAAATATAATATGTATCTCAAATATAACAGGATTACTATTGGTG
CGTGATGGAGGAAAAACCACAAATAGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAATGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCTACTGGAGCAAGAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTTGTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM204602 
TTCTATTGCAACACATCAGACCTGTTTAATAATACAGAAAATAATGGGACAAACATCACACTCTCATGCAGAA
TAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCTATTGAAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGAAAATGGAACAGAGATATTCAGACCT
GGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAG
GAGTAGCACCCACTCCAGCAAGAAGGGTAGTGGTGGAGGGACCAAAAAGACCAAAGAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGGGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
ACCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>HM204604 
TTCTATTGTAACACATCAAAACTGTTTAATAGCTCATACTGGGCTAATGAAACAGAAGAAAATTCCACCACAA
TCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAAGGTGGGACGAGCGATGTATGCCCCTCCCATTGC
AGGAAACCTAACATGTAAGTCAAATATCACAGGGCTACTATTGACACGTGATGGAGGAAATGACAATGGGGGA
AATAATAACACAAATAGCACAATTGAGATATTTAGACCTGCAGGAGGAGATATGAGAGATAATTGGAGAAGTA
AATTATATAAATATAAAGTGGTGGAAATTAAGCCATTGGGAATAGCTCCAACTGCAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HM204606 
TTCTATTGCAACACTTCAAACCTGTTTAATGCAAGCATACTTAATACAAGCACACCAATATTAAATACAACCA
TCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACACGTGATGGAGGAGGAAATGGA
ACAAATGAAACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGCGGCAAGAAGGAGAGTGGTGGGGAGAGAAAA
AAGAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGGCG
CTGACGGTACAGGTCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>HM204607 
TTCTATTGTAATACATCACTACTGTTTACATACAATGGGACTAACAGTACAAGAAATAATGGGACTAACAGTA
CAAGAAATAATACAATCACAATCCCCTGCAAAATAAAACAAATCATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGCAAATCAAATATCACAGGACTACTATTGACACGGGAT
GGAGGAGACAATAATAGTAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGATTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM204608 
TTCTATTGCAATACATCAAATCTGTTTAATAATACATTGTTTAATGGTACAAAAAGTAATTCAAGTTCAAGTA
ATTCAAGTGAAGTAATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTAACACGAGAT
GGAGGAAAAAGTGGAAATAAGACAAATGATACCCTAACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATAAATCCATTAGGAGTAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGGAGAGAACAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAAGGCCATAGAGGTGCAACAACATATGTTGCAACTCACGGTCTGGGGCAT
T 
>HM204609 
TTCTATTGCAACACATCAGGACTATTTAATAGTACACACACGCTTAATGATACAGTAGTAAGTGATTCAAATT
CAACTGCAAACATCACACTCCAATGCAGAATAAAGCAAATCATAAATATGTGGCAGAGTGTAGGACAAGCCAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGAATAATCCTGACACGAGATGGA
GGAAGGGAAGACAATACAACTACAAGTGCACCTGAGATATTCAGGCCTGGAGGAGGAAATATGAAAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAGTAGCACCCACTAAGGCAAGAAG



GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGATCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204611 
TTCTATTGCAATACATCAGGCCTGTTTAATAATAGCCTGCTTAATAATAGTACTAATAATAGTAGTGAAGTTA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCC
CGTTGCAGGAGAAATAACATGTAACTCAAATATCACAGGAATGCTATTGACACGTGATGGAGGAGGAAGTAAT
AATGTGAGTAGTGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTGGGATTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204616 
TTCTATTGCAACACATCAAAACTGTTTAATGGTACATTAAAACTGTTTAATGGTACATTAGAACAGTTTAATA
GTACAAGAAATGATTCAAATAATACCATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGG
GGTAGGACGGGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGACACGTGATGGAGGGAATGACAGTACAAGTAGCAATGGAAGTGAAATATTTGAAATATTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAGGCCATTAGGAAT
AGCACCCAATAAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTTTGATCTTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGT
CTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGT
CTGGGGCATT 
>FJ443732 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATATAATAATAATACAGGAAATGCTTCAAATCCAACCA
TCACAATCCCATGCAAAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGACTCATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGTACAGGGGATGGT
ACAGGGAATGGTACAGAAACATTCAGACCAGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGA
GAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATCACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTGTAGTGCAACAGCAAAGTAATTTGCTGAGAG
CTATAGAGGCGCAACAGCGTATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443905 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATACAATGGTACAGAGAGTACAAGTTCAAATTCTACCA
CTGATTCTACCATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTCTTGACACGTGATGGG
GGAGTAGAAAATTCAAATGAGACAGAAACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GCAGAGAGAGAAACGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCACAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>FJ443988 
TTCTATTGCGATACAACACAACTGTTTAATGAAACTGAGTTAACAAACAACGTAACTACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAAGGGGCAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTATTGACACATGATGGAGGAACAAACATAACAAACCATACATTCAGA
CCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCAT
TGGGAATAGCACCCACTAAGTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGT
ACTCTTTGGGTTCTTGGGGGCTGCAGGAAGCACTATGGGCGCGGCGTCGGTGACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>MN202471 
TTCTATTGCAATACAACAAAACTGTTTAATAGTAGTGAGTCAAACAATAACAGTGAGTCAAGCAATAGCAGTA
ACATCATACTCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCTATTGAAGGAAATATAACATGTTCCTCAAATATCACAGGACTACTATTGACCCGTGATGGAGGGGACAAT
AACAGAACAACTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTGTATAAAT
ATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595742 



TTCTATTGCAATACATCAAATCTGTTCAATAGTGAATACATGGCTAATGGTACATACAATTTCAATGGTGAGG
AATCAAATTCAAGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGC
AATGTATGCCCCTCCCATTGCGGGAAACATAACATGTAGATCAAATATTACAGGACTACTGGTGACACGTGAT
GGAGGAGAAAAGGGAGAAAAAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGCAGAGAGAGAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ595747 
TTCTATTGCAATACATCAAACTTGTTTAATGTAACATACTTTCCTAATGGTACAACTAGTAATTCAAACTTTA
AGGATAACTCAACAATCACAATCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAATATAACATGTACAACAAATATCACAGGATTACTATTGACACGTGAT
GGAGGAAACAACAACACAAAAAACAACACAGAAACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACTGCAAAAAGGAG
AGTGGTGGAGAGACAAAAAAGAGCAGTAACCATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAACACATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615943 
TTCTATTGCAATACAACAAAACTGTTTAATATTACTGTTAGTGAAAGCATAGAGATTAATAATAATACAAACA
CAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAGCCTAACATGTAGATCAAATATCACAGGACTACTATTAACACGTGATGGAGGGAAT
GAGAATGGTACAAGTCGGGAGAATGATACAGTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAACTTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGCGGC
AGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595749 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACGTATAATGGTACAGGAAATGCAACCATTACACTCCCAT
GTAGGATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCGCCCATTGCAGGAAA
TATAACATGTGAATCAATTATCACAGGAATACTGTTGACACATGATGGAGGTGAAAATGAGACATTCAGACCT
GGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTAAGCCATTAG
GAATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>HQ595750 
TTCTATTGCAATACATCAAAACTGTTTAAAAATACATACTTAACAAATAATACATTAAATGATACATTCGGGA
ATGAGACAGGAAGTAATTCAACCATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGACGAGCAATGTACGCCCCTCCCATTGCAGGATACATAACATGTAACTCAACTATCACAGGATTATTATTG
ACACGTGATGGAGGAATACCAAATCCAAATAAATCAGATACACCACCAAATAACACAGAGATATTCAGACCTG
GAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATCAAACCATTGGG
AGTAGCACCCACTAGGGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGCAGCTGTGATC
CTTGGGTTCTTGGGAACAGCAGGAACCGCTATGGGCGCGGCGTCACTGACGCTGACGGTACAGGCCAGACAAC
TGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACT
CACAGTCTGGGGCATT 
>HQ615946 
TTCTATTGCAATACATCAGGACTGTTTAATAACACACTGCTTAATAGCACACTGGTTAATAGCAGTGCAGTCA
TTACACTCAAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGAAAAGCAATATATGCCCCTCC
CATTGCAGGAAATTTAACATGTAATTCAAGTATCACAGGACTACTCTTGGTACGTGATGGAGGCAACAGCTCA
GACAGCAGTAGTCCTCCTCCTCCGGAGATATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAATCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAATAGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ777160 
TTCTATTGCAATACATCAAAATTGTGGAGGTCTAATAACACAGAAAATTCAACCACAGAAAATTCAACCATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAATATAACATGTGTATCAAATATCACAGGACTGCTATTAACACGTGATGGAGGAGTTAACACTACT
AATAATACAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG



AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGAAAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183053 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTGCATATATGCCTAATGGTACATATATATTTAATGGTACTG
TCATAGCTAATGGTACTGAAATGAATAATAGTAGTAATTCAAATTCAAGCATCACAATCCAATGTAAAATAAA
ACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGT
AAATCAAATATCACAGGATTACTATTGGTATGGGATGGAGGCGAGGGAAATGAGACAGTCAATAATACTGAGA
CATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATACAAAGTGGTAGAAAT
TAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGGGAGAGAGAAAAGAGCAGTGGGAATA
GGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCAGCAGTAACGCTGACGGTAC
AGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCA
TATGTTGCAACTCACAGTCTGGGGCATT 
>KT183056 
TTCTATTGCAATACATCAGGGCTGTTTAATGAGACACTGTCTACAGATGACATCATCACACTTCCATGCAGAA
TAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCTCTCCCATTGCAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTGTTAGTACGTGATGGAGGCAGCAATGAGACTGAGACATTCAGACCT
GGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGG
GAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAG
CTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCGTATGTTGCAAC
TCACGGTCTGGGGCATT 
>KT183125 
TTCTATTGCAATACAACACATCTGTTTGAAAACACAACATACACAAACAGTTCAAACATCACACTGCCATGTA
GAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTATATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAATAATGGAACAAACGAGACATTT
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAAC
CATTAGGAATAGCACCTACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGC
TCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGTTGACGGTACAGGCC
AGACAATTACTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGT
TGCAACTCACGGTCTGGGGCATT 
>KT183128 
TTCTATTGCAATACATCAGGGCTGTTTAATGATACAATAAGCAATGCAACCATCATGCTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATATATGCCCCTCCCATTAAAGGAAACATAACATG
CAAATCAGATATCACAGGACTACTACTACTACGTGATGGAGGTAACACCACAAATAACACAGAGATATTCAGG
CCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAACTATATAAATACAAAGTGGTAGAAATTAAGCCAT
TGGGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAAACAAAAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AGCTCACGGTCTGGGGCATC 
>KT183153 
TTCTATTGCAATACATCAAGACTGTTTAATAGCCTTAATAACAAAACAGAGAATAGTTCAACCACAGAGGATA
GTTCAATCATCACACTTCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGGGCAATGTA
TGCCCCTCCTATTGCAGGAAGTATAACATGTATATCAAATATCACAGGATTACTATTAACACGTGATGGAGGG
AATAATAACAGCACAGAAGAAATATTCAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTTTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT183172 
TTCTATTGCAATACAGCGAACCTGTTTAATAGTACAGGAAATAGTACAGGAATATCTAACAGTACAGACAGGT
CTAATGAGACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGATTACTCTTGACACGTGATGGA
GGGAAACATAACGATACTAATAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGT
GGTGGAGAGAGGGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCATCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183183 



TTCTATTGCAATACATCAGAGCTGTTTAATGATAATACGTTCCAAAACAAGACACCCAACCCCAATGAACCCA
TCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAGGTGGGAAAAGCAATATATGCCCCTCC
CATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTACTGCTACGTGATGGAGGTTGTAACAAC
AACAGCATAAATCGTGATGGAAGTTGTAATGAAACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAA
AAGGACAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KT183201 
TTCTACTGCAATACAACAAGCTTGTTTAATGGTACATACAATGGTACATACAATGGTACAGACACTAATGATA
CAGATAGTACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAATGAAGGAAACACCACAGAGACATTCAGACCTGGAGGAGGAGACATAAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATCAAACCATTGGGCTTGGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183243 
TTCTATTGCAATACATCAGCATTGTTTAATAGTACATACAGGAATAATAGTACAGGAGATAATAGTACAATCA
CACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTTCTCCAGT
TGCAGGAAACATATCATGTAACTCAACTATCACAGGATTACTATTGACGCGTGATGGAGGACCAAAAAACGAC
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAGTTAAGCCATTGGGCATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGATCAGT
GACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT183245 
TTCTATTGCAACACAATAAATCTGTTTAATATAACAACTAATGATAGTAATATCGTACTCCCCTGCAAAATAA
AACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAGCATAACATG
TAACTCAAGTATCACAGGACTATTATTGACACGTGATGGAGGCAAAAAGAAAGACAACACAACAGAAGGAGAG
ATATTCAGACCTGGAGGAGGAAACATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCGTCCATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAGATAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183250 
TTCTATTGCAATACATCAATACTGTTTAATAGGCCTAATGGTACAGAAAATACGACAGGAAGTACTAGTAATA
ATACAAACATCACAATCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTTCTATTGACACGTGATGGAGGA
GAAAATAATAGGACAAATGAGACATTCAGACCTGAAGGAGGAAATATGCAGGATAACTGGAGAAGTGAACTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAGAAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAGTAGGAGCTATGATCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCACAACAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>KT183258 
TTCTATTGTAACACAACAAACTTGTTTAATGGTACATATAATGGTACATATGCTAATACATCTGATAATAATA
CAGGAAATGATACCATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTATGCCCCGCCAATTGCAGGAAATATAACATGTATATCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGCATTAATGCTAGTACTAATAATAAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAACTGTACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACGAGGTCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KT183274 
TTCTATTGCAATACAACAAAACTGTTTAATAGTAGCCATACAAATGCAAACCATACAAATGCAACCGACACAA
CAAATGCAACAATCACACTCCCATGCAGAATAAAACAGTATATAAACATGTGGCAAGAGGTAGGACGAGCAAT
GTATGCCAATCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGA
GGCAACGGTACTGGCACAAATGATACTATTGAGACATTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCTCCAACTGAGGCACGAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GTAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAGCTCACAGTTTGGGGCATT 
>HQ615983 
TTCTATTGCAACACATCACAACTGTTTAATGACAGTGCTTCAAACGGAACCATCAGTATCCCATGCAGAATAA
AGCAAATTATAAACATGTGGCAAAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATG
CAGCTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAATGACAACAGTACAGAGAACAACAGTACA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGATTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAAGAAAAAGAGCAGTGGG
AATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ615966 
TTCTATTGTAATACAACAAAGCTATTTAATAGCACATACAACCCCAATAGCACATACAACCACAATAATACAG
ACAAAGTAATCACACTCCCCTGCAGGATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGTGGT
AACGGGACAAACGGCACAGAGATATTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC156221 
TTCTATTGCAATACATCAAGACTATTTAATGGTACATACATGTCTATGTCTAATAATACAAAGAATGATACAA
ACGCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAGACATAACATGTAAATCAACTATAACAGGACTAATATTGACACGTGATGGAGGG
GAAGAAAGCAAAACTAATAATACAGAGATATTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGGAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ615967 
TTCTATTGCAATACAACAAACCTGTTTGATACAACAAATATAACTAATACAAGTGATCCCATCACACTCCAAT
GCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTACTGTTGTCACGTGATGGAGGAGTAAACACAACGAATGAGACA
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAG
AAGTTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGAC
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATA 
>HM623551 
TTCTATTGCAATACATCAAAATTATTCAATAGTAGTTTATTCAACAGTAGTTCAATAGGAGACAATTCAACAG
TCATCACAATTCCATGCAGAATAAAACAATTTATAAATATGTGGCAGGAGGTAGGACGAGCGATGTACGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGAAACAGC
AATGAGACTAATAACACAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAATCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCA
GCGTCAGTGGCGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623553 
TTCTATTGCAATACATCAGGACTATTTAATAGTACATACAATGTTACATACAGTCCTAATAGCACAGCTGATA
ATTCAAGCGACATCACAATTCGATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGGCTACTACTATTACGTGATGGA
GGCATAGGAAACAACGAAACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATTAAGCCATTAGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623554 
CTCTATTGCAATACATCAAAACTGTTTGATAATAAAATGCTTAATAATACATCCTGGACAAAAAATGGTTCAG
ACTCAAACATTACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAATATCACAGGGCTACTATTGACACGTGATGGAGGC



ACAAATAGCACAAATAATGGCACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCGAAGCAAAAAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>HM623556 
TTCTATTGTAATACATCAAAATTGTTTAATGGAAGTGATCCAAACAACGAAACAATCACACTCCCATGCAGGA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCCCCCATTGAAGGAAAAATAAC
ATGTAACTCAAGCATCACGGGACTACTATTGACACGTGATGGAGGAATTACTAATGATACAAAGAATGATACA
GAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAGGTGGTAG
AAATTAAGCCATTGGGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGG
AATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623557 
TTCTATTGCAATACAACAAAGCTGTTTTCTAATTTTTCTAATTCTAACAGTAGTAGCTCAAACATGACCATCA
TCCCATGCAGGATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAACACGTGATGGTGGTAACACAACAAATAGC
ACAGAGATATTCAGACCCGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGG
TAGAAATCAAACCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAGAGAGCAGC
TATAGGAGCTATGATCGTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623559 
TTCTATTGTGATACAACACAACTGTTTAATGAAAGTGATAAAAACACAAATATCACACTCCCATGCAGGATAA
AACAAATTATACGCATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATG
TACCTCAAATATCACGGGGCTACTATTGACTCGTGATGGAGGAGAGAATAGCACAGAGACATTCAGACCTGGA
GGAGAAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAACTTAAGCCATTGGGAA
TAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAACAGTGGGAATAGGAGTTGTGTTCCT
TGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTG
TTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCA
CGGTCTGGGGCATT 
>HM623563 
TTCTATTGCAATACAACAAAACTGTTTAATGGAAGTGCAGGCAACATAAGTGCAGACAACATAAGTGCGGACA
ATAACATCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACAAGCAATGTATGC
CCCTCCCATCAAAGGAAACATAACATGTAACTCAACTATCACAGGACTACTATTGATACGTGATGGAGGAGGT
TCCAACAACACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGCGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTACTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623564 
TTCTATTGTAATACATCAAACCTGTTTAATAGAACAGACAATAGTACAGAAAGTAATTCAAGCAACGTAATCA
TACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAACGGGTAGGACAAGCAATGTATGCTCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTGGTGCGGGATGGAGGAATAAATAGCACA
AATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATA
AAATAGTAGAAATTAAACCATTGGGAGTAGCTCCAACTGAGGCAAGGAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGCTTTGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAGGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623566 
TTCTATTGCGATACAACAAAACTGTTTAATGAGACTCTGTTTAATGAGACTAATAAAAATGGCACCATCACAA
TCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAACTCAAGTATCACAGGACTACTACTGACATGGGATGGGGGACAGAGAAAGGATAAC
AACGAGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACAGAGGCAAAACGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM623569 



TTCTATTGCAATACAACAAACCTGTTTAATACAACATATCTGAACATTACAAAGGAAAGTAATGAAACCATTA
CACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCCAGTATCACAGGACTACTATTGGTCCGTGATGGAGGGCAAGACAATGGC
ACAAATACCACAGAGACATTCAGGCCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACAGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCTTGGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623570 
TTCTATTGCAATACATCGAAACTGTTTAATACAACGTACCTAGACCTGGCTAAAAATGAGACAGATAACGACA
CAATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCAATTAAAGGAAAACTAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGAGATGGGGGAATCATA
AATAGCACGAATAGCACAAATAACACTAACACTACAGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACAGC
ATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCGGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>HM623572 
TTTTATTGCAATACAACAAAACTGTTTAATATCACAGTAAATGGTAACATGACAGAAAATGATACCATAACAC
TCCCATGTAGAATAAAACAAGTTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGGAACTTAACATGTACATCAAATATCACAGGAATACTATTCACACGTGATGGAGGCATAAATATCACAAAT
GGCACAAAGCCAGAGATATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCACTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTAGTGGGAATGGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
GCAGTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623574 
TTCTATTGCGATACAACAGGGATATTTAATGAAAGTGCAACAGGGATATTTAATGAAAGTAATACAAACGAAA
CCATCACACTCCCATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCTCC
TCCCGTTGCAGGAAACATAACATGTAATTCAAATATCACAGGATTATTATTGACACGTGATGGTGGTGATAAA
AGTAACAACACCACAGAAATATTCAGACCAGAAGGAGGGAATATGAAGGACAACTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAGATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623575 
TTCTATTGCAACACAACAAAGTTGTTTAATGAGACAATATTGAACAATGAGACAGACAATAACAACAACATCA
CCAGAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTATGTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAACTCAAGT
AATGACTCAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGCACATAGGAGCTGTGTTCCTTGGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCGGCGGCAGTG
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623576 
TTCTACTGCAACACAACAAACTTGTTTGATGAAAGACAGTTTAATGGAAGTAATGCAAACACAACCATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCTCCTCCCATTGC
AGGAAGCATAACATGTAACTCAAGTATCACAGGGTTACTATTGCTACGTGATGGAGGAAACAAAACAGGCACA
GAGTATAATGAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAGAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623579 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACACACGGGAATATTAGTACACCCATGAATGGTAGTAATC
CAAATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTGTATCAAACATCACAGGAATACTATTGACACGTGATGGA
GGAAACACCAAAGACAATGATACTAAAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAACTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGT



GGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623580 
TTTTATTGCAATACAACAAGACTGTTTAATATCAACCTGAATAATATAAGTAATATAAAAATAAATGAAACTA
TCATACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTGTCTCAAATATCACAGGACTACTATTGACACGTGATGGAGGCAAACACAAT
AAATCAAATAATACAGAGACATTCAGACCAGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGATAGAAATTAAGCCATTGGGAGTGGCACCCACTGGAGCAAGAAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623581 
TTCTATTGTAATACAACACAACTGTTTAATAGTACATACACGCCTGGATACGTGCCTACAGAAAGTAATTCAA
CAAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAACAGGTAGGACGAGCAATGTATGC
TCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTGGTGCGTGATGGAGGAAAA
AATAGCACAAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCTACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623582 
TTCTATTGCAATACATCAAGACTGTTTAATAATACATACTGGTTCAATAGTACAGACGGGCATAATGAGACAA
ATGAGAATGAAACCATCACACTTCCATGCAAAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTACGCCCCCCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGATTACTATTGACACGTGAT
GGAGGAAACATGAATGATACAGAAATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAAC
TATATAAATACAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCCGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAATAATCTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687728 
TTCTATTGCAATACATCAGGGCTATTTAATAGTACATATAATCTTAATAATACATGCAATGCTACTGGAACAG
AAAGTAAGGCAACAGGAAATGTAGACATCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
AAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATTACAGGACTA
CTATTGACACGTGATGGAGGAAATGATAGAGGACGAGAAGAGTCTAACCACACAAAAAATGAGACATTCAGAC
CTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATT
GGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAACACTAGGAGCTATG
TTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAAGCCAGAC
AATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>JN687730 
TTTTATTGCAATACATCAAGCCTGTTCAATAACTCCCTGCTTAATGGTACAAATACTTCAAATACCACAAACA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGGCGGGCAATGTATGCCCCTCC
CATTGCAGGAAATATAACATGTATATCAAATATCACAGGAATACTATTAACACGTGATGGAGGACAGAACACA
AATGACTCTACAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAGTAGGAGCTATGTTCCTTGGGTTCCTTGGGTTAGCAGGAAGCACTATGGGCGCGGCGTCA
ATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN687731 
TTCTATTGCAATACAACAAAGCTGTTCAATATAACAAATCCGGCTAATATAACAAGTAAAGGTGATGATACCA
TCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCATGTACGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAAGTATTACAGGACTACTATTGGTACGTGATGGAGGAAATGATACT
AATACTACTGAGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACGGGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF114884 



TTCTATTGTAATACATCAAACCTGTTTAATCTGTCTGTTACTGCACTTAATGGCACAGGAAATGATACCACAA
ACGATGCCACAAACATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGTAGAATAACATGTATATCAAATATCACAGGACTACTATTAGTACGTGAT
GGGGGGGACAATAACAGAACTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTG
AATTATATACATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAGAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KC154018 
TTCTATTGCAATACATCAAACCTGTTTAATGGTCCTAATGGAACAAGCAATGGTTTAGATTCAGAAAACATCA
TCCTCCCATGCAGAATAAAACAAATTATAAATCTGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAGCATAATATGTGAATCAGATATTACAGGATTACTATTGACACGTGATGGAGGATGGACAGATGAC
AATGGGACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATAAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC154021 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCACAGTTACTCCTAACAATACACAGGGGGCAAATACCACTG
CAAATAATGGCACTATAACTATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAAAGAGTGGGACAAGC
AATGTACGCCCCTCCCATTGCAGGAGTAATAAAATGTGAATCAAACATTACTGGAATGTTATTAACAAGGGAT
GGTGGGTCTGATAATAACAATACAGAGGTCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGT
GAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATG
GGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>KC154022 
TTCTATTGCAATACAACAAACCTGTTTAATGAAACAAACCTTAATGAAACACTGTCAAACGGAACCATCATAC
TCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAAGGGGTAGGACGAGCAATATTTGCCCCTCCCATTGA
AGGAAATATAACATGTAATTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACAACAGCTGCAAT
AGTACATGCACAGAGATATTCAGACCTGAAGGAGGAAACATGAAGGACAACTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCAGTTGTTGCAACTCACGGTCTGGGGCATT 
>KC154024 
TTCTATTGCAACACAACAAACCTGTTTTCAAACACAACCAATGACAACACAACCATCACACTCCCATGCAGGA
TAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGACACATAAC
ATGTAACTCAACTATCACAGGATTACTATTGACACGTGATGGAGGAAACAACAACAGCACAAACGAAACAGAA
ACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAA
TTAATCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>KF114885 
TTCTATTGCAATACAACAGAACTGTTTAATACAACACTGTTGAATGTTAGTGAAAGTGAGTTAAATAAAACCA
TAACCATCCCATGCAAAATAAAACAAATCATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGCAACATTACATGTGTCTCAAATATCACAGGACTACTATTGTCACGTGATGGAGGAAACAACAAT
AATACTGCTAATGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAGTTAAGCCATTAGGGATAGCACCCACCCAGGCAAGAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC154025 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACAATGGTGCATATAATAGTACTT
CAAATGCAACCATCAAACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTGACTCAAATATCACAGGACTACTATTGACATGGGATGGA
GAGAGTAGCACAGATAAAAATAATAGCACATCTACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAGCCATTAGGAATAGCACCCACTGATGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTCCTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KC149008 
TTCTATTGCAGTACATCAAACCTGTTTAATGATAATAGTACAGGCGATTCTAATAACATCACACTCATCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGC
AGGAACTATAACATGTACATCAAATATCACAGGATTACTATTGACACGTGATGGAGGAAACACATCAGGAACA
GAAATATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTAGGAATAGCACCGACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM204624 
TTCTATTGCAATACATCAAAACTATTTAATGGTACATACATATATAATGATACAAAGAATAGTAATTCAAGTG
CAAACATCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGATACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGGCA
GGAGGCGATAATACAGAAAATAATACAGAGATATTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGATGCAAAAAGGAGAGT
GGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCCGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATATTGCAACTCACGGTCTGGGGCATT 
>JN681254 
TTCTATTGCAATACATCAAACCTCTTTCTGTTTAATGAGACATCAAATTCCACCATCACACTCCAATGCAAAA
TAAAACAAATTATAAGAATGTGGCAGAAGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGTAGAGAGAATAATGGGACAGAGATATTC
AGACCTGGAGGTGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGC
CATTAGGAATAGCACCCACAAATGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGC
TGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCC
AGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGT
TGCAACTCACAGTTTGGGGCATT 
>JN681256 
TTCTATTGCAATACAACAAAACTATTCAACATTAATACAACCAATACAACAGACAATGGAACCATCACACTCC
CATGCAGAATAAAACAGATAATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTGCATCAAATATCACAGGACTACTACTGACACGTGATGGAGGAAACACAACCACCAACACA
GCAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTAAACCATTAGGAATAGCACCTACCCAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATAACGCTG
ACGGTACAGGCTAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ615960 
TTCTATTGCAATACAACAGGACTGTTTGATGAAAGTGATTCAAACACAACAATCCCATGCAGGATAAAACAAA
TTATAAACATGTGGCAGAAGGTAGGACGGGCCATGTATGCCCCTCCCATTGCAGGAAACATAACATGCAAATC
AAATATCACAGGACTACTATTGACACGTGATGGAGGAGGCCCAGATAATAGGACAAAGACAGATAATAGGACA
GAGACATATAATAGGACAGAGACATTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGATTCAAAAAGGAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595751 
TTCTATTGTGATACATCAAAACTATTTAATGGTACACTTGATGGTACAGAATGGAGAGGAGGTAATGATACAA
ATGGTACCTTCACAATTCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAGAATAAACTGTACATCAAATATCACAGGACTACTATTAGTACGTGATGGGGGC
AAAACAAATAGCACAAGTGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JQ754244 
TTCTATTGTAATACATCAAGGCTGTTTAATGGCACATATAATGAGACAAACACATACAATGGAACTTCAAATG
ATACAGAAAGTACAATCACAATCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGACACGTGAT



GGAGGAACCACTAATGACAGTGAAACTAATGAGATAGAGACATTCAGACCTGAAGGAGGAGATATGAAGAACA
ATTGGAGAAGCGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAA
AAGGAGAGTGGTGCAGAAAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCCATAGATGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ595765 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACTGGCCTAATGGTACATATTGGCCTAATGATACAG
AAAGGAATTCAACCAATGCAAGTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGT
AGGACGAGCAATGTATGCTCCTCCCATTGAAGGAATCATAACATGTAAATCAAATATCACAGGACTACTATTG
ACACGTGATGGAGGAAGAAATGAAACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGCGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615956 
TTCTATTGTAATACATCACAGCTGTTTAATACCACTGGCAACAACAACACAAACCTCACCCTCCCATGTAGAA
TAAAACAGATTGTAAATATGTGGCAGGGGGTAGGAAGGGCAATGTATGCTGCTCCTGTTGCAGGAAACATAAC
ATGTAAATCAAATATCACAGGATTACTATTGACACGTGATGGAGGTAAGAATACCAGTGGTACCTCTGAGATC
TTCAGGCCTGAAGGAGGGAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAATTG
AATCGATAGGAGTAGCACCTACTAAGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGG
AGCTGCATTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGAGCTATAGAGGCGCACCAGCATA
TGTTGCAACTCACTGTCTGGGGCATT 
>HQ615947 
TTCTATTGCAACACATCAAGACTGTTTAATAGAAACAGTACAGAAAGTAAGTCAACTTCAAATTCAACCATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGGCGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGATGGATAATAAT
AATACAGAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183068 
TTCTATTGTAATACATCAAAACTGTTTAATAGGACATACCTGAGTGATGGAACAAACACATCAGAAACAAACA
GTACAAACATTACACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGTGATGGAGGA
ACAGGAAATGATACAGAAAAAAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCGAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT183114 
TTCTATTGCAATACATCAAGCCTGTTTAATAGAACATACAATAGTACAGACATGCTTAATGATACAAAAAGTA
TAAATTCAAGTGGTGTCATTATGCTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCG
AGCAATGTATGCCCCTCCCATTGAAGGAAATATAACATGCAACTCAAGTATCACAGGGCTACTATTAGTACGT
GATGGAGGAATAAACAGCAGCAGCACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAACTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAACATATGTTGCAGCTCACGGTCTGGGGCATT 
>KT183141 
TTCTATTGCAATACAACAGGACTGTTTTCAAATAAGAGTGTTCCAAACAACGAAACCATCACAATCACAATCC
CATGCAAGATAAAACAGATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAACTCAAATATCACAGGACTACTATTGACATGGGATGGAGGAAAAAACACCACAGAGAAT
GACACAGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATCAAACCATTGGGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGAACAGCAGGAGGCACTATGGGCGCGGCGTCAATGGCG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080161 



TTCTATTGTAATACATCAGGACTATTCAATGGCACATTCAATGGTACATACACTAATAGCACGCAGAACGAAA
CAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTACCTCAAATATCACAGGACTATTATTATTACGTGATGGAGGCAAC
ACAACTAACTCAAAGGAAGAGGAAATATTCAGACCTGGAGGGGGAAATATGAGGGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAATAGGAGCTGTGGTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGCACAGGCCAGAAAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU080162 
TTCTACTGCAATACAACACAACTGTTCAATGGCAGTATAAGTAATAACATAACCAATGCAACCATCACAATCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCTCCTCCCATTGAAGG
AAACATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACATGATGGAGACAACAACACCATAGAGACA
TTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGCAATTA
AGCCATTGGGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCCATAGAGGCGCAACAGCATT
TGTTGCAACTCACAGTCTGGGGCATT 
>GU080164 
TTCTATTGCAACACATCAAGACTGTTTAATAGCGCATACAGTCCTACATACCAGCAGAATAGTACAAAAAGTA
ATTCAACCGTCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGGGCAAT
GTATGCCCCTCCTATTGCAGGAAATATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGCATAACAAACAACACAACTGATAACACAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCTCCCACTAATGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080165 
TTCTATTGCAATACAACAATACTGTTTTCAGACAAAGGTACAGATAACACAAACATCACACTGACACTCCCAT
GCAGGATAAAACAAATTGTAAATATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGAGGAGCAAACAGCACAAGT
GCAAATGCTACAGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTGGGACTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080166 
TTCTATTGTAATACAACTAAACTGTTTAATAATGACAGTTTACAGGAGAATAGTTCAGGATTTATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTAAATCAAATATCACAGGACTACTGTTAACACGTGATGGAGGAAAAGGAAACAACAGCAAC
ATAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080168 
TTCTATTGCAATACATCAGCACTGTTTACAGAAGGTGCTACAAATAAAAGTAATACAAGCAATATAGAACTCA
AATGTAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAATATCACATGTATCTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAATGTCACAGGGGTAAAT
GACACTCGCTTTGAGGTATTCAGACCTGGAGGGGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAAACCATTGGGCATAGCTCCCACTGAAGCACATAGGATGGTGGTAAAGAGAGAAAA
AAGAGCAGTACTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAATA
ACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAG
AGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>GU080171 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATTTAATGGTACAGAACTGTTTAACAGTACAAGTACAA
ACAATAAGAGCATCACACTCTCATGCAGAATAAAACAAATTGTAAACATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCCCCTCCTGTTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGCTAAGGGATGGA
GGAAAAGATAATAATAGAACAAACGAGACATTTAGACCTGGAGGAGGAGATATGAGAGATAACTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCTCCCACTGAAACAAAAAGGATAGTGGT
GAAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAACTGATGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACACCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080173 
TTCTATTGCAATACAACAAACCTGTTTAATAGGACAAACATCAATGAAACAATCACCCTCCCATGCAGAATAA
AACAAATTATAAATATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATG
TAGCTCAGATATCACAGGACTACTATTGCTACGTGATGGAGGCAGATGCAACAGCACAGATAACAGCACAAAT
GACACAGAATGCAATACAACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGATAGAACTTAAACCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAATAGGAATGGGAGCGTTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAGCTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080176 
TTTTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATAATGGTACATACAATAACACAAACGAGGTTA
ATGAGACAAGCAAGGTTAACATCACACTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTGACA
CGTGATGGAGGAAAAGGGAATAACAGCTCAAAGGAAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCA
GGAAGCACTATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080178 
TTCTATTGTAATACAACAAATCTGTTTGATAAGTTTAATAGCAGTGGTCCAAACATAACCACTATCCCATGCA
GGATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACAT
AACATGTAACTCAAATATCACAGGACTACTGTTGACACATGATGGCATAAATATCACATATAATGGCACAGGT
AATACCACAATAATATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
GGCAGTGGGGCTAGGAGCTATGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080179 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACATGGCTAATAGTACAAGCATGGAAAAGAATAAAG
ACAATAGTACTATCACACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGAAGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAACATCACAGGACTACTATTGACAAGTGATGAT
GGAGGAAAAAATAGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTGGTGGAAATTAAGCCATTGGGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCCGA
GAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GU080180 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGTAGGGATGAAAACACCACACTCCCATGCAGGCTAAAAC
AAATTGTACGCATGTGGCAAGAGGTAGGACGGGCAATGTATGCCCCTCCCATTGAAGGAGAAATAAAATGTAC
CTCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAACCAGAATGGCACAAATGACACAACAGAGATA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTAGGAATAGCACCCACGAGTGCAAGGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCAGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>GU080181 
TTCTATTGTAATACATCAGAACTGTTTAATGGTACATACATAAATAATGGTACATACAATGGTACATACACGC
CTGGTAGTACATCAAATTCAACCAACATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGG
GGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAACATCACAGGACTACTA
TTAGTACGTGATGGAGGCAACACAAACGATACAAATAAAACAGAAGTGTTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGA
GGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACGGGCCAGACAAGTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080182 
TTCTATTGCAATACAACAAGACTGTTTAATGAAACAAAACTGGCTAAGGAAAATAGCAGTACCATCACACTCC
CATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
ATACATAACATGTACCTCAAATATCACAGGAATATTATTGACACGTGATGGAGGAAACATCACAGACACAAAC



AATACAACAGGAAAAAATGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAATTGGAATAGGAGCTGCACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>GU080184 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGTATTTTAAACATCAGTGTTTCAAATACAGAGGTCATAA
ACATCACATGCAAAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCGATGTACGCCCCTCCCAT
TGCAGGAAACATAACATGTGCATCAAATATCACAGGACTACTATTGACAAGGGATGGAGGAATGAATAGTAGT
AATGAGACATTCAGACCCACTGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTACTCCATTGGGAGTGGCACCCACGGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU080185 
TTTTATTGTAATACAACAGGACTGTTCAATAACACAGACATAACTAATGGCACAAACATAACCACCATCCCGT
GCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAAATCAAATATCACAGGGCTACTATTGACACGTGATGGTGGCAGCAGCAATGCAACTAGTAAC
ACAGAGATATTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGCAAT
AGCGGGACTTGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CACAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080186 
TTCTATTGCAATACATCAAGACTGTTTAATAGAAATAGTACAGACCTGTCAACTAATACAGGAAATAATTCAA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAGTCAATTATCACAGGACTACTATTGGTGCGTGATGGAGGCCCAAAT
AATAGCACAGAAACATCAGACCGGAACCTGGGAGGGAGGGAAAATATGAAAGGGAACAAATTTGGAAGGAAAA
GTGAAATTATTATTAAATATAAAGTGATAGAAAATTTAAGCCCATTGGGGGAAATAAGCACCCCACTAAGGCA
AAAGAGGAGAGCGGTGGAGAGAGAGAAAAGAGCAGTGGTGGGAATAGGAGCTATGATCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACACGCTAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>GU080190 
TTCTACTGCAATACAACAGAACTGTTTTCTAATGAAACAGATCCAACTAAAAACATTACACTCCCATGCAAGA
TAAAACAAATTGTAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATAACCCTCCTATTGCAGGAATCATAAA
ATGCACGTCAAATATCACAGGACTACTATTGACACGTGATGGGGGAACAAACAATATAACAGAGAATAAAACA
GAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAG
AAATTAAGCCATTGGGAGTAGCTCCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAAC
AACATATGTTGCAACTCACTGTCTGGGGCATT 
>GU080191 
TTCTATTGCAATACATCGGGCCTGTTTGGTAATATAACAAAAACTAATAGTACAAATTCAACCATCACACTCC
AATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAATATAACATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGGCCACCGAATACCACAGAG
ATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTAGGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
GGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCACTAACGCTGACGGTA
CAGGCTAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080192 
TTCTATTGCAATACATCAGCACTGTTTAATAGAACATACAGTACATCAGAACTGTTTAATGGTACATACAATG
ACAGTACAAATGGTAATTTAACCATTACACTTCCATGCAAGATAAAACAAATAATAAACTTATGGCAGGAGGT
AGGACGAGCGATGTATGCCCCTCCCATTAGAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTA
GTACGTGATGGAGGCAAAGAAAACAACAAAACAGAAATATTCAGACCAGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCAACTGAAGCAAAAAG
GCAAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGA
AGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGC
AGAATAATCTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>GU080197 
TTTTATTGCAATACATCAAATCTGTTTAATAAGACATACAATCCTAATGGTACAGAGGGTAATTCAAGCTCAA
ACATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
CCCCATTGCAGGAAACATAACATGTAAATCAGACATCACAGGGCTAATCCTGACACGTGATGGAGGAGAAAAG
AATGGCACAGAGAATCGCACAGAGATATTTAGACCTGCAGGAGGGGATATGAGGGACAACTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU080198 
TTCTATTGTAATACAACAAACCTGTTTAACACAAGCCTGTTTAACACAAGTGTGGCAAACGTCACAAACGTCA
CAATACTCCCATGCAAGATAAAACAAATCATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGAAATGGAAAC
ATAACAGAAAACAACACAACAAAGACCACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATACAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU080193 
TTCTATTGCAATACAACAGAACTGTTCACTAACAATATAACTGATAGAAATGATACCAACATCACACTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAGTATCACAGGACTACTATTGCTACGAGATGGAGGGATTAATAACACAGAGCAAAAT
AACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGAATAGCTCCCACGCAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAACGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACGATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623591 
TTCTATTGTAATACAACATCACTGTTTAACAACAGTGATGGAAAAAACATCACAACACTTCCCTGCAGGATAA
AACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTATGCCCCTCCTGTTGCAGGAGAAATAACATG
TAACTCAAGCATCACAGGATTACTATTGACACGTGATGGAGGAAGCAATGAAAACAATAAGACTGAGACATTT
AGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAAATTAAGC
CATTAGAAGTAGCTCCTACTGATTCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>HM623592 
TTCTATTGCGATACATCACAATTGTTTAACAGTACATATAAGCCTACATATAATATTACACATGAGAATACAA
ACATCACACTCCCATGCAGAATAAGGCAATTTATAAATATGTGGCAGAGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGACAATTAACATGCATATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGCACAAAT
ATCACAGAAGAGACATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM623593 
TTCTATTGCAATACATCACAACTGTTTAATGGTACATATAATGAGAAAGGTAATAATAATGACACCATCACAC
TCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTACGCCCCTCCCATTGC
AGGAAACATAACATGTATATCAAACATCACAGGACTATTATTGACACGTGATGGGGGGAATGAGACAAATGGC
AATGAGACCTTCAGACCTAGTGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTAGGAATAGCACCCACTACGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAAGCCAGGCAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623595 
TTCTATTGCAATACATCAAAGCTATTTAATGGTACATACAAACCAGGAGATAACATTACAGAAAGTAATTCAA
CCAAACCCATCATAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGCATCACGGGACTACTATCAGTACGTGATGGAGGT
AAAGACCAAAATGACACAGAAACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGCGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTGAAGCAAAAAGGAGAGTGGTGGAGAG



AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623596 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATTTAATGGTACCCAGATGGTGAATAGTACAAATAGTA
CAATTACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGCAACACA
AATGATACAAACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGTGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>HM623597 
TTCTATTGCAATACAACAAACCTGTTTTCTAATAACAGTAAATCAAATACAGCCAATAATACAAACGATACCA
TCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
TATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAGAATCAAAC
ACAAAAAATGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCTCCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623599 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACGGGGATAATAGAACAAAAAGTGAAAATGAAACCA
TCACACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTAGTACGCGATGGGGGCAACAGCAGC
AGTGAATCAGAGATATTCAGACCTGGAGGTGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623600 
TTCTATTGCAATACAACAAAACTATTTTCTAATGAAAGTAAGTCTAATGAAAGTATTGCAAATGACACTATCA
CACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCTAT
TGCAGGAAAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAGACACAAACACA
ACAACCAACACAGAGACATTCAGACCGGGAGGAGGAAATATGGAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAATCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623601 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACATACATGCCTAATGCTACAGAAAGTAATTCAAGTGAAG
TAATCACACTCCCATGCAAGATAAAACAAGTTATAAACATGTGGCAGCAAGTAGGACGGGCAATGTATGCCCC
TCCCATTGCAGGGAACATAACATGTAAATCAAATGTCACAGGATTGCTATTGGTGCGTGATGGAGGAACAAAT
ACTAATAACACGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGACTAGCACCTACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623602 
TTCTATTGCAATACTGATGGACTGTTTAATGCTACTAATGGTACAAACAGTTTTAATAATACTTCAGAAAACG
GTACCATCACCCTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCGCCCATTGAAGGAAACATAACATGCAGATCACTAATCACAGGACTACTATTAACACGTGATGGAGGACTG
GGAAATGATAATGATAATACAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAGGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGTATTGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM623605 
TTCTATTGCAATACAACTAAGCTGTTTAATGAAAGTCTGGCTAATGAAAATGATACAATACATATCCCATGTA
GAATAAAACAAATCATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAAAT



AACATGTAACTCAACTATCACAGGACTACTATTAACACGAGATGGAGGAGAAAATAGCACCAATGGCACAGAG
ACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAG
TTAAGCCATTGGGAATAGCACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCCATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>HM623607 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATAGTACAGAAATTAATGATACTGAAACAGAAA
ACTCAAACATCACACTCCCATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAGGTAGGAAAAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGA
AATACTGACAACAACAACACAGAGACATTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCGCCCACTATGGCAAAAAGGAGAGTGGTGGA
GAAAGAAAAAAGAACAGTGGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623608 
TTCTATTGCAATACATCAAACCTGTTTAATATAAGTAACTCAAACGACACAGACATCACACTCCCGTGTAAGA
TAAAGCAAATTGTAAACATGTGGCAGAGGATAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAGCATAAC
ATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGACACACAAACAATATTACAAACAATACT
ATAGAGACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAGATCCAGCCATTGGGAGTAGCTCCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623609 
TTCTATTGCAACACATCAGGGCTGTTTAAGGGAACTAATGGTACTTCAAATAAAACTATCACACTCCCATGTA
GAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGGGCAATATATGCCCCTCCCATTGCAGGAAACAT
AACATGTAAATCAAACATCACAGGACTACTGTTAACACGTGATGGAGGAAACACAACAAATAGGACAGAGAAA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATAAAGTGGTAGAAATTA
ACCCATTGGGAGTGGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAG
GCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAACATA
TGTTGCAACTCACGGTCTGGGGCATT 
>HM623610 
TTCTATTGCAATACAACACAACTGTTTAATAATGCAGCCGGCGAGAACATCACAATTCCATGCAGAATAAAGC
AAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAT
ATCAAATATTACAGGACTACTGTTGTCATATGATACAATGAATGGCACAAATGGCACAGTGACAGTCAGACCT
GGAGGAGGAAACATGAAGGACAATTGGAAAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAACCATTGG
GAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAA
TTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACACATGTTGCAAC
TCACGGTTTGGGGCATT 
>HM623583 
TTCTATTGCAATACAACAAAATTATTTAATGGTACAAAGAATAACAGTACAGACAGTAAAAACATCACGATCC
CATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCTATTGAAGG
AAACATAACATGTAAATCAAACATCACGGGATTACTACTGGTGCGTGATGGAGGAAAAACAAATGACACAAAT
AACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAGAGATTAAGCCATTAGGGATAGCACCTACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGG
CGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623586 
TTCTACTGCAATACAACACAACTGTTCAATCGCAATGCAACAACTAAGGACAATTTAAACATCACACTCCCAT
GCAGAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAT
CATACAATGTAACTCAAGTATCACAGGACTACTATTGCAGCGTGATGGAGGCAATGGAGGCAATGGCACCCAG
AATAACACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTGGAAATTAAGCCATTAGGAATAGCACCCACACCGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAG
AGCAGTGGGAATAGGAGCTGTGAACCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACACCATATGTTGCAACTCACGGTCTGGGGCATT 



>KC154026 
TTCTATTGCAATACAACACACCTGTTTAATAACAGTGCTAAGGGGAATGGTACCATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCTCCTCCCATTGAAGGAAATATAAC
ATGTAAATCAAATATCACAGGACTGCTATTGACACGTGATGGAGGAAACAATGGAGTAAATAACACAGAAATA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAATAGCACCCACTACGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCACAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KC154027 
TTCTATTGCAATACATCAAAACTATTCAATAGTACATACAAGTACAATGATACAAACAGGACAGAAAATATTA
ATGGTACTATCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGATTACTATTGACACGTGATGGAGGA
AACAATACAAACAGTAACGAGACATTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGAACAGGCCAGAAAACTAATGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284922 
TTCTATTGTAATACATCAAATCTGTTTTCTAATGTAACAAATATAACTGATTCAAGCAACATCACACTCCCAT
GCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAA
CATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAATACCAGGGAATAGCACAGGG
AATGGCATAGCAAATGACACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAGAAGAGCAGTGGGACTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MF284952 
TTCTATTGTAATACATCAAACCTGTTTAATACATCAAACCCAAACCTGTTTAGTAATGGAAGTGATCCAAACA
AAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAACCATAACATGTAACTCAAATATCACAGGACTACTATTGCTACGTGATGGCGGTATC
CATAATGATACTGGAACCAATAAAACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACGAACGCAAAAAGGCGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF284958 
TTCTATTGCAATACAACAGAGCTGTTTAAATTTAGTAATATCAGTGCAAACAAAACCATTGCAAACGACACAA
ATATAACCATCCCATGCAGGATAAAACAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTATCTCAAATATCACAGGATTATTATTGACACGTGATGGGGGAATAAAT
ACCACAGATAATAATAATAACACAGAAGATACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGTGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MF284962 
TTCTATTGCAATACAACAAATCTGTTTAATAATACAGGCACAAACAGCACAAATGCAACTATCACACTCCCAT
GCAGGATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAACTCAAATATCACAGGACTATTATTGACACGTGATGGAGGAACTAATAGCACAGAGAATGAC
ACAGAAACATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTAGGAATAGCTCCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTGACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF284977 
TTCTATTGTAATACAACAAAACTGTTTAATGGAAACACAACCAATAGCACAACCGAGGGAAACAAAACCATCA
CACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGGAACATAACATGTAAGTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAACACAAACACA
ACAGATGGCACAAAGATATTCATAGTAGGTGGAGGAAACACAAACACAACAAATGGCACAGAGATATTCAGAC
CTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATT



AGGAATAGCACCCACCAAGGCACATAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTG
CTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGAC
AACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCACATGTTGCA
ACTCACGGTCTGGGGCATT 
>MF285022 
TTTTATTGCGATACATCATGCCTGTTTAATGATACATGTTTTAATGACAATTCTAGTGATCCCATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGG
AAATATAACATGTAATTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGCACCAAATAAAAATGAA
ACAAATGGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAGTTAATCCATTAGGAGTAGCTCCAACTGAAGCAAGAAGGAGAGTGGTGGACAGAGAAAA
AAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTAAGCGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAAGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF285058 
TTCTATTGCAATACATCAAAACTGTTTAATACAAGTGAGTCAAACACAGACAACATAACCACCATCCCATGCA
AGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGATGTATGCCCCTCCCATTGCAGGATATAT
AACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGCGGTAACCACAATGTCAGCCAGGAGAAT
CGGAACGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAG
TGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX140667 
TTCTATTGCAATACAACACCACTGTTTAATGAGAGTAATGGGAACAATATCACATACAATATCACAATCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGAAGGAAA
CATAACATGTAGATCCAATATCACAGGACTACTATTGGTACGTGATGGAGGAGAGGAAAATAGGATAAATGAG
ACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAAC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140668 
TTCTATTGCAATACAACAAGACTGTTTTCTAATGATTTAAATGACGCAGGGTCAGATGACAACATTACACTCC
CATGCAGGATAAAGCAAATAGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATAGCCCTCCCATTGAAGG
AAGAATAATATGTATCTCAAACATCACAGGACTACTATTAACACGTGATGGAGGAGATGGAAAAGACAAGGGA
AAAAATGATACAGAGATATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACCCACTAGATCACAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF114892 
TTCTATTGCGATACATCAAGAATATTTAATAGGACATACAATAGTAATAGTACACACAATGAGACATACAGTA
ACAGTACAGAAACAATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGACAAATAACATGTAACTCAACTATCACAGGATTAATATTGACAAGGGAT
GGAGGTAATAATGCTACACATAATAAAGAGATATTCAGACCTATAGGAGGAGACATGAGGGACAACTGGAGGA
GTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTAGGGATAGCACCTACTGAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGATGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725883 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAATTAATGGTACAAATAGTAATTCAACCATCACACTTC
CATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGATAGGAAGAGCCATGTATGCTCCTCCCATTGAAGG
AAACATAACATGTACATCAAACATTACAGGACTACTATTGACACGTGATGGAGGCAACAATAGCACAGAAACA
GAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725884 



TTCTATTGCAATACATCAAGCCTGTTTAATAACAGTCTTCTTAATAATACAGAAAGAACTGATTCAAACATCA
CACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAAAGCAATGTATGCTCCTCCCAT
TGAAGGAAACATAACATGTATATCAAACATCACAGGGCTGTTATTGCTACGTGATGGAGGTGATAGTAATGAT
AGCATAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTAGGGGTAGCACCCAGCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725885 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATACATGGGTAATGGTACAAACAGGACTATTAGTTCAA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TAACCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGC
AAACCAGAATCAGAAAACCAAGCAGAGATATTTAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAAAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAAACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725889 
TTCTATTGCGATACATCAAAACTGTTTAATGAAACTAATTCAAACACAACTGATTCAAACACAACCATAATCC
TCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTATGCTCCTCCCATTGC
AGGAAACATAACATGTAACTCAAGTATTACAGGAATCCTATTGACACGTGATGGAGGCAATGAAAGTAGTACA
AATGAAACAAAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAGTTATATAAATATA
AGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGGGATGGGGAGAGA
AAGAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAGCGCTGACGGTACAAGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGAAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725890 
TTCTATTGCAATACATCAAAACTGTTTAATGAATCAATCACGCTCCCATGCAAGATAAAACAAATTATAAACA
TGTGGCAGAAGGTGGGACGGGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTGCATCAAATATCAC
AGGACTACTATTGACACGTGATGGAGGAAATACAACAAATGATACAGAAATATTCAGACCTGGAGGAGGAGAT
ATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCA
CTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGATCCTTGGGTTCTT
GGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGT
ATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGG
GCATT 
>KF725891 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATACAATGATACGGGGACAGGAAATAATTCAACTACCA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTGGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTGCTATTGACATACGATGGCCATGATGACAGT
AGTAACACAGAGACATTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTACAGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725892 
TTCTATTGCGATACATCAAGCCTATTTAATGGTACATATGAAAACACCACATTTACAAATGAAACCATCACAC
TCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGGGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTATCTCAGATATCACAGGACTGCTGTTGACACGTGATGGAGGCAACAACAGCAGCCCA
AACGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAACCATTAGGAATAGCACCTACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725895 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATGGAGTAATAGTGCATTGCTTAATAGTACAGACAATT
CTAATGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCGAATATCACAGGACTACTATTGACACGTGATGGA
GGACTAAATGAAAAGAATACAAGTAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAATCCATTAGGAGTAGCTCCAACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC



ACTATGGGCGCAGCATCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTAAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725896 
TTCTATTGTAATACAACAAACTTGTTTAATATAACAAACTTGTTTTCTGATAAAAATAATTCATCCACAGAGA
ACACCACAGAGATCATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTACGCCCCTCCCATTGAAGGGCTTATAACATGTAAATCAAATATCACAGGACTACTATTGACATGGGAT
GGAAATGGAGACCCAAGCAATAGCACAGAGAACACAACAATATTCAGACCTGGGGGAGGAAATATGAAGGATA
ATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCTCCCACTAAGGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATAGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTAAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KF725908 
TTCTATTGTAATACATCAATATTGTTTAATGGTACATACAATGGTACATACCCAGGGACAGGAAATGGTTCAG
ATATCACACTCCAATGCAAAATAAAACAGATTATAAACATGTGGCAAGGGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACCTGTAAATCAAATATCACAGGATTATTATTGACACGTGATGGCAGCAATAGC
AATGTAACAAATGGAACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCAACTACAGCAAGGAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725912 
TTTTATTGCAATACATCAGGACTGTTTAACGGTACATACAATAATGAGACAAATCCAAACATCACAAAGTCAA
ACATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAATGTATGCTCC
TCCTATTAGAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTAGTACGTGATGGAGGCAACACA
ACCGCAAACGAGACATTCAGACCAGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAATAACTTGCTGAGGGCCATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725914 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACATACAACAGTACAGAAAGTAATTCAAGTACAGGAAGTA
ATTTAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGG
AACACTAACACTAGCAATAGCTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAATAGCACCCGAGAGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCTTGGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAGCGCTGACGGTACAAGCCAAGCAATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725916 
TTCTATTGCAATACATCAGGACTGTTTAATGGAACATACAATGAGACAAGAAGTAATTCAAGTAATTCAAACA
GCACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGC
TCCCCCTATTGCAGGAAACATAACATGCAACTCAAGCATCACAGGACTACTACTGGTGCGTGATGGAGGACAT
GGGAATAATACAACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACCTACTGGAGCAAAAAGGCGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGAAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCACAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725922 
TTCTATTGCAATACATCAAAGCTATTTAATAGTAATAGTACACATGATCCTAATAGTACAGCACCCATCACAC
TCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAAATAATGGGACA
GAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTGTATAAATACAAAGTAGTAG
AAGTTGAGCCATTAGGAGTAGCACCCACTACGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACAGTCTGGGGCATT 
>JN681258 
TTCTATTGCAATACATCAGAACTGTTTAAGTTTAAGTTTAATGGTACAGAAAATAGTACAGAAAGTAGTGCAG
AGAGTAATTCAAGCAAAATCATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGAGGGTAGG
GCAAGCAATGTATGCCCCTCCCATCAAAGGAAACATAACATGTAACTCAAATATCACAGGAATACTATTGACA



CGTGATGGGGGAAATAATAATGAGAGCGAGAGTGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATT
GGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCCACTGAGTCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATA 
>KF114888 
TTCTATTGTGATACAACAAAACTGTTTAGCAGGAATGAAAGTACTCTAAATTTAACAGGAAATTCAACAGAAG
GTTCAGATAAGACCATCACACTCAACTGCCACATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTACTGACACGTGAT
GGAGAAAGAAATAGTACAGAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTGGTAGAAATTAAACCACTAGGAGTAGCACCAACTATTGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGCGTTCCTTGGGTTCTTGGCAATGGCCGGAAGCACTATGGGC
GCAGCATCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF725927 
TTCTATTGTGATACATCAGGCCTGTTTAATGTTACATACTGGGTTAATGGTACAAACAGTAGTACAGGAAGCA
CCACAAATTCAATCATCACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTACCATTGCAGGAAACATAACATGTAAGTCACAAATCACAGGACTACTATTGACACGGGAT
GGAGGAGAAGAACAAAATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAGTCAAGCCAGTAGGAATAGCACCCACTAGGGCAAAAAGGAGAGTGGT
GCAGAGAGAAGAAAGAGCAGTGGGAATGGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725928 
TTCTATTGCAATACATCAAACTTGTTTAATAGTACACTGGTTAATAGTAATTCAACCATCACACTCCAATGTA
GAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
AACATGTAAGTCAAAGATCACGGGACTACTATTGACACGTGATGGAGGAAATAATACAAATAATGAGACATTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAAC
CATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAGGACTAGGAGT
TGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCC
AGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGT
TGCAACTCACAGTCTGGGGCATC 
>KF725929 
TTCTATTGCAATACAACAAGATTGTTTAATGAAAGTACAGGATTGTTTAATGTAAGTATGTCAAATAATACAA
ACATCACACTCCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAACCATAACATGTATATCAAACATCACAGGATTACTATTGACACGGGATGGAGGTAACACA
AGTGACTCAAACAACAAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTGGCTCCAACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725933 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAACAGTACAAAAAATAGTACAGACAATGAAGAAG
TAACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACAGAAAAT
GATACTAGTACAGAGACATTCAGACCTGAAGGAGAAGATATGAGGAATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725935 
TTCTATTGCAATACATCAAACCTGTTTAATAGCACGTACCATCCTAATGGTACATTCACATTCAATGGTACTA
ATATTAATAGTACAGAAAGCACAAATAGTACAGAAGTTATCACAATTCCATGCAGAATAAAACAATTCATAAA
CATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGGAACATAACATGTAACTCAACCATC
TCAGGACTACTATTGACACGGGATGGAGGATTAGAGAACGGAACAGAGACATTCAGACCTGGAGGAGGAGATA
TGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTGATAGAAATTAGGCCATTGGGAATAGCACCCAC
TGAGGCAAGAAGGAGAGTGGTGGAGAAAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGATCTTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGG
CATT 



>KF725936 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAACAGTACATACAATAGTGAGAATAATACTTCAG
ATAAAGACATCACACTCCCATGCAGAATAAAACAGATAATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGC
AAAAATAACACAGACAAAGAGATATTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725938 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACAATGGTACATACACAAATGGGACAAATTCAACCA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCGCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAACAACAAC
AATGGCTCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAGTTAAACCATTGGGAGTAGCACCCACTGAGGCAAAAAGAAGAGTGGTGAAGAACGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725944 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATATAATGGTACATATAATGGTACAGATAATGATACAA
ACTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGACAAGCAATGTA
TGCCCCTCCTATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTATTATTAGTACGTGATGGAGGC
AATACAAGTAACACAGAAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAGTAGGAGCTGTGTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725948 
TTCTATTGCAATACATCACAACTGTTTAATGGAACATACAATAGTACTACTAATGTTACAAATAATAATGCAA
CCATCACAATCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAGAAGGTAGGAAGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGGCTACTATTGGTACGTGATGGAGGCGATGAT
AATAAAACAAAAGATGAAGAAATATTCAGGCCTGAAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
ACCAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGTAGCCGGAAGCACTATGGGCGCA
GTGTCAATGACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725954 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAAGCCTAGATCCAATGATTCAGAGTCAAATGCAA
CCATCTCACTGCCATGCAGAATAAAACAGGTTATAAACATGTGGCAACAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTGCTATTAGTACGTGATGGAGGCACAAAT
ACCACAAATGAGACATTCAGACCTGTAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACA
AAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAAAAGGTGGGAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725955 
TTTTATTGCAACACATCAGACCTGTTCAATGGAACATACACTCCTAATGCTAATAAGACAAACAGTTCTGAGG
TCATCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAGTCAAACATCACAGGACTACTATTGACACGTGATGGAGGAATAGGT
GGCAAGGGCGATAATACCACAGAGATATTCAGACCTGAGGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACAGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725957 
TTCTATTGCAACACATCAGGCCTGTTTAAGGGAACATATAATGGAACATACAATGAAACAGACAACAATGGAA
CACAGAATGATACCATCATCCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGACATGGCAAAAATAATACAGAAAATAAGACAGAGGTATTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGGGCAAA



AAGGAGAGTGGTGGAGAAACAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAAC
AGCAGAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725959 
TTCTATTGCAATACCTCACAACTATTTAATGGTAGTGTACTACTTAATAGTAGTGATATAGAAAGTAATACTA
CAGGGGGTGAAAACATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAACATCACAGGTTTACTATTGACATGGGAT
GGGGGAGATGAGACAAAAAATAACCCAGACAAAGAGAAAAATAACACAGAGATATTTAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACC
CACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTG
GTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTG
GGGCATT 
>KF725968 
TTCTATTGCAATACATCACAATTGTTTAATAGCACATACCTGTCATTGCTTAATAACACAGACAATGAGACCA
TCACACTCCAATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACAACATA
AATAATAACACAGAGAAATTTAGGCCTTCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF725970 
TTCTATTGCGATACAACAAAACTGTTCAATGAAACAATACTGTTTAGTAATAGTAGTGAAACAAATGACACCA
TCATACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAAATAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTGACATGGGATGGAGGCAATAATAAT
GGAACAAATGGAACAAATGGACCAGAGATATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>KF725972 
TTCTATTGCGATACATCACAGCTGTTTAATAGTACATTTAATAGTACAGAAAATAATTCAAGTGTCATCACAC
TCCGATGCAGGATAAGACAAATTATAAACATGTGGCAGACAGTAGGACAAGCAATGTATAACCCTCCCATTGC
AGGAAATATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAGTAAATAATGAAACA
AAAGATACAGAAACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAGGTTAAGCCATTAGGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGACAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCCTTGGATTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGAAAACTTGCTGAGAGCTATAG
AGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>KF725975 
TTCTATTGCAATACATCAAACCTGTTTAATGAAGACCTGTTAAATAAAAGCCTGGTTAATACAACATCAGATA
TTATACTCAGTTGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGGCGAGCAATATATGCCCCTCC
CATTGCAGGAAACATAACATGTGTATCAAATATCACAGGACTACTATTGGTACGGGATGGAGGAAACACAGGA
GAGAATATGACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725976 
TTCTATTGCAATACATCACAACTGTTCAATACATCACAACCGTTTAATAGTAGTACTGGGAATGAAACTATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCTCCTCCCAT
TGCAGGAAACATAACATGCAAGTCAAATATCACAGGACTACTATTGACACGAGATGGAGGCAATGGAGAAAAC
CAAACAGAGAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGATAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGATTAGGGGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KF725983 



TTCTATTGCAATACAACAAAACTGTTTAATGAAACACTGTTTGCTAAGGAAAATGAAACAATTACAATCCCCT
GCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTAGAGGAAA
CATAACATGTAATTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGTAACTGTAAGGAGACAAATGGT
ACGAACTGTAGTGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGGATAGCACCCACTGCGGCAAGAAGGAGAGTGGTAACGAGAGAAAA
AAGAGCAGTAGGATTAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAAGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725987 
TTCTATTGCAACACATCACAACTGTTTAATACATCAGGTATTATAATAAGTAAAAATGAGACAGATAAAAATA
TCACACTCCCTTGCAGAATAAAACAAATTATAAATCTGTGGCAAAAGGTAGGAAGGGCCATATATGCCCCTCC
CATTAAAGGAAACATAACCTGTACATCAAATATTACAGGACTACTATTGACACGTGATGGAGGGGCAGGTAAT
AACACAGATGGCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATCAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGGATGGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAGGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF725990 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACATTAATAGTATAGGAAATGATTCAAGCGACATCA
CACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGATTGCTACTGACACGCGATGGAGGAAACATTACCAAT
AATACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGATAGAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCTGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KF725995 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACAAGCCTGGGCCTGGATGGTAATAGTACAGGCAATGGTA
CAGGCCTGAATAGTAATAGTACAATCACACTCCCATGTAGAATAAAACAATTTATAAATATGTGGCAAGGGGT
GGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTGAATCAAAAATCACAGGACTTCTATTG
ACACGTGATGGAGGAGGGGACGACAGGAGTCGCACTGAAGAAAAATTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAGATTAAGCCATTAGGAGTAGCACCCACCAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF725996 
TTCTATTGTAATACATCAGGCCTGTTTAACTCAAGCCTGCTTAACTCATCAGATAGTACAAACAGCAGTACAG
ACAACGATACTCTCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGGCTACTATTGACACGTGATGGA
GGCACTACTGATAATAATACAGAGACAGAGACATTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGATGGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGGCGCTGACGGCACAGGCCAAACATCTGTTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF725997 
TTCTATTGCAATACATCACAACTGTTTAATACTACAGAACATACAACGAACACCACAAATATCACACTCCCAT
GTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTCCAGGGAA
AATAACATGTAAGTCAAATATCACAGGACTACTTTTGACAAGGGATGGAGGAGACAGAAATGGCACAGATAAT
AACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>KF725999 
TTCTATTGCAATACATCAAAACTGTTTGGCAATGAGAATAGTACAGAAAATGATACCATAAAAATCCCATGTA
GAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGTGCAATGTATGCCCCTCCCGTTGAAGGAAATAT
AACATGTAAATCAAACATCACAGGGCTACTACTGACACGTGATGGAGGTACAAATGGTACTACACCAGAAATA
TTCAGACCTACAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTA
AGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG



GCCAGACAGCTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACGGTCTGGGGCATT 
>KF726000 
TTCTATTGCAATACATCAAACCTGTTTAATAGTAGCCTGTTTAATAGCACAGAGAATGATACAGATATCATAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGCAATGTATGCTCCTCCCGTTGC
AGGAAACATAACATGCAGATCAAATATCACAGGGCTGCTATTGACACGAGATGGAGGTAATAAAGAAGGCAAC
CAAACAGGGAATAATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTGATAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726001 
TTCTATTGCAATACTTCAGGACTGTTCAATGGGACATACAATGATACAAATACATACAATGGTACATACAATA
ATACAGGAAGTAACTCAACCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGG
GCGAGCAATGTATGCCCCTCCCATTGAGGGAAACATAACGTGTAACTCAAGTATCACAGGATTACTATTGACA
CGAGATGGAGGATTAAATAGAACAGAAGAGAAATTCAGACCTGGGGGAGGAGACATGAGGGATAACTGGAGAA
ATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAGGCACAAAGGAGAGT
GGTGAAAAAAGAAAAAAGAGCAGTGGGACTAGGAGCTGTACTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAACACATGTTGCAACTCACGGTCTGGGGCATC 
>KF726011 
TTCTATTGCAATACAACAGGACTATTTGGAGATAATACAAACAAGAGCATCACAGGCAATGGGACCATCACAC
TCCCATGCAAGATAAAACAAATTGTGAACCTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACACAACAAATAAC
ACAGAGATATTTAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGAAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGC
AACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726014 
TTCTATTGCAATACATCAGGACTGTTTAATGGCACATACAATACCTCAAATACAGGCAACAGTACTTCAAATA
CAAGCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCAGTAGGACGAGCAATGTATGC
CCCACCCATTGAAGGAAATATAACATGTAAATCAAACATTACAGGACTACTATTGACACGTGATGGAGACAAT
AACGCGACAGAAACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGCAAAGGGAGAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGGTCTTGGGAATAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AAGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF726020 
TTCTATTGCAATACAACAAACCTGTTTAACAATTCACACCTGTTTAACAGTTCAAAAGACAATGGAACCATCA
CACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGGCAAGCAATATATGCCCCTCCCAT
TGAAGGAAAGATAGTATGTAACTCAAATATCACAGGACTACTATTGACATGGGATGGAGGAAAAACCAACAGC
ACAAACAGAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAGT
ATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCTCCTACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAGAA
AAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF726022 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGAAACAAGCATAAACACAACAAACACAACAGACACAC
CTAACACACCTATTGTACTCCCTTGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGGCCGAGCAAT
GTATAACCCTCCCATTGCCGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAAAAACAACACAAGAAACGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGA
GAGACAAAAAAGAGCAGTAGGACTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GTGGCGTCAATGACGCTGACGGTACAGGCCAGGCAACTGCTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACACCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF726025 
TTCTACTGCAATACAACAAAACTGTTTAGTGATGCAAACAACAGTGATTCAGGGGTCATCACACTCCCATGCA
GGATAAAACAAATTGTAAACCTGTGGCAGAGGGTAGGACGAGCAATGTATGCCCCTCCTATTAAAGGAATCAT
AACATGTAAATCAAGTATCACAGGACTACTATTGACACGTGATGGAGGCACAAGCAATAATACAACAGAGACC



TTTAGACCTGTAGGAGAAAATATGAAGGACAATTGGAAAAATAAATTATATAAATATAAAGTGGTAGAAATTA
AACCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAAAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KU749416 
TTCTATTGCAATACATCACAACTGTTCAATAGTACATACAATAGTAAATACAATGATACAAATAGTACACATG
AGAACAAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGTAGGAAACATAACATGTACATCAAACATTACAGGAATACTATTGACACGTGATGGA
GGAGGATCAAATAGAACAAATGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACAGCAAGAAGGAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAAGCCAAGCAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH933705 
TTCTATTGTGATACAACAAAACTGTTTAATAATACGATAGAAAATGAGTCAGACCCCATCATACTCCCATGCA
GAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCTATTGCAGGAAACAT
AACATGTAACTCAAGTATCACCGGAATACTATTGACACGTGATGGAGGAACAAATAATACAAATAATACAGAG
ATATTCAGGCCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAG
TTAAACCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACT
AGGAGCTGCGATCATTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCA
CAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAAC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>MH933704 
TTCTATTGCAATACAACAAACCTGTTTAATGAAACAGAACTTAATAGAACAAAGACAAAAGAAAACATAACCA
TACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGTAGGACGAGCAATGTATGCCCCTCCCAT
AGCAGGAAACATAACATGTAACTCAAGTATCACAGGGCTACTATTAACACGTGATGGAGGGATTAACAAAACA
GAGCCCGACAACAACACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAATAGAAATTAAGCCATTGGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCCTTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK643564 
TTCTATTGCAATACAACAGCACTGTTTAATACAACAGCACAGGGAAAGGATACAAACGAAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAGGAAATGAAACAGAC
AACAGAACAGAGACATTCAGACCAGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAAATGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAACG
AGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MK643538 
TTCTATTGCAATACAACAAAATTGTTTAATGAAAATACAACAAAGGTTAATGAAAGTACAACAAATGATACAA
TCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTGCTATTGACACGTGATGGAGGAAACGGAAAC
ACGAGTACAGAGATAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATA
AATATAAGGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACATGCCAGACAACTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAG
CTATAGAGGTGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MK643537 
TTCTATTGCAATACATCAAAACTGTTCAATGGTACATATAATGGTACAGATACATCTAATGATACAGATAAAA
TCACCCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGCAGGAGAAATAACATGTAAATCAAACATCACAGGAATATTATTGACACGTGATGGAGGAGGAACAAAT
GGGACATCCAATGAGACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAACCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
CTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN097551 



TTCTATTGTAATACATCAAAACTGTTTAATAATACACTGATTAATAATAAAAACATGTCTACTGATCCAAACA
TCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTGATATTGGTACGTGATGGAGGGAAAGACACA
AACAACACAAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
GATATAAAGTGATAGAACTTAGACCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAGCGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN097661 
TTCTATTGTAATACATCACAATTGTTTAATAATGAGACAACACATAGCAACATCACTCTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCAATAAAGGAAACATAACATG
TAAATCAAATATCACAGGACTCCTATTGACACGTGATGGAGGAAACAATAACATTACTAATAATACAGAGATA
TTCAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTA
AGCCATTAGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGGCAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATA
TGTTGCAACTCACAGTCTGGGGCATT 
>MN097648 
TTTTATTGCAATACATCAAGACTGTTTAATGGTACATTTAATGGCACATACATTAATGGCACATACATGTCTA
ATGTGACAAATCCAAACATCACACTTCTATGCAGAATAAAACAAATTATAAACATGTGGCAAAGGGTAGGACG
GGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTACATCAAATATCACAGGACTGCTATTGACACGT
GATGGAGGGAACGACAGTAACGGGACACACGAGACATTCAGACCTACAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGGATAGCACCAACTGAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCACTTGTTGCAACTCACGGTCTGGGGCATT 
>MN097654 
TTTTATTGTAATACTACAAAACTGTTTACAGAACCGTTTTCAAATACATCAACCAATGATTCCCTCACAATCC
CATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
ATACATAACATGTGCCTCAGATATCACAGGACTACTATTGACACGTGATGGAGGAAGAGGGAATGGAACAGGG
AATAACACAGAGACATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAAGCTAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN188292 
TTCTATTGCAATACATCAAGCCTGTTTAATGGTACATACATGCGGCCTAACAGTACAGGAAATACTTCAAATT
CAACCATCACACTCCACTGCAAAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTGACACGTGATGGAGGACAG
ACAAATAATACTAATGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAGGTGGTAGAAGTTAAGCCATTAGGACTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCA
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY118165 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACATGCCTAATAGTACATACATGCATAATGCTACAG
AAAGTAATGCAAACATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGTAGGAAACATAATGTGTAAATCAAATATCACAGGAGTACTATTAGTACGTGAT
GGAGGAAACACAAACGGGACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAAAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY118166 
TTCTATTGCAATACAACAAGCCTGTTCAATGGTACATACCCATCTACAGGAAATAATACAACTTCAAATGGCA
CCACCACACTTCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTAGTACGTGATGGAGGCATAAAC
AGTACTGGCCCAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA



ATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF286227 
TTCTATTGCAATACAACAAGACTGTTTAATAATAATGCTACAGAAGATGAAACCATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGAGGACAATAAAACAGAGGAGATATTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGATAGAACTTAAGC
CATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCC
AGACAATTGCTGTCTAGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATCGAGGCGCAACAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>AY158533 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACGTACAATAGTACAGGAAGTTCTTCAAAATCAACAAAGT
CAACCATCACACTCCAATGCAGAATAAGACAAATTGTAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGAAAA
AATAGTTCAAAGGAGATAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAAGG
AGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCCATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATT 
>AY158534 
TTCTATTGCAATACATCAGTATTGTTTAATAGTACATACAATCCTAATGGTAATTCAACTTCAGGTAATTCAA
CTTCAACCATTACCCTCCAATGCAGAATAAAACAAGTTGTAAACATGTGGCAGACAGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAGGGAAACATAACATGTAGATCAAACATCACAGGACTACTATTGGTACGTGATGGAGGG
AGCAATGATACAGAGCCAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY158535 
TTTTATTGCAATACATCACAACTGTTTAATAGTACATACAATAGTACATACATGTCTAATAATACAGGAGAGA
ATTCAAACGAAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACGAGC
AATGTATGCTCCCCCCATTGCAGGAAACATAACATGTCTATCAAATATCACAGGATTACTATTGACAAGGGAT
GGAGGAAATGAGAGCAACACAGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY529659 
TTCTATTGCAATACATCAGGACTGTTTAATAGCACATATTCTAATGGTACAGAAGGTAATTCAAATTCAAGTG
CTTCAAACTCAACCATCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAAGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGCTAAGGGAT
GGAGGTACCACAAATGATAGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATACAAAGTGGTAGAAATTAATCCATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTCGGGTTCTTGGGAGCAGCAGGAAGCCCTATG
GGCGCACGTTCAATAACGCTGGCGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>AY043176 
TTCTATTGTAATACATCAAACCTGTTTAATAGTACATACAATAGTACATACAATAGTACCCAGCCTGGAAATA
AAACCATCACCCTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACACGTGATGGCGGCATA
AACAGCTCAGAGAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTAT
ATAAATACAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGAAGAGTGGTAGAGAG
AGAAAAAAGAGCAGTAGGGACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCGATGGCGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ411850 
TTCTATTGCGATACAACAAAACTGTTTAATGAAAGTAATTTAAACACAACCAACACAACCACCCTCACACTCC
CATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTACGCCCCTCCCGTTGAAGG
AAACATAACATGTAACTCAAGTATCACGGGACTACTATTGGTACGTGATGGAGGAAACACGAGTAACTCCACA



CCAGAGATATTTAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAACCATTGGGAGTAGCACCCACAAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529661 
TTCTATTGCAATACGACAAAACTGTTTACTGGAAATGATTCATACATAAATAATAATACAATCACACTCACAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGAGACACAAATGACACA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTAGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAAAAAAAAGAGCAGTGGG
AATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAAGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY529662 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGATTCAAACAATGGCACAAGTGATTCAAACAATGGCA
CAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACACG
AGTGGCGATAACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGGCGCAAAAAGGATAGTGGTGAAGAGAGA
AAAAAGAGCAGTAGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY162224 
TTCTATTGCAATACAACAGACCTGTTTAATAGTACATACAGTAATGGTACATGCACTAATGGTACATGCATGT
CTAATAATACAGAGCGCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATTACAGGACTACTATTAACACGT
GATGGAGGAGATAATAATACTGAAACAGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAGGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGCTGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391234 
TTTTATTGCAATACATCAGGCCTATTTAATAGAACATTTAATAGTACATACATGCATAATAGTACAAACAATG
ACTCAATCATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTA
TGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGGGATGGAGGC
GAAAATGGCACAAATAACACAGAGGTATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCAATAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAGCGCTGACGGCACAAGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF391238 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACATGCCTAATGTTACAGAAAGTAATGGTACAGAAA
GTAATGTAACGATGATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGCAACATAACATGTACATCAAACATCACAGGACTACTATTGGTACGTGAT
GGAGGCACAGAGGATAATACCACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAATG
AACTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGC
GGAGAGAGAAAAAAGAGCAGCAGGACTAGGAGCTGTACTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAAGCTATAGAGGCGCAACAGCATGTGTTGCAGCTCACGGTCTGGGGCATT 
>AF391242 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCCAATGGTACAGACAAGTCTAATGATACAT
CACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCGCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGAA
AATAATAGAACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAAATTGCTGAGGG
CCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391246 



TTCTATTGCAATACAACAAAACTGTTTAATATAACAGAAGTGCAGAGGAATGTAAATGATACAAATGGCACAC
TCACACTCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGGGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACATAACG
AACGAGACAGAGACATTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAGGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF391247 
TTCTATTGCAATACATCACAACTATTTAATAGTACATACAATTCTACACAAATGCATAATGATACAGGAAGTA
ATTCAACCATCACACTCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATACTATTAGTACGTGATGGAGGC
AACACAAATGACACAAATGGCACAGGAATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAGGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF391250 
TTCTATTGCAATACAACACAACTGTTTAATAGGACATACAATACAACACAACTGTTTAATGGTACATACAGCT
CTAACGATACAGAAAGTAATTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCTCCTCCTATAAAAGGAAACATAACATGTAACTCAAATATCACAGGATTACTGTTGGTG
CGTGATGGAGGAGAAGACAATAACACAGAAAATGACACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCTACTGGGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>AY529664 
TTCTATTGCAATACAACACAACTGTTTAGTAATGAAAGTATAACAAACGAAACCATCACACTCCCATGCAAGA
TAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATAGCCCTCCCATTGCAGGAAACATAAC
GTGTAACTCAAAAATCACAGGACTACTATTGACACGGGATGGAGGAGAAAACACAACAGAGAACACAGAGACA
TTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>AY529665 
TTCTATTGCAATACAACAGAACTGTTTACTAATACAAGTAAGGCAGACACAAACATCACACTCCCATGCAGAA
TAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGAGGGAAACATAAA
ATGTACCTCAAATATCACAGGATTACTATTGACACGGGATGGAGGAGGAGATAACACAACAGAGACATTCAGA
CCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCAT
TGGGAGTAGCACCAACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GCTCCTTGGGTTTCTTGGGAAGCAGCCAGGAAGCACTATGGGCGCCGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGT
TGCAGCTCACGGTCTGGGGCATT 
>AF411967 
TTCTATTGCAATACATCAAAACTGTTTAATAGGCCTAATGGTACAGAGAGTAATTCAAACCAAACCACAGAGA
GTAATTCAAACAGAACCATCACACTCCAATGCAGAATAAGACAAATTATAAACATGTGGCAGGAGGTAGGACA
AGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTACCTCAAATATCACAGGACTACTATTGACACGA
GATGGAGGAGAGAAAAATACAACAAATGAAAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCTGTGGGACTACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGACTAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU293450 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACATACAATAGTACATACAATAGTACTAATGCTACAGAGG
GGAGTAGTTCAAATGGAACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATATATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTA
CGTGATGGAGGAGAAATAACAGATAATAGCACAGACAACAACACAGAGATATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCAC
TGAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG



GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAACTATTGGCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGG
CATT 
>AY529673 
TTCTACTGCAATACATCACAACTGTTTAACAGTACGTTTAATGATACAAGGGAAGATTCAAACAGCACAGATA
ATTCAAACAGCACAGCAAACATCACACTCTCATGCAGAATAAAGCAATTTGTACACATGTGGCAGGAGGTAGG
ACGGGCAATGTATGCCCCTCCCATTGAAGGAAACATAAACTGTACATCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGAAAAAATAACAACAACACTGAGACATTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGATGCAAGAAGGAG
AGTGGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAGA
GCAATCTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529675 
TTCTATTGCAATACATCAAGCTTGTTTAATAGTGCATACGTGTTTAATAATGGTACATACATGTATAATAGTA
CAAATAGTATTTCAGACTCAGACATCACACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGGCAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTG
ACACGTGATGGAGGAGGAACCAATGACAGTAGGGAAAATGAGACATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGGATAGCACCCACTAATGC
AAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAATATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>AY228556 
TTCTATTGCAATACATCAAGACTGTTTAATGATACATTGCTTAAAAATAATACTAATGATACAAACTCAACCA
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTAACACGGGATGGAGGGAGTAGTAAC
ACAAATGAGACTGAGATATTTAGACCGGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCATTGGGGGGCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY529676 
TTCTATTGCAATACATCAGAACTATTTAATATTAATATTACAGGAAATGATAGTAGTAGTATAAACAATACTA
CAAACATCACACTTCCATGCAGACTAAAACAATTTATAAACATGTGGCAGAGGGTAGGACGAGCAATGTATGC
CAATCCCATTGCAGGAAAATTAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGAGCC
TCCACCAACAGCACCACCACCAACACAGAGATATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCATTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY529677 
TGCTATTGCAGCACATCAGGCCTGTTTAATTTTACGTTTAATGGTGCAGCAATAATAGATAATAATAATAGTA
CAGATAATATCACACTCCAATGCAGAATAAGACTAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTA
TAACCCTCCCCCCAGTGCAGGAAGCATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGA
GGAAAGAATGTAACAAACAATACAGAAACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAATAGAAATTAAGCCATTAGGAATAGCACCCACTAATGCAAAAAGGAGAGTGGT
GGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>AY529678 
TTCTATTGCAATACAACAAAACTGTTTAATAACAGCTTGCTGAATAATACAGCAGATAATTCAACTTCAACAA
TCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAGTATATGCCCCTCC
CATTAGAGGAAACATAACATGTACATCAAATATCACAGGACTATTGTTGACACGTGATGGAGCAGGAAATGAG
ACATTCAGACCTCTAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTAAACCATTAGGAATAGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAAT
TGGAGCTGTGCTCTTGGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAGACAATTTGCTGAGGGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACTGTCTGGGGCATT 
>DQ447266 



TTCTATTGCAATACATCACAACTGTTCAATACATCACTGTTTAATGATAGTTCAATTTCAAATAGAACCATCA
CACTTCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTAGTACGTGATGGAGGCACAAACAACACA
AATAACATAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAACCATTAGGATTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY043174 
TTCTATTGCAATACATCAAAACTATTTAATGATAGTCTAGTAAATGATACAGAAAGTAATTCAACCATCACTA
TTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAACAGATAACACAACA
GAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY043175 
TTCTATTGTGATCCACCAAAACTGTTTAATGAACCAAAACTGTTTAATGAAAGTGAATATGTAGACAACAAAA
CCATCATACTCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACATGGGATGGAGGAGAGAAT
AGCACAGAAGGGGTATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAATCAAAAAGGAAAGTGGTGGGGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ411852 
TTCTATTGCAATACAGCAGACCTGTTTACTAATGCAACAAAACTGGTTAATGATACTGAAAATAAGGCAGTCA
TCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGGTAATGTT
ACAGAAATTAATAGAACAGAGATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAAGGTGGTGAAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522722 
TTCTACTGCAATACAACAACACTGTTTAATAGTACATACAATCCTAATGCTACAGGAAGTGTCATAAACGAAA
ACATCACACTACCATGCAGAATAAAACAATTTATAAATACGTGGCAGGGGGTAGGACGAGCAATATATGCCCC
TCCCATTGAAGGAAAAATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGAAATACA
AATGGCACAGATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAGAGGAGAGTGGTGGAGAG
AGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGCAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAAGTGTTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGC
AGGCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AY522723 
TTCTATTGCAACACATCAAGACTGTTTAATAGGACATACATGTTTAATAGTACATACAATGATACAGGAACAA
ACTCAAACTCCATACTCCCATTCCCATGCAAACAAATAATAAACATGTGGCAGAGGGTAGGGCGAGCGATGTA
TGCGAATCCCATTGCCAGTGACATAACATGTAAATCAACTATCACAGGACTACTGCTGACGCGGGATGGTGGA
AACAGAAACGAAACTAATGGCGAGATATTTAGACCTGGTGCAGGAGATATGAGGGAGAATTGGAGAAGTGAAT
TATATAAGTATAAGGTGGTAGAAATTAAGCCATTGGGTGTAGCACCCACGGCGGCAATAAGGAGAGTGGTGGA
GAGAGAAAAGAGAGCAGCGATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGGAGCCGGAAGCACTATGGGAGCG
GCGTCAATAACGCTGACGGCACAGGCCACACGATGGCTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTGGCAAGTCACGGTCTGGGGCATC 
>AY522724 
TTCTATTGCAATACATCAAAACTGTTTAATAGTATATACAATAGTACAAACAGTACTAGTACAAACAGTACTT
CAAATGCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTGACACGTGATGGG
GGAGATGATAGTAACAAAACAGAAACCTTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522725 
TTCTATTGCAATACAACAGGACTGTTTAATGGAAGTAAGGCAAATGAAACCATCATACTCCCATGCAAGATAA
AGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATG
TAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAATTGGGAAAAACAGTACCAATGGCACAGAA
ACATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAA
TTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACCGTCTGGGGCATT 
>AY522727 
TTCTATTGCAATACAACATCCCTGTTTAATAATATATACTCGAACAAGACAGGCTCGCCTAATGAGAAAGAAA
TCATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGTTACGGGATGGAGGAAACTTC
AGCCGCGACAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ACAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGCACTAGGAGCTGTGCTCATTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATG
GCGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY522729 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATATAATAGTACAGGAAACAATGGTACAGGAAACAAGA
ACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAGAAAT
AAAAATAATACAGAGAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGT
GGAGAGGCAAAAAAGAGCAGTGGGAGTAGGAGCTATGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGACGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522730 
TTCTATTGCAATACATCAAACCTGTTTAATGGGATATACAATCCTAATGGTACTGCAATTTCAACCAATTCAA
CCATTACACTCCAATGTAGAATAATACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGCTACGTGATGGAGGAGGTTCT
AGTGAGAATAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTAGGGATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AY522736 
TTCTATTGCAATACATCAGGCTTGTTTAATAACAAAGAGTCTAATAATACAGAAGGAAATTCAAATTCAACTT
CAACCATCACGCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAT
ACAAATATCACAAACGCAACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGATTTGCAGGAAGCACTATGGGC
GCAGCATCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168308 
TTCTATTGCAATACATCAAAACTGTTTAATACATCAGAACCAGAACTGTTTAATGGCACAGCAAACAGTACTT
CAACTACAGACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTAATATTGACATGGGATGGA
GGGAATAGGAATGACACAAATAACACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AF411966 
TTCTATTGTAACACATCAAAATTGTTTAATAGGACAAACCCGTTTAATAGTACAGATTCAAACATCACAATCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGAAGG
AAACATAACATGTAACTCAAGTATCACAGGATTACTATTGACACGTGATGGAGGAATTAGCAAAAGGAATAAC



ACAGAGAATAACATAGAAATATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATA
AATATAAAGTGATAGAAATTAGGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGCCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTGTAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU216805 
TTCTATTGCAATACAACACAACTGTTTAATGAAAATATTACAAACGAAAACATCACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAGATAACATG
TATTTCAAATATCACAGGACTAATATTAGAAAGGGATGGAGGAAACAACAGGACGAATGAGACATTCAGGCCT
GGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAGCCATTGG
GAATAGCACCCACGGGGGCAAAAAGGAGAGTGGTGAATAGAGGAAAAAGAGCAGTAGTAGGAATAGGAGCTGT
GTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGGCACTGACGCTGACGGTACAGGCCAAA
CAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>HQ625593 
TTCTATTGCAACACATCAAAACTGTTTAATAGTACATACATGACTAACAGGACTAGTAATATAACAGGAAGTA
ATTCAACCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTA
TGCCCCCCCCATTAAAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGC
AAGACTAATGATAGCGATAGCACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAATCCATTGGGACTAGCACCCTCTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAAAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625570 
TTCTATTGCAATACAACAAAGCTGTTTAATGAAAGTGAAACAGCATGGGATAAAACAGGGAATAAAAGTAATC
CAAATAGCACAATTATACTCCCATGCAAAATAAAACAAATAATAAACATGTGGCAGAAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCGGGAAAAATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAACGAATAATACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAGAGCAACCTGCTGAGAG
CCATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625595 
TTCTATTGCAATACATCAAAGTTGTTTAATGGTACTTTAAATTCAACCATAGTTAATAATGATCCAAATGCAA
CCATCATAATCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAAGCATAACATGTAACTCAACCATCACAGGACTACTATTGACACGTGATGGAGGAAATGCA
AATGGCTCAGGAGGAGAGGAGATCTTCAGATTGGCAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625590 
TTCTATTGTAATACATCAAGCCTATTTAATGGAACATACGATGAAACATCCCATAACAATACCCGGTATGGAA
ATGGAACCATTACACTCCACTGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGGGCGAGCGATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGATTACTATTGACACGTGATGGAGGT
AAGACTGGGAAAAATGGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCAGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCGATAACGCTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625589 
TTCTATTGCAACACAACAAAGTTATTTAATAGCACATACAATTTTACAGCTGGGTTTACTAGTACAAATAATT
CAGACAATACTTCAACCATCACACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGCAGGTAGGACG
AGCAATGTATGCTCCCCCCATTGCAGGAAACATAACATGTAACTCAACTATCACAGGATTACTATTAGTACGT
GATGGAGGCAATAATAAGAATGGCACAAAGACAGAAGAGACATTTAGACCTGAAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTGGGAATAGCACCCACTGAAGCAAA
AAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAACGTCAGTGGCGTTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625572 



TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAGTACTAATGGTACATACAAGTTTAATGGTACAG
AAAGTAATTTTAATGATACAGGAGATAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACAT
GTGGCAAAAGGTGGGGCGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACA
GGACTGCTATTGGAAGGGGATGGGGGAAATGATACCACAAAAACATTTAGACCTATAGGAGGAGAAATGAGGA
ATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTGGGAGTAGCACCCACAAGGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ625566 
TTCTATTGCAATACAACAAAACTGTTTAATGGCAGTGCCAGTGATAACATCACAACACTCCCATGCAGAATAA
AACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGAAGGAAATATAACATG
TAAATCAAATATCACAGGACTACTATTGACAAGGGATGGAGGAAATGAGAATAACAAAAATGATACAGAGACA
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTGGGAGTTGCACCCACGAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>HQ625573 
TTCTATTGCAATACATCAGGACTGTTTAATGGTACATATAATGGTACAGACACATTTAATAGTACTAATAGTA
CAGAAATCATCACACTCCAATGCAGAATAAAACAAATTATAAACCTGTGGCAGAGGGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGA
AATGGTACTAGTACAACAGAGACATTCAGACCTGGAGGAGGAGAGATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATACAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAGAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCAATAGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAGTAATGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625587 
TTCTATTGCAATACGACAAAACTGTTTGATGAGAGTGAGTCAAACGCAACCATAACCAAAAATGAGAAAAATG
AGTCAGTCATAACCATCCCATGCAAAATAAAACAAATCGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGAACGTGATGGAGGA
GACACGAATAAGACAGAGAAATTCAGACCAGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGATAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CCATAGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625574 
TTCTATTGCAATACAACAAAACTGTTTAATAATAGTCTGAGGAATGAAAGTGTCTCTGGTAATGAAAACGAGA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAAAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTCTTAACACGTGATGGAGGAAACGGA
AACTCAACGAATGAAACTGAAACATTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCACAAAGGAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625586 
TTCTATTGCAATACATCAGACCTGTTTAATACAAGCATCACAGCAAACACCACAAAATTTAACATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGAAGG
AAACATAACATGTAATTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAAATATAAATGCCACAAAC
GACACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCAGTAGGGATAGCACCCTCTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCGGGAAGCACTATGGGCGCAGCATCAGTAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625575 
TTCTATTGCAATACATCAAATCTGTTTAATAGTACTAATAGTACAAAAAGTTCAAACATCACCATCCCATGCA
GAATAAAACAATTTATAAACATGTGGCAAAAGGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGCAGATCAAATATCACAGGAATACTATTGACACGTGATGGAGGAAAGGGAAAGAACACAAGTAACACC
ACAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATAAAGTGG
TAGAAATTAAGCCATTAGGATTAGCACCCACTGAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGATGACGCTG



ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCCATAGAGGCGC
AACAACATCTGTTGCAACTCACTGTCTGGGGCATT 
>HQ625585 
TTCTACTGCAATACATCAAACCTGTTTAATGAGACATTGTTTAATGAGACACGGGCTAATAATACAAAAAATG
ATTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCATGAGGTAGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGA
AACAAGAGCAGCACAGAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTAGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCAGCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625576 
TTCTATTGCAATACATCAAAGCTGTTTTTTGGTACATACAATTCTACATCCAGTTCTACACACAATAAGACTA
ATAGTGCAGAAACCATCATACTCCCATGCAGAATAAAACAAATTGTGAACATGTGGCAGAGTGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGAAGTATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAACTAACAGCAGTGAGGAGACATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TGTATAAATACAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAAGGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625584 
TTCTATTGCAATACAACACAACTGTTTAATAATAGTAATCCAGACAACGGAACCATCACACTCCCATGCAGGA
TAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAATAATAAC
ATGTAACTCAAATATCACAGGACTATTACTGACACGTGATGGAGGGAATACAACTAATAATACAGAGATATTC
AGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAAC
CATTGGGAGTAGCTCCCACTACATCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAGGAATAGGAGC
TGTACTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGT
TGCAACTCACGGTCTGGGGCATT 
>HQ625565 
TTCTATTGTAATACATCTAAACTGTTTAATGGTACATACATGCCTAATAGTACTAACAATAATTCAGATAACC
TCAACAGTACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGATTGCTATTGACACGCGATGGA
GGAAAAAATAGCACAGGAGGAAATAACACAGAGACATTTAGACCTGAAGGAGGAGATATGAAAAATAATTGGA
GAAGTGAGTTATATAAATACAAAGTGGTGGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGCA
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625583 
TTCTATTGCAATACATCAAAACTGTTTAATGGTACATACAAGCAGGCTAACAGTACAGAAGATAAGAACAAGA
CCATCATACTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACAAGCAATATATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGACTAATATTGACACGTGATGGAGGAAACACT
AATGATACAAATAATACAGAGATATTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCAGTGAGGCAAAAAGGAGAGTGGTGAAGAG
AGAAAAAAGAGGAGTGGGACTAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625578 
TTCTATTGCAATACATCAGGACTATTTAATGGTACATACAATGGTACTAAGGTTAATAGTACAAACAGTACTA
ATGGTATTATCACACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGCAACTCAAGTATCACAGGACTACTATTGGTTCGTGATGGAGGT
AACGATAGCACCACGGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTGGTAGAAATTAGGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625594 
TTCTATTGCAATACAACAAAGCTGTTTAATATGACATATAATGGTACAGCAAGCTCACATAATGATACAAATG
AATACATTACACTCTCATGCAAAATAAAACAAATTGTAAACATGTGGCAAGAGGTGGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTGCTTCAAATATCACAGGACTACTCTTGACACGTGATGGAGGAACT



AATAACACAAATAACACAGAAATATTCAGACCTATAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625579 
TTTTATTGCAACACATCAAGCCTGTTTAATAGTACATACAATAGTGCATACAATCCTAATGATACAAGAAGTA
ATGACACCATCACAATCCAATGCAGAATAAAACAGATTATAAACATGTGGCAACAGGTAGGGCGAGCAATGTA
TGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAACATCACAGGATTACTATTGATGCGTGATGGAGGA
ACAGGAAATGAGACTAATAATGACACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCAACTGATGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ625567 
TTCTATTGCAACACATCAGGACTGTTTAATGGTACAGACATGTATAATACTACAAACAGTACTTCAAGCATCA
CACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGGGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAAGTCAAACATCACAGGAATACTCTTGACACGTGATGGGGGAATTAGCAAAACT
AACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAATACAAAG
TGGTAGAGATTAAGCCATTAGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGGATAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC894134 
TTCTATTGTGATACATCAGATCTGTTTAATAATACAGACATGTCTAATGATACAGCAGAAGGCAATTCAACCA
TCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTGCTATTGGTACGTGATGGAGGAACAAACACA
AGTAACGGGACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAGAT
ATAAAGTGATAGAACTTAGACCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ625592 
TTCTATTGCAATACATCACAACTGTTTAATAGTATATACAGTCCAGGCAATAGTACAAACAGTTCAGACAAGA
ATGCAAACATCACGCTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAGATCACAGGACTACTATTGACAAGTGATAAAGGA
GGAGATGGAAATGGCACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATCAAGCCATTAGGAATAGCACCCACCGAGGCAAAGAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ625571 
TTCTATTGCAATACATCAAGCCTATTTAATGGGACCTTCAATGGTACAGAAAGCAAGATAAACTCAACAAACT
CAACCATCACAATCCCATGCAGAATAAGACAGATAATAAACATGTGGCAAAGGGTAGGACAAGCAATGTATGC
TCCTCCCATAGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACAAGGGATGGAGGACAT
GGTAATGAAACAAGAGGGAACGAGACCTTCAGACCTGGAGGCGGAGACATGAAGGATAATTGGAGAAGTGAAT
TATATAAGTATAAGGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGA
GAGACAAAAAAGAGCGGCACTAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU939100 
TTCTATTGCAACACATCAAGGCTGTTTAATAATACAGAAAAAAATAGTACAGGAAATGATACAAAAGGGAGAG
AAGGTGATTTAAACTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCCCCCATTGCAGGAAACATAACATGTAGATCAAATATAACAGGGCTACTATTGACA
CGTGATGGAGGCAATCCTAATAACAAAACCTCAGCAAACAACGACACAGAGATATTCAGACCAGAAGGAGGAG
ATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCTCC
CACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATGGGAGCTGTACTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTG
GTATAGTGCAGCAGCAAAGCAATTTGCTGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATT 



>HM036825 
TTCTATTGCAATACATCAAAACTGTTCAATGGTATATATAGGAGGCCTAACAGTACAGGAAAAACTTCAAATT
CAAACATCACAATCCCATGCAGAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACAAGCAATGTATGC
CCCTCCTATTGCAGGGAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGTGGT
GACAGTGTTAGCAGAAACAACTCAGACGGAAACGAGTCAGAAACAAACAAGTCAGAAATATTCAGACCTGCAG
GAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGATAGAAATTAAGCCATTAGGACT
GGCACCCACTAAGGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTT
GGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACAACTGT
TGTTTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
GGTCTGGGGCATT 
>KY229391 
TTCTATTGCAATACATCACAATTGTTTAATAAGACATACATGGCTAATGGTACAGAGATGCATAATAATGATA
CAGGAAATGATTCAAACATCACACTCCAGTGCAGAATAAAACAAATCATAAACATGTGGCAAGGGGTAGGAAG
AGCAATGTATGCCCCTCCCATTGCAGGAGTAATAAAGTGTAACTCAAGCATTACAGGAATAATATTGACAAGA
GGTGGTGGGGCTAACAATGATACCTCTGATACCTCTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGCCATTGGGAATAGCACCCACTGCTGCAAA
AAGGAGAATGGTGGAGAGAGAAAAAAGAGCAGTCGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB254142 
TTCTATTGCAATACATCAAAATTGTTTAATAGTACACACGATCCTAATGATACAGAAAATAATTCAACAACAA
ACAGTAGTGCAGTAATTACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATATATGCCCCTCCCGTTAGAGGGAAAATAACATGTAATTCAAGTATCACAGGACTACTATTGACATGGGAT
GGAGGAAGGACAAATTCTAGCAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTGGCACCCACTGAGGCAAGAAGGAGAGTGGT
GCAGAGAGACAAAAGAGCAGTAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGTAGCCGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB254149 
TTCTATTGCAATACATCAAGACTGTTCAATAGGACATACATGCATAATGGTACAGAAAATAGTTCAAATTCAA
CCAGTAGTTCAAATTCAACCATCATACTTCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGGGGTAGG
AAAAGCAATATATGCCCCGCCCATTGCAGGAAAAATAACATGTAACTCAAGTATCACAGGACTACTATTGACA
CGTGATGGAGGAAATAACAATGGAAGAGGAAGTAACGATAGTACAGAAACAGAAACAGAAACATTCAGGCCTG
GAGGAGGAAATATGAAGGATAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATAAAACCATTAGG
AATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCCCTAGGAGTTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCAC
GGTCTGGGGCATT 
>AB254153 
TTCTATTGCAATACATCAAAACTGTTTAACAATACACTGGTTAATAGTACTAATGATACAGAACCCATCACAA
TCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGGGTGGGACGAGCAATGTATGCCTCTCCCATTGC
AGGAAACATAACATGTGAATCAAATATCACAGGATTACTACTGACAAGTGATGGAGGAGGACAAACAAACAGC
ACCAACGAGACAGTCAGACCTGCAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAGTTAAGCCATTAGGAGTAGCACCCACTGAGGCAAAGAGGAGAGTGGTGGAGAAACAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KY229251 
TTCTATTGCAATACCTCAGGACTGTTTAATAGTACATACATGCCTACATACAATGGTACAGCAAATGAATCAA
TCATCACACTCCCATGCAGAATAAAACAAATTGTAAACCTGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAACTCAACTATCACAGGACTACTATTGGTACGCGATGGGGGGAATATC
TCAACTTCAAATGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCTGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGACTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036760 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATGGTACAGATAGTGATACAAACAGTTCTTCAA
ATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGACACGTGATGGAGGA



AATGAAAGTAACCCAATGGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAGAAATTAAACCACTAGGATTAGCACCAACTAAGGCAAAAAGGAGAGTGGTGGAGAA
GAGACAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCGCTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229414 
TTCTATTGTAATACATCAGGCCTGTTTAATAATACAGAAAGTAGTAATAATACAGTAGATACAAACAGTACTC
TAAATTTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGACAA
GAAAAAGGACAAAAAAATGACACAGAGAAATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTGTATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229678 
TTCTATTGCAATACATCAAAACTGTTTAATAATAGAATATACAATGGTACATTCTCTAATAATACTGCAAATT
CAAGCATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTCCTATTAATACGTGATGGAGGGTAT
GATAATAACAAAACAAACTCAACAGAAACAAAAGAAATATTCAGACCTGAAGGAGGAGATATGAGAAACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KY229337 
TTTTATTGCAATACATCAAGACTGTTTGAGAATGAAAATAACACAGATGATAGTAATGACACCATCATACTCC
CATGTAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCACCTCCCATTGCAGG
ACACATATCATGTAACTCAAGTATCACAGGACTACTGTTAACACGCGATGGAGGAGGGAAAACAAATAGCACA
GAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAGAAGAAAAAGAGCAGTGGG
AATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACG
GCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229352 
TTTTATTGCGATACATCAAAACTGTTTACAAATAGGACATTCAATGATAGCAATGAGGCACCCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCACCTCCCATTGCAGG
AAACATAACATGTAACTCAAGTATCACAGGACTACTGTTGACACGTGATGGAGGAAGGGATAACACAACAAAT
AACACAGAGACATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCG
CTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCAATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229356 
TTCTATTGCAACACATCAGGCCTGTTTAATGGAACATACAATGATGCAAGAAATAATTCAGGCTCAAAAACAC
TCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTCCTATTGACACGGGATGGAGGAGGAAAAGGT
AGTAGTACAGAGAACAGGACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCCATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KY229374 
TTCTATTGCAATACAACAAGCTTGTTTAATGGTACATACATGTCTAATAGTACATCAGAAAGTAATACAAACT
CAACCATCACAATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATTACAGGACTTCTATCAACACGAGATGGAGGAATA
AATGGAACAAATGACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAGTTAAACCATTGGGAATAGCACCCGCTACGGCAAAAAGGCGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AAGCCATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229434 



TTCTATTGCAATACATCAAACCTATTTAATAGTACCACAAATAATAGTACAATCACACTCCCATGCAGAATAA
AACAGATTATAAACGTGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGAAGGAAACATAACATG
TAGATCAGAAATCACAGGACTACTATTGACACGTGATGGGGGAACCAACACAACTGGCGAAACATTCAGACCT
GGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAGATTAAGCTATTAG
GAATAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGACGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTGCTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>KY229472 
TTCTATTGCAATACATCAATCCTGTTTAATAATGGATACAAAAATGTGACTAATGATACGATCACTCTCCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTATATCAAATATCACAGGACTACTATTGGTAAGGGATGGAGGCGGCGACGAAAAATATGGGAGT
GCTGGGAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGCACAGGCCAGACAAGTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM037006 
TTCTATTGCAATACATCAGGCCTGTTTACATACAATATAACAAATAATACATACAATATAACAGATAATTCAA
CCATCACACCCCAATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATACAATGCAACTCAAGCATCACAGGACTACTATTGACACGTGATGGAGGGGACAAT
ACTAGCACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAGTGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAG
AGCAGTGGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGTAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166385 
TTCTATTGCAATACATCAAACCTGTTTAATAGGCCTAATGGTACAGAAAGTAATTCAAGCTCAAGTAATTCAA
GCGCAGTCATCAGACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGGGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGACACGTGATGGAGGA
GGAGGACAAAATGCAACTAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATGGGAGCTATGTTCCTTGGTTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ388515 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTAGCCTGCTTAATGATACAGATGGAACTTCAAATTCAACCT
CAAATGCAACCATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCTCTCCCATTGCAGGAATAATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGG
GGAAACAAGAGTGCTGGTATTGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTAGTGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGCGGGAATAGGAGCTGTGATCTTGGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAGTAATGCTGACGGTACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAGAGTAATTTGC
TGAGAGCCATCGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU166449 
TTCTATTGTAATACATCAAAACTGTTTAATAATACTACATCTAATGAAACCATCACACTCCCATGCAAAATAA
AACAATTTATAAACATGTGGCAGGGAGTAGGACGGGCAATGTATGCCCCTCCCATTGCAGGGAGCATAACATG
TAACTCAAGTATCACAGGAATACTATTGACACGTGATGGAGGCAACAACAGCAGTGGGACAGAGACATTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAGCCAT
TAGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGT
GTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>JX239298 
TTCTATTGCAATACATCAGGCCTGTTTAATACATCAGGCCTGTTTAATGATACAGAAGGGTGGATAAATCCAA
TAAATAAAACGTCAAACATCACAATCCAATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCGAATATCACAGGACTACTATTGACACGT
GATGGAGGAAATAGTAGTAGTAATACCGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACAACTGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG



GGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>EU166594 
TTTTATTGCAATACATCAGGCCTGTTTAATAGAACATTTAATGGTACAGATGATAGAGAAAGTACTCCAAATT
CAGGTAATCCAAATTCAACCATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
GAGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAATTCAAGTATCACAGGAATACTATTGACA
CGTGATGGAGGACATAATACTACTGATACTAATAATACTGAGATATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAATGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACACCATTTGTTGCAACTCACAGTCTGGGGCATT 
>DQ388517 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTGCGATTAATGGCACGCTTACATCTAATGTCACGCTTCCAT
GCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAGAAAACTCAAGTAGTACCACC
GAGACCTTTAGGCCTACAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTGGGAATAGCACCTACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTAGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACACTGACG
GTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCCATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM036903 
TTCTATTGCAATACATCAGACCTGTTTACAGAAAGTAATTCAACCAATTCAACCATCACACTCCAATGCAGAA
TAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGTAACTCAAATATCACAGGATTACTATTGACACGGGATGGAGGCGGGAATAAAACAGAGACATTCAGACCT
GGAGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGG
GAGTAGCACCCACTGACGCAAAAAGGAGAGTGGTGGACAGACAAAGAAGAGCAGTGGGAATAGGAGCTATGAT
CCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCACTATCGCTGACGGTACAGGCCAGACAA
GTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAGC
TCACAGTCTGGGGCATT 
>KY229542 
TTCTATTGCAATACATCACAACTATTTAGTGGGACATACAATGAGACATACAAGCCTAATGCTACAGAAGGAA
GTTCAAACGCAACAGTCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAATATAACAGGACTACTATTGAGTCGGGAT
GGGGGAAATACTAGCTCAACAAATGAGACTGAGATATTCAGACCTGGAGGAGGAGATATAAGGAACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATAAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ485357 
TTCTATTGCAATACATCAAAATTGTTTAATAGCACATACATGGCTAATAGCACAAACAGTACTTTAAATGGAA
CCATCACACTCCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGAAGGTAGGACGAGCAGTGTATGCCCC
CCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACATGATGGGATATATGCA
AATAGCAATAAGACAAATAGCAATAAGACAACATTAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAGGCCATTAGGAGTAGCACCAACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM068598 
TTCTATTGCGATACATCACAACTGTTTAATAGTACATACCCGGCTAATAGTACAGACATAAGAGATGGTAATA
ATACACCCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCGATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGATTACTGTTGGTACGTGATGGAGGC
ATCAATGGAACTAACCACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166715 
TTTTATTGCGATACATCAAGACTGTTTAATGGTACATACAACCATGAGACATACAAAAATGATACAGACACTA
TCACACTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTGCATCAAATATCACAGGACTATTATTGACACGTGATGGAGGACCCCTGAAT



AACACAAATAACACAGAGATATTCAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTATGCTTCTTGGGTCCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ496194 
TTCTACTGCAATACATCACAACTGTTTAATAGTACATACAATGAAACAGGAAGTATTAATGGAACAGGCAATT
CAACCATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACAAGCAATGTATGC
CCCCCCCATTGCAGGAAACATAATATGTAGATCAAAGATCACAGGGCTACTATTGACACGTGATGGAGGAATT
AATAAAAGTGAGGAGATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGTGGGACTAGGAGCTGTGTTCCTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU166769 
TTCTATTGCAATACATCAAACCTGTTTAATAGTATATACAATGAGACATACAATGCTACAGCCAACAATAGCA
CAGGCATAAAAAATGAAAATATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGACGGTAGG
ACGAGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGTCTGTTATTGACA
CGAGATGGAGGGAACGAGAATAGCACAGAGAGTAATAGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTCTGCTTCTTGGGTTCTTGGGA
GCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>JX239338 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATCAGACTTGTTTAATAGTACATCAGACTTGTCTAATA
GTACATCAGACTCGTCTAATGGTACAGACATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTA
CTATTGGCACGCGATGGAGGAAACGGGAAAGAGACAAAAAATGATACAGAGATATTCAGACCTGGAGGAGGAG
ATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAGCCATTGGGAATAGCACC
CACTGAGGCAAAAAGGAGAGTGGTGGGAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAATTGTTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATT 
>FJ496214 
TTCTATTGCACTACATCGAAACTGTTTAATAGTACATACAATCCTAATGACACAGAAAGTAATTCAAACAATT
CAAACGAGACACTCACACTCACATGCAAAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCTCCCCCCATTGAAGGAAGCATAACATGTAACTCAACTATTACAGGATTGCTATTGACACGTGATGGA
GGCAGCAAAAATAACACAGAAGAGATATTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATACAAAGTGGTAGAAATCAAGCCACTAGGAGTAGCGCCCACTGAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCTTGGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229633 
TTCTATTGCAATACAACAGGCCTGTTTAATGAAACTATTTTCAATAAAACAAATTCAGAAGAAATCACACTCC
AATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAACAATAACAACAATACA
AATGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATAAAACCACTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGT
GGGAATTGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229641 
TTCTATTGCAATACATCAGGCCTGTTTAATGAAGATATTTTTAAGAATAAAACAGCAAATACAACAAAAGAAA
TCACACTCCAATGTAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGAAGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATTACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAACAAAGGA
AATACAAGCAACAATATTGAGATATTTAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATAAAACCACTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATTGGAGCCATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA



GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229379 
TTCTATTGCGATACATCAGGACTGTTTAATAGTACATACGTGCCTGCATACTGGCCTAATGGTACAGAGAGTA
ATGAAACCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGATAGGACGAGCTATGTA
TGCCCCTCCCATTGCAGGAGAGATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGGGATGGAGGC
AAAGATAATAGAACTAATGAGACATTCAGACCGGAAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTAT
ACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTACAACAGCAAAGCAATTTGC
TAAAGGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HM036792 
TTCTATTGCAACACATCAGACCTATTTAATGGTACATATAATAGTACATATAATGGTACATCTACTACAAATA
CAACTACTATTAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAATCATAACATGTAAATCAAACATCACAGGATTACTATTAACACGTGATGGAGGA
AATGAAGTACCTAACTCAACAGAGATATTCAGACCTGGAGGAGGGGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY229650 
TTTTATTGTAATACGTCAAAACTGTTTAATGACACCCAGCTTAATGGTAATGCAACCATCACACTCCCATGCA
AAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAATAT
AACATGTACGTCAAACATTACAGGACTACTATTGACGCGTGATGGAGGAAAGGGAGGAAATATAAGTATTACA
AAAGAGATATTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTAGGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGTATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAGTAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GQ485436 
TTCTATTGCAATACATCAGAACTATTTAATATTTCAAGACTAAATAGTACAAGCCCAATCATCACACTCCCAT
GCAGAATAAAACAATTTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAA
AATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGTGATGGAGGAAACAACACTAGCACCACAGAG
ACATTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAGAAA
TTAAACCATTGGGAATAGCACCCACTGGGTCAAAAAGGGCAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACT
AGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAAGTATTGGCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACGGTCTGGGGCATT 
>JX239272 
TTCTATTGCAATACATCAGAACTGTTTAATAGTACACTGGATAATGGTACACTGGTTAAAAATACAAGTCTTA
ATAGTAGCATAATCACACTCCAATGCAGAATAAAACAAATAATAAACATGTGGCAGGGGGTGGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAGCTCAAATATCACAGGACTAATATTGACACGTGATGGT
GGAGAGGAAAATAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATACAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGCAAA
AGGAAAAGAAAAAAGAGCAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX239362 
TTCTATTGTAATACATCAGGCTTGTTTAATAGTACATATTGGCCTAATGCTACAGAAAGTACTGGAAGTAATT
CAACCAACATCACACTCCAATGCAGGATAAAACAAATCATTAACATGTGGCAGGGGGTAGGACGAGCAATATA
TGCCCCTCCCATTAAAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAACACGGGATGGAGGG
GAAAACAACCACCCGAACGACACGGAGATATTCAGACCTGAAGGAGGAGATATGAAGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGTGTCAATGACGCTGACGGCACAGGCCAGACACTTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329057 
TTCTATTGCAATACCTCAAAACTGTTTAATGGTACAAGATTGTTTAATGGTAATGGTACAGAAAATGATACAA
ACTCAGTCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCTCTCCCATTTCAGGAAACATAACATGTAATTCGATTATCACAGGATTACTATTGACACGTGATGGAGGA



AATACTACTAATAATACAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTACTGGGAGGACTAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329069 
TTTTATTGCAATACATCAAGCCTGTTTAATAGTACATACAATAATACATCATACATGTTTAATGGTTCAACAA
TTAATGATACTGAAAGTCTTGTAAACGGCACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGGAGTAGGACGGGCAATGTATGCACCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGA
CTACTATTGGTACGTGATGGAGGAAGTGGAAACGATACGCAGAATAACACAGAGACATTTAGACCTGGAGGAG
GGAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGC
ACCCACTAAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAAGTATTGA
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>GU329080 
TTCTATTGCAACACATCAGGCCTGTTTGATAATTCACACCTTAACAACACAAACAATACAGGACCAATTACAC
TCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAATCTAACATGTAATTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGGAGGAAAATGTGAGC
GACCCAAGTAGGAACGAGACATTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAGTTAAGCCATTAGGAATAGCACCAACTAGTGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329131 
TTCTATTGTAATACATCAAGGCTGTTTAATAGGACATACACGCTTAATGATACAGTAAGTAATAGTACAGACA
ACAGCAAAAATATCACAGTCCCATGCAGAATAAAACAAATAATAAACATGTGGCAGAAGGTAGGACGAGCAAT
GTACGCTCCTCCCATTGCAGGAAACATAACATGCATCTCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAAATACAACAGGAACAGGTAACAATAACACAGAGATATTCAGACCTGCAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU329145 
TTCTATTGCAATACATCAAATCTGTTTAATACATCAAAACTGTTTTCAAACCTGACAGAACATAATAAAACAG
AAAGTAATGACACTATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGAAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATAATATTGACACGTGAT
GGGGGAAGAACTAACTCAACTAATGAAACATTCAGACCTACAGGAGGAGAAATGAGGAACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGTAATT
TGCTGAGGGCCATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329161 
TTCTATTGCAATACCACAAACCTGTTTAATACAACCCGGCTTGATAACTTTAATAGTACAGGAAATAGTACAG
GAAATAGTACCATCACACTCCAATGCAGAATAAAACAATTTATAAATATGTGGCAGGAGGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGGAACATAACATGTATCTCAAATATCACAGGACTGCTATTGACACGAGATGGA
GGAGACAACAATAAAACAGAAGAAACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGATGCAAAAAGGAGAGTGGTGGA
GAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329185 
TTCTATTGCAATACATCAGAACTGTTTAATGGTACATACAATGGTACATACAATGGTACAAATTCTGATACCA
TCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGCAATGTATGCCCCTCC
TATTAGAGGAAACATAACATGCAACTCAACAATCACAGGATTACTCTTAGTACGTGATGGAGGAGCAACAAAC
GAGAGTGAAAATGAAACAAAACCAGAAACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGAGGCAAAAAGGCAAGTGGT
GAAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAATGGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>GU329269 
TTCTATTGCAATACAACATACCTGTTTGATAACAAACTCCTTAATGAGAGTACAAATGCAACAACAAACATAA
CCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAAAGACAAT
ACAACAAATGATACAGAGATATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACCAGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTACTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329303 
TTCTATTGCAATACGTCACGCCTGTTCAACAAGTCTGGTGCTGCAGAAGCAAACATCACAATCCCATGCAGAA
TAAAACAATTTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAGCATAAC
ATGTAACTCAAACATCACAGGACTACTACTGACACGTGATGGAAACGAAAGTGGAATAGAGACAGTCAGACCT
GGAGGGGGGGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAGATTAAGCCATTGG
GAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGCT
CCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATCACGCTGACGGCACAGGCCAGACAA
CTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>GU329320 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACACACATGCTTAATGGTACACACAACATGCCTAATGATA
CAGAAAGTAAGAACACAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACACATGGCAGAAGGTAGG
ACAAGCAATGTATGCCCCTCCCATTGCAGGAGAAATAACATGTAGATCAAATATCACAGGGTTACTATTGGTA
CGTGATGGAGGCAACAACAATGGCACAAATAATGACACAATTACAGAGATATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCAC
CAAGGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGATCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGACCAGACAATTGATGGCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGG
CATT 
>GU329359 
TTCTATTGCGATACATCAAAACTGTTTAATAGTACATACAATGGTGAACTCATGTATGATGAAAGTAATTCAA
CCATCACCATCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGCAGGTAGGACAAGCAATGTATGCCCC
TCCCATTGCAGGGAACATAACATGTAACTCAACTATCACAGGATTACTCTTGGAACGTGATGGAGGCAACACA
AATGGCACAAGTAGCACAAGTGGCACAAATAACACAACTGAAAATACAGAGATATTCAGACCTATAGGGGGAG
ATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACC
CACTGGGGCCAAAAGGAGAGTGGTGGAGAGAGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAGTGCTGTCTG
GAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTG
GGGCATT 
>GU329387 
TTCTATTGCAATACATCAAAGCTGTTTAATACTACATACAATCCTAATGGTACAGTAAATAGTACAAGTGTGA
ATAGCAGTACACTCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
ATATGCCCCTCCCATTAGAGGAAACATAAACTGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGA
GGAGACGAGAGTAGAACAAATGAGACATTCAAACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAGGTGGTAGAAATTAAGCCATTGGGACTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAGCGCTGACGGCACAGGCCAGACTATTGTTGACTGGTATAGTGCAACAGCAAAGCAATTTGC
TGCAAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>GU329394 
TTTTACTGCAATACATCACAATTGTTCAATGGTACACACAACTCTACATACTCTACATATAATGATACAGGAA
ATAGTAATTTAAACATTACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGAAAAGC
AATATATGCCCCTCCCATTTCAGGATACGTAACATGCACATCAAATATCACAGGACTACTATTGGTACGGGAT
GGAGGCAATAACAGAACAAATGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329411 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATATATGTTTAATAATACAGGTATACATAATAGTACAG
ATAATGAAACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACTTGTGGCAGGAGGTAGGGCGAGCAAT
ATATGCCCCTCCCATTGCAGGAAACATAACATGTGCCTCAAATATCACAGGAATACTATTGACACGTGATGGA



GGTAAGGGAGAGAACAAAAAAGATGACATAGAAGTATTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCAACTACGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAGCAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU329428 
TTCTATTGCAATACATCAAGCCTGTTTAATAGTACAGACGTGCACAAGTATAACAGTACAAAAAATAATAGTT
CAGACATCATACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTATATCAAATATTACAGGACTACTGTTAACACATGATGGAGGAAAT
ACTAATGAGACTAACAATACAGAGACATTCAGACCCGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGAGGCACGAAGGAGAGTGGTGAC
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>GU329473 
TTCTACTGCAACACAACACAACTGTTCAACACAACAAGACTGTTCAACACAACAAGACCGTTCAACGCAACAG
CTAGGGAGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
ATATGCCCCTCCCATTGCGGGAAACATAACATGTATATCAAATATCACAGGGCTACTCTTGACACGTGATGGA
GGGAACGAGGATAAAAATAGAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAAACAAAAAAGAGCAGTAGGCATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGATGGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>GU329489 
TTTTATTGCAATACATCACAGCTGTTTAATGGTACATTCAATGGTACATTCACAAGGAATTTCACAAATACAA
GCAGTAACAGTAACTTAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCACCTCCCAATGCAGGAAACATAACGTGTAGTTCAAATATCACAGGACTACTATTGACA
CGTGATGGAGGCACAAATACAAATAGCTCAGAAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAA
AAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGACTAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329494 
TTCTATTGCAATACATCAGGACTATTTAATAGGCCTAATGTTACAAATTTAGCCAATGGTACAAAGTCAACCA
ATGAAACCATCATCAGGCTCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGG
GGAAGTGGAAACGGAAACAACGATACAGAGACATTTAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGCACTCCTTGGGTTCTTGTCTGTAGCAGGAAGC
ACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>GU329501 
TTCTATTGCAATACATCACAACTGTTTAACGAAACAGACAGGAACAAAACATACGAGAACAATACAATTACAC
TCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCATTAG
AGGGAACATAACATGTAGATCAAATATCACAGGACTACTATTGACACGTGATGGAGGTACAGAGAACAATAGC
ACAGAGATATTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTAGGTATAGCACCCACCGAGGCAAAAAGGCGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTG
ACGGTACAGGCCAGACTATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX983797 
TTCTATTGTAATACATCTAGTCTGTTTAATAGGACATACAATGGTACTGAAAGTAATAATAATACTACTGAAG
GTAATTCAACCATCACAATCCACTGCAGAATAAAACAAATCATAAACATGTGGCAGCAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTAAAGGAAACATAACATGTAACTCAAGTATTACAGGACTGCTATTGACACGGGATGGA
GGCGATGAAAGCCGAACAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGATGCAAGAAGGCGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGATCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX213352 



TTCTATTGCAATACATCAGGTCTGTTTAATGCATCGATCCTGGACCTTAATGAGACACAAGCAAAAGGAACCA
TCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCTCTCC
CATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGACACAAGTAAC
AACATAACTGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATACAGCCATTGGGAATAGCACCCACTAAGGCACAAAGAAGAGTGGCGCAGAAAGAAAAAAG
AGCAGTGGGACTAGGAGCTATGTTCTTGGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCAATC
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCACAACAGCACATGTTGCAACTCACAGTCTGGGGCATT 
>JX239395 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATACAATAGTACATACAATGATACAGGAAACTCAACCT
CAAACATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAATATATGC
CCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTAATATTGACACGTGATGGAGGAAAA
AATGCTAGCAACGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>JN977604 
TTCTATTGCAATACATCAAACCTGTTTAATGGTATATTTAATGGTACATGGATTAATGATACTAATGAGGCTA
ATGATATTATCACACTCCAATGTAACATAAAACAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCCCCACCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGACACGTGATGGAGGA
GATGGAACAAATGAAACAGAAACAGAGATATTCAGACCTGCAGGAGGAAATATGAGAGACAATTGGAGAAGCG
AATTATATAAGTATAAGGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT252545 
TTCTATTGCAATACATCAAAACTGTTTATCCGGCCCAACATAACAGGGCCTAACATAACAACAAATGTTTCAA
GCTCCAATGACAGCATCACAATCCCCTGCAGGATAAAACAATTTATAAACATGTGGCAGGGGGTAGGACGGGC
AATGTATGCCTCGCCCATTGCAGGAAACATAACATGTGCCTCAAACATCACAGGACTACTATTAACACGTGAT
GGAGGAATAAGGAATGACACCAATAAAACAGAGATATTCAGGCCTGGAGGAGGAAATATGAAAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCTACCAGGGCACAAAGGAG
AATGGTGAATAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAACAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAG
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX983777 
TTTTATTGCAATACATCAAAACTGTTTAGGGGCACATACAATAATGGTACATACAATGATACAGACATGTCTA
ATAGTACACGCATCATACTCCAATGCAGAATAAAACAATTTATAAACATGTGGCAAAAGGTAGGGCGAGCAAT
GTATGCAAATCCCATTGCAGGAAACATAACATGTAACTCAACCATCACAGGACTACTATTAACAAGTGATGGA
GGAAGAGGTAATGATAGCAACACCACCGAGATCGTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCCACTGGCGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTTTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX983831 
TTCTATTGCAATACATCCAAATTGTTTAATGGTAATGGATCAGACTCAACATCAAATTCAAACATCACACTCC
AATGTAGGATAAAACAAATTATAAATATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
AAGCATAACATGTAACTCAAGTATCACAGGACTACTATTGACACGAGATGGAGGGAATGGTGGAAATAACAAG
ACAGAAATATTCAGACCAGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGGAAAAAAAGAGCAGT
GGGAATTGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX213464 
TTTTATTGCGATACATCAAATCTGTTTAATAATAATTCAACAAACAGCAGTAATGTAAACATCACACTCCAAT
GCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCACCTCCCATTGCAGGAAA
CATAACATGCACATCAAATATCACAGGATTATTATTGGTACGTGATGGAGGAACAACTGAAGAAAATGACACA
GAGATATTCAGACCTGGAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAGCCACTGGGAATAGCACCCACTGAAGCAAGAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG



GTACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAGTTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX983851 
TTCTATTGCAATACATCAAGCCTGTTTAATAGCACGTTCAACTTCACTGAAACAGGAAATAGCACGAACCAGA
ATAGCACAGATAACTCTACCACCATCAAGATCCCATGCCGAATAAAACAGATTATAAATATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTG
ACAAGGGATGGAGGCAGCCACTCAAATGAAGGCAACCACTCAGAAGAAATATTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATAAAGCCATTAGGAATAGCGCCCAC
TAAGGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGACTGGGAGCTGTGCTCTTTGGGTTCTTG
GGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGG
CATT 
>KF716466 
TTCTATTGTAATACATCAAGCCTGTTTAATAATACAAATAATACAGATATCACACTCCCATGCAGAATAAAAC
AAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTATGCCTCTCCCATTGAAGGAAATATAACATGTAA
ATCAAATATCACAGGACTATTATTGGTACATGATGGAGTAATGAATAAAACAGTAACATTCAGACCTGGAGGA
GGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGCCATTGGGAGTAG
CACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGATCTTTGG
GTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTGACGCTGACGGTACAAGCCAAGCAATTGTTG
TCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAG
TCTGGGGCATT 
>KR820304 
TTCTATTGCAATACATCACAACTGTTTAATGAGTCACTGCTTAATGTGACTAATAGTACAGGAGAAGCAAATG
AATCAGAAAACATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCTAT
ATATGCCCCGCCCATTGCAGGACTCATAACATGTACATCAAATATCACAGGACTGCTGTTGACACGTGATGGA
GGAACAAGTAACAGCAGTCTTAATGAGACCAGCGGTCGTAATGAGACATTTAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTTGAAATTAAGCCATTAGGGATAGCACCCACTAC
TGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCAT
T 
>KR820314 
TTTTATTGCAATACATCAAAACTGTTTAATGGGACTAATAGTACGGGAGCAGTAAACGAAACCATCACACTCC
CATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGGCGAGCAATATATGCCCCGCCCATTGAAGG
ACTCATAACATGTACATCAAATATCACAGGACTGTTGTTGACACGTGATGGAGGAAATAGCAGCGATACTAAT
GAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAG
AAATTAAGCCATTAGGAATAGCACCCACTACTGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR820324 
TTCTATTGCAATACATCAGATCTATTTAAGAACGACCCAGAGTCAGAAATCACACTCCAATGCAGAATAAAAC
AAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAGCATAACATGTAA
CTCAACCATCACAGGACTAATATTGACACGTGATGGTGGACCAGCAAATGAGACAGAGATATTCAGACCTGGA
GGAGGAGATATGAGAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAGTTAAACCTTTAGGAC
TAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAAACAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCT
TGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCA
CGGTTTGGGGCATT 
>KR820326 
TTCTATTGCAATACATCAAATCTATTTGCTGAGTCAAGCTTAAATTCAACCAACAGCACAAACAACGTCACAA
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAACATAACATGCAAATCAAACATCACAGGACTAATATTGACACGTGATGGGGGAGAACTTAACAATACA
CAGAACGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAGTTAAGCCTTTAGGACTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAAACAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGG
CGCAACAACACATGTTGCAACTCACGGTTTGGGGCATT 
>KR820342 



TTTTATTGCAATACATCAAACTTGTTTAATAGGACATTTAATGGTACAAATTGGATTGTTAATAAAACATCAA
AGGCAAACATCACACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCTCTCCCATTGCAGGAAGCATAGTATGTAATTCAAACATCACAGGACTACTACTAACACGTGATGGGGGA
AACTCAGGCAAGAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAACCATTGGGAATAGCACCCACTGACGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAGCAGCAAAACAACTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KR820376 
TTCTATTGTAATACATCAAGCCTGTTTGATGGTACGTATATAAATTCAACCAAGGATAACACAACAGATGCCA
ATAATACCATCATACTCCCATGCAGACTAAAACAGATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTA
TTCCAATCCCATTGCAGGAAATATAAGATGTAACTCAAGTATCACAGGAATACTATTGACACGTGATGGAGGA
AGTGGAAGTGATAGAGAAGACAGTAATAAGACACAAACATTCAGACCAGCAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTGGAAGTTAAACCATTAGGAATAGCACCCACTGGGGCAAAAAG
AAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KR820415 
TTCTATTGCAATACATCAAACCTGTTTAATGTTCTTAATGGTACAGCAAATAGTTCAGATCCAAATGGAACCA
TCACACTCCCATGCAGAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGGAACATAACATGTAAATCAAACATCACCGGAATACTATTAACACGTGATGGAGGAAGTGACCCA
AAGAGCAATAATGGCACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAG
AGAGAAAAGAGCAGCGGGAATAGGAGCCCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KP109494 
TTCTATTGCAATACATCAGAACTGTTTACAAACAAAACGTTAAACTCAAACTCAACAAACACCACACTCATAC
TCCCATGCCGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTACGCCCCTCCCATAGC
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGGGATGGAGGAGTCACAAATGACACA
AAGAACACAGAAGTATTCAGACCTGGGGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTGGTGCAAAAAGGAGAGTGGTGGAGAGGAGAGAAAA
AAGAGCAGTAGGACTAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
GTGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP109495 
TTCTATTGCAATACATCAAGACTGTTTAATGGTACTAATGATACTTCAAATGGAAACATAACACTCCCATGTA
GGATAAAGCAAATAATAAACATGTGGCAGGGGGTAGGAAGGGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTATATCAAACATCACAGGACTGCTATTGACACGTGATGGAGGAGATGATAATACTACAGAGATATTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAAC
CATTGGGAGTAGCACCCACTACGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGCAGGCTATCGAGGCGCAACAGCATCTGT
TGCAACTCACGGTCTGGGGCATT 
>KF716467 
TTCTATTGTGATACATCAGGACTGTTTGAGAATAGGACATACACGCTTAATGATACAGGAAGCACTTCAAACA
ACACTAATTCAACCATCACAATACAATGCAGAATAAAACAAATTATAAACATGTGGCAGAGGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGACACGTGAT
GGAGGAGCAAAAAAGAATGAGAGTGACCCCCCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAACT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAGTTAAACCATTGGGATTAGCACCCACCAAGGCACAAAG
AAGAGTGGTGGGAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATCACGCTGACGGTACAGGCCAGACAATTGCTATCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP109496 
TTCTACTGCAATACATCAACACTGTTTACATACAATCCTAATGATACAGAAAGTAGTAACACAAACATCACAA
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTGGGAAGAGCACTGTATGCCCCTCCCATTGC
AGGAAACATAACATGTAAATCAAACATCACAGGACTACTATTGACATATGATAGCGAAAATGACACAACATTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGC
CATTAGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTCGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC



AGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGC
TGCAACTTACAGTCTGGGGCATT 
>AB485647 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATATAAGCCTAATGATACAAATAGTACATATAATCCTA
ATGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGACACGGGATGGAGGG
TTAAATGATAACACAAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAAGTGGTAGAAATTAAACCATTGGGCATAGCACCCACTGCGGCAAAAAGGAGAGTGGTGGA
GACGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGCACAGGTCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCCATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY805330 
TTCTATTGCAATACATCAAAATTGTTTAATGGTACATCAGAGTCAAATTCAACCATCACACTCCCATGCAAGA
TAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAAC
ATGCAAATCAAATATCACAGGACTACTATTAACACGTGATGGAGGAAATGGAAATGGTACAGAGATATTCAGA
CCGGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTGAAAATTGAACCAT
TAGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTCT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACGGTCTGGGGCATT 
>AY494971 
TTCTATTGCAATACATCAAAACTATTTAATAATAATACAGAGTCAAACACCACAATCCAATGCAGAATAAAAC
AAATTATAAACATGTGGCAGGAAGTAGGACGGGCAATGTACGCCCCTCCCATTGAAGGAAACATAACATGTAA
ATCAAATATCACAGGACTACTATTGACGCGTGATGGAGGAGGCAATAACACAAATAAGAATGAGACATTCAGA
CCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAGCCAT
TGGGAGTAGCACCCACTGCGTCTAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGATAGGAGTTGT
ACTCCTTGGGCTCTTGGGAGCAGCAGGAAGCACTATGGGCGTGGCGTCAATGACGCTGGCGGTACAGGCCAGA
CAAGTATTGTCTGGTGTAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGC
AACTCACGGTCTGGGGCATT 
>KU200938 
TTCTATTGTAATACATCAAAGCTGTTTAATGGGACATACTGGCATAATGATACACACTGGCCTAATAGTACTA
ATAGCTCCTCCATCATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGGCGAGC
AATGTATGCCCCTCCCATTGCAGGGAAACTAACATGTAATTCAAATATCACAGGACTACTATTAGTACGTGAT
GGAGGAAGAGGAAACAACACAAACAACACAGACACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGATA
ATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCGAGGCACG
GAGGATGGTGGTGACGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCTGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCGACTCACAGTCTGGGGCATT 
>JF680908 
TTCTATTGCAATACAACAAACCTGTTCCATAATCGTATATATAATAGGACATATAATCCTAATGATACAAAAT
CAAACTCAACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCACT
ATATGCCCCTCCCATTGAAGGGAAAATAACATGTAATTCAACAATCACCGGATTACTATTAACACGTGATGGA
GGGCCAAATAATGACACAGAGAAATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTAGGAATGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF680918 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACAGACAACAATAATAGTACAGTCAATAATAGGACAAATG
ATTCAAATTCAACCATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTGTATCAAATATCACAGGACTACTATTGACACGTGAT
GGAGGAAAAACTAATACTACTAATGGGACAGATAATGGGATAAATAATGATACAGAAACATTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGT
AGCACCCACTAGAGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTT
GGGTTCTTGGGAATGGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCAC
GGTCTGGGGCATT 
>KC894102 
TTCTATTGCAATACATCACAACTGTTTAATAGAACATACAATGAGACAGAAAGAAATAGTACAGGAAGTAATT
CAAATAGTACAGGAAGTAAGTCAAACTCAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTG



GCAGGAGGTGGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAATATCACAGGA
CTACTATTGACACGTGATGGAGGAAGCAATAATGATGAAAGAAGCAATAATGAAACAAATGATACAGAGACAT
TCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAA
GCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGA
GCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGG
CCAGACAATTGTTGTTTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATAT
GTTGCAACTCACAGTCTGGGGCATT 
>HQ912709 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAGTGCTAATAGTACATGGAGTACATGGAATAATA
CATCAAATAGTACAGATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGCAGGACTAATCAACTGTTCCTCAAATATTACAGGACTATTGTTGACA
AGAGATGGTGGTGTAAATAATACTAGTAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACCCACCGAGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGAGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGACGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ787683 
TTCTACTGTAATACATCAAAACTGTTTAATAGCACATGGAAGAATATTAATAGCACATGGAATAATAGTAAAT
GGGGTAATAGTACTAATAATAGTAATAGTACAATCCAACTCCCATGCAGAATAAAACAGATTATAAACATGTG
GCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATAGAAGGACTAATTAGATGCTCATCAAATATTACAGGG
CTAATATTAACAAGGGATGGTGATGGGATTTCTAAGGATAATGAGACTGTCAGACCTGGAGGAGGAAATATGA
GAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTACAAATTGAACCAATAGGGATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGGAAAGGGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACAATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGGTATTGTTTGGTATAG
TGCAACAGCAAAATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCAT
T 
>DQ141204 
TTCTACTGTAATACATCAGGACTGTTTAATAGCACATGGGATAATAATACTGATAATAGTAATAGTACAAGGT
TCAATAAGACAGTCAAAATCCCATGCAAAATTAAACCGATTATTAACATGTGGCAGGAAGTTAGGAAAGCAAT
GTATGCCCCTCCCATAGAAGGACTAATTAGATGCTCATCAAATATTACAGGGCTAATATTGACAAGAGATGGT
AGTAGCAATAGTTCTAATGAGACCGTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAAAG
GGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU191441 
TTCTACTGCAATACATCAGGACTGTTTAATGGAACATGGATTAACAATACATGGACATGGCTTAACAGTACAA
AGAATAATGAAACTAATACAAGTGTAACCATCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAAAGGAGTAATTAAGTGTACATCAAATATTACAGGGATAATATTG
ACAAGAGATGGTGGTAAGAATGCTACTAATGAGACCTTCAGGCCTGGAGGAGGAAACATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY392769 
TTCTACTGCAATACAACAGACCTGTTTAAAAGAACATGGAATGGTACACTGAATAATAGTACAGGGTCAGAGA
ATATCACTCTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAGGGAAAAATCAAATGTTCATCAAATATTACAGGGCTAATATTGACAAGAGATGGTGGAAACAAT
AGTAGCACCAACGAGACCCTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168272 
TTCTACTGCAATACATCAAAATTGTTTAATAGTACATGGAATATAACAGCAGGGAAAAACGATACAACAACAG
GGAATAGCTCAATCACACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCGAAGGACGGATTAATTGTATATCAAATATTACAGGGCTAATATTGACAAGAGATGGT
GGTAATGTAAGTGATACTAACAACACCCAGACCTTCAGACCTCTTGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCACTGGGACTAGCGCCCACCAAAGCAAAGAGAAGAGT
GGTGGACAGAGAAAAGAGAGCAATAGGACTAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG



ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGAAATTTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU168271 
TTCTACTGCAACACCTCAAAATTGTTTAATAGCACATGGGAGTGGGTTAATGGCACATTGACAAACTTTAGTA
TAGAGTCAAATAATACAATAATAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCTCCCATAGCAGGGCTAATTAACTGTACATCAAATATTACAGGACTACTATTGACA
AAAGATGGAGGGAAAAATAATAGTAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAACAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>M22639 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACATGGGATATTAGTAAATCAGAATGGGCTAATAGTACAG
AGTCAGATGATAAACCAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAAGGACAAATTAATTGTTCATCAAATATTACAGGGCTATTATTGACAAGA
GATGGTGGTACAAATAATAGTTCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAGGTAGTAAAAATTGAGCCACTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCACGGTCATTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MH705152 
TTCTACTGCAATACATCAGCACTGTTTAATAGTAGTTTTGATACAACAAGTAATAGTACAGAGTCAAATGATA
GTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGAAAGATCGAGTGTTCATCAAACATTACAGGGCTACTATTGACAAGAGATGGTGGTGCA
AATAATAATAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAGAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAACTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>J03653 
TTCTACTGCAATACATCAAGACTGTTTAATAGTACATGGAATAGTAGTACATGGAATAATGATACATTAAATA
GTGAAGGAACAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCTATCGAAGGACTAATCAAATGCACATCAAATATTACAGGGCTATTATTGACAAGAGACGGT
GGTGTAAATAATAGTACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAATGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTTGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGTGTCAGTGGCACTGACGGGACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM068555 
TTCTACTGCAATACATCAGGACTGTTTAATAGCACATGGAATAAGGATAATAGCACATGGAATAATAATGGTT
CCCTAGGGGAGGATACAAATCCAAACATCACACTCCCATGCAGAATTAAACAAATCATAAACATGTGGCAGGG
AGTAGGAATAGCAATGTATGCCCCTCCCATCAAAGGCCTAATCAATTGTACATCAAATATTACAGGGCTACTA
TTGACAAGAGATGATGAAGGTTTTGGTGGTGTCAAAATTAAAAATGAGACCAAAATTAATGAGACCTTCAGAC
CTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGACTTGAACCACT
AGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTAGGATTAGGAGCTATG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGAC
TATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCA
ACTCACGGTCTGGGGCATT 
>AY371155 
TTCTACTGTAATACATCAAAACTGTTTAATAGAACATGGAGTATTGGTACATGGGAGGATAGTACAGGGAATG
ATAATAATACTGCATTAAATGATACAATAACCCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGCAGGACAAATTAAATGTACATCAAATATTACAGGGCTATTA
TTGACAAGAGATGGTGGTAATAATAATTCTGGTAATAATTCTGGAAATTCTACAGAGATCTTCAGGCCTGGAG
GAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAATAGTAAGAATTGAACCACTAGGAGT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTAT
TGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCAC
AGTCTGGGGCATT 
>AY371157 



TTCTACTGCAATACATCAGGATTGTTTAATGGAACATGGGATAATGGAACATGGACATGGAATACTAGTGCAG
TACCAAATGAAACAATCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGACTAATTAAATGTTCATCAAATATTACAGGGTTACTGTTGACAAGAGAT
GGTGGCAATACTAGTGATAGTGCAGAGACTTTTAGGCCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JX140670 
TTCTACTGTAACACATCATACCTGTTTAATGGCACATGGATTAATGGCACAAGGAATGACACAAGGACTAATG
GAACAGGGGATACAATAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCTATTAAAGGACAAATTAAATGTTCATCAACTGTGACAGGGCTAATACTGACAGTAGATGAA
GTTAATAATTCGAGTCCTGAGGCGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTGAGAATTGAACCATTAGGAATAGCACCAACCAAGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAGAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM068556 
TTCTACTGTAATACATCAGGACTGTTTAATAGTACATGGAACAATACCGCATCAAATAATACAAGGGTAAATA
ATGAAACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCCCCCATTAGCGGACTAGTCAAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGTGGC
TCTAATAATGATAGTGAGAGTAGTGAGACCTTCAGACCTGCAGGGGGAAATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGGATAGCCCCCACCAAGGCAAGAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCCCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGAGCTATAGAAGCGCAACAACATTTATTGCAGCTCACAGTCTGGGGCATT 
>JN054274 
TTCTACTGCAATACATCAGGACTGTTTAATAAGACATGGACAGGTAATGAGACAGGGACTAATAACAACACAG
ATAGGAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTGGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGATTAATTAAATGTTCATCAAATATTACAGGGCTATTACTGACAAGAGATGGTGGT
AGTAGTAATAATGCTTCTAATAATGAGACCATCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACAATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>AF321082 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAAGAACAATAGTGCTTGGGAGAGCAATAGCACTA
CCAGCTCAAATGGCAATATAACCCTCCAATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGAAA
AGCCATGTATGCCCCTCCCATTGAAGGAAAACTTAACTGTTCATCAAATATTACAGGGCTACTATTGGTAAGA
GATGGTGGGGGAGATGATAATAATAGGACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGACTTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ385448 
TTCTACTGTAATACCTCAAAACTGTTTAATAGAACATGGAATATATCAGAACCAAGTAATGATACAGAGCCAA
TCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATTGCAGGACCCATCAAATGTTCATCAAATATTACAGGACTGATATTGACAAGAGATAGTGGGACTGGGAAC
GAGAGCAAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAGAATTGAACCCCTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCGGTGGCG
CTGACGGCACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF457090 
TTCTACTGCAATACATCACAACTGTTTAATAGTACGTGGGATAATAATAAGTGGAGTGATACAACAAATAGTA
CAGGGGGAAATGCGAGTAAAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAGAGGAGCCATCAACTGTTTATCAAATGTTACAGGACTATTGTTGACA
AGAGATGGAGGGAATATCAATAGTACTAATGAGACCTTCAGGCCTGGAGGAGGGGATATGAGAGACAATTGGA
GAAGTGAGTTATACAAATATAAAGTAGTAAAGATCGAACCACTAGGTCTAGCACCCACCGAGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGC



ACGATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU921767 
TTCTATTGTAATACATCAAACCTGTTTAATAGTATATGGAATACAACACAAGGGACTAATAGTACAGGGTCAG
AAAATAAAACAATCACGATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGAAGGATACATTAATTGTTCATCAAATATTACGGGGCTACTATTGACAAGAGATGGT
GGTATACAGAATGATTCTGATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTAGTGGA
AAGAGAAAAAAGAGCAATAGGTCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH425161 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACCTGGATGTTTAATAGTACAGAGGTTAATAGTACAGGGT
CACATGATAGTACAATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGAGAAATCAAATGTTCATCAAACATTACAGGGCTAATATTGACAAGAGAT
GGTGGTTCAAATAGTAGTACGAATGAGACCCTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAATAGTAGT
GGAAAGAGAAAAAAGGGCAATGGGTTTAGGAGTTATTTTCCTTGGGTTCTTGGGAGCACCAGAAACCACGATG
GGCCCAGCTTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGCCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>L22945 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGAAAACAAAATCAGGTGATAATATTACACTCCCAT
GCAGAATAAAACAGATTATAAACCTGTGGCAGAGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGAGGGAGT
GATCAGCTGTTCATCAAATATTACAGGGCTACTATTGCTAAGAGATGGTGGGATACATAATACTAGCAATGAG
ACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGACTCGAACCACTAGGAGTAGCACCCACCACAGCAAAGAGAAGAGTGGTGAAAAGAGAAAAAAGAGCAAT
AGGACTGGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCAATGGCGCTG
ACGGTACAGGCCAGACAGCTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ488926 
TTTTACTGCAATACATCAAAACTGTTTGATAGAGAATTTAACATAACAGGGAATAATAGTACTAACAATAGTA
CAGATGATACAATAACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCGCAGGACAAATTAAATGTTCATCAAATATTACAGGGCTACTATTGACAAGAGATGGT
GGTAAAAATGCTTCTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY253311 
TTCTACTGCAATACATCACTCCTGTTTAATACTACATGGATTAAGGGTACACAAAATAATACAGAGACAAATA
ATAGTACAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCGCAGGACTAATCAGATGTACATCAAATATTACAGGACTATTACTAACAAGAGATGGTGGT
AATGTAAATAATAGTAGAGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATAGAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>U65075 
TTCTACTGCAATACATCAGAACTGTTTAATATAACAAATAGTACAGGGGTAAATGAGAGTAGTATAATCAGAC
TCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGC
AGGACAAATCAACTGTTCATCAAATATTACAGGATTATTGTTGACAAGAGATGGTGGTGCAAATAGTAGTGAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAA
GACTTGAACCAATAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGG
ACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCACTGACGCTGACG
GTACAGACCAGAAAGTTATTGTCTGGGATAGTGCAACAGCAAGACAATTTACTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853116 
TTCTACTGCAATACATCAGGACTGTTTAATAGTACATGGAATGAGACTACACCAAATAGTACAAATACAAATA
AGAATGACACAATCACACTCCAATGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGAAGAGCAAT
ATATGCCCCTCCCATTGAAGGAGTACTCAACTGTTCATCAAATATTACAGGGCTATTGTTGACAAGAGATGGT



GGTGTAGGGAATGAGACAAATGGAACAAATGAGACTTTCAGACCAGGAGGAGGAGATATGGGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGTCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAG
ACAATTTGCTGAGGGCTACAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>KF986131 
TTCTACTGCAATACGTCAGGCCTGTTTAATAGTACATGGAACAATAAAACTACATCTAATGACATGGGGGTAA
ATGGGACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAGGCAATATA
TGCTCCTCCCATTGAAGGAATAATTAAATGTTCCTCAAATATTACAGGACTATTGCTGACAAGGGATGGTGGT
GTAAATTCTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAATAGGACTGGGAGCGATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAGCTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX658588 
TTCTACTGCAATACAACAGAACTGTTCAATAGTACATGGAATAATACGTCAACTAGTACAGGGGGAAATGAAA
GTACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGAAGGATTAATCAAATGTTCATCAAATATTACAGGATTATTGTTGACAAGAGATAGTATAGGT
AAGAATAAGTCGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGAAAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX236668 
TTCTACTGTGATACATCAGAACTATTTAATAAGACATCAAACAGTACAGGGGGACCTAGGGATACAATTACAC
TCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTATGCCCCTCCCATTGA
AGGACTAATCAAATGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGGGGTACAAATAATAGTAAG
GAGGAGACTTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGAGTTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCGAT
AGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACACTG
ACGGTACAGGCCAGACAGTTATTGTCTGGAATAGTGCAACAGCAAAATAATTTGCTGATGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215351 
TTCTACTGCAATACATCAGATCTGTTTAATAGGACATGGACATCAAATAGTACATGGGGATCAAATAGTACAG
GGGGAAATGATACAATCAAACTCCAGTGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGGAACATCAGCTGTTCATCAAATATTACAGGAATATTGTTGACAAGAGAT
GGTGGTGCAGATAATAATGGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGACTTGAGCCATTAGGTCTAGCACCCACTAAAGCAAAAAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGTGTCATTGACGCTGACGGTACAGACCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX236673 
TTCTACTGCGATACATCAAAACTGTTTAATAGCACATGGATACGGCATAACAACACATGGAATAGCACATGGA
AAGTCGAGGATGAAAATAGTACAGAGATAAGGAATGATACAATCGTGATCTCATGCAGAATAAAACAAATTAT
AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCCCCTATTAGAGGAGTAATCAATTGTACATCAAAT
ATTACAGGGCTCTTACTACTAAGGGATGGAGGTACAAATAGGACTAATGAGACCTTCAGACCTGGAGGAGGAG
ATATGAGAGACAATTGGAGAAGTGAACTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACC
CACCAGGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACAATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAGTTATTGTCTG
GTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGTGCAACAACGACTGTTGCAACTCACAGTCTG
GGGCATT 
>JX236679 
TTCTACTGCAATACATCAGGACTGTTTAATAGTAAATGGGGGAATGATACAGATACAGGTAATAATAGTACAA
GTGACAAACCAATCACACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGCAGGGCAAT
GTATGCCCCTCCCATTGAAGGACAAATTAAATGTTCATCAAATATTACAGGATTATTATTGACAAGAGATGGT
GGTATTGGTGGTAATGAGAATGAGACCTTCAGGCCGGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCATTAGGTCTAGCGCCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>JX236672 
TTCTACTGCAATACATCAAGACTGTTTAATAGCACATGGACAAAAAATAACACATGGGCAAATAATAGTACAA
TAAATGAGACAGAGGTTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCAATGTATGCCCCTCCCATTGCAGGAAAAATCCACTGTTCATCAAACATTACAGGACTACTGTTGACAAGA
GATGGTGGTAGTCCAAATAATGGGACTAATGACACCTTCAGACCTGGAGGGGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCACTGGGTCTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCCCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACGATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U88824 
TTCTACTGCAATACAACAAGACTGTTTAATAGTACATGGAAAAGGAATAATAGTGAATGGAGGAGTGATAATA
CACCAGATGAGACAATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGAAGGATTCATCAACTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGAT
GGTGGTGCAATTAATAGTAGCCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAAACTTGAACCAATAGGTCTAGCGCCCACCGCGGCAAAGAGAAGAGT
GGTAGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACG
ATGGGCGCAGTGTCACTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF986082 
TTCTACTGCAATACATCAGGACTGTTTAATAATAATACGCTGAAAAATGGTACGTGGACAGGGGTAAATGGTA
CGGTAAATGGTACCATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATTGAAGGACTAATCCATTGTTCATCAAACATTACAGGATTATTGTTGACAAGAGAT
GGAGGTATAAATAATACAACTGAAACCTTCAGGCCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TGTACAAATATAAAGTAGTAAGAATCGAACCACTAGGTCTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCATTGACGCTGACGGTACATGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853078 
TTCTACTGCAATACATCACAACTGTTTAATGGGACATTTAATACTACATTAAATAGTACAGAGAAAAGAGGGA
TATCAAATGATAACATCACACTCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGAAAAATCCAATGTATATCAAATATTACAGGACTATTGTTGACAAGAGAT
GGTGGTATACATAATGAGAGTTGTCGGAATGAGACCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCGTTAGGCATAGCACCCACCAAGGCAAGGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAGTAGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCGGCAGGAAGC
ACGATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGAACGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU853094 
TTCTACTGCAATACATCAAGCCTGTTTAATACATCAAATAATACAGGAGAAAATAATAGTACAATCACAGGAG
AAAATAATAGTACAATCACACTCAAATGTAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGAACAGC
AATGTATGCTCCTCCCATTGCAGGACCAATCAGTTGTTCATCAAATATTACAGGACTATTGTTAACAAGAGAT
GGTGGTATAAATAGTAATAAGAGTAGAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGACTTGAACCACTAGGACTAGCACCCACCAATGCAAAAAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484511 
TTCTACTGCAATACATCAGGATTGTTTAATAATAGTGTATGGAGCAATGATACATCAAGTAGTAATGATACAT
CAAGTAGTTCAAATAGTACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGG
AAAAGCAATGTACGCCCCTCCCATTGCAGGAATAATCAAGTGTTCATCAAATATTACAGGACTATTGTTGCAA
AGGGATGGTGGGAATAATGATAGCCGCACGAATACAAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGACTTGAACCACTAGGTATAGCACCTACCAGGGC
AAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484514 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACCTGGAATAATGGTACAGTAAATAGTACAGATACAGTAA
ATAGTATAATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATAGAAGGACTAATCATGTGTAATTCAAATATTACAGGGCTATTACTGACAAGAGATGGTGGT
ATAAATACTAGTGATGAGAATGAGACTTTCAGACCTGGAGGAGGGAATATGAAAGATAATTGGAGAAGTGAAT
TATACAAATATAAGGTGGTAAGAATTGAACCACTAGGAATAGCACCCACCACGGCGAAGAGGAGAGTGGTGGA



AAGAGAAAAAAGAGCAATAGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF484483 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAATAATGGTACATTAGAAAGTAATATCACACTCG
GGGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATAGAAGGAATAATCAAATGTTCATCAAACATCACAGGACTATTATTGACAAGAGATGGTGGT
GCAAATAATAATAGTACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAGAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF484515 
TTCTACTGCAATACATCAGGACTGTTTAATAGTGAATGGAATGATACTACATGGAACGATAATAGTACAAGGA
CAGATGAGACAATCAAACTCCAGTGCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAACAGCAAT
GTATGCTCCTCCCATTGAAGGACTAATCCAATGTAGATCAAATATTACAGGACTATTGTTGACAAGAGATGGT
GGTGCAGATGAGAATAAGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575388 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAGGAATAATAGTACATCCAATAGTACATTAAATA
GTACAGATCTAATCACACTCCAATGCAGAATAAAACAAATTATCAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGACTAATCAAGTGTTCATCAAATATTACAGGACTATTGTTGACAAGAGATGGT
GGTGATGGTGGTGCAACTAATAATATTAGTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAACTATACAAATATAAAGTAGTAAGAATTGAGCCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAAAGGGAGAAAAGAGCGATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCGGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF575400 
TTCTACTGCAATACATCACAATTGTTTAATAGTACATGGGGGAATAATAGTGAGTCTAATACAACAAGTAAGG
AAAATGTGATCACACTCCCATGCAGAATAAAACAAATTGTAAATCTGTGGCAGGAGGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGAAGGAATAATCAACTGTGCATCAAATATTACAGGATTATTGTTAACAAGAGATGGTGGT
GCAAATAGGCAGAATGAGACTAGGCAGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCACGGCAAGGAGAAG
AGTGGTGGAAAAAGAAAAAAGAGCAATAGGAATAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EF575417 
TTCTACTGCAATACATCACAATTGTTTGATAGCGTGTTTAATAATACTACATTAAATGCTACAGAGAAAAATG
AGAGTACAATCACACTTCCATGCAAAATAAGACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAGTGTA
TGCCCCTCCCATTGAAGGAAATATCAGCTGTTCATCAAATATTACAGGACTATTGTTGACTAGGGATGGTGGT
GCAATTAATGGTAGTAAGAATGAGAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGACTAGCACCCACCGAGGCAAAGAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCATG
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGACCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAATA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF575447 
TTCTACTGCAACACATCACAACTGTTTAATAGTACATGGTATAATAATACATTCAATAGTACAGGGTCAAATG
GAACTATCACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGGAGTGGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGACAAATCAATTGTACATCAAATATTACAGGGCTTTTGTTGACAAGGGATGGTGGTGGT
GCAAATAATAGTTGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGGAGTGAATTAT
ACAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCGCCCACCACAGCAAAAAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>U36886 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGGTTGATGGTACAGCAAATGGTACAAGGCCAGATA
ATAATATCACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC



CCCTCCCATCGAAGGACTAATCAAGTGTACATCAAATATTACAGGACTCTTACTAATAAGGGATGGTGGTGCA
AATAATGGTAGTAATAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCACGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY795907 
TTCTACTGCAATACATCAACACTGTTTACTAGAACAATTAACACAACAAATGATAATACTGTAAATAGTACTG
GAAATAATACAAATGATACAATAACCATCCCATGTAGAATAAAACAAATTATAAATATGTGGCAGGGAGTAGG
AAGAGCAATGTATGCCCCTCCCATCGCAGGAATAATTAAATGTTCATCAAATATTACAGGGCTACTATTGACA
AGAGATGGTGGTAGTAACAATACTAACAGTACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATT
GGAGAAGTGAATTGTATAAATATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAATAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY773339 
TTCTACTGTAATACATCTAGGCTGTTTAATAATACATGGAATGGTACACATGTCAATAAGACAGACACCAATG
GGGCAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTGGGAAAAGCAATGTATGC
CCCTCCCATAGAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTAATATTGACAAGAGATGGGGGTAAT
AGTAGTTCTGACAACGAGACCTTCAGACCTGGTGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATA
AATACAAAGTAGTACAAATTGAACCAATAGGAGTAGTGCCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGGGA
AAAAAGAGCAATAGGACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGAGTCA
TTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>GU329179 
TTCTACTGCAATACAACAAACCTGTTTAATAGCACATGGAAAAAGAATAGTACTACTGGTACATGGGGGACTA
ATGATACAGGGACAGGAAACATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATATATGCCCCTCCCATAGCAGGACAAATTAAATGTATATCAAATATTACAGGGATACTATTGACA
AGAGATGGTGGTGTTAATACTAGCACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGAATAGCACCCACCACGGCAAAGAGAAG
AGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTTACGGTCTGGGGCATT 
>JF680926 
TTCTACTGCAATACAACAGGACTGTTTAATAGTAAATGGATAAATGGGACTAAATGGATAAATGGGACTATAG
GAGATAATAGTACAGAGGAAAATAATAATACAATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTG
GCAGGGAGTAGGAAAAGCAATGTACGCTCCCCCCATTGAAGGACAGATCACCTGTGTATCAAATATTACAGGA
CTATTGTTGACAAGAGATGGTGGTGGAAATAATACTAGTACTGATGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGAGATAATTGGAGAAGTGAATTATATAAATATAAAATAGTAAGAGTTAAACCAATAGGCCTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACGATGGGCGCAGCGTCCTTGACGCTGACGGTACATGCCAGACAGTTACTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGG
CATC 
>FJ900268 
TTCTACTGCGATACATCAAAATTGTTTAATAACACAGTAACCAATGAAACTATCACTCTCCCATGTAAAATAA
AACAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTATGCCGCTCCTGTGGCAGGAAATATTACCTG
TAACTCAAATATTACAGGCTTACTATTGACAAGAGATGGTGGTAAGGAAGATAATAGTACTGATGATACTGAG
ATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCACTGGGAGTAGCACCCACCAAGGCAAGAAGACGAGTGGTGGAGAGAGAGAGAACAAAAAGAGCAGT
GGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTGAAGCGC
AGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF077336 
TTCTACTGCGATACATCAGGACTGTTTAATGACACAGGCTCCAATAATGGCACTATCACTCTCCCATGTCGGA
TAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATACCTCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTTTACTATTGACAAGAGATGGTGGTAATGAGAGTAACATTGAGACCTTCAGA
CCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAGAAATTGAACCAT
TAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTT
GTTCCTTGGGTTTCTTGGGGACAGCAGGGAGCATATGGGCGCGGCGTCGATAACGCTGACGGTACAGGCCAGA



CAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>DQ313239 
TTCTACTGCAATACATCAGGACTGTTTAATACTAATACATCAGGACAGTTTAATACCACAGGATCCAATGAAA
CTATAGTTCTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATTGCAGGAAATATTACCTGTAACTCAAATATTACAGGCCTACTGTTAACAAGAGATGGTGGTAATAGT
AGTAATGCTAATGCTAATGAGACCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAAAGACAAGTGGTGAAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH746241 
TTCTACTGCAATACATCAGGACTGTTTAAGGACGTAGTATCCAATAGCACCAATGAAACTATCACTCTCCCAT
GCAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAA
CATTACCTGTAATTCAAATATTACAGGCCTACTATTGACAAGAGATGGTGGTAGAAATGAAACTACTGGTAAT
GGAACTGAGGAGGAGACCTTCAGACCTGAGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAGT
ATAAAGTAGTAGAAATTGAGCCACTAGGAATAGCACCCACTAGAGCAAAAAGACAAGTGGTGACGAGACAAAA
AAGAGCAGTGGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGCACAGGCCAGACAAGTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365763 
TTCTACTGCAATACATCATGGCTGTTTAGTGACACAGAATTCAATGATAGCACTATTACTCTCCCATGTCGAA
TAAAACAAATAGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTGCTACTGACAAGGGATGGTGGCCAGAATAATACCAACCAGACTAATACT
AATGAGACCTTCAGACCTGGGGGAGGAGAGATGAGAGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGGCGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>FJ771009 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGGAACCAGTACCAATGCCACTATCGTTCTCCCATGTA
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAATAT
AGTCTGTAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTAAAGATAACCAGAATAAGACTGAG
ATCTTCAGACCGGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAA
TTGAACCACTAGGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTGAGAAGAGAAAAAAGAGCAGTGGGACT
AGGAGCCTTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAGCTATTGTCTGGAATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAACAGC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236573 
TTCTACTGTAATACAACAAAGCTGTTTAATGACACAGTACCCAATAACACTACCATCATTCTCCCGTGTCGAA
TAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAG
TTGCAGCTCAAATATTACAGGACTTCTATTGACAAGAGATGGTGGTACTGATAAGGTTAATGAGACTGAGACC
TTCACACCTAGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATATATATAAAGTAGTAGAAATTG
AACCATTAGGAGTAGCACCCACCAAGGCAAAAAGACCAGTGGTGCAGAGAGAGAAAAGAGCAATAGGAATAGG
AGCTTGGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAACAGCATA
TGTTGCAGCTCACAGTTTGGGGCATT 
>FJ771010 
TTTTACTGTAATACATCAAAACTGTTTAATGACACAGACCCCTTCAATGAAACTATCACTCTCCCATGTCGAA
TAAGACAAATTATAGGGATGGGGCGGGAAGAAGGACGAGCAACGTATGCCCCTCCTACTGATGGAAACATTAC
CTGTAGTTCGAATATTACAGGTTTACTATGGACAAGAGGTGGTGGTAATGGTAATAATAGTATTAATGAGACC
TTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAGAAATTG
AGCCACTAGGAGTTACACCTACCAAGGCAAAGAGACAAGTGGTGAAGAGAGAAAAAAGAGCAATACTGGGCAT
GGGAGCTGTGTTCCTCGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGACCAGACAACTATTGGCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAACAAC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KT427868 
TTCTACTGCAATACATCAGGGCTGTTTAATGATACACTGTTTGATGACAATATTACACTCCCATGTCGAATAA
AACAAATTATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCTCTCCTATTGAAGGAAGCATTACCTG
TAGCTCAAATATTACAGGTCTATTATTGACAAGAGATGGTGGAAATGTTGATAGTACTAATAATATTGAGATC



TTCAGACCTTGGGGAGGCAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAGAAATTG
AACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAGAGCAGTGGGAATAGG
AGCTCTTTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>MG365766 
TTCTACTGCAATACAACACAACTATTTAATAACACAAAAGTCAATGGCACCATCACTCTCCCATGTCGGATAA
AACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGAAGGAAGCATTACCTG
TAAATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTGGGAATAATGGTGGTGAGAATAAAGGTATT
GAGATCTTCAGACCTGGGGGAGGAAATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGG
AACTTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAAAGAGAAAAAAGAGCAGTGGG
AATAGGAGTTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAAC
AACACCTGTTGCAGCTCACAGTCTGGGGCATT 
>MG365762 
TTCTACTGCAATACATCAAATCTGTTTAATGACACAGCATTAAATGACACAATACTCAATGACAATATCACTC
TCCCATGTCGAATAAAACAAATAGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCAATCCCATTGA
AGGAAAGATTACCTGTATCTCAAATATTACAGGTCTACTATTAACAAGAGATGGAGGTAATGATAATAAGACT
GAGAATAATAATACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGAGCAAAAAGACAAGTGGTGAAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181918 
TTCTACTGCAATACATCATGGCTGTTTAATAACACAGAATTCAATGATAGCACTATCACTCTCCCATGTCGAA
TAAAACAAATAGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATCAC
CTGTAACTCAAATATTACAGGTCTGCTACTGACAAGGGATGGTGGCCAGAATAATACTAATGAGACTTTCAGA
CCTGGGGGAGGAGAGATGAGAGACAATTGGAGAAGTGAGCTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCGAGGCAAAAAGGCGAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGT
GTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>KX181921 
TTCTACTGCAATACAACAAGACTGTTTAATATCACTGATAAGAATATCATTGATAAGAATAGCACTATCACTC
TCCCATGTCGAATAAAACAGATCATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGC
AGGAAGCATTACCTGTAACTCAAATATTACAGGTCTGATATTGACAAGAGATGGGGGCAGTTGCAATGATACT
AATGGCACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATA
AAGTAGTAGAAATTGAACCATTAGGAATAGCACCAACCACGGCAAAAAGACAAGTGGTGAAGAGAGACAAAAG
AGCAGTCGGAATAGGAGCTGTGCTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTG
GCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCCATTG
AAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KX181922 
TTTTACTGCAATACATCAAAACTGTTTAATGACACAGTGTCCAACGACACTATCATTTTCCCATGTAAAATAA
AACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCTGCTCCCCTTGCAGGAAACCTTACATG
TAGGTCAAATATTACAGGTCTACTATTAACAAGAGAAGGGGGCAATAAAGAGAATGAGACCTTCAGACCTGGG
GGGGGGAATATGAAAGACAATTGGGGAAGTGAATTATATAAATATAAAGTAGTAGAAAATGAACCCCTAGGAA
TAGCCCCCCCCAAGGCAAAAAGACAAGTGGGGACGAGAGAAAAAAGAGCAGTGGGAAAGGCAGCTGTGATTTT
TGGGTTTTTGGGAGCAGCCGGAAGCACTATGGGCGCGGGGTCATTAACGCTGACGGTACAGGCCCGACAAATA
TTGTTTGGTATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAGGCGCAACAGCACCTGTTGCAACTCA
CAGTCTGGGGCATT 
>KX181919 
TTTTACTGCAATACATCAGGAATGTTCAATGACACAGAATCCAATGAAAATATTACTTTCCAATGTTGCATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGGCGAGCAAAGTATGCCAATCCCGTTGCAGGAAACATTACCTG
TAACTCAAATATTACAGGTTTGATATTGACAAGAGATGGTGGAAATAATAGTACTGGCAATGAGACCTTTAGA
CCCGGGGGGGGAAATATGAGGGACAATTGGGGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCCC
TAGGAATAGCCCCCCCCCAGGCAAAAAGACAAGTGGTGGCGAGGGAAAAAAGAGCAGGGGGAAAGGGAGCTTT
CTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAAGGTTATTGAAGCGCAACACCATTTGTTGC
AGCTCACATTCTGGGGCATT 
>AF005494 



TTCTACTGTAATACAGATGAACTGTTTAATGACACAAAATTCAATGACACAGGATTCAATGGCACTATCACTC
TCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCAATCCCATTGC
AGGAAACATTACCTGTAACTCAAATATTACAGGTCTGCTATTGACAAGAGATGGTGGTCTGAATAGTACTAAT
GAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAGAGCAGTGGG
ACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU446022 
TTCTATTGCAATACATCAGAACTGTTTAAGAATGCCATCACACCCAATGTCACTATCATTCTCCAATGTAGAA
TAAAACAAATTATCAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTTCTCCCATTGCAGGAAGCATTAC
CTGTAACTCAAGTATTACAGGCCTACTATTAACGAGAGATGGTGGTAACGATAATGTAAGCACAGAAGAGATC
TTCAGACCTGGGGGAGGGAATATGAAAGACAATTGGAGAAGTGAACTGTATAAATATAAAGTAGTAAAAATTG
AACCATTAGGAGTAGCACCCACCAGAGCAAAAAGACAAGTGGTGAAGAGAGACAAAAGAGCAGTGGGATTAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCTGCGTCAATAACGCTGATGGTACAG
GCCAGACAATTACTGTCTGGGATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATTGAAGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>HQ236616 
TTCTACTGTAATACATCAGGATTGTTTAATGACACAGCAGTTAATGACACAGCACTCAGTAATGACACTATCA
CTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGAGAGTAGGACGAGCAATGTATGCCGCTCCCAT
TGCAGGAAACATTGTCTGTAGCTCAAATATTACAGGAATGCTATTGACAAGAGATGGTGGCACTAATGACACT
ACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAAGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACCAGTGGTGCAGAGAGAAAAAAGAGCAGT
GGGAATGGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTG
ACGGTACAGGCCAGACAATTGCTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF381271 
TTCTACTGCAATACATCAAAACTGTTTAACAATAACATAAGCTCCAGTGAGAATATCACTCTCCCATGTAGAA
TAAGACAGATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCCATTGCAGGGGCCATTAC
CTGTATCTCAAACATTACAGGCATACTATTGACAAGAGACGGTGGTCCAGTCAGCAATAGTACAAACCATACT
GAGATCTTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGATTAGCACCCACCAGGGCAAGAAGACAAGTGGTGCAGAGGGAAAAAAGAGCAGCACT
GGGACTGTTCTTCCTTGGTTTCTTGGGAGCAGCAGGAGGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATTGATGCGCAACAAC
ATATGTTGCAGCTCACAGTCTGGGGCATT 
>MK177827 
TTCTACTGCAATACATCAGGATTGTTTAATGACTCAGCTACTGAAAATAATGAAACTACTATCACCCTCCCAT
GTAGAATAAAACAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCCCATTGCAGGAAA
CATTACCTGTAATTCAAATATTACAGGTCTACTATTGACCAGAGATGGTGGTAATAATACTAATGATAATGAT
ACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAG
TTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGAAGAGAAAGAAGAGCAGCAGGAAT
AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGGCAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTATTGAAGCACAACAAC
ATCTGTTGAAGCTCACAGTCTGGGGCATT 
>MF381284 
TTCTACTGCAATACATCAGGATTGTTTAATGACTCAGCTACTGAAAATAATGAAACTACTATCACCCTCCCAT
GTAGAGTAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCCCATTGCAGGAAA
CATTACCTGTAATTCAAATATTACAGGTCTACTATTGACCAGAGATGGTAGTAATAATACTAATGATAATGAT
ACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAG
TTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGAGAAGAGAAAGAAGAGCAGCAGGAAT
AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGGCAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTATTGAAGCACAACAAC
ATCTGTTGAAGCTCACAGTCTGGGGCATT 
>DQ979025 
TTCTACTGCAATACATCAGAACTGTTTAATGACACAGGATCCAATGGCACTATCACTAATGACACTATTACTC
TCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTGCTCCTATTGC
AGGAAACATTACCTGTAACTCAAATATTACAGGCCTAATGTTGACAAGAGATGGTGGTAAAGATAATAGTTCG
ACCGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGAAGACGAGTGGTGGGGAGAGAGAGAGAAAAGAG
AGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTA



ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF321084 
TTCTACTGCAATACATCAGAACTGTTTAATGATACAGTATCTAATAAAACTAATGAAGTAAATAATACAACAT
CTAGCGGTAATATCACTCTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAAT
GTATGCCGCTCCCATTGCAGGACAAATTACCTGTAATTCTAATATTACAGGCCTACTATTAACAAGAGATGGT
GGTATTAAGACTAATGATACTAATGGTGATAATAAGACCGAGATCTTCAGACCTGGGGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGC
AAAAAGACGAGCGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGGAGCTTTGTTCCTTGGGTTCTTGAGCGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGATGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AF084936 
TTCTATTGTAATACATCAGGACTATTTAATAATAGTATATTAAAGAGTAATATATCAGAAAATAATGATACTA
TCACACTTAATTGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAACATTACATGTAGATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGATAACAAT
AGCACTAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTATATAAGTATA
AAACAGTAAAAATCAAATCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTGGAGTAGGAGCTATCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746255 
TTCTATTGTAATACATCAAAGCTGTTTAATAGCTCAGAGCTGGGTAATCTGTCTAATAATACTAATGATACTA
TCACACTTCCATGTAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTGAAGGAAACATTACATGTAAATCAGAAATTACAGGACTACTATTAATAAGAGATGGTGGAGAGACTAAT
AGGACAAATGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168277 
TTCTATTGTAATACATCAGGATTGTTTAATATGTCATTGTTTAATAGTAGTAGTAGTGAGAATGGGACGACCA
ATATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAATGTATGCCCC
TCCCATCGCAGGACAAATTACATGTATATCAAACATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAGT
GGTGGGAATAGTAGCAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAG
AGAAAAACGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705162 
TTCTATTGTAATACATCAGGACTGTTTAATATGTCAAATATTAATGCTAATGCATCAGATAGTAATGGAAATG
ACACTATCACACTCACATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGC
CCCTCCCATAGAAGGAAACATTGAATGTAAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGGGT
AACATTGACAATGAAAGTGAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
TTAAGTATAAAACAGTAAAAATCAAATCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705155 
TTCTATTGTAATACATCAGGACTGTTTAACAGTATAGAACAGTATAATAATACATCAAATAATAGTATCATAC
TCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGA
GGGACACATTACATGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGTGGTAATGAAAGTAAC
AGTGGAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATA
AAGTAGTAAAACTTAAACCAATAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
GGCAGTTGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705134 
TTCTATTGTAATACATCAAAACTATTTAATAATAGTTGGCTTAATAATAGTAGTAATGAAGCCAATATCACAC
TCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATATATGCCCCTCCCATCGC
AGGAAACATTGTGTGTAGATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGAATAACAATACAAAT



GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AGATCAAATCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTAGT
TGGACTAGGAGCTTTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ389364 
TTCTACTGTAACACATCAGGACTGTTTAATTGGTCTAGTAGTGGGAATGGGACCTCAGGGAATGGGAGCATTA
CACTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
CGCAGGAAATATTACATGTAAATCGAACATTACAGGACTCCTATTAACAAGAGATGGGGGGAATGAAACTGAA
CCTACTGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAG
TAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAGAGGAAAAAGAGC
AGTTGGACTGGGAGCTTTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCATCAATAACG
CTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAAG
CGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH705145 
TTCTATTGCAACACATCAGGACTGTTTAACACATCACTGCTTAATAATAGTAGTAATAATAATAGTAGTAATA
ATGATACCATAACACTCCAATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATTACATGTAAATCAAACATCACAGGACTAATATTAACAAGAGATGGAGGG
AATAATGACAACACGACAGAAGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAAT
TATATAAGTACAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGG
ACGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTTCTCCTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGTCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP718915 
TTCTATTGCAATACATCAAGACTATTTAATACATCAGATATTAATAACAGTAACAGTACAGACATAATACTCC
CATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGG
AAACATTACATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGTCTGATTCGTCTGTGGAA
GTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAGTATAAAGTAGTAAAAA
TTAAACCACTAGGAATAGCACCCTCCAAGGCAAGAAGGAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACT
GGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>KP718923 
TTCTATTGTAATACATCAGGATTGTTTAATACACTTAATAATAGTACATCAAATACTAGTATTATCAGTCTCC
CATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGGGGGACAAGCAATGTATGCCCCTCCTATAGCAGG
AAACATTACATGTACATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGCGAAAACGGAACTGAAACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAAAAATTA
AACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGTTGGACTGGG
AGCTGCTCTCCTTGGGTTCTTAGGAATGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGATGCAGCAACATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KR051438 
TTCTATTGTAATACATCAGGACTATTTAATAATAGTATGTTGTATAATAATAGTACTAGTAATGACACTATCA
CACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGGCAAGCAATGTATGCCCCTCCCAT
TAAAGGAAACATTACATGTAAATCAAGCATTACAGGGCTAATTTTAACAAGAGATGGTGGGAATGCTGATAGA
AATGCTACCGAGACCTTCAGACCTTCAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTTTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KR051448 
TTCTATTGTAATACATCACGATTATTTAACATATCAGATATATCAAATACATCAGAAACTAACATCACACTCC
CATGTAAGATAAGACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCAATGTATGCCCCTCCCATCGAGGG
AGAAATTACATGTAGATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGGACTAATGAAAATGGGAAT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAGGTATAAAATAGTAA
AAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAATAGTGGTGACGAGAGAAAAAAGAGCAGTTGG
ACTAGGAGCTGTTCTCTTTGGGTTCCTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAAC
AACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR017776 



TTCTATTGTGATACATCACCACTATTTAATCCTACAAGTAATAGCACAAGTAATAAAAATATTACACTCCCAT
GTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGGGGGACAAGCAATGTATGCCCCTCCCATCGAAGGAGA
AATTACATGTAGATCAAACATTACAGGGATATTATTAACAAGAGATGGTGGTGAAACTAATAAAAGTAGTGAG
ACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATACAAGTACAAAATAGTAAAAA
TTAAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGTCGGGAT
AGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGTCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCACAGCAAC
ATCTATTGCAACTCACAGTCTGGGGCATT 
>KR051461 
TTCTATTGTAATATATCAAAGTTGTTTAATAGCACAGCAGGTAATAGCACATCAAATAATAGCACATCAAATA
ATTCCACTATCACGATTCCATGTAGGATAAAACAAATTGTAAGACTGTGGCAGAGAGCGGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAGAAATTACATGTAGATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGT
AGGAATAATAACACAGAGGGAACGGAAATCTTTAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTG
AATTATATAAGTACAAAATAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGT
GGAAAGAGAAAAAAGGGCAGTCGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGGCATT 
>KP718925 
TTCTATTGTAATACATCAGGCCTGTTTGATAGACCAGAAAATAATACAGCAGAAAATATAACACTCGGATGTA
GGATAAAGCAAATTGTCAGGATGTGGCAGAGAGTGGGACAAGGAATGTATGCCCCTCCCATCGCAGGAAACAT
TACATGTATCTCAAACATCACAGGACTACTATTAACAAGGGATGGTGGTAATAATATCACTGAGGAAATTTTC
AGACCTGGAAGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTAAAC
CACTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGAATAGGAGC
TGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>KR051421 
TTCTATTGTAATACATCAAAACTGTTTAATACATCAGAACTGTTTAATACATCAACAAAGTTTAATATATCAA
CAGAGTCTAATAATAGTAATAGTGAAAAGAATGAGACTGATATTATCGTGCTCCCATGTAGAATAAAACAAAT
TGTGAGAATGTGGCAGAGAGTAGAACAAGCAATGTATGCCCCTCCCATCGAAGGAGTCATTACATGTAGGTCA
AACATTACAGGACTGATATTAATAAGAGATGGTGGTAATAGTAATGAAACTAATGGTACTGAGACCTTCAGAC
CTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTAAAAATAAAACCATT
AGGAATAGCACCAACCAAGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTT
TTCCTTGGGTTCTTAGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGAC
AATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCACAGCACCATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>KR051428 
TTCTATTGTAATACATCAAATCTGTTTGACACATCACTACTGTCTAATAGTAGTGAAGAAAATAATAATGGAA
AAAATGAAACTATCACGATCCCATGTAAAATAAAGCAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCAGAGGAAACATTACATGTGAATCAAATATTACAGGACTAATATTAACAAGAGATGGT
GGTGGAAATAATAGCAGTGACCCTGAGGTCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAAAATAAAACCATTAGGAATAGCACCAACCAGGGCAAGGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTACTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX140676 
TTCTACTGTAATACATCAAGACTGTTTTCACCATTAAATAGTACAAATAGTACTGGGAATATAACACTCCCAT
GTAGGATAAAACAAATTGTAAGAATGTGGCAAAGAGTAGGACAAGCAATGTATGCTCCTCCCATTGCAGGAAA
GATTACATGCATATCAAACATTACAGGACTACTATTAACAAGGGATGGTGGGAACAACAATAGTATTGAAACC
TTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATACAAGTATAAAGTAGTAAAAATTA
AACCACTAGGAATAGCACCCACCAGGGCACGAAGAAGAGTGGTGGGAAGAGAAAAAAGAGCAGTTGGACTGGG
AGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GTCCGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KP109502 
TTCTATTGTAACACAACAGGACTGTTTAATGATACATTATTGTCTGACAACAGTACCTCAGAAAACGATACTA
TCACACTCCAATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGGGTAGGACAAGCAATGTACGCCCCTCC
CATCGCGGGAGAAATTATATGTAGATCAAACATTACAGGGCTACTCTTAACAAGAGATGGTGGGAATATTACA
AATGGTACTGACACCTTCAGACCGGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAGTACA
AAATAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGGAAGAGAAAAAAG



GGCAGTTGGACTGGGAGCGTTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATA
GCGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATTTGCTGCAACTCACAGTCTGGGGCATT 
>AM279365 
TTCTATTGTAATACATCAAAACTGTTTGAACCATCTAATAGTACAGAGAGTATTGAACCATCAGAGAATAATA
GGACTAATATCACACTCCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATCGAAGGAAATATTACATGCAGATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGA
AATGGTGGGAGTAATGACAGTGAGGTCGTTAGACCTGCAGGAGGAGACATGAGGGACATTTGGAGAAGTGAAT
TATATAGATATAAAGTAGTAAAAATAAAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGG
GAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AM279350 
TTCTATTGTAAAACATCAGGACTGTTTAATAGTAGTCTGTTTAATAGTAGTCTGAATAATAGTAGTAAAAATG
AGAATATCACACTTCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGC
CCCTCCCATCGCAGGAGATATTACATGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAGC
AATAGAACAAATGAGACCTTCAGACCTTCAGGAGGAGACATGAGGGACAACTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAACCCACTAGGGGTAGCACCCACCAAGGCAAGAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTTGGACTGGGAGTTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN106043 
TTCTATTGTAATACATCAGGACTGTTTAATAATAGTAAATTAAATAGTACCACTACAAATAATACCACTATCA
CACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCTCCCCCTAT
TGCAGGAAATATTACATGTAGATCTAACATTACAGGGCTATTATTAACAAGAGATGGTGCAAATAATACTGGA
AATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAGAGCAGT
TGGAACGATGGGAGCTCTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCACTAACG
CTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH431770 
TTCTATTGTAATACATCAAAATTGTTTAATAATAGCTTGCTTAATAATAATACTGTTGATACCAACAACACAA
TCATACTCCCATGTAAGATAAAACAAATTGTGAGACTGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTCCAGGAGAAATAACATGTATTTCAAATATTACAGGGCTACTGTTAACAAGAGATGGTGATGGGAATAAT
AACACGAATAATGACACCGTCAGACCTTGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAATAGTAAGAATTAAACCACTAGGAGTGGCACCCACCAAAGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTTGGACTTGGAGCTTTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KY275364 
TTCTATTGTAATACATCAGGACTGTTTAATAATAGTCTATTAAATACCACTCTAACTGACACCACTCTAGAGA
ATACCAATCTCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCCCCCATCGCAGGAAATATTACATGCAATTCTAATATTACAGGGCTATTATTAACAAAAGATAGTGAA
GGTAATAGCAGTACAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAATAGTAAAAATTAAACCACTAGGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATAGAGGCGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MK254639 
TTCTATTGTAATACTTCAAAACTGTTCAATGAATCATTTATTAATGGGAATGATAGTAAAGACACTGAAAGTA
ATGACACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAATATTACATGTAGCTCAAACATTACAGGACTATTATTAACAAGAGATGGTGGA
CTGAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTGGTAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
GGCAGTTGGACTGGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTG
ACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGACGGCTATAG
AGGCGCAGCAACGCCTACTGCAACTCACAGTCTGGGGCATT 
>EU885759 
TTTTATTGTGACACATCAGATCTGTTTAATAGTAGTAGGTTTAATAATAGTAGTAATGACACTAATGACACTA
TCACGCTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC



TATCGCAGGAAACATCACATGTAGGTCAAATATTACAGGACTACTATTAACAAGAGATGGTGGAGGAAATAAT
ACAAATGAGACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAACCCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAA
AAGAGCAATTGGAATGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU885761 
TTCTATTGTAATACATCAGGTCTGTTTAATACATCAGGTCTGTTTAATAATAACAGTAATGATAGTAGTGGGA
ATATCACACTTCCATGTAAGATAAAGCAAATTGTGAGAATGTGGCAGAGAGTTGGACAAGCAATGTATGCCCC
TCCCATCGCAGGAAACATTACATGCAGGTCAAGGATTACAGGACTACTATTAGTAAGAGATGGTGGAAAAAGT
AATGAGACAAATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTAAACCACTGGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTTGGAATGGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU885762 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTAGTCTGTTTAATAGTAGTACTAATAGTAATAATGAAACTA
TCACAATTCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATTGCAGGAAATATTACATGTAGTTCAAACATTACAGGACTAATATTGGTAAGAGATGGTGGAACAAATAAT
AATACAAATGAGACTGTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCGTTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCACTA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU885763 
TTCTATTGTAATACATCAAGGCTGTTTAACAGTAGTGCTAATGCTACTAGTATTAATGATACTATCACACTTC
CATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGG
AAACATTACATGTAGCTCAAACATTACAGGACTACTATTAGTGAGAGATGGTGGAGTGAGAGGTGGTGAAGGA
AATAATACTGATAATAACACTGAGACTTTTAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAGAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGG
AAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGCCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN054265 
TTCTATTGTAATACATCGGCTCTGTTTAATAGTAGTCTGTTGAATAGTAGTAATAGTACTAATAGTACTATCA
CACTTCCATGTAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
CGAAGGAAACATTACATGTAGATCAAGCATTACAGGACTACTATTAATAAGAGATGGTGGAGATACTTCAAAT
GGAACTGAGATTTTCAGACCTACAGGGGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAGTATAAAG
TAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CACAGCAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>GQ222685 
TTCTATTGTAATACATCAAGTCTGTTTAATAGTAGCAGTAATGATAATACCACACATAATGGTGGTACTATCA
CACTTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCTCCTCCCAT
CGCAGGAAACATTACATGTAGTTCAAGAATTACAGGACTACTATTAGTAAGAGATGGTGGGACACATAATAAC
ACAAATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAGTTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ862781 
TTCTATTGTAATACATCACAGCTGTTTAATAGTAGTATCTGGTTTAATAGTAGTAGTAACTGGACTAATGGTA
CTAATGACACTATCATACTTCCATGTAGAATAAAACAGATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATCGCAGGAAATATTACATGTAGGTCAAAAATTACAGGACTACTATTGGTAAGAGATGGT
GGAGGAAATAATACAAATGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCGGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>JF327808 
TTCTATTGTAATACATCAGGCCTGTTTAATACATCAGACCTGTCTAATAATAACACACACAATAATAGTACAA
ATGATACTATCACACTTCCATGTAAGATAAAACAAATAGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATTACATGTAGTTCAAATATTACAGGACTACTATTAGTAAGAGATGGTGGA
AACGATAATGAGACAAATGGAACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGATAATTGGAGAAGTG
AATTATATAAGTATAAGGTAGTAAAAATTAAACCTCTGGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGGGAGGGAAAAAAGAGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATT
TGCTGAGGGCTCTAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN054287 
TTCTATTGTAATACATCAGGGCTGTTTAATAGTAGTCTGTCTGGAGATGGTAACTGGACTAGTGGTAACTGGA
GTAATAGTGGTAATATCACAATTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAATATTGCATGTAGGTCAAACATTACAGGACTACTATTGGCAAGAGAT
GGTGGTAATAACAATAGTACAAATGAGACTGAGATTTTCAGACCTGCAGGAGGAGACATGAAGGACAATTGGA
GAAGTGAACTATATAAATATAAAATAATAAAAATTAAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATGGGAGCGATCCTCTTGGGGTTCTTAGGAACAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JN054296 
TTCTATTGTAATACATCACAGCTGTTTGATAGTAGTAATAAAGATAACTGGACTAATACTATCACACTTCCAT
GTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCTCCTCCCATTGCAGGAAA
TATTACATGTAAGTCAAACATTACAGGATTACTATTGGTAAGAGATGGTAGTGGAAATAATAAAACAAATGAG
ACTTTCAGACCTGCAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTAAAAA
TTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACT
GGGAGCGGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGTAACTTGCTGAGGGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU685592 
TTCTATTGTAATACATCAGAGCTGTTTAATAGCAGTCTGTTTAATAATAGTAGTAATAATAGTGAGGTCATCA
CACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATTACATGTGTATCAAACATTACAGGACTACTATTAGTAAGAGATGGTGGAAATAACTCAACT
AATGGAACTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>U09664 
TTCTATTGTAATACATCAGGACTGTTTAATAGTAGTATATTATCTAACAATAATGCACCATCTAATAGCAGTA
AGAATATCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGGGTGGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATTACATGTAAATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGAAT
AGTACCAATGGAAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAATAAAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGA
AAAAAGAGCAATTACTGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCTGGGAGCACTATGGGCGCGGCGTCA
CTAGCGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB287004 
TTCTATTGTAATACATCAAGGCTGTTTAATAATGAAACTGGGAATAGCACAAACACAAATATCACACTCCCAT
GTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGAAGGAGA
AATTAGATGTGACTCAACAATTACAGGACTAATATTAACAAGAGATGGTGGGAACAGTAACAATACTAATAAT
ACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTACAAAACAG
TAAAAATCAAATCACTAGGAATAGCACCCACCAGGGCAAGGAGACGAGTGGTGGAGAGAGAAAAAAGAGCAGT
TGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGGCAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU168300 
TTCTATTGTAATACATCAAATCTGTTTAATAGTAGTAAGTTTAATAATAGTAGTGATAATGAAACTACTATTA
CACTTCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCAT
CGCAGGAAATATTACATGTAAGTCAAACATTACAGGACTAATATTGATAAGAGATGGTGGACAAGGTAATGAT
ACAAATAGGACTGAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTAAACCACTAGGAATCGCACCCACCAGGGCAAGAAGAAGAGTGGTGGGGAGAGAAAA



AAGAGCAGCTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF716477 
TTCTATTGTAATACATCAAGACTATTTAATATGACAGAATTAGACAAATCAGGCAATGAAACAATCACACTCC
CATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGAGGG
AAAAATTACATGTAACTCAAACATCACAGGATTACTGTTAACAAGAGATGGGGGTGAAAATAATAGCACTAAC
GAGACCTTCAGACCTGCAGGTGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAATAA
GAATCAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAGGGCAGTAGT
TGGAGTGGGAGCTGTCTTCCTTGGATTCTTATCAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGC
AGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>DQ168576 
TTCTATTGTAATACATCAGACTTGTTTAATAATACATCAGAGTATAAGGGCAATATCACACTCCCATGTAGGA
TAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGGAGACATTAC
ATGTAGATCAAATATTACAGGGCTACTATTAGTGAGAGATGGTGGCATAAATAGCACAAATGAAACCTTCAGA
CCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAACAGTAAAAATCAAACCAT
TAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGTTGGAATGGGAGCTGT
CCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGA
CAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGC
AACTCACAGTCTGGGGCATT 
>DQ168575 
TTCTATTGTAATACATCAGGACTGTTTAATGCATCACTGCTTAATGATACCACAGAATCGCCTAATATCACAC
TCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCAATCCCATCGC
AGGAGATCTTACATGTAGATCAAACATTACAGGGCTATTATTAACAAGAGATGGAGGGGATAACACAAGTGAT
AGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAGTATAAAATAG
TAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGGACAGT
TGGACTGGGAGCTGTCTTCCTTGGTTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGC
AGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>DQ168579 
TTCTATTGTAATACATCAGGATTGTTTAACAATAGCTTGTTTACCAACAATAGTAGTAATACCAACAATAGCA
GTAATGACACTATCACGCTCCCATGTAGGATAAAGCAAATTGTGAGAATGTGGCAGAAGGTGGGACAAGCAAT
GTATGCCCCTCCCATCGCAGGAGATATTACATGTAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGT
GGGAGAGATGGTGGGAATACTAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGGGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ168573 
TTCTATTGCAATACATCAGGATTGTTTAATAATATATCAGGATGGTTTAATAGTACATCAAATAGTACATCAA
ACAGTAATGATACTATCAGGCTCCCATGCAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGC
AATGTACGCCCCTCCCATCGCCGGAGACATTATATGTAGATCAAATATTACAGGGCTACTAGTAACAAGAGAT
GGTGGGCCTAATAGCACAGAGGAAATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGGAGTGAAT
TATATAAGTATAAAATAGTAAAAATTAAACCACTAGGGATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGC
GCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>HQ236584 
TTCTATTGTAATACATCAGGACTGTTTAATGGTAGTGAGTTCAATACTAGTACTAGTAATAGTACTGGTAAGG
ACAATGACACTATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATTGAAGGAGAGCTTACATGTAACTCATCCATTACAGGGCTATTATTAACAAGAGATGGT
GGGAATGAGACTACTAATGATACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGGGCTGTTACACTGGGAGCTATGTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GAGCTATAGATGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>GQ324613 
TTCTATTGCAACACATCAGGATTGTTTAATGATAGTATGATTAATGAGAGAAATACAACAGATAGAAACATCA
CACTCCCATGTAGGATAAGACAAATTGTGAGAATGTGGCAAAGAGTGGGACGAGCAATATATGCCCCTCCCAT



TGCAGGAGAAATTACATGTAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGGCGTAATAACACA
CATGACAATGAAACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAATAGTAAGAATTAAATCACTAGGAGTAGCACCCACCAAGGCAAGGAGGAGAGTGGTGGAGAGAGAAAAAAG
GGCAGTTGGCCTGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACGGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KX389635 
TTCTATTGTAATACATCAGGGTTGTTTAATAGTAGTATTACATTACCTGATAGAAATAGTACACCAAATGAGA
ATATCACCCTCCAATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAAACATTGAATGTAGATCAAACATTACAGGGCTACTTTTAACAAGAGATGGTGGGAATAAC
ACGAATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AGGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTTGGCCTGGGAGCTGTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX389631 
TTCTATTGTAGTACATCAAAACTGTTTAACACATCAGAATGGAATAATGATACTAGTGACAATGCCACACTCA
TACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAAAGTGGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATTACATGTAACTCCAACATCACAGGGCTATTATTAACAAGAGATGGTGGGAATAATAATAAT
AATACTGCAAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ACAAAGTAGTGAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAA
AAGGGCAGTCGGACTGGGAGCTCTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCACAGCAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>KX389628 
TTTTATTGCAATACATCAGGACTGTTTAATTTTAATAGAAGTGAAATAGGGAAGGAGAATATCACACTCCCAT
GTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGA
GATCACATGTAGATCAAACATCACAGGGCTATTATTAACAAGAGATGGTGGGACTAATAGGACAGATGAGACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTAAAAATTA
AACCAATAGGAATAGCACCCACCAATGCAAGGAGGAGAGTGGTGCAGAGAGAAAAAAGGGCAGTTGGACTAGG
AGCTGTCTTCCTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>JN248584 
TTCTATTGTAATACATCAAGATTGTTTAATGAGAAGGAATTAAATAGTACTAATGGAACTATCATATTGCCAT
GTAAAATAAAACAAATTGTAAGGATGTGGCAAAGAGCGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGA
AATCAGGTGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGACAAACAGCTCTAATGAGACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAACAGTAAGAATCA
AATCACTAGGAATAGCACCCTCCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGTTGGACT
GGGAGCTGTATTCCTTGGGTTCTTAGGAACAGCTGGGAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248586 
TTCTATTGTAATACATCAGGACTGTTTAATGAAGCTAATGAATCTGATAGCAATAACACACTCATCACACTCC
CATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGG
AAATATTACATGTAGATCAAACATTACAGGGCTATTATTAACAAGAGATGGGAGGAGTGGGAACAGTAATGAG
AGTGGTAGAAATGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGACAACTGGAGAAGTGAGTTATATAAGT
ATAAAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAGAA
AAGGGCAGTTGGACTGGGAGCTTTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCACAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248593 
TTCTATTGTAATACAACAGGATTGTTTAACACATCAGGATTCAATGACACCATCACAAATGACACCATCATGC
TCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCCTATCGA
AGGAAGTATTACATGTAGATCAAACATTACAGGGCTATTACTAATGAGAGATGGTGGAAATAATAATACAAAT
AAGACCGAGACCTTCAGACCTTCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCATTAGAAATAGCACCCGGCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAGAGC
AGCTGTTGGAATGGGAGCTCTCTTCCTTGGGTTCTTATCAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAATAATTTGCTGAGGGCTATAG
AGGCGCAGCAACATCTACTGCAACTCACAGTCTGGGGCATT 



>KX389619 
TTCTATTGTGACACATCAAAGCTGTTTAATAATAGTTTGTTAAATAGTACATCTAATGATACTGAGGATATAT
TCACACTCCCATGTAGAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATCGCAGGAAACCTTGTATGTGAATCAAACATTACAGGATTACTATTAACAAGTGATGGTGGGATGAATAAT
GATAGCAGCGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATCAAAGCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTACTCTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGGAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KX389645 
TTCTATTGTAATACATCAGGCTTGTTTAATATGAGCTTGTTTAATACAACAAATAATGAGACTACATCAGATA
ATGGGAATATCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATCGCAGGAAACATTACATGCAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGA
GGTGGAACAAATAAAACAAATGAAACAGAAACCTTCAATGGAACAGAAATCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAAAAATTAAACCACTAGGAGTAGCACCCAC
CCCGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGTTGGACTAGGAGCTGTCCTCTTCGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACACCTGTTGCAACTCACAGTCTGGGG
CATT 
>KY953200 
TTCTATTGTGATACATCAGAACTGTTTAATGATACAAGAAATAGTACAAATACCAGTGATATCACACTCCCAT
GTAGGATAAAACAAATTGTGAGAATGTGGCAAAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAA
TATTACATGTAGATCAAACATTACAGGGCTAATATTAACCAGAGATGGTGGAGAGGAAAATGAAACTGAGATC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTA
AACCACTAGGAATAGCGCCCACTAAGGCAAGAAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAATAATCGGAGG
AATGGGAGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY953201 
TTCTATTGTAATACATCAGGACTGTTTAATCTGTCTGATAGTAATCCGTATAATGCATCTGATAGGAATATCA
CAATCACACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTACGCCCC
TCCCATCGCAGGAAATATTACATGTAGATCAAACATTACAGGGATATTATTAACAAGAGATGGTGGTGGGAAC
AATACTAACAATGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAGTTATATAAGT
ATAAAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAGAA
AAGAGCAGTTATTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCACAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KX389648 
TTCTATTGTAATACATCAGGACTGTTTAATGAATCACTGTTTACAACAAATAGTAACACCAGTAGTAGTGACA
ATATCATTCTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCC
TCCCATTGCAGGAAATATTAGCTGTACATCAAACATTACAGGGCTATTATTAACAAGAGATGGTGGAGGTAAT
GATACCAGTGGGAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATA
AGTATAAAATAGTAAAAATTAGACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGAGTAGGAGCTGTCCTCTTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGTCAGACACTTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAACATTTGCTGCAACTCACAGTCTGGGGCATT 
>U88826 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATATTAGTAATATTAATAATGAGACTATCACACTCCCAT
GTAAAATAAAACAAATTGTGAGGATGTGGCAGAAAGTGGGACAAGCAATGTATGCCCTTCCCATCGCAGGAAA
CCTTGTATGTAAATCAAACATTACAGGATTAATATTAACAAGAGATGGTGGGAATAACAATGACAGTACAGAG
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAACAGTAA
AAATCAAATCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGG
ACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGGAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GCACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069943 
TTCTATTGTAATACATCAGGATTGTTTAATGATAGTAATACATCAAATGCCACTATCACGATCCCATGTAAGA
TAAAACAAATTGTGAGAATGTGGCAGAAAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGACATTAC
ATGTAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGGAATAATGATAATAGCACAAATGGAACT
GAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAA



AAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGGGCAGTTGG
ACTGGGAGCTGTCCTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AACATCTGTTGCAACTCACAGTCCGGGGCATT 
>AF069937 
TTCTATTGTAGCACATCAGGACTGTTTAATACATCACTGCTTAATACATCAGGATCAGATAATAGTAGTACAA
CAAATGATAGCACCCCTATCACACTCCCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACA
AGCAATGTATGCTCCTCCCATTGCAGGAGAAATTACATGTAGATCAAACATTACAGGACTATTATTAACAAGA
GATGGTGGGACTAATAAGACTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTAAGAATTAAACCACTAGGAATAGCACCCACTAAGGCAAGGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTCCTCTTTGGATTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGTGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF069935 
TTCTATTGTAATACATCAGGATTGTTTAATAATAGTGCATCAAATGACACTATCGAGCTCCCATGTAAGATAA
AACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTGAAGGAAACATTACATG
TAGATCAAATATTACAGGGCTACTATTAACAAGAGATGGTGGTAATATCACAGAGGAAACCTTCAGACCTGGA
GGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATACAAGTATAAAATAGTAAAAATTAAACCACTAGGAG
TAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGGGAGAAAAGGGCAGTTGGACTGGGAGCTGTCCTCCT
TGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTA
TTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAACATCTGTTGCAACTCA
CAGTCTGGGGCATT 
>AY612637 
TTTTATTGTAATACATCAGCACTGTTTAATAGTAGTAGTCTGTCTAATAGTAATAGTAGTAATGACACCATCA
CACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
CGAAGGAAACATTACATGTATGTCAAATATTACAGGACTACTATTAACAAGAGATGGTGGAGAAAATAATGGT
ACAAATGAGACTGAGATTTTCAGACCTGTAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAAACCACTAGGAGTAACACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAACTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FR846408 
TTCTATTGTAATACATCAGAACTGTTTAATAGTAGTAGTCTGGCTAGTAACAATAGTAATGAAAATATCACAC
TTCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGTCCCTCCCATCAG
GGGAGAAATTACATGTAAGTCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAAAAATAATACAAAT
GAGACTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAA
AAATTAAACCACTAGGAATAGCACCCACCAAGGCACGGAGAAGAGTGGTGGGGAGAAAAAAAAGAGCAGCTGT
GGGACTGGGAGCTGTCCTCCTTGGGTTCTTAAGCACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FR846410 
TTTTATTGTAATACATCAGGACTGTTTAATAGTAGTAGTCTGCTTGATAATAGTAGTAGTAGTAATGACAATA
TCACACTTCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
CATCGAAGGAAATATTACATGTAGGTCAAATATTACAGGACTAATATTAACAAGAGATGGTGGAGGAAGTAAT
GATACAAATGGGACTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAATAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGA
AAAAAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGTTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF614605 
TTCTATTGTAATACATCAGGACTGTTTAGGAATAATAGTAAGAATAACTCCACTATCACACTCCCATGTAGGA
TAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAATGTATGCCCCTCCCATCGCAGGAAACATTAC
ATGTAGTTCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAATAAGAGCACAAATGAGACC
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAGAATTA
AACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGATGGGGAGAGAAAAAAGAGCAGTTGGACTGGG
AGCTGTTTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GTCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>EF367231 



TTCTATTGTAATACATCAAATCTGTTTAGGAATAATAGTAAGGGTGACCCCACTATCACACTCCCATGTAGGA
TAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGCAATGTATGCCCCTCCCATAGCAGGAAAAATTAT
ATGTAAGTCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAATAATAATACAAATGAGACCTTCAGA
CCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTAAACCAC
TAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGCTGT
TTTCCTTGGGTTCTTAGGTGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTCAAA
AAATTGTTGTTTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGC
AACTCACAGTCTGGGGCATT 
>AF061642 
TTCTATTGTAATACATCAGGCCTGTTTAATTCAAGCCTGTTGAGATCAAATAGTAGTGAGAATGGGACTATCA
CACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGGGTGGGACAAGCAATGTATGCCCCTCCCAT
CGCAGGAAACATTGAATGTAACTCAAGCATTACAGGACTAATATTAACAAGAGATGGTGGGAATAATAACAAT
ACAAATACAAGTGAGAGTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAACAGTAAAAATCAAATCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAACTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168278 
TTCTATTGTAATACATCAGGACTGTTTAATAATAATTTATTAAATACAAATACTACTGGGAATGGGAATACTA
TTGAGAGTGGGAATATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGGCAAGC
AATGTATGCCCCTCCCATTGCAGGAATGATTACATGTGAATCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGAAATAAAACTAATACAAATAATAGTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAATGAATTATATAAGTATAAAACAGTAAAAATCAAATCACTAGGAGTAGCACCCACCAGAGCAAGGAG
AAGAGTGGTGGGGAGAGAAAAAAGAGCAACACTAGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ236614 
TTCTATTGTAATACATCAGGTCTGTTTAATTTTAATAGTAGCAGTAATAATAATACTAGTAGTAAGGGTAATA
TCACACTTCCATGTAGGATAAAACAAATAGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATCGAAGGAAACATCACATGTAGTTCAAAAATTACAGGACTACTATTAGTAAGAGATGGTGGAAATAAGAAT
GATACAAATGGAAGTGAGATTTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTAAACCACTTGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGTGGGGAGAGAA
AAGAGCAGTTGGACTGGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ236606 
TTCTATTGTAATACATCAGAGCTGTTTAATAGTAGTCTGGTTAATAGTAGCCTGTCTAATGGTGGTAACGGGA
CTAATGGCACTATCACACTTCCTTGTAGAATAAGACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAAT
GTATGCCCCTCCCATCGCAGGAAATATTACATGTAGGTCAAACATTACAGGACTAATATTGGTAAGAGATGGT
GGAATAAATAATACAAATGAGACCTTCAGACCTGCAGGAGGAGACATGAAGGACAACTGGAGAAGTGAATTAT
ATAAGTATAAAATAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTTGGACTGGGAGCGGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCACCAGCATCTCTTGCCACTCCCAGTGTGGGGCATT 
>EF614151 
TTCTACTGTAATACATCAATACTGTTCAATAGTAGTTGGGATGAGAATAGCACTGTGACTATAAATGAAACAG
TCACACTCCCATGTAAAATAAGACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATATATGCCCCTCC
CATCGCAGGAAACATCACATGCACATCAAATATTACAGGGTTACTATTGACACGTGATGGGGGAAATACCAAG
GAGAGTAATAGTAGTGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAATGAGTTATATA
AATATAAAATAGTGAAGGTTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAATAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGAGACTCACTGTCTGGGGCATT 
>MH705156 
TTCTACTGCAATACAACATTACTGTTTAATGATACAACTAAGAATGATACAACTGAGAATGATACTATCACAA
TCCCATGTAGGATAAAACAGATTATAAACATGTGGCAGGAAGTGGGGCGAGCAATATATGCCCCTCCCATTGC
AGGAAATATTAGCTGTAGATCAAATATTACAGGAATGATATTGACAAGAGATGGTGGCAGGAGTAATAATACA
ACTGAAATCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGATTGAACCACTAGGGATAGCACCCACTAAGGCAAGAAGACGAGTGGTGCAGAGAGAAAAACGAGCAGT
GGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG



ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAAGCGC
AACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>AJ249235 
TCCTACTGTGATACTACAGACACGGTTGATGACACAGAGGAGGAAGAGGATACCACAATCACAATCCCATGTA
GGATAAAACAGATAATAAACATGTGGCAGAAAGTGGGGCAAGCAATATATGCCCCTCCCACCGCAGGAAACAT
TACCTGTAGATCAAATATTACAGGAATGATATTGACAAGAGATGGTGGTAATGACAATAATACTAGGACTGAG
GAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAC
AGATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAGAGAGCAGTAGG
AATAGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAAGCGCAAC
AACAAATGTTACAGCTTACGGTCTGGGGCATT 
>GQ477441 
TTCTATTGCAATACAACACGACTGTTTAACAATACTTGCATAAAAAATGCAACCGTGAGGGGATGTAATGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATAAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGAATAGT
AGTACTAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGCGACAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU191617 
TTCTATTGCAGCACAACAAAACTGTTTAATAGTACTTGGACAGCAAATGAGACTATAGAGAAGTATAATGAGC
ATAATAGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGAGGAAACATTAGTTGTGTATCAAATATTACAGGAATAATACTGACAAGAGATGGT
GGTGGTGCTGATAGTGGTAACGAGACTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746232 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAAGGAAATGAGGGTAATGGCACTACCAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAAGGGAAAAATTAATTGTGCATCAAATATTACAGGATTACTGATAACAAGAGATGGTGGTGGTGGT
AATACTACTAGAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTTGGACTAGGAGTCATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH746236 
TTCTATTGCAATACAACACGCTTGTTTACAAATTGCACGAAGAATTGTACTGGCTCTATCATACTTCCATGCA
GGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAATGGAATAAT
TAATTGTGCATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTGTTAATGCTACACAGAATGAGACC
TTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGG
AATGATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATA
TGCTGCAACTCACAGTCTGGGGCATT 
>MH746237 
TTCTATTGCAATACAACACCCCTATTTACAGGAAATTGTAGTAATGACACTATCAGACTTCCATGCAGGATAA
AACAGATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCGATGGACACATTAATTG
TCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAACAGTAACAATACGAATGGTACTGAGACC
TTCAGACCTGGAGGAGGCAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
ACCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTAGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>MH746238 
TTCTATTGCAATACAACACCACTGTTTAATACAACAAGCCTGTTTAATTGCACAAGCAATTGTACTAAACCTA
TCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCCGTGGAGTTATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAGGAT



TTGGCAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGCGGTGGACAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MH746239 
TTCTATTGCAATACATCACAACTGTTTAATACAACACTGTTTAATGACACTATCATACTTCCATGCAGGATAA
AACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAATGGAAAAATTAATTG
TGTATCAAACATCACAGGACTACTATTGACAAGAGATGGTGGTAATGACACCAATGTTACTGAGACCTTCAGA
CCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAC
TAGGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAGCTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACCGTCTGGGGCATT 
>MH746252 
TTCTATTGCAATACAACACAACTGTTTGAGTCTAATTGCACAAATTGTAATGCTACTATCATACTCCCATGCA
AGATAAAACAAATTATAAACATGTGGCAAAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAAT
TAATTGTGTATCAAATATCACAGGACTACTATTGACAAGAGATGGTGGTGGTAATGATAGCAGGACTAACGAG
ACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACCGTCTGGGGCATT 
>AF197340 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAACAAATGAAATTATGGAGGAGTTTAAGGGCA
CAAACTCAAGCACTATCACACTTCCATGCAGGATAAAGCAAGTTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATCAGTGAAGCAGTTAATTGTGTATCAAATATTACAGGAATAATATTAACAAGAGAT
GGTGGTAATGCGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCACGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF197341 
TTCTATTGCAATACAACAAGACTGTTTAATATTAGCACAAATGGAACCACAAATGGCACTATCACACTTCCAT
GCAGGATAAAGCAAGTTATAAAGATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCGATGAAGC
AATTAATTGTGTATCAAATATTACAGGAATACTATTGGTAAGAGATGGTGGTAAAATTGAAAATGAGACCATC
GAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAGTAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGACTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU600816 
TTCTATTGCAATACAACAGGATTATTAAATAAAAATTGCATAGGAAATACATCCAAGGGGGGGTGTAATGGCA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAAAATTAAATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAGAAT
GAGAGCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAATTGCACCCACCAGGGCAAAGAGAAGAGTGGTGACGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAACAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP718930 
TTCTATTGTAATACAACAGACCTGTTTAATAGTACTTGGTACATAAATGGAACATCTAATAGCACAAACTCAA
GTGAGATCATACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAAAGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGAGTAATTAATTGCACATCAAACATTACAGGAATACTATTAACAAGAGACTTTGTTAAT
GCAACTACAGATGTGACCTTCAGACCAACAGGAGGAAATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCACTTCAAGGAGAAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU191614 



TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGAATAAATAAAACTGAAACCATGGAGGAGGTTA
AAGACACTATCATGCTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGGGTAATTAATTGTGTATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGT
GGTAATAGTACTGACACAGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAATACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCATTAACGCTGACGGTACAGGCCAGACAATTAATGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JX112860 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGCCAGGAAATACAACCATAGAGAATAGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAATGCTACT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112861 
TTCTATTGCAATACAACAAATCTGTTTCGGCTTAATGAAACTTGCGCAGAAAATGACACCATGGAAGGGTGTA
ATAAAACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGAGGAAGTATTAAGTGTGTATCAGATATTACAGGAATACTGTTAACAAGTGATAGTGGT
AATAACACTAATGGCAACGAGACCTTTAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ845125 
TTCTATTGCAATACAACAAATCTGTTTAATGATACTTGCATAGGAAATACAAGCAAGCAGGGGTGTAATGAAA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAATAATTAATTGCCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AACATAACTAATGGGAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAA
AGTAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859178 
TTCTATTGCAATACAACAAATCTGTTTAATAGTACTTGGAATGGAACCATGGAGGGTAATGGCACTGATAATG
GCACTATCATACTTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGT
AATACTACAGGTAACGAGACCTTCAGACCTGGAGGAGGAAATGTAAAAGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGGGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCA
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859179 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAGAAATAAAACCCAGAAGGAGTGTAATAACG
CTATCATACTTCCCTGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGACTACTATTGACAAGAGATGGTGGTGTTAAA
AATGGAACTAACAGCAATACCGAGATCTTCAGACCGGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTCCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF036527 
TTCTATTGCAATACAACAAAACTATTTAATAGCACTCTGTATAATAGCAATACAACAAACATTATCATTCCAT
GCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGAGGAAG
CATTAATTGTACATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATAATGATACTAAT
AATGATACTGAGACCTTCAGACCTGGAGGAGGAAGTATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAACTATGATCCTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATA



ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGCCTGGGGCATT 
>EF036529 
TCCTATTGCAATACAACAAAACTGTTTAACAGAACAATGCTGGAGAACGAAACCATACTTCCATGCAGGATAA
TTCCATGCCGGATAAGGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
GGGAAGCATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACAAAT
GAGACCTTCAGGCCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGA
AATAGGAGCTATGATCTTTGGGTTCTTAGGTGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGGCG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGATGGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACAGTCTGGGGCATT 
>EF036530 
TTCTATTGCAATACAACAAAACTGTTTAATTGGGCTAGTGGCTCTGGCAATATCACTGGCAATATCACACTTC
CATGTAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAATGTATGCTCCCCCCATCAGTGG
AAGCATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAATACATCT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036534 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCCAAGGAGAATGACACTATCATACTTCCATGTAGGATAA
AACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCGCCCATCGATGGAATAATTAAGTG
TGAATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAAGACTAATGAAACTGAAACCTTC
AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAAT
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>EF036535 
TTCTATTGCGATACAACAAAACTGTTTAATGGAACTGGCATAGTAAATGCAACCATAAATGACACTATCATAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAG
GGGAAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACGAGAGATGGTGGTGATAATAATAGTACT
AACACTACCGGGACCGAGACCTTCAGACCTGGAGGAGGAAATGTGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU363850 
TTCTATTGCAACACAACACAACTGTTTAATAATACTTGCATAGGAAATACAAGCATGGAGGGGTGTAATAAAA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGAGGAAGAATTAATTGTGTATCAAATATTACAGGAATATTCTTGACAAGAGATGGTGGTAATAAC
AGGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215410 
TTCTATTGCAATACAACAGAACTGTTTAATAGCACTTGGGAAGAAAATAGTAATTGGACTAGTACAAAAATTG
ACACTATCAAACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAGTAATTAACTGTTTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAGTAATGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGG
CTATAAATGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM215422 
TTCTATTGCAATACATCACAATTGTTTAATAGTACTTGGAATAATACTGGGGAAAATAATACCATGGAGAGGG
GTAATGGCACTGACACTATCATACTTCCCTGCAAGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAAATATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGA



GATGGTGGTAATAATATGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTACAAATTGAGCCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACTGTCTGGGGCATT 
>HM215427 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATACAACCATGGAGGGGCATAATGACA
CTATCGTACTTCCATGCAGGATAAAGCAAATCGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTACTAAT
ATGTCTAATGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ859180 
TTCTATTGCAATACATCAAAACTGTTTAATGAAACCAGAGGTAATGGCACTATCATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTAATGTATGCTCCTCCCATCGGGG
AATAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATACTAGTGGGACG
AATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAACTTGAACCACTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGCAGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF036533 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAGAATGGAACCATGGAGGGGCTTAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGAAGTAGGACAAGCAATGTATAATCCTCCCAT
CAGTGGAAACATTACTTGTATATCAAGTATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT
AATGAAACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAGGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACGATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475046 
TTCTATTGCAATACAACAAACTTGTTTAATAACACTTGCATAAATAAGACGTGTGATGACAATATCATACTCC
CATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGACAAGCAATGTATGCCCCTCCCATCAGGGG
AATAATTAATTGTGCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAATACCGAAAAC
GAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835502 
TTCTATTGCGATACAACAAGATTGTTTAATGATACTGACATAAAAAATAGTAGCAATATCACAATTCCATGCA
GGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGTAT
TAATTGTGTATCAAAAATTACAGGAATACTGTTGACAAGAGATGGTGATAATAATGATACTGAAACCTTCAGA
CCTATAGGAGGGAATATAAAGGATAATTGGAAAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAC
TAGGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACACGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGC
AACTCACAGTCTGGGGCATT 
>KF835504 
TTCTATTGCAATACAACAAATCTGTTTAATAATAGTTGCATAGGAAATGAAACCAAGGAAGGGTGTAATGAAA
CTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAAAGGAAATATTAGTTGTTCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGAT
AAGACTAATAATAATGAGACTTTCAGACCTGCAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835513 



TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAATGAAACCAGGTGCAATGAGAACATCACAC
TTCCATGCAGGATAAAGCAAGTTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
CGGAAGCATTAATTGTACATCAAATATCACAGGAATACTATTGACAAGAGACGGTGGTGGTAATAGGAGTAAT
GAGACCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAATAGTAG
AAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTAGG
AATCGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835514 
TTCTATTGTGATACAACAAAATTGTTTAATGGTACAGAAAATGGAACCATAGCAGGTAATGACACTGTTAATG
GCACTATCATACTTCCGTGCAGGATAAAGCAAGTTGTAAACATGTGGCAGGAAACAGGACAAGCAATGTATAA
TCCTCCCATCAGTGGAAACATTACGTGTAGATCTGAAATTACAGGAATACTATTAACAAGAGATGGTGGTGCT
AATGATAGTAGTACAAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835516 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGAACAGAAATGGAACCCAGAAGGGTGAGAGGGGTA
ATGACACTAGCATCATCCTTCCATGTAAGATAAAGCAAATTGTAAGAATGTGGCAGGAAACAGGACAAGCAAT
GTATGCTCCTCCCGTCAATGGAATAATTAATTGTGTATCAAATATTACAGGGTTACTATTGACAAGAGATGGT
GGTACTAATATGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KF835518 
TTCTATTGTAATACAACACAACTGTTTAGTGGGGATAATAACACTATCATACTTCCATGCAAGATAAAGCAAA
TTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATC
AAATATTACAGGAATACTACTGACAAGAGACGGTGGTAGTAATGCGACTAACGAGACCTTCAGACCTGGAGGA
GGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAG
CACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGG
GTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTG
TCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAG
TCTGGGGCATT 
>KF835519 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAACAAAATGGAACTGTGCAAGGACTTAATGACA
CTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAAT
ATATGCTCCTCCCATCAGTGGAAGTATTAACTGTGTATCAAATATTACAGGAATACTACTAACAAGAGATGGT
GGAATTAATAAAACTAACGAGACAGAGAAAGAGGTCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAA
ACAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835528 
TTCTATTGTAATACAACAAACCTGTTTAATACAACAAACCTGTTTGATAATAGCACAAAAAATGACCCTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAATGGGATAATTAACTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTGGTAATACTACA
AGGGGGAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGATTCTTAGGAGCAGAAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATC 
>KF835533 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAAAAAATGCTACCACGGAGAATGAGTGTACTG
ACAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGTATGC
TCCTCCCATCGATGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAAATGGTGGTGCT
AATAAAGCTAAAAATGAAACTAAAGATAACGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCACAGAGAAG
AGCAGTGGATAGAGAGAAAAGAGCAGTGGGCATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835536 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGACAGAACATGAGACCATGGGGGGTAATAATACTA
CTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCGATGTATGCTTC
TCCCATTGAGGAAAAAATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGGTAAT
AACAGAACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAAGGCAAAGCGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGCTGCAACTCACTGTCTGGGGCATT 
>KF835538 
TTCTATTGCAATACAACAACACTGTTTAATAGTACTTGGGAGAAAAATAAAACCACGGAGGGACATAATGGTA
CTATCATACTTCCATGCAAGATAAAACAAATCATACGCATGTGGCAAGGAGCAGGGCAAGCAATGTATGCTCC
TCCCATCGGGGGAAATATTAGTTGTTTTTCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGGTAAT
AATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835542 
TTCTATTGCAATACAACAAAGTTGTTCAATATAAATGAAACCAGGAAGGATAATGGCACTATCATACTTCCAT
GCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAT
AATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGAATCTGGAGAGACC
TTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KF835543 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGAGTGTAACCATGGAGGGGAGTAATGACAATACAA
CAAGCAATATAACACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGCATTAATTGTGTGTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
GTTAATGCAAGCAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGACAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTAAAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ441290 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACAGAAAATGGAACCATGGAGGGGCTCAATGGCACTATCG
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATACAACT
AACGAGATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475028 
TTCTATTGCAATACAACAAAATTGTTTAATAGGACAGAAAATGGAACCATGTCTAATGCCACTATCATACTTC
CATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AATAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGAGGGTAGTAATGCAAAT
AATGAAACCTTCAGACCAATAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475040 
TTCTACTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAACGAAACCATGAAGAAAGGTAATGATA
ATGACACTATCATACTTCCATGCAGGATAAAGCAATTTATAAACATGTGGCAAGGAGTGGGACAAACAATGTA
TGCTCCTCCCATCAGTGGAATAATTAGATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT



AATGATAGTGCACCTAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATAGAGCCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTAGTGGATAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM218078 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCTGGATAGGAAATGAGACCA
TAAAGGGAAGTACAGATAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGG
AGCAGGACAAGCAATGTATGCTCCTCCCATCAATGGAATAATTAAATGTGTATCAAATATTACAGGAATACTA
TTGACAAGAGATGGTGGTGATGATAATGGGACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATAGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215409 
TTCTATTGCAATACTTCAAAACTGTTTAATTGCACAGGAAATAGCACCACGGGGTGTAATGGCACTATCATAC
TTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAATAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGCTAACAGTAGCCAGAGT
AATGAGATCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215418 
TTCTATTGTAATACAACACAACTGTTTAATAATAGTGTAGGTAATAGCACTATCAAACTTCCATGTAGGATAA
AGCAAATCATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAGCAATTAATTG
TTTATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGTGGTAATAATAGGAGTAACGAGACCTTCAGA
CCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTGAACCAT
TAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACAATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>HM215419 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGAAGGGAAATGAGACCATGGAGGGGAATAATAACA
CTATAATCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATGTATAATCCTCC
CATCAATGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATACT
ACAGATAGCGAGACCTTCAGACCCGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112810 
TTCTATTGCAATACAACACAACTGTTTAATGGCACAAATAATACTAGTAATAAAACCATCATACTTCCATGCA
AGATAAAACAAATAATAAACATGTGGCAGGGAGTAGGACAAGCTATGTATGCTCCTCCCATCAGTGGAAGAAT
TAATTGTATATCAAATATCACAGGAATATTATTGACAAGAGATGGTGGTGCTACTAATGAGACTAAAAACAAT
ACTGAAATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112818 
TTCTATTGCAATACAACAAAACTGTTTAGCAGTGCAGCAGAAAATAACACTGACCCTATCATACTTCCATGCA
GGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGCAT
TAATTGTACATCAAATATTACAGGAATACTATTGACGAGAGATGGTGGTGTTAATAATAATAGTACAAATAAT
ACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112821 



TTCTATTGCAATACATCAAAACTGTTTAATAGTATAAATGGCACTATCACACATAATGGTACACATAATGGCA
CTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGCTGGACAAGCAATGTATGCTCC
TCCCGTCAGAGGAAACATTAGTTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTAATGAT
AATTCGTCTAAGAATGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>JX112827 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGCATAAATGACACCACCACAGAGGGGTGTAATAATA
CCATCATACTTCCATGTAAGATAAAGCAAATTATAAGAATGTGGCAGGAAATAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
ACGGGTAATGAAACTTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112829 
TTCTATTGCAATACAAGCCAACTGTTTAACTTTACTAGAAATTTAAATGGTAGTACCATAGGGGGGGAGAATG
ACACTATCACACTTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCGTCAGTGGAAGAATTAAGTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGTT
AATAATGCTACCGAGACCTTCAGACCTGAAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112830 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCATAAAAAATACAAGCATAGAGGGGTGTAACAATA
TCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAAAAT
AACACTAATGAGACTGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGCATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112832 
TTCTATTGCAATACAAGCAAGCTGTTTACTGACAAAGGAAATAAAACCAATGGCACTATCATACTTCCATGCA
GGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAAT
TAATTGTGTTTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTACTAATAATACTAACGAGACCTTC
AGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>JX112833 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATAGTACAAGCATGGAGGGGTGTAATAACA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTATTAAT
AATGCCACGAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112834 
TTCTATTGCAATACAAGCCAATTGTTTAATTTTACTGAAAAAGAAAATGCAACCGAAAAGGGGAATAATAGCA
ATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGCCAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAACAGT
AGTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGATACAAAAAAG
AGCAGTGGGAATAGGAACTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA



ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475042 
TTTTATTGCAATACAACAGGATTGTTTAATAATACTTGCATAGGAAATGAAACTATAAAGGGGTGTAATAAAA
CCATAATTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGGGGTAAAAATGCT
ACGGAGCCTGAGATATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATGTGTTGCAACTCACGGTCTGGGGCATT 
>GU475043 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAGGAAGCATAGCAAATACAAGCATGGAGGGGT
GTAATAACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTATTAATAATAAAACGAATGGGACTGAGATCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475015 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCACAAATAATACAAGCATGGAGGGGTGTAATAACA
CTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAC
AGGACTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAATAGTGGTGGGAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112843 
TTCTATTGCAATACAACAAAATTGTTTAATGATACTTGCATAAAAAATGCATCCGCAGAGGGGTGTAAGAACA
TCACACTTCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CGTCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATACT
ACGGGTAATGGTACTGAGGTCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACTAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX112850 
TTCTATTGCAATACATCAAAGCTGTTTAATAGTAATTGCACAGGAAATACAAGCATAAAAGAGTGTAATAACA
CTATTAATGGCACTATTATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGAT
GGTGGTGATAATAACACAGCTAATACTGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112853 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCAGGGAGGGGCTTAATGGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAACATTAATTGTCTATCAAATATTACAGGGATATTATTAACAAGAGATGGTGGTAATAATACAAAT
AACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAA
TACAAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGGGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATACAGGCGC
AGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX112854 
TTCTATTGCAATACAGCAAAGCTGTTCAATAGTACTTGGAATAGTACTAGGATAGAAAATGAGACCAGGCAGG
GAGGTAAGGACACTGCCATCCTACTTCCATGCAGGATAAGGCAAATTATAAACATGTGGCAAGGAGCAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGA



GATGGTGGTAAAACTAATAATACTAACAGCGAGATTTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112856 
TTCTATTGCAATACAACAAAACTGTTCAATAGCACTTGGCCAGGAAATGAAACCATGGAAACGGGTAATGCCA
ATGACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAAAAATTAAGTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGT
GCTAATATTAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAA
AAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960612 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAAACCATGGAGGTAGAAAATAATA
CTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAAGTGCGTATCAAATATTACAGGAATACTATTGACAAGGGATGGTGGC
AACAATACTGATACAAATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
TAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
CCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960606 
TTCTATTGCAATACAACAAAATTGTTTAATAGTAAAAATAAAACCAAGAAGGAGCTTAATGCCACTATCATAC
TTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAATAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAGTAATGCAACT
GACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>GU475029 
TTCTATTGCAATACAACAAAATTGTTCAATGAAACCACAGAAAATGGAACCATCATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTACGCTCCTCCCATCAGTGGAAGAATTAATTG
TATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGGAGTAATGAATCTAGTGGGAATGAGACCTTC
AGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAATTGAAC
CACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>GU475044 
TTCTATTGCAATACAACACGACTGTTTAATTGCACAAACGGTACAAGCAGGGGAGAGTGTAATAGCACTATCA
TACTTCCATGCAGGATAAACAAATTATTAATATGTGGCAAAGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAACATAACTAAT
AATAATACTGAGACCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU475038 
TTCTATTGTAATACAACACAACTGTTTAATAATACTTGCATAAAAAACCCAAGCACGGAGGGGTGTAATAACA
CTATCAGACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTAAT
AATAATGAGACTGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAGCCACTGGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GU475021 



