
Table S1 Details of primers used to amplify regions of the TotiEVE T1 (HITE) on chromosome 1 of BSFs. 

Primer Sequence Region on 

BSF 

genome 

(bp) 

Target on TotiEVE Expected 

PCR 

product 

size (bp) 

Annealing 

temperature 

(°C) 

HITEHNE 

F & R 

5’-GTT GTA ATC GGG AAT 

TTG GC-3’ & 5’-GAA TGT GAA 

TAG AAA CTC CGC-3’ 

97,213,374 

– 

97,214,373 

Host sequence 

outside EVE ~1000 52 

HITEP  

F & R 

5’-AAC AAA ATG TCG CAA 

CAA GG-3’ & 5’-TAC AGA 

ATA TCC CAG AGT GC-3’ 

97,212,055 

– 

97,213,054 

POL ORF end of 

TotiEVE ~1000 50 

HITE  

F & R 

5’-TTA TAA AGG TAC CGC 

TGG AC-3’ & 5’-TGC TTA TCT 

ATT GGG CTA GC-3’ 

97,211,454 

– 

97,212,021 

RdRP-like domain ~568 50 

HITEG  

F & R 

5’-ACT CAT GAT CGA AAA 

GGA CTC-3’ & 5’-TTT CCA 

AAA CAT CGA TCT GC-3’ 

97,206,252 

– 

97,207,251 

GAG ORF end of 

TotiEVE ~1000 50 

HITEHNE 

F & 

HITEP R 

5’-GTT GTA ATC GGG AAT 

TTG GC-3’ & 5’-TAC AGA ATA 

TCC CAG AGT GC-3’ 

97,212,055 

– 

97,214,373 

Host sequence 

outside EVE to 

POL ORF 

~2300* 52 

HITEHNE 

F & HITE  

R 

5’-GTT GTA ATC GGG AAT 

TTG GC-3’ & 5’-TGC TTA TCT 

ATT GGG CTA GC-3’ 

97,211,454 

– 

97,214,373 

Host sequence 

outside EVE to 

RdRP-like domain 

~2900* 52 

*extension time was changed from 1 minute to 3 minutes. 

 

 
Table S4 Abbreviations of virus names or accepted virus species names of those used in phylogenetic trees and 

paper. 

NCBI Accession Virus species/name Paper abbreviation* 

AB555544 Omono River virus OmRV 

GQ342961 Drosophila melanogaster totivirus SW-2009a DmTV SW-2009a 

EU715328 Armigeres subalbatus virus SaX06-AK20 AsTV SaX06 (AK20) 

AY570982 Penaeid shrimp infectious myonecrosis virus IMNV 

BK061373 Hermetia illucens Toti-like virus 1 HiTV1 

NC025218 Leptopilina boulardi Toti-like virus LbTV 

MH213243 Linepithema humile toti-like virus 1 LhTV1 

MH727531 Solenopsis midden virus SoMiV 

NC032851 Shuangao toti-like virus ShoTV 

HQ158596 Tuber aestivum virus 1 TaV1 

NC003745 Saccharomyces cerevisiae virus L-A L1 ScV L-A (L1) 

KY207365 Puccinia striiformis totivirus 5 PsTV5 

NC028480 Red clover powdery mildew-associated totivirus 1 RPaTV1 

NC029096 Panax notoginseng virus A PnV-A 

KC610514 Scheffersomyces segobiensis virus L SsV-L 

NC028481 Red clover powdery mildew-associated totivirus 2 RPaTV2 

U01060 Saccharomyces cerevisiae virus L-BC La ScV L-BC (La) 

JN997472 Xanthophyllomyces dendrorhous virus L1A XdV-L1A 

JN997473 Xanthophyllomyces dendrorhous virus L1B XdV-L1B 

LC075489 Red clover powdery mildew-associated totivirus 4 RPaTV4 

NC028483 Red clover powdery mildew-associated totivirus 3 RPaTV3 



KY207361 Puccinia striiformis totivirus 1 PsTV1 

KY207363 Puccinia striiformis totivirus 3 PsTV3 

KY207362 Puccinia striiformis totivirus 2 PsTV2 

KY207364 Puccinia striiformis totivirus 4 PsTV4 

NC028485 Red clover powdery mildew-associated totivirus 5 RPaTV5 

NC028486 Red clover powdery mildew-associated totivirus 6 RPaTV6 

NC028488 Red clover powdery mildew-associated totivirus 7 RPaTV7 

LC075493 Red clover powdery mildew-associated totivirus 8 RPaTV8 

KX148550 Anopheles totivirus AtoV 

NC027212 Camponotus yamaokai virus CYV 

NC029312 Camponotus nipponicus virus CNV 

NC029302 Piscine myocarditis-like virus PMCLV 

DQ238861 Giardia canis virus GcV 

NC003555 Giardia lamblia virus GLV 

AF356189 Eimeria brunetti RNA virus 1 EbRV1 

KU597305 Eimeria stiedai RNA virus 1 EsRV1 

NC026140 Eimeria tenella RNA virus 1 EtRV1 

HE588147 Aspergillus foetidus slow virus 1 AfSV1 

NC003607 Helminthosporium victoriae virus 190S HvV190S 

NC014823 Tolypocladium cylindrosporum virus 1 TcV1 

NC021565 Rosellinia necatrix victorivirus 1 RnVV1 

NC005074 Helicobasidium mompa totivirus 1-17 HmTV1-17 

NC006367 Magnaporthe oryzae virus 1 MoV1 

M92355 Leishmania RNA virus 1 LRV1 

U32108 Leishmania RNA virus 2 LRV2 

AF127178 Trichomonas vaginalis virus 2 TvV2 

AF325840 Trichomonas vaginalis virus 3 TvV3 

HQ607522 Trichomonas vaginalis virus 4 TvV4 

NC027701 Trichomonas vaginalis virus 1 TvV1 
*Abbreviations used were for convenience as some viruses do not have official abbreviations. 

 

 

  



 

 

Figure S1 PCR validation of the integration of TotiEVE and expressed TotiEVE-ST within the genome of BSF 

larvae (L1, L2, L3) originating from three independant rearing facilities. (Top) Primers designed amplified short 

fragments (~1 kb), firstly at either extremity of the TotiEVE integration site on chromosome 1 according to the 5’ to 

3’ orientation of the HiTV1 polymerase (POL) and capsid encoding (GAG) ORFs. Secondly a shorter fragment (~0.5 

kb) to cover the region of the RdRP conserved domain-like sequence appearing in BSF transcriptomes and a region 

of BSF non-viral related sequence, which was outside of the alignment spanned by the HiTV1 contig, near the GAG 

ORF-like region of the TotiEVE integration. (Bottom) Primer HITEHNE F was used with HITEP R and HITE R to 

amplify fragments which overlapped the non-EVE BSF flanking sequence with the TotiEVE POL and RdRP ORFs.  

These fragements were migrated on a 1.2% agarose gel and were sized according to the SmartLadder (