TTCTATTGCAATACAACACAACTATTTAATACTACTTGCTTAAATGATACAGGCAAAGGGGAAGGGGGGTGTA
ATAACAGTATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAACCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
GCAGACAGGAATGATACTAATAATACTGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475018 
TTCTATTGCAATACATCAAAACTGTTTACTTGCATAGGAAATACAAGCAGGGGGGAGTGTAATGACACTATCA
TACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGAGAATAACACGAGT
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTGTATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCCAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGAAAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475039 
TTCTATTGCAATACAACACATCTGTTTAATAATACTAAAATTAACGACACTATCACACTTCCATGCAGGATAA
AACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAAGAATTAATTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATGCCACAAATGAGGAAATCTTCAGA
CCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCACATGTTGC
AACTCACAGTCTGGGGCATT 
>GU475032 
TTCTATTGCAATACAACAGAACTGTTCATAAGAAATACAAGCAAGGAGGGGTGCAATAACACCAATAACACTA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACCTGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAATAATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATATAACA
AATGAGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475033 
TTCTATTGCAATACAACACAACTGTTTAATGATACTTGCAAGGAGGGGTGTAATAACACTATCATACTTCCAT
GCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAG
AATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGAGATGGTGGTAATAATAAT
AGCACGAATAATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGCACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GU475034 
TTCTATTGCAATACATCAAGCCTGTTTAATAATAGTTGCACAAACAATACAAACATGGAGGGGTGTAATAACA
CTATCATACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAACTATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AGCAACACAAATGAGACCTTCAGGCCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAAACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655198 
TTCTATTGCAATACAACAAACTTGTTTGATAAGAATTGCACAGAAAATGAAACCATATGTAATAATACCATCA
TACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAAAAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTAATACTAATAGT
ACTAATGAGACCTTCAGACCTGGGGGAGGACAGATGAAGGACAATTGGAGAAATGAATTATATAAATATAAGG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGACAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG



CTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG655199 
TTCTATTGCAATACAACACATCTGTTTAATAATGCTAGCATAGGAAATAACACTAGAAATAACACTATCATAC
TTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGAGACCTGTGGT
AATAAGACCTGTAATGAGATCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGGAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655201 
TTCTATTGCAATACAACAAATCTGTTTAATAATACTTGCACAAAAAATACAAGCATGGAGGGGTGTAATAAAA
CTATCACACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGTAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AATGACACAAATAATAATGAGACCTTCAGGCCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAATAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTGGAGAG
GGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655202 
TTCTATTGTGATACAGAAAAATTGTTTAATAAGACTTTCATAGAAAATGATACCAAAGAGGAGGGTAATAACA
CCATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAAGGGAATAATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTAACAAT
AGTGATAGTGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655204 
TTCTATTGCAATACAACAAAACTGTTTAATGATACCTGCATAGGAAATACAAGCATGGAGGGGTGTAATAAAA
CTATCATACTTCCATGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTGTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAAC
ACAACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960630 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAAGAAATGAGACCATGGGGACAAGAAATGGGA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAAT
AGTACTAGCGAGACTTTCAGACCTGCAGGAGGGAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960623 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGAGAGTAAGAGTAATG
ACACTACTGTCATACTTCCATGTAGGTTAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAAATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGA
AATGGTACCAGTGAGACTTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATAGAACCACTGGGAGTAGCACCCACCATGGCAAAGCGAAGAGTGGTGGATAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACACTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960634 
TTCTATTGCAATACAACAAAGCTGTTCACTTGGAGAGAAAATGAAACCATGGAGAGAGATATTGGTAATGACA
CTACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAACAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGT



AATAATGATAGCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAATTAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960631 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGAAAATGAGACCGTGGAGAGAGGTAATAATG
ACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATATATGC
TCCTCCCATCAGTGGAATCATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTAAT
AATAAGACGAATAACGATAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAATGAGAAGAGTGGTGGA
GAAACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960607 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGTTGAATGGCACTGTCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATGATTAATTGTACATCAAACATTACAGGAATACTACTAACAAGAGATGGTGGTAATAGTAGCGCA
AAAGAAATATTCAGACCGGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960628 
TTCTATTGCAATACAACAAAGCTGTTCAACAGTACTTGGATAGGAAATGAAACCATGAAGGAAGATAATGATA
ATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAACAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAAAGATGGTGGT
AATAATAATACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960629 
TTCTATTGCAATACATCAAAGTTGTTCAATAGTACTTGGATAGGAAATGGAACCAAGGAGAGAGGTAATGATA
ATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAATTGTAGATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGT
ATGGAAAATAATAGAACTAATGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
TAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960626 
TTCTATTGCAATACAACAGAGCTGTTCAATAGTAATAAGACCATAGGTAATGACACTATCATACTTCCATGCA
GGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAAT
TAACTGTACATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGCAATGGTAGTGAAGAGACTTTCAGA
CCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATAGAACCAC
TAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>HQ215555 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGTCTAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAATAATTAATTGCATGTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAGTAGT
ACAAATGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ215553 



TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGGAATGAGACCAGGGGGGAAGGTAATGCTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAATAATTAAATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAGGTGATAAT
ACCAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAATACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX112867 
TTCTATTGCAATACAGCAAATCTGTTCAATACAACAAATCCAATAAATATAACAAGCAATATCACACTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCAGTGGAAG
CATTAATTGTAGATCTAATATTACTGGAATACTATTGACAAGGGATGGTGGTAATAATAATAGCACTAACGGA
ACCGAGATCTTCAGACCTGGAGGAGGGAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGACCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTAGGAATTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112868 
TTCTATTGCAATACAACAAACTTGTTTAAGAGAAGTAATGGAACCGATGGAAATTTCACAATTCCATGCAGGA
TAAAGCAAATTATCAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTCCCGTCAAGGGAAAAATTAA
TTGTGTATCAAATATTACAGGGATACTATTAACAAGAGATGGAGGAAATGGAGGAGATAATACTACGAATAAT
AGCGAGATCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCATCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112870 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCATGGAGGGGCTTAATGGCACTATCA
TACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATAATTAATTGCACATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATCAATGCAACT
AACGAGACCTTCAGACCGGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGGGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGTGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX960633 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGATAGGAAATGAAACCATAACAAGGGGTAATGACA
ATGACACTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAAGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAAATGTGAATCAATTATTACAGGAATAATATTGACAAGAGATGGTGGT
AATAATGGTAGTGGAACTAGCGAGACCTTCAGACCTGGAGGAGGAAATTTAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
CAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX960608 
TTCTATTGCAATACAACAAAATTGTTTAATAGCACAGGAAATGGAACCATCATACTTCCATGCAAGATAAAGC
AAATTGTAAGGATGTGGCAGGGAGTAGGACAGGCAATGTATGCTCCTCCCATCGAGGGAAAAATTAATTGTAT
ATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATAATACAACAGATGAAACCTTCAGACCG
GGAGGAGGAAACATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGACAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTACAGGCCAGACAA
TTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>JX960609 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGAAACCATGAATTGGACTAATAACGACACTA
TCATACTTCCGTGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATATATACTCCTCC
CATCAGTGGGGTAATTAAGTGTACATCAAGTATTACAGGAATAATATTAACAAGAGATGGTGGTGATAATACA
AATAACAACACCGAAATCTTCAGACCGGTAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATAAAT
ATAAAGTAATAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA



TTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX960611 
TTCTATTGCAATACAACAAAATTGTTTAATAATGGAACCATGAATGGCACTATCATACTTCCATGCAAGATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTG
TATATCAAATATTACAGGAATAATATTAACAAGAGATGGTGGTATTAATGCAACTAACGAGACCTTCAGACCG
GGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAG
GACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTAGGTATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>JX960616 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAAGAAATAAAACCATGGAGGGAGGTGGTAATG
ATACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGGCAAGCAAT
GTATGCTCCTCCCATCGAGGGAATAATTAATTGTTTATCAAATATTACAGGAATCCTATTGACAAGAGATGGT
GGTGCTAATAGCACACATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
TAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112796 
TTCTATTGCAACACAACAAAATTGTTTAATAGTACAGAAAATGAAACCCTGGAAGAGTTTAATAACACTATCA
TACTTCCATGCAAGATAAAGCAATTTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAATGGAATAATTAATTGTCTATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGTAATAATACAAAT
GGTAGCGAAACCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112797 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGTTTAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCCCAT
CAGTGGAATGATTAATTGTATATCAAATATTACAGGAATAGTATTAACAAGAGATGGTGGTGGTGATAGTAAT
GCAACTAAAGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATCGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112800 
TTCTATTGTAATACAACAAAATTGTTTAATACAACAAAATTGTTTAATAACACAGAAAATAGAACCATGGAGG
ACACTATCACAATTCCATGCAAGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAATAATTAGTTGTAGATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGAG
GGTAGTAATGCAACTGGAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAG
AGAAAAAAGAGCAGTGACAATAGGAGCTATGATCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112801 
TTCTATTGTGATACAACAAAATTGTTTAATAGTACAGAAAATAGAACCATGGAGGAGGTCAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAATAATTAATTGTATATCAAATATTACAGGAATAATATTAACAAGAGATGGTGGTAATAATACAGCT
AACGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TACGAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTG
ACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112802 
TTCTATTGTAACACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAAGGGTTTAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGATGATAATAAGACT



AATACAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACG
CTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112803 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACTATGGAGGGGCTTAATGGCACTATTA
TACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112804 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGGAAAGAAATGAGACCATAAAAGGGGGTAATGGCA
ATGGCAATGACACTATCATACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAAGGAGCAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATACTAATGAAACTGCCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGACAGAGAAAAAAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112805 
TTCTATTGCAACACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGCTTAATGGCACTATCA
TACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAATGTATGCTCCTCCCAT
CAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGGTGGTAATAAT
GCAACTAATGAGACCTTCAGACCAGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112807 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGCAGATGGAACCATGGAAGGGCTTAATGGCACTATCA
CACTTCCATGTAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACGGGCAATGTATGCTCCTCCTAT
CAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGTAATGGAACT
AGAACTAGCGAAACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX112808 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGACAATGGAACCATGGAGGGGTTTAATACCACTATCA
CACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAGTAATTAATTGTACATCAAATATTACAGGAATACTATTAACAAGAGATGGAGGCAGTAATGATAAT
GAAACTAAAGAAATCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>MH673012 
TTCTATTGCAATACAACAAAGCTGTTCAATGATACTTGGATAAAAAATGACGCCACGGTGGAAGGTACAATCA
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGAGGAGTAATTAAATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTAGTAATAAT
AATAGCAATAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109506 



TTCTATTGCAATACAACAAAGCTGTTCAATAGTACACACAATTTCACTACAACAGAGCCGGTCAATAATACGG
GAGATGATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGGGGTAATACAACTGACGAGGCCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTACAAATAGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGATAGAAAAAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109507 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCAAGGGTAAAAATAATGATA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAGGAT
AAGAATGAGACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX112846 
TTCTATTGCAATACTACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATGGAGGGAGGTAACGGTA
GTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGT
GTTAATATAACCACTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGAATAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JX112849 
TTCTATTGCAATACATCAAAGCTGTTCAATAGTACTTGGAAAGGAAATGAAACCAAGGAGGGAGGTAATGATA
ATGACACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATATA
TGCTCCTCCCATCAGTGGAAGTATTAAATGCGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGG
GGTAATAATACAACTAACGAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATAGAACCACTAGGCGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCACATGCTGCAACTCACAGTCTGGGGCATT 
>KC870029 
TTCTATTGTGATACAACAAAACTGTTTAATAAGACTAATATAGAAAATGAAACCGTGAAGAGCGATAATGACA
CTATCATACTGCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCC
TCCCATTAGTGGAAACATTATGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAAT
AATAGCACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGCGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC870039 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATACTGACATAAATGAAACTATCATACTTCCATGCAAGA
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAG
TTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAAATAATAATAATGGTAGTGAGATCTTC
AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGCGGGCTATAGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATT 
>MH672769 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAAACATGGAGGGGTTTAATACCACTATCATACTTCCAT
GCAGGATAAAGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAT
AGTTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATAATACAACTAATGAA
ACCTTCAGACCGGGAGGAGAAAATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTAAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGAATAGAGAAAAAAGAGCAGTGAGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACGGTA



CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672845 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGACAATGGAACCATGGAGGGGTTCAATACCAATATCA
CACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGAAATAGGACAAGCAATGTATGCTCCTCCCAT
CGATGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAACAATGACATT
AAAGAAATCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAATAGAGAAAGAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672941 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACAGAAAATGGAACACTGTTTAATAGTGCAGAAAATGGAA
CTATCATACTTCCATGCAAGATAAAGCAATTTATAAATATGTGGCAGAGAGTAGGACAGGCAATGTATGCTCC
TCCCATCAGTGGAGTAATTAATTGTCTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAGTGAT
AATAATGCAACTAATGAAACCTTCAGACCAGTAGGAGGATATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH672978 
TTCTATTGTAATACAACAAAATTGTTTAATACAGAAAATGAAACCATGAAGGAGGGGGACAATACCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATCTGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCAT
CAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATACAACT
AACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTG
ACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH673027 
TTCTATTGCAATACAACAAAGCTATTCAATAGTAATGGAACTAGGGAAAATGGCACTATCATACTTCCATGCA
GGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAATGTATGCTCCTCCCATCAGTGGAGTAAT
TAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAGATGGTGGTAATAATAATAGTGAG
ATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TAGAACCACTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655205 
TTCTACTGCAATACAACAAAATTGTTTACAAATAATGGAACCAATACCACCATCATAATTCCATGCAGAATAA
AGCAAATTGTAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTCCCATCAGTGGAATAGTTAATTG
TGTATCAAATATTACAGGAATCATATTAACAAGAGATGGTGGTAATAATGTAACTAATGAAACCTTCAGACCG
GGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAGAAATTGAACCACTAG
GACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTAAGCAGAGAAAAAAGAGCAGTGGGACTAGGAGTTATGAT
CTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>MG655207 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAGGTGACTCCAGGAATGGGACTAATGGCACCATCA
TACTTCCATGCAAGATAAAGCAAATTGTACGCATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CGCAGGGAACATTAGCTGCACATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGTGTACATAATACA
ACTAATGAAACTTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGACTAGCACCCACCATGGCAAGGCGAAGAGTGGTGGATAGACAAAAAAGAGC
AGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACG
CTGACGGTACAGGCCAGACAATTATTATCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG655208 
TTCTATTGCAATACAACACAATTGTTTAATAGCACAAGAAATGAAACCATGGAGGGGATTAATGGCACTATCA
TACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAGCAATTAATTGTACATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATGTAACT



GATGAGACCTTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
TGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655211 
TTCTACTGCAATACATCAAAGCTGTTCAATAGTACTTGGCTAAAAAATGGACTCAATAGCACACTCAATAGCA
CTATCATACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAAGCAGGACGAGCAATGTATGCTCC
TCCCATCAGTGGACTAATTAATTGTAGATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAAT
AATACTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGCGAGAGAAAA
AAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655212 
TTCTATTGCAATACAACAAAATTGTTTAATAGAACAGAAAATGAAACCGGGAAGGAGACTAATGGCACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCTAT
CAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGGGGTAATAGTACAGAT
AAAGAAATCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655213 
TTCTATTGCAATACAACAAAATTGTTTAATAAGATAGAGAATGAAAACATGGAGGGGTCCAATGGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTCCCAT
TAGTGGAATAATTAACTGTCTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATGCAACT
AATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATCGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG655216 
TTCTATTGTAATACAACAAAATTATTTAACAGAACAGAAAATGAGACCATGGAGGAGCATAATGGCACTATCA
TACTTCCGTGCAGGATAAAGCAAATTGTGAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAACATTAGCTGTGTATCAAATATTACAGGAATAATATTAACAAGAGATGGTGGTAGTAATAGTACA
AATGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAATAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG655217 
TTCTATTGTGATACAACAACATTGTTTAATAAGACAGAAGGTGAATTGCTTAAGAGTATAAGAAATGGCACTA
TCATACTTCCATGTAAGATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGCATTATATGCTCCTCC
TATCAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAAAACT
GAAATCAATGGAACTGAAATCTTCAGACCGGTAGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGATAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCCTTGGTTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCATTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG655218 
TTCTATTGCAATACATCAAGGCTGTTCAGTGGTAATGGTACTGTAAATGAGACCACAAATAATGGCACAAATA
ATGGCACTATCATACTTCCATGTAAGATAAAGCAAATTGTACGCATGTGGCAAGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAAGAATTAGTTGTGTATCAAATATTACAGGAATACTACTGACAAGAGATGGTGGT
GGTAATAATAATACTGCTAATGAGACTTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAACTAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
TAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN054300 



TTCTATTGCAATACAACAAAATTGTTTAATAGTAGTGCTTGGACAACAAATGATACAAACAATAAGATCATAC
TTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAGCAATCAATTGTTCATCCAATATTACAGGAATACTATTAACAAGAGATGGTGGTTCTAACACGAATAAC
GAGACCGAGACCTTCAGACCTACAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAAGAGAAGAGTGGTGGACAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM204634 
TTTTATTGCAATACAACAAAACTGTTCAATAATAATTGCACAGAAAAAGGAAGCGGGGATGGGTGTAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGGGACACT
AATGAGACTACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG839512 
TTCTATTGCAACACAACAAAACTGTTCAATAATAATTGCATAAAAAATGAAACCACACAGGGGTGTGATGAAA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCCCC
TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATCACAGGGATAATATTGACAAGAGATGGTGGTCCTGAT
AACGGGAACGAGACCCTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATACA
AGGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTAGTGGAGAGAGAAAAAAG
AGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839510 
TTCTATTGCAATACAACAGATCTATTTAATAATAATAGAACCGATGGTACTGTCAAACTTCCATGCAGGATAA
AGCAATTTGTAAACATGTGGCAGAGAGTAGGACAAGCAATATATGCTCCTCCCATCAGTGGAACACTTAACTG
TACATCAAATATTACAGGAATAATATTGACAAGAGATGGTGCAGATACAAATAGTACTAGGAATGAAACTAGT
AGTAGTAATGAAACTGAGATCTTCAGACCTATAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTGGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839513 
TTCTATTGCAATACAACACAGTTGTTTAATAGTACTTGGGCAGAAAATGGAACCACGGGGGGGCATAATGGCA
CTATCACGCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCGTCAGGGGAAGAATTAATTGTGTATCAAATATTACAGGAATCCTCTTGACCAGAGATGGTGGTGGTGGT
GATAATGAAACTAATGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTACATA
AATATAAAGTAGTACAAATAGAGCCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839515 
TTCTATTGCAATACGACAAAACTGTTTAATGATACTTGTCTGAATGCAACAGATGATAGTTGTCTAAATGCAA
CATATAATGGCTCTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGC
AATGTATGTTCCTCCCATCAGGGGAAGAATTGAGTGTATATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATGAGACGGATAAAGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAAT
TATATAAATACAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG839518 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGACAGGAAATGATACCATGGGCAATGGCACTATCA
CACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAAGAATTAATTGTATATCAAATATTACAGGAATACTGTTAACAAGGGATGGTGGTAATAATAGGACT
AATGAGACTTTTAGACCTGAAGGAGGAGATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG



ACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGAATATGCTGCAACTCACAGTCTGGGGCATT 
>AB703616 
TTCTATTGCAATACCACAAAACTGTTTAATAGTACTTGGGGAAATAGAACGGAAAATAATGGAACCATAGAGG
GGAATGGCACTATTATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAAT
GTATGCTCCTCCCGTCAGCGGAATAATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGTGATACT
GGAGGAAAAAATAATGGGACAGGAGAAAATGGGACTGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB253423 
TTCTATTGCAATACATCAAAACTGTTTACTTGGCCAGGAAATGAAACCAGGAAGGGGGATAATGGCACTATCA
TACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATGCG
ACTAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCTCTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB253668 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATACAAAATGGAACCATAGGAGGGTGTAAAAACA
ATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAGATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAGT
AATGAGACTAATGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB253427 
TTCTATTGTAATACAACAAATTTATTTAATAGTACAGACAATAAAACTATGCAGGACACTATCATTCTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGTGGAAA
CATTAGTTGTGTATCAAACATTACAGGAATATTACTAACAAGGGATGGTGGTAATAAGGAGAATGGGACAGAT
AATACAACAGATGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB565504 
TTCTATTGCAACACATCAAAACTATTTAATAGTACTTGGGGAAATGGAACCATAGAGGGGCATAATGGCACTA
TCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAAGATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGT
GCAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB097872 
TTCTATTGCAATACATCACGACTGTTTAATAATACTTGCATAACAAATGAAACCGAGACGGGGTGTAGTGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAAAATTAAATGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAT
AGTACAGGTAATGAGGCCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAAAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTCCACCAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327750 
TTCTATTGCAATACATCACAATTATTTAACAACACAGGCAATAATAGCACTATCATACTTCCATGCAAGATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAAGCATTAATTG
TGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATAGTTCAAACGAAACCTTTAGACCT



GGAGGAGGAAATATAAAGGACAACTGGAGAAATGAATTATATAAATATAAAGTAATACAAATTGAACCACTAG
GATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTAGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTACTGTTTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATTTGTTGCAAC
TCACAGTCTGGGGCATT 
>MH078560 
TTCTATTGCAATACAACACAATTATTTAATAGCACAAACAATGAAAGCAATATCATACTTCCATGCAGAATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAATAATTAATTG
TGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATAGTACAAAAGAGACCTTCAGACCT
GGAGGAGGGAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>KY658688 
TTCTATTGCAATATAACAAAATTATTTAATTGCACAAATGACACCGAGGGGTGTAATGGCACTATTATACTTC
CATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGG
AAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGGACAAATAGTAGCATGAAT
GAAACCAATGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAG
AGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MH327762 
TTCTATTGCAATACAACAAAATTATTTAACAAAAATGGTACCGAGAATGACACTATCATACTTCCATGCAAAA
TAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAAGCATTAA
TTGTGTGTCAAACATTACAGGAATACTATTGACAAGGGATGGTGGGAATGAGAAAAATAGCACAGACAAGGAG
GTCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAAT
AGGAGCTTTGATCTTTGGGTTCTTAGGGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327764 
TTCTATTGCAATACAACAAAATTATTTAATAGCACAAACAATGACAGCACTATTATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAAACATTAGTTG
TGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTACAAATGACACGAACAAGAATGAGACCTTC
AGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAATGAGTTATATAAATATAAAATAGTACAAATTGAAC
CACTAGGAGTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>MH327766 
TTCTATTGCAATACAACAAATTTATTTAATGACACCATGAAGTTTAATGGCACTATCATACTTCCATGCAAGA
TAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGAGGAATAATTAA
TTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTGGGACAAATAGAACGAACGAGACCGAG
ACTTTCAGACCTGAAGGAGGAAATATAAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAGTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAAT
AGGAGCTTTGATCTTTAGGTTCTTAAGAGCAGCAGGAAGCACTATAGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH327756 
TTCTATTGCAATACATCAAAATTATTTAATGACACAAACAGAAATGGCACGGGGAATGATACTATCACACTTC
CATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAAGGG
AGAAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTACAAAGAATATTACAAAT
GATACCGAAACCTTCAAACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGTTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MH327761 



TTCTACTGCAATACAACAAAACTATTTAATTGCACCGAAGAGCAGGGGTGTAATGACACTATCATACTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGCAATGTATGCTCCTCCCGTCAAGGGATG
GATTAATTGTGTATCAAACATTACAGGAATAATATTGACAAGGGATGGTGGTGAAACAAATAACACAAACAAC
ACCGAGACCTTCAGACCTGGAGGCGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTGGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGT
GGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH327763 
TTCTACTGCAATACAACAGAATTATTTAATTGCACAAATAATGGCACGTGTAATGGTACTATCATACTTCCGT
GCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTGGGACAAGTAATGTATGCTCCTCCCGTCAGGGGAAG
AATTAATTGTGTATCAAACATTACAGGGATACTATTGACAAGGGATGGTGGTGTTACAAATAGTACAAACGAA
ACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAATACAAA
TTGAACCGCTAGGATTGGCACCCACCAGGGCAAGACGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373172 
TTCTATTGCAATACAACAAAACTGTTCAATACAGCAGGACAGCCCAATAATAAAACCGTGGGGAATGGCACTA
TCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAGCATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCTAAATAAT
AGAACTAACGAGACCTTCAGACCAGCAGGGGGAAATATAAAGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF373173 
TTCTATTGCAATACAACAGGACTATTTAATAATACTTGCATAAATAGAAACACCACATGTAATAACACTATCA
CAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAACATTACTTGTTTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTACAGGT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTCTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATACAGGCGC
AGCAACATATGCTGCAACTCACAGTCTGGGGCATT 
>KY213736 
TTCTATTGCAATACAACACAACTGTTTAATAATACACACCGGGTAAATGATACTGGCATAAACGGGACGATCA
TACTTCCATGCAGGATAAAACAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGTGATGGTGATGAAAATGCCACC
TTCAGACCGGGGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAA
GCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KY213738 
TTCTATTGCAATACTTCAAAACTGTTTACTTGGAATGAAACCATGGGGGGGCATAATAGCACTAATGGCACTA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAAATTAAT
AGGACTGATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGGCAATA
ACGCTGACGGGACAAGCCAGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213723 
TTCTATTGCAATACCTCACGACTATTTAATAGTATTAATGGAACTAATGATACTATCATACTTCCATGCAAGA
TAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAGTAATTAA
TTGTGTATCAAATATTACAGGAATACTATTGACAAGGGATGGTGGTAATAATAATAGTACTAATGAGACCTTC
AGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGGCAATAACGCTGACGGGACAGGCC



AGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATCTGCTGAGGGCTATAGAGGCGCAGCAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>KY213719 
TTCTATTGCAATACATCACAACTGTTTGATAGCACAAAAAATATCACAGGAAATATCACACTTCCATGTAGGA
TAAAACAAATTATAAACATGTGGCAGGGAACAGGACAGGCAATGTATGCTCCTCCCATCGAGGGAGTAATTAA
TTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATAATACCAACGAGACCTTCAGG
CCTGGGGGAGGAGACATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAAGAATTGAACCAC
TAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGACCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KY213716 
TTCTATTGCAATACAACAAGACTGTTTAATGGAACCACGGAGGGGAATAATGGCACTATTATACTTCCATGCA
AAATAAAACAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAAT
TAATTGTGTATCAAATATTACAGGGCTACTATTGACAAGGGATGGTGGTGGTAATGGGACTACTGAGATCTTC
AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGACC
CACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>KY213724 
TTCTATTGCAATACAACATCATTGTTTAATAGTACTTGGACAGGAAATGATAATAGTACTTGGAAAGAAAATA
GCACTATCACGCTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCGTCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGAATCCTATTGACAAGAGATGGTGGTGTG
CATAATGGGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAGCCACTAGGAATAGCACCCACCGGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213718 
TTCTATTGCAATACAACACCACTGTTTAATAACACTTGCCTAGACACCGGGAATTGTACTGGCAGTATCACAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCTATCAG
TGGAAGCATTAATTGTGTATCAGATATCACAGGACTACTATTGACAAGAGATGGTGGTGGTAATGAGACAAGC
AAGAACGAGACCTTCAGACCTGCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213715 
TTCTATTGTAATACATCAAAACTATTTAATAATACTTGCCTAAATGGCACCAAGGAGTGTAATGGCACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAACCATTAATTGTGTATCAAATATTACAGGAATACTACTGACAAGAGATGGGGGTAGGGATACTAAC
GAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAATAGCACCCACCGGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213749 
TTCTATTGCAATACATCACAACTATTTAATACATCACAACTATTTAATTGTACAAATTGTAATAGCACCATCA
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGTAAT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACTAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY213734 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGGTTGGGGGCAAAATATAACCATGGAAAAGTGTA
ATAACACTATGTGTAATGAAACTGATATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAG
AGCAGGACAGGCAATGTATGCTCCTCCCATCAAGGGACACATTAGTTGTGTATCAAATATTACAGGAATAATA



TTGACAAGAGATGGTGGTGTTAATAATACAAGCAACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCATCCAAGGCACA
GAGAAGAGTGGTGGACAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCC
GGGAGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY213750 
TTCTATTGCAATACATCAAAACTGTTTAGAAGTACTTGGACAGGAAATGAAACTGTGGATTGGAAAGGAAATG
GATCTGTGAGTGATGACAATATCACAATTCCCTGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTACATCAAATATTACAGGAATACTATTGACA
AGAGATGGTGGTACGAATAGCAACACTAGCGAAACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>AY945716 
TTCTATTGCAATACATCAAAATTGTTTAATACAACAAATGGAACCATAGCAGGGTCTAATGGCACCATCATAC
TTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAATAATACTAAC
GAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTACAACTCACAGTCTGGGGCATT 
>AY945724 
TTCTATTGCAATACATCAAAACTGTTTAATGATAATTGCATAGGAAATAACACCAATACAACCAAGGAGTGTA
GAGAAAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAATAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAACATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGAT
GAGACAAAAAACGGGACCGAAACCTTCAGACCTGAAGGAGGAAATACAAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAGATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945725 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGGGGGAGTAATAACA
CTAACATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGGCAAGCAATGTATGC
TCCTCCCATCAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGT
AATGGAACTGGAACTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGACAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952346 
TTCTACTGCAATACAACAAAAATATTTAATAATACTTGCATAAAAAATAAAACTGAGAAAGGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAATTGTGTATCAAATATCACAGGAATACTATTGACAAGAGATGGTGATAAAAAT
GAGACTAAAGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952505 
TTCTATTGCGACACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACCATGGGGGAGTGTAATGGCA
CTATCACGCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGAAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAACAAT
AATAATGCAAATGGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAGCCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952574 



TTCTATTGCAATACATCAAAACTGTTTAATATAGGAAATAAAACCAATGAAACTATCATACTTCCATGCAAGA
TAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAATTAA
TTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAATGCTACCAATGAGACCTTC
AGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGT
TGCAACTCACAGTCTGGGGCATT 
>KJ952765 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCATAAATGAAACCGAAAATGGAACCGAGGGGTGTA
ATAACACTATCATAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATTAGAGGAATAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
GATAATAATAGTCCTAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KJ952897 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGAACCAAGGAGTGTAATGGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAACCTGTGGCAGGGAATAGGACAAGCAATGTATTCTCCTCCCAT
CAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGTAATGGG
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAACTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGACAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952968 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGTCTAAATGAAACCATAGGGTGTAATGGCACTATCA
TAATTCCTTGCAAGATAAGGCAAATTGTAAGAATGTGGCAGGGAATAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAACAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGTAATAATAATGAT
AGTACAGCTAACGAGACCTTCAGACCTGGAGGAGGCAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGGCAACTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953119 
TTCTATTGTAATACAACAAAATTGTTTACTTGGACAGGAAATGAAACCATGGATGGGAATAATGATACTAATA
TCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAACAATTAATTGTGTATCAAATATAACAGGAATACTATTAACAAGAGATGGTGGTAATAATAGA
ACGAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAGG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953282 
TTCTATTGCAATACAACACAATTGTTTAATAAGACTGACATACTAAATGAAACCAATACCAATAAAGCCACGG
AAAATGGCACCACGAAAAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGG
AGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTA
TTGACAAGAGATGGTGATACTACTACTAATAAGAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ789392 
TTCTATTGCAATACAACAAAACTGTTTACTTGGAAAGAAAATGAAACCATGGAAGGGCATAATGACACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAATAATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGCTAATAAT
ACGAATAGCGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA



ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358067 
TTCTATTGTAATACAACAAGATTGTTTACTTGGACAGGAAATGAAACCATGAAAGACACTATCATAATCCCAT
GCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAAGGGAAA
TATTAGTTGTGATTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATAATACAAACGAGACC
TTCAGACCTGGAGGAGGGAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCACC
TGTTGCAACTCACAGTCTGGGGCATT 
>AY358060 
TTCTATTGCAATACAACACAACTGTTTAAGAGTATAGAAAATGAAACCATCACAATTCCATGCAAGATAAAGC
AGATTATAAACATGTGGCAGGGAATAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTAT
ATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATATGACTAATGGGAACGAGACCTTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>AY358063 
TTTTACTGCAATACAACAAAACTGTTTAATAGTATAGGAAATAAAACCAAAGGATCTAATGGAACTAATGAAG
CTGAGTGTACTGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCGCCCATCAGAGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTGCTAATAATAATATGAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945713 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGATAATAAAACCATGGAGGGGTGTAACAACA
CTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGTACCAAT
AATGATAGTAAGGGTAACGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945720 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGTATAAGAAATGAAAGCATACCGGGGTGTAACAATA
TCACACTTCCATGCAGGATAAAGCAAATTATAAAAATGTGGCAGGGAGCAGGACAAGCAATGTATGCGCCTCC
CATCGAGGGAGTAATTAATTGTGCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTAATAAG
ACGGGTAACGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358050 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCATGGAAAATGAAACCAGTAAGGGGTGTAATAATG
ACAATAATGGCACTATCACACTTCCATGCAAGATAAAGCAGATTATAAACATGTGGCAGGAAGTAGGACAAGC
AATGTATGCTCCTCCCATCAAAGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATGATACTGGAAGTAAAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358040 
TTCTATTGCAATACATCACAGCTGTTTAATGATACTTGCCTAAATAAAAACAAGACGGGGTGTAATGAAACTA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCC
CATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAGAAT



GAAAATAATGACACTGAGACCTTCAGACCTGGAGGAGGAAATACAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358041 
TTCTATTGCAATACAACACAGCTGTTTAATACAACACAGCTGGTTAAGGAAACCATGGAGGGGAGTAATGGCA
CTAATAGCAAGATCATAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATTAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTGCTAAGGAAATGGATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATCGAGCCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGATGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358056 
TTCTATTGTAATACAACACAATTGTTTAATGAAACCTGCCTAGGAAATACAACCATGGGGGGGCGTAAGGACA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCGTCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGATGTT
GGGAATAATGATACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN944665 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGACACCAGGAACAATGAAACCGAAGAGG
AGTGTAAAAACAACATCATACTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGGGGAAGCATCAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTACTAATACTAGTAAGAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358062 
TTCTATTGTAATACAACAAAATTGTTTAATAGCACTTGGACAAATGGAACCATGGAACATATCATACATAATA
ACACTGACATCATCATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGAATTGATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
CTTAATAATACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU168309 
TTCTATTGCAATACATCACGACTGTTTAATGAAAGTTGCATAAAAAATGGAACTGATGAGGGGTGTAATGGCA
CTATCATACTCCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTACTTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGG
AATGGTACTAAGGGGAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248328 
TTCTATTGCAATACATCAAACTTGTTTAATGGCACAGGAGACTTGTTTAATAGCACAGGAAACATCACAGATA
TCATACTTCCATGCAGGATAAAGCAGATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGAATTGAGTGTAAGTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGCAGTACTAAT
AATAATAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAACTGTATAAATATA
AAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>JX447021 



TTCTATTGCAATACAACACAATTGTTTAATAGTACTTGGTCACAAAATGGAACCACGGAGGGGCATAATGGTA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGGTGGT
GCTAATAATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
CAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGATGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447542 
TTCTATTGCAATACAACACAACTATTTAATAGTACTTTAGGAAATGGAGCCATGAAGGGGCATAATGGCACTA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAAATGGTGGT
GATAGCAATTTGACCGAGACCTTCAGACCTGAGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTGTATA
AATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC748982 
TTCTATTGCAATACAACAAAACTATTTAATAGTTCTTGGATAGGAAATGAAACCAAAGGAGGGAGAAATGACA
CTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGGGGAATAATTAATTGTCTATCAAATATTACAGGAATATTACTGACAAGAGATGGT
GATGCTAATAATACGAATAATGAGACCTTTAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF297221 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGAAAGAAAATAAAACCTTGGGGGGGACTAATGGCA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAAGGGAGCAATAAATTGTACATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTGATAAT
AGTACGGAGGAGGAAACTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGCTAAGGGCTA
TAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691003 
TTCTATTGCAATACATCACAATTATTTAATAGTACTTGGACAGGAAATGAAACCATGAACAAGACCACGGGGA
ATGACACTATCATACTTCCATGCAGAATAAGACAGATTATAAAAATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGAGGAAAAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
GGTAATAATACACAGAACGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691014 
TTCTATTGCAATACAACAATACTATTTAATGAGACTTGTATAAAAAATGAAACCAGGGGAAAGTGTAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATTAGTTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AATGATACTAGTGATGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAGCCACTAGGACTAGCACCCACCAGGGCAAGGCGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248339 
TTCTATTGCAATACATCAAAGCTGTTTAATAATACTTGCATAAATGAAACCACGGGGGGATGTAGTAATAATG
GCACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAATAGGACAAGCAATGTATGC
TCCTCCTATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGT
AATGACACTAAAGATAACGAAACCTTTAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248355 
TTCTATTGCAATACATCAAAACTGTTTAGGGGTAATTGGACAGGAAATGAAACTGTGCAGAGGTATAATGGCA
CTAAGAGCAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAAT
GTATGCTCCTCCCATCACGGAACATATTAATTGTTTATCAGAGATTACAGGAATGCTATTGACAAGAGATGGT
GGTGTTAATAATAATGAAACCAATAATGAGACCGAGATCTTCAGACCTGGGGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACGAATTGAACCATTAGGAATAGCACCCACCGAGGCAAAGAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248356 
TTCTATTGCAATACAACAAATCTGTTTAATAATAATTGCACAGGAAATGAAACCACGGCGGAGCAGTGTAATA
ACATTATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCGAGGGGATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGGGT
GGTAATGGGACTAATACAACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCAATAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAAGCCAGAAAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446712 
TTCTATTGCAATACATCAGAACTGTTTAGTAGTACTTGGTACAAAAATGGAACCAACACCACAAAGTGGGATA
ATGACACTATCATACTTACATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGA
GGTCTTAATAATACTAATGAGACTTTCAGACCTACAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAATAGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX446977 
TTCTACTGCAATACAACACAACTGTTTAATAGTAATTGGACAGGAAATGATAACATAACAGGGGGTAATAACA
CTACCATTATTCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAAGAATGGTACAGATGATAATACTGAAATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGTGCAGCCGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447048 
TTCTATTGCAATACAACACCACTGTTTAATGATAATTGCACAGGAAATAAAACCATGACGGAGGAATGTAATA
ACACTATCGTACTTCCATGCAAAATAAAGCAAATTATAAGGATGTGGCAGGAAGTAGGACAAGCAATGTATGC
ACCTCCCATCAGAGGAATAATTAATTGTGCATCAGATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAATGAGACTAACGGGACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX447081 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACTTGGACAGGAAATGAAACCATGGAAAAGGGTAGTGGCA
ATAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGG
AGAACTAATAATACTACTAATGATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447395 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTGGGATAAGAAATAACAACATGAATGCCACCATCACAA
TTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAGAATAATGGGACT



AATGGGACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447413 
TTCTATTGCAATACATCAGGACTGTTTGATAGGACTTTCATGGAAAATGAAACCATAGGGGGGAATAATAACA
CTATCATACAAATACCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGAGAGCAGGACAAGCAATATATGC
TCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCTT
AATAGAACTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447447 
TTCTATTGCAATACAACAAAACTGTTTACTAGTACTGACGGAGAAAATGGAATCATGGAGGGGAGTAATAAGG
GCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAT
GAGAGGGATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCGATGATCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447619 
TTCTATTGTGATACAGCACAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCAAGGAGGAAAGAAATGGCA
CTAGTAATGACATTATCATACTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAATC
AATGTATGCTCCTCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGTGAT
GGTGGTGGTGGTCCTACTGCAGATAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGACAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGTGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447816 
TTCTATTGCAATACAACACAACTGTTTAATGATACTTGCATAGGTAATGAAACCATGTGTAATGACGATATCA
CACTTCCATGCAGGATAAAGCAAATTATAAACATAGGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAAT
AATAATACTAGTACTAAGGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447936 
TTCTATTGCAATACATCACAACTGTTTAATAGTACCTGGACAGGAAATGAAACCATGAATGAAATTGGTAACA
TCACACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CGTCCAGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTACTAACAAGAGATGGTGGTATTAATGGT
ACTAGCAATGAGACCGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>JX447958 
CTCTATTGCAATACATCACAACTGTTTAATAATAATAGCACAGAAGAAGGCAATATCACAATTCCATGCAGGA
TAAAACAAATTGTAAACATGTGGCAGGGTGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATTAG
GTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGAAATCGGACTAACGAGACATTTAGA
CCTGGAGGAGGAGATATGAAGGATAATTGGAGGAATGAATTATATAAATATAAAGTAGTGCAAATTGAACCAC
TAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAAGGCTATAGAGGCGCAGCACCGTCTGCTGC
AACTCACAGTCTGGGGCATT 
>JN944658 



TTCTATTGCAATACAACACAACTATTTAATATGACACAGCTTAATGAAACGCTTAATGAAACCATCATACTTC
CATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGGCAAGCAATGTATAATCCTCCCGTCCAAGG
ACACATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCCAATGAGACTAACGGG
ACCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACGGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448217 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGAATGAAACCACGCAGGCGCCTAATGGCACTGGCA
ATGGCACTGACACTATCATACTTCCATGCAGGATAAAGCAAATTGCAAACATGTGGCAGGGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGGGGAGCGATAAATTGTTCATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGATAAAACTGATGATAATAATAATAATAATGAGACCTTCAGACCTGGAGAAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGAAATAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448271 
TTCTATTGCAATACAACAAAATTATTTAATAATAGTTGGACAGAAAATAGCACTACTGGCAATGACAATATCA
TACTTCCATGCAGGATAAAACAAATTGTAAAGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CGAGGGAATAATTAATTGTATATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGTGATAATAGTAGT
GACGAAATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATCTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ690964 
TTCTATTGCAATACAACAGGACTGTTTAATAATACTTGCATAAGAAATGAAACCACTGAAAGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCGGAGGAATAATTAGGTGTAATTCAAGTATTACAGGAATACTATTGACAAGAGATGGTGGTAGTGTT
AATACTAGTGCAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATA
AATACAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGATGG
CTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743788 
TTTTATTGCAATACATCACGACTGTTTAGTAGGACTTTCATAGGAAATGAAACCAGTGAGAGCAATAATGGGA
AGAATAACAATACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGC
AATGTATGCTCCTCCCATTAAGGGAAGTATTAATTGTGTATCAAACATTACAGGGATACTATTGACAAGAGAT
GGTGGTGTTAATAATACTGTGAACGAGACCTTCAGACCTGGAGGAGGAAATACAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGT
GGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGATGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743789 
TTCTATTGCGATACAACAAAACTGTTTGATAGTAATTGCACAAAAAATGAAACCCTCATACTTCCATGCAGGA
TAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAATAATTAA
TTGTGTGTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAACAATGAAACTAATGAGATCTTC
AGACCTGTGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAAC
CACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGACAGAGAAAAAAGAGCAGTTGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>EU743790 
TTCTATTGCAATACATCAAATCTGTTTAATAATACCTGCGCAAAAAATGAAACCCAGAAAGGGTGTAATGAAA
CTCTCATACTCCCATGCAAGATAAAGCAAATTATAAGGATGTGGCAGGAAGTAGGACAAGCAATGTATGCCCC
TCCCATTAGGGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGACAGT
AATGGGACTAATGAGACTAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGTCAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC



GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCGTATGCTGCAACTCACAGTCTGGGGCATT 
>EU743793 
TTCTATTGCAATACAACAAACCTGTTTAACAAAACTAGCATGAATAAGACCATGGATGGGAATAATGGCACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATATATGCTCCTCC
TATCAGTGGAGAAGTTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGCAATATTAAT
AGGAATAACACCGAGGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACCGTCTGGGGCATT 
>EU743794 
TTCTATTGTAATACAACAAAACTGTTTAGTAGTACTTGGACAGGAAATGAAACCATGGAGGGACATAATAGCA
CTAATGACACTATCATACTTCCATGCAGGATAAAACAAATTGTAAACATGTGGCAAGGAGCAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAGCAATTATCTGTGTATCAAATATTACAGGCATACTATTAACAAGAGATGGT
GGTAATTCTAAGAATGGGACCGAGGAGATCTTCAGACCTGGAGGGGGAAATATAAAGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAGAAATAGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743758 
TTCTATTGCAACACAACACAATTGTTTAATAATACTGACATAAATGGAACTATCATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAATTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTGAGAACGACACTGAGATCTTCAGACCT
ATAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCATTAG
GAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>EU743766 
TTCTATTGCAATACAACAAGACTGTTTAATAACACTTGCATAGAAAATAAAACCCAGACAGGGTGTAATGGCA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATCGAAGGAAACATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AGTAATACTAATGAGACCTTCAGACCTGCAGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAA
AAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCACCTGCTGCAACTCACAGTCTGGGGCATT 
>EU743769 
TTCTATTGCAATACAACACAACTGTTTAATGACACTTGCATGAAAAATGAAACCAGGGAAGGGTGTAATGGAA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACAGGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCGTCAGTGGAGTAATTAATTGTTTATCAAATATTACAGGGTTGCTATTAATAAGAGATGGTGGTAGTAGT
AATAGTAGTAATGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EU743773 
TTCTATTGCAATACAACAAAACTGTTTAACATGACGGCGCTTAATGACACTACCATACTTCCATGCAAGATAA
AGCAAATTATAAACCTGTGGCAAAGAACAGGACAAGCAATGTATGCTCCTCCCATCAGGGGACTAATTAGATG
TGACTCACTTATTACAGGAATACTACTGACAAGAGATGGTGACAATAATACTACTGAGACCTTCAGACCTGGA
GGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCGCTAGGAA
TAGCCCCCACCAGGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTT
TGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCA
CAGTCTGGGGCATT 
>EU743774 
TTTTATTGCAATACAACAAAAATGTTTACTACTTGCATAGAAAATAAAACCATAGAAGGTTGTAATGGCAAGA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAGAATTAATTGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAGTAGTAAT



GAAACCCTCAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743778 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACGAATGGAACCATGGGGGGGCTTAATGATACTATCATAC
TACCATGCAAGATAAAGCAAATAGTAAACATGTGGCAGGGAGTAGGACAAGTAATGTATGCTCCTCCCATCAG
AGGAATAATTAAGTGTACATCAAATATTACAGGAATACTATTGACGAGAGATGGTGATGGTGGTGAGAGTAAT
ATGACGGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCGTATGCTGCAACTCACAGTCTGGGGCATT 
>JN944657 
TTCTATTGCAATACAACAGGACTGTTTAATAATACTTGCTTAGGAGACAACACCACAGAGGGGTGTAATAGAA
CTATCATAATCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGACACATTAATTGTGTATCAAATATTACAGGGATACTATTAACAAGAGATGGTATTAATGGT
TCTAATAACGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAATAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU743782 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCCTAGAAAATGGAACCACAAAGGGGTGTAATAACA
CTAACAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATCATAAAAATGTGGCAGGGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTGTTGAAAATGGGACTAACAACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGC
ACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATC 
>EU743784 
TTCTATTGCAATACATCACAACTGTTTAATGCTACTTGCCTATCAAAGGAAAACATGGAGGGGTGTAATAGCA
CTATCAATAGCACTATTACACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATACTGCGGTTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCGATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU743787 
TTCTATTGCAATACAACAAAACTGTTTCCAGGACGGATTAATGAGACTTGCTTAAAAGAAACCAAGGGGGGGT
GTAATATCACACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTACTGACAAGAGATGGTGATACA
AATGGTAGTAGTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAATACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCAATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446666 
TTCTATTGTAATACAACACCACTGTTTAATAATGAGACCAAGGAGGAGAATAATAGCACTATCATACTTCCAT
GCAAGATAAAGCAAATTATAAGGATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAAA
AATTAATTGTGTATCAAATATTACAGGAATACTAGTGACAAGAGATGGTAGTAGTGCTAATAATACTAATGAG
ATCTTCAGACCTGGAGGAGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAGTGGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGC
AACTGTTGCAACTCACAGTCTGGGGCATT 
>JX446855 



TTCTATTGCAATACAACACGACTGTTTAATAGGAATAATGAGACTATGGAGGGGGATAAGGACAATATTATAC
TTCCATGTAAGATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCTGTCAG
TGGAAAAATTAATTGTGTATCAAACATTACAGGAGTACTATTGACAAGAGATGGTGGTGGTGGTAATGATACA
ACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446899 
TTCTATTGCAATACAACACAACTGTTTAATGCAACATTTAATGACACAAGTAATAGCATAAGTAATGAAACTA
TCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCCCCTCC
CATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATAACAGT
ACGAACGAGACCTTCAGACCTGGGGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGCTGCAACTTACAGTCTGGGGCATT 
>JX446910 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAACCAAGGGAGGGTCTAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAATATATGCTCC
TCCCATCAGTGGAAAATTTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAT
AGGACTAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAGTTATATAAAT
ATAAAGTAGTACAAATTGAACCATTAGGACTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTACTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447089 
TTCTATTGTGATACAACAGGATTGTTTAATAATACTTTTAATAATACTTGGGAAAATAAAATCAGTGAGAATA
TCACACTTCCATGCAAGATAAAGCAAGTTGTAAACTTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAATTATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATGATACA
GGGGGGAAAGAGATCTTCAGACCCATAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACGGATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGTTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCATTA
ACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447107 
TTCTATTGCAATACATCACAGCTGTTTAATAGTACTCGGAATGGTACTTGGATAGGAAATGAAACCATCACAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAAAACAGGACAAGCAATGTATGCTCCTCCCATCAA
GGGAGCAATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTACTAATACAACT
ATAGGGAACGAGACCTTCCGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447132 
TTCTACTGCAACACAACAGAACTGTTTAGGATAAGAAATGAAAGCACGGGTAACAACACTAATATCATACTTC
CATGTAGGATAAAGCAAATTATAAACATGTGGCAGAGAACAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
ACCAATTAGGTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAATAAAACTAAT
GAGACCGAGACCTTCAGACCCGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAA
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447203 
TTCTATTGCAATACAACTAATCTGTTTAATAATAGTTGCACAAATGGAACCAAGAGGGGGTGTAATGAAACCA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGACTCATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATACT
GGGAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
GGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG



CTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447222 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGCATAGACAATAAAACCAGGGAGGGGTGTAACAACG
ATAGCACCATCATGCTTCCATGCAAGATAAAACAAATCATAAACATGTGGCAGGGAATAGGACAAGCAATGTA
TGCTCCTCCTATCAGTGGAAAAATTAACTGTGTATCAAATATTACAGGACTACTATTGATAAGAGATGGTGGT
GGTGTCGAAAATGGTACCGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AAATAAAAGAGCAGTGGGAATAGGAGCTATGCTCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX447316 
TTCTATTGCGATACAACAAAACTGTTTAATGATAGTTGCATGAAAAATGAAACCGCGGAGAAGGGGTGTAATA
ACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTACGC
TCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAG
TCAGAAGAGGAAAACAATACCGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCGGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCAATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447346 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAGAAAATGGAACTGAAGAGAGGTTTAATGACA
CTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGAGAGCAGGACAAGCAATGTATAATCC
TCCCATTAAGGGAAAAATTAATTGTGTATCAAATATTACAGGAATAATATTAATAAGAGATGGTGGTGCTAAT
AATACAAACAACAACGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTAGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447356 
TTCTATTGCAATACATCAAAACTATTTAATAGTAATGGCACATGTAATACATGTAATGGCACTATCATAATTC
CATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATACGAATGAG
ACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447409 
TTCTATTGTGATACAACAAAACTGTTTAATACTACTTGCATTAATGAAACTATGGGGGGGTGTAATGACACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGATAAGAGATGGGGGTAATAATACT
AAGGATAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447465 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCACAAATGAAGATAATGGCACTGTGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAGACAATTTATAAAAATGTGGCAGGGAACAGGACAGGCAATGTATGCCCC
TCCCATCAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAAT
AATAAGACTAATGAGACTAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCTGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447550 
TTCTATTGCAATACAACACAACTGTTTGATAGTATTTGGGGAAATGGAACCTGGAAGGGGGATAATGGCACTG
GAGATACCATCATACTTCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTACCGTCAGGGGAGTAATTAATTGTATATCAAATATTACAGGAATACTATTGATAAGAGATGGTGGT



CTTCTTAATATATCTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
CAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCATCAGTAATGCTGACGGTACGGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAAATTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447657 
TTCTATTGCAATACATCACAACTGTTTCCTTGCATAGTAAATGGAACCGAAAAGGGGTGTAATGACACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATTCC
ACGAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447682 
TTCTATTGCAATACAACAAGACTGTTTAATAATAGTTGTATAGAAAATACAACTAAGTGTAGCAATATCACAC
TTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGACCAATTAGTTGTGTATCAAGCATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGATAATAAT
ACTAATAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447699 
TTCTATTGCAATACATCACTACTGTTTAATAGTACTTGGGGAAATGAAACTAAGGAAAATGAAACCATAGGGA
ATAATACTGGCAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGC
GATGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATAATAATAATGACACTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447712 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACTTGCAATGATACTTGCACAGGAAATGAAAACAGGACTG
ACACCATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGACAAATTAAGTGTGTATCAAATATTACAGGAATACTATTGGCAAGAGATGGTGGTAAA
AATAATAATAATAATACGAGTAACGAGACTGAGATTTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCACAGAGAAG
AGTGGTGGCAAGAGAGAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACACGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447891 
TTCTATTGCAATACAACAAACCTGTTTAATAATAGTGACATAAATAATAATAGCAATATCACACTTCCATGCA
GGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAAAGGAAGCAT
TAGGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTAAGGGTAATGAGACC
TTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTG
AACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>JX447984 
TTCTATTGCAATACATCACGACTGTTTAAAAATGAAACCGAGGAGGTGAATGGCACTATCATACTTCCATGCA
GGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCGCCTCCCATCAGGGGAAGAAT
TAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAATGCGTCTAACGAGACATTC
AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGC
TATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>JN944655 



TTCTATTGCAATACAACAGAACTGTTTAATAATACTTGTGTAAATGAAACCATAAACAATGGCACAGAGGGGT
GGTGTAAGGGAGATATCATACTTCCATGCAGGATAAAGCAAATTATAAACTTGTGGCAGGAAGTAGGACAAGC
AATGTATGCTCCTCCTGTCAGTGGACAAATTAGATGTATATCAAATATTACAGGAATAATATTGACAAGGGAT
GGTGGAAATGGGAAGAACGGGACCCTCAATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATACAAAGTAGTAGAAATTGAACCACTAGGAATAGCGCCTTCCAGGGCAAAGAG
AAGAGTGGTGGAGATGAAGAGAGAAAAAAGAGCAGTGGGAATAGGGGCTATGATCTTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCATTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448238 
TTCTATTGCAATACAACATACCTGTTTAATAAGACTTGCCTAAATAATAAAACGGGGTGTAATGGCACTATCA
CACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CGAGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAAACTAAT
AGTAGTGAAGAGATCTTCAGGCCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGAGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448279 
TTCTATTGCAATACATCACAACTGTTTGATAGTTGTTGGACAGGAAATACAACCATGCAGGAGTGTAATAACA
CTAAAAATGAGACTAAAACTATCATACTCCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCTCCTCCCATTAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACA
AGAGATGGTGGTAGTAATGGAACTAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448301 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCATAAAAGAAACCAAGGGGTGTAATGGAACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAGGCAATGTATGCTCCTCCCAT
CGAGGGGCACATTAATTGTGTATCAAACATTACAGGAATACTACTGATAAGAGATGGTGGTAATAGTGGTAAT
ACCACGACTAATGCTACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JF297225 
CTCTATTGTAATACCTCACAACTGTTTAATAGTACTTGGGAAGGAAATGAAACCATGAAGAATGACACCATGG
GGAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAAT
GTACGCTCCTCCCATAAGTGGAAGTATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTCTTATTAATGGGACTAATGAAACATTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446776 
TTCTATTGCAATACAACAAAGCTGTTTAATAATGAGACCAGTAATGGCACTATCACACTTCCATGCAAAATAA
AGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATTAGGGGAAAAATTAATTG
TGTATCAGATATTACAGGAATACTATTGACAAGAGATGGTGGTACTGAAAATAAGAGTGATGAAGAGACCTTC
AGACCCGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>JX446790 
TTCTATTGCAATACATCAAGACTGTTTAATAGAACAGAAAATGAAACCATGGAGGGGAGTAATGGCACTATCA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGTATGCTCCTCCCAT
CCGTGGAAATATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGATGCTAATGCTACT
AATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAAAGAAAAAAGAGCAGT
GGGAATAGGAGCGATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG



ACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAACAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCACCTGCTGCAACTCACAGTCTGGGGCATT 
>JX446845 
TTCTATTGCAATACAACAAACTTGTTTAATAATAATTGCACAAATAACACAGCGGGGTGTAATGACACTATAG
TACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGAAAAGCAATGTATGCTCCTCCCGT
CAGAGGAATGATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTCGGAATAATAAT
AAGACTAATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAACGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446943 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGCTTAATGGTACTATCA
TACTTCCATGCAGAATAAAGCAGATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CGAGGGAAAAATTAAGTGTGTATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGTAATGATGGTGCT
AATAATGGAAATAGTACTAATAATGGAAGTGATGCTAGTAATAAAAGTGATACCTTCAGACCTGGAGGAGGAG
ATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAATGATGATCTTTGGGTTC
TTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGACCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>JX447028 
TTCTATTGCAATACAACACAACTGTTTAATACTAATGACACAGAAAATATAAACACGGGGAATAGTAATAACA
ATACAACTATCATACTTCCATGTAATATAAAGCAAATTATAAACATATGGCAGGGAGTGGGGCAAGCAATGTA
TGCTCCTCCCATTAGGGGACAAATTAAGTGTACATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGT
AACAGTGAGGATGATAGTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TGTACAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447064 
TTCTACTGCAACACAACAAAACTGTTCAATAATAATTGCCTAAATGCAACCGAGACAAATGAAACCAGGGGGG
AGTGTGTCAATATCACGATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAAAAATTAAGTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGT
GGTAATATTACTGACAATAACAGTCCTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447118 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCCAGCAGGAGAATAGGGATA
ATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAATAATTAATTGTACATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGT
GTTAATAATACAAATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447177 
TTCTATTGCAATACAACAAAGATATTTAATAGTACTTGGTTCGAAAATGGAACCATGGAGGGAAATGACATCA
TAGAGAAGGATAGCGATAACGACACTATCATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGG
AGTAGGACAAGCAATGTATGCTCCTCCCATTAGTGGAGAAATTAATTGTGTATCAAATATTACAGGAATAATA
TTGACAAGAGATGGGGGGGTTGGTAATGAAACAAACATGAATGAAACCTTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAA
GGCAAAGAGGCAAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>JX447252 



TTCTATTGCAATACAACAAAACTGTTTAATAATAATTGCACAGAAAATAGAACCAGTGATGGCACTATCATAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGGCAAGCAATGTATGCTCCCCCCATCCG
TGGAGAAATTAAGTGTGTATCAAATATCACAGGAATACTATTGACAAGAGATGGTGGCACTACGAATAGCACT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCGCTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCAC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447283 
TTCTATTGCAATACAACAAAACTGTTTAATAGCAACAGTACCATACTGTTTAATAGTACCATGGGGCATTGTA
ATGGCACTTGCAATAACACTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTATATCAAATATTACAGGAATACTACTGACA
AGAGATGGTGGTGATAATAGTTTAAGTAACACTGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGATAATT
GGAGAAGTGAACTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCCATAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447437 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAACCATAGAGAGAAGTAATGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCTGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATTGCGGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
GTGACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447503 
TTCTATTGTAATACAACAAAACTGTTTAATACAACTTGCACAAAGGATGGAACCTGCATTGTTAATGGCACTA
GTAATGACACTATCATTCTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGT
AGTGTTAATGGGAGTAGCGAGGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATTTGCTGCAACTCACAGTCTGGGGCATT 
>JX447608 
TTCTATTGCAATACATCAAAATTGTTTAATGGAACCGTGGAAGGGTCTAATACAACCATGGAATGGCTTAATG
GTACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTACTAACAAGAGATGGTGGTAAT
ATTAGTGCAGGCAACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATCGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAACTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX447721 
TTCTATTGCAATACAACAAAATTATTTAATACAACAGGAAATGGAACCATAGAAAATATAACTGACACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCAT
CAGTGGAATAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATAATAAT
TCTACTGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCCCTAGGAATAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGACAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCCGGTATAGTGCAACAGCAAAGCAATTTGCTGATGGCTATAGAGG
CGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447752 
TTCTATTGCAACACAACACAATTGTTTAATAGAAATGAAACCATGAAGAAAGCCAATGACACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTTAGTGG
AATAATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAAATATAACTAGTGGTGGT
GATGGGAATACAACTACTGAGATCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860763 
TTCTATTGCAATACAACAAAATTATTTAATACCACTTGCAATGAAACCAAGGGAGAGTGTAATAGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGACAAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACTAAC
GGAACCGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860764 
TTCTATTGCAATACAACACAATTGTTTAATAGAACTGGCACAAATGAAACCATGGAGGGGTATAATGGCACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGCAGGGCAAGCAATGTATGCCCCTCC
CATTAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAAT
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860766 
TTCTATTGCAATACATCAGGACTATTTAATGATACTTGCCTAAAAAATGATACCAAGTGTAATAAAAATATCA
TACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCGCCCAT
CAGAGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAAAATAAT
AATACTGAGATTTTCAGACCTGCAGGGGGAAATATGAAGGACAATTGGAGAAATGAATTATACAAATACAAAG
TAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGAAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691024 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTGAAGGAAAAAATAACACGGAGGGGCAAAATGGCACTA
TCATAATTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGAGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATCCG
ACTAATGAGACTGAGACCTTTAGACCTGGAGGGGGAAATATAAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
GAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HQ691048 
TTCTATTGCAATACAACACAACTATTTAATAATACTTGCATAAAGAATACCACAACAGCGGGGTGTGCGAATA
TCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAATAATTAATTGTGTATCAAATATTACGGGAATACTATTGACAAGAGATGGTGGTGGTAATGAG
ACGGAGAGGAACAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>GQ916569 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGACAGGAGATGAAAACAGGACGAGGGGTAATGCTA
ATGACACTATCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGT
AATAATATAACTAACGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTAGGAATAGGAATTTTGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916571 
TTCTATTGCAATACATCAAAACTGTTTAATGGCAGTACAACAAAAGAAAATGACACTATCATACTTCCATGCA
AGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAATGTATGCTCCTCCCGTCGAGGGAAAAAT
TAGTTGTATATCAAATATTACAGGAATACTGTTAACAAGAGATGGTGGTTTAAATGGGACTAATAATGGGACC



GAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAC
AGATTGAACCACTAGGAATAGCACCCACTAAGGCAAAGAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916572 
TTCTATTGCAATACAACAAAGCTGTTTAATAATACTTGGAACGGAACTGGAACCATGCAGTATAATGACACTG
GCAATATTATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGAGGAAAAATTAAATGTGAATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTT
AATAGGACAGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916575 
TTCTATTGCAATACATCAGAACTGTTTAATGATACGTGCCTAAATGGAACCTCGGGGAAGTGTAAAGACACTA
CCATACTCCCATGTAAGATAAAACAAATTATAAGGATGTGGCAAGAAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAACATTAGTTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTAATGATACT
ACTACTGATAATGGGACAGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGACGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX446655 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGACAGGAAATGAAAATGAAACCATAGGAAATGAAG
CCATAGGTAATGGTACTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGGGGAATAATTCGATGTGTATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATAATGGAACTAATATAACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446756 
TTCTATTGCAATACAACAAATCTATTTAACAATACTGCCACAGGAAATACTAATGATACTATCATACTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAG
CATTAACTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAACCGCACAGGGAATGAG
ACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAA
TTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTCTGATCTTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>JX446850 
TTCTATTGCAATACAACAAAACTGTTTAATAGAACTTGGACACATAATGGAACCATTTGGACACAAAACGGAA
CCATGAGGGGGGATAATGTCAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCA
GAGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAGTCATTAAGTGTGTATCAAATATTACAGGAATA
CTATTGACAAGTGATAATGGTGGTACTAAGAATAATGCAAATGAGACCTTCAGACCTGGAGGAGGAGATATGA
AGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGA
GCAGCTGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTTACAGTCTGGGGCAT
T 
>JX447127 
TTCTATTGCAATACAACAAAATTGTTTAATGATACTTGTATAAGAAATAGAACCGAGAGAGGGTGTAATATCA
CGATAATCCCATGCAAGATAAGGCAAATTATAAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCC
TATCAGTGGAAACATTACTTGCATATCAAATATCACAGGAATACTATTGACAAGAGATGGTGGTAATAGATCT
TGTAACGAGACATCAGGAGGTAATAGATCTTGTGAGACATTCAGACCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 



>JX447308 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATGGAAAATGGAACCCGGTGTAATGACACTGTTA
ATGGCACTATCATACTGCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAGCAATTAAGTGTGATTCAAATATTACAGGAATATTATTGACAAGAGATGGTGGT
AATAATGAGAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGTAATTTGCTGAGAG
CTATAGAGGCGCAACAGCACCTGTTGCAACTCACCGTCTGGGGCATT 
>JX447458 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGGACCAAGGAGGAGTTTAAGGGCACTAATG
GCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAACAGGGCAAGCAATGTATGC
TCCTCCCATCAGTGGAGCAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAT
GCTAATAACTCTAACTCTACTGAGAACTCTACTGAGATATTCAGACCTGGAGGAGGAGATATAAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAATACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGAAG
AAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447493 
TTCTATTGCAATACCACAAAACTGTTTAATTGGACAGAAAAAGCAGGAAATGAAACCAATGAGGGAAATAATA
GCACTATCATACTTCCATGCAAGATAAAGCAAATAGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCTATCAGGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATT
AATAATAATGGGACAAACAAGACCGAGACCGAGATCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCTCCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX448028 
TTCTACTGCAATACAACAAAACTGTTTAATAGTACTTGGAATGAAACCGGGATGAATAATGACACTATCACCC
TTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGTAGTAGTGAT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAGTACAAAGTAG
TGCAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCGTTAACGCTG
ACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388142 
TTCTATTGCGATACAACAAAACTGTTTAATAGTATTTGGGAAGAAAACAACAATAGTACTTGGGATAATGAAA
ACAACAATAGTACTCGGGATAATGACACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCA
GGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAATCAATTGTGTATCAAATATTACAGGAATA
CTATTAACAAGAGATGGTGGTACTTCAGATAATGGCACTAATGACAGTGAGACCTTCAGACCTGGGGGAGGAG
ATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACC
CACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTC
TTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>JN388111 
TTCTATTGCAATACAACACAACTGTTTAATGGAACCGGGGGAAATGGCACTATCATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGGAAATATTAGTTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGATGGGACAAATGAGACCTTCAGACCT
GCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAACCACTAG
GACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAGAGAAAAGAGAGCAGCAATAGGAGCTATGATCTT
TGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTA
TTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCA
CAGTCTGGGGCATT 
>JN388121 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGTAAAAATGGAACCATGGGGGGAAATAATGACA
CTATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCGTCAGTGGAGCAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAAT
AATGGGACGGAGGAGATCTTCAGACCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT



ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGCAATAGGAACTTTGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACACGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388171 
TTCTATTGCAATACAACACAACTGTTCAATGCAACGTTCAATACAACACAACTGTATAATGAGACTAGTGCAG
GAGATAGTGGGAATATCACACTCCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGC
AATGTATGCTCCTCCCGTCAGTGGGAGAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAGTAATAGTAGTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGGGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCATGGCACAAAGAAGAGTGGTGGA
CAGACAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN388181 
TTCTATTGCAATACATCAAAACTGTTTAATATAAGTGAAACCGCGGGGCAAAATGGCACTATCATACTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCCCGTCAGTGGGAG
AATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATAGTAGTGCAAATGAG
ACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JN388211 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGGAAATGAAACCACGGAGGGGCGTAATAGCA
CGAGGCGTAATGACACTGTCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAACCAGGACA
AGCAATGTATGCTCCTCCCATCACGGGAAACATTAGTTGTAGATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTGTTAGAAATGCGAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN388091 
TTCTATTGCAATACAACAAAACTGTTTAATCCTACTGACATAAGAAATATCACTATCAATGGCACTATCATAC
TTCCATGCCGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAATGATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATATTAATGATACC
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860768 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACTTGGCTTAATATTACTGGGAATGGCACTGTGTCTAATG
GCACTGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGGCAAGCAAT
GTATGCTCCTCCCATCAGGGGAATTATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGT
GGTAATGTTAATACGACCACCGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAGATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAGAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ916587 
TTCTATTGCAATACAACGCCACTGTTTAATAAAACTTTGACAGGAACGAATATCACACTTCCATGCAAAATAA
AGCAAATTATAAACCTGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCGAGGGAAAGATTAATTG
TGTATCCAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAGAGTAATGAGTCTGAGGAGACTGAGATC
TTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTGCAAATTG
ACCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>GQ916590 



TTCTATTGCAATACAACAAAACTGTTTAACAAGGCTGACATAGGAAATGAAACAGAAAAGGAGGGTAATGGCA
CTAATGACAATATCATACTACCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGGGGAAGAATCAATTGTGCATCAAATATTACAGGAATATTATTGACAAGAGATGGT
GGTGATAGTAATAGGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACACGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916593 
TTCTATTGTGATACAACACAACTGTTTAATAATTGCACAGGAAATAAAACCAGTAGGGAGTGTAATAACACTA
TCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATATTATTGGCAAGAGATGGTGGTAGTGATAAT
AATAGAACTGAGGTCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGGATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGACAAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ691028 
TTCTATTGCAATACAACAAAATTGTTTAATGGTTCAGGAGAGGGAATCATGAAGGAGGATGGGAATAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAATAGGACAAGCAATGTATGCTCC
TCCCATTAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATAATATTAACAAGAGATGGGGGTAGTAAT
AATGCAACTAATAATAATGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916576 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGGGGAAATGAGACCATAGGAGGGAATAGCACTA
ATAGCACTATAATAGTAATACCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTGATAATGCAACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916577 
TTCTATTGCAATACAACAAACATGTTTAATAATACTTGCATAGAAAATGAAACCCAGGAGGGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGCAGCATTGGATGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGGAATAAT
AATAGTAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916578 
TTCTATTGCAATACAACAAAACTGTTTAATACAACTGATACTGAACTAAATAAACCCGGGGAGGGGGGTAATG
CTACGATCATACTTCCATGTAGGATAAAGCAAATTATCAATATGTGGCAGAGAGCAGGACGAGCAATGTATGC
TCCTCCCATCAATGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAATAGTACAAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAAGGGAACTATATA
AATATAAGGTAGTACGAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGTTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916579 
TTCTATTGCAATACAACACAACTGTTTGATGATACTTGCATACAAAATAATAATACGTGTAATGCCAATATCA
CACTTCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCTGT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAAAGATAAT
GGTAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG



CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>GQ916582 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAATGGTACCAACCAGTGTAATGGCACTATCA
TAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGAGGAAGGATTAATTGCATGTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATAAC
AATAATAACGGGACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGGGCAGTGGGACTAGGAGCCATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ916583 
TTCTATTGCAATACAACAGGACTGTTCAATAATACTTGCATAGGAAATGAAACCCAGGAGGGATGTAACAACA
TCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCC
CGTCAATGGAATAATTAATTGTGTATCAAATATTACAGGAATACTACTGACAAGAGATGGTGGTAATAATACT
AATAATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCATTAGGGGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>JX512892 
TTCTATTGCAATACAACAAAATTGTTTGATAGTATTTGGAAAGATGGGAATTGGACAAATGGGACCATGACCA
ATGATACCATGAAGATCACAATTCCATGCAAAATAAAGCAAATTGTAAACATGTGGCAGGGAACAGGACAAGC
AATGTATGCTCCTCCCATTAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTGGTAATGATAATAGTACTGTGAGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAGAGACAATT
GGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512893 
TTCTATTGCAATACAACAAAACTGTTTAGTGATACTTGTATAAAAAATGAAACTGAGTGTAATGGCACTATCA
TACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGATTAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAGGACA
AATGAGACCTTCAGACCTGGAGGAGGGAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGTACCCTCCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX512894 
TTCTATTGCAATACAACAGAACTGTTTAATGGCACCAGTAAGGAGGGTAATGACACCACTATCATACTTCCAT
GCAAGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAGC
AATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTACTGGTAAGGATAGTGCACCT
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX512895 
TTCTACTGCAATACATCAAGATTGTTTGATAATACAGGAAATGGGACAAAAAATGAAAGTATTATACTTCCAT
GCAGGATAAAGCAAATTGTAAGAATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAGC
AATTAATTGTACATCCAATATTACAGGAATACTATTAACAAGAGATGGTGGCTCTAACTCAACTAACGAGACT
TTCAGACCTACAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTACAAATTG
AACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATC
TGTTGCAACTCACGGTCTGGGGCATC 
>JX512897 
TTCTACTGCGATACAACAAAACTGTTTAATAGTAGTGAACTTGAACTGTTTAATAGTAGTGAGACCAAAAGTA
ATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCGTTGCAGGGACAATTAATTGTACCTCAAACATTACAGGAATATTATTGACAAGAGATGGTGGT



GAAAATACTGATAATAGTACAGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAGGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX512898 
TTCTATTGCAATACAACAAACCTGTTTAATAATAAAACCCAGGAGGGGAAAAATGGCACTGTTATACTTCCAT
GCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAATGTATGCCCCTCCCATCCGTGGAAC
AATTAGCTGTCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGAAATAGTGGTAATAATGGTACA
GAGAATGATACAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCCTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGATGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX447727 
TTCTATTGCAATACAACACAACTGTTTAACAGGACTATAGGAAATGTAACCGGGGAGGGGAGTAATGATGAGA
ATAATAACAAGACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGC
AATGTATGCCCCTCCCATCAGGGGAAAAATTAAGTGTGTATCAAATATTACAGGAATATTATTGACAAGAGAT
GGTGGTAATATTAATAATGCAACTAATGAGACCTTCAGACCTGGAGGAGGACAGATGAAAGACAATTGGAGAA
GTAGATTATATAAATATAAAGTTGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX448059 
TTCTATTGCAATACATCACAACTGTTTAATATTAACTTTGTAAGAAATAAAACCACGGAGGTGTATAATGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGTATTAAGTGTGTATCAAATATTACAGGAATACTATTGATAAGAGATGGTGGAAGCGGA
AACACAACTGGTGAAAACGAAAACCAAACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN388104 
TTCTATTGCAATACAACAAACCTGTTTAATAGCAGCAGGGAGGAGGGGTATAATGGCACCATCATACTCCCAT
GCAAGATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGCGGAAA
AATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACAAATAACGAGACC
TTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTG
AACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCAATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAT
GCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTAAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KF268043 
TTCTATTGCAATACAACAAAACTGTTTAACAGTACTTGGGGAAATGATAACAGGACAGAGGATAATAGCACTA
TCATACTTCCATGTAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
TGTCAGGGGAAAAATCAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAAT
AGTACTAATGAAACCTTCAGACCTGGAGGAGGCAATATAAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF268044 
TTCTATTGCAATACAACAAAGTTGTTAAATAAGACTTGCCTAAATGAAACCATGAAAAATGAAACCGAGTGTA
GCAATATCACACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAATGTATGC
TCCTCCCATCAAGGGAGTAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGGGGTAAC
ACGAGCAGCGAGACCTTCAGATTTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268035 



TTCTATTGCAACACAACAGGACTGTTTAATAATACTTGCATAAATAATAGAACCATAGAGGGGTGTAATAATA
TCACACTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAAAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGAAATAACAAT
ACTGACGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAACATATGTTGCAACTCACAGTCTGGGGCATT 
>KF268036 
TTCTATTGCGATACAACAGAACTATTTAATGGAACTGACACAAAAAATAAAACCATCATACTCCCATGCAGGA
TAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAATTAA
CTGTGTATCAAACATTACAGGAATACTTTTGACAAGAGATGGTGGTAATAATAGGACTAATGAGACCTTCAGA
CCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATACAAAGTAGTACAAATTGAACCAC
TAGGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KF268037 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAAGAATGAGACGGAGGGTTGTGATAGAACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAACATTAGTTGTATATCAGATATTACAGGAATACTATTAACAAGGGATGGTGGTGCTAATAAT
AATAGTAATAACGAGACCTTCAGGCCTGGTGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTAGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TTGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF268040 
TTCTATTGCAATACATCAAACCTGTTTAATAATTGCACAGGAAAAGGGAATGAAACGGGGTGCAATATCACTA
GCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCCAGGGAAGCATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAG
GCTAAGCCTAGTGGGACTAACGACACTGAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAA
ACGAATTACATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCGAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT185701 
TTCTATTGCAATACAACAAAACTGTTTACTTGGAATGAAAATGAAACCATGAATAGGAATGAAAATGAAACCA
TGAATAATGCCAATACCACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGGCA
AGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGCATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATAATGATACAGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAAC
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGATGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230433 
TTCTATTGCAATACAACAAGACTGTTTGATAATAATTGCATAAATGGAAACACGAGTGAGTGTAATAGCACTA
TCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAACATTAACTGTACATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGGTGGTAAT
GAGAGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT185724 
TTCTATTGTAATACAACAAACCTGTTTAATAATGATTGCTTAAATGAAACCACGGGGGGGTGTGACAATATCA
CACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCCTCCCAT
TAGGGGAATAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAAAATAATAAT
AATAGTGAGGGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTACGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAGACAAAA
AAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA



ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KU230436 
TTCTATTGCAATACATCAAACCTGTTTAATAATACTTGCCTAAATGAAACCATGACGGGGTGTAATGGCACTA
TCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGCATTAATTGCTTATCAAATATTACAGGACTACTATTGACAAGAGATGGTGGTGGTAATAAT
AGTGGTACAGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT185921 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACTTGGGGAAATGAAACCATGGAGGGTAGTAATGAAACCA
TGGAGGGTAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGG
ACAAGCAATGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGGATATTATTGACA
AGAGATGGTGGTGGTAATGGGACTAATGATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MG989497 
TTCTATTGTAATACAACAAACCTGTTTAATAATGATTGCTTAAATGAAACCACGGGGGGGTGTGACAATATCA
CACTTCCATGCAAGATAAAGCAAATAATAAATATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCCTCCCAT
TAGGGGAATAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAAAATAATAAT
AATAGTGAGGGTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTACGAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAGACAAAA
AAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MG989499 
TTTTATTGCGATACATCACAACTGTTTAACAGTGAGGAGAATAGTAACACTACCATCATACTTCCATGCAAAA
TAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCTCCTCCCATTAGGGGAAGGATTAA
TTGTGTATCAAATATTACAGGGATAATATTGACAAGAGATGGTGGTGTTATTAATGCTTCGAACGAGACCTTC
AGACCAGGAGGAGGAAATACAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>MG989566 
TTCTATTGCAATACAACAAAACTGTTTACTTGGAATGAAAATGAAACCATGAATAGGAATGAAAATGAAACCA
TGAATAATGCCAATACCACCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGGCA
AGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGCATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATAATGATACAGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAAC
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGATGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989569 
TTCTATTGCAATACAACGCAACTGTTTAATAGTACTTGGGGAAATGAAACCATGGAGGGTAGTAATGAAACCA
TGGAGGGTAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGG
ACAAGCAATGTATGCTCCTCCCATCAGTGGAAGCATTAATTGTGTATCAAATATTACAGGGATATTATTGACA
AGAGATGGTGGTGGTAATGGGACTAATGATAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KU230422 
TTCTATTGCAATACATCACAACTGTTTAATAGTACATGGATAGGAGAGGAAACTTTAAATAAAACTGAGAATG
ATGGCACTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAGGCAATGTA
TGCTCCTCCCATCAGTGGACTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT



ATTAATGATAGTGCAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY580673 
TTCTATTGCAATACAACAGGACTGTTTAGTAATTCTTGCTTAAATGAAACCACGGGGGGGTGTGCCAATATCA
CACTTCCATGCAAGATAAAGCAAATAATAAGAATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAGTAATTAATTGTACATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATACGTCTAAT
GAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATATGCTGCAACTCACAGTCTGGGGCATT 
>JN388156 
TTCTATTGCAATACATCAAAACTGTTTAATAGACCTAACATAGAAAATGAAACCATGGAGGGGAATAAGGTCA
ATGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGAGAGTAGGACAAACAATGTA
TGCTCCTCCCATCAGGGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGGGATGGAGGT
AATACTAGTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGGATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KP109513 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGGAAATAAAAATGAAACCAGAGATAATGGCA
CTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAAGGGAGTTATTAAGTGTCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGCAATGAT
AGCACGGAGAATAATGAGACCTTCAGACCCGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAAACA
AAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989570 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCACAAATGGCACAAATGAAACCCAGGAGTGTAACA
ACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGAAT
AATAGTTCACATAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
TTAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTACTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989495 
TTCTATTGCAATACATCACAACTGTTCAATTCTAACATAACAGAGAATATCACAATTCCATGCAGGATAAAGC
AAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTGT
ATCAAATATTACAGGAATACTGTTGACAAGAGATGGTGGTGAGAGTAATATTACTACTGAGACCTTCAGACCT
GGAGGGGGAAATATGAAGGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>MG989510 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCGTGGGGGGAAGTAATAGCA
GTAATATCACACTCCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATTAGGGGAACAATTGAGTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGACCAA
AATAATAATAAAAGCGAGATTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989582 



TTCTATTGCAATACAACAAACCTGTGGACTTGCAAAAAAAATAACACAGGGTGGTGTAATAACACCATCATAC
TTCCCTGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGGAGCATTAACTGTGTATCAAATATTACAGGAATTCTATTGACAAGAGATGGGGGTAATAATAGTGGTAGC
GAGATCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGACAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989516 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGGCAACAAATGGAACTAGTACTTTTACAGAAAATG
GAACCATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAAAGATTAATTGTGCATCAAATATTACAGGAATACTGTTAACAAGAGATGGTGGTGAT
ACTACAAGTAATGAGACCTTCAGACCTACAGGAGGGAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
GAGAGCCATAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACACGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989590 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGAGAATACCAAGACGGAAGGGTGCAATGAAA
CTATCATACTTCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATAATCC
TCCCATCAGAGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTGTTGACAAGAGATGGTGGTAAGAAT
AGTAGCAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCTCCAGGGCAAGAAGAAGAGTGGTGGAGAGACAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989525 
TTCTATTGCAATACAACAAAATTATTTAGTGGTACAGAAAATGGAACCATGGAAGGGCATAATGGCACTATCA
TCCTTCCATGCAAGATAAAGCAAATTGTAAAAATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCCCAT
CAGTGGAAACATTAGTTGTGAATCAAACATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAATAATACT
AATAATACAGAAATCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989602 
TTCTATTGCAATACAACAAGCCTGTTTAATAGTACTTGGGGAGGAAACGAAACCATGGGAAATGACGTGGGGA
ATAACAGCACTATCACAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAAT
GTATGCTCCTCCCATCAGGGGAAACATTAATTGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGT
GGTATCAATACAACAAATGAGACCTTCAGACCTGGAGGAGGAAACATGATAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTAA
GGGCTATAGAGGCGCAGCAGCATATGTTACAACTCACAGTCTGGGGCATT 
>MG989542 
TTCTACTGCAATACAACAGAACTGTTTAATAAAACCAAAAGTAATGACACTATCATACTTCCATGCAGGATAA
AGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCAGTTGCAGGGACAATTAATTG
TGTCTCAAACATTACAGGAATATTATTGACAAGAGATGGTGGTAACAATAGCACGAATGAGACCTTCAGACCT
GGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>MG989544 
TTCTATTGCAATACAACAAAACTATTTAATAAAACATTTGATAAAACTATAGAACTAAATGAAACCCAGGATA
AGGATAATGGCACTACTATCATAATTCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACA
AGCAATGTATGCGCCTCCCGTCAGGGGAAACATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGA
GATGGGGGTACGAATAAAAATGATACGGAGATCTTCAGACCTGAAGGAGGGAATATAAAGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT



ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989565 
TTCTATTGCAATACAACAAACCTGTTTAATAATACCTGCATACAAAATAACATGGAGGAAGGATGTGATGGCA
TCGTACTTCCATGCAAGATAAAGCAAATTATACGTATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGGACAATTAACTGTATATCAAACATTACAGGAATACTATTGACAAGAGATGGTAGTAATGACAAT
AACACTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGATTAGTGGTGATCAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGATTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230421 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACTTGGACAGGAAATGAAACCATAAGGGAATATAATAGCA
CTAATAGCAATATCACACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAAGGAATAGGACAAGCAAT
GTATGCTCCCCCCATCAGTGGAAACATTAGTTGTATATCAAATATTACAGGATTACTATTAACAAGAGATGGT
GGTGTTAATAGTACAAGTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACGAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KU230425 
TTCTATTGCAATACAACACAACTATTTAATACTACTTTTAATACTACTTGTAGAGAAAATGAAACTACTTGTG
GAGGAAATGGAACTAGGGGGAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTG
GCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGCATCAAATATTACAGGA
TTACTATTGACAAGAGATGGTGGTAGTGAGAACAACGAAACCGAGATCTTCAGACCTGGAGGAGGAAACATAA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAG
GGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KY580697 
TTCTATTGCAATACATCAGAACTGTTTAATAATACTTGCATAAAGAACACTAGTATGTGTAATAGCAATGTCA
CACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGCAAAATTAATTGTGTATCAAATATCACAGGATTACTATTGACAAGAGATGGTGGTGTTGATAGCAAT
GAGACTAGCAATGAGACTGAAACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK116905 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGAAAGAAATGGAACTATCACAGGGGAGTTTAATG
ACACTAGCAATGGCACTATCGCACTTCCATGCAAAATAAAACAAATTATAAGAATGTGGCAGGGAGTAGGACA
AGCAATATATGCTCCTCCCATCAGTGGAAATATTACTTGTAGCTCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTATTAATAATGTTACTTCAACTAACGAAACCTTCAGAAACGAAACCGAAACCTTTAGACCTGCAG
GAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAAT
AGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATG
ATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGAC
AATTATTGGCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATT 
>MF957351 
TTCTATTGCAATACATCAAAACTGTTTAATGGAACATACGAAGGAAATGATACCATGGAGAATAATGGCACTA
CTATCATAATTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAAGGAGCGGGACAAGCAATGTATGCTCC
TCCCGTCGAGGGAAAAATTAATTGTGTATCAAACATTACAGGAATATTATTGACAAGAGATGGTGGTAATAAT
AATAGCACCACCGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTAGTAGAGATTGAACCACTAGGGATAGCACCCACCCGGGCAGAAAGAAAAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN388140 



TTCTATTGCAATACAACAGCACTGTTTAATAATTCTTGCATAAATGGAACCAAAAATGGAACCGAGAATTGTA
ATAAAACTATCATACTTCTATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAAACATTAGTTGTGGATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
AATAATAATGGGACTGAGATCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATA
AATATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAGAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989498 
TTCTATTGTAATACAACAAAACTGTTTAATGATAGTTGCACAAGAAATAACACAAAGGAGTGTAATGGTACCA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGTGTAGGACAAGCAATGTATGCTCCCCC
CACCAGTGGGATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACACGAGATGGTGGTAGTGAAAGT
AATAGTACTAATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTCCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989523 
TTCTATTGTAATACAACAAAACTATTTAATAATACTTGCATAGAAAATGTAACCTTGTGTAATGGCAATATCA
CACTTCCATGCAGAATAAAACAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAAAATTGAGTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTAATAAT
ACTGCTAATAACGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAATGAACTATATAAAT
ACAAAGTAGTGGAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAAAAGAAGAGTAGTGGAGAGAGAAAA
AAGAGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989531 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGTATGGAAATACCATGGAAGGGAATAATAACACTA
ATATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGGACAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAACTGTCTATCAAATGTTACAGGAATACTATTGACAAGAGATGGTGGGTTAAAC
TCAACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989619 
TTCTATTGCAACACATCGAAACTGTTTAATTGGACTAGCACCATGCATAATGCCACGAACGATGCCAACGAAA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGCATTAGTTGTACATCAAATATTACAGGAATACTTTTGACAAGAGATGGTGGTAATACA
AAATCAAATGGGAGCGAAGAAATCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTATCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989501 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCATAGGAAATGGAACCAGGGAGGGGTGTAATGGCA
CTCTCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATTAGGGGATTAATTAACTGTGTATCAAATATTACAGGCTTGTTATTGACAAGAGATGGTGGTAACAGT
AGCAACCCCAACGAGACCTTCAAACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAACTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF957508 
TTCTATTGCAATCTAACAAAACTGTTTAATGATACTTGCCTAAATGATACCAATAAAGAGGGGTGTAACGACA
CTATCATAACTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCGTCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTGGT
AATGATACCAAGGACAATGAAACCTTCAGACCTGCAGGAGGAAATATGAAAGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG



GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MF957603 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTCGAATGGTACTTGGACAGGAAATAACACAGACCCTA
TCACACTTCCCTGCAGGATAAAACAAATTATAAATATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAGCATTAATTGTACTTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGTGATACT
AATAATAATGAGACCTTCAGACCTGGGGGAGGAGATATAAAGGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTGGAAATAGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGACACTGGGAGCTATGATCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MF957553 
TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGCAAAGACGGGGAGTGTAAAAACACTATCGAGAACA
ATATCACAATTCCAATCACAATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAACAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTGGTAATAATTCAACTAAAAATGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAAAA
ATGAATTATATAAATATAAAGTGGTACAAATTGACCCACTAGGAATAGCACCCTCCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAGGCA
ACTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989552 
TTCTATTGCAATACATCAAGACTGTTTAATGATACTTTGCTGGTTAATGGGACTTGCAAGGAGAGGGAGGGGT
GTTCTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTAAT
GATACTAGTAATAATAATACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGCAGGAATAGGAGCTATGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989563 
TTCTATTGCGATACTACACAACTGTTTAATGATAGCAGGAGAAATGAATGGAATAACACTATCACACTTCCAT
GCAGAATAAAGCAAATTATAAACATGTGGCAGAAAGCAGGACAAGCAATGTATGCTCCTCCCATCAGAGGAGC
AATTAATTGTCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTAATATTACTAGTAATAAC
GAGACCTTCAGACCAACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAC
AAATTGAACCACTAGGAATAGCACCTACCGAGGCAAAGAGAAGAGTGGTGGAGAAACAAAAAAGAGCAGTAGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989574 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAGAAAATGAAAACACCACAGGGGGGAATGACA
CTATCATAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAACATTACTTGTGCATCAAAGATTACAGGAATACTATTGACAAGAGATGGTGGGGAGACC
AATAGTACTACACCGGAGACCTTCAGACCTGGGGGAGGAAATATAATAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989503 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAGGGAAATGAAACCATAGGAAATGGAAACGCTA
ATAGCAGTATCATACTGCCATGTAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGAGGAGTAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGCGGG
ACAAATACTAGTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989511 
TTCTATTGCAATACAACAAAACTGTTTAGTAATAACACGAATAATGGCACTGTTATACTTCCATGCAGGATAA
AGCAAATTATAAACATGTGGCAGAGAGCGGGACAAGCAATGTATGCCCCTCCCATCCGTGGAACAATTAACTG
TATATCAAATATTACAGGAATCCTATTGACAAGAGATGGTGGAAGTAATGTTAGTGATAATACAGAGATCTTC



AGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAAC
CCTTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
CATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGATGGCTATAGAGGCGCAACAGCATATGT
TGAAACTCACAGTCTGGGGCATT 
>MG989514 
TTCTATTGCAATACAACAAGACTGTTTAATAAGACAGGCAATGAAACCATACAGGGGGGCAATGGCACTATCA
TAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGAGGAACAATTAAGTGTGAATCAAACATTACAGGAATATTATTGACAAGAGATGGTGGTGTTAATAATAGT
ACTAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTGAAGATAGAAAAAAGAGC
AGTGGGACTGGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>MG989519 
TTCTATTGCAATACAACAAGACTGTTTAATGGTACTGAGGATGGAGTTAAAACCCAGGGGCAGAATGACACTA
TCATAATTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAAAATCAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAGGGTC
ACCAACGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAAATTGAACCACTAGGAATAGCACCCACTAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989594 
TTCTATTGCAATACAACAGGCCTGTTTAATAGTACTTGGGGAAATGGAACCATGGAGGGTGAAAATGGCACTA
TCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
TATCGGGGGAAGTATTAATTGTGTATCAAATATTACAGGGATAATATTGACAAGAGATGGTGGTGATAAGACA
GATAATGATAATGAGACCTTCAGACCTGCAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGACCAAA
AAGAGCGGTGGGACTAGGAGCTATGCTCTTTGGGTTTCTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATGTGTTGCGACTCACAGTCTGGGGCATT 
>MG989532 
TTCTATTGCGACACAACAAAACTGTTTAATGAAACCCAGTGGCTGAAGAATAATGATAATGGCACTATCATAC
TTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAATGTATGCTCCTCCCATTAG
TGGAGCAATTAATTGTACATCAAATATTACAGGACTACTATTGACAAGAGATGGTAGTAATGATAAGACTAGT
ACAAAGGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGTGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989507 
TTTTATTGCAATACAACAAAACTATTTAATAATACTTGCCTAAATAAAACCACGGAGGGGTGTAATGGAACTA
TGTATCTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATATATGCTCCTCC
CATCAGTGGAAATATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAAT
ACAAATGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTTTAAATATAAAG
TAGTAGAAATTGAACCACTAGGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989588 
TTTTATTGCAATACATCACGACTGTTTACCTGGAATGATACCATGGAAAAGAGTAATAGCACTAGCAATAACA
ATAGCGACATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCTATCAGAGGACAAATTAGATGTGCATCAAACATTACAGGAATACTATTGACAAGAGATGGTAAT
GAAAATAATACTACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAAGAAAAG
GGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGAATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989589 



TTCTATTGCAATACAACAAAGATGTTTAATAATACCTGCTTAAATAGCAATAACACCGAGTGTACTAGCAATA
TCTCAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGCGGGACAAGCAATGTATGCTCCTCC
CATCCAGGGAATAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTATTAATACC
ACCAACAACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACGAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989528 
TTCTATTGCAATACAACAAGACTGTTTAATAACACATGCATAAATAATGAAACCACAGCAGAGCCGTGTAATA
ATACTATCACACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCGGCAGGGGAAGGATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAT
ACGAGTAGTACAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATTTA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACATGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989613 
TTCTACTGCAATACAACGAAACTGTTTAATAATACTTGCATAGATGAAACCATGAAGTGTAATGACACTATCA
TACTTCCATGCAGGATAAAACAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAAAGGAATAATTAATTGTGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTACTAATAATACA
AATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACATTTGGAGAAATGAATTATATAAATATAAAATAG
TACAAATTGAACCACTAGGGCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGACTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989558 
TTCTATTGCAATCTAACAAAAATGTTTAATACCAATTGCACAAGAAATGAAACCACTGAGGGGTGTGATGGAC
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGAGAACAGGACGAGCAATGTATGCTCC
TCCCGTCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAAT
AATGACACAAATAATACGACCGAGAAATTCAGACTGGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TGTTTAAATATAAAGTAGTAGAAATTGAACCGCTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989568 
TTCTATTGCAATACAACAAAATTGTTTAATTGGACAGAAAATGGAGCCATGGAAGAGCTCAATGGCACTACTG
TCATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGAACAAGCAATGTATGCTCCTCCCAT
CAGTGGGACAATTAGGTGTGTATCAAACATTACAGGAATATTATTAACAAGAGATGGTGGCCCTAATAGGACT
AACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTTGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGC
GGGAATAGGAGCTATGATTTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAGTAACGCTG
ACGGTACAGGCCAGAGAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>U51189 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATAAAACCATGAAGGAGTGTAATGACA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATAATCC
TCCCATCAGTGGAAACATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGTGGT
AATGGTACGAATAATGAGGAGACCTTCAGACCTGGAGGAGGGAACATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U48264 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACTAAGGAGGGGTGTAATGGCA
CTATCACACTTCCATGCAAGATAAAGCAAATTATAAAAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAAT
AATATGACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAAT
ATAAAGTAGTACGAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA



ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>U48266 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGAAGGGGTGTAATGACG
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCGAGGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGGCAAGAGATGGTGGTCCTAAT
AGTACGAATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAAGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF015919 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGAAAATGAAACCATGGAGGGGTGTAATGGCA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAAAGTATGCTCC
TCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAAT
GATAGTACTACCGAGGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAAAGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGTTGCAACTAACAGTCTGGGGCATT 
>AB032740 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGAGGAAATGAAACCATTGAATCCAGGGAGGGGT
ATAATAAAACCATCATACTCCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAGGCAAT
GTATGCTCCTCCCATCAATGGAACAATTAATTGTATATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTGATAACAATAATACAATTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB032741 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGGAGTAGTGGCAATA
TCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCC
CATCACTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAAT
AAGAGTAGTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>AF070703 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACTTGGATAGGGAATGAAACCATGGAGAGGTGTAATGGCA
CTGGATGTAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACA
AGCAATGTATGCTCCTCCCATCAGGGGAAGCATTAGTTGTGTCTCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTGCTAATAATGCAAGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF070704 
TTCTATTGCAATACAACATACCTGTTTAATAATACTTGCATAAAAAATGGAACCCAGGCGGGGTGTAATAGCA
ATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCTATCAGTGGAACAATTGAGTGTAGATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTGAT
AATAATAATAGCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAACTTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACGGGCCAAACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY713420 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAGACCATGAGGAGGTGTAATGACT
CTAAGAAGTGTAATGACACCATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGG
ACAAGCAATGTATGCTCCTCCCATCAAGGGAAAAATTAATTGTATATCAAACATTACAGGAATACTATTGACA



AGAGATGGTGGTGATAATAATGCGACTAACGAGAATGAGACCTTCAGACCTGGAGGAGGAAATACAAAGGATA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCT
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY713419 
TTCTATTGCAATACAACAAACCTGTTTAATAGTACTTGGCATGAAAATGGAACTGTGGAAGGGTCTAATAAAA
CTGAAATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGTAATGTATGC
TCCTCCCATCAAAGGAATAATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATGCCACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCACGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACGATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945728 
TTCTATTGCAATACATCACACTTGTTTAATAGTACTTGGAGGATGGGAAATGAAACCAGGATCATACTTCCAT
GCAAGATAAAACAAATTATAAACATGTGGCAGAAAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAAA
CATTAGTTGTGTATCAAATATTACAGGAATACTGTTGACAAGAGATGGTGGTGTTAATAATAGTAACGAGACC
TTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAAAAATTG
AACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCAATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KJ952376 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAAAAATGAAACCAAGGAAGGGTGTAAAGGCA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGTAATTAATTGTCTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAGT
AATAGGACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAACTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952432 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGAGTAATGACACTACAACACAATGGATTAATGGTA
CTTGGAGTGATGGCCCTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGG
AGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAATTAATTGTATATCAAATATTACAGGACTACTA
TTGACAAGAGATGGTGGTAATGATACTAATAGCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ952706 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGGAAATGAAACCATGGAGGGGCAGAATAACA
CTAATATCACTAATATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGAT
GGTGGTAATAGTACGGCTAACGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952712 
TTCTATTGCAGTACAACAGAACTGTTTAATAGTACTTGCATAGGAAATGAAACTATGGAGGGGTGTAATGGCA
CTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAACTATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAAT
GCTACTAACGAGATCTTCCGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGAATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ952732 



TTCTATTGCAATACAACAGAACTGTTTACTTGCATAAATGAAACCGGGGAGGGGTGTAATGACACTATCACAC
TTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATAATAATAAGACT
ACTGAAGAGATCTTCAGACCTGGAGGAGGAAACATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KJ952991 
TTCTATTGCAATACAACACAACTGTTTAATAGTAGTTGCACAGGAGAGGTGTGTAATGGCACTTTCAATGGCA
CTATCCAAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCGTCGAGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAT
AATACGGCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953438 
TTCTATTGTAATACATCAAAACTGTTTAATAGGATTCTAGAAAATGAAACTATGGAGGGGGATAATGGCACTG
ACCCTAATGGTAATATCACACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAAAGAGCAGGACAAGC
AATGTATGCTCCTCCCATCAGGGGAAGAATTAATTGTGTATCACAAATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATAATAATTTGAATAACGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953596 
TTCTATTGTAACACAACAAAATTGTTTAATAGTACTTGGAGGTATAATGACACAGAATGGGATAGTGATACTT
GGGGGGATAATGGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAAGGAGCAGGACA
AGCAATGTATGCTCCTCCTATCAGTGGGATGATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTAACAATAGTACGAATAGCGAGAGTGAGACCTTCAGACCTATAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY945712 
TTCTATTGCAATACAACACAACTGTTTAATAGCACTTGGATAAATAGTACTGGGATAAAAGAGTATAATGACA
CTATCATATATCTTCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGAT
GCTAATGATACTAATAATACAGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945718 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATAGAGGGATGTAACAATA
TCACGCTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCCATGGAAGCATTAATTGTACATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATGCG
ACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY713423 
TTCTATTGTAATATAACAAAACTGTTTAATAATAATTGCACAGAAAATGAAACCAAGGATTGTAATAAAACTA
TCATACTTCCATGTAAGATAAAGCAAGTTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATTAGTGGAAGAATTAATTGTGCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTACT
AATAATGGGGACGAGACCTTCAGACCTGAGGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATACAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA



ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945727 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGTATAAGAAATAAAACCGAGAATGGGTGTAAGGACA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAATAATTAATTGTATATCAAACATCACAGGAATACTATTGACAAGAGATGGTAGTAATAATGAT
GAGAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAGCTTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCAGCTGTTGCAACTCACAGTCTGGGGCATT 
>AY945731 
TTCTATTGCAATACAACAAAACTGTTTAATAATGCTTGCATAAATAAAACCAGGGAGTTAAATAAAACCAGGG
AGTTAAATGAAACCAGGGAGTGTAATGGCACTGTTATACTTCCATGTAGGATAAAACAAATTATAAACATGTG
GCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGTATTAATTGTTTATCAAATATTACAGGA
ATACTATTGACAAGAGATGGTGGTAATGTACCTAATGAGACCTCCAGACCTGAGATCTTCAGACCTGGAGGAG
GAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGT
CTGGGGCATT 
>AY358065 
TTCTATTGCAATACAACACCACTGTTTACTCGCATAGGAAATGAAACTGGGTGTAATAACACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACATATGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AACAATTAACTGTGTATCAAATATCACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATTCAAGTAAT
AATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAGTTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCATTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY358045 
TTCTATTGTAATACAACACAACTGTTTAATAGTATTTGGACGGGAAATGAAACCAGGATGGAGGGTAATAGCA
CTAATATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGAACAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAT
AATAATACTAGTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAGAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358048 
TTCTATTGCAATACATCAAAACTGTTTACTTGGAGAGGAAATGAAACCATGGAGAGGTATAATGGTAATGACA
CTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AAAGGGACTAACGAAACTGAAACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358049 
TTCTATTGTAATACAACAAAATTGTTTAATAGTATGGAGGAATATAATGACACTATCATACTTCCATGCAAGA
TAAAGCAAATTGTAAGAATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATCAA
TTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATGCGAGTAACGAGACCTTCAGACCT
GGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAAC
TCACAGTCTGGGGCATT 
>JX512903 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATAGGAAATGAAACTATGA
AGGGGGGTAATAATGGCACTATCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGG



ACAAGCAATGTATGCTCCTCCCATCAGTGGAAACATTAGTTGTGCATCAAATATTACAGGAATACTATTGACA
AGAGATGGTGGTGATGATGGTGCGACTAATGAGACCTTCAGACCTGTAGGAGGAAATATAAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCAGCTGCTGCAACTCACAGTCTGGGGCATT 
>JX848350 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTTGGATAGGAAATGAAACCATGCAGGGGCATAATGGCA
CTATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTAGTAGTAAT
GGAACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ953059 
TTCTATTGCAATACAACAAAACTGTTTAATAAAAAATACCTAGGAAATGGCACTGAGGTGGGGGGAAATGAAA
CTGAGGCGAGGGGTAATATCACACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAATAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATAGGGAGAATGATACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGATCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953175 
TTCTATTGCAACACAACAAAACTGTTTATCAATAATTGCACAAGAAATGAAACCAAGGGGGGGTGTAATAGCA
CTATTAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGGATACTATTGACAAGAGAT
GGTGGTATTACTAGTAATGGGACTAATGGGACTAATGGGACTAATGGGACTGAGACCTTCAGACCTGGAGGAG
GAGATATAAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGC
ACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGG
TTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGT
CTGGGGCATT 
>KJ953336 
TTCTATTGCAATACAACACGACTGTTTAATAATACTTGCATAGGAAATGAAACATGTAATAACACTATCATAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGCAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAACAATTAATTGTGTATCAAATATTACAGGAATAATGTTGACAAGAGATGGTGGTAATAATGCAAGTAAA
GAGATCTTCAGACCTGGGGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGAAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ953685 
TTCTATTGCAATACAACACAACTGTTTAATAATTGCACAGGAAATGAAACCGAAAAGTGTACAAACAATATCA
CACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAACAATTAATTGTTCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGATGATAATAAT
AGTGAAGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACGAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215429 
TTCTATTGCGATACAACAAGACTGTTTAATGAAACTGATACTAAAAGAAAAAATGAAACCATGATCATCCCAT
GCAAGATAAGGCAAATTGTAAGGATGTGGCAGAGAACAGGACAAGCAATGTATGCTCCTCCTATCGATGGACT
AATTAGATGTAACTCAAGTATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAATAATATGAATAATACG
GAGATCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG



GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AB485655 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGAAGGGGTGTAATGAAT
CTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGTAATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCTTAAT
GGTACACATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
CTAACGCTGACGGTACAGGCCAGACAATTATTGTTTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215436 
TTCTATTGCAATACAACAAATCTGTTTAATTGCACAAAAAATGGAACTGAGAAGTGTAATAGCACTATCATAA
TTCCCTGCAAGATAAAGCAAATTATAAGAAGGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAACAATTAATTGTGTGTCAAATATTACAGGAATATTGTTGACAAGAGATGGTGGTAATAATACTAACGGC
AGCGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY444803 
TTCTATTGCAATACAACAAACCTGTATAATAATACTTGCATAAATGAAACCATGGGGGAGTGTAATAACACTA
TCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAGTAATTAATTGTGAATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAAT
GGTAGTGCACAAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>FJ185247 
TTCTATTGCAATACAACAAACCTGTTTAATAATACTTGCATAGGAAATGAAACCATAGAGGGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAACAAATTATAAGAATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGAATTAATTGTGTATCAAAAATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAT
AATACGGTTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGGAATGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCAATAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTCGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185248 
TTCTATTGCAATACATCAAAACTGTTTAATAATACTTGCATAAATGAAACCCAAGAGGGGTGTAATGGCACTA
TCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGGACAATTAATTGTGTATCAAATATTACAGGAATACTATTGATAAGAGATGGTGGGGTTAATAAT
ACAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>FJ185249 
TTCTATTGCAATACATCACGCCTGTTTAATAATACTTGCATAAATAATACCATGGAGGAGTGTAATAACAATA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTGATAAGAGATGGTGGTACTAATATG
ACTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
TGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185252 
TTCTATTGCAATACAACACATCTGTTTAATAATACTTGCAGAACAGGTGAGGGCACCAGGGGGAGTAACGACA
TTATCATTCTCCCAAACACAATCAAGATAATTAAAATTATGCAGCTGGGAGCAGGAGCAGCACATGCTGCTCC
TGCCACCAGCAGAAGTATTAGTGTTGCATGTATTTCAACAATAATATTAATAACAGTGGCTGGTGGTGGTAAT



AATACTAATAAGACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185255 
TTCTATTGCAATACAACACAACTGTTTAATAGTACTGGCATAAGAAATGGCACTATCATACTTCCATGCAAGA
TAAAACAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAA
TTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTCCTAATGATACGGAGATCTTCAGACCT
GGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTGCAGGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCTAAGCAATTTGCTGAGGGCTATAGAGGCGCACCACCATCTGTTGCAAC
TCACAGTCTGGGGCATT 
>FJ185259 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGTAAATAAAAGCATAGAGGAGTGTAATAAAA
CTATCACACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
TCCCATTAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCAAAT
GGTGCAAATGACACTAACGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ185260 
TTCTATTGCAATACAACACAACTGTTTAATATTACAGGAAATAAAAGCATTACAGGAAATGAAAGCATCATAC
TTCCATGCAAGATAAAACAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAACACCTCAAAG
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN687775 
TTCTATTGTGATACATCAGGGCTGTTTAATAGCACTTGGAACAACACTGAGGAAAACAGCACTGCCAGAAATA
ACACAAGATCCAATGAAACTATAACTCTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAAAGTGGG
ACAAGCAATATATGCACCTCCTATCAGAGGAGTAATAAGGTGTGACTCAAACATCACAGGACTTTTATTAACA
AGAGATGGAGGGTACAATAGAACAGGTAATGATACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAGTATAAAGTAGTAAGAATTGAACCACTAGGTATAGCACCCTCCCGTGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTCGGACTGGGAGCGTTCTTCCTTGGGTTCTTAGGAGCTGCAGGAAGC
ACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGAGACTCACGGTCTGGGGCATT 
>AF193276 
TTCTACTGTAATACAACAAAACTGTTTAATAGCACTTGGAATGGTACTGAAGAGTTAAATAACACTGAAGGAG
ATATAGTCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAGGTATGC
CCCTCCCATCGCAGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTATTAACAAGAGATGGTGGTAAC
CAGAGCAATGTTACCGAGATTTTTAGAACTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTTAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
GAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF076998 
TTCTACTGCAATACATCAGGATTGTTTAATGTCACAGTACCCAATAATGAAACTATCACTCTCCCATGTAGAA
TAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCGCTCCCATTGCAGGAAATATTAC
CTGTAACTCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTGTAAATATTACTAATGATACAGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAGATTG
AACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGTAGG
AGCTTTGCTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGCAGGCCATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>MH746260 



TTCTACTGCAATACATCAGGATTGTTTAATAGCACAGGTAATGACACAATATCCAATGGCACTGACCCTATCA
TTCTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTGCTCCCAT
TAAAGGAAGCATTACCTGTAACTCAAATATTACAGGGATACTATTGACAAGAGATGGTGAGGGTAGTAACTCT
GAGAATGAAACATTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAGATTAAACCACTAGGAATAGCACCCACCAGGGCGAAACGACAAGTGGTGACGAGAGAAAGAAGAGC
AGTGGGACTAGGAGCTTGGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGCACAGGCCAGACAACTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGCAGGCTATTGAAG
CGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AY227107 
TTCTATTGCAATACATCACAATTGTTTAATGACACACTACCCAAGAATGGAACTATCACTCTACCATGTAGAA
TAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCGCTCCCATTGCAGGAAATATTAC
CTGTAACTCAAACATTACAGGGATAATATTGACAAGAGATAGTGAAGATAATAATAGTAGCAGTAATGAGACA
TTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATACAAATATAAAGTAGTAGAGATTG
AACCACTAGGAGTAGCACCCACAAGGGCAAAAAGACAAGTGGTGAAAAGAGAAAGAAGAGCAGTGGGACTGGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCCTCAATGACGCTGACGGTACAG
GCCAGACAGTTATTGTCTGGAATAGTGCAGCAGCAAAACAATTTGCTGCAGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>AF064699 
TTCTATTGTAATACATCAAACCTGTTTAATACATCAGACCTGTTTAACACCTCAAGGGGTAATGACACCAACA
CCACTATCACACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATTACATGTGTATCAAACATTACAGGAATAATATTAACAAGAGATGGGAATAAT
GAGAATGTCAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTGTATAAGT
ATAAAGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCTGGGCAAGGAGAAGAGTAGTGGGGAGAGAAAA
AAGAGCAGTTGGACTGGGAGCTATGTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB485661 
TTCTATTGTAATACATCAGAACTGTTTAATAATAGTATGCTAAATAGTAATGAGACCGATATGAATGGTAATG
AGACCATCACACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATTACATGTAAATCAAACATTACAGGACTACTATTAACAAGAGATGGGGGTAAT
AGCAATAGCAGCAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAT
ATAAGTATAAAGTAGTGAGAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTAGTGGGGAG
AGAGAAAAGAGCAGTTGGCCTGGGAGCTTTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAGCTCACTGTCTGGGGCATT 
>AJ288982 
TTCTATTGTAATACATCGCAGCTGTTTAATAATAATATAACAGATAGTAATGAGACCACCAATTTCACACTCC
CATGTAAGATAAAACAAATTGTCAGAATGTGGCAAAGAGTGGCACAAGCAATGTATGCCCCTCCCATCGCAGG
AAACATTATATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGGGGAGGAATGATAGCAATAGT
GAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTAGATAAGTATAAAGTAGTAA
AAATTAAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTAGTGGGGAAAGAGAAAAGAGCAGTAGT
TGGGCTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ245481 
TTCTATTGTAATACATCACAACTGTTTAATAGTAGTATACCAGAGAGTAATGAGACTGATATCATCACACTCC
CATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATATATGCCCCTCCCATTGCAGG
AAACATTACATGTATATCAAACATTACAGGACTACTATTAACAAGAGATGGGAATACTAATACTACCAGTGAG
ATCATCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAGTAGTAAAAA
TTAAACCACTAGGAATAGCACCCACCGAGGCAAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGTTGGAAT
AGGAGCGTTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGC
ATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY345865 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACACGTCTAATGATACAAAAAGAA
ACATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGACTCCTATTGGTACGTGATGGAGGAATAAAT
GTGACAGAGAATAAGACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAATAGCAGGAAGCACTATGGGCGCG



GCGTCACTAACGCTGACGGTACATGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346901 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACAGGCCTAATGGTACATACATGCCTAATGATACAA
ACAGTAATGCAAGCATCATAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGGACGTGAT
GGAGGAATGATAAATGATACAGAGACAAACAACACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGCAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF042692 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAAAATTAATGATACAGAAA
GAAATTTAAGCTCGACCATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACA
AGCAATGTATGCCCCTCCCATTAAAGGAAATATAGCATGTAAATCAAATATCACAGGACTACTATTGACACGT
GATGGAGGACGAAGTAATGAGACAAATGATACAGAGACATTCAGACCTGAAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAG
GAGAGTAGTGAAGAGAGAAAAAAGAGCGGCATTAGGAGCTGTGTTCCTTGGGTTCTTGGGATTAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>EF117254 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACTGGCCTAATGGTACAGAAGGTAAGTCAAGCTTAA
AAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTGCTATTGGTACGTGATGGAGGAAAT
AATACAGAGACAAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTGAGCCATTAGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGACAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGATTGGCAGGAAGCACTATGGGCGCG
GCGTCACTGACGCTGACGGTACATGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117255 
TTCTATTGTAACACATCAGGTCTGTTTAATGGTACGCTTAATGATACATACATGCATAATAGTACAAAAAGTA
ATGAAACCATCACAATCCCATGCAAGATAAGGCAAATTGTAAGAATGTGGCAGCAGGTAGGACAAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AACATAAATAGAACAAATGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTAGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAATAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGCAGCTCACGGTCTGGGGCATT 
>EF117257 
TTCTATTGTAATACATCAGGTCTGTTTAATGGTACATACCTGTTTAATGATACATACAATGGTACAAAAGGTA
ATTCAAGCTCAAAAAACATCATCACACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCTCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTACTGGTA
CGTGATGGAGGAGGAGAAGAAAATGAGACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117258 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGTTTAATAGTACAA
ACGCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATATA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGACTACTATTGGTACGTGATGGAGGA
GAGACAAATGATACAAATACTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAATAGT
GGGGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGCGTTCCTTGGGTTCTTGAGTGTAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117264 
TTCTATTGTAATACATCAAAATTGTTTAATGGTACATACACGCCTAATGGTACAAACAGTAATTCAAGCACAA
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTAGTACGTGATGGAGGGACAAAT



AATGATACTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAGAAATTAAGCCATTGGGAGTGGCACCCACTGAAGCAAAAAGGAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCA
ATGGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EF117263 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACATTTATTGGTGCAGAAGGTA
ACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AATATTATAGGGCAAAATAATACAGAGACATTCAGACCTCTAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGACGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EF117262 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACATACATGCATAGTGGTGCAG
AAAGTAATTCAAGCTTAATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGCTCAAATATCACAGGACTATTATTGGAACGT
GATGGAGGAAGAGACATAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAGTGGCACCCACTACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGGGTAGCAGGAAGCACT
ATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>EF117260 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATAATGGTACATACAATGCTAATGGTACAGAAAACG
CAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGACTACTATTGGTACGTGATGGAGGAATA
AATAATACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAGAAGTTAAACCATTGGGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGGGGAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCG
GCGTCTGTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU363840 
TTCTATTGTAATACATCAAAGCTGTTTAATAGTACACACATGTTTAATGATACATACAGGTCTAATGGTACAA
ATTCAACCATCACGATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AATGATAATGCAACTACTCCAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU363848 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGATACATACATGTCTAATGGTACAGAAAGTA
ATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTAAGGGAAACATAACATGTAACTCAAGCATCACAGGACTACTATTGGTACGTGATGGGGGA
GAGACAAATGAGACAGAGCCAGAGACATTTAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCAACCACGGCAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF368372 
TTCTATTGTAATACATCAAAATTGTTTAATAGTACATACATGTCTAATGGTACATTCATGTTTAATGGTACAG
ACAGTAATTCAACCTCAAACATCACAATCCCCTGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGTA
CGTGATGGAGGAGAAGGGAATGAGACACAAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCTCCCACTGGAGC
AAAAAGGAGAGCGGTGGAGAGAGAAAAAAGAGCAGCGGGACTAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCCGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346915 



TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACAAAGGTACAGAAGGTAATTCAA
ACTCAACCATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AAGTCAAATGCTACAGAGCCAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ699994 
TTCTACTGTAATACATCAGGCCTGTTTAATGGTACGTTTAATGGTACATACATGTCTAATGATACAGGAAGTA
ATTCAAGCATTACGATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
GGCGAGACAAATGGTACAAATAGTACAAAGACAGAGATATTCAGACCTGGAGGAGGAGACATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGA
AGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU131811 
TTCTACTGTAATACATCACGCCTGTTTAATAGTACATACATGTCTAATAGTACATACATGTTTAATAGTACAA
CAAGTAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTGCGTGAT
GGAGGAGACGAGACAAATGGGACAGAGGAGACATTCAGACCTGGAGGAGGAGATGTGAGGGACAATTGGCGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX392383 
TTCTATTGTAATACATCAAAGCTGTTTAATGGTACAGCAGGCATGTTTAATGGTACAAAAAATTCGAGCTCAG
TCATCACAATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGACCAAAT
AGTACAGAGTCAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835510 
TTCTATTGTAATACATCAGAATTGTTTAAGGGTACATACAGTAATGGTACATTAAGTAATTCAAGCTCAGACA
TCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAATGCTAGT
AATCCAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGC
AGTAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAGTG
ACGCTGACGGTACAGGCCAGGCAACTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835532 
TTCTATTGTAATACATCAAGCCTGTTTAATGCTACATACATGCCTAATGGTACATACATGTCTAATGGTACAG
AAGGAGGTTCAAACTCAACCATCACAATTCCATGCAGAATAAAACAAATTGTAAATATGTGGCAGGAGGTAGG
ACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGGTA
CGTGATGGAGGGCTAAATGATACAAATTTAACTAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGA
ACAATTGGAGAAGCGAATTATATAAATATAAAATGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KM218237 
TTCTATTGTAATACATCAAAATTGTTTAATGGTACATTTAATGGTACATACATGCCTAATGTTACAGAAGGTA
ATTCAACCATCTCAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAAATCACAGGGCTACTATTGGAACGTGATGGAGGA
CCAGAAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCG



TCAATGGCGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ215552 
TTCTATTGTAATACATCAGGCCTGTTTAATAATACATACATGCCTAATGGTACATTTACAGGTCCAGGAAATA
ATTCAAGCAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTGGGACAGGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGACAAGGACCAGCAAATGATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATG
GGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JX960600 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCATAATGATACATTTAATGATACAGAAAGTA
ATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATATGGCATGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAGTACGTGATGGAGGA
GGAACGTCAAATAACATGACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>JF346908 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATACATGTTTAATGGTACATCCATGT
TTAATGATACAGGAGATATTACAGAAAATATTACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAGAGGAAACATAACATGTAAATCAAATATCACAGGACTA
CTATTGGTACGTGATGGAGGAACAGGGTCAAATGAGACAAAGGATACAGAGATATTCAGACCTGGAGGAGGAG
ATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACC
CACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAATAGGGGGAATAGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGT
CTGGGGCATT 
>JF346909 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATGGTACATACATGCCTAATGGTATAC
AAGACAATAATAGTTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGG
ACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTAATATTGGTA
CGTGATGGAGGAAATGAGTCAAATGAGACAGAGACATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACGAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGGCTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATCTGCTGCAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF346910 
TTCTATTGTAATACATCAAGCCTGTTTAATGGGACATACAGGCCTAATGGTACACGAAGTAATTCAAGCTCAA
CCATCACAATCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACGGGATTATTATTGGTACGTGATGGAGGAACAATA
GGAAATGGGACAGAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCGATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>JF346912 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAATGGTACATACATGTCTAATGATACAGACAGTA
GCTCGAATAAAAACATCACAATCACATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTATATGAT
GGAGGAAATAAAACAGGAAGAGAAAATGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAACTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY346080 
TTCTATTGTAATACATCAGGTCTGTTTAATGGGACATACATGTATAATGATACACAAAGTAATTCAAGCAAAG
CCATTACAATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC



TCCCATTGAAGGAAACATAACATGTAACTCAAATATCACAGGACTACTATTGGTACGTGATGGGGGACATGAA
ATAAATGGGACAATAAATACAGAAACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGTGGA
GAGACAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACGGTCTGGGGCATT 
>KY346148 
TTCTATTGTAATACAACAGACCTGTTTAAGAGTACATACATGGATGCATACATGCCTAATAGTACAGGCAATA
GTTCAAGCTCAAACATCACAATCCCATGCAGAATAAAGCAAATCATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAAGATCACAGGACTATTACTAGTACGTGAT
GGAGGATCGGAAAACGTGACAAATAATGCTACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGATTAGCACCCACTGGAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY346293 
TTCTATTGTAATACATCAGGTCTGTTTAATTTTACATACTTTCCTAATGGTACAGAAATTAATAGTACAGAAA
GTAATTCAACCTCAAACATCACACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACG
AGCCATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAACTCAAGTATCACAGGTCTAATATTGACACGT
GATGGAGGAAAAGGAAACGAGACAGATAATAAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAGTTATATAAATATAAAGTGGTGGAAATTAAGCCATTAGGAATAGCACCCACTACAGCAAA
AAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCA
GGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY346324 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACAATGATACAACAAATAATACAA
GCCCAGACATCACAATCCCATGCAAGATAAGGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTTTTATTGGTACGTGATGGAGGA
ATATCAAATGAGACAGATAGTAATGGCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCGAAAAGAAG
AGTAGTGGAGAGAAAGAAAAGGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGATTAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAGAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTATTGCAACTCACAGTCTGGGGCATT 
>KY346432 
TTCTATTGTAATACATCGGGCCTGTTTAATAGTACATACCCGCCTAATAGTACATACACATCTAATGATACAG
AAAGTAATGCAACCATCACAATCCCATGCAGAATAAAGCAAATTGTAAATCTGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAAAGTCAAATAATACAAATACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAGTTAAGCCATTGGGAGTAGCGCCCACTACAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY346383 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATAACTAACATGACTAATAATACAGCTAATAATA
CAGACAGGACAATCACAATCCCATGCAAAATAAGGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAGTGGACAATGATACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCTACTCCAGCAAAAAGGAGAGT
AGTGGAGAGAGAAAAAAGAGCAGTGGGTCTAGGAGCTGTGTTCCTTGGGTTCTTGGGTGTAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AF286226 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACACGCCTAATGGTACAAAAAGTAATTCAAGCTCAA
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGATTACTATTGGTACGTGATGGAGGAACAGAG
CCAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACAGCAAAAAGGAGAATGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGACGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATT 



>HQ326127 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACATGCCTAATGGTACAACAAGTAATTCAAGCTCAA
ACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAACAATGTATGCCCC
TCCTATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGATCAAAT
AATAATGCTACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTGGGGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGGCAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326130 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACAATGATACAAGCAGTAATTCAA
CCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTAACGAGTGATAGAGGAGGAGTA
GGGAACGATGAGACATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTAGAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAG
AGCAGTGACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATA
ATGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326132 
TTTTATTGTAATACATCAATCCTGTTTAACAGTACATACAACCCTAATGGTACAAACAGTACTGTAGACCCAA
ACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACGGGACTACTATTGGTACGTGATGGAGGAAATACT
ACAGAAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326133 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATATATGCCTAATGGTACATATATGTTTAATGGTACAG
ATATGACTAATGGTACAGAGAGTAATTCAAACTCAACCATCACAATCCCATGCAGGATAAAGCAAATCATAAA
TATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATC
ACAGGACTACTATTGGTACGTGATGGAGGACTAAATAAAACAGAGAATAATACAGAGATATTCAGACCCGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGT
AGCACCCACTGAAGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTT
GGGTTCTTGGGAATAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGC
TGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTCTGGGGCATT 
>HQ326139 
TTCTATTGTAATACTTCAAAACTGTTCAATGGTACATACATGCCTAATGTTACAGAAAGTACTCCAAGCTCAA
ACATCACAAACATCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGACTGCTATTGGTACGTGATGGA
GGATTAGAGCCAAATGATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAGATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF234628 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACGTACAGGTCTAATGATACAGGAGTCA
TCACAATCCCCTGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGGAACGTGATGGAGGGCCAGATGAT
ACAAAGAATGGTACAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC914396 
TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAATAGTACAACAGGCCTGTTTAACGGTACATACA
ATAGTACAAAAGAAGGTAATTCAAGCTCAACCATCATACTTCCATGCAGAATAAAGCAAATTATAAACATGTG
GCAGGAGGTAGGACGAGCAATGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAACTATCACAGGA
CTATTATTGGTACGTGATGGAGGAAAGACAAATGGTACAGAGGCAAATAGAACAGAGATATTCAGACCTGGAG



GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGT
AGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCAC
GGTTTGGGGCATT 
>AB746344 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACACACATGTTTGTTAATGGTACATACATGTTTAATGGTA
CATATAATGATACAAAAGATAATTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTA
CTATTGGTACGTGATGGAGGAAAAAATAAGACAGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAG
ATAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGCAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AGCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363836 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATAGTACAAACAATGGTACAGAAAACAATTCAA
GCTCAAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAGATCACAGGACTACTATTAACACGTGATGGAGGA
AACTCAAGTAGTACAGAAGAGACATTCAGACCTGGAGGAGGAAATATGAGAGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCCCCCACTGCAGCAAAAAGGAGAGTGGTAGAGAG
GGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363831 
TTCTATTGTAATACAACAAGACTGTTTAATGGTACAAAAGGTAATTCAAGCTCATTCATCCCTAATATAAACG
ATAGTTCAGACTCAAACATCACAATCCCATGCAGACTAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT
GATGGAGGGAACGCAAGTTTTTCAAACGGAACAGAGACATTTAGACCTGGAGGGGGAGATATGAGGGACAATT
GGAGAAGTGAACTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAG
GAGGGTGGTGCAGAGAGAAAAAAGAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835493 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTAGATACATGCCTAATGGTACATACATGTTTAATGGTACAG
AAGTTAATGGTACAGAAGGTAATTCAAGCTTCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCA
GGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAACATCACAGGACTA
CTATTGGCACGAGATGGAGGAACAAATGATACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTGGTAGAGGTTAAGCCATTGGGAGTAGCACCCACTGCAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAGTTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835495 
TTCTATTGTAATACATCAAAATTATTTAATGGTACATACAATCCAGACTTGGTTAATGGTACAAACATGACTA
ATGGTACAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCAATTGCAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
GTGCCTAATACTACAGAGATATTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGATGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835496 
TTCTATTGTAACACATCACGCCTGTTTAATGGTACATACAATGGTACACAAGGTAATTCAAGCTCAAACTCAA
CCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCTC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGGGGAGAGGGA
AACAAGACAAATAATGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTGAGCCATTGGGAGTAGCACCCACTAAATCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835497 



TTCTATTGTAATACATCAGGCCTGTTTAATGATACCATGCTTAATGATACAGAAAGTAACTCAAGCATCATCA
CAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACATGATGGAGGAGAGCCAAATAAG
ACAGAAGACACATTCAGACCTGGAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGACTGGGAGCTGTTGCATTCATTGGGCTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835501 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATAATACAGGAAGTAATTCAAACTCAACCATCA
CAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGAAACAAGACAAAT
AATACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAGAAAAG
AGCAGTGGGACTAGGAGCTGCGTTCCTTGGGTTCTTGGGTTTAGCAGGAAGCACTATGGGCGCGGCGTCAGTG
ACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835506 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTAATAGTACAAAAGATAATTCAAGCGCTG
ATTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AAGACAGACTCAAATAATACAGACTCAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACA
ATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAGATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAA
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF835508 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGAGGCATACAATGGGACAAAAAATGATTTAA
ACTCAACCATCACAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAGAGCAATGTA
TGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
CAAAATATTACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835512 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGACAAATAGTAGCTCAAACTCAACCAGTAGCT
CAAACTCAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGGTGGGCAAT
GTATGCCCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAACAAATACAACATCAAATGCTACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF835529 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGCACATACATGCCTAATAGTACAA
GCAATGATTCCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACAAGCAAT
GTATGCCCCTCCAATTGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGTGATGGA
GGACCGCCAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCTACTCCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835530 
TTCTACTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACAGACAATGCTCCAACAGATAATTCAA
GCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGGCTATTATTGGTACGTGATGGAGGAAATACA
ACTGGAAATGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGCACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG



CTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>KF835531 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACACACAATAGTACACACATGTTTAATGATACAAAAGATA
ATTCCTCAGAGATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGATACATAAACTGTACATCAAATATCACAGGAATACTATTGGTACGTGATGGA
GGAAGAACAGAGCCAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTGGTAGAAATTAGGCCATTGGGAGTAGCACCCACTCCAGCAAAAAGGAGAGTGGT
GGAGAGAGGAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835535 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACAATAAATGGTCCAAGCTCAA
ACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGAA
GAAGATTCAAATGATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835541 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAAGTTTAATGATACATACATGACAGAAGGTGATT
TAAGCTCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAGATCAAATATCACAGGATTACTATTGGAACGAGATGGA
GGAGTAAACTCGAGTGGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTCCAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF835547 
TTCTATTGTAATACATCAAAATTGTTTAATAGTACATATACGCTTAATGGTACATACATATTTAATGGTACAG
ACATGACTAATGATACAGACATGACTAATGTTACAGAAGGTATCACAATCCCATGCAGAATAAAGCAAATTAT
AAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAAT
ATTACAGGACTACTATTGGTACGTGATGGAGGAAATGACACAAGTGATACAGAGATATTCAGACCTGGAGGAG
GAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGC
ACCCACTACAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGG
TTCTTGGGAGCAACAGGAAGCACTATGGGCGCGGCGTCACTGACGCTGACGGTACAAGCCAGACAATTGTTGT
CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGGGGCGCAACAGCATCTGTTGCAGCTCACGGT
CTGGGGCATT 
>HQ699958 
TTCTATTGTAATACAACACGCCTGTTTAATGGTACATACAATAGTACAACAGGTACATACAATGGTATAACAG
GTAGTCCAAATTCAACCATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGAAG
AGCAATATATGCCCCTCCTATTGAAGGAAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGT
GATGGAGGAAAAACAAATAAGACAGAAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAACCCATTGGGAGTAGCACCCACTCCAGCAAAAAGGAGAGT
AGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCACTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699966 
TTCTACTGTAATACATCAGGCCTATTTAATAGTACATACATGCCTGATACTGATACATACATGTTTAATGATA
CATACATGCTTAATGGTACATACATGTTTAATAATACAAGAGATAATTCACCAACCATCACAATTCCATGCAG
AATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATA
ACATGTAAATCAAAAATCACAGGATTACTGTTGGTACGTGATGGAGGAAAAACAAATAAGACAGATGATATAG
AGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGA
AATTAAGCCATTGGGATTAGCACCCACTGCAGCAAAAAGGAAAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGA
CTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGG
TACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACA
GCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699969 



TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATCCTAATAGTACAGTAGGTAATTCAAATAGTA
CAAAAGTAAACATCACGATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGCAGGACCCATAATATGTAACTCAACTATCACAGGACTACTATTGGTACGTGATGGA
GGAAATGTGTCAAATCCTATAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAATGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ699972 
TTCTATTGTAATACATCAAAACTGTTTAATAGTGTATACATGCCTAATGGTACATTCAATATGGCAGGAGGCA
ATGCAAACTCAACCATCATAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCTCTCCCATTGCAGGAAGCATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGACAAACAAATGAGACAAATAATACAGAAACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCAATAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM215417 
TTTTATTGTAATACATCAAGGCTGTTTAATAGTACATACAATGGAACATACATGTTTAATGGTATATATAATA
CAACAGATAATGCAAGTTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAACTCAAGTATCACAGGATTACTATTG
GTACGTGATGGAGGATCACAGCCAAATAACACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAAGTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KF250368 
TTCTATTGTAACACATCAAGCCTGTTTAATAGTACATATAATGGTACATACAATGGTACAAATAATTCTAACT
TAACCATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTATGGGATGGAGGAAAT
AATACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATAAGAGATAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTCGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF286229 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGTTTAATGGTACATACATGTTTAATGGTACAA
AAGATAATTCAAGCTCAATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT
GATGGAGGAACAGAGTCAAATAAAACAAAGGTAGAGATATTCAGACCTGGAGGAGGAGATATGAGGAACAATT
GGAGAAATGAGTTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAG
GAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ326142 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACATACAATGGCACAACAGATAATTCAA
GCATCATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGAAAAC
CCGTCAAATAATACAGAGAATAATACAGAAGAGACATTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGA
GAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HQ326144 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAAGAATGGTACATACATACATGGTACAACAGATA
ATTCAAGTGACATCACAATACCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAAAAACAAATGAGACAAATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
ATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ326140 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAAGTTTAATGGTACAAGAAGTAATTCAAATTCAA
CCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAATACA
GGGACAAATGGTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAAAGA
AAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU820840 
TTTTATTGTAATACATCAAAACTGTTCAATAGGACATACATGCTTAATAAGACAGAAAATACAACAAATAGTT
CAGACGATAACATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCTAT
GTATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAACTAATAATACAACTGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCTCTAAAGCAAAAAGGAGAGTAGTGGAGAG
AGAAAAAAGAGCAGTAGCAGGAGCTATGTTCCTTGGGTTCTTGTCATTAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCACAGCAAGCATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH909568 
TTCTATTGCAATACAACAAACTTGTTTAATAGCACTTGGAGAAGAAATGAAAGCATCACGGATGATAGCAATA
AAAATATCATACTTACATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAACAATGTATGC
TCCTCCCATCAGTGGAAACATTAGTTGTGTATCAGATATTACAGGGATACTATTGACAAGAGATGGGGGTGTA
ACTAATACAGGTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAACTTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH909569 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGCCAGGAAATGAAAACATAACGGGTAGTGGCACTA
TCATACTTCCATGTAGGATAAAACAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGACACATTAATTGTGCATCAAATATCACAGGGATATTATTGACAAGAGATGGGGGTGTTAATAAT
ACGAATAATACCGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH909570 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACTTGGGTAGGAGATGAAAACATAACAAGTAATGGCAATG
ACACTATCATACTTCCATGTAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCTATCAGAGGAAACATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGGGGTGAT
AATAATACAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH388438 
TTCTATTGTAATACAACAAAACTGTTCAATAGTACTTGGACAGGAAATGAAACCATGGAAAAGGGTAAGGGTA
ATAACAGTGACATTATCGTACTTCCATGTAGGATCAAGCAAATTATCAACATGTGGCAAGAAGCAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTACTAATATAACTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGATACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
CAGAGAAAAAAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY371151 
TTCTATTGCAAGACATCAAAACTGTTCAATAGCACTTGGAATGAAAACAGCACGACATCAAATGACACGAAGT
CAAATGACACTATAACTCTCCAATGCAATATAAAGCAAATTATACATATGTGGCAGAGAGTAGGACAAGCAAT
GTATGCCCCTCCCATCCAAGGAAAAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGAGATGGT



GGGACAAATAACACACAAAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAATAGTGGAAATTAACCCACTAGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAATGCTATTGAGGCACAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>AY371153 
TTCTACTGCAATACGTCAGGACTGTTTAATAGCACTTGGAATTGGATCGATGGCAGCATGGAGTCAAATGGCA
CGAAGTCAAATGAAAGTGACACTATAACTCTCCCATGTAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGT
AGGACAAGCAATGTACGCCCCTCCCATCCCAGGAGAATTAAGGTGTGACTCAAACATTACAGGATTACTATTA
ACAAGAGATGGTGGGGGTGGGACAAATGAGACCTCCACAAATGAGACCTTCAGACCTACAGGAGGAGATATGA
AGGATAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCACCAG
GGCAAAAAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAG
TGCAACAGCAAAGCAATTTGCTGAAGGCTATCGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCAT
T 
>KP718934 
TTCTATTGCAATACAACAGCCCTGTTTAATAGCACGTGGGGAAATACAACGAATGGAACAAATGCAGAAACAA
ATGCAAATGACACTATAACTCTCCAATGTAAAATAAAGCAAATTGTAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAGAGTTAAGGTGTGACTCAAACATTACAGGACTATTATTAACAAGAGAT
GGTGGGAATAATAGGACAAATGAGACCTTCAGGCCTGCAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTGGTAGAGATTAAACCACTAGGAGTAGCACCCACCAGAGCCAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATTGAGGCACAACAGCAACTGTTGAAACTCACTGTCTGGGGCATT 
>KP718936 
TTTTATTGCAACACATCAAAACTGTTTAATGGCACATGGAATTGGAATGGCAATGGGAAAGGAAACCTGAAAG
GGTCAAATGGCACTATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGGGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAAAGATAGAGTGTAGATCAAACATTACAGGATTACTATTAACAAGAGAT
GGTGGGAATAACCAGACAAATGAGACCTTCAGACCTATAGGAGGAGACATGAGGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTGGAAATTAAACCACTAGGAGTGGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGCTCGTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAGGCAATTTGC
TGAAAGCCATTGAGGCACAACAGCAACTGTTGAGACTCACTGTCTGGGGCATT 
>KP718914 
TTCTATTGCAATACGTCAATACTGTTTAATAGCACTTGGGAAAAAAATGACACAAATGTCAATAACACTGAAA
ATAGCACTAACAATAAAAACATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGG
ACAAGCAATGTATGCCCCTCCAATCCAAGGAGAAATAAAGTGTGTATCAGACATTACAGGACTAGTATTAACA
AGAGATGGTGGTGTGCATAACACAACAAATGGGACTGAGACCTTCAGACAGATCGGAAGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTGGTGGAAATTAACCCACTAGGAGTAGCACCAACCAGGGCAAA
AAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAAC
AGCAAAGCAATTTGCTGAAAGCTATTGAGGCACAACAGCAATTGTTGAAGCTCACTGTCTGGGGCATT 
>KP718929 
TTCTATTGTAATACATCAATTCTGTTTAATAACATAAGGTTTAATGGCACTACTTGGGAAAATGGAAGTCTAC
CTAATACTACTGAGATAACTCTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCAATCCAAGGAAGAATAAGATGTGTATCAGACATTACAGGACTAGTATTAACAAGAGAT
GGTGGTGTGAATAACACTACTAATGAGACCTTCAGACCTACAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AGTTATATAAGTATAAAGTGGTGGAAATTAAACCACTAGGAGTAGCACCCACCAACGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGTTGAAGGCTATAGATGCACAACAGCATCTACTAAAACTCACTGTCTGGGGCATA 
>KP109503 
TTCTATTGCAATACATCAAAACTGTTTAATGGCACTTGGAAAAATAGCACTTGGGAAAATAGTACTTGGGTAA
AAAATGACAACAGTTCAGATGAAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAG
AGTAGGACAAGCAATGTATGCCCCTCCCATTCCAGGAGAAATAAAGTGTAGATCAAACATTACAGGACTAATA
TTAGTAAGAGATGGTGGGTGCAGGAATGACACGAATAACACTGAGACCTTTGAGACCTTCAGACCTGCAGGAG
GAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGGAAATTAAACCACTAGGAGTAGC
ACCCAACAAGGCAAGGCGAAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGACTAGGAGCTGTATTCTTTGGG
TTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGGCAATGACGCTGACGGTACAAGCCAGACAATTATTGT



CTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCACAACAGCATCTGTTGAAACTCACTGT
CTGGGGCATT 
>AF492624 
TTCTATTGCAATACATCAAAACTGTTTAATAGCACTTGGAATAGCAATGGGACTGTAGGAAATAGCACTATAG
GACCCAATGACAATATAACACTCTCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATCCAAGGAAAGATAATGTGTAACTCAACCATTACAGGACTACTATTAACAAGAGAT
GGTGGGAAGAATAGCTCAAAGACAGAGACCTTCAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAGTATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATTGAGGCACAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AJ291718 
TTCTATTGTAATACATCAGGACTGTTTAATAACACTTGGCTGTTTAATAGCACTTGGAACAGCAGCCAGGAAT
TAAATGGCACAGAGCCAAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGGATGTGGCAGAGAGTAGG
ACAAGCAATGTACGCCCCTCCCATCCAAGGAGAAATAAGGTGTGACTCCAACATTACAGGACTACTATTAACA
AGAGATGGTGGGCTAAATAGTACAAATGAGACCTTCAGACCTACAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAGTATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATCGAGGCACAACAGCATCTGTTGAAACTCACTGTCTGGGGCATT 
>AJ291719 
TTCTATTGCGATACATCAGGACTGTTTAATAGCAGTTGGAGTTGGAATGAGACTAACAATACAATGACACTAA
ATGGCACTATAGCTGACAATATAACTCTCCCATGCAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGG
GCAAGCAATGTATGCCCCTCCCATCCCAGGAAAAATAAGTTGTAATTCAAGCATTACAGGATTACTATTAACA
AGAGATGGTGGGCCAAATAATACCACCAGTGAGACCTTTAGACCTACAGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATACAGGTATAAAGTAGTGGAAATTAAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGACCAGGCAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATCGAGGCACAACAGCACCTGTTGAAGCTTACTGTCTGGGGCATT 
>AJ291720 
TTCTATTGCAATACATCAGGTCTGTTTAATAGCACTTGGATATGGAACAACAGCATGGAACCAAATGACACAA
AGTTGACAGATAGCAATATAGTACTCCCATGCAAAATAAAGCAGATTGTAAGATTGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATCCAAGGAATAATAAGGTGTGAATCAAACATTACAGGAATACTATTAACAAGA
GATGGTGGGAATATGAATGACACAGATAGTGAGACCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGA
GAAATGAATTATATAAGTATAAAGTGGTGGAGATTAAACCACTAGGAGTAGCACCTACCAGGGCAAAAAGAAG
AGTGGTGGAGAGAGAAAAAAGAGCAGCAGTGGGACTAGGAGCTCTACTCTTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAACAATTTGCTGAAAGCTATTGAGGCACAACAGCAAATGTTGAAACTCACTGTCTGGGGCATT 
>AF179368 
TTCTACTGCAATACATCAGGCCTGTTTAATAGCACTTGGTATGCAAATGACAATACCAGCACACAAAATGACA
TGCAGTCAAATGACACTATAACTCTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACA
AGCAGTGTATGCCCCTCCCATCCAAGGAGAACTAAGGTGTGACTCAAACATTACAGGACTACTATTAACAAGA
GATGGTGGGGAGGGGAATGATACCATTGGGAAAGAGACCTTCAGACCTACAGGAGGAGATATGAGAAACAATT
GGAGAAGTGAATTGTATAAGTATAAAGTAGTAGAGATTAAACCACTAGGAGTAGCACCTACCAAGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATCGAGGTACAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>AY037280 
TTCTACTGCAATACATCAGGACTGTTCAATGACACAGAATTCAAAATTAACAATACTATTACTCTCCCATGTA
AAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAAAAT
CACCTGTAACTCAAGTATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTGATAATACTAGTGAGATT
TTCAGACCTGCGGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGCAATTG
AACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTAACGAGAGAAAAAAGAGCAGTGGGAATGGG
AGCTGTGTTCCTTGGATTCTTATCAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAAGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>MF157739 
TTCTACTGCAATACAACAAGACTGTTTAATGACACAATATCCAATGGCACTATTACTCTCCCATGTAAAATAA
AGCAAATTGTAAACATGTGGCAGAGAGTGGGACAAGCAATATATGCCGCTCCCATTGCAGGAAGAATTACCTG
TATCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGCAATAATACTAATAAGAATGAGACCTTCAGA



CCTGGGGGAGGAGATATAAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCTACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAGCAGCAGAACAATTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>JN054279 
TTCTACTGTAATACATCAGGACTGTTTACTGAAAATACAACAAAGCTTAATGACACTATTACTCTCCCATGTA
AAATAAAACAAGTGGTAAACCTGTGGCAGGAAGTGGGACGAGCAATGTATGCTGCTCCCATTGCAGGAAACAT
TACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAAAAATGAGACTAATAAGACT
GAGATCTTCAGACCTGGGGGAGGAGATATGCGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCTCTAGGAGTAGCACCCACCAAGGCAAAAAGGCAAGTGGTAAAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTATTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN054273 
TTCTACTGCAATACATCAGGACTGTTTAATAACACGCTTAATAACACAGATGACAATGACCCTATTATTCTCC
CATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATACCGCTCCCATTGCAGG
AAACATTGTCTGTAATTCAACTATTACAGGTTTATTATTGACAAGAGATGGTGGTGAAACCAATGAGACAGAT
AATACAACAGAGATCTTCAGACCTTGGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MH078556 
TTCTACTGCAATACATCAAAACTGTTTCGAAATATCTCAGAGATTAATGAAACTACTATTACTCTCCCATGTC
GAATAAAACAGATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGACAAAT
TACCTGTAACTCAAGCATTACAGGTTTATTATTGACAAGAGATGGTGATAACACAATAGAGACCTTCAGACCT
GGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAG
GAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGACTTGGGACTGGGAGCTTTGTT
CCTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAA
TTACTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTAAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGC
TCACAGTCTGGGGCATT 
>AF385934 
TTCTACTGCAATACATCAAAACTGTTTACTAGCACAGTACCCAATAATGGCACCATTATTCTCCCATGTCGAA
TCAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATACCGCTCCCATTGCAGGAAACATTAC
CTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAACAATAATGCTACTAATAAGACTGAG
ACCTTCAGACCTTGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAA
TTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTTTTTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGC
ATATGTTGCAGCTCACGGTCTGGGGCATT 
>FJ670522 
TTTTACTGTAATACAACACAATTATTTAACAGTACTTGGAGTAGTGCTTGGAATGGTACTACAGGGACTAATA
ACACTGGAGTAATCACACTCCCATGCAGAATAAAACAAGTTATAAACCTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAGTAAGAGATGGT
GGTAGAAGCAATGATAGCAGCAAGCCCGAGATTTTCAGACCGGGAGGAGGAAACATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCCTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGGCAGTGACGCTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>EU885766 
TTTTACTGTAATACATCACAATTGTTTAACAGTACTTGGAGGGCTAATAGTACTTGGAATGGTACTACAGAGA
CAAATAACACTGACCTAATCATACTCCCATGTAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCTATCAGTGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTCTTAATAAGA
GATGGTGGTAATACAACTGATAACGAGAGCGAGATCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGTTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAGCAGCAGA
ACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>AF529573 



TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGAATGGTAATACTACTTGGAATGATACTACAGGAA
ATAACAATATCTCGCTCCCTTGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAAGGGACAAATTAGCTGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGT
AAAAATGAGAGCAACACCACCGAGACCTTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248352 
TTCTACTGTGATACATCAAAACTGTTTAATAGTACGTGGCCGTGGAATGATACTAGTAATACTACAGAAAATA
CTACAGGAAATATCACACTCACACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAG
AGCAATGTATGCCCCTCCCATCGAAGGACAAATTAAATGTTTATCAAATATTACAGGGTTGCTATTAACAAGA
GATGGTGGTAATGACAATGACACCAATACCCCCGAGATCTTCAGACCTGGAGGAGGAAATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AF530576 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGACTAATAGTACTTGGGATGGTACTACAGAAAATG
ACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGCAAGTAGGAAGAGCAATGTATGC
CCCTCCCATTGCAGGACCAATTAAATGTTCATCAAATATTACAGGGTTGATATTAACAAGAGATGGTGGTAAT
AATGGGAACGATACCAACAACAAAAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCCAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGGAGCGATAGGAGTTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ953205 
TTCTACTGTAACACATCACAACTGTTTAATAGTACTTGGTGGAATAATAATACAAGTACTTGGTGGAATAATA
ATACAAGTACTTGGTGGAATAATACAGAAAATGGCACTATCACGCTCCCTTGCAGAATAAAACAAATTATAAA
CATGTGGCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATT
ACAGGGTTGCTATTAACAAGAGATGGTGGTAATAATGAGAACGAGACCACCCCTGAGACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGATGGGAGCTATGTTC
CTCGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGATGGCTATTGAGGCGCAACAGCATCTGTTGCAACT
CACAGTCTGGGGCATC 
>EU581826 
TTCTACTGCAATACATCAGGATTGTTTAATGACACACTGGTTAATGACACAAAATCCAATGACAATGACACTA
TCATTCTCCCATGTCGAATAAAACAAATTGTAAATATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCC
CATTGCAGGAAACATTACCTGTAACTCAAATATTACAGGTATACTATTGACAAGAGATGGTGGTAACAACAGC
TCAAAGAATGAGACCTTCAGACCTTTGGGAGGAAATATGAAAGATAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAGAAGTTGAACCAATAGGGGTAGCACCAACCAAGGCAAAGAGAAGAGTGGCGCAGAAAGAAAAAAG
AGGAGCATTGACAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGGCAGTAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU581828 
TTCTACTGCAATACATCAGGACTGTTTAATGACACTGGCACTATCTCCAATGACACTATCACTCTCCAATGTC
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACAT
TACCTGTAGCTCAAATATTACAGGTCTTCTATTGACAAGAGATGGTGGTGGTGATGGTAGTGACCAGACAGAG
ACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAA
TTGAACCATTAGGAGTAGCACCCACCATGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAAT
GGCAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGC
ATCTGCTGCAGCTCACAGTCTGGGGCATT 
>EU581824 
TTCTACTGCAATACATCAGGACTGTTTAAGGAATCCAATGACACTAATGACACTATTATCCTCCCATGTCGAA
TAAGACAAGTTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAC
CTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATAGAGATGGTGGTGATAATAGA
ACAGTGGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATAAAG
TGGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC



AGCACTAGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAAGGCTATTGAAGCGC
AACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU581823 
TTCTACTGCAATACATCAAAACTGTTTAATGACACAGTATTCGATAACAGTACTATTACCCTCCAATGTCGAA
TAAGACAAGTTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGAAGGAAACATTGC
CTGTAACTCAAGTATTACAGGTATACTATTGACAAGAGATGGAGGTAAGAATAATGGGACAAATGAGACAGGT
GAGAATAGGACAGAGACCTTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTAATAGGAATGGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCG
TCAATGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAAGCGCAACAGCAGCTGTTGCAGCTCACGGTCTGGGGCATT 
>AY586545 
TTCTATTGTAATACATCAGGACTATTTAATAGTAGTAATAATAATAGTGGAAATATCACACTCCCATGCAGGA
TCAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGGGAGCATTAC
ATGTATATCAAACATTACAGGACTATTAATAACAAGAGATGGTGGGAATAACAGTACTAATAGGACTGAGATC
TTCAGACCTGCAGGGGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTA
AACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGACTGGG
AGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GTCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGCAGCAGCATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KT276270 
TTCTATTGTAATACATCAAAACTGTTTAATAATACCAAGCCTAATACTGGAAATATGACTATCCTCCCATGCA
GGATCAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGAAGGAAATAT
TACATGCGTATCAAACATTACAGGACTAATAATAACAAGAGATGGTGGGACTAATGGGACTAATGTGACTGAA
ATCTTCAGACCTGCAGGGGGAAACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAA
TTAAACCACTAGGAGTAGCACCCACCGAAGCAAGGAGATTAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGAAT
GGCAACCGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGAGCTATAGAGGCGCAGCAGC
ATCTGCTGCAACTCACAGTCTGGGGCATT 
>FJ866128 
TTCTACTGTAACACATCAGAACTGTTTAAGAGTACATGGAATAATGGTACATCAGAAGGGACTAATGGTACAG
AGTCAAATAATGACACAATCCCGTGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAGTAATAAATTGTACATCAAACATTACAGGGATAATATTAACAAGAGACGGT
GGTTCAAATAGTCCTAATGAAACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAGAATTGAACCACTGGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGA
GAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATG 
>AY945737 
TTTTACTGTGATACAACAGAACTGTTTAATAGCACATGGTATAGGAATGGTACACTAATTAATGGTACAAAGT
CAATTAATGGCACAATCACACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCGCAGGGATAATTAACTGTACATCAAATATTACAGGGTTAATATTGACAAGAGAT
GGTGGTAATACCAGTATTAATGGTGAAAATGATAAAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCACTGGGAATAGCACCCACCAAGGC
AAGGAGAAGAGTGGTGACAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGC
AACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AF457051 
TTCTACTGTAATACAACACAACTGTTTAATAGCACATGGAACAGTACAGAGTCAAGCACATGGAACAGTACAG
AGTCAAATAATAGCACAATCACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCGAAGGACACATTAACTGTTCATCAAATATTACAGGGCTACTATTGACAAGA
GATGGTGGTACAAATAATACAAGTAATATGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAGGTAGTAAGAATTGAACCACTGGGAGTAGCTCCCACCAGGGCAAAGAGAAG
AGTAGTGGATAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACGATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGATGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY900572 
TTCTATTGCAATACATCAGAACTGTTTAATAGTAGTAGTAATAATAAGGGGAATATCACACTCCTATGCAAGA
TAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAACATTAC



ATGTAGATCAAACATTACAGGGCTAATAATAACAAGAGACGGTGGGACTAACAGTACTAATGGGACTGAGACC
TTCAGACCTGCAGGAGGAGACATGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTA
AACCACTAGGAGTAGCACCCACCGAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTTGGAATAGG
AGCTGTCCTCTTTGGGTTCTTAGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAG
GCCAGGCAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGCAGCAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>AY900574 
TTCTATTGTAATACATCAAAACTGTTTAATGAGTCACTGCTTAATAGTAGCAGGAATGATAGTAAGAATGATA
CTATCATACTCCCATGCAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCC
TCCCATCGAAGGAAGCATTAGATGTGAATCAAACATTACAGGGCTAATAATAACAAGAGATGGTGGGACTAAT
AATAAAAATACTACTGAGATCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAATAGTAAGAATCAAACCACTAGGAATAGCACCCACCGAGGCAAGGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTCGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCG
TCACTAACGCTGACGGTACAGGTCAGGCAGTTACTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY900575 
TTCTATTGCAATACATCAGGACTGTTTAATAGTAGTAATAATAATAGTAGTGAGAAGGGGAATATCACACTCC
CATGCAGGATAAAACAGATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGG
AAGAATTAATTGTGTCTCAAACATTACAGGACTAATAATAACAAGAGATGGTGGGAATAGGAATACTACTAAT
AATACTGAGGTCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATCAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGC
AGTTGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCGGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGTCAGGCAATTACTGTCTGGCATAGTGCAACAGCAGGGCAATCTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ670526 
TTCTATTGTAATACATCAAACCTGTTTAATAGTAGTAACTTTAATAGTAATATCACACTCCCATGCAGGATAA
AACAGATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCCCATCGCAGGAAGCATTATATG
TGTATCAAACATTACAGGACTAATAATATCAAGAGATGGTGGGTATGAGAATAGTAGTGGTACTGAGACCTTT
AGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAGGTATAAAGTAGTAAAGATCAAAC
CACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTTGGACTGGGAGC
TGTGTTCCTTGGGTTCTTAGGGACAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTC
AGGCAATTATTGTCTGGCATAGTGCAGCAGCAGAGCAATCTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGC
TGCAACTCACAGTCTGGGGCATT 
>AY371169 
TTCTATTGCAATACATCAAGCTTGTTTAATAGTAGTTGGACAAATAGCACTGCTAATGGGACAGATGGCAATG
ATAATATAACTCTCCAGTGCAGAATAAGACAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCCAAGGAGTAATAAGATGTTCATCAAACATTACAGGATTGATACTGACAAGAGATGGTGCAAAT
ACAGCTAATAACACTGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATA
AGTATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAGGAGGAGGGTGGTGGAGAGAGA
AAAAAGAGCAATCGGACTGGGAGCTGCCTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACGATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTACTGTCTGGCATAGTGCAACAGCAAGGCAACTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ404325 
TTCTATTGCAATACAACAACATTGTTTAATAGTACCTGGAATGATACCACTAAGGGCAGCAATGAGACCAATA
GTACTATTACACTGCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGAGAACAGGACGAGCAATGTATGC
TCCTCCCATCAGTGGAGTAATTAATTGTGCATCAAATATTACAGGACTACTATTGACACGAGATGGTGGTAAT
AATAATGATACTAATGGTACTGAGACCCTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAGC
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGA
CAGAGAAAAAAGAGCAGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAGCTTACAGTCTGGGGCATT 
>JF804809 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATAAGGATAATAACACTAACACTTGGAATAAAC
ATGGGAATAGTACTAATGATACTATCATACTCCCATGTAGAATAAAACAAATTATAAACAGATGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAGCGGACAGATTAATTGTACATCAAATATTACAGGACTGCTATTA
ACAAGAGATGGTGGTCCAGAAAACTCCTCAACTGAGACCTTCAGACCTGCAGGAGGAAATATAAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAGAAGAGCGGTGGGAATAGTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCCGCGTCATTGACGCTGACGGTACAGACCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 



>DQ085873 
TTCTACTGTAACACAACACTGCTGTTTAACAGTACTTGGAAGTGGAATAACACTTGGAATAACACTGGGAAGG
GTGCTGATAAGAATATCACACTCCTATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
CATGTATGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGGTCTAATAACGAGACCAACATGACCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCATGGCAAGGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTAATGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGAGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ085874 
TTCTACTGTAATACAACACAGCTGTATAATAGTAATAGGAAGCAGGAGAATAATGGCACTTGGAATAATAATG
GGAGTAATACTAATGATAATATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCACAGGAGCAATTAGATGTTTATCAAATATTACAGGGCTGTTATTAACA
AGAGATGGTGGAACGAGAGCGAATCTGTCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ085876 
TTCTACTGTAATACATCACGGCTGTTTAATAGTGTTTGGAGGCTGGATAATAACACTTCTTGGGAGCAGGATA
ATAACACTAGAAATGGTACTAATAGTAATAATGATACCATCACACTCCCATGCAGAATAAAACAAATCATAAA
CATGTGGCTGGCAGTAGGAAAAGCAACGTCTCCCCCTCCCATCCGAGGACAAATAAGATGTTCATCAACAATC
ACACTGCTACTATCAACAAATGATGGTGGTAGTAATAATACCACTAACAGGAACGAGACCTTCAGACCTGGAG
GAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGGATTGAGCCATTAGGAGT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTT
GGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAAGCCAGACAATTAT
TATCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCAC
AGTCTGGGGCATC 
>AY771590 
TTCTACTGTAATACATCAAAGCTGTTCAATAGTACTTGGAATGCTACTAACATGGAAGGAAATTCCACTGAAG
GAAATTCTAATATCACACTCCCATGCAGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGCTCATCAAATATTACAGGGCTGATATTAACAAGAGATGGT
GGGAACAACGCGAGCAGCGAGACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAATAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCA
ATCTGCTGAAGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>JF804806 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGCAGCGTAATGACACTTGGAATAACAGCAGCACTT
GGGATAACAGCACTTGGAATAAAATTGAGAATAATACAGATGATGATAATATCACACTCCAATGCAGAATAAG
ACAAATTATAAGCAGATGGCAAGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCATAGGACAAATTAGTTGT
TTATCAAATATTACAGGGCTGCTAATAACAAGAGATGGGAGAAGTAACAGCAGCGGGAACGAGATCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATT
AGGAGTAGCACCCACCCCGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAATAGGACCT
ATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAAGCCA
GGCAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACAGCTGTT
GCGACTCACAGTCTGGGGCATC 
>JF804814 
TTCTACTGTAACACAACACAACTGTTTAATAGTACTTGGAATAAGAATAAGGATAATAACAGTTGGAATGGGA
GTGATATTAGTACTAATATCACACTCCTGTGCAGAATAAAACAAATTATAAACAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACCAATTGGCTGTTTATCAAAAATTACAGGGCTACTATTAACAAGA
GATGGGGGTAACACGAGCAACGGGTCCGAGACTTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAATAGTAAAAATTGAGCCATTAGGGGTAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ085871 
TTCTACTGCAGTACAACAAAGCTGTTTAATAGTACTTGGGAGAGGAATGGTACCACCACTTGGAAAAATATTA
ATGGGAGTGGTACTAATGAGACTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGTGGAAAAATTAATTGTTCATCAAATATTACAGGGCTGCTATTA



ACAAGAGATGGTGGTAGAAACAACACAGGAACAGTCGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY535660 
TTCTATTGTAATACATCAAAACTGTTTAATAGCTCATCAAGAAGTAATGAGACTATCACACTCCCATGTAAAA
TAAGACAAATTGTAAGAATGTGGCAAAAAGTAGCACGAGCTATGTATGCCCCTCCCATTGCAGGAAACATTAC
ATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGTCTAAGGAAAGTAATGAAACTGAGATTTCC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTAAAC
CACTAGGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGAAGAGAGAAAAGAGCAGTTGGACTGGGAGC
TGTTTTCCTTGGTTTCTTAGGAACAGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATTTGT
TGCAACTCACAGTCTGGGGCATT 
>KM606632 
TTCTATTGTAATACATCACAATTGTTTAATGCATCAAAATGGTTTAATAATAGCTCATCGAATGAGACTATCA
CACTCCCATGTAAAATAAGACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATTACATGTAAATCAAACATTACAGGACTACTATTAACAAGAGATGGGCCTACGGGAGAAAAT
GGGACTGATAATGATACTGAGATTTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATTAAACCACTAGGCATAGCACCCTCCAAGGCAAGGAGAAAAGTAGTGGGGAG
AGAGAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGTTTCTTAGGAACGGCAGGAAGCACGATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>AB547463 
TTCTATTGCAATACAACAAGACTGTTTAATAACACTTGCCTAAATGAAACCATGGGAAACTGCAATGGCACTA
TCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATCGACAAGAGATGGTGGTGTTAATAGT
AGTAGAAATAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>DQ366659 
TTCTATTGCAATACAGAAAAACTGTTTAATAATACTTGCATAGGAAATGAAACCATGGGAGGGTGTAATAACA
CTATCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAAGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAAT
AATGCAAGTAATGAGACCGAGACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAATTGT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
ACAAAAAAGAGCAGTGGGAATAGGAGTTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366660 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAGAAAATGGAACCACAGAAGGGTGTAATAACA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGGCAAGCAATGTATGCTCCTCC
CATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGTAATACA
AAAAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGGAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ366661 
TTCTATTGCAATACAACAGACCTGTTTAATAAGACTTGCATAGAAAATGAAACCATGGAATGTAGTAAAACTA
TCATACTTCCATGCAGAATAAAGCAAATTATAAACTTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATCAAAAAT
GGTACTAATAATGGGACCGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAACTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCTGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EF165539 



TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGCCAGAAAATGGAACCATGGAGGGGAGTAATGGCA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAACAATTAATTGTATATCAAATATTACAGGAATACTGTTGACAAGAGATGGTGGTACTAGT
ACTAATGATACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAGTTATATAAAT
ATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN235962 
TTCTACTGTGATACATCAGGACTGTTTAATGACACAGAATTCAATAACACTATCACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTACCTG
TAACTCAAATATTACAGGTCTAATATTGACAAGAGATGGTGGTCCCCCAAATAATACGGAGGAGATCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAGAAATTGAACCGC
TAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGCAGCTAT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>FJ213782 
TTCTACTGCAATACATCAAGATTGTTTAATGATACAGAATTCAATAATACAGAAGACAATAATGATACCATCA
CTCTCCCATGTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCAT
TGCAGGAAACATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGGCAGAATGTCACA
AATAATACAGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACA
AAGTAGTAGAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAAAAAGAGAAAAG
AGCAGTGGGAATGGCAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGACCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735534 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGTATCCAATGGCACTATTACTCTCCCATGTCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCAAATCCCGTTGAAGGAAGCATTACCTG
TAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGAGGGAAAAAGAATACTACTACTGCTAATAAG
ACTGAGGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGC
AGTGGGATTATTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTG
AAGCGCAACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>EU735536 
TTCTACTGCAATACCTCAGGACTGTTTAATAACACAGGATACAATGGAACTATTACTCTCCCATGTAGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATACCAACCCCATTGCAGGAAGCATTACCTG
TAACTCAAATATTACAGGTCTGCTGTTGACAAGAGATGGTGGACAGAATAATAATAGTACTAATGAGACCTTC
AGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGACGAGAGAAAAAAGAGCAGTGGGAATGGGAGC
TATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAAGGCTATTGAAGCGCAACAGCATTTGT
TGCAGCTCACAGTCTGGGGCATT 
>EU735540 
TTCTACTGCAATACATCAGGACTGTTTAATGACACAGAACTGGTTAATAACACAGAAAATAATGGCACTACTA
TCATTCTCCCATGTAAAATAAAACAAATAGTAAATATGTGGCAGGAAGTAGGACGAGCCATGTATGCCGCCCC
CGTTGCAGGAAGCATTACCTGTAACTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATACTGAT
AATACCACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAGAATTGAGCCATTAGGATTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAGAAAAG
AGCAGTAACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACACTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTG
AAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>EU735539 
TTCTACTGCAATACATCAAAACTGTTTAATAATAAAACTAATAATAACACAGGAACTAATGGAACTACTGACA
CTATCATTCTCCCATGTAAAATAAAACAGATAATAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGC
TCCCATTGCAGGAAACATTATCTGTAACTCAAATATTACGGGTCTACTATTGACAAGAGATGGGGGTGGTAAA
GAAACCCAGAATAAGACTGAGATCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGACGCTGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA



GCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
AGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>EU697905 
TTCTATTGCAACACATCAGGACTGTTTAATACATCAGAACCATTTAATACATCAAAATGGTCTAATAATACCA
TCACACTCCCATGTAAGATAAAACAAATTGTGAGGATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCC
CATCGCAGGAAATATTACATGTAGATCAAACATTACAGGGATAATATTAACAAGAGATGGTGGGATTAATAGT
ACTGGAAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATA
AAATAGTAAAAATTAAACCACTAGGAATAGCACCTACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
GGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTA
GCGCTGACGGGACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAACATCTATTGCAACTCACAGTCTGGGGCATT 
>EU697909 
TTCTATTGTGATACATCAGAACTGTTTAATTCATCAGAACTGTTTAATACATCAGGATCTAATGATACTATCA
CACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
CGCAGGAAATATCACATGTAGATCAAACATTACAGGGCTATTATTAACAAGAGATGGTGGGAATAATAATAAT
ACTAATACTACTGAGGTCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATATAAGT
ATAAAATAGTAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGGGCAGTTGGACTGGGAGCTTTCTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH078557 
TTCTACTGCAATACATCACAGCTGTTTAATGAAACAGAATTCAATAGCACAAGCAATGGCACTATCACGCTCC
CATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTGGGACGAGCAATGTATACCGCTCCCATTGCAGG
GAATATAAGCTGTAACTCAAATATTACAGGTCTACTCTTGACAAGAGATGGTGGGAAAAATACTAGTGGTAAT
ACTGAGATCTTCAGACCAGGGGGAGGAGATATGAGAGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCAACCAAGGCAAGGAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGT
GACAATGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTG
ACGGCACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAAGAATCTGCTGAGGGCTATTGAAGCGC
AACAACATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM026457 
TTCTACTGCGATACATCAAGACTGTTTAATTTGACACTGTTTGATAGAACAGTAGTCAATGACACTATCATTC
TCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTGGGGCGAGCGATGTATGCTGCTCCCATTGC
AGGAACAATTAACTGCAATTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATACTATTGAAACC
TCCAAAGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTAGGCCACTAGGAGTAGCACCCACCAACTCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGATCTTTGGGCTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACG
CTGACGGTACAGGCCAGACAATTACTGTCTGGCATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAAG
CGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>GQ372987 
TTCTACTGTAATACAACATCACTGTTTAATAGTACATGGGAGAATGATACAAATATTACTGAAGAATCAAATA
GCTCAGATGACACAATCACACTCCAATGCAAAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAATATCACAGGGCTGATATTAGTAAGAGAT
GGTGGTAATAACAGAACAAGTGAGAGTGAGACCTTCAGACCTGAAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGACAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>FJ670529 
TTCTACTGTAATACAACATCACTGTTTAATAGTACATGGAGTGATACAAATATTACTAAAGAGTCAAATAACT
CAGATGACATAATCACACTCCAATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGATACATTAACTGTTCATCAAATATCACAGGGCTGATATTAGTAAGAGATGGT
GGTGATGATAGTACAAGTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTAGTAAGAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAA
AGAAAAAAGAGCAGTGGGATTTGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATGGCGCTGACGGGACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175881 
TTCTATTGCAATACATCAGGACTATTTAATAATACTTGCTTAGAAAATAGTACCACATGTAATGGCACTATCA
CACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAAGGAATAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAAGGATAGTGCT



AATAATAACTTCGCTAATGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCCCTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGCATAGGAGCGATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GQ175882 
TTCTATTGTAATACAACAAATTTATTTAATATTTGCATAGGAAATGATACCATGTGTAATAGAACTATCATAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGAAACAGGACAAGCAATGTATGCTCCTCCCATCGA
TGGAGAAATTAATTGTATATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTATTAATACTACTAAT
GATAACAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGCATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGTGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HQ385479 
TTCTATTGTAATACAACACAATTGTTTAATAGTAGCTGGAATAAGAATGCCAATGGGACTACAGGGAATACTA
CAAATAGTACTATCACACTCCAATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAATAGGACAAGCAAT
ATATGCCCCTCCTATTGCAGGAAACATTACATGCACATCAAATATTACAGGACTGCTATTGACACGTGATGGG
GGAAACAATACTAATAATACAGAGATCTTTAGACCTACAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAACTTAAGCCATTGGGAATAGCACCTACTAGGGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAACGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGCAGGCTATAGAGGCACAACAACATATGTTGAAGCTCACTGTCTGGGGCATT 
>HQ385478 
TTCTATTGTAATACAACAAACTTGTTTAATAGCAGTTGGAGTGGAAATGAGACCAATAGCACTGGGGAGACTA
ATATCACTCTCCCATGTAGAATAAAGCAAATAGTAAGAATGTGGCAGAGAGTAGGACAAGCAATATATGCCCC
TCCCACTGCAGGAAACATCACATGCACATCAAATATTACAGGATTGCTATTGACACGTGACGGGGGACAGAAT
ACAAGTACTAATAAAGAGATCTTCACACCTACAGGGGGAAATATAAGAGACAATTGGAGAAGTGAATTATATA
GATATAAAGTGGTAGAACTTAAGCCATTGGGAGTAGCACCCACTAGGGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACACGCCAGACAATTGTTGTCTGGAATACTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCATA 
>HQ385443 
TTCTATTGTAATACAACACAATTGTTTAATAGTACTTGGTATAAGAATGGCACTACAAATAGTAGTTGGAATG
GTAATGATAGTACTATCACACTCCCATGTAGAATAAAGCAAATTGTAAGAATGTGGCAGAGAGTAGGACAAGC
AATATATGCCCCTCCTATCGCAGGAAACATTACATGCACATCAAATATTACAGGATTGCTATTGACACGTGAT
GGGGGAAACAATAGTAGGGATGAGGATGAAGAGATCTTCAGACCTACAGGAGGAGATATAAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAACTTAAGCCATTGGGAATAGCACCCACTAAGGCAAAAAGGAT
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAACAGCAAGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCTAAACAATTGTTGTCTGGCATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCACAACAACATCTGTTGAAACTCACTGTCTGGGGCATT 
>JN029801 
TTCTATTGCAATACAACAAGACTGTTTAATAGTAATTGGACAGGAGATGAAAATGTGACGGGGCATGGGGGCA
ATGACATTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGAGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGGGGC
GATAATAACAGTACAAATGATACCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAATACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGCGGGAATAGGAGCTCTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>AY945734 
TTCTATTGCAATACAACAAACTTGTTTAATAATACTTGCTTGAATGAAACCAAGGAGGAGTGTAATAACATTA
CTAAAACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACCTGTGGCAGGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
ATTAATAATGCAACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAACTTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366663 



TTCTATTGTAATACAACAAACCTGTTTAATAATACTTGCATAAAAAATAACACGGGGGGGTGTAATGACACTA
TCATACTTCCATGCAGAATAAAGCAAATCATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGGGGAAATATTACTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATATTAGT
AGTGCTAATGAGACCTTCCGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX390610 
TTCTATTGTAATACAACAAAGTTGTTTAAGACAGAAAATGAAACCAGGATCATACTACCATGCAGAATAAAGC
AAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTATGCTCCTCCTATCAGTGGCAGTATTAATTGTGT
ATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGGAATAATAATGGGACTGAGATCTTCAGACCT
GAAGGAGGAAATATAAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAG
GAATAGCACCCACCAGGGCAAAAAGGAGAGTGGTGGAGAGAAACAAAAGAGCAGTGGGAATAGGAGCTATGAT
CTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATAACGCTGACGGTACAAGCCAGACAA
TTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAAC
TCACGGTCTGGGGCATT 
>EU031915 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGAAGGAAATGAAACCATCAGAGGGAGTAATGACA
CTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGACATATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAAT
AGCAGTGGGACTAACGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAACTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGTACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX390977 
TTCTATTGCAATACATCACGACTGTTTAATAGTATTTGGGTAGGAAATGAAACCATGGAAGGGAGTGGGAACA
ACACGAACAACACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGACATATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTATCAATGGGACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCTCCCACCAGGGCAAAGAGAAGAGTGGTAGA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX390976 
TTCTATTGCAATACAACAAAACTGTTTGATAGTATTTGGTATGGAAATGAAACCATAAATGAAACCATAAAAG
GGAATAGTAGCACTATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAAGTAGGACAAGC
AATGTATGCTCCTCCCATCAGTGGAAATATTAGTTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGTGGTATTAATGAGACTAGAAATAACGAGACCTTCAGACCTGCAGGAGGAAACATAAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCCATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JF340054 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGACAATGGGGAATGGTACTTGGACAGATAATAAAA
CCATGGAGAATGGCACTAGCACTATCATACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAAC
GGGGCAAGCAATGTATGCTCCTCCCATCAGAGGACCAATTACTTGTGTATCAAATATTACAGGAATATTATTG
ACAAGAGATGGTGGTAATAATAATGGGAGTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAAGAAAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JX574661 
TTCTATTGCAATACAACAAAGTTGTTTAATAGTACTTGGATAATGGAGAATGATACTTGGACAGATAATAAAA
CCATGGAAGAGGGGGTTAATGGCACTATGGGGAATAATAGCATTTTCATAATTCCATGCAGGATAAAGCAAAT
TGTAAACATGTGGCAGGGAACAGGGCAAGCAATGTATGCTCCTCCCATCAGAGGACCAATTAATTGTGTATCA
AATATTACAGGAATATTATTGACAAGAGATGGTGGTAATAGTAATGGGAGTAACGAAACCTTCAGACCTGGAG
GAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAACTTGAACCACTAGGAGT
AGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTT



GGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTAT
TGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCAC
AGTCTGGGGCATT 
>JX574662 
TTCTATTGCAATACAACACAATTGTTTAATAGTACTTGGATAATGGGGAATGGTACTTGGATGGAGAATGGTA
CTTGGGCAGATAATAAAACCATGGGCAATATCACAATTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCA
GGGAACGGGGCAAGCAATGTATGCTCCTCCTATCAGAGGACCAATTAATTGTGTATCAAATATTACAGGAATA
TTATTGACAAGAGATGGTGGTGATAATAATAGGACTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGG
AAAATTGGAGAAGTGAATTATATAAATATAAAGTAGTGCAAATTGAACCATTAGGACTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>HM776939 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGAAACAAGTAGTAATTCAACCTCGACCATCA
CAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGGAACGTGATGGAAGATTAGATAATGAT
AATGAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTGGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCGGTGTTCTTTGGGTTCTTGGGTGCAGCCGGGAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250400 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACAATGGTACATACAATAGTACAACTAATAATTCAA
CAATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAGAACTAAAATGTAACTCAAATATCACAGGACTACTATTGGTACGTGATGGAGGATTAAGA
ACAGAGTCAAATGAAACAGAACCAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGT
GGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCCGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC522031 
TTCTATTGCAATACGTCAACACTATTTAATAGGACAACAAGTCGCAATGTCACAATTATTCCATGCAAAATAA
AGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCTATCAGTGGGAGCATTAATTG
TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGCTTTAATAATGAGACTGGGAATGAGACTGAG
ACCTTCAGACCTGGAGGAGGAAATATAAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTGAACCACTAGGAGTAGCCCCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTACGAGC
GATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGGCTATTGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC522035 
TTTTATTGCAATACAACACAACTGTTTAATAGTACATGGACAAGAAATGGCACAATAGGAAATAACACAATTG
GAAATATCACAATTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGGAGCATTAATTGTGTATCAAACATTACAGGAATACTATTAACAAGAGATGGTGGTGAC
CCTGGTAATAATACGGGTAAGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTAGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC522033 
TTCTATTGCGATACAACAAAACTATTTAATAGTAGTGACAATGTCACAGAGGCCAATATCACAATTCCATGCA
AAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCTATCAGTGGGAGCAT
TAATTGTGTGTCAAGCATTACAGGAATACTATTGACAAGAGATGGTGGTGATAAAAGGACCAATGAGACCTTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAGTAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGG
AGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG
GCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATC
TGTTGCAACTCACAGTCTGGGGCATC 
>KC522032 
TTCTATTGCAATACAACAAAACTATTTAATAATACAGAAACAGGTAATAATACCATAATTCCATGCAGAATAA
AGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCATCAGTGGACCAATTAATTG



TGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGAATGGGACTGAGGAGATCTTCAGACCTGGA
GGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAG
TAGCCCCCACCATGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAACGATAGGAGCTATGTT
CCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAA
TTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAAC
TCACAGTCTGGGGCATC 
>KF011494 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAGTTGGTCTAATGATAATAGTAGTTGGTCTAATAATACTG
GGAGGTCAACCAGCAATGACACTATCACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACTAATTAGATGTTCATCAAATATTACAGGGCTATTATTA
ACAAGAGATGGTGGAAATGATAGTAATATCAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAACGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCGGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JX960635 
TTCTACTGTAATTCAACACCACTGTTTAATAGTATTTGGTGGCCTAATGGTACTGGACAGTCAAACAGAAATG
GAACAATCAATGGAACCATCATACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCAATGTATACCCCTCCCAGCAAAGGACCAATTAGATGTTCATCAAATATTACAGGGTTATTATTAACAAGA
GATGGTGGAAACAATGACAATGAAAGTGAAATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAACGAGCAGTGGGACTAGGAGCCTTGTTCCTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ484433 
TTCTACTGTAATTCAACACAACTGTTTAATAGTAATTGGTCTAATGATACTAGTAAGTGGCCAACCAGCAATG
GAACCAGCAATGGAACTATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAA
AGCAATATATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATCACAGGGTTATTATTAACAAGA
GATGGTGGACTAAATGATAATAACAGTGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAGTTATATAAATATAAGGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAAAGAGAAAAACGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ484434 
TTCTACTGTAATTCAACACCACTATTTAATAGTAAGTGGTCTAGTAGTTGGCCTAATAGTACTGAAGGGTCAA
ACAGAACTAGTAATATCACACTCCAATGCAAAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACCAATTAGCTGCTCATCAAATATTACAGGGATATTATTAACAAGAGAT
GGTGGAAACAATGATAATAATAACAGTGAAACCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAACGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCGGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KC990124 
TTCTATTGTAATACATCACAATTGTTTAATATTAATGATACTAGGAATGATACAGAGAAAAACATAACCACGC
TCCCTTGCAAAATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAGATCCAACATCACAGGACTATTATTGGTACGTGATGGAGGGTCAAATACTACTACA
GAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAGCCACTGGGAATAGCACCCACTCCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC870034 
TTCTATTGTAATACATCAGGCCTGTTTAATAGAACATACATTAATGGTACAGTGCATAATAATACAGAAAACA
TCACAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGGCGAGCAATGTA
TGCCCCTCCCATTGCAGGAAATATAACATGTACATCAAATATCACAGGACTACTATTGGTGCGTGATGGAGGA
AAGACAAATGAGAATACTACAGAGATATTCAGACCTGTGGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCACTGGGAATAGCGCCCACTACAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATCTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>KC870042 
TTCTATTGTAATACATCAGACCTGTTTAATGGTACGTTTAATGGTACATACATACCATTTAATGATACAATCA
CAAACATCACAATCCGATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAGAAATAACATGTAAATCAAATATCACAGGACTACTATTACTACGTGATGGAGGAAAT
ACAAATAATACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATATAAATATAAAATAGTAGAAATTAAGCCATTGGGATTAGCACCCACTGCAGCAAAAAGGAGAGTAGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870032 
TTCTATTGTAATACATCAGGCCTGTTTAACGGCACGTTTAATGGTACATACATAAATGATACAATGAGTAATT
TAAGCTCAATTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTACTACGTGATGGA
GGAAATATAACTAATACTCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAAGTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCCGCCGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAATAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870036 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTAAATACTCTGATAATGGTACAGCCCTGTTTGATGATATAG
ACTTCAATGATACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATATA
TGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
ACTCCAAATAATACAAATACAGAAGAGGTATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KC870040 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGGTACAATAAGTAATTCAAGCTCAGAGATCA
TCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGCAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACCGGACTACTATTGGAACGTGATGGAGGAGATCTAGGT
AATGATACAGAGGAGGAGGTATTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTGGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATGGGAGCTGTGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC870027 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACATACAATGGTACATACACGCCTAATAATGATACTGATA
ACTCAACAATCATACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCGTTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
GTTAATAATAATACAAATGAAACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGCGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGATGG
CTATTGATGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC870028 
TTCTATTGTAATACAACAAACCTGTTTAATGGTAATGGTACATACTCGTCTGATGATAACTCAACAGGTACAA
TCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATGATAGT
AGTACAAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGATGGCTA
TTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>KC183778 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGGATACAAGGCTTAATGATACAGACAATGATA
CAAGTAACTCAACCATTACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATATTATTAACAAGAGAT
GGTGGTGGTAATAGGACAAATAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT



GCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAA
ATCTGCTGATGGCTATTGATGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>MH051841 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATGAATACATCAGGCCTGTCTAATGATACAAGTA
ACTCAACCATTACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGAATATTATTAACAAGAGATGGTGGT
GCTAATAATACGACTAACGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGA
TGGCTATTGATGCGCAACAGCAGCTGTTGCAGCTCACAGTCTGGGGCATC 
>JN251902 
TTCTACTGCAATACATCAAAACTGTTTAATAACACAGAAATTAATAACACAACATCTAATGGAACTCTCATCC
TCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAAGAAGTAGGAAGAGCAATGTATGCCGCTCCTATTGC
AGGAAACATTACCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAAGAGTAATGAGACT
AATAATACTGAGATTTTCAGACCTGGGGGAGGAGACATGAAAGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAG
AGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTATTGTCTGGAATAGTGCAACAGCAGAACAACCTGCTGAGGGCTATTG
AAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>LC027100 
TTCTATTGCAATACATCTAAACTGTTTAATAGTACTTGTATAAACAATGAAACCCTGGAGGGGTGTAATGGCA
CTAAAGATGGCACTAATGACACTCTCACTATCCCATGCAGGATAAAACAATTTATAAACATGTGGCAGGGAGT
AGGACAAGCAATGTATGCTCCTCCCATTGAAGGAACAATTAATTGTATATCAAATATTACAGGAATACTATTG
ACAAGAGATGGTGGTAATAATACTAACGGGACCACCGAGACCTTCAGACCTGAAGGAGGAAATATAAAGGACA
ATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB845348 
TTCTATTGCAATACAACAAAATTGTTTAATAATACTTGTATAGGAAATGAAACCAAAGAGGGGTGTAATGGCA
CTACCATTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAACAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGAGATGGT
GGTTCTAATAATACTGAGATCTTCAGACCTGCAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCGAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849775 
TTCTACTGTAATACATCAAAACTATTTAATAGTACGTATAATTCATCACAACTAGTTGATAGTGGGCCAAATG
ACACTGAAAATGACACTGATAGTATCACACTGCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGT
AGGAAAAGCAATATATGCCCCTCCCATCAAGGGAATAATTAGATGTTCATCAAATATTACAGGGCTGCTATTA
ACAAGAGATGGTGGTAACACCACTAATAACACCACTAATAACACAGAAATTTTTAGACCAGGAGGAGGAAATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAGGGCTGGGGGCTCTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAATAATCTGCTGAAGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KJ849759 
TTCTACTGTAATTCAACACCACTGTTTAATAGTACTTGGAATACTACTGAAAGGCATAATTGGAATAGTACTA
GAAGGTCAAATGACATAATCACACTCCGATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAATAAAGAA
AGCAATGTACGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGA
GATGGTAGTAGTGAGGGGAACGAAACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAACAGA
ACAATCTGCTGAGGGCCATTGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849762 



TTTTACTGTAATACAACAAAACTGTTTAATAGTAATTGGACGGGTAGTGAAAATAGCACTGAAGAAAATACCA
ATACCACAATCACGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCCAAGGGCAAATTAATTGTTCATCAGATATTACAGGGCTGATATTAACAAGAGATGGTGGT
AGTAGTAATGAATCAACCGGGAACAAGAACGAGACCTTCAGACCTGCAGGAGGAGAGATGAGGGACAATTGGA
GAAGTGAACTATATAAATATAAAGTAGTGAAAATTGAACCAATAGGAGTAGCACCCACCCAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTATTGCAACTCACAGTCTGGGGCATC 
>KJ849770 
TTCTACTGTGATACAACGAAACTGTTTAATAGGACTTGGGAAAGCAATGAGACTCTAGAAATTAATAACACTG
AAGGAAATGAGACAATCATACTTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATGTACGCCCCTCCCATCAAAGGAAAAATTAGCTGTTCATCAAATATCACAGGGCTGATACTAACAAGAGAT
GGTGGTGTTAACAACACCAATGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAATAGCGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGA
GAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849771 
TTCTACTGTAACACAACACAACTGTTTAATAGTACCTGGTCTAACAGTTCAAATATCACTGAAGGCAATATCA
CTGAAGCCAATATCACACTCCCATGCAGAATAAAACAGTTTATAAACATGTGGCAGAGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACCAATTAGATGCTCATCAAATATTACAGGGATGATATTAACAAGAGATGGT
GGAAACAACAAAACCACTGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTGGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAGAAGAGCAGTAGGAATAGGAGCTGTGTTCCTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACCTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KJ849773 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGCATGGGAATGGTACAGTGATAAATATCACTAACG
AAACGGGTGAAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAGAGTGGGAAAAGC
AATGTATGCTCCTCCCATCAAAGGACAAATTAGCTGCTCATCAAATATTACAGGGCTGATATTAACAAGTGAT
AGGGGTGGGGGTAATGAAACGAACGAGACTTTCAGACCTACAGGGGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTAGGATTCGGAGCCATGTTCCTTGGGTTCTTGTCAACAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ849776 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACATGGGAAAATAATTCAACATGGAATAATACTGAAGGGG
CAAATAGCACTGACAAATATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGG
AAAAGCAATGTATGCCCCCCCCATTAAGGGACAAATTAAATGTTCATCAAATATTACAGGGTTAATATTAACA
AGAGATGGAGGTTGTCTTAACACGACAAATGACACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTAGGATTAGGAGCCATGTTCATTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849777 
TTCTACTGTAATACAACAAAACTGTTTAATGGTATTTGGAATGGGACACACTTAAATAGCACTGAAGGAGATG
AAAAAGGCACAATCACGCTTCCATGCAAAATAAGACAAATTATTAATATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGATATTAACAAGGGATGGT
GGTATTGGAAATGGCACCAACGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAC
TATATAAATATAAGGTAGTACAAGTTGAACCAATAGGAGTAGCACCCACAAATGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGC
TGAAAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849778 
TTCTACTGTAATACAACACAACTGTTTGATAGTACTTGGAACTCTACTGAAAATTCAAATAACACTGAAGGAA
ATAAAACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCAAAGGAAACATTAGCTGCTCATCAAATATCACAGGGCTAATAATAACAAGAGATGGTGGT
AATAACAACGACACCAGTGAACTTAACAGCCCTGAAATTTTCAGACCAGCAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAAAAATTGAACCATTAGGAGTAGCGCCCACCAGGGCAAAGAG
AAGAGTGGTGCAAAGAGAAAAAAGAGCAATTGGAATAGGAGCTGTGTTCATTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AAAGCAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427816 
TTCTACTGCAATACATCACAACTGTTTAATAGTACTTGGAATGGAAATAACACTGGAGGAGATGGAAATAGCA
CACTCCCTATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCTATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGATGGTGGT
GATAACTCAAGCAACAATGAGACCTTCAGACCTGCAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAGGTAGTAAAAATTGAACCATTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGA
AGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KJ671534 
TTCTATTGCAATACATCAAACTTGTTCAATAACAGCATAGGCAATGGCACTATCACTCTCCCGTGCCGAATAA
AACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCCCCCATTGCAGGAAACATTACCTG
TAATTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAGTGGTAATAATACAAATGATACTGAGATC
TTTAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAACTATATAAATATAAAGTAGTAGAAATTA
AACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGACAAGAGAAAAAAGAGCATTGGGAATGGG
AGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KJ671536 
TTCTATTGCAATACATCACAATTGTTTAATGACACAGAAAACAGTAATGGCACAAACGCCACTGACACTATCA
CTCTCCCATGTAAGATAAAACAAATTATAAACTTGTGGCAAGAAGTAGGGCGAGCAATGTATGCCGCTCCCAT
TGCGGGAAACATTACCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGGGGTAATGGTAATAAT
AATACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAGAAATTGAACCACTAGGAGTAGCACCTACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACG
CTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGG
CACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>AY882421 
TTTTACTGTAATACAACACAATTGTTTAACAGTACTTGGAAGTCTAATAGTACTGAGAATGATACAGAGAACA
ATAGCTTAATCACACTCCCATGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACAAATTAGATGCTCATCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGT
AATAACAATAAGAGCGAGGTCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTTTGCTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATGACGTTGACGGTACAGGCCAGACAACTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>KR019770 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGCTAAGAAATGGAACCGAGGAAGGGGGGAACAATA
ACACTAATGATAACAATACCAATATCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGT
AGGACAAGCAATGTATGCTCCTCCCATCAGAGGAAGCATTAATTGTGCATCAAATATTACAGGAATACTATTG
ACAAGAGATGGTGGTGTTAATAGCAGTGCTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCCATAACGCTGACGGTACACGCCAGACAATTACTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KR019771 
TTCTATTGCAATACAACACAACTGTTTACTGGGGACGAAAATGGAACCAAGGTAGAGAACGAGACGATCATAC
TCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAG
TGGAATCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATTAACAGTACTAAC
AACGAGACCTTCAGACCTGGAGGAGGAAATACAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCCATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KR019772 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGGGAAATGGAACCGAGGTAGAGAATAAAACTATCA
TACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAACAGCAGT



GCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAAGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAAGAGGGGAGTGGTGGAGAGAGAGAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCTATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN187303 
TTCTATTGCAATACAACACAATTATTTAATTGCACAAACAATAAGGGCACGTGTAATAGTACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACATATGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGG
AAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTAAGACAAATAGTACGAAC
GAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAGATATAAAGTAGTAC
AAATTGAACCACTAGGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGGAGAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATTGAGGCGCAGC
AGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MN187302 
TTCTATTGCAATACAACAAAATTATTTAATTGCACAAACAATAATGGCACGTGTAATGGTACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGG
AAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTGTGACAAATAGTACGAAC
GAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAATAC
AAATTGAACCACTAGGATTGGCACCCACCAAGGCAAGGCGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX673820 
TTCTATTGTAATACATCAAAATTGTTTAATAGTAGTTGGGAGATAAATAAAACCATGAGTAATGACACCAGCG
GTGATGACACTATAATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAGGCAAT
GTATGCTCCTCCCATCGAGGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGT
GGGAATAATAGGACTAATGAGACCTTCCGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAATGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KU161143 
TTTTATTGCAATACAACAAAACTGTTTAATAGTATTTGGTGGAATAATGGTAGTAGTTGGTGGAATGGAACCG
TGAGTAATGGCTCTATCACTAGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTG
GCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAAATATTACTTGTAATTCAAGTATTACAGGA
ATACTATTGACAAGAGATGGTGGTAATAAGAATACTAGTAATAATAATACTAGCAATGAGACCTTCAGACCTG
GAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAGCCACTAGG
AATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATC
TTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TATTGGCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTGTAGAGGCGCAGCAACATCTGTTGCAACT
CACAGTCTGGGGCATT 
>KU161144 
ATTTATTGCGATACAACAAAACTGTTTAATAGTACTGGGAATGACTCTATCATACTCCCATGCAAGATAAAGC
AAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCGCCTCCCATCAGTGGAAGTATTAATTGTGT
ATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGTGGAGATGAAAATAATACTACTGAGACCTTC
AGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATTGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAACATCTGT
TGCAACTCACAGTCTGGGGCATT 
>MH986016 
TTCTATTGCAATACATCAAAACTGTTTAATAGTACATACAATAGTGCATACAACAGCACAGGAAACATTACGG
ACATCACAATCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAGTGATAGAATGTAGATCAAATATCACAGGATTACTGCTGACAAGGGATGGAGGCATGAAT
ACCACGAATACCACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGCACTAGGAGCCGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATTGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATC 



>MH986017 
TTCTATTGCAATACATCAAGACTGTTTAATAGTACATACAATAGGACATACAATAGTACATACGACAGCACAA
AAAACAATGACACAGACAGGAATATCACCATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCAATGTATGCCCCTCCCATTGCAGGAGTGATACAATGTAGATCAAATATCACAGGATTACTACTG
ACAAGGGATGGAGGCAATGAGACAGAGAAGAATAACACAGAAACATTCAGGCCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGGCGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAAC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KU820825 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATCCTAATGGTACAGTAAGTAATTCAAGTGCAA
CCAATGAAAGCTCAACCATCACCACCCCATGCAGAATAAAGCAGATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTATATCAAATATCACAGGACTACTATTGGTACGG
GATGGAGGACAGGAAAATACAACAAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGCCACTGGGAATAGCTCCCACTAAAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACAGGGAGCTGTGTTCCTTGGGTTCTCGGGAGCAGCGGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCACATGTTGCAACTCACGGTCTGGGGCATC 
>KU820829 
TTCTATTGTGATACAACAAAACTGTTTAATTGTACAGGAAATTGCACAGGAAATGAGACCACGGGTGAGGACA
TTATCACAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAATATATGCTCC
TCCCATCAGAGGAAATATTACATGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATAAT
ACTAGCAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGAGAGGCAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>MF373153 
TTCTATTGTAATACGTCAGGCCTGTTTAATAGTAGGTGGGACAATACCACTGAGGTAAGCAATGCCAGCGCAC
AGGCAAACGACACTATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGAAAAGC
CATGTATGCCCCTCCCATCCCAGGAATAATAAGGTGTGAGTCAAACATTACAGGACTAATATTAACAAGAGAT
GGTGGGAAGAATGACAGTGAACCTGAGATCTTTAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTGTACAAATACAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGTGTCAATGACGCTGACGGTACAGGCCAGACAACTATTGTCTGGTATAGTGCAGCAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU992936 
TTCTATTGTAATACTTCAGGCCTGTTTAATGATACACACTTGTCTAATGGCACAGGAGCAAACTCAACCATCA
CGATTCCATGCAAAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCAT
TGAAGGAAATATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGATAATAAT
ACTACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992928 
TTCTATTGTAATACTTCAAGCCTGTTTAATGGTACATACATGTCTAATGGTACATACATGTCTAATGGTACAG
GAGACAACTCAACCATCACGATTCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATATATGCCCCTCCCATTGCAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAAACGGAGGGAATACTACAAATAATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCTACTAAAGCAAAAAG
GAAAGTGGTGGAGAGAGAAAAAAGAGCAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGGCGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU992929 
TTCTATTGTGATACTTCAGGCCTGTTTAATAGTACATTTAATGGTACTTCAGGCCTGTTTAATAGTGCAGTTA
ATGGTACATACATGTCTAATGATACAGGAGGCATCTCACTCATCAGAATTCCATGCAGAATAAAGCAAATTAT
AAATATGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAATATAACATGTAAATCAAAT
ATCACAGGACTACTATTGGTACGTGACGGAGGAATTAAAAATGAAAGTGAAGAGACAGAGATATTTAGACCTG
GAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGG



AGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAAGCCAGACAAT
TGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCATATGTTGCAACT
CACGGTCTGGGGCATT 
>KU992931 
TTCTATTGTAATACTTCAGGCCTGTTTAATAGGACATATAGGTTTAATGAGAATGGTATAGACATGACTAATG
ATACAGGAGACAATTCAAGCTCACCCATCATACTTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGA
GGTAGGACGAGCAATATATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGAATAAATACTACAAATGAGACATTTAGACCGGAAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTGAAGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992932 
TTCTATTGTAATACTACAGACCTGTTTAATAGTACATACAAGCCTAATGGTACAGTAGTCAATTCAAACTCAT
CCATCATGATTCCATGCCAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATATATGCCCC
TCCCATTGCAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGATACA
CAGAATAATGATACAGAGATATTTAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCTACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU992934 
TTCTATTGTAATACTTCAGGCCTGTTTAATACATACAATGGTACATACATGCTTAATGGTACAGGAGACAATT
CAAACTCAACCATCACGATACCATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
ATATGCCCCTCCCATTGAAGGAAATATAACATGTAGATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAAATGTAGGTAAAGATAAAGATGCAAAAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX582250 
TTCTATTGTAATACATCAGGCCTGTTTAAAGGTACATACAATGGTACATACAGTAGTACAAACAGCTCAAACA
TTACAATTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAGAAATAAAATGTAAATCAAATATCACAGGACTACCATTGGTACGTGATGGAGGAAACACAAGT
GAAACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAACCATTGGGAGTAGCACCCACAGAAGCAAGAAGGAGAGTAGTGGAGAGAGAAAAAAGAGC
AGTGGGACTGGGAGCTGTGTTCCTCGGGTTCTTGGGAGCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAAAGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX582251 
TTCTATTGTAATACATCAGGTTTGTTTAATGGTACATACCCACCTAATGGTACATACACACCTAATGCTAATG
GTACAAACAATAATTCAACCATCACAATTCCATGCAGGATAAAACAAATTATAAATATGTGGCAGGAAGTAGG
GCGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTA
CGTGATGGAGGATCATCATCAAATGAAACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAATGAATTATATAAATATAAGGTGGTAGAAATTAAACCATTGGGAATAGCACCCACGCCAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC898992 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATAAGGGTACATACAATGGTGCAGAATTTATCATCC
TCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGC
AGGAAAAATAACATGTAGATCCAATATCACAGGAATACTATTGGAACGGGATGGAGGAATAAGTAATAATAAT
ACAGAGACATTCAGACCTGGAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAGTTAAGCCATTGGGAATAGCACCCACTCCAGCAAAAAGGAGAGTAGTGGAAAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTAAGCGCAGCAGGAAGCACTATGGGCGCGGCGTCATTGACGCTG
ACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCCATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250408 



TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACAGACATGTCTAATGGTACAG
AAGGTAATATCACACTCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCCGATATCACAGGAATACTATTGGAAAGGGAT
GGAGGAGAGAATCTTACAGCAGAAACATTCAGACCTATAGGAGGAGATATGAAAAACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCGAAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGCGGGAATAGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCTAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCCATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC898979 
TTCTATTGTAATACATCAAGCCTGTTTAATAGTACATACCTGCCTAATGGTACATACCTGTATAATGATACAT
ACCTGTATAATGATACACACCTGTATAATGATACAAATTCAAGCTCAATCACAATCCCATGCAGAATAAAGCA
AATTATAAACCTGTGGCAGGAGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAGA
TCAAATATCACAGGATTACTACTGGTACGTGATGGAGGAAACCCAGAGGGAAAACCAGAGAATGAGACAGAGA
CAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGT
AGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTG
GGAATAGGAGCTGTGTTCCTTGGGATCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGA
CGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCA
ACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY628216 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGAGATTTAATAGCACTCTGAATAAGACAACAACAA
CAACTGACAACACAAAGAACATTACCCTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGGAGGACTCATTAAATGTTCCTCAAATATTACAGGGATGATACTAACA
AGAGATGGTGGTAACGAGAGCACCACCGACAAGGAGACTTTCAGACCTGCAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTGAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAGAAG
ACGAGTGGTGCAAAGAGAGAAAAGGGAAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTGTTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KY628219 
TTCTACTGTAATACATCACAACTGTTTAATAGTAGTTGGACGAATGGTACTTGGCTGAATAATACTTGGCTGA
ATGATACTATCATACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGTGGAGTCATTAAATGTTCCTCAAATATTACAGGGCTGATATTAACAAGAGATGGTGGT
GAGAACACCAACAACACTAACAATACCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAATAGGAACAGTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTGTTGAAGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HQ912711 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCTCATACTCACCTAATAATACATACGAGAATAGTAAGTCAA
ATAGCACCAACATTACAATCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACAAGCAAT
GTATGCCCCTCCCATTAAAGGAAGCATAACATGTGTATCAAATATTACAGGGTTATTATTGACACGAGATGGA
GGTACAGGAAATAAGAATGGGACTGAGATCTTCAGGCCTGCAGGAGGAGACATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAGAAATTAAACCACTAGGAGTAGCACCCACCGGGGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAAGT
TGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392767 
TTTTATTGCAATACATCAGGCCTATTTAATAGGACATATAATGGCACACAATGGTCTAATGACACAAACACAA
CCATCACAATTACATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAGTGGGACCATAACATGTATATCAAACATCACAGGACTATTATTGACACGAGATGGAGGGGTTAAG
AATGAGACCAACAACACTGAGATCTTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAATAGTAGAAATTAAACCACTAGGAATAGCACCCAACAAGGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTGGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KU168263 
TTCTATTGCAATACATCAGGCCTGTTTAATGATACTGACACCAACAACAGCACCAACATCACACTCCCATGCA
GAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTAAAGGAAATAT
AACATGTGTATCAAATATCACAGGAATATTATTGACACGAGATGGAGGTGAGGGAAATGAGACTAATAATACT
GAGACCTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAGTTAAACCATTAGGAATAGCACCCACCGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG



CCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAAAGCTATAGAGGCGCAAC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG518477 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAAGGAAAATGAAACCATGGAGAGGAATAATAACA
CTGACACTATCATACTTCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGGGGAACAATTAATTGTGAATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGT
AATAATAGTACAAGTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAACTTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACAGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH479275 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGATTTGGAATAGTACTGAAGAGTCCAATAACAATG
ATAGTACACTCACACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTAGTGGACAAATTAGATGTTTATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATAATAATGAGAGCGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH986014 
TTCTACTGTAATACAACAAAACTGTTTAACAGTACTTGGTATAGTAATGGCAATAACACTTGGAATGAGACTG
AGGATAGCAATAATGGTACTATCATACTCCCATGCAGAATAAAACAAATTATAAATAGGTGGCAGGAAGTAGG
AAAAGCAATATATGCCCCTCCCATCAGTGGACAAATTAGATGTTCATCAAATATTACAGGGTTACTATTAACA
AGGGATGGTGGTAGAGGTGGAAACGAGTCCAATGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATTTGGAGCCATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCCATGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAACATCTGTTGCAACTCACTGTCTGGGGCATC 
>MG989550 
TTCTATTGCAATACAACACAATTATTTAATAATACAAATGGAACCAGCGAGGGGAACAGCAATATCACACTTC
CATGCAAGATAAAGCAAATTATAAGGATGTGGCAGGGAACAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AAGAATTAATTGTAAATCAAATATCACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAATAGTAGTCCT
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC990127 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATGGTGGGAGGTAACAATG
GCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGAATAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGAGGTGAG
AATACAAACACTAGTAGTGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC833436 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCATGGAGGGGCTTAATGGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTAATACAACT
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCATTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
AGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>KU051564 
TTCTATTGTAATACATCAAAACTGTTCAATAGTACATACATGTATAATAGTACATACAATGGCACAAGTAATT
TAAGCTCAATCATCGAAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT



GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGAGTAGGGACAAATGATACAAATAATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGAACAACTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGCGATAGGAGCTATGTTCCTTGGGTTTTTGGGAGTAGCAGGAAGCACT
ATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ184176 
TTCTATTGTAATACATCAAAACTGTTCAATAATAATAGTACATACAATGGCACAGGTAATTTAAGCTCAATCA
TCGAAATCCCATGCAGAATAAAGCAAGTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATCGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGTAAGGACA
AATGATACAAATGATACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAACTGGAGAAGTGAATTAT
ATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCG
TCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KJ184180 
TTCTATTGCAATACAACACAATTGTTTAATAATACAGAAAATGGAACCATGAAGGGGCTTAATGCCACTGTCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAATAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAATAGTAGTAAT
GAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGG
AATAGCAACCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTAACGCTGACG
GTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KJ778897 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGCCTAATGGTACATTTATGCCTAATAGTACAT
TTAATGATAATTCGACCATCACAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACA
AGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGCAGGTCAAATATCACAGGACTGCTATTAGTACGT
GATGGAGGAAAAGAGTCAAATGGCACAGAGATATTCAGGCCTGAAGGAGGAAATATGAGGGATAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGC
ACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KM974719 
TTCTATTGCAATACAACAAAGTTGTTTAATAGAACCATGGAGGGGTCTAATGGAACCATGGAGGGGTCTAATG
GCACTATCATACTGCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAACAGGACAAGCAATGTATGC
TCCTCCCATCCGTGGAAGCATTAATTGTCTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGGGAT
AATAACAATACAACAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATTGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM974720 
TTCTATTGCAATACAACAAAATTGTTTAGTAAGACAGAAAATGAAACCATGGAGGGGTTTAATACCACTGTCA
TACTTCCATGCAGGATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAGTAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGGGGTACTAATGCAACT
AACGAAACCGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH029899 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGACAGGAAATGAAAATATGACGGAAGGTAATGACA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAACGGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGGGATGGTGGCAATAAT
GAAACTAACGGGACCGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>KT619126 
TTCTATTGTAACACATCAGGCCTGTTTAATGGGACATACAATGAGACATACATGTCTAATGGTACAGAAAGTA
ATTCAAGCTCAGTAATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAATAGATTCAAATAAGACAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACCAAAGCAAAGAG
GAGAGTGGTGGGAAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KX434794 
TTTTATTGTAATACATCAAGACTGTTTACATATAATAGTAATAGTACATATAATGGTACAGAAGGAAATTCGA
ACATCACAATCCAATGCAAAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAGTGCGTGATGGAGGAAACGAG
ACAAAGGATACAGAGATATTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGACAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
TTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT592380 
TTCTATTGCAATACATCAGACCTGTTTAATAGTACATACATGAATGGTACATTTACATTTAATGGTATAGAAA
GTAATTCGACCACAGAAAGTAATTTGACCATTACAATCCCATGCAGAATAAAGCAATTTATAAACATGTGGCA
GGAAGTGGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTA
CTATTAGTACGTGATGGAGGAGAGTCAAATGATACTACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGAG
ATAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAGTAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTA
GCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGGACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX185086 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATTTACATTTAATGGTACAGGAAGTA
ATGATACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCAGTTGCAGGAAACATAACATGTAAGTCAAATATCACAGGATTACTATTAGTACGTGATGGAGGA
AACCCAGGAAACAGTACAGGGATAAAAAACGATACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACA
ATTGGAAAAAAAAGGGAATGTATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGGAGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCTGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTA
GCAGGAAGCACTATGGGCGCGGCGTCAGTGGCGCTGACGGCACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTTACGGTCTGGGGCATT 
>KY950610 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGAGAAGAAATGAGACCATAAAGGGAGGTAATGATA
GTGACATTATCATAATTCCATGCAGGATAAAGCAAATTATCAACAAGTGGCGAGGAGCAGGACAAGCAATGGA
TGCTCCTCCCATCAGTGGAATAATTAGATGTGTATCAAATATTACAGGAATACTATTGACAAAAGATGGTGGT
GATAATGGTAGTAGCACTACAGAGACTTTCAGACCTGGAGGAGGGAAAATGAAGGACAATTGGAGAAGTGAAT
TGTATAAATATAAAGTAGTACAAATAGAACCATTAGGAGTAGCACCCACACATGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH715978 
TTCTATTGTAATACAACAAAATTGTTTAGTACAGAAAATGAAACCATGAAGGAGGGGAACACTACCACCACTA
TCATACTTCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCC
CATAAGTGGAATAATTAATTGTGTATCAAATATTACAGGGATACTATTAACAAGAGATGGTGGAGATGGTAAT
ACTAGTGCAACTAACGAAACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAAGGGAGTTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY019257 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACACGCCTAATGGTACAGTTAATGGTACAGGAAGTA
ATTCGACCATCACAATCCCATGTAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTATTATTAGTACGTGATGGAGGG
CCAAATAATACAGAGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGA



AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KX434796 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTATATACATGGCTAATGGTACATTTCTGTTTTCTAATGGTA
CAATTAATGATACAATTAAGGATAATTCGACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTG
GCAGGAGGTGGGACGAGCAATGTATGCTCCTCCCATGGCAGGAAACATAACATGTAAGTCAAATATCACAGGA
CTACTATTAGTACGTGATGGAGGACCAGATACAAATGATACCGAGACATTCAGGCCTGGAGGAGGAAATATGA
GGGACAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCAATGA
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GTAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>MF084205 
TTCTATTGCAATACAACAAGGCTGTTCAATAGTACCTGGCGAGGAAATGAAACCATGGTGGAAGGTGATAATA
ACACTATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCGGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAGTAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAAT
AATAGTACAGAAGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATAGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGACAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MF073269 
TTCTATTGTAATACAACAAAATTATTTAATGGTACAGAAAATGGAACCATGGAGGGGCTTAATGGCACTATCA
TACTTCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAAAATTATATGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGCATTATTAATGCA
ACTAATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATACAAAG
TAGTACAAATTGAACCAATAGGACTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGAATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGTTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH377336 
TTCTATTGCAATACATCAAGCCTGTTTGATAGTACATACATGCCTAATGGTACATTTAAATTTAATAAGACAG
AATTTAAACTTAATAATACAGATAATTCAACCATCACAATCCAATGCAGAATAAAGCAAATTATAAATATGTG
GCAGGAGGTGGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATGTCACAGGA
CTACTATTGGTACGTGATGGAGGAGAAGATTCAAATAATACAGAGATATTCAGGCCTGGAGGAGGGGATATGA
GGGATAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTGA
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GTAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>MH801989 
TTCTATTGCAATACAACAAAACTGTTCAATAGTACAGGAGGTAATAATAAGTCCACTAGTACAGGAGGTAATA
ATAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGTGGGACAAGCAAT
GTATGCTCCTCCCATCAGTGGAGTAATTAATTGTCTATCAAATATTACAGGAATACTATTGACAAGGGATGGT
GGTAGTAATGCAACTAATGAAACTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATAGAACCACTGGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACATGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK634699 
TTCTATTGCAATACAACACAATTGTTTAATAGTGCAGAAAATGGAACCAGGGAGGGGTCTAATATCACACTCC
CATGTAGGATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAAGGG
AATAATTGAGTGTAAATCAAATATAACAGGAATAATATTAACAAGAGATGGTGGTGATGCTAATGCAACAAAT
GACACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAC
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGAC
AATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH220193 



TTCTATTGCAATACAACAAAGCTGTTCAATAGTACTTGGATAGGAAATGAGACCATAGGGGAAGGTAATGACA
CTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCC
CCCCATCAGAGGAATAATTAAATGTGCATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAGAAAT
GCTAGCGAGCCTGAGACTTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK474158 
TTCTATTGCAATACATCAGGCCTGTTTAAGGGGACATACATGAATGGTACATTTAATAGTACATTTAATGATA
CAGATGGTAATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACG
AGCAATGTATGCTCCGCCCATCGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAGTACGT
GATGGAGGAAAAGCAAACAATACAGAAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGGA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCGAAAAGGAGAGT
GGTGGAGAGGGAGAGACAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACTATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATAGAGGCACAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN336526 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACAGAGAATGGAACCAGGGAGGGGCATAATGACACTATTA
TACTTCCATGCAGGATAAGGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGGGGTAATAATAATAAT
GCAACTACCGAGACCTTCAGACCGGGAGGAGGAAATATAAAGGACAATTGGAGAGGTGAATTATATAAATATA
AAATAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAG
AGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK650464 
TTCTATTGCAATACATCAGGCCTGTTTAATGGGACATACATGACTAATGGTACATTTAATGATTCGGCGATCA
TCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAGTACGTGATGGAGGAAAAGATTCA
AATGAGACGGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAGAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH684584 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACAGAAAATGGAACCAGGGAGGGGCTTGATGGCACTATTA
TACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACAAGCAATGTATGCTCCTCCCGT
CAGTGGAAAAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGAGGAAATACAACAACT
AACGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF541292 
TTCTATTGTAATACATCAGGCTTGTTTAATAGTACATACAATATTACATCAGGCCAGTTTAATGGTACATACA
GTGATTTAAATGGAAGCATCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGCAAGTAGGACA
AGCAATATATGCTCCTCCCATTGAAGGAAACATAACATGTGAATCAAATATCACAGGACTACTATTGGAACGA
GATGGAGGAACAGGCAAAAATACAGACAATAATACAGAGACATTCAGACCTACAGGAGGAGATATGAAAAACA
ATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAA
AAGGAGAGCAGTAAACAGAGAAAGAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACTGTCTGGGGCATT 
>AY371170 
TTCTATTGCAATACAACAAAACTGTTTACTAGTACTTGGAATATAAATACAAGCATGGAGTCTAATGGTACAA
ACTCAAGCATCATACTTCCATGCAAGATAAAGCAGATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATTAGTGGAGTAGTTAATTGTACATCAAATATTACAGGACTACTATTAACAAGGGATGGAGGG
GAAAATAATAGTAGCAATAATGAGGAGACATTTAGGCCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTGCAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTGGGATTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG



GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACACTTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAAGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KF835546 
TTCTATTGCAATACATCAAGACTATTTAATAATGCTTGCATAAAAAATAACACGGGGTGTGAGAACAATATTA
CACTTCCATGCAAGATAAAGCAAATTGTAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCCCCCAT
CAGAGGAATAATTAAGTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGACAGAATTCAAGT
AATAGTACTGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTACATAAATATA
AAGTAGTACAAATTGAACCACTAGGAGTAGCACCCTCCAGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATTG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF859773 
TTCTATTGTAATACAACAAAGCTGTTCAATAGTACCTGGATAGGAAATGAAACCAGGAAGGAAGGTAATGATA
CTGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAGTAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGGGGT
ATTAATAATGCAACTAACGAGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAATTAGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KU501256 
TTCTATTGCAATACAACAAACTTGTTTCCTAGTACAGAAAATGAAACGGGAGGGCTTAATGGCACTATCATAC
TTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCAATCAG
TGGAATAATTAATTGTAAATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTACTAATACAACTAAC
GAGACTTTCAGACCAGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGATAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATTTGCTGAGAGCTATAGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MK158946 
TTCTATTGCAATACAACAAAACTGTTTAATAATAATGGCACTAATGGGACTATCATACTTCCATGCAGGATAA
AGCAAATTATAAGAATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAAGGGAATAATTAATTG
TATATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGGCCCAATAATAGGACTAATGAGACCTTCAGA
CCTGAAGGAGGAAATATGAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGC
AACTCACAGTCTGGGGCATT 
>MH615836 
TTCTATTGCAACACAACAAAATTATTTAACAGTACAGCAAATGGAACCATGGAGGGGCTTAATGGCACTATTA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
TAGAGGAAACATCACATGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGGCAATAATACA
TCTAACGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAG
TAGTAGAGATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>MK850457 
TTCTATTGTGATACAACAAATTTATTTAATAGTACTTGGAAAGAAAGTAATTGGACAACAGGATATGATACCA
AGGAGCAGGGTAATGACACTATCATAATTCCATGCAGGATAAAGCAAATTGTAAGAATGTGGCAGGGAACGGG
GCAAGCAATGTATGCCCCTCCCATCAGAGGACCAATTAATTGTGTATCAAATATTACAGGAATATTATTGACA
AGAGATGGTGGTGAGAATACTAGTGGGACTAGCGAGACCTTCAGACCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAATGAATTATATAGATATAAGGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAGGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGAAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>MN654104 
TTCTATTGCAATACAACAAACCTGTTTCCAGAAAATGGAACCATAGGGGGGCTTAATAGTACTAATGGCACCA
TCATAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCCCC
CATCAGTGGAATACTTAATTGTCTATCAAATATTACAGGGATACTCTTAACAAGAGATGGTGGTCTCCATAAT



GCAACTAACGAGACCTTCAGACCAGGAGGAGGAGATATAAAGGATAATTGGAGAAATGAATTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCACAGAGAAGAGTGGTGAGTAGAGAAAGAAG
AGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MN124512 
TTCTATTGCAACACATCACAATTGTTTAATGAAACCATAAAAAATGGAACTATTACACTTCCATGCAAGATCA
AGCAAATTATAAACATGTGGCAGAGAACAGGACAAGCAATGTATGCTCCTCCCATCGAGGGACTAATTAGTTG
TGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGTTAATAGAACAGCTAACGAGACCTTCAGA
CCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAGATTGACCCAC
TAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTAATGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGC
AACTAACAGTCTGGGGCATT 
>MN654106 
TTCTATTGCAATACAACAAAACTGTTTCCAAAAAATGGAACCATAGAGGGGCTTAATGGCACTAATGGCACTA
TCATACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCCCC
CATCAGTGGAACAATTAATTGTACATCAAATATTACAGGGATACTCTTAACAAGAGATGGTGGCAAGAATGCA
ACTAACGAGACCTTCAGACCGGGAGGAGGAGATATGAAGGATAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGAATAGAGAAAGAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCTAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN654107 
TTCTATTGCAATACAACAAACCTGTTTCCAGAAAATGGAACCGTAGAGAATAACACTATCATACTCCCATGCA
GAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCCCCCATCAGTGGAATAAT
TAATTGTACATCAAATATTACAGGAATACTCTTAACAAGAGATGGTGGTGGTGGTTCTAATATAACCAACGAG
ACCGAGACCTTCAGACCAGGAGGAGGAAATATAAAGGATAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGGCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGAATAGAGAAAGAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAATCTGGGGCATT 
>AB859012 
TTCTATTGCAATACAACAAAACTGTTTAATAATACTTGCATAAGAAATGAAACCATGAAGGGGTGTAATGACA
CTCTCATTATCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGGGAATAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAAAATTAATTGTGTATTAAATATTACAGGAATACTATTGACAAGAGACGGTGGTGCTAAT
AATAGTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGGATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MN187301 
TTCTATTGCAATACATCACAGTTATTTAATTGCACAAACAATAATGGCATGTGTAATAGTACTATCATACTTC
CATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAGGGG
AAGAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGTGGTAAGACAAATAGTACAAAC
GAAACCTTCAGACCTGAAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAATAC
AAATTGAACCACTAGGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATTGAGGCGCAGC
AGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AB646691 
TTCTACTGTAATACAACAAAGCTATTTAATAGTACTTGGAATAATGCTACAGGGTCAAATAACACTGAAGACA
TGATCATACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGTAATGTATGCTCC
TCCCATCAAAGGGATAATTAGATGTTCATCAAACATTACAGGATTGTTATTAACAAGAGATGGTGGTAATAAC
ACAAATGAGATTGAGACCTTCAGACCTGCAGGAGGAGAAATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGGAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGACGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACGATTATTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGAGAGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK577481 



TTCTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTACTTGGGATGGTACTTGGAATGGTACTG
AAGAGTTAAATAAAACTGAAACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGACTGCTATTA
ACAAGAGATGGGGGGACTGAGAACAACGGGACTGAGATGACTGAGATCTTCAGACCTGGGGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAGCCATTAGGGATAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTA
TAGTGCAACAGCAGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>AB097865 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAAGAAATGAAACCAAAGAGGGGTGTAATGGCA
CTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCATCAGTGGAAGGATTAATTGTGTATCAAATATTACAGGAATACTATTGACACGTGATGGAGGAAATACA
AGTAATACAAATGAGACATTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATACTGCAACAGCAGAGAAATTTGCTGATGG
CTATTGAGGCGCAACAGCATCTGTTGCAACCCACAGTCTGGGGCATC 
>KU820835 
TTCTATTGCAATACAACACAACTGTTTAATAGTTCTTGGAGAGGAAATGAAACCACAGAGAAGAGCAATAGCA
CACACAATAACACAATCATACTTCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGC
AATGTATGCTCCTCCCATTAGTGGAATAATTAATTGTGTATCAGATATTACAGGAATACTATTGACAAGAGAT
GGTGGTAATAATGGCGATAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGA
GAAAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAGCAGAATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ366666 
TTCTATTGCAATACATCAAGGCTGTTTAATACTACTGGCAATGAAACCATGCAAGACAATAATAAAACTATCA
TACTTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCAT
CAGTGGAAGAATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTATTACTAATGGA
ACTAACGAGACCTTCAGACCTGGGGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCCATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>EF495062 
TTCTATTGCAATACTACACAACTATTTAATAGTACTTGGAACATCAGTGGCACTGTCAATAACACAACAGGGG
GCAAAATCATAATTCCATGCAAGATAAAGCAAATTATTAACATCTGGCAGCGAGCAGCACAACCAACGTATGC
TCCTCCCATCAGCGGAACAACTAAATGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAT
AATGAGACTGAGACCGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTACAAATTGAACCATTAGGAGTAGCCCCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGA
AAAAAGAGCAGTAGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU031914 
TTCTATTGCAACACAACAAAACTGTTTAATAGTACTTGGGGAGGAAATGACTCCAGAGTGTTTAATGACACTG
ACCCTATCAGACTTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGACAAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGAAAT
AATACACAAAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGCGAATTATATAAAT
ATAAGGTAGTACAAATTGAACCACTAGGAATAGCACCCTCCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCG
CTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAACTTGCTGAGAGCTA
TTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATC 
>KJ206289 
TTCTACTGTAATACAACATCACTGTTTAATAGTACTTGGAATAATACTAATAGTAATGAAAATAATACTACAG
GAAATAATATCACAACAATCCATTGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCGAAGGACCAATTATGTGCTCATCAAATATTACAGGATTACTATTAACAAGGGATGGT
GGTAATATAAACAACACCAATGGGACCGAGATTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAGAGT



GGTGCAAAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MH327744 
TTCTATTGCAATACAACAAAATTATTTAATACAGGTAATGACACTATCATACTTCCATGCAAGATAAAGCAAA
TTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGGGGAAAAATTAATTGTGTATC
AAACATTACAGGAATACTATTGACAAGGGATGGTGGTGGTGGTAATGGGACAAATAGCAGTGAAACCTTCAGA
CCTGGAGGAGGAAATATAAAGGACAATTGGAGAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCAC
TAGGATTGGCACCCACCAGGGCAAGGCGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTAT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGG
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGC
AACTCACAGTCTGGGGCATT 
>KY658692 
TTCTATTGCAATACAACAAAATTATTTAATACAGGTAATGACAATTGCAATACAACAAAATTATTTAATACAG
GTAATGACACTATCATACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAAT
GTATGCTCCTCCCGTCAGGGGAAAAATTAATTGTGTATCAAACATTACAGGAATACTATTGACAAGGGATGGT
GGTGGTGGTAATGGGACAAATAGCAGTGAAACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGATTGGCACCCACCAGGGCAAGGCGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MH078564 
TTCTACTGCAATACAACAAAATTATTTAGTTGCGCCAAGGAGGGGTGTAATGGTACTATCATACTGCCATGCA
GAATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCGTCAATGGAATAAT
TAATTGTGTATCAAACATCACAGGAATAATATTGACAAGGGATGGTGGTAACACAAGCAGCACGAACGAGACC
TTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATCG
AACCATTGGGATTGGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAGTGGGAATAGG
AGTTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATA
TGTTGCAACTCACAGTCTGGGGCATT 
>AY358073 
TTTTATTGCGATACAACAAAGTTGTTTAATAGTACTTGGACAAACAATGAAACCATGGAGGGGTCTAGTAACA
CCACTATCACACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCAGTGGACCAATTAATTGTGTGTCAAATATTACAGGAATACTATTAACAAGAGACGGGGGTGCT
AATAATGCGAGTAACGAGACCTTCAGACCTGGAGGAGGAAATCTAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCATTAGGACTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY358072 
TTCTATTGCAATACATCACAACTGTTTAATAGTACTTGGGAGAATAATAGTACTGGGACAGGAAATGACACTA
TCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGGTAATAAT
GGGACTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
TTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248319 
TTTTACTGTAATACATCACAACTGTTTAATAGTAATGATACTAATAGTAATGATACTAGTACTTGGAATGATA
CTACAGTAATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAAATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAGTGAGAACAACACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGATTCTTGGGAACAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN248322 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGTTAGGAAATGAAACCACGCAGGAATGTAATGGCA
CGGGGTGTAATGACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACA



AGCAATGTATGCTCCTCCCATCAGTGGAAATATTACTTGTGTATCAAATATTACAGGAATAATGTTGACAAGA
GATGGTGGTGTTGGTAATGAGACTAGTAGTAATGAGACCTTCAGACCTGGAGGAGGAAACATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248323 
TTCTATTGTAATACAACAGAACTGTTTAATGAACAGTTTAATAAGACTAAGAATAATGGTACTATCATACTTC
CATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCCCATCAGTGG
AAGAATTAATTGTGTATCAAATATTACAGGGATACTACTAACAAGAGATGGTGGTACCCAGAATAACACGAAT
GGGTCTGAGATCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCGCCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN248326 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGGGTACTAATAGTGCTTGGAATAATGATATTACAG
GAAGTGACACTATCACACTCCCTTGCAGAATAAGACAAGTTGTGAACATGTGGCAGACAGTAGGAAAAGCAAT
ATATGCCCCTCCCATTGAAGGACCAATTAGCTGTTTATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAAAGATAACAAGACCAACGGGACAGAGATCTTCAGACCTGGAGGAGGGGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAATAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248332 
TTCTATTGCAATACAACACAACTGTTTAATAATACTTGCATAGAAAATGAAACCAGGGAGGGGTGTAATGACA
CTCTCATACTTCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCC
TCCCATCAGGGGAAGCATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGCTAAG
AATGCATCTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTACTGAGGGCTA
TAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>JN248340 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTTGGCATAAGAATAGTACTTGGAATAATACAAAAGATG
AAAATATCACGCTCCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATATATGC
CCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGTTATTAACAAGAGATGGTGGTGAG
AACCAGACAGACAGGGAAATCTTCAGACCTGGAGGAGGAGATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGGAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCACTAACGCTGACGGTACAGGCCAGACAATTGTTAACTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN248350 
TTCTACTGTAATTCATCACAACTGTTTAATAGTACTTGGGATAGTACACGACCGTGGAATGATACACAAGAGG
ATGACACAATTACACTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGAGAAATTAGATGCTCATCAAGTATTACAGGGCTGTTACCAACAAGAGATGGTGGT
AATAATAATGATACTAACAATAATAATACCGAGATCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACTAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX448016 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACCTGGGGAGAAAATGAAACCAGAAGGGAGTATAATGATA
GTGACACTATCGTACTTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGAAATAGGACAAGCAATGTA
TGCTCCTCCCATCCAGGGAATAATCAATTGTATATCAAATGTTACAGGAATACTATTGACAAGAGATGGTGGT
AATGGTAGTGAGACGAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGAATAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGGAGAGTGGTGGAGAA
ACCAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 



>EU743762 
TTCTACTGTAATTCATCATCACTGTTTAATAGTACTTGGAATAGTACTACTTGGAATAGTAATAATACTGGGA
ATAGTACTGAAGAGGACCCTATTATACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGG
AAGAGCAATGTATGCCCCTCCCATCCAAGGACAAATTAGATGTTCATCAAATATTACAGGACTACTGTTAACA
AGAGATGGGGGTACGGACAAGAATGGCACAGAGAATGGCACAGAGACCTTCAGACCTGGAGGAGGAGATATAA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAGAGCAACCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>JX446927 
TTCTACTGTGATACATCACAGCTGTTTACTTGGAATGATACTAGTACTGGGGATACTACAGGAAATAGAACTA
ATATCACGCTCCCTTGCAAAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATTAGTGGAAAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAATGAT
AAGAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCTAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGAGGG
CTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>JX447000 
TTCTATTGCAATACAACAAAACTGTTTAATGATACTTGCATAGGAAATGAAACCACGTGTAATGGCACTATTA
ACAATAATGGCACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGC
AATGTATGCTCCTCCTGTCAGTGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGAT
GGAGGTAATAATGGTAATAATACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAACTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGGATAGCACCCACCAGGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JX447668 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGCCTGTTTAATAGTACTTGCATAAATGAAACCACAG
AGGGGTATAATGACACTATCATACTTCCATGCAGAATAAAGCAAATTGTAAACCTGTGGCAGGGAGTAGGACA
AGCAATGTATGCTCCTCCCATCAGTGGAAGAATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGA
GATGGTGGTAAGGATGAACAGAACGAGACGACCGAGACCTTCAGGCCTGGAGGAGGAAATATAAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTCGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>JN860762 
TTCTATTGCAATACATCAGAACTGTTTAATAATAATTGCACACAAAATAAAACAGGGTGTGACAACACTATCA
TACTCCCATGCAGGATAAAGCAAATAATAAAACTGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAACAATTAATTGTATATCAAATATTACAGGAATACTACTGACAAGAGATGGGGGTCTGAATAATCGC
ACAAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGG
TAGTACAGATTGAACCACTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>GQ916570 
TTCTACTGTAACACATCACAATTGTTTAATAGTACTTGGCATGCTAATGGTACTTGGAATGGTACTTCAGGAA
ATGACAACATCACCCTCCCTTGTAGAATAAAACAAATTATAAACATGTGGCAGAGAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACCAATTATATGTTTATCAAATATTACAGGGTTGCTATTAGCAAGAGATGGTGGT
AATAAGACCAATAACACCGAGACCTTCAGACCTATAGGAGGAGATATGAAGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTGAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAGCGCTGACGGTACAGGCCAGACAATTGTTGACTGGTATAGTGCAACAGCAAAGAAATTTGCTGA
TGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MG989586 
TTCTACTGTAATACCACAAAGCTGTTTAATACAACAGAGCTAAAGCTGTTTAATAATAGTAATAAAAATGACA
ATGACACCATTATTACACTCCCATGCAGAATAAAACAATTTATAAACCTGTGGCAGGAAGTAGGAAAAGCACT
ATATGCCCCTCCCAGCAGTGGACCACTTAGCTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGT
GGTAATACTAATAACACTGATAATAACACTGAGATCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGA



GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTCGCACCCACCAAGGCAAAGAGGAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGACTTGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCGATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
ATAATTTGCTGAGAGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989493 
TTCTATTGCAATACAGCAAATCTGTTTAATGATACTTGCCTAAATGAAACAACCCAGTGTAACAACACTATCA
TAACTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATAATCCTCCCAT
CAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATACAGGC
AACGAGACCTTCAGACCTGCAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCGCTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989598 
TTCTATTGCAATACAACAAAACTATTTAATAACAATATCAATGGCACTAATGGCACTATCACAATTCCATGCA
AGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCATCAGTGGAAAAAT
TAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGCAATAATAGCACTAACGAGACCTTC
AGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAAC
CACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGTGCAGCAGCATATGT
TGCAACTCACGGTCTGGGGCATT 
>MG989491 
TTCTATTGCAATACATCAAACCTGTTTAATGAAACTAATGGAAGTAAGGACAATATCACAATTCCATGTAGGA
TAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCCCCCGTCAGTGGAATAATTAG
TTGTAGCTCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAATACAACTAATAATACTGAG
ACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAA
TTGAACCATTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCGGTGGGACT
AGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGC
ATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989533 
TTCTATTGCAATACAACAAAATTGTTTAATAGTACTTGGAATGATACTGCTTGGAATGAAGGGTCAAATAGCA
CTACTATCATACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGC
TCCTCCCATCACGGGAATAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTATT
GATAATAGTACAGATACAGAGACCTTCAGACCTGCAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAACATATGCTGCAACTCACAGTCTGGGGCATT 
>MG989555 
TTCTACTGTAATACATCAAAACTGTTTAATAGTACTAATGGTACTTGGAATGGTACTGGGAATGATACTACTA
TCGTGCTCCCCTGCAGAATAAGACAAATTGTAAACATGTGGCAGACAGTAGGAAGGGCAATGTATGCCCCTCC
CATTAGAGGACAAATTAATTGTTCATCAAAAATTACAGGGTTGCTATTAACAAGGGACGGTGGTGATAATAGC
ACCACCGAGACTGAGATCTTCAGACCTGCAGGAGGAGATATGCAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGATGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MG989576 
TTCTATTGTAATACATCAAAACTGTTTAATATTGCTTGCAATAAAACAGAAGAGTGCAAAGGGTATAATAACA
CTATCACAATTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCC
TCCCGTTAGGGGAATAATTAACTGTGTATCAAATATTACAGGAATACTAATAACAAGAGATGGAGGTAATGAC
AGTAGCACAAATGGGAATGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAA
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCCATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989585 



TTCTATTGCAATACAACAAAACTGTTTAATAGTACTTGGTATAGCAATGGAACCATGACGGGTGGCACTAATG
GCACTATCTTTCTTCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAGGCAATGTATGC
TCCTCCCGTCAGTGGAGTCATTAACTGTGTATCAAATATTACAGGGATACTATTGACAAGAGATGGTGGTAGT
AATACTACTAATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAACTTGAGCCATTAGGAATAGCACCCACCAGGGCAAAGCGAAGAGTGGTAGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCACTTGTTGCAACTCACAGTCTGGGGCATT 
>MG989526 
TTCTATTGCAATACAACAGAACTGTTTAATAATACTGGCTCTAATGACACTATCAGACTTCCATGCAAAATAA
AACAAATTATAAACATGTGGCAGGGGGCAGGACAAGCAATGTATGCTCCTCCCGTCAGTGGAAGAATTAATTG
TGTATCAAATATTACAGGGATACTATTAACAAGAGATGGGGGTGGTAATAATAACGATACCGAGACCTTCAGA
CCTGAAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAC
TAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGCCGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCT
GATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGC
AACTCACAGTCTGGGGCATT 
>MG989540 
TTCTATTGCAATACATCAAAACTGTTTACTAATACTTGTGAAACAGGTGAAAATGGGAGATGTAATGGCACTA
TCATACTTCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAAACAGGACAAGCAATGTATGCTCCTCC
CATCAAGGGAAGAATTAATTGTGTATCCAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAATAAT
AATAGTACTAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTACAAATTGAACCACTGGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989605 
TTCTACTGTAATACAACACCACTGTTTAATAGTACTTGGAATGGTAGTACTGGAGAGTCAATTAATGGCATCA
TAAATGGCACCATCAAACTCCAATGCAGAATAAAACAAATCATAAACATGTGGCAGCAAGTAGGGAAAGCAAT
GTATGCCCCTCCCATCAGTGGACAAATTAATTGCTCATCAAATATTACAGGACTACTATTATTAAGAGATGGT
GGTAACCATAATGATAGCAATAACACCGAGACATTCAGACCAGGAGGAGGAGATATGAAGGACAATTGGAGAA
ATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCAACCAAGGCAAGAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGCACTAGGAGCGGTGTTCCTTGCGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAGAACAATT
TGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATA 
>MG989557 
TTCTATTGTAATACAACAAAACTGTTTAATAGTACTTGGTCAAAAAATGGAACAAGGGAGGATACTGATAATA
GCAATAATAATGGCACTATCATACTCCCATGCAAGATAAAACAAATTATAAACATGTGGCAGCAAACAGGACA
AGCAATGTATGCTCCTCCCGTCAGTGGAATAATTAATTGTCCATCAAATATTACAGGAATACTATTGACAAGA
GATGGTGGTAATACAACTGAGGGGACTGAGATTTTCAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTACAAATTGACCCACTAGGAATAGCACCCACCAAGGCGAAGAGAAGAGT
GGTGGAGAGACCAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCCGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989560 
TTCTATTGCAATACATCACAACTGTTTAACAATAGTTGCACAACAAATGAAACCACTGATAAGTGTAATGACA
CTATCATACTCCCATGCAGGATAAAGCAAATCATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCC
TCCCATTAGTGGACACATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTAATAGT
AATAACGAGACCGAGACCTTCAGACCTGGAGGGGGAAATATAAAGGACAATTGGAGAAATGAATTATATAGAT
ACAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGACAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989618 
TTCTACTGCAATACAACAAACTTATTTAATGATACGTTTAATGGAACCAGGGAGGGGATTAATGAGGTGATTA
ATAAAACCATAGAGAGGTTTAATGGTACTATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCA
GGGAGCAGGACAAGCAATATATGCTCCTCCCATCAGTGGAAACATTAGTTGTGTATCAAATATTACAGGAATA
CTATTAACAAGAGATGGTGGTAGTAGTAATGAAACAACCGAGACCGAGACCTTCAGACCTGTAGGAGGAAATA
TAAAGGACAATTGGAGAAGTGAATTATATAAATATAAGGTAGTACAAATTGAACCATTAGGAATAGCACCCAC
CAAGGCAAAAAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGATTAGGAGCTTTGTTCCTTGGGTTCTTG



GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGG
CATC 
>MG989512 
TTCTATTGTAATACAACAAAGCTATTTAATAATAATTGTGAGGAATGTAATGGGACTACTAATATTACTATAC
TTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGAGAGTAGGACGAGCAATGTATGCTCCTCCCATCAG
GGGAAGAATTAGTTGTGAATCAAGTATTACAGGAATATTATTAACAAGAGATGGTGGCAGGGACAATGACAGT
ACTACTGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCTGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MG989545 
TTCTACTGTAATACATCACAACTGTTTAATCTAACAGTGTCAGAGAATATCACTAATAACATTACAGGGGGAA
ATGATACTATCACCCTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGGGGACAAATTAGATGTTCATCAAACATAACAGGGTTGCTATTAACAAGAGATGGGGGA
AATAGTAATGACACGAACAACACGGAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTGTATTCCTTGGGTTCTTGGGAACAGCAGGAAGCACT
ATGGGCGCAGCGTCAATGGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACA
ATTTGCTGAGGGCTATTGAGGCGCAACAAAAACTGTTGCAACTCACAGTCTGGGGCATC 
>MG989616 
TTCTATTGCAATACAACAAACCTGTTTAGTTGCATAGAAAATGAAAACACAACGTGTAATGGCACTATCAGAC
TTCCATGCAGGATAAAGCAAATAATAAACATGTGGCAAGGAGTGGGACAAGCAATGTATGCTCCTCCCATCAG
GGGAAAAATTAATTGTGTATCAAATATTACAGGAATACTACTAACAAGAGATGGTGGTATTAATAGCACAAAT
GAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTGTATAAATATAAGGTAGTAC
AGATTGAACCACTAGGATTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGACAAAAAAGAGCAGTGGG
AATAGGAGCCATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGC
AGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY167123 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTGAAGGGTCAGATAACACTGGAGGAA
ATGACACAATCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGCGGACAAATTAAATGTATATCAAATATTACAGGGCTACTATTAACAAGAGATGGGGGT
ATAGATACAACTAATACTACCGAGATCTTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAAGAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACGCTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>DQ354121 
TTCTACTGTAATACATCACAATTGTTTAATAGTACTTGGAATACTAATGGTACTAGTACTTGGAATGTTACCA
CAACAAATGGTACTATCATGCTCCCTTGCAAAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAGAGC
AATGTATGCCCCTCCTATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTACTAACAAGAGAT
GGTGGTAAAAATGAGAGCAACACCACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATCGAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GAAATTTGTTGAGAGCTATTGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AY358042 
TTCTATTGTAATACAACAAAACTGTTTAATACCACTTGCAATAATACTTGCGAGGGGCACAATGGCACAATCA
CAATTCCATGCAAGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
CAGGGGAAGTATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGTGTTAATAATGCT
ACCAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCTCTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>DQ354123 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGACAGGAAATGACACCATGGATGGGAATAATACTA
TGAATGATACTACCATACTTCCGTGCAAGATAAAGCAAATTATAAACATGTGGCAAGGAGCAGGACAAGCAAT



GTATGCTCCTCCCATCAGGGGAAATATTAGTTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGT
GGTGCTGATGATGATAGCAATAACGAGACCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGCGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MK867585 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAATAGTACTTGGACTTGGAATAATAATGGTACTG
GGAATGATACTAGGGATGATACTACTATCGTGCTCCCCTGCAGAATAAGACAAATTGTAAACATGTGGCAGAC
AGTAGGAAGAGCAATGTATGCCCCTCCCATTAGCGGACAAATTAATTGTTCATCAAAAATTACAGGGTTGATA
TTAACAAGGGACGGTGGTGATAATAACAACAATGAGACTGAGATCTTCAGACCTGTAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGC
AAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCT
GCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAGAGAAATTTGCTGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>AY444812 
TTCTATTGCAATACAACAAACTTGTTTAATAGTACAGATGGAATCATGGAGGGGCTTAATGGCACTATCATAC
TTCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGCTCCTCCCATCAG
AGGAAGAATTAATTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGCTAATAGTACAGGG
AACGAGACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835517 
TTCTATTGTAATACAACAAACTTATTTAATAGTGCTTGGTGGCCAAATGGAACCATGAAGGGGCAGAATGACA
CTGGTAACAACACTAATATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGGTTACTATTAACAAGA
GATGGTGGTAATAATAGTAGTAATAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGT
GGTGGAGAAAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>KF835520 
TTCTATTGCAATACATCACAGCTGTTTAATAGTATTTGGGATAATACTAGTACTGGGAATGATACTACAGGAA
ATAGCAATATCACGCTTCCATGTAAGATAAAGCAAATTGTAAAGATGTGGCAGGGAGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGGT
ATTGATATGTCTAATGAGACCTTTAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAATAGTACAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835537 
TTCTATTGCAATACATCACAACTGTTTAATGCAACCATAGGCAATATCACAAAGGGGGACAATATCACACTGG
GCAATATCACACTGCCATGCAAGATAAAGCAAATTGTAAACATGTGGCAGGAAGTAGGACAAGCAATGTATAA
TCCTCCCATCAGTGAAACAATTAATTGTGTATCAAATATTACAGGAATACTATTGACAAGAGATGGTGATGTT
AATAATACGGGTAATGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF803580 
TTCTATTGCAATACAACAAGACTGTTTAATAATACTTGCATAGAAAATGGAACAATGGAAAATGGAACAATGG
TAGAGGGATGTAATGAAACTATCATACTTCCATGTAGGATTAAACAAATTATAAACATGTGGCAGGGAGCAGG
ACAAGCAATGTATGCTCCTCCCATCAGTGGAACAATTAATTGTGTATCAAATATTACAAGAATCCTATTAACA
AGAGATGGTGGTGCTAATAATGGTACGGATGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCTACCAGGGCAAGGAGAGG
AGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATAGGAGCGATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC



ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATT 
>KJ184177 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACTCTAATGACTCAAATAGGACTGATTCAAACTCAA
CCATCACAATCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTACGCTCC
TCCCATAGCAGGGAACATAACATGTAAATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGAACGGAA
AATAGAACAGAGAATGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAGATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCCTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250407 
TTCTATTGTAATACATCAAAACTGTTTAACAGTACATACAATAGCAGATACAATGGTACAACAGATAATTCAA
CCATCACAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTAAAGGAAACATAACATGTACATCAAATATCACAGGATTACTATTGGTACGTGATGGAGGAATAGGG
CAAAATAATACAGAGATATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCCACTGCAGCAAAAAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCAGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATC 
>KU501257 
TTCTACTGTAATACATCACAACTGTTTAGTAGTTCATGGACTAGGAATAGTACTACATGGAATAGTACTCGTT
TTGAGAATGATACCATCGTACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGAAAGTAGGGAAAGC
AATGTATGCCCCTCCCATTAAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAAAGAT
GGTGGTAATGAGAACACAACCAGGAACAACGAGACTTTTAGACCAGGAGGAGGAAATATGAAAGATAATTGGA
GGAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCGAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGAGCTATTGAGGCGCAACAGCGTATGTTGCAACTCACAGTCTGGGGCATT 
>KP170487 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAAAATGGAACCATGGAGGGGCTTAATGGCACTATTA
TACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGCTCCTCCCGT
CAATGGAAGAATTAATTGTATATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTAAGAATGCAACT
AACGAGACCTTCAGACCGGGAGGAGGAAATATAAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGATAAAGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX378999 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACACACATGTCTAGTGATACATTTAATGATACAGGAGATA
ATTCGACCATCGCAATCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAAGGTAGGACAAGCAATGTA
TGCTCCTCCCATCAGAGGACCAATTACTTGCGTATCAAATATTACAGGAATATTATTGACAAGAGATGGTGGT
AATAATAATAATGGGAGTAACGAAACCTTCAGACCTGGAGGAGGAGATATAAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTACAACTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
GAGGGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX379000 
TTCTATTGCAATACAACAAAGCTGTTCAATAGTGCTTGGATAGGAAATGAGAGCATGGTGGGAGGTGGTAATG
ACACTATCATACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAAGGAGTAGGACAAGCAATGTATGC
TCCTCCCGTCAGTGGAAGAATTAACTGTGTATCAAATATTACAGGAATACTATTGACAAGGGATGGTGGAAAT
GATACAAACACTAACGAGACTTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTACAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCGGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACATTTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KP668994 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACACACAAGCCTAATGTCACATTTAATGAAACAGAAAGTA
CTTCGAACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTCATATTAGTACGTGATGGAGGA



AAAACAGCAGAGTCAAATAATACAGAGATATTCAGGCCTGGAGGAGGAAATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAGGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MF379808 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATTTAATAGTACAGGCCTGTTTAGTACATTTGATAATG
GTACCATCACAATCCCATGCAGAATAAAGCAAATTGTAAATATGTGGCAGGAGGTGGGACGAGCAATGTATGC
TCCTCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGATTACTATTATTACGTGATGGAGGACAA
GGAAATGATACAGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTAT
ACAAATATAAAGTGGTAGAAATTACTCCATTGGGAATAGCACCCACCAGGGCACAGAGAAGAGTGGTGACTAG
GGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCAATAACGCTGACAGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KX010453 
TTCTATTGCAATACATCAGGCCTGTTTAATAGTACATACATGACATTTAATAGTACAGGAAGTAATGACACCA
TCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTATGCTCCTCC
CATTGCAGGAAACATAACATGTAAGTCAAATATTACAGGAATATTATTGACAAGAGATGGTGGTAATAATAAT
AATGAGAGTGAAGAAATTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCA
GTGACGCTGACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MG064457 
TTCTATTGTAATACATCAGGGCTGTTTAATAGTACATACACTCCTACATACATGCCTAATGGTACAGATAATT
CAAGCTCAGTCATCACAATTTCATGCAGAATAAAGCAAATCATAAATATGTGGCAGGAAGTAGGACGAGCAAT
GTATGCCCCTCCCATTAAAGGAAACATAACATGTAGATCAAATATCACAGGAATATTATTGGTACGTGATGGA
GGAGAATCAAATGAAACAAATACTACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGAAGCACTATG
GGCGCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MH051842 
TTCTATTGCAATACAACAAAATTGTTTAATGGTACAGAAAATGGAACTATGGAGGAGTTTAATGGCACTAATG
GCACTATTATACTCCCATGCAGGATAAAACAAATTATTAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
TCCTCCCGTCAGTGGAACAATTAATTGTATGTCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGAT
AATAATAATACAGTTAACGAGACCTTCAGACCGGGAGGAGGAAATATGACGGACAATGGGAGAAGTGAACTAT
ATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCA
GCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KP455640 
TTTTATTGTAATACATCAAAACTGTTTAATAGTACTTGGAAAAGTGGAAACCTAACTTGGGAACAGGGTAATG
GCACTATCATACTTCCATGCAGGATAAAGCAATTTGTAAACATGTGGCAGAAGGTAGGACGAGCAATGTATGC
CCCTCCCATTGAAGGAAATATAACATGTAAATCAAATATCACAGGGCTACTATTGGTACGTGATGGAGAAACA
GAGCCAAATGATACAGAGTCAAATAATACAGAAACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAG
AGTGGTGGAAAGACAAAAAAGAGCAGTAGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU820827 
TTCTATTGTGATACAACAAAACTGGTTAATTGTACAGGAAATTGCACAGGAAATGAGAGTGAGGACATTATCA
TAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAATATATGCTCCTCCCAT
CAGTGGAAATATTACATGTGTATCAAATATTCCAGGAATAATATTGCCAAGAGATGGTGGTAATAATCCTAAT
AATGAGCCCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGGGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AGCAGAATCTGTTGCAACTCACTGTCTGGGGCATT 
>KU820830 



TTCTATTGTAATACATCAGGCCTATTTAATGGTACATACAATAATACAGAAGGTAATTCAACCATTACAATCC
CATGTAGAATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGGCAAGCAATATATGCTCCTCCCATCAGTGG
AAATATTACATGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATAATAATAATAGTAAT
AATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGGGAAAAAAGAGCAGT
GGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGC
AGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KU820841 
TTCTATTGTAATACAACAAAACTGTTTAATTGTACAGGAAATTGCACAGGAAATGAGGCTAATGGTGAGGACA
TTATCACAATTCCATGCAGGATAAAGCAGATTATAAACATGTGGCAGGCAGTAGGACAAGCAATATATGCTCC
TCCCATCAGGGGAAATATTACATGTGTATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAATAAT
ACTAATAATGAGACCTTCAGACCTGCAGGAAGAGATATGAGGGACAATTGGAGAAATGAGTTATATAAATATA
AAGTAGTACAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAACTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAGCAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>AB097868 
TTCTATTGTAATACAACAAAATTGTTTAATAGTACTTGGAGGGAAAATGGAACCATGGAGGGGCATAATGACA
CTGATATCATACTTCCATGCAGGATAAAGCAAATTGTAAACATGTGGCAGGGAGCAGGACAAGCAATGTATGC
TCCTCCCATCAGGGGAACAATTAACTGTGTATCAAATATTACAGGAATACTATTAACAAGAGATGGTGGTGAT
AATAGTGCAGATAACGAGACCTTCAGACCTGGAGGAGGAAATATAAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MG989536 
TTCTATTGCAATACATCACAACTGTTTAATAGTAGCTGGGGAGAAAATAATAACACTGGCAGTAATGGCACTA
TCACACTTCCATGCAGGATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCC
CATCAGTGGAGTAATTAATTGTGTGTCAAATATTACAGGAATACTATTAATAAGAGATGGTGGTAATAATAGT
ACAAATGAAACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTACAAATTGAACCACTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGAATAGAGAAAAAAGAGC
AGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM138656 
TTCTATTGCAATACAACAAAACTGTTTAATAGTCTTTGGGTAGGAAATGAAACCATGAATGGAACCATAGGGA
GAAGAGACAATATCACACTTCCATGCAAAATAAAGCAAATTGTAAGGATGTGGCAGGAAACAGGACAAGCAAT
GTATGCTCCTCCCATCAATGGAACAATTAATTGTTTATCAAATATTACAGGAATACTATTGACAAGAGATGGT
GGTGGTGCTAATCTGACTAATAACGAGACCTTTAGACCTGGAGGAGGAAATATAAAAGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTACAAATTGAACCACTAGGAATAGCACCAACCAGGGCAAAGAGAAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGGCAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATT
TGCTGCGGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCATT 
>KJ778895 
TTCTATTGCAATACATCAGGCCTATTTAATAGTACATACATGACGAATGGGATATTTAAGTATAATAGTGCAA
AAGATAGTTCGAACATCATAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTAGTACGTGAT
GGAGGAAAAGCGAATGGTACAAATAATACAGAGACATTCAGGCCTGAAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATAGAACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAG
AGTGGTGGATAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KT321211 
TTCTATTGTAATACATCAGGCCTGTTTAACAGTACATACAATACATCAGGGCTTACATACAATGGTGCAGCAG
ATAATGATACCATCACAATCCCTTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAAAATAACATGTAAATCAAATATCACAGGACTACTATTGACGCGGGATGGA
GGAGATACAAATGATACAAAGAATACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGGGGGAGAGACAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA



AGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY200516 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACAATAGTACATCTAATGATACAGAAAGTAATTCGA
CCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACAAGCAATGTATGCTCC
TCCCATTGCAGGAAACATAACATGTAAGTCAAATATCACAGGACTACTATTAGTACATGATGGAGGAAAACAG
ACAAATACTACAGAAGAGACCTTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGACAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>MK371104 
TTCTATTGCAATACATCAGGCCTGTTTAATAGGACATACATGCCTAATGGTACACTTAATAGTACAGAAAGTA
ATTCGACCATCACAATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTGGGACGAGCAATGTA
TGCTCCTCCCATTGCAGGAAACATAACATGTAGGTCAAACATCACAGGAATATTATTAGTACGTGATGGAGGA
AATAATACTGGAAGTAATTCAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAGAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGC
GCGGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGAGCTATAGAGGCGCAGCAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820822 
TTCTATTGTAATACATCAAGCTTGTTTAATAGTACATACACGCCTAATAGTACATACAGTAATTCAAGTGGAA
ACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTATGCCCC
TCCCATTGCAGGAGACGTAACATGTAAATCAAATATCACTGGACTACTATTAGTACGTGATGGAGGGAAAAAT
GTGACAAATGAGACATTCAGACCTGAAGGAGGAAATATGAGGGACAATTGGAGAAGTGAACTATATAAATATA
AAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCAGCAAAAAGGAGAGTAGTGAAGAGAGAAAAAAG
AGCAGCAGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY262830 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACAATGACTAATGGTACAAGAAGTAATTCAAGCAACTCAA
CCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCACATATCACAGGACTACTATTGGTACGTGATGGAGGAGATGAG
ACAAGTGATACAGAAATATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTGGGAATAGGAGCTGTATTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU168268 
TTCTATTGTAATACATCAAAACTGTTTAATATGTCATATATGTCAAATAACACCATAAGCAATGAGACTATCA
CTCTTCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATTACATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGGAACAATAGTGAT
CCTGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGT
TGGACTAGGAGCTGTTTTCCTTGGGTTCTTAGGAGCGGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KU168301 
TTCTACTGTAATACATCAGGTCTGTTTAATATGTCAATTCTGAATGAGACAAACAATAAGGAGATCAATATCA
CACTCCCATGTAGGATAAAACAAATTGTAAGAATGTGGCAGCGGGTGGGACAAGCAATGTATGCCCCCCCCAT
TGCAGGAAACATCATATGTAAATCAAACATTACAGGACTATTACTAACAAGAGATGGTGGAAAAAATAGCACT
AACAGATCTGAGACTTTCAGGCCTGGAGGAGGAGACATGAGGGATAATTGGAGAAATGAACTATACAAATATA
AAGTAGTAAAAATTAAGCCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGAAGAGAAAAAAG
AGCAGTAGTTGGAATGGGAGCTTTTCTCCTCGGGTTCTTGGCAACGGCAGGAGGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTA
TAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AB286853 
TTCTATTGTAATACATCAGGACTGTTTAATACATCAATACTGTCTACTAATGTCTCTAATATCACAGCTAATG
AAAATATCACACTCCCATGTAGGATAAAACAAATTATAAGAATGTGGCAAAGAGTAGGACAAGCAATGTATGC
CCCTCCCATTGCAGGAAACATTACATGTACATCAAACATTACAGGACTATTATTAACAAGAGATGGGAGTAAT



AAGGAGAATAATACTAACAGTAGTGAAATTTTTAGACCAGAAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTAGT
GGGGAGAGAGAAAAGAGCAGTTGGAATGGGAGCGTTTTTCCTTGGGTTCTTAGGAACGGCAGGAAGCACTATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATT
TGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AJ508596 
TTCTATTGTAATACATCAGGACTGTTTAATAATAATATATCAAACAGTAATGGGACCATCACACTCCCATGTA
GGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
TACATGTATATCAAACATTACAGGACTACTATTAACAAGAGATGGGGATACTAACAGCACTGGCGAGACCTTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAGTATAATGTAGTAAAAATTAAAC
CACTAGGAATAGCACCCACCAGGGCAAGAAGGAGAGTAGTGGGGAGAGAGAAAAGAGCAATTGGAATAGGAGC
TGTTGTCCTTGGGTTCTTAGGAACAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACAGTCTGGGGCATT 
>MN486004 
TTCTATTGCAATACATCAGGCCTGTTTAATAGCACCTGGAATATTACATCAGGCCTGTTTAATAGCACCTGGA
ATGACACTGAGAGGAACAATAGCTCAGACGGCAATATAATTCTCCAATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGACTCAAACATTACT
GGACTACTATTAACAAGAGATGGAGGTAATGGTAGTGATACATCTGAGAGGTTCAGACCTGGGGGAGGAAATA
TGAGAGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAAAAATTAAACCAATAGGAGTAGCACCCAC
TGGGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTTGGTATGGGAGCTGTCCTCTTTGGGTTCTTA
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGATGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATT 
>JN882654 
TTCTACTGTAATACAACACAACTGTTTAATAGTACTTGGAACAGGAACAGTACTGGGAATTGGACTGCTAGTA
ACACTGAAGGAAATGACACAATCACACTCCCATGCAAAATAAGACAAATTGTAAACATGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTGAAGGACTAATTAGATGTACATCAAACATTACAGGGCTGCTGTTAACA
AGAGATGGTGGTAATAACAATAGCACGAACGGGTCCGAGTCCGAGACCTTCAGACCTGGGGGAGGAAATATGA
GGGACAATTGGCGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAAGTACTGTCTGGTA
TAGTGCAACAGCAAAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGG
CATC 
>KU168303 
TTCTACTGCAATACATCAGGATTGTTTAATAAAACATGGGGTAATGAGGGTAATGAAACATGGGATAATGGAA
CATGGGATAATAGTACAAAAACCATCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAG
AGCAATGTATGCCCCTCCCATTGAAGGGCTAATTAATTGTACATCAAATATTACAGGGCTACTACTGACAAGG
GATGGCATTGGTAACGCTACTAACGAGACCTTTAGGCCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAATAGCCCCCACCAAGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCCATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>AJ276596 
TTCTATTGCAATACATCAGCATTGTTTAATTTTAGTAGTGAGACCAACAGCACATTCCCCAACACCACACTCA
CACTCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
AGCAGGAAAGATCACATGTAGATCAAACATTACAGGACTAATATTAACAAGAGATGGTGGGAATCCTAACAAT
ACAAATAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAATTATACCAGTATA
AAGTAGTAAAAATCAAATCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTTGGACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCCGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX389632 
TTCTATTGTAATACATCAAAACTGTTTAGTAATGATACAGACAATACCAATATCACACTCCCATGTAAGATAA
AACAAATTGTAAGAATGTGGCAGAGAGTGGAACAAGCAATGTATGCCCCTCCCATTGCAGGAAATATTACATG
TAGATCAGACATTACAGGGCTATTATTAACAAGAGATGGTGGTGGTGAGAATAATGGGACTGAGACCTTCAGA
CCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTAAACCAC
TAGGAATAGCACCCACCAAAGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGGGCAGCTGGACTAGGAGCTGT
TTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGTCAGG



CAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAACATCTACTGC
AACTCACAGTCTGGGGCATT 
>KX389627 
TTCTATTGTGATACATCAGGATTGTTTAATACAACATTGCTTACTACTAACAGTACAGATAATGAAACTATCA
CACTCTCATGTAAAATAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCAT
TAGAGGAAACATTACATGTATATCAAATATTACAGGACTACTATTAACAAGAGATGGTGGACAAACTAATAGC
TCAAATGAAACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAA
TAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAGGGCGAGGAGAAGAGTGGTGGAGAGAGAAAAAAGGGC
AGTTGGCCTGGGAGCGTTACTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAGCAACATCTGCTGCAACTCACAGTCTGGGGCATT 
>KX389623 
TTCTATTGTAATACATCAGGACTGTTTAATGCATCAGAACTGTTTACTAATAGAACAGAAGGGGCTAATAATA
ATGACACTATCACACTCCCATGTAAAATAAAACAAATTGTAGGAATGTGGCAGAGAGTGGGACAAGCAATGTA
TGCCCCTCCCATTAAAGGAAATATTACATGTAGATCAAACATTACAGGGATATTACTAACAAGAGATGGTGGG
AAGAATAATACTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACA
AGTATAAAATAGTAAAAATTAAACCAATAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGA
GAAAAGGGCAGTTGGACTGGGAGCTGCCTTCCTTGGGTTCTTGTCAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>U88825 
TTCTATTGTAATACATCAGGATTGTTTAATGAATCAGGAGGGAATGATACCACTATCACACTCCCATGTAAGA
TAAAACAAATTGTGAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATCGCAGGAGATATTAC
ATGTAGATCAAACATTACAGGGCTATTATTAACAAGAGATGGTGGGGTTAATAATACTGGAAATGAGACCTTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAATAGTAAAAATTAAAC
CACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGGAAAAAGGGCAGTTGGACTGGGAGC
TGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGGGTCAATAACGCTGACGGTACAGGTC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAACATCTAT
TGCAACTCACAGTCTGGGGCATT 
>AJ293865 
TTCTATTGTAATACAACAGATCTGTTTAATATTGATACATCAAATAATAATACTAATATCACACTCTCATGTA
GGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGCCCCTCCCATTGCAGGAAAAAT
TACATGTAAATCAAACATTACAGGACTGCTATTAACAAGAGATGGGGCTAATAATAGTACCAATGAGACCTTC
AGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAGTATAAGGTAGTAAAAATTAAAC
CACTAGGAATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGGAGAGAAAAAAGAGCAGTTGGACTAGGAGC
TTTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCACTAACGCTGACGGTACACGTC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGT
TGCAACTCACAGTTTGGGGCATT 
>KR425429 
TTCTATTGCAATACATCAGGTCTGTTTAATAACAGTATGAGGAATGACAGTACCAACGGTACTATAACTCTCC
CATGCAAAATAAGACAAATTGTACGTATGTGGCAGAGTGTAGGACAAGCAATGTATGCCCCTCCCATTGCAGG
AAACATTACATGTATATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGACTAATAGTACAAATGAG
ACCGAGATCTTCAGACCTGGAGGAGGAGATATAAGGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAG
TAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCACGGAGAAGAGTAGTGGGGAGAGAGAAAAGAGCAGT
TGGACTGGGAGCTGTTCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCACCAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GU481608 
TTCTATTGTAATACATCACAACTGTTTAATAACTCATCAATAAGTAATGGGACTATCACACTCCCATGTAAAA
TAAGACAAATTGTAAGAATGTGGCAAAGAGTAGCACAAGCAATGTATGCCCCTCCCATTGCAGGAAACATTAC
ATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGTCTAAGGAAAGGAATGAAACTGAGATTTTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTAAAC
CACTAGGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGAAGAGAGAAAAGAACAGTTGGACTGGGAGC
TGTTCTCCTTGGTTTCTTAGGAACGGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGTC
AGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATTTGT
TGCAACTCACAGTCTGGGGCATT 
>AP005207 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGAATGGTACAAGAGGTAATTCAAACTCAACCA
TCACGATTCCATGCAGAATAAAGCAAATTATAAATATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGGAACGTGACA



AATAATACAGAGATATTCAGACCTGGAGGAGGAGGTATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY371168 
TTCTACTGTAATACATCAGGCCTGTTTAATAGCTCATGGTTTATTAACACAAAGTTGAATGGAACATGGGAGA
ATAGTAATGATACAATAATGATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAGAGC
AATGTATGCCCCTCCCATTGAAGGACTAATTAAATGTTCATCAAATATTACAGGGCTACTACTGACAGTAGAT
ACAGTAGATGGTAACAGTAGTAATGCTACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGT
AGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KM606631 
TTCTATTGTAATACATCAGAACTGTTTAATAGCAACTCATTAAAAGATAAGGAGACTATCACTCTCCCATGTA
GAATAAGACAGATTGTAAGAATGTGGCAAAAAGTAGCCCAAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
TACATGCAGATCAAACATTACAGGACTACTATTAACAAGAGATGGAGGGTCTAATGGAACTAATGGAACTGAG
ATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAA
TTAAACCACTAGGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGAAGAGAGAAAAGAGCAATTGGACT
GGGAGCTGTTTTCCTTGGTTTCTTAGGAACGGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACGGTA
CAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGC
ATTTGTTGCAACTCACAGTCTGGGGCATT 
>KM606637 
TTCTATTGTAATACATCAGAACTGTTTAAGAACTCATCACAACTGGGTAATAGCTCATCAATAAATAATGAGA
CTATCATACTCCCATGTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAATGTATGCCCC
TCCCATTGCAGGAAACATTATATGTACATCAAACATTACAGGACTACTATTAACAAGAGATGGGTCTAACCCA
GATAATGAAACTACTGAGATTTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAAAAATTAAACCACTAGGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGAAGAGA
GAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGTTTCTTAGGAACGGCAGGAAGCACTATGGGCGCAGCG
TCAATAACGCTGACGGTACAGGTCGGACAACTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KM606635 
TTCTATTGTAATACATCAGCACTGTTTAATAGCTCAATAAGTAATGGGACTATCAATGGGACTATCATACTCC
CATGTAAAATAAAACAAATTGTAAGAATGTGGCAAAAAGTAGCACAAGCAATGTATGCCCCGCCCATTGCAGG
AAACATTACATGTAGATCAAACATTACAGGACTACTATTAACAAGAGATGGGGCTAATGGAACTACTGAGATT
GTCAGACCTGGAGGAGGAAATATGATGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTA
AACCACTAGGCATAGCACCCTCCAAGGCAAGGAGAAGAGTAGTGGGAAGAGAGAAAAGAGCAGTTGGACTAGG
AGCTGTTTTCCTTGGTTTCTTAGGAACGGCAGGAAGCACAATGGGCGCAGCGTCAATAACGCTGACGGTACAG
GTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATT
TGTTGCAACTCACAGTCTGGGGCATT 
>JF683774 
TTCTATTGTAACACATCAGGCCTGTTTAATAGCACTTGGGAGAATGGCACTACCATGCAGGACTCAACTAATA
CAGATGCAGGCGAAAATATACCTCTCCGATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGACCAGGACA
AGCAATGTATGCCCCTCCCATCAAAGGAATAATAAAGTGTATCTCAACCATTACAGGACTAATATTAACAAGA
GATGGTGGGGGAAATAACACAAGCCATGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCGGTGATGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAGCAGCAGAACA
ATCTGCTGAGGGCTATTGAAGCGCAACAGCAGCTGTTGCAGCTCACAGTCTGGGGCATT 
>JF683800 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGAATGCCACTACCATGCAGGGATTAAATAGTACAG
GCGAAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGCAGGACAAGCAATGTA
TGCCCCTCCCATCCAAGGAGTAATAAAGTGTATATCAAGAATTACAGGACTAATATTAACAAGAGATGGTGGA
AGTAACGGACACAATGGAACCGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAAT
TATATAAATACAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCGATGATGCTGACGGTACAGGCCAGACAATTATTGTCCGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KC113007 



TTTTACTGTAATACAACAAAACTGTTTAATAGTACTTGGAATAGTAATGGAACTTGGTCTGGTACTAATGAGT
CAAATATCATACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACTAATCAGATGTAGATCAAATATTACGGGGCTGATGTTAACAAGAGATGGTGGTGGG
AACGACACAGGGACTGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAAGTGAATTATACA
AATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACTAAGGCAAGAAGAAGAGTGGTGCAGAGAGA
AAAAAGAGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCG
TCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGG
CTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KC911635 
TTCTATTGTAATACATCAAGCCTGTTTAATGGTACATACATGAATGTTACAACAAATAATACAGATTCACACA
TCACTCTCCAATGCAGACTAAAACAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAATGTGTAAATCAAATATCACAGGACTACTATTGACACGTGATGGAGGAAATGATACA
GAGAAGATAGAGATATTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTCCATCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATG
ACGCTGACGGTACAGGCCAGAAAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT175211 
TTCTATTGCAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGATACAAGAAGTA
ATTCAAGTGCAAACATCACACTCCCATGCAGACTAAGACAATTTATAAACCTATGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACGTGTAGCTCAAATATCACAGGACTACTGTTGGTACGTGAT
GGAGGAATAAATGTGACAGATACAGAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGATAATTGGAGAA
GTGAATTATATAAATACAAAGTGGTGGAAATTAAACCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>KY580534 
TTTTATTGCAATACATCAGGATTATTTAATGGCATATACAATCCAGCCCACGAGGTATCAAACAATACACAAG
AATCAAATGATACAATAATACTACCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGACTGGGAGAGC
GATGTATGCCCCTCCCATTAGAGGAAAGATAGCGTGTACATCAAATATCACAGGAATACTACTGACACGGGAT
GGAGGAAATGGAGCAAATATAGATAATAACACAGAGAAATTCAGGCCTGGAGGAGGAGATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGAGGCAAAAAG
GAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGA
AGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MF373194 
TTCTATTGCAATACATCAAACCTGTTTAATGGGACATATCCTACATCTAATATTACAATAGGAGATAATGCAA
CCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGAAAAGCAATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGACAAGGGATGGAGGAAATAAT
AATAATAATAATAGCACTAATGGCAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATTTGTTGCAACTCACAGTCTGGGGCATA 
>MF373195 
TTCTATTGCAATACATCAGGACTATTTAATAGCACTTGTAATGACATGACCTTGAGTAGCACTGACCAGTCAA
TATATAACTCCGTCCAATGCAGAATAAAACAAATTATAAACATGTGGCAAGAAGTAGGACGAGCAATGTACGC
CCCTCCCATTGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTACTAACACGAGATGGAGGACAT
GGAAATACAAGTAACACGACAGAGACATTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCCACTAAGGCAAGAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTAACCATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCATCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGTAATTTGC
TGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907369 
TTCTATTGCAATACATCAGGCCTGTTTAATGCAGAAGAAGCAAACATCACAGACATCACACTCCCATGCAGAA
TAAGACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATATATGCCCCTCCCATTGCTGGAAACATAAC
ATGCACATCGGATATCACAGGACTACTGTTGACACGTGATGGAGGTAGTGATGGAAATAGCACGAAGGAGACA
TTCAGGCCTGGAGGAGGAGATATGAGGGATAACTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTA
AGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAG



GCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATA
TGTTGCAGCTCACAGTCTGGGGCATT 
>KX907427 
TTCTATTGTAACACATCACAACTGTTTAATGAAACTTGGAATAGCACTGAAATAATGCAGGAGTCAAATAGCA
CAGGGTCAAATGAAACTATAACTCTCCTCTGCAGAATAAAACAAATTGTAAACATGTGGCAAAGGGTAGGACA
AGCAATGTATGCCCCTCCCATTGAAGGACTAATACAATGTAAATCAAATATCACAGGACTATTACTGACACAT
GATGGAAAGGGTAATAATACTAGTGAGATAATATTCAGGCCTGGAGGAGGAGACATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAGTAGCACCCACTGAGGCAAGGAGAAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGATCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907360 
TTCTATTGCAATACATCAATACTGTTTAATGGGACATACAATAGTACATACAATAGTACATACAACAGTGCAG
ACAACACAACACTAACAATCCCATGCAGAATAAGACAATTTGTAAGAATGTGGCAGAGGGTAGGACAAGCCAT
GTATGCCCCTCCAATTAAAGGAAACATAACATGTGTATCAAACATAACAGGAATACTATTGACACGAGATGGA
GGGGAAAATATTACACGAGAGGGAGGAAACAATGCTACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGG
ATAATTGGAGAAATGAATTATATAAATATAAAGTGGTAGAAATCAAACCATTAGGAATAGCACCCACTAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAAAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>HQ615973 
TTCTATTGTAATACATCAGGCCTGTTTAGCAGTAATAACACCAATGCGTCAGATAGCACAGAGTCAAATGGCA
CTATAACTCTCCCATGCAAAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGCAATATATGCCCC
TCCCATCCCAGGAGTAATACAGTGTGTATCAAACATTACAGGACTACTGTTAACACGAGATGGTGGGAATATT
ACAAGTAATGAAACAGGTAATGAAATCTTTAGACCTATAGGAGGAGATATGAAGGACAATTGGAGAAGTGAAT
TATATAAGTATAAAGTAGTAAAACTTGAACCACTAGGAGTAGCACCTAGCAGGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTACTAGGAGCTGTCTTCATTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
AGGCTATAGAGGCGCAACAGCAGATGTTGCGACTCACGGTCTGGGGCATT 
>AF361878 
TTCTATTGCAATACAACAAAACTGTTTAATAGTACATACAGGCCTAATGCTACAGCAAACAATTCAAGCACAA
TCACACTCCAATGTAAAATAAAACAAATTATAAACATGTGGCAAGGGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCGGGAAACATAACATGTACATCAAACATCACAGGACTACTATTGGTACGAGATGGAGGAGAAATTAAT
AGCACAGAAGAAGAAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAAAGC
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022397 
TTCTATTGTAATACATCAGGCCTGTTTAATAGCACTTGGGACTTTAATAGCACTTGGGGCTTGAACAATGACA
CCATGCAGGAACCAAATGACACTATAATACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGT
AGGACAAGCAATGTATGCCCCTCCCATCCCAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTA
ACAAGAGATGGTGGGAATAGCAACGGTACAAATGAAACTTTCAGGCCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATACAAATATAAAGTAGTAAAACTCGAACCACTAGGCCTAGCACCCACCAGGGCAAAGAG
AAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACGATGGGCGCAGCGTCACTGACGCTGACGGTACATGCCAGACAGTTATTGTCTGGTATAGTGCAGCAGC
AAAACAATTTGCTGATGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT022398 
TTCTATTGTAATACATCAGACCTATTTAATAGCAATTGGACCAGGTACGCTAATGGCACTTGGAACAATAGCA
CTGAGCAGCAGGCAGAAAATATAACTCTCCAATGCAGAATAAAACAGATTATAAACATGTGGCAGGAGGTAGG
AAAAGCAATGTATGCCCCTCCCATTGCAGGAAGAATAACATGTAAATCAAATATCACAGGAATACTCCTGACA
CGTGATGGAGGAAATAATGGGGAAAATGGCACAGAAATATTCAGGCCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCAATAAGGCAAAAAG
GAGAGTGGTGGAGAGAGAGAAAAGAGCAGTAGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCTGCAGGA
AGCACTATGGGCGCAGCATCACTAACGCTGACGGTACAAGCCAGACAATTATTGTCGGGTATAGTGCAACAGC
AAAGCAATTTGCTAAAGGCTATAGAGGCGCAACAGCATATGTTGCGACTCACAGTCTGGGGCATT 
>KT022415 
TTCTATTGCAATACATCAGGCTTGTTTAATGATACTGCTAACGATACAGATAACGATACAGATCCAACCATCA
TACTCCCGTGCAGAATAAAGCAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
TGAAGGAAAGTTAACATGTAACTCAAATATCACAGGACTGTTACTGACACGTGATGGAGGGGTGACAGATAAC



AATAGCACAGAGGAAGTATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGAGAAATGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCAACTGAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGATCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAGCGCTGACGGCACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TCGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>DQ208443 
TTCTATTGCAATACATCAAAGCTGTTTACATACAGACTTAACGATACAACAAGTGCTAACAGTACAACAAGTG
CTAATGAAACAACCATCACACTCCCATGCAAAATAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAAAATAACCTGTAACTCAACTATCACAGGACTGCTATTGACACGTGAT
GGGGGACTAGAAATAAATGACACAGAAACATTCAGGCCTGTAGGAGGAGAGATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAACCCATTAGGAGTAGCACCCACTAAGGCAAAAAGGAGGGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAATAGCGCTGACGGTACAAGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907404 
TTCTATTGCAATACATCCAAGCTGTTTGGGAATATAACAGAGACTAATGAAACAATCACAATTCCCTGCAGAA
TAAAACAGATTATAAACATGTGGCAGGGGGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGGAGAATAAC
ATGTAATTCAAGCATTACAGGACTATTACTGACACGTGATGGAGGAATAGAGGCAAATGGGACAAATAACACA
GAAACATTCAGGCCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAACCATTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAGCAAGACAATCTGCTGAGAGCTATAGAGGCGCAAC
AACATATGTTGCAACTCACGGTCTGGGGCATT 
>KX907402 
TTCTACTGCAATACATCAAAACTGTTTAATACTACATACAATACTACATCAGGACAGTTTAATACTATATATA
ATACTACTACTATTGAACTCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAGGCAAT
GTATGCCCCTCCCATTGCAGGACTAATCAACTGCGCATCAAATATTACAGGACTATTGTTGACAAGAGATGGT
GGTAATGGTAGGGAACAGAATGAGACCTTTAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAGAGTTGAACCACTAGGTCTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGA
AAAACAAAAAAGAGCAATAGGGCTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACATGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGGCATT 
>KU168311 
TTCTACTGCGATACATTAAGACTGTTTAATAGCACATGGGATAATAATACATGGGATAATAATAGTAATGAAA
CAGGGAAGAATATAATCATCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGAGGGCAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGAAACATTACGTGTACATCAAATATTACAGGGTTAATATTGACAAGAGATGGG
GGTAAGAATGTTTCTAATGGGACCGAGACCTTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AACTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGT
GGAAAGAGAAAAAAGGGCAATAGGACTGGGAGCTCTGTTCCTTGGTTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTATTGCAACTCACGGTCTGGGGCATT 
>DQ912823 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAATAGGAATAGTACATGGGAGAATAATACATCAG
ATAGTACAGGGGGAGATGGGACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGATTCATCAACTGTTCATCAAATATTACAGGGTTATTGTTG
ATAAGGGATGGTGGTAATACAAATAATGGAAATAATAGCCAAAATGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAAAACTTGAACCACTAGGCCTAGCACCCAC
CAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAACAGCAGGAAGCACAATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACTGTCTGGGG
CATT 
>KT022404 
TTCTATTGTAATACATCAGGCCTGTTTAACACAACCCTGCTTGAAGCAAATAGCACAGAAGATAACATTACTC
TCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGAGGGCAGGACAAGCAATGTATGCCCCTCCCATCAA
AGGAGTAATAAATTGTAAATCAAATATTACAGGACTATTATTGACAAGAGATGGTGGGAGTAGTAACAATACT
GCTAATAATACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATTGAACCAATAGGGCTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAAGTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTA
TAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 



>KT022405 
TTCTACTGTAATACATCAAGACTGTTTAATAGTACATGGAATACTAATGGAACAGAGACTAATAATACAGAGT
CGAAGGACATCACCACACTCATATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAGAGCAAT
GTATGCCCCTCCCATCCAGGGAGTAATAAGGTGTGAATCACATATTACAGGACTATTGTTGACAAGAGATGGT
GGTAGTGAAGATAATAGTAGTGAGAGTGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATACAAGTATAAAGTAGTAAGAGTTGAACCAATAGGTCTAGCGCCCACCAGGGCAAGGAGAAGAGC
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACA
ATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAAATA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KT022416 
TTCTACTGCAATACATCACAATTGTTTAATAGCACATGGAATAATGGAACACGGAATGAGACAGAGACAGGGT
CAGATATTATCACACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTA
TGCCCCTCCCATCGCGGGAAGAATCCAATGCTCATCAAATATTACAGGGCTATTATTGACAAGAGATGGTGGT
GCAAATAAAACTGATAATAAAGAGATCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTGATAAAAATTAACCCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGGGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAACGTCATTGACGCTGACGGTACAGGCCAGACAGTTGTTGTCTGGTATAGTGCAGCAGCAAAACAATTTGC
TGAGGGCCATAGAGGCGCAGCAGCATCTGCTGCAACTCACAGTCTGGGGCATT 
>KT022417 
TTCTACTGCAATACATCAAAACTGTTTAATAGTACATGGAACACAACAGAAAGGGCTAATAGTACAGGGGAAG
GAACAATCAGACTCCAATGCAGAATAAAACAAGTTATAAATATGTGGCAAAAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCGAAGGATTCATTAATTGTTCATCAAATATTACGGGGCTACTATTAACTAGAGATGGTGGTGTA
AATATGTCTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAAT
ACAAGGTAGTAAAAATTGAACCACTGGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGTCTAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
GTGACGCTGACGGTACAGGCCAGACAGCTAATGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716468 
TTCTATTGTAATACATCAAAACTGTTTAAGAGTACTTGGGAAAATAAGAATGGTACTTGGAACAACACGCAGG
AGTCAAATAGCACAGACATAACTATCATAACTCTCCCATGCAAAGTAAAACAAATTATAAACATGTGGCAAGG
AGTAGGAAAAGCAATGTATGCCCCTCCCATCGAAGGAATAATCCAATGCTCATCATACATTACAGGACTATTA
TTAACAAGAGATAAAGAGGGTACGAATTTTACTAATGAGACCTTCAGACCTGGAGGGGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGGAAAAAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACAATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCCAGACAAGTATTGTCTGGTATAGTGCAGC
AGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU921748 
TTCTATTGCAACACATCAGGCCTGTTTAATAGCACTTGGTATGGGAATAACACTGACAGCACACAGGAATCAA
ATAGCACAGAGGTTATAATACTCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGAGAGTAGGACAAGC
AATGTATGCCCCTCCCATTGAAAGAGTTATAAATTGTACATCAAACATTACAGAACTAATATTAACAAGAGAT
GGTGGGAATAATAGCAGCACAAATGAAACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGACTTGAGCCATTAGGTCTAGCACCCTCCAGGGCAAAGAGAAGAGAGGT
GAGAAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>FJ866126 
TTCTATTGTAACACATTAGGCCTGTTTAATAGCGATTGGCCTAGCACTGGGAATAACAGTCTGCTGGAGTCAA
GTAGCACAGAGTCAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACA
GGCAATATATGCCCCTCCCATCCGAGGAGTAATAAGGTGTGAATCAAACATTACAGGACTAATATTAACAAGA
GATGGTGGGGGTAATAACAATAGAAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCAATAGGTATAGCACCAACCAAGGCAAAAAGAAGAGT
GGTGGAAAGAGAAAAAAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACA
ATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HQ698035 
TTCTATTGTAACACATCAATCCTGTTTAATAGTATTTGGGACGACAATAGCACTTGGGCAAATAGCACAGAGT
CAAACGACACTATAATTCTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGAAGGACTAATCAAATGTTCATCAAATATTACAGGACTGTTGTTGACACGAGATGGT
GGAGCACATAATAATAGTTGGAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAGAATAGAACCACTAGGTCTAGCACCTACCAGGGCAAAGAGAAGAGTGGT



GGAAAGAGAAAAAAGAGCAATAGGCCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716481 
TTCTACTGCAATACATCAGGACTGTTTAATAATAATAATAATACATTGATAAATAATACATCGTTAAATGATA
CTATTACACTCCCATGCAGAATAAAACAAATTATAAATATGTGGCAAGGAGTAGGAAGAGCAATGTATGCCCC
TCCCATTGAAGGAATAATCAAATGCACATCAAATATTACAGGATTATTGTTAACAAGAGATGGTGGTGAAGAC
AATGGGGCCAATGAGACCATCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAAT
ATAAAGTAGTAAGAATCGAACCACTAGGTCTAGCACCCACCAGGGCAAGGAGGAGAGTGGTGGAAAGAGAAAA
AAGAGCAATAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCA
CTGACGCTGACGGTACAGGCCAGACAGGTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>EF575459 
TTCTACTGCAATACAACAATACTGTTTAATAGTACATGGACACCAAATGATACAAGGTCCAATAGTAGTACAG
AGTCAGATAATAGCACAATCACAATCCCATGCAGGATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAA
AGCGATGTATGCCCCTCCCATCGAAGGACTAATCAATTGTACATCATTTATTACAGGGATACTACTGACAAGA
GATGGTGGTGCAAATGCTAGTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATACAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCCACCACGGCAAAGAGAAGAGT
GGTGGAAAGACAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACG
ATGGGCGCAGCGTCAATGACGCTGACGGTACAAGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KC473845 
TTCTACTGCGATACATCAGGACTATTTAATAGTACATGGAGTAATAGCACATGGGATAATAATAGTACAAAAG
GAAATGATACAATAACCATCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
GTATGCTCCTCCCATTGAAGGACAAATTAAATGTGTCTCAAATATTACAGGGCTAATATTGACAAGAGATGGT
GGTAATAATAATACAAAAAATGAGACCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTGAAT
TATATAAATATAAAGTAGTAAGAATTGAACCACTAGGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACGATGGGC
GCAGCGTCAATAACGCTGACGGTACAGACTAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU168306 
TTCTATTGTAATACATCAAATTTGTTTAATACATCAGATTTGCTTTCTAATGATAGCATCAATAGTGATAATG
ACACTATCATACTCCCATGTAAGATAAAACAAATTGTAAGAATGTGGCAGAGAGTGGGACAAGCAATGTATGC
CCCTCCCATCGCAGGAAACATTACATGTAATTCAGAAATTACAGGGCTACTTTTAACAAGAGATGGTAGTACT
GAAAATGAGACTGAGACTATCAGACCTACAGGAGGAAATATGAGGGACAACTGGAGAAGTGAATTATATAAGT
ATAAAGTAGTAAAAATTAAACCACTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCGACAGCAAAGCAATTTGCTGAGAGCTA
TAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>EU513190 
TTCTATTGTAATACATCAGAACTGTTTAATACATCAAAACTGTTTAATGAGACTGTTAAAGGGAATAATAGTG
TAGGCAATATCACAATCCCATGTAGAATAAGACAAATTGTGAGAATGTGGCAGAGGGTGGGACAAGCAATGTA
TGCCCCTCCCATCGCAGGACCTATTACATGTGTATCAAACATTACAGGACTACTATTAACAAGAGATGGTGGG
AATAATACCAGTCCTAATGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTAT
ATAAGTATAAAGTAGTAAAAATAAAACCATTAGGAATAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGGGAG
AGAAAAAAGAGCAGTTGGAATAGGAGCTGTTCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCGATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>GQ862780 
TTCTATTGTAATACATCACAACTGTTTAATAATAGTCTGTTTAATGATAGTCTGTCTAATGAGACCATCAGGC
TCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGCCCCTCCCATTGA
AGGAAGCATTACATGTGTATCAAACATTACAGGACTATTATTAACAAGAGATGGTGGACAGAATAATAATACT
ACTGAGAATACTACTGAGACCTTCAGACCTGCAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAATAAAAATTAAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGACAGAGA
AAAAAGAGCAGTTGGACTGGGAGCTGTTTTCCTTGGGTTCTTAGGAACAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGG
CTATAGAGGCGCAGCAGCAACTGTTGCAACTCACAGTCTGGGGCATT 
>AF076474 
TTCTACTGCAATACAACAAAACTGTTTAATGATACTGAGAATAAGAACAATGATGCTGAAAACAAGACTATCA
CACTCCCATGTAGAATAAGACAGATTGTAAACATGTGGCAGAGAGTGGGACGAGCAATGTATGCCCCTCCCAT



TGCAGGAAACATTACCTGCAGATCAAATATTACAGGAATAATATTGACAAGAGATGGTGGTAGTAATAATGAA
AGTACTAATGAGACCTTCAGACCTGGAGGAGGAGACATGAGAGACAATTGGAGAAGTGAACTATATAAATATA
AAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAATAGTTGGAGTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGTAGCCGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTACTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTA
TAGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KP718933 
TTCTATTGCAATACAACAAAACTGTTTAATAGCACTTGGACAACAAATACCACTGGGACAAACACCACTGCAA
ATGACACAGAGTATATAACACTCCAATGCAGAATAAAGCAAATTATAAATATGTGGCAAAGAGTAGGACGAGC
AATGTATGCCCCTCCCATCCAAGGAAGCATTGCATGTGCATCAAATATTACAGGACTAATATTGACATTTGAC
AATGGGAACATGTCTGAACAGAATTTTACCTTCAGACCGGGAGGAGGAGATATGAAGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTGGGAATAGCGCCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCTGTGGGAATGGGAGCGTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAAAGTAATT
TGCTGAGGGCTATAGAAGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>MN486016 
TTCTACTGTAATACAACACAACTGTTTAATGGGAGTAAGGCTATAGATTTAAATGACACAATCATACTCCAAT
GCAGAATAAAACAAATTATAAACCTGTGGCAGAGTGTAGGAAAAGCAATGTATGCCCCTCCCATCAAAGGACA
AATTAGCTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGCAATAATAGTACTAATGAGACC
TTCAGACCTGGAGGAGGAGACATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTG
AACCACTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGG
AGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAG
GCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATTGAGGCGCAACAACATC
TGTTGCAACTCACGGTCTGGGGCATC 
>MH746256 
TTCTACTGCAATACATCAGGACTGTTTAACAGTACATGGAGCAATACATCAGATAGTACAGAGACAAATGAGA
CAATAGTCACACTCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGAAGCATCAGCTGTTCATCAAATATTACAGGACTATTGGTGACAAGGGATGGTGGTAAT
AATGAGACCCTCAGTAATGAGACCTTCAGACCAGGAGGAGGAGATATGAGAGATAATTGGAGAAGTGAATTAT
ACAAATATAAAGTAGTAAGAATTGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAAAG
AGAAAAAAGAGCAGTAGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCA
GTGTCAATGACACTGACGGTACAGGCCAGGCAGTTGTTGTCTGGTATAGTGCAGCAGCAGAACAATCTGCTGA
GGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AY371166 
TTCTATTGTAATACATCAGGACTGTTTAATGGCACCTGGAGTAATGCGACTGACACCCAGTGGATAAATGGCA
CAGAGGAAGACAATACCATTACAATACAATGCAGAATAAAGCAAATTGTACGCATGTGGCAGAGAGTAGGACA
AGCAATGTATGCCCCTCCCATTGCAGGAAACATTACATGTAGATCAAACATTACAGGACTAATATTGGTAAGG
GATGGTGGGAATAGTAGTACAAATGAGACCATCGAGACCATCAGACCTGAAGGAGGAAATATGAAAAACAATT
GGAGAAGTGAATTATACAGGTATAAAGTAGTAAAAATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAG
AAGAGTGGTGGGGAGAGAAAAAAGAGGAGTTGGAATAGGAGCTGTTCTCTTTGGGTTCTTAGGAGCAGCAGGA
AGCACTATGGGCGCGGCGTCGATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGC
AAAGCAATTTGCTGAGAGCTATAGAGGCGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>MH705159 
TTTTATTGTAATACATCAGGACTGTTCAATAGCAGTTGGAATAGCACTGGGGACACAATCAATAGCAGTTGGA
GTAGCACTGGGGACACAAATGACACAATCATTCTCCCATGTAGAATAAGACAAATTGTGAGAATGTGGCAGAG
AGTAGGACAAGCAATATATGCCCCTCCCATCGCAGGAAACATCACATGCAACTCAAGTATTACAGGATTACTA
TTGACACGTGATGGGGGGGACAGCACGAACAGCACTAACGAGACCTTCAGGCCCACAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAGTTATATAAATATAAAGTAGTGAAGATTGAGCCACTAGGAGTAGCACCCACCAGGGC
AAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGCATAGTGC
AACAGCAAAGTAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGAAGCTCACTGTCTGGGGCATT 
>GQ365652 
TTCTATTGCAATACATCAGGACTGTTTACAGAAAACATTACTACAAAAGCAAACCAAAGCATCACACTCCCAT
GCAGAATAAAACAAATCATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCAATTCCGGGACA
AATAACATGTATATCAAATATCACAGGATTACTACTGACACGGGATGGAGGCACAAATAACACGAATAGCCCA
GAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAG
AAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCGATAACGCTGACG
GTACAGGCCAGACAATTATTGTTTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 



>GQ365650 
TTCTACTGCAATTCAACACAACTGTTTAATAGTACTTGGAATGTTACTACAAATGACACTGCAGGAAATGGAA
ATGACACAACAATCACACTCCCATGCAGAATAAAACAAGTTATAAACATGTGGCAAGAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGAGTAATAAAATGTAGATCAAATATCACAGGAGTATTACTGACACGGGATGGA
GGCAATAACAATGACACAGAGACATTCAGGCCTTCAGGCGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCCAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAGCAATTTGCTGA
GAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>JN692478 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGGAGTTTAATAGTACTTGGAAGAGTCCTACAGAGT
CAAACAATACTGAAGGAAATGACACAATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAAAATAACATGTAGATCAAATATTACAGGGATACTA
CTGATACGGGATGGAGGCACGAATAACGGCACGAATAACACAGAGACATTCAGGCCAGGAGGAGGAGACATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KC596068 
TTCTATTGCAACACATCAAAGCTGTTTAATAGTACTTGGAATAGTAGCACTTGGAATAGTACTGACAATGAAG
GCAATTCCACTATTACACTCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGGAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGTGGACATATTATCTGTTTATCAAATATTACAGGGTTGCTATTAGCAAGAGATGGT
GGAAATGAAACAAGAAACAACGAAACCTTCAGACCTATAGGAGGAGATATGAAGGACAACTGGAGGAGTGAAT
TATATAGATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCTCCAAGGCAAAGAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCACTGACGCTGACGGTACAAGCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGC
TGAGGGCTATTGATGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KJ849795 
CTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGTTTGGGAATGGGAGTATGGGGCCAGATAATGAGA
CTAAAGAAAATGACACTATCACACTTCCATGCAGAATAAAACAATTTATAAACATGTGGCAAGAAGTAGGAAA
AGCAATGTATGCTCCTCCCATCAGAGGACAAATTAGCTGTTCATCAAATATTACAGGGCTACTAATAACAAGA
GATGGTGGTAACAACACCACCGATAAGGAGATCTTCAGACCGGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACAAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
ATAATCTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427778 
TTCTATTGCAATACATCAGGTCTGTTTAATAGTACATACAATAGTGCATACAATAGTACTGGAACAGAAAATG
ATACCATCACGATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGC
CCCTCCCATTAAAGGAATGATAACATGTAGATCAAATATCACAGGAATACTACTGACACGTGATGGAGGAAAT
AATGATACAGAGACATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAATGAATTATATAAATATA
AAGTGGTAGAAATTAAACCATTAGGATTAGCACCCACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAAGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KT427760 
TTCTACTGTAACACAACAAGGCTGTTTAATGGTACTGAGTTTAATAGCACTAACTGGCATAATGACACTACAA
CATCAAATGACACAATCACAATCCCATGCAGAATAAAACAAATTATAAACAGATGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCAGCGGAAACATTAGTTGTTCATCAAATATTACAGGGCTAATATTAACAAGAGAT
GGTGGCAATGAGAACGAAAACAGGTCCAAGAATGGCTCCGAGATATTCAGACCTGTAGGGGGAGACATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAGTAGGAATAGCACCCACCAAGGC
AAAGAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGCTCTTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGC
AACAGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MG571985 
TTCTACTGTAATACAACACCACTGTTTAACAGTACTTGGGTTTGGAATGAGACTATGGAGACTTGGCTTTGGA
ATGAGACTACAGAAAATGGGACTGCAGAAAATGACACTATCACACTTCCATGTAGAATAAAACAATTTATAAA
CATGTGGCAAGAAGTAGGAAAAGCAATGTATGCTCCTCCCATCAGTGGACAAATTAGCTGTTCATCAAATATT
ACAGGGCTACTATTGACAAGAGATGGTGGTATCAACACCACCAATAATGATACGGAGATCTTCAGACCGGGAG



GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAGAATTGAACCATTAGGAGT
AGCACCCACAAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAAT
TGTTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACT
CACAGTCTGGGGCATC 
>HM100716 
TTCTACTGTAATTCAACACAACTGTTTAATAGTACTTGGAATGATACTACTTGGAATGTTACTACAGGGTCAA
ATGACACTGAAGGAAATGACACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAAGT
AGGAAAAGCAATGTATGCCCCTCCCATTAAAGGAATAATAACATGTAGATCAAATATCACAGGATTACTACTG
ACACGGGATGGAGGCACGAATAACACAGAGACGAATAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATGACGCTGACGGTACAGGCCAGACTATTATTGTCTGGCATAG
TGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
C 
>AP005206 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACATGCCTAATGGTACAGAAGGTA
ATTCAAACTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGACCAGAGTCAAATGTTACAGAGACATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTAGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898976 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACATACAATGGTACAGAAGGTAATTCAA
ATTCAACCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCTATTGCAGGAAACATAACATGCAGATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGA
AACGTGACAAATAATACAGATACAGAGATATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTGGAGCAAAAAGGAGAGTGGT
GGAAAGAGAAAAAAGAGCAGTATTAGGAGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898977 
TTCTATTGTAATACATCACAACTGTTTAATAGTACATACCTGTCTAATGGTACAAGAAATGGTACAAGAAGTA
ATTCAAGCGAACCCATCACAATCCAATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAACATCACAGGACTACTGTTGGTACGTGAT
GGAGGAAATACAACAGAGTTAAATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCCTTAGGAATAGCACCCACTGCAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KC899006 
TTCTATTGTAATACATCAAAACTGTTTAATGGTACATACAGTAACATCACACTTAATGGTACAGACATTAATG
GTACAGACAAGGAGATCACACTCCCATGCAGAATAAAGCAAATTGTAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAGGTCAATTATCACAGGACTATTATTGGTCCGTGAT
GGAGGAGTGACAAATGGGACAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCCATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC898978 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAACAGCACACTTAATGGTACACACGAGGGTAACA
GTACCATCATCAGACTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGAAGGAAACATAACATGTGGGTCAAACATCACAGGACTATTATTGGTACGTGATGGAGGA
AATGAGACAGAAGAGATATTCAGACCTGGAGGAGGGGATATGGGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTACAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCCGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCCA
TAGAGGCGCAACAACATATGTTGCAACTCACGGTCTGGGGCATT 



>EU363841 
TTCTATTGTGATACATCAGGCCTGTTTAATGGTACGTACAATGGTACAGACATGCTTAATGGTACCATCACAA
TCCCATGCAGAATAAAGCAATTTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGAACGTGATGGGGGTCTGTTAGAGAATACT
ACTGAGATATTCAGACCTGGAGGAGGAGATATGAGAAACAATTGGAGAAATGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT
GGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>EU363838 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGGGTAATGGTACATACATGGGTAATGGTACAT
ACATGAATACAAACTCAACCATCACGATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCCATTGCAGGGAACATAACATGTAAATCAAACATCACAGGACTACTCTTGGTA
CGTGATGGAGGAAAACCAGAGAATAATACAGAGAATAAGATAGAGATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGC
AGCAAAAAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCAT
T 
>HQ700003 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACAATGGTACATACATGTCTAATGGTACACAAGGTA
ATTCAAGCTCAATCATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGAT
GGAGGAACAAATGATACAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGTATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGCAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAGCTCACGGTCTGGGGCATT 
>KF835521 
TTCTACTGTAATACATCAAAGTTGTTTAATAATACTTGGAATGCTACTACAGGAAATCTCACTTGGATTAATG
ATACTACAGAACCTATCACGCTCCAGTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAGAGC
AATGTATGCCCCTCCCATCGCAGGACAAATTAGGTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGAT
GGTGGTAGTAATGTGACCGACAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAACAGCAGGA
AGCACGATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AGAGAAATTTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>KF835525 
TTCTATTGTGATACATCAGGCCTGTTTAATAGTACATACCTGCCTAATGGTACATGCATAAAAGGTACATGCA
GTTTTAACAGCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTA
TGCCCCTCCCATTGCAGGAATAATAACATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGA
ATACAAAATAAGACAGGGAATGACACAGAGAATGACACAGAGATATTCAGACCGCAAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATCAAGCCATTGGGAGTAGCACCCACTGCAGC
AAAAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATC 
>KF835526 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGAATGGTACATACATGTCTAATGATACAAAAA
GTAATTCAAGCTCAATCATCACAATCCCATGCAGAATAAAACAGATTATAAATATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTGTTGGTACGG
GATGGAGGAAACATAAACAGTAGTGATACAGAGATATTCAGACCGGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATCAAGCCATTGGGAATAGCACCCACGGAGTCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KF835540 
TTCTATTGTAATACATCGCGCCTGTTTGATGGTACATACATGAATGATACAAACACAACCACAATCCCATGCA
GAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACAT
AACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAATAAGACAAATACACCAGAGAAT
ACAACAGAGACATTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAAG



TGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF835544 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATATATGTCCAGTGGTACATACATATTTAATGGTACAG
ACATGGTTAATGATACACAAGATAATTCAAGTTCAGTCATCACAATCCCATGCAGAATAAAGCAAATTATAAA
CATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACATAACATGTAAATCAATTATC
ACAGGACTACTATTGGAACGTGATGGAGGAAACCCAGAACCAAATGATACAGAGTCAAGAAATAGTACAGAAA
TATTTAGACCTGCAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAAT
TAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGCAGTGGGAATA
GGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTAC
AAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAGGCGCAACAGCA
TCTGTTGCAACTCACGGTCTGGGGCATT 
>KC899007 
TTCTATTGTAATACAACAAACCTGTTTAATAGTACATTCTGGTTTAATGGTACAGATAATTCAAGCACCACCA
CCATCCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGGGGTAGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAGATCAAATATCACAGGAATACTATTGGTACGTGATGGAGGAAATAATACAGAG
AAAAAGACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGAAATCTGCTGAGGGCTA
TTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>EU363834 
TTCTATTGTAATACATCACGCCTGTTTAATGGTACATACAATGATACTACAACAGACAATGGTACAATCACAA
TCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCCCTCCCATTGA
AGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGTAGACACAAATAGA
ACAAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AGGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAAGGAGAGAGAGA
AAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGG
CTATAGAGGCGCAACAGCACCTGTTGCAACTCACGGTCTGGGGCATT 
>HM215401 
TTCTATTGTAATACATCAGGACTGTTTAATGGTACATACAACATGACTAATGGTACATCAGATAATTCAACCA
TCATAATCCCATGTAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTATTACTGGTACGTGATGGAGGAAATGAGGAC
AAAAATAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAAAGAAAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>HM215404 
TTCTATTGTAATACAACAGACCTGTTTAATAGTATCTGGGGTAATGGTACAGAAAGTAATCCAAACAACAACA
ACACCATCCCATGTAGGATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGCAACAGATGAA
GCAAAACAGGGTAATAAAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCCATAACGCTGACGGTACAAGCTAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAGAAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>HM215414 
TTCTATTGTAATACAACAGACCTGTTTAATAGTACATACTGGTCTAATGGTACATACATAACACAAAGTAATT
CCTCAAGCATCAACATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
GATATATGCCCCTCCCATTGCAGGACAAATAACATGTATATCAAATATCACAGGACTACTATTGTTACGAGAT
GGAGGAAAGGAAGCAAACGGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAGTAGCACCCACTAAAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAAAGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>HM215425 



TTCTATTGTAATACATCAAAACTGTTTAATAGTACATGGCTTAATGGTACATACATGTCTAATGGTACTAATG
ATACAATTAGTAATTCAAGCTTAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGA
GGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGAACAAATGAGACAAAGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCAATAGGAGTAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACCATGGGCGCAGCGGCAACGACGCTGACGGTACAGGCCAGACAATTGCTATCTGGTATAGTGCAAC
AGCAAAGAAGTTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>GU362013 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATATATGCCTAATGGTACAACAAGTAATTCAAGCTCAG
TCATTACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAGGGTAGGACGAGCCATGTATGCCCC
TCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGGGATGGAGGACCAACA
AATGAGAGTACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGATAGAAATTAAGCCATTGGGAATAGCACCTACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGTGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTA
TAGAGGCGCAGCAGCATCTGTTGCAACTCACGGTCTGGGGCATC 
>KC898984 
TTCTATTGTAATACAACACGCCTGTTTAATGGTGCATACAACAACACAGACTTAAACATTACAATCCCATGCA
GAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGAAGGAAACAT
AACATGTAGATCAAACATCACAGGGCTACTGTTGGTACGGGATGGAGGAAATAATAGGACAAATGAGACATTC
AGACCTGGAGGAGGAGACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAGGC
CATTGGGACTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGGAATGGGAGC
TGTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCC
AGGAAATTGTTGACTGGCATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGT
TGCAACTCACGGTCTGGGGCATT 
>KC898986 
TTCTATTGTAATACTTCAGGCCTGTTTAATGGTACATATAATAGTACATATAATGGTACATACACAAACAATA
ATTCAACAAGCGAGAATATCACACTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACG
AGCAATGTATGCCCCCCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGT
GATGGAGGAGAGGATAATGCTATTACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAACTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGATCTTCGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KC898987 
TTCTATTGTAATACATCAGACCTGTTTAATAGTACATACAATGGTACAAAAAGTAATTCAAGCTCAGGTAATG
AAAACGCAACCATCACAATTCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCTCTCCCATTGCAGGAAATATAACATGTACATCAAATATCACAGGACTACTATTGACGCGTGATGGA
GGACAGACAACGGGGAAAAATGAGACAAAAAATAAGACAGATGATACAGAGATATTCAGACCTGGAGGAGGAA
ATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACC
CACTAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGTGCAGCCGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTG
GTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTG
GGGCATT 
>KC898989 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACATGGCTAATGGTACACAAAGTAATGTAAGTAATG
TAGGCTCAAACATCACAATCCCATGCAGGATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGGCTACTATTGGTACGTGATGGA
GGAAATGTTACTAACACAAATGATACAGAGGCAAATAAGACAGAGATATTCAGACCTGGAGGAGGAAATATGA
AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTCC
AGCAAAAAGGAGAGTAGTGGAGAGACAAAAAAGAGCAGTAGTGGGACTAGGAGCCGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGG
CATT 
>KC898993 
TTCTATTGTAATACATCAAACCTGTTTAATAGTACATACATGGTTAATGGTACATACATGTTTAATGGTACAG
ATAAGAGTTCAAACTCAACCATCACAATCACAATCCCATGCAGAATAAAGCAATTTATAAACACGTGGCAGGA
GGTAGGACGAGCAATATATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTA
TTGGTACGTGATGGAGGAATACAGGGAACAAAAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGA



AGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAATAGCACCCACTGC
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTACTCCTTGGGTTCTTAGGA
GCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAGCGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
T 
>KC899003 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGTATGTTAATGGTACTTTGATTTGGAATGTTAGTA
GTACTAAGAATGATAGCAATAATATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGT
AGGACGAGCGATGTATGCCCCTCCCATTGCAGGACTCATAACATGTAAATCAAATATCACAGGACTACTGTTG
GTACGTGATGGAGGAAATACAAATAGTACAGAGAATAATACAGAAATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAGTTAAGCCATTGGGAGTAGCACCCACTAA
AGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTAGGAGCTGTGTTCTTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATGGCGCTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 
>KC899015 
TTCTATTGTAATACATCAGGCTTGTTTAATGGTACATATATGCATAATGGTACATATATGCATAATGGTACAG
GAAGTAATTCAAGCTCAACCATCACAATTACATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGG
ACGAGCAATGTATGCCCCTCCAATTGAAGGAAACATAACATGTAAATCAAAGATCACAGGACTACTATTGTTA
CGTGATGGAGGAGAAGGGAAAGAGGTGCCAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTGGAAATTAAGCCATTGGGACTAGCACCCACTGCAGC
AAAAAGGAAAGTGGTGAAGAGAGAAAAAAGAGCAGTACTGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGC
GCTGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAGCAGCATATGCTGCAACTCACAGTCTGGGGCAT
T 
>KC807942 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATTCATGTTTAATGGTACAG
AAAGTAATTCAAGCATCATCACAAATTCAAGCATCATAATAATCCCATGCAGAATAAAGCAAATTATAAATAT
GTGGCAGAAAGTAGGAAGAGCAATGTATGCCCCTCCCATTAGAGGAAACATAACATGCAGATCAAATATCACA
GGACTACTATTGGCACGTGATGGAGGGCAAAATAATAGTACTAATACAGAGATATTCAGACCTGGAGGAGGAG
ATATGAGGGATAATTGGAGAAGTGAATTATATAAATATAAGGTAGTAGAAATTAAGCCATTGGGAATAGCACC
CACTTCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCATTGACGCTGACGGTACAGGCCAGACAATTGCTGTCTG
GTATAGTGCAACAGCAAAGTAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTG
GGGCATT 
>KC807969 
TTCTATTGTAATACTTCAAACCTGTTTAATAGTACATACCTGCCTAATGGTACATACATAACATACCTGCCTA
ATGGTACAGACATCACAATCCCATGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGA
GGATCAGGGAACGGGACAAATGATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTACAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTAGGGATAGGAGCTGTGTTCCTTGGGTTCTTGGGATTAGCAGGAAGCACT
ATGGGCGCGGCGTCAGTGACGCTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KC807943 
TTCTATTGTAATACATCAGGTCTGTTTAATAGTACATATATGCCTAATGGTACATACATACACATGTTTAATG
GTACATACATAAATGGTACATACATAAATGTTACAAACAGTAATTCAAGTAAAGTCATCACAATCCCATGCAG
AATAAAGCAATTTATAAATATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGGAAACATA
ATATGTAAATCAAATATCACAGGGCTACTATTGGTACGTGATGGAGGAAAAAATGTTACAGAGACAAATGATA
CAGAGACATTCAGACCTATAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGT
AGAAATTAAGCCATTGGGAGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGGAATA
GGAGCTGTGTTCCTTGGGTTCTTGGGAGTAGCAGGAAGCACTATGGGCGCGGCGTCAATGACGCTGACGGTAC
AGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAGCA
TCTGTTGCAACTCACGGTCTGGGGCATA 
>KF250397 
TTCTATTGTAATACATCTGGCCTGTTTAATGGTACATACAATGGTACAAGAAGTAATTCAAGCTCAGACATCA
CAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAGGTAGGACGCGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGAATACTGTTGGTAAGAGATGGAGGAACAAATGATACA
AAAGAGACATTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGG
TAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGT



GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF011493 
TTCTATTGTAATACATCAAGCCTGTTTGATGGTACATACAGGCCTAATAGTACAGAAAGTAATTCAAGCTCAA
TCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCC
CATTGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGAGTCA
AATGGTACAGGAGGGTCAAATGATACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCGGCGTCAATAACGCTGACGGCACAGGCCAGACAAGTGTTGTCTGGTATAGTGCAACAGCAAAGCA
ATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF250406 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTATATATATGCCTAATGGTACATATAATGATACAGAAGACA
GTGAAAAAGAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAAGAAGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAATCATAACATGTAAATCAAATATCACAGGACTACTATTGGAACGTGAT
GCAAATTCAACTATCACAGTAGGTGGTGCAAATTCAGAGGTATTCAGACCTGTAGGAGGAAATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTGAAGCAAA
AAGGAGAGTGGTGGAGAGAGGAAAAAGAGCAGTAGGACTAGGAGCTATGTTCCTTGGGATCTTGGGAGCAGCA
GGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KF250409 
TTCTATTGTAATACATCAGGCCTGTTTAATGGCACATACATGGCTAATGGTACAGACAGCAATAATAGTACAA
ACAGCAGCTCAGTCATCACACTCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGAAGGTAGGACGAGC
CATGTATGCCCCTCCCATTTCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTACTAGTCCGGGAT
GGAGGAACAGAAGGTAATACAACTAATACAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTGACAATAGGAGCTGTGTTCCTTGGGTTCTTGGGCGCAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAA
GCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KF250410 
TTCTATTGCAATACATCAGACCTGTTTAATGATATACACAATAATACAGAAAGTAATGAAACCATCACAATCC
CATGCAGAATAAAGCAAATTATAAATATGTGGCAGGGGGTAGGACGAGCAATGTATGCCCCTCCCATTGCAGG
ACTAATAAGATGTAAATCAAATATCACAGGACTACTATTAGTACGTGATGGAGGACCTGAGGCAAATGAAACA
GAGATATTCAGACCTGGAGGAGGAGATATGAAAAACAATTGGAGAAGTGAATTGTATAAATATAAGGTGGTAG
AAATTAAGCCATTGGGAATAGCACCCACGGCAGCAAAAAGGAGAGTAGTGGAGAGAGAAAAAAGAGCAGTAGT
GGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTG
ACGGTACAAGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGC
AACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU886698 
TTCTATTGTAATACATCAGGCCTGTTTAATAGTACATACATGTCTAATGGTACATACATGTTTAATAATACAA
ACATGACTAATGATACAAATAATGATACATATGATAATTCAAGCATCACAATCCCATGCAGAATAAAGCAAAT
TATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACGTGTAGATCA
AATATCACAGGACTACTATTGGTACGTGATGGAGGAATAGCAAGTAATATAACAGAGATAAGTAATACAACAG
AGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGA
AATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTAGTG
GGAATAGGAGCTATGTTCCTTGGGGTCTTGTCGGCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGA
CGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCGCA
ACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>AY967804 
TTTTACTGTAATACATCACAACTGTTTAACAGTACTTGGAATGAGACTAGTACTTGGAATAATAATACAGGAG
ATAGGAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATAATGAGAACACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCATGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGCTGA
GGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY967803 



TTCTATTGTAATACATCAAGACTGTTTAATAGTACATACATATCTACATACATACCTAATGGTACAGAAAGTA
ATTCAAATTCAATCACAATCCCGTGCAGAATAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAGTATCACAGGACTACTATTGGAACGTGATGGA
GGAAAAACAGAGCCAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGAACAATTGGCGAAGTG
AATTATATAAATATAAGGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCGATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>AY967805 
TTCTATTGTAATACATCGCGCCTGTTTAATGGTGTATACATGTCTAATGATACACAAGGTAATTCAAACTCAA
GCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTGGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAGATATCACAGGACTACTGTTGGTACGTGATGGAGGAACAGAG
CCAAATAATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATCAAGCCCTTGGGAGTAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGGAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGGGAAATTTGCTGAGGGCTA
TTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AF268277 
TTCTATTGTAATACATCAATCCTGTTTAATGGTACATACATGCCTAATGGTACAGAAGGTAATTCAAGCTCAA
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAGGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAAAAGAG
ACAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTGGTAGAAATTAAGCCATTGGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGTACAGTCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU000511 
TTCTACTGTAATACATCAAAACTGTTTAATGGCACCTGGAATGAGACTAGTACTCGGAATAATGCTACAGAAA
ATGGAACTATCACGCTTCCTTGCAGAATAAGACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAGCAATGTA
TGCCCCTCCCATTGAAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGCGGT
ACCAATGGGAACAACACCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCATTAACGCTGACGGTACAGGCCAGACAATTGATGACTGGTATAGTGCAACAGCAGAGCAATTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 
>FJ515879 
TTCTATTGTAATACATCAGGCCTGTTTAATGCATCAGACCCACTTAATGATACAAGCAGTAATGCAACCATCA
CACTCCCATGCCGCATAAAGCAATTTATAAACCTGTGGCAGGAGGTAGGAAGAGCAATGTATGCCCCTCCCGT
TGCAGGAAACATAACATGTATATCAAATATCACAGGGCTACTGTTGGTACGTGATGGAGGAAATGTGACAAAT
AATACAGAGATATTTAGACCTGGAGGAGGAAACATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TGGTAGAAATCAAGCCACTGGGAGTAGCACCAACTGCAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTAGGAGCTATGTTCCTTGGGGTCTTGGGAATAGCAGGAAGCACTATGGGCGCGGCATCAATGACG
CTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAGCAGCAAAGCAATTTGCTGAGGGCTATAGAGG
CGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATC 
>HM598635 
TTCTATTGTAATACAACAGGCCTGTTTAATGGTACATACATGCCTAATGGTACAAAAAGTAATTCAAGCTCAG
TCATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCC
TCCCATTGAAGGAAACATAACATGTAAATCAAATATCACAGGACTATTATTGGTACGTGATGGAGGAAAAGGG
CAAAATGATACAGAGACATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGGAGAGAGAAAA
AAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCA
ATAACGCTGACGGCACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTA
TAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>EU000516 
TTCTACTGTGATACATCACGACTGTTTAATAGTACTTGGAATGTTACTGGTGCTTGGAAAGGTACTACAGGAA
ATGACACTATCATACTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGAAAAACAATGTA
TGCCCCTCCCATCGAAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGT
AATATTAAGGAGACCAACACCACCGAGATCTTCAGACCTACAGGAGGAAATATGAAGGACAATTGGAGAAGTG
AATTATACAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAAAGAGAAAAAAGAGCAGTGGGAGTGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT



ATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGAA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCAAATGTTGCGACTCACAGTCTGGGGCATC 
>DQ404010 
TTTTATTGCGATACATCAGAACTGTTTAATAGTACATACATGTCTAATGGTACAGAAGGTAATATAAGCCCAA
GTACAATCATCATGCTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGGGTGGGACGAGCAATGTA
TGCCCCTCCCATTAAAGGAAGTATAACATGTAGATCAAATATTACAGGGTTACTATTGACACGTGATGGAGGG
CTAAATAGGAGCACAGAGGAGCCAGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTGGTAGAAATTAAGCCATTAGGAGTAGCACCCACTACAGCAAAAAGGAGAGTGGT
GGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATT
TGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KU820852 
TTCTATTGTGATACATCAGGCCTGTTTAATGGTACATACGCGTCTAATGGTACAATACTTGTTGATCCAGGTG
CAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCCATGTATGC
CCCTCCTATTGCAGGAAACATAACATGTGTATCCAATATCACAGGACTACTATTGGAACGTGAGGGAGGAATA
AATAGGCCAGATAATACAGAGACATTCAGACCTATAGGAGGAGATATGAGGAACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTAAGCCATTGGGAATAGCACCCACTAAAGCAAAAAGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAGCGCTGACGGCACAGGCCAGAAAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGA
GGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KU820851 
TTCTATTGTAATACATCAGGGTTGTTTAAAGGTAATGGTACATACATGTCTAATAGTACAAGCAGTAATTCAA
GCTTAGACAAAAACATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATTACAGGACTACTATTGGTACGTGAT
GGAGGTGAAGACCCAAATGATCCAGAGTCAAATACTACAGAGATATTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTGTATAAATATAAAGTGGTAGAAATCAAGCCATTAGGAATAGCACCCACTGAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCGGCGTCAATAGCGCTGACGGCACAGGCCAGACAACTGTTGTCTGGAATAGTGC
AACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>AB097869 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACAATGATACAAAAAGTAATTCAAACTCAACCATCA
CAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAAATCAAATATCACAGGATTACTGTTGGTACGTGATGGAGGAATAGAGTCAAAT
GGTACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAG
TAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCACCAGCAGAGAAATCTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN235957 
TTCTATTGCGATACATCAAGACTGTTTAATAGAACATACAATACATCAAGCCTGAATAGTACATACCATGGTG
GTACATACAATAATGAAACCATCACAATCCCATGCAGAATAAAACAAATCATAAACATGTGGCAGGGGGTAGG
ACAAGCAATGTATGCCCCTCCCATTAAAGGAAAAATAACATGTAAATCAAACATCACAGGATTACTACTGACA
CGGGATGGAGGAAAGAATATGAATGAAACAGAGATATTCAGGCCTGAAGGAGGAGATATGAGGAACAATTGGA
GAAGTGAGTTATATAAATATAAAGTGGTAGAAATTAAACCATTAGGAATAGCACCCACTAAGGCAAAAAGGAG
AGTGGTGGAGAGAGAAAAAAGAGCAGCGTTAGGAGCTATGTTCCTTGGGTTCCTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCATCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCA
ATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>HM623558 
TTCTATTGCAATACATCACAACTATTTAATGGAACATATAATGGTACCTGGAATGGTCCTTGGAATAATAATG
AAAGCGATACAATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAAT
GTATGCCCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATTACAGGGCTGCTATTAACAAGAGATGGT
GGTAAGAATGAGACTAACAATGGGACTGAGATCTTCAGACCTGGAGGGGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTGGTACAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAACTGTTGTCTGGTATAGTGCAACAGCAAA
ACAATTTGCTGAAGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF725902 
TTCTATTGCAATACATCAAACCTGTTTAATAGTACATATAATAGTACATATAATAGTACAGATGTGTCTAATA
GTACAGACAATACAACCATCACACTTAACTGCAAAATAAAACAAATTATAAGAATGTGGCAGGGGGTAGGACA
AGCAATGTATGCCCCTCCCATTAAAGGAAACATAACATGTAAATCAAATATTACAGGATTATTATTAACACGA



GATGGAGGTGAGGGTAAAAATAAAGATAATACGAGTGAGACATTCAGACCGGGAGGAGGAAATATGAAGGACA
ATTGGAGAAGTGAATTATATAAATATAAGGTGGTAGAAATTAAACCACTAGGAGTAGCACCCACTACGGCAAG
AAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTAGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTATCTGGTATAGTGCAAC
AGCAAAACAATTTGCTGAGAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>DQ383754 
TTCTACTGTAACTCAACAAAACTATTTAATAGTACTTGGTATGCTAATAATACTTGGAAAGGTACTAATGAGA
CAAATAGCACAATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATTAAAGGAGTAATAAGATGTAAGTCAAATATCACAGGAATACTACTGACACGCGATGGAGGAAAC
AATAACAACACAAATGACACTGAGATATTCAGGCCTGCAGGAGGAGACATGAGGGACAATTGGAGAAATGAAT
TATATAAATATAAAGTAGTACAAATTGAACCATTAGGAGTAGCACCCACCCATGCAAAAAGAAGAGTGGTGCA
GAGAGAAAAAAGAGCAGTGGGATTTGGAGCTTTGTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAGCTATTGTCTGGTATAGTGCAACAGCAAAGCAACTTGC
TGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427793 
TTCTACTGTAATACAACATGGCTGTTTAATGATACTTGGCTGTCTAATAATACTCTGAACATTTCCACAATCA
CAACAATCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCC
CATCGAAGGGTCAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACTAGAGATGGTGGTAATAACACG
AACGGGAACGAGACCTTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGTTATATAAATATA
AAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAG
AGCAGTGGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MH234642 
TTCTACTGTAATTCAACAAAACTGTTTAATAGTACTTGGAATGGGAATGAATACTGTGAAGGGTTAAATAACA
CTGAAGGAAATGACATACTCACACTCCCATGCAGAATAAAGCAAGTTATAAACATGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGA
GATGGTGGTAATAACACGGAAGGGACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAATA
ATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>DQ383750 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATATTAATAGTACTTGGAATAATACTGACACTG
AAGGAAATTCCACTGAACCTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCGAAGGACAAATTAGCTGTTCATCAAATATTACAGGACTGCTATTAACA
AGAGATGGGAGTAGCAACAACAGTGAGTCAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAGATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATGGGAGCCATGTTCCTTGGGTTCTTGTCAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGC
AAAACAATTTGCTGAGGGCTATTGATGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>KY658687 
TTCTACTGCGATACATCAAGGCTGTTTAATGAAACAATATTCAACAATACAGAAGGCAATATTACTCTCCCAT
GTAAAATAAAACAGATTATAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCGTTGCAGGACA
CCTTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAGTAATGAAACTGAAAAT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAGTTGAACCACTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGCGGTGCAGAGAGAAAAAAGAGCAATAGG
AATGGGAGCTTTGTTCCTTGGGTTCCTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACG
GCACAGGCCAGGCAATTGCTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAAC
AGCACCTGTTGCAACTCACAGTCTGGGGCATC 
>AF408632 
TTCTACTGCAATACATCAAGTCTGTTTAATAACACAGGAACCAATGACACTATTACTCTCCCATGTAGAATAA
AACAGATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAGCATTACCTG
TAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTACAAATAATAATATTACTGAGATCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAAAAAAACGAGCAGTGGGAATAGGAGCTTT
GCTCGTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>AY037277 



TTCTACTGTAATACAACAAAATTGTTTAATAGTGCTTGGAATGATACTAATCTGGTTAATAGTACTTGGAATG
GTACTAATATTTGGAATAATACTAGTGAAAATGACACAATCACTCTCCCATGCAGAATAAAACAAATTATAAA
CATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGATTAATTAAATGTTCATCAAATATT
ACAGGGCTGATATTGACAAGAGATGGGGGTAACAGTAACAGCTCGAACGAGACCGAGACCTTCAGACCTGGAG
GAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAACCATTAGGAAT
AGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATGGTAGGAGCTATGTTC
CTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTAACGCTGACGGTACAGGCCAGACAGT
TACTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACT
CACAGTCTGGGGCATC 
>DQ085875 
TTCTATTGTAATACAACAAAGCTGTTTAATAGTACTTGGACTAAGAATAGTACTAGGAGGAGGAATGATGCTA
CAGAGTTAAATGAAGCTATCACACTCCCATGCAGAATAAAACAAATTATAAACAAGTGGCAGGAAGAAGGAAA
AGCAACGTATGCCCCTCCCATCAAAGGACAAATTAGATGTTCATCATATATCACAGGGGTGATATTAACAAGA
GATGGTGGTGGTAACAATGACACAAACAACACCACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCGAGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACGCTAGGAGCCATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAAGGCTATCGAGGCGCAACAATATATGTTGCAACTCACAGTCTGGGGCATC 
>DQ358799 
TTCTATTGTAATACAACACAGCTGTTTAATTGGACTGAAGAGTCAAATAACACTGAAGGAAATCTTAATATTA
CACTCCCATGCAGAATAAAACAAATTGTAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCAT
TAGAGGACAGATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGTAACAGCACAAAC
GGGTCCGAGACTTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTGTATAAATATAAAG
TAGTAAGAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGC
AGTGGGAACACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATG
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTGTTG
AGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JN692448 
TTCTACTGTGATACATCTAAACTGTTTAATAGTACTTGGAAGACTGAGAATGGTACTGTCACTAGGAATGATA
ATAGTACTGGGAATGATACAGACATCATCATACTCCCATGCAAAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCAGTGGATTAATTAGATGTTCATCAAATATCACAGGGCTGCTA
TTAACAAGAGATGGTGGTGATGACAAGAACAGTAGAAATGAGACCTTCAGACCTGCAGGAGGAGATATGAGGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCACGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGACATTTGGAGCTATGTTCCTTGGGTTCTTGGGAGCA
GCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGC
AACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EF637055 
TTCTACTGTAACACAACACAACTATTTAATAGTACTTGGAATGAGACTGAGTCAAATAACACTGAGTCAAATA
ACACTGAAGGAAATAACAACATTACACTCCCATGCAGAATAAAACAAATTATAAACTTGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATTAGTGGACAAATTAGATGTTCATCAAACATTACAGGGCTGTTATTAACA
AGAGATGGTGGTACAGTTAACACCACTGGGAGAGAGAACAACAATGAGACCTTCAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTACAAATTGAGCCACTAGGAGTAGCACCCAC
CAGGGCAAGGAGAAGAGTGGTGCAAAGAGAAAAAAGAGATTTGGGACTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTA
TAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGG
CATC 
>JF804805 
TTCTACTGTAACACAACAGAACTGTTTAACAGTACTTGGAATAATAATACTAAAGTGTCAACTAACTCTGTAG
AAAATGACACAATCAAACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGCAAT
GTATGCCCCTCCCATCAGCGGACAAATTAGCTGTTCATCAAATATTACAGGGCTGATACTAACAAGAGATGGT
GGTGGTAATAGAACGGGAAACGAGAGAAAAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGA
GAAGTGAATTGTATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGGTAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>JF804813 
TTCTACTGTAATACAACACAGCTATTTAATAGTACTTGGCAAAGGAATGAGACCAATAGTATCTGGAATCCGG
ATACTTGGAACGATACTGATGCTAATATCACACTCACATGCAGAATAAAACAGATTATAAACAGATGGCAGGA
AGTAGGGAAAGCAATGTATGCCCCTCCCATTAGTGGACTAATTAGATGTGTATCAAATATTACAGGGCTGATA
TTAACAAGAGATGGTGGGAACACCTCTGTCTCTAATGACAATGAAACCTTCAGACCTATAGGAGGAGATATGA



GGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTACAAATTGAGCCATTAGGAGTAGCACCCACCGC
GGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACATTAGGAGCTTTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAAGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAAAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGG
CATC 
>MH938677 
TTCTACTGTGATACAACACAGCTGTTTAATAGTACTTGGGATTTCAATAGTACTTGGCATCTCAATAGTACCA
ATACAGTGTTAAAGGAAAACATCACACTCCCATGCAGAATAAAACAGATTATAAACAGATGGCAGGAAGTAGG
AAAAGCAATGTATGCTCCTCCCATCAAAGGATCAATTAACTGTACATCAAATATTACAGGGCTGTTGTTAACA
AGAGATGGGGGTAACACCAGCACTTCCGGGAACGAGTCTGAGACCTTCAGACCTGGAGGAGGAAATATGAAGG
ACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAGCCACTAGGAATAGCACCCTCCAGGGC
AAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGGGGACTAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGAGCCATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCAT
C 
>KJ849793 
TTCTACTGCAATACATCAGGACTGTTCAATGACACAGAAGTGTCTAAAAATGGCACCATCACTCTCCCATGTA
GAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACAT
TACCTGTAACTCAAATATTACAGGCCTACTATTGACAAGGGATGGTGGTGGAACTAATGAGACTAATGGGACT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATGAATTATATAAATATAAAGTAATAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCACAAAGACGAGTGGTGCAGAAAGAAAAAAGAGGACTAGG
ACTTGTTCTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAG
GCCAGACAGCTACTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAACATA
TGTTGCAACTCACAGTCTGGGGCATT 
>KJ849802 
TTTTACTGTAATACAACTAAACTGTTTAATAGTATTTGGCATAATAATGGGACTAGTATTTGGCTTAATAATG
GGACGGAGAATAATAGCACTGAGGACCCGAACATCACACTCCCATGCAGAATAAAACAAATTATAAACCTGTG
GCAGAAAGTAGGAAAAGCAATGTATGCCCCTCCTATCAGCGGAGCAATTAACTGCTCGTCAAATATTACAGGG
CTAATATTAACAAGAGATGGTGGTGACGGGAACAGCGCCAATAGCACCACCGAGATCTTTAGACCTGGAGGAG
GAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGC
ACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGAATGGGAGCTCTTCTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTGACGGTACAGGCCAGACAATTACTGT
CTGGTATAGTGCAGCAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATTTGTTGCAACTCACAGT
CTGGGGCATC 
>KT427668 
TTCTACTGTAATACAACAAAGCTGTTTAATAGTACTTGGAATGAAACACAGCTGAACAATACTGGGGGTGAGA
GTGATACTACAAATGGTACTATCATACTCCCATGCAGAATAAAGCAAATTATAAACAGGTGGCAAGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAAAGGAGAAATTAGATGTGAATCAAATATTACAGGGCTGCTATTAACA
AGGGATGGTGGTAACAGTAACGGGTCGTCCCCCGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATAAATCCATTAGGAGTAGCACCCACCACGGCAAAAAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACATTCGGAGCCATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACGAGTATTGTCTGGTATAGTGCAACAGC
AAAGCAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>KT427746 
TTCTACTGTAATACAACACAGTTGTTTAATAGTACTTGGCAGGTTAATGATCCTGGAAATATAACACAGCAGT
CCAATAGTACTGGAAATGATACTATCACACTCCCATGCAAAATAAAACAAATTGTAAACCGGTGGCAGGAAGT
AGGAAAAGCAATATATGCCCCTCCCATCAGAGGACTAGTTAACTGTTTATCAAATATTACAGGGCTGCTATTA
ACAAGGGATGGTGGTGGTAACAACGAGACCGAAACCTTCAGACCTGGAGGGGGAAATATGAAGGACAATTGGA
GAAATGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGACG
AGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCGGTGACGCTGACGGTACAGGCTAGACTATTATTGTCTGGTATAGTGCAACAGC
AGAACAATATGCTGAGGGCTATTGAGGCGCAACAGCACATGTTGCAACTCACAGTCTGGGGCATC 
>KT427789 
TTCTATTGCAATACATCAAAACTGTTTAATGGAACAGAAAACAATAACACTACAGAAAACAATGAAACCATCA
CCCTCCCATGTAAAATAAAACAAGTGATAAACATGTGGCAGGAAGTAGGAAGAGCAATGTATGCCAATCCCAT
TGCAGGAAACATTATCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTACGAATAATACT
GAAATCTTTAGACCTGCGGGAGGAAATATGAAAGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAGAAGAGCAGTGGG
AATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACG



GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAAC
AGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427782 
TTCTACTGCAATACATCAGGTCTGTTTAATAACTCAGTCAATGGCAATACCACTGACCCTATCACTCTCCCAT
GTCGAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAA
CATTACCTGTAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAATAATAATACTATAGAG
ACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAATAAAAA
TTGAGCCACTAGGAATAGCACCCTCCAGGGCAAAAAGACAAGTGGTGAGGAGAGAAAAAAGAGCAGCCCTGGG
ACTAGGAGCCTTGTTCATTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAGAATAATCTGCTGAGGGCTATTGAAGCGCAAC
AGCACATGTTGCAGCTCACAGTCTGGGGCATT 
>KT427652 
TTCTACTGCAATACATCAAAGCTATTTAATGACACAGAATTTGGGAATGGCACTATCATTCTCCCATGTAAAA
TAAAACAAATTATAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGACACATTAC
CTGTAACTCAACTATTACAGGTCTGCTACTGACAAGAGATGGTGGTGGTAGTGGTAATAATACTACTAATACT
GAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAG
AAATTGAACCACTAGGGATAGCACCCACCAAGGCAAGAAGATTGGTGGTGCAGAGAGAAAAAAGAACAGTGGG
AATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACG
GTACAAGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGCACAATCTGCTGAGGGCTATTGAGGCGCAAC
AACATATGTTGCAACTCACCGTCTGGGGCATT 
>KT427828 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAATACCACACAGCTAGAGAGAAATGATACCACAC
AGCTGAATAATACCATCAAACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACTAATTAGATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAATGAGAATGAGACCAACAATTCTGAGATCTTCAGACCTAGTGGAGGAAATATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAGTTGAGCCATTAGGAGTAGCACCCACCAAGGCAAGGCGAAG
AGTGGTGCAAAGAGAAAAAAGAGGAATAACATTAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
ACAATCTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATA 
>KT427823 
TTCTACTGTAATACAACACAACTGTTTAATTTTTCTTGGCATAAAGGGTTAAGTAACACTGATAACACTGGAA
GAAATGATACAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGAAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAAAGGACTAATTAGATGCTCATCAAATATTACAGGGCTAATGTTAACAAGAGAT
GGTGGTATGGATAACACCACCAATGACACCGAGATCTTTAGGCCTGGAGGAGGAAATATGAAGGACAATTGGA
GAAGTGAATTATATAAATATAAAATAGTAAAAATTGAGCCATTAGGAATAGCACCCACCGAGGCAAGGAGAAG
AGTGGTGCAAAGAGAAAAAAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GTAATCTGCTGAGGGCCATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>KT427820 
TTCTACTGTAATACATCACAGCTGTTTAATAGTACTTGGTGGTGGAATAATGATACTGGGAATACGGACAATA
ATAATGGGAGTGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATTAGAGGACAGATTAACTGTTCATCAACTATTACAGGGCTGCTATTAACAAGC
GATGGTGGTAACAGTAGCAGCGAGAACAACGAGACTTTCAGACCTGGAGGAGGAGACATGAGGGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGGGTAGCTCCCACCGAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAAGAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGGCTATTATTGTCTGGTATAGTGCAACAGC
AGAATAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KT427809 
TTCTACTGCAATACATCAGACCTGTTTAATAATAACACAAAATCCAATGGAACTATCACGCTTCTATGCAGAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTGGGACGAGCAATGTATGCCGCTCCCGTTGCAGGAAACATTAC
TTGTAACTCAAATATTACAGGGCTGCTATTGACAAGAGATGGTGGTAATAACAATAACACTAATGACACTACT
GAGATCTTCAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGG
AACACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCATTGACGCTG
ACGGTACAGGCCAAACAGTTATTGTCTGGTATAGTGCAACAGCAGAATAATTTGCTGAGGGCTATTGAGGCGC
AACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849810 
TTCTACTGTGACACAACACAGCTGTTTAATAGTACTTGGAATTTTACTAAAACAGATAATAGCTCTGGGAGTG
GTAATATCACACTCCCATGTAGAATAAAACAAATCATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCCAAGGACTAATTAAATGTACATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAC



GAATCCCAAAACGAAAGCGAGACCTTCAGACCTGGAGGGGGAAATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAGTTGAGCCAATAGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAG
AGAAAAAAGAGCGGTAACGCTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCGGCAGTGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>KJ849816 
TTCTACTGCAATACATCAAAACTGTTTAATGGAACAGTAGGAAATAACACAGCTACTATCACTCTCCCATGTC
GAATAAAACAAATTATAAACATGTGGCAGGAAGTGGGGCGAGCAATGTATGCCGCTCCCATTGCAGGAAACAT
TACCTGTACCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAGTACTAATACTAGTAAGGGGACT
GAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAGCCACTAGGAATAGCACCCACCAGGGCAAGAAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGG
ACTAGGAGCTTTGTTCATTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACG
GCACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAGCAATCTGCTGAGGGCCATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX181924 
TTCTACTGTAATACATCAGGACTGTTTAATGACACAGGACCATCTAATGACACAAGATCCAATGACACAGAAG
TCATCACTCTCCCATGTCGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGGGCAATGTATGCCGC
TCCCATTGCGGGAAACATTACCTGTAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAATAAT
AATGAGACTAATAAGACTGAGATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAGAAATTGAACCACTGGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAG
AGAAAAAAGAGCAGTGGGAATGGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCA
GCATCAGTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGA
GGGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MK041577 
TTCTATTGTAATACAACAAGACTATTTACTGGTACTTGGAATAATGGTACCTGGGATAATGATACCTGGAATG
AAAATAAAACTGGGAAAATTATCATACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCGTCAAATATTACAGGGATACTATTAACA
AGAGATGGTGGTGACAAGAACGGGAGCAAACCCGAGATCTTTAGACCTGGAGGAGGAAATATGAAGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAG
ACAAGTGGTGAGGAGAGAAAAAAGGGCAGTGGGAATAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGC
AGAGCAATTTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>MG572011 
TTCTACTGCAATACATCACAACTGTTTAATAACACAGAATCCAATAAAACTATCACTCTCCCATGTCGAATAA
AACAAATAGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCAATCCCATTGCAGGAAACATTAGCTG
TAGCTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTAACACTAATGATACTGAGGGTAATAGGACT
GAAATCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGG
ACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAAC
AGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MK041574 
TTCTACTGTAACTCAACAAAATTATTTAATAGTACTTGGACTAAGAATAATACTGGATGGTCAAATAGCATTG
AAGGCAATGAAACAACAATTGTACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGCAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGAGGAGTAATTAGATGTTCATCAAATATTACAGGGTTGATATTAACAAGA
GATGGTGGTAATGATAATAGCACCAACAAAACTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAAGCCAGACTGTTATTGTCTGGTATAGTGCAACAGC
AGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACCGTCTGGGGCATT 
>MK041585 
TTCTACTGTAACTCAACAGGATTATTTAATAGTACTTGGACTAGAAATAGTACAAATGATACTAACTGGTCAA
CTAACTGGTTAAATAGCACTGAAAGAAATAGAAATGAAACAATTATACTCCCATGCAGAATAAAACAAATCAT
AAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAAATGTTCATCAAAC
ATTACAGGGTTGATATTAATAAGAGATGGTGGTAAGGATAATAGCACCGCCAACTCAACCGAAATCTTCAGAC
CTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATT
AGGAATAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCATTGGGAATAGGAGCTGTG
TTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTAACGCTGACGGTACAGGCCAGAC
TGTTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCA
ACTCACAGTCTGGGGCATT 



>AY455781 
TTCTACTGCAATACATCAGGACTGTTTAGCAACCCAGAATCCAATGACACTATCATTCTCCCATGTAAAATAA
AACAAATGGTAAATATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAAAATTACCTG
TAACTCAACTATTACAGGTCTACTATTGACAAGAGATGGTGGTGGTGAGAATAATAAGACTGAGATCTTCAGA
CCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTTT
GTTCCTTGGGTTCTTGGGACCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAGCAGCAGGATAATTTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGC
AGCTCACAGTCTGGGGCATT 
>AY455779 
TTCTACTGCAATACATCAGGACTGTTTAATAACACAGTATCCAATAATGGTACTATCACTCTCCCATGTCGAA
TAAAACAAATTGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGCCGCTCCCATTGCAGGAAACATTAT
ATGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTACTAATAACACTGGTAATAATGAGACC
TTCAGACCTGGGGGAGGAAACATGAAAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTG
AACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGCAGAGAGAAAAAAGAGATTTGGGAATGGG
AGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTTTGGGCGCGGCGTCAATAACGCTGACGGTACAG
GCCAGACAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATTGAAGCGCAACAGCATC
TGTTGCAGCTCACAGTCTGGGGCATT 
>AY455783 
TTCTACTGCAATACATCAAAACTGTTTAATAATACAGACTTCACAGAATTCAAGGATGGCACTATCATCCTCC
CATGTCGAATAAGACAAATTGTAAATATGTGGCAGGGAGTAGGACAAGCAATGTATGCCCCTCCCGTTGCAGG
AAACATTGCCTGTAACTCAACTATTACAGGTCTAATATTGACAAGAGATGGTGGTAATAGTAGTAATAGTAGT
ACTGAGACCTTCAGACCTGGGGGAGGAGATATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAGAAATTGAACCACTAGGAATAGCACCCACCAAGGCAAAAAGACAAGTGGTGAAGAGAGAAAAAAGAGCAGT
AGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGTTTTATGGGCGCGGCGGCACTAACG
CTGACGGTACAGACCAGACAATTATTGTCTGGGATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AY771588 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAATGATACTGAAGGAAATCTCAATAAAGGAAATG
ACACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAGTTGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGATGGT
AAAAACACAAGCGAAACCTTCAGACCTGGGGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAAATTGAACCATTAGGAATAGCACCCACCCAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCAGTAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACTATTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATC 
>AY771589 
TTCTACTGTAATACAACACAGCTGTTTAATGGTACTTTGAATGCTGCTAATGGGACTGTTCGGAAGAGTACTC
CTGCGGCAGAGGCAACAGATGATAATATCACACTCCCATGCAGAATAAGACAAATTGTAAACAAGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCCTCCCATCCAAGGACAAATCAGAATCTTAGCGTATATTACAGGGATACTA
TTAACAAGAGATGGGGGTGAAGGAAACAACACGAACGACACGGCCGAAACCTTTAGACCTGGAGGAGGAGATA
TGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCAC
CAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCGGTGGGAACGCTAGGAGCTATGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGACTATTATTGTCTG
GTATAGTGCAACAGCAGAGCAACCTGCTGAGGGCTATTGAAGCGCAACAGCATATGTTGCAACTCACAGTCTG
GGGCATC 
>DQ085867 
TTCTACTGTAATACAACACAGCTGTTTAATAGTACTTGGAGGGTTAATAATAATACTGGGAATGGTACTAATA
GTACTTGGAGGGTTAATAATAATACTGGGAATGGTACTAATGGTACTATTATACTCCCATGCAGAATAAAACA
AATTATAAACAGATGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAGAGGACAGATTAAATGTTCA
TCAAATATTACAGGGCTGCTATTAATAAGAGATGGTGGTACAAACAAAACCGATAACAAGTCCGATACCTTCA
GACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATACAAAGTAGTAAAAATTGAGCC
ATTGGGAGTGGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAGCAATAGGA
GCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGG
CCAGACAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCT
GTTGCAACTCACAGTCTGGGGCATC 
>DQ085868 
TTCTACTGTAAGACAACACAGCTGTTTAATAGTACTTGGGTGTTTAATGCTACTAGTAAAACTTGGGGGCGGA
ATAATACTGAAAATGGTACTGAAATTATTGAACTCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
AGTAGGAAAAGCAATGTATGCCCTTCCCACAGAAGAAAAACTTAACTGTTCATCAAATATTACAGGGCTGATA



TTAACAAGAGATGGTGGTAACAACAATACCGGTCCAGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAGGGCAAA
GAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAATGGCGCTGACGGTACAGACCAGACAATTAATGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAGAGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>AY771591 
TTCTACTGTAAGACATCAGGACTGTTTAATAGTACTTGGACTAAGGATAATGGTACTTGGATTTGGAATGATA
CCACTGGGAAGTCAAGTGAAGAAAATATCACACTCTCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGA
GGTAGGAAAAGCAATGTATGCCCCTCCCATTGGCGGACAAATTAGATGTTCATCAAACATTACAGGGATACTA
TTAACAAGAGATGGTGGTAATAACAGGGCTGATAACGAGACCGAGACCTTCAGACCTGGAGGAGGAGACATGA
GGGACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAA
GGCAAAGAGAAGAGTGGTGCAAAGAGAAAAAAGAGCAGTGGGAATGCTGGGAGCTATGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGGCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTA
TAGTGCAACAGCAGAGCAATCTGCTGAGGGCTATTGAGGCGCAGCAGCATCTGTTGCGACTCACAGTCTGGGG
CATC 
>GQ372989 
TTCTACTGCAATACATCAGACCTGTTTAATGACACAGTATCCAATGGCACTATTACCAATGAAACTATTATTC
TCCCATGTAGAATAAGACAAATGGTAAACATGTGGCAAGAGGTGGGACGAGCAATGTATGCCAATCCCGTTGC
AGGAAGTATTACCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGGACTAACCAGAATGAG
ACTGAGAATAGGACTGAGACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATA
AGTATAAAGTAGTAGAAATTGAACCACTAGGAATAGCACCCACCAGGGCAAAAAGACAAGTGGTGCAGAGAGA
AAAAAGAGGAGTGGGAATGGGAGCTTTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAGCAATCTGCTGAGGG
CTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JX140660 
TTCTACTGCAATACATCAAAGCTGTTTAATGACTCCAGTGGCACTTCCAATGGCACTATCACTCTCCCATGTA
AAATTAAACAAATTGTAAATATGTGGCAGCAAGCAGGACGAGCAATGTATGCTAATCCAATTGCAGGAACCAT
TACCTGTAGATCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGAATTAATAATAATGTGACTGAAATC
TTCAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTG
AACCACTAGGAATAGCACCCACAAAGGCAAAAAGACGAGTGGTGCAGAGAGACAAAAGAGCAGTGGGATTTGG
AGCTGTGTTCCTTGGGTTCTTGGGGGCAGCAGGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAG
GCCAGGCAATTATTGTCTGGTATAGTGCAACAGCAGAACAATTTGCTGAAAGCTATTGATGCGCAACAACATC
TGTTGCAACTCACAGTCTGGGGCATT 
>KT276259 
TTCTACTGTGATACAACACAACTGTTTAATAGTACTTGGGCTACTAGTCGTTGGAATGCTACTACTAAAGAAA
ACATCATACTCCAATGCAGAATAAAACAAATTATAAATATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCC
TCCCATCGAAGGACTAATTAGATGTTCATCAAATATCACAGGGCTGATACTAACAAGAGATGGTGGTGACACC
AATAATAACACTGAGATCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAAACTTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAGAGAGAAAA
AAGAGCATTGGGAATGGGAGCTCTGTTCTTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAGCTAATGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAGGGCTG
TTGAGGCGCAACAACATTTGTTGCAACTCACAGTCTGGGGCATT 
>KT276269 
TTTTACTGTAATACATCAAAACTGTTTAATGAAATAGAATTCAATAAAACACAGAATGACGCTACTATCATAC
TCCCATGTAGAATAAAACAAATTATAAACCTGTGGCAGGAAGTAGGAAAAGCAATGTATGCCCCTCCCATCAA
AGGACCAATTAGCTGTTCATCAAATATTACAGGGTTACTATTAACAAGAGATGGTGGTAGCAATAGCAACAAC
ACAGAGATCTTCAGACCTACAGGAGGAAATATGAGGGACAATTGGAGAAATGAATTATATAAATATAAAGTAG
TAAAAATTGAACCATTAGGAATAGCACCCACCACGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGT
AACATTGGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTG
ACGGTACAGGCCAGGCTATTATTAACTGGTATAGTGCAACAGCAGAACAATCTGCTGAGAGCTATTGAGGCGC
AACAGCACCTGTTGCAACTCACAGTCTGGGGCATT 
>GU595151 
TTCTACTGTAATACAACAAAATTGTTTAACAGTACTTGGAAGAAGAATAATAACACTTGGACTAATACCACTG
CTGTGACGACTGGGAATGAAGTAAATGATACTATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTG
GCAGGAAGTAGGGAAAGCAATGTATGCCCCTCCCATCAGAGGAGAAATTAGATGTTTATCAAATATTACAGGG
CTAATATTAACAAGAGATGGTAGCTCGTCCAACGTGACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAGG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAGTAGCACCCACCAAGGC
AAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGTAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCGTCAGTGACGCTGACGGTACAGGCCAGGCAATTATTGTCTGGTATAGTGCAAC
AGCAGAACAATTTGCTGAAAGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATC 



>AB480299 
TTCTACTGCAATACATCAAGATTGTTTAATGACACAGAATTTTTCAATGACACAGATTCCAATAGCACTGACC
CTATCACTCTCCCATGTCGAATAAGACAAATTATAAACATGTGGCAGGAAGTAGGAAAAGCAATGTATGCCGC
TCCCATTGCAGGAAGCATTACCTGTAACTCAACTATTACAGGCTTACTATTGACAAGAGATGGTGGTAATAAT
GCTAATAAGACTGAAAATCGGACTGAAACCTTCAGACCTGGGGGAGGAAATATGAAAGACAATTGGAGAAATG
AATTATATAAATATAAAGTAGTAGAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGACAAGTGGT
GAAGAGAGAAAAAAGAGCAGTGGGAATGCTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACA
ATCTGCTGAGGGCTATTGAAGCGCAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>JN251900 
TTCTACTGCAATACATCAAGACTGTTTAATGAAACAGAATTCGAAAACAATACTATTACTCTCCCATGTAAGA
TAAAACAGATTATAAATATGTGGCAGGAAGTGGGACGAGCAATGTATGCCAATCCCATTGCAGGAAGCATTAC
CTGTAACTCAAACATTACAGGTTTACTATTGACAAGAGATGGTGGTAATAATACTATTGGTACTGAGACCTTC
AGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTGAAC
CACTAGGAGTAGCACCCACCAGGGCAAAAAGACGAGTGGTGCAGAGAGAAAAAAGAGCAGTAACACTAGGAGC
TATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCC
AGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGATGGCTATTGAAGCGCAACAACATCTGT
TGCAGCTCACAGTCTGGGGCATT 
>HQ236588 
TTCTACTGCGATACATCAGAGCTGTTTAATGACACAAAAGTTAATCTGTTTAATGACACAAGAAATAATGAAA
CTACTATCACTATCCTATGTAAAATAAAACAAATGGTAAACATGTGGCAGGAAGTAGGACGAGCAATGTATGC
TGCTCCCATTGCAGGAAACATTGTCTGTAACTCAAATATTACAGGTCTACTATTGACAAGAGATGGTGGTCGG
AATGCTACTACTGAGATTTTCAGACCTGGGGGAGGAAATATGAAAGACAACTGGAGAAGTGAATTATATAAAT
ATAAAGTAGTAAGAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAAAGACAAGTGGTGAAGAGAGAAAA
AAGAGATCTAGGAATGGGAGCTTTGTTCCTTGGGTTCTTGAGTGCAGCAGGAAGCACTATGGGCGCAGCGTCA
ATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATCTGCTGAGGGCTA
TTGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>MF373205 
TTCTACTGTAATACATCAGGATTATTTAATGACACAGAGGGCAATAATGGAACTATCACTATTCCATGTAGAA
TAAAACAAATTATAAACATGTGGCAAGGAATAGGACAAGCAATGTATACCGCTCCAATTGCAGGAAGTATTTC
CTGTAGTTCAAATATTACAGGCCTACTATTGACAAGAGATGGTGGTGACAGTGGCAATACTGAGACCGTTAGA
CCTGGAGGAGAAAATATGAAAGACAATTGGAGAAGTGAGCTATATAAATATAAAGTAGTAGAAATTGAACCAC
TAGGAGTAGCACCCACCAGGGCAAGACGGCCAGTGGTGAGAAGAGAAAAAAGAGCAGTGACACTAGGAGCTAT
GTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGA
CAATTATTGTCTGGAATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATTGAAGCGCAACAGCATCTGTTGC
AGCTCACAGTCTGGGGCATT 
>AY536236 
TTCTACTGTAATACAGCACAACTGTTTAATAGTACTTGGAAGCGGGATAATAATAACACTTGGAATAGGAATG
GGAGTGATACTAATGGTACTATCACACTCCCATGCAGAATAAGACAAATTATAAACAGGTGGCAGGAAGTAGG
AAAAGCAATGTATGCCCCTCCCATCAGAGGACAAATTAGATGTTCATCAAATATTACAGGCCTGCTATTAACA
AGAGATGGTGGGTCCAAGAACGAGTCCGAGCCCGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATT
GGAGAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCCACCAAGGCAAAGAG
AAGAGTGGTGCAGAGAGAAAAAAGAGCAATAGGACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAGTGACGTTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>EU885760 
TTCTATTGTGATACACCAAAGCTGTTTAATAGTAGTCTGTTTAATAGTGATAACTGGACTAATAGTGGTGATG
ACACTATCACAATTCCATGTAGAATAAAACAAATTGTGAGAATGTGGCAGAGAGTAGGACAAGCAATGTATGC
CCCTCCCATCAGAGGACAAATTAAATGTTCATCAAATATTACAGGGCTGCTATTAACAAGAGATGGTGGTAAT
AACACCACCGAGATCTTCAGACCTGAAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATA
AAGTAGTAAAACTTGAACCATTAGGAATAGCACCCACCAGGGCAAAGAGAAGAGTGGTGCAGAGAGACAAAAG
AGCAGTGGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTG
ACGTTGACGGTACAGGCCAGACTACTATTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGAGGGCTATTG
AGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATT 
>MF614614 
TTCTATTGTAATACATCAATTCTGTTTAATGAAACTACTCTGTCTAATAATAATACTAACGAGAGTAGCATTA
TTACACTTCCATGTAGGATAAAACAAATTGTGAGACTGTGGCAGAAAGTGGGACAAGCAATGTATGCCCCTCC
CATCGAGGGGAGCATTACATGTAGGTCAAACATTACAGGACTATTATTAGAAAGAGATGGTGGAAATAAAACT
AATAAAAATGAGACTTTCAGACCTACAGGAGGAGACATGAGAAATAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTAAGAATTAAACCACTAGGAATAGCACCTACCAAGGCAAAGAGAAGAGTGGTGGGAAGAGGAAAAAG



AGCAGCACTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCACTAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGCTGAAGGCTATAGAGG
CGCAGCAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>AF457085 
TTCTATTGCAATACATCGCAGCTGTTTAATGGGACATATAACGATAACAGTACAACAAGTGCTAATGAAACAG
GAAATAAGACTATCACACTCCAATGCAAAATAAAACAAATAATAAGGCAGTGGCAGGGGATAGGACAGGCAAT
GTATGCCCCTCCCATTAAAGGAATAATAACATGTAAATCAAATATCACAGGAATACTATTGACACGGGATGGA
GGAAGTACAACGGGGGCAAATAACAATGAAACGGGGGCAAATAACACTGAAACGTTCAGACCTGGAGGAGGAG
ATATGAGGGACAATTGGAGAAGTGAACTATATAAATATAAGGTGGTAGAAATTAAACCATTAGGAATAGCACC
CACTGGAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGG
GTATAGTGCAACAGCAAAGTAATTTGCTGAGAGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTG
GGGCATT 
>DQ208491 
TTCTATTGTAACACATCAAACCTGTTTAATAGCACTTGGGGGAATGGGAATGGCACTGACAACATGCAGGGGT
CAAATAGCACAAATATAACTCTCCAATGCAGAATAAAGCAAATTATAAACATGTGGCAGGGAGTAGGAAAAGC
AATATATGCCCCTCCCATTGCAGGACTAATCAACTGTTCATCAAATATTACAGGACTATTGTTGGTAAGAGAT
GGTGGTGCAAATGTTAGTAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAAT
TATACAAATATAAAGTAGTAAAAATTGAACCAATAGGTCTAGCACCCACCACGGCAAAGAGAAGAGTGGTGGA
AAGAGAAAAAAGAGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGC
GCAGCGTCGCTGACGCTGACGGTACAGGCCAGACTGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACAGTCTGGGGCATT 
>KY112292 
TTCTATTGCAATACATCAAGCCTGTTTACATACAACTGTACAAATAATAATGGTACACACAACTGTACAACAG
GAAATAGAACAGAAAATGAAACCATCACACTCCAATGTAGAATAAAACAAATTATAAACATGTGGCAGGGGGT
AGGAAAAGCAATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTG
ACACGTGATGGAGGAAAGGAACAGAATAACGCAACTGATGACACAGAAACATTCAGACCTGGAGGAGGAAATA
TGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAGAAATTAAACCATTAGGAATAGCACCCAC
TAAGGCAAGAAGGAGAGTGGTGGAGAGAGAGAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTG
GGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGAA
TAGTGCAACAGCAAAGCAATTTGCTGAGGGCAATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGG
CATT 
>KU341727 
TTCTATTGTAATACATCAGGCCTGTTTAATGGTACATACATGCCTACATACATGCCTAATGGTACAGAAAGTA
ATTCAAACTCAACTATCACAATCCCATGCAGAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTGCAGGAAACATAACATGTACATCAAATATCACAGGACTACTATTGGTACATGAT
GGAGGAATAAAGGAAAATGATACAGAGAATAAGACAGAGATATTTAGACCTGGAGGAGGAGATATGAGGGACA
ATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTGCAGCAAA
AAGAAGAGTGGTGGAAAGAGAAAAAAGAGCAATAGGACTAGGAGCTCTGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACGATGGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KF716473 
TTCTATTGTAATACATCAAAACTGTTTAATAGTACATACTGGAATGATACATACTGGAATGATACATACTCTA
ATACTTCTCTGTCTAATACTACAATTACACTCCAATGCAGAATAAAACAAATTGTAAACCTATGGCAGGAGGT
AGGACGAGCAATGTATGCTCCTCCCATTGCAGGAAACATAACATGTAAATCAAATATCACAGGTCTACTGCTG
ACACGTGATGGAGGGGATGAAGGGAATAAGACAGAAACAGAAACATTCAGGCCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCACCAAGGC
AAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGCAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCA
GGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCAGGCATAGTGCAAC
AGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MF373143 
TTCTATTGCAATACATCAGGACTGTTTAATAGTACATACATGTCTAATGGTACAAAAAATGGTACAGAAAGTA
ATTCATCATCATTCACACTCCCATGCAGAATAAAACAAATTGTAAACATGTGCCAAGGGCTAGGACGAGCAAT
GTATGCTCCTCCCATTGCAGGAAAAATAACATGTAACTCAAGTATCACAGGATTACTATTGACGCGTGATGGA
GGAGATGACAAAAACGCAACCGCAAACAAAAATGAGACAACCGAGATATTCAGACCTGGAGGAGGAGATATGA
GGGACAATTGGAGAAGTGAATTATACAAATATAAAGTAGTAGAAATTAAGCCATTAGGAATAGCACCCACTGA
GGCAAAAAGGAGAGTGGTGAAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGA
GCAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAG
TGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCAT
T 



>HQ698001 
TTCTATTGCAATACATCAACTCTGTTTAATAGTACATACAAGCCTAACGATACAGATATAGAAAGTACTAGCG
AAACAAACTCCACCATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGAGGTAGGACGAGC
AATGTATGCCCCTCCCATTAAAGGAAATATAACATGTAGATCAAATATTACAGGACTCCTGTTGACACGTGAT
GGAGGATCAAAGCCAAATAGCACCACAGAAATATTCAGGCCTGGAGGAGGAAATATGAAGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAGAAATTAAACCAGTAGGAATAGCACCCACTAAGGCAAAAAGGAGAGT
GGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGGAGCACT
ATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCGGGTATAGTGCAACAACAAAGCA
ATTTGTTGAGGGCTATAGATGCACAACAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>KX907371 
TTCTACTGCAATACAACAAACCTGTTTAATTGGACATTCAATAGTATATCAAATAATATAAATACAAGTACAA
ATGAGATCACAATCCAATGCAGAATAAAACAAATTATAAACAGGTGGCAGGGAGTAGGAAAAGCAATGTATGC
CCCTCCCATTGCAGGATCAATCAACTGTTTATCAAACATTACAGGACTATTGTTAACAAGAGATGGTGGTAAT
ACTAGTGAGGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTGAATTATACAAATATA
AAGTAGTCAGACTTGAACCACTAGGTCTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAAAGAGAAAAAAG
AGCAATAGGACTGGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCGATG
ACGCTGACGGTACAGGCCAGACAGTTACTGTCTGGTATAGTGCAACAGCAAGACAATTTGCTGAGGGCTATAG
AGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KX907408 
TTCTACTGCAATACATCAGGACTGTTTGATAACTCACTGTTTAATAACTCCCTAGAGACAGCAAATAGTACAG
AGAGAGCAAATATCACACTCCCATGCAGAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGAAAAGCAAT
ATATGCCCCTCCCATGGCAGGACTAATCAGCTGTTCATCAAGTATTACAGGACTATTATTGACAAGAGATGGT
GGTGGTGATAGTAAAAGTAATACAAGTAATGATACAACTAGTAAAACTGAGACCTTCAGACCAGGAGGAGGAG
ATATGAGAGACAATTGGAGGAGTGAATTATACAGATATAAAGTAGTAAGAATTGAACCAATAGGTCTAGCACC
CACCACGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAGAGAGCAATAGGACTGGGAGCTTTGTTCCTTGGGTTC
TTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCGCTGACGCTGACGGTACAGGCCAGACAGCTACTGTCCG
GTATAGTGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTG
GGGCATT 
>HQ615978 
TTCTATTGCAATACATCAGAGCTATTTAAGGAACCAGAGAATTTAGCTAGGAATATCACACTCCCATGCAAAA
TAAAACAAATTATAAACATGTGGCAGAGGGTAGGACGAGCGATGTATGCCCCTCCCATTAGTGGGAACATAAC
ATGTAACTCAACTATCACAGGACTACTACTGACACGTGATGGAGGAATAAGTGGCACAAATAATGAAACGTTC
AGGCCTATAGGAGGAAATATGAAAGACAATTGGAGAAGTGAATTATATAAATACAAAGTGGTAGAAATTAAAC
CATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTACTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCATCAATAACGCTGACGGTACAGGCC
AGACAACTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAACATATGT
TGCAACTCACAGTCTGGGGCATT 
>AF361877 
TTCTATTGCAATACATCAGGACTGTTTAATGATACATCAAGACTGGCAAATGAGAGGCTAAGTCCAAACATCA
GACTCCCATGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCCTCCCAT
TGATGGAGTAATCCAATGTACCTCAAATATTACAGGATTATTGCTGACAAGAGATGGTGGTGCAAGTAATAGT
ACAGATGAGATCTTCAGACCTGGAGGAGGAAATATGAGAGATAATTGGAGAAGTGAATTATACAAATATAAAG
TAGTAAAAATTGAACCACTAGGTCTAGCACCCACTAAGGCAAAGAGAAGAGTGGTGGAAAGAGAAAAAAGAGC
AATAGGATTGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATGGGCGCAGCGTCACTGACG
CTGACGGTACAGGCCAGACAGTTAATGTCTGGTATAGTGCAGCAGCAAAACAATTTGCTGAGGGCTATAGAGG
CGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>KU749418 
TTCTATTGCGATACAACAATTCTCTTCAACAGAACAATGATAACAGACAACATCAACACACTCCCATGCAGGA
TAAAACAGATTATTAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCCTCTCCCATTGCAGGAAACATAAC
ATGCATCTCAAATATCACAGGACTACTATTGACACGTGATGGAGGGAAAACGAATAGTACCACAGAAACATTC
AGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAATATAAAGTGGTAGAGATTAAGC
CATTGGGAATAGCACCCACTGGGGCAAAGAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATAGGAGC
TGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGTGGCGTCAATGACGCTGACGGTACAGGCC
AGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGGCACAACAGCATATGT
TGCAACTCACAGTCTGGGGCATC 
>KT427818 
TTCTATTGCAATACAGCAAAACTGTTTAATGGTACATACACACCTAATAGTACTGGAACAGAAAATGCAAACA
TCACAAACATCACGATCCCATGCAGAATAAAACAAATTATAAATATGTGGCAGGGGGTAGGACAAGCAATGTA
TGCCCCTCCCATTAAAGGAATGATAACATGTAAATCAAATATCACAGGCCTATTACTGACACGAGATGGAGGA
ACTAATAACACAAATAACACAGAGATATTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAAT



TATATAAATATAAAGTGGTAGAAGTTAAACCATTAGGAATAGCACCCACTGCAGCAAAAAGGAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTGGGAATAGGAGCTGTGTTCCTTGGGTTCTTGGGAATAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGGATAGTGCAACAGCAAAGCAATTTGC
TGAAGGCTATAGAGGCGCAACAGCATATGTTGCAACTCACGGTCTGGGGCATT 
>MF381270 
TTCTACTGCAATACATCAGGATTGTTTAATAACTCAATGTTTAATGACTCAGCATCCAATAATGAAACTATCA
CTCTCCCATGTAAAATAAAACAAATTATAAACATGTGGCAGGGAGTAGGACAAGCAATGTATGCTCCTCCCAT
TGCAGGAAAAATTACCTGTAATTCAAACATTACAGGTCTAATATTGACCAGAGATGGTGGTAAGACTAAGAAC
ACTAGTGATACCTTTAGACCTGGGGGAGGAGATATGAGAGACAATTGGAGAAGTGAACTATATAAATATAAAG
TAGTAGAAATTGAGCCACTAGGAGTAGCACCCACCAAGGCAAAAAGACAAGTGGTGAGAAGAGAAAAAAGAGC
GGGATTAGGAGCTTTGTTCCTTGGGTTCTTGGGCGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGCATAGTGCAACAGCAGAGCAATCTGCTGAAAGCTATTGAAGCAC
AACAACATCTGTTGAAGCTCACAGTCTGGGGCATT 
>HM204593 
TTCTATTGCAATACATCAGGACTGTTTAATAATAATAGGACATACAATAGTACAGGAGAGAAGTCCACAAATA
TCACAATTCCATGCAGAATAAAACAAATTATAAACATGTGGCAAGAGGTAGGACGGGCAATGTATGCCCCCCC
CATTGCAGGATACATAACATGTAGATCAAATATCACAGGACTATTATTGACACGTGATGGAGGAAATGAAGGA
AGCACAGACAACACAACAGAGATATTCAGACCTGGAGGAGGAGACATGAAGGACAATTGGAGAAGTGAATTAT
ATAAATACAAAGTGGTAGAAATTAAACCATTGGGAATAGCACCCAATACGGCAAAACGGAGAGTGGTGGAGAG
AGAAAAAAGAGCAGTGGGACTAGGAGCTTTGTTCCTTGGATTCTTGGGAGCAGCAGGAAGCACTATGGGCGCG
GCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAACAATCTGCTGA
GAGCTATAGAGGCGCAACAACATATGTTGCAACTCACAGTCTGGGGCATT 
>HM036960 
TTCTATTGCAATACATCAAACATGTTTAATAGTAATAGTACATATCTTAATGATACAGAAAGTAATGCAACCA
TCACACTCCCATGCAAAATAAAACAAATTATAAACATGTGGCAGGCGGTAGGACGAGCAATATATGCCCCTCC
CATTGCAGGAACTATAACATGTAAATCAAATATTACAGGACTACTATTAACAAGAGATGGGGGGGACAACAAC
AAAACGGGAAAGGAGACTCTTAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAAT
ATAAGGTGGTGGAAATTAAGCCATTAGGAGTAGCACCCACTAAGGCAAAAAGAAGAGTGGTGGAAAGAGAAAA
AAGAGCAGTAGTTGGAATAGGAGCTGTCCTCCTTGGGTTCTTAGGAGCAGCGGGAAGCACTATGGGCGCGGCG
TCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGAG
CTATAGAAGCGCAGCAGCATCTGTTGCAGCTCACAGTCTGGGGCATT 
>HM068596 
TTCTATTGCAATACATCAAACTTGTTTAATACATCAAACCTGTTTAATGAGAGTGTTAATGGTAACATCACAC
TCCAATGCAGGATAAAACAAATTATAAACATGTGGCAGGGGGTAGGACGAGCAATGTATGCGCCTCCCATTGC
AGGAAAAATAACATGTAAATCAAATATCACAGGATTACTGTTGACACGTGATGGAGGCACTAACTCAACGAAC
GAGACATTCAGGCCTGGAGGGGGAGATATGAGGGACAATTGGAGAAGTGAATTATATAAATATAAAGTAGTAG
AAATTAAACCATTAGGAATAGCACCCACCAAGGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGG
AATAGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCGGCATCAATAACGCTGACG
GTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAGAGGCGCAAC
AGCATATGTTGCAACTCACGGTCTGGGGCATT 
>KP718916 
TTCTACTGCAATACATCAAGACTGTTTAATGGAACATGGGAGAGTAGTGCAGGAAGTACTAAAAATAGTACAG
GATCAAACGATACAACAACCATCCCATGTAGAATAAAACAAATTATAAACATGTGGCAGGGAGGAAAAGCAAT
GTATGCCCCTCCCATTGCAGGAAATATTAACTGTTCATCAAATATTACAGGGCTTATATTGACAAGAGATGGT
GGTAATAATAATAGTGCTTCTAATGAGACCTTCAGGCCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCACTAGGAGTAGCACCCACCAGGGCAAAAAGAAGAGTGGT
GGAAAGAGAAAAAAGAGCAATAGGATTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACGATG
GGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAATGCAACAGCAAAATAATT
TGCTGAGGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>FJ623495 
TTCTATTGTGATACATCAAAACTGTTTAATAGTAATGAGACTAATAGTACTAAGAATAATAGTACTAAGGAGA
TCACACTCCCATGTAAGATAAAACAAATTGTGAGAATGTGGCAGAAAGTAGGACAAGCAATGTATGCCCCTCC
TATTGAAGGAAGCATTAAATGTGAATCAAATATCACAGGATTATTATTAACAAGAGATGGTGGAAATAGTGAT
AGGAATGATACTAATAAGAGTGAAACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGCGAAT
TATATAAGTATAAAGTAGTAAAAATTAAGCCACTAGGAATAGCACCTACCAAGGCAAAAAGAAGAGTGGTGGA
GAGAGAAAAAAGAGCAGTTGGACTAGGAGCTGTCCTCTTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAACAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATT 
>EU683891 



TTCTACTGCAATACATCAAAACTGTTTAATAGCACATGGGCCAATAGTACATGGGACAATAGTAATATAACAA
ATATAACCATCCCATGTAGAATAAAACAAATCATAAACATGTGGCAGGGAGTAGGAAGAGCAATGTATGCCCC
TCCCATCGCAGGAGAAATTCGGTGTACATCAAACATTACAGGGCTACTACTGACAAGAGATGGTGGTAGTAAT
AATACTAATGAGACTGAGACCTTTAGACCTGGAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATA
AATATAAAGTAGTAAGAATTGAACCATTAGGAGTAGCACCTACCAGGGCAAAGAGAAGAGTGGTGGGAAGAGA
AAAAAGAGCAATAGGACTAGGAGCTTTGTTCCTTGGTTTCTTAGGAGCAGCAGGAAGCACGATGGGCGCAGCG
TCAGTGACGCTGACGGTACAGGCCAGAGAATTATTGTCTGGTATAGTGCAACAGCAAAATAATTTGCTGAGGG
CTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>KY392770 
TTCTACTGCAATACAGCAAATCTGTTTAATGAAACAGCCTTAAATAAAGCAGATAACATTACCATTCTCCCAT
GTAGAATAAAACAAATTGTAAACATGTGGCAAGAGGTGGGAAGAGCAATGTATGCCGCTCCCGTTGCAGGAAA
AATTACCTGTAATTCAAGTATTACAGGTCTAATATTGACAAGAGATGGTGGTGGTGAGGGAAATAGTAGTAGT
GCTAATGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGAAATGAGTTATACAAATATAAAG
TAGTAAAAATTGAACCATTAGGAATAGCACCCACCAGGGCAAAAAGAAGAGTGGTGCAGAGAGAAAAAAGAGC
AGTAGGAATAGGAGCCTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACG
CTGACGGTACAGGCCAGACAATTATTGTCTGGAATAGTGCAACAGCAGAACAATTTGCTGAGGGCTATTGAAG
CGCAACAGCATATGTTGCAGCTCACAGTCTGGGGCATT 
>AF076475 
TTCTACTGCAATACAACACGACTGTTTAATGACACATTAAACCACACCATCGACCAAAATATCACACTCCCAT
GTAAAATAAAACAGATTATAAACAGGTGGCAGGGAGTGGGCCAAGCAATGTATGCCCCTCCCATCGCAGGAAA
TATTACCTGTAGATCAAATATTACAGGAATGATATTGACAAGAGATGGTGGTAATAGTAATGATACTATAGAT
AATGAGACCTTCAGACCTGGAGGAGGAAACATGAAGGACAATTGGAGAAGTGAACTATATAAATATAAAGTAG
TAAAGATTGAACCACTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGGAGC
GGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTG
ACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCAAAGCGATTTGCTGAGAGCTATAGAAGCGC
AACAGCATTTGTTGCAGCTCACAGTCTGGGGCATT 
>GU329344 
TTCTATTGTAATACATCAAACTTGTTTAATAAGACAGAATGGAATAATACAGAATGGCATAATAGTAGTGAGA
GTACAAAAGATTCTGAGAAAACAAATAAGATCATCATACTCCCATGTAGAATAAGGCAAGTTGTAAGAATGTG
GCAGAGAATAGGACAAGCAATATATGCCCCTCCCATTGCAGGAAACATTACATGCACATCAAACATTACAGGA
TTACTATTGACACGGGATGGGGGAAGTGGAAATAAGGCAAATGATACAGAGATCTTCAGACCTATAGGAGGAG
ATATGAAAGACAATTGGAGAAGTGAGTTATATAAATATAAAGTGGTAAAGATTGAGCCAATAGGAATAGCACC
TACCAAGGCAAAAAGAAGAGTGGTGGGGAGAGAAAAAAGAGCAGTGGGAATAATGGGAGCTGTGTTCCTTGGG
TTCTTGGGAACAGCAGGAAGCACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCCGACAATTGTTGT
CTGGCATAGTGCAACAGCAACACAATTTGCTGAAGGCTATAGAGGCGCAACAGCATCTGTTGAAGCTCACTGT
TTGGGGCATT 
>KX389638 
TTCTATTGTGATACATCAAAACTGTTTAATACATCAGCAGGGGGTAATAGCACACTCCAGGGTAATATCACAC
TCCCATGTAGGATAAAACAAATTGTGAGAATGTGGCAAAAGGTGGGACAAGCAATGTATGCCCCTCCCATCGA
AGGAGAAATTACATGTAGATCTAACATTACAGGGCTATTATTAACAAGAGATGGTGGTGATGAGAAAAATACA
ACTAATACGAATACTGATACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTATATA
AGTACAAAGTAGTAAAAATTAAACCATTAGGAATAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGA
GAAAAGGGGCCTGGGAGCTGTCTTCCTTGGGTTCTTAGGAGCAGCAGGAAGCACTATGGGCGCGGCGTCAATA
ACGCTGACGGTACAGGTCAGACAATTATTGTCTGGCATAGTGCAACAGCAAAGCAATTTGCTGAGGGCTATAG
AGGCGCAACAACAGCTATTGCAACTCACAGTCTGGGGCATT 
>MN271384 
TTCTATTGCAATACATCAGGGCTGTTTAATAGTACTTGGTACAGCAATGGTAATAGTACTTGGTACCACAATG
CTACAAATGATACTATTACACTCCCATGTAAGATAAAACAAATTATAAGAACATGGCAGAGGGTGGGACAAGC
AATGTATGCCCCTCCAATCAAAGGACCAATTAAGTGCACATCAAATATTACAGGACTACTATTAACAAGAGAT
GGTGGAAAGAGGAATGATAGTAATGGGAATGAGACCTTTAGACCTGGAGGAGGAGACATGAGGGATAATTGGA
GAAGTGAATTATATAAATATAAAGTGGTAAAAATTGAACCACTAGGAGTAGCACCCACCGAGGCAAAAAGAAG
AGTGGTGGAGAGAGAGAAAAGAGCAGTAGGACTGGGAGCTTTGTTTCTCGGGTTCTTGGGAACAGCAGGAAGC
ACTATGGGCGCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGGCTGGTATAGTGCAACAGCAAG
ACAATTTGCTGAGGGCTATAGAAGCGCAACAGCGTTTGTTGCAGCTCACAGTCTGGGGCATT 
>AF457101 
TTCTATTGTAACACATCAGGGCTATTTAACAGTACTTGGAATGGTACTTGGGCTGAGAATAATTGCACTAACA
GTGAGAGTAATAGCAGTTGCAATGAAACCATTACAATTCCATGCAGAATAAAACAAATTGTAAGAACATGGCA
GGGAGTAGGACAAGCAATGTATGCCCCTCCTATCAAAGGGACAATTATGTGCAACTCAAGTATTACAGGACTA
CTATTAACAAGAGATGGTGGTGATAATGAGAATGATACAAAAGAGACCTTTAGACCTGGAGGAGGAGACATGA
GAGATAATTGGAGAAGTGAATTATATAAGTACAAAGTGGTAAAAATTGAACCACTAGGAGTAGCACCCACCAG



GGCAAAAAGAAGAGTGGTGGAGAGAGAAAAAAGAGCAGTGGGAATGGGAGCTTTGTTTCTCGGGTTCTTGGGA
GCAGCCGGAAGCACTATGGGCGCAGCGTCAATAGCGCTGACGGCACAGGCCAGACAATTATTGTCTGGTATAG
TGCAACAGCAAAACAATTTGCTGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCAT
T 
>MN617378 
TTCTACTGTAATACATCACGACTGTTTAATAGTACTTGGAATAATACTAGTGCTTGGAATGATACTACAGGAA
ATGACACTATCTCGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGAGGACAAATTATATGTTTATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
GGTAATGAGAGTAGTAGAAACAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAAGTG
AATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGATTAGCACCCACCAAGGCAAAGAGAAGAGTGGT
GCAGAGAGAAAAAAGAGCAGTGGGAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATT
TGCTGATGGCTATTGAGGCGCAACAACGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617379 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATGGTACTAGTGCTGGGAATAATATTACAGAAA
ATGGCACTATCACGCTCCCTTGCAGAATAAAACAATTTGTAAACATGTGGCAGGGAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTAGTGGAGTAATTAGATGTTCATCAAATATTACAGGAGTGCTATTAACAAGAGATGGTGGT
AATAATGGAACCAATACCACCGAGACCTTCAGACCTGGAGGAGGAAATATGAAAGACAATTGGAGGAGTGAAT
TATATAAATATAAAGTAGTAAAAATTGACCCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCA
AAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATG
GGCGCAGCGTCACTGACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGAAATT
TGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617380 
TTCTACTGTAATACATCACAACTGTTTAACAGTACTTGGAAGGACAAAAGTACTTGGACTGATACTACAGGAG
ATATAGGAAATGACACTATCACGCTCCCTTGCAGGATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAA
AGCAATGTATGCCCCTCCCATTAGAGGAAACATTAGTTGTTCATCAATTATTACAGGGTTGCTACTAACAAGA
GATGGTGGCAATGAGAGCAATACCAACGAGACCTTTAGACCTGGAGGGGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617381 
TTCTATTGTGATACAACAAAACTGTTTAATAGTACTTGGGATGGTAATAGTACAGGGAATGATAATGATACTA
GTACAGGAAATGACACTGTCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGAAGTAGGGAG
AGCAATGTATGCCCCTCCTATTGAAGGACAAATTAGATGTTCATCAAAAATTACAGGGTTGCTATTAACAAGA
GATGGTGGTAATGGGAGCAATGACACCGAGATCTTCAGACCTGGAGGAGGAGATATGAGAGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGT
GGTGCAGAGAGAAAAAAGAGCAGTGGGAACGATAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGA
GAAATTTGCTGAGGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617361 
TTCTACTGTAATACATCACAACTGTTTAATAGTACTTGGAATAATAATAGTACTTGGAATAATACTACAGGAG
ATAACAATATCACGCTCCCTTGCAGAATAAAACAAATTGTAAACATGTGGCAGGGAGTAGGGAAAGCAATGTA
TGCCCCTCCCATTGCAGGACAAATTAGATGTTCATCAAATATTACAGGGTTGCTATTAACAAGAGATGGTGGT
AATGAGAGCAGGACCAACGAGACCTTCAGACCTGGAGGAGGAGATATGAAAGACAATTGGAGAAGTGAATTAT
ATAAATATAAAGTAGTAAAAATTGAACCATTAGGAGTAGCACCCACCAAGGCAAAGAGAAGAGTGGTGCAAAG
AGAAAAAAGAGCAGTGGGAATGTTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACAATGGGC
GCAGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAGAGAAATTTGC
TGATGGCTATTGAGGCGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATC 
>MN617385 
TTCTACTGTAATACAACAAACCTGTTTAATAATGCTTTGCGGACTAATGATACTTGGAATAGTACTTGGCAAG
AGTCAGAAGGTAACATCACACTCCCATGCAGAATAAAACAAATTATAAACAGGTGGCAGGAAGTAGGAAAAGC
AATGTATGCCCCTCCCATCAGAGGACAAATTAACTGTACATCAAATATTACAGGGCTGCTATTAACAAGAGAT
GGTGGTAACACGAATAATTCTGAAAATAATGAGATCTTCAGGCCTGGGGGAGGAGATATGAGAGACAATTGGA
GAAGTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCACTAGGAATAGCACCCACCAAGGCAAAGAGAAG
AGTGGTGCAGAGAGAAAGAAGAGCAGTGGGAACAATAGGAGCTATGTTCCTCGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATAACGCTGACGGCACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGC
AGAATAATCTGCTGAGAGCTATTGAGGCGCAACAGCACATGTTGCAGCTCACAGTCTGGGGCATC 
>MN617387 



TTCTACTGTAATACATCAAAGTTGTTTAATGCTACTTGGTGGACTAATAAGACTTGGAGTAGTCCTTGGCAAG
AAACAAATAGCACAGAGATCACAATCCAATGCAGAATAAAACAAATTATAAATAGGTGGCAAGAAGTAGGAAA
AGCAATGTATGCCCCTCCCATCAGTGGACAAATTAACTGTTCATCAAATATTACAGGGCTGCTATTGACAAGA
GATGGTGGTAATAGCGAGAACAGCTCCGAAACCTTCAGACCAGGAGGAGGAGATATGAGGGACAATTGGAGAA
GTGAATTATATAAATATAAAGTAGTAAAAATTGAGCCATTAGGAATAGCACCAACCACGGCAAAGAGAAGAGT
GGTGCAGAGAGACAAAAGAGCAGTGGGAACACTAGGAGCTATGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGC
ACTATGGGCGCAGCGTCAGTCACGCTGACGGTACAGGCCAGACTATTACTGTCTGGTATAGTGCAACAGCAGA
ACAATTTGCTGAAAGCTATTGAGGCGCAACAGCGTCTGTTGCAACTCACAGTCTGGGGCATC 
>MN617371 
TTCTATTGTAATACATCAAGACTGTTTAATGGTACATACAATAGTACAAGAAATAATACAAGCTCAGTCATCA
CACTCCCATGCAGACTAAAGCAAATTATAAATATGTGGCAGGAGGTAGGACAAGCAATGTATGCCCCTCCCAT
TGCAGGAAACATAACATGTAAATCAAATATCACAGGACTACTATTGGTACGTGATGGAGGAGAAGGAAATGAA
ACAGAGAAGAATACAACGGAGATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAATTAT
ATAAACATAAAGTGGTAGAAATTAAGCCATTGGGAGTAGCACCCACTAAAGCACAAAGGAGAGTGGTGAAGAG
AGAAAAAAGAGCAGTGGTGGGAATGGGAGCTGTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCGGCGTCAATAACGCTGACGGTACAGGCCAGACAATTGCTGTCTGGTATAGTGCAACAGCAAAGCAATTTGC
TGAGGGCTATAGAGGCGCAACAGCATCTGTTGCAACTCACGGTCTGGGGCATT 
>MN617367 
TTCTATTGTAACACATCAGGCCTGTTTAATTTTACATACCCGGGTAATGGTACAAAAGGTAATTCAAGCATCA
CAATCCCATGCAAAATAAAGCAAATTATAAACATGTGGCAGGAGGTAGGACGAGCAATGTATGCCCCTCCCAT
TGAAGGAAACATAACATGTAGATCAAATATCACAGGACTACTATTGATACGTGATGGAGGAAGAGAACCAAAT
GGGACAGAAATATTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAAAAGTGAATTATATAAATATAAAG
TGGTAGAAATTAAGCCATTGGGTGTAGCACCCACTGAAGCAAAAAGGAGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTGGGAGCTGTGTTCCTTGGGTTCTTGGGTACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACG
CTGACGGTACAAGCCAGACAATTGTTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTCTGGGGCATT 
>KY392775 
TTCTACTGCAATACAACACCACTGTTTAATGCGAAAAATGACACCAGCAACGAAACTATCATTCTCCCTTGTA
GGATAAGACAGATCATAAACATGTGGCAGAGAGTGGGCCGAGCAATGTATGCCCCTCCCATTGCAGGAAATAT
TACCTGTAATTCAGATATTACAGGAATGATATTGACAAGAGATGGTGGTAATGGTGATAATAATGAGACTGAG
ACCTTCAGACCTGCAGGAGGAAACATGAAGGACAATTGGAGGAGTGAATTATATAAATATAAAGTAGTAAAAA
TTGAACCACTAGGAGTAGCACCCACAAAGGCAAGGAGAAGAGTGGTGCAGAGAGAAAAAAGAGCAGTGGGAAT
AGGAGCTGTACTCCTTGGGTTCTTGGGAACAGCAGGAAGCACTATGGGCGCGGCGTCAATAACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGAAAGCTATAGAAGCGCAACAAC
ATCTGTTGCAGCTCACAGTCTGGGGCATT 
>AJ401039 
TTCTATTGTAATACAAGCTCACTGTTTAATAGTAGTTGGAATTGGAATACAACAAGCAGTACTACAAATGGAA
CTATCACACTCAACTGTACAATAAAACAAATTGTGAGAATGTGGCAAAGAGTAGGGCAAGCAATGTATGCCCC
TCCCATCGCAGGAGATATTACATGTAACTCAAATATTACAGGATTATTATTAACACGTGATGGGGGAAATAAT
AATAGTAGTGAGACCTTCAGACCTTCAGGAGGAAATATGAAGGACAATTGGAGAAGTGAATTATATAAGTATA
AAGTAGTACAGATTAAACCACTAGGAGTAGCACCCACCAAGGCAAGGAGAAGAGTGGTGGAGAGAGAAAAAAG
AGCAGTGGGAATAGGAGCTGTGCTCTTGGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCCCAGCGTCAATA
ACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGCAACAGCAAAGCAATTTGCTGCAGGCTATAG
AGGCGCAACAGCATTTGTTGAAACTCACTGTCTGGGGCATT 
>FJ388921 
TTCTACTGCAATACATCAAAACTGTGGAATGACACTGTAGGGTCAAATGGAATTGCAGGGTCAAATGAAAACA
CAATCACCCTCCCACGTCCATTTAGGCTAATTCTAAGTATGTGGCAGAAGCTGGGACTAGCCCTATACGCCCC
TCCAATTGCAGGTAAAAGTACATGTACCTCAAATTCTACAGGACCGATATTGACAAGAGCAGGAGATTGGACT
AGGACAGAGACCTTCAGACCTGGAGGAGGAGATATGAGGGACAATTGGAGAAGTGAGCTATATAAATATAAAG
TAGTAAGGATTGAGCCACTAGGACTAGCACCCACTAGGGCAAGGAGACGAGTGGTGGAGAGAGAAAAAAGAGC
AGTGGGACTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACG
CTGACGGTACAGGCCAGACAGTTATTGTCTGGTATAGTGCAACAGCAAAACAATTTGCTGAGAGCTATAGAGG
CGCAACAGCATATGTTGCAACTCACAGTTTGGGGCATT 
>KC187234 
TTTTATTGTAATACATCAGGACTGTTTAATGGTAGTTGGAACAATGGTAGTTGGAGCAATAGTAGTTTTGGCA
ATACTTCAACTAATGGTAACATCATACTCCCATGCAGAATAAAACAATTTATAAACATGTGGCAAAGAGTGGG
ACGAGCAATGTACGCCCCACCCATTAAAGGGAACATTACATGTAGATCAAATATTACAGGACTACTATTGACA
CGCGATGGTGGGAATAAGAATGGCAGTGAAAATAGAAATGAGACCTTCAGACCTGGAGGAGGAGATATGAGAG
ACAATTGGAGAAGTGAATTATATAAGTATAAAGTAGTAGAGGTTAAGCCACTAGGGATAGCACCCACCAAGGC
AAAAAGACGAGTGGTGGAGAGAGGAAAAAGAGCAGTAGGAATGGGAGCTGTACTCCTTGGGTTCTTGGGAGCA



GCAGGAAGCACTATGGGCGCAGCGTCGCTGACGCTGACGGTACAAGCCAGACAATTATTGTCGGGTATAGTGC
AGCAGCAAAGCAATTTGCTGAAGGCTATAGAGGCGCAACAACATCTGTTGCAACTCACGGTCTGGGGCATT 
>DQ373063 
TTTTATTGCAATACCTCCATACTCTTTAATACCTCCATCATCTTTAATGAGACTAAGGATGATAATATCACTA
TTCCTTGCAGAATAAGGCAAATTGTAAGGCTATGGCAAAGAGTAGGAAGAGGAATATTTCTTCCCCCCATTAG
AGGAACAATAAACTGTATCTCGAATATCACAGGGATATTGTTTGCGCAGCAAAAAACAGACAGGATGAACAAA
TCAGCCATGTTCACACCTGTTGGGGGAGAAATGAGAAATAATTGGAGAAGTGAATTATACAAATATAAAGTAG
TAAGAATTGAACCCTTAGGAGTAGCACCCACCAAGGCAAAAAGAAGAACGGTGCATAGGGAAAAAAGAGCAGC
CGTAGGATTGGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCACTGACG
CTGACGGTACAGGCCAGACAACTGCTGTCTGGTATAGTGCAGCAGCAGAGCAATCTGCTGAGAGCCATAGAGG
CGCAACAGCATCTGTTGCAACTCTCAGTCTGGGGCATT 
 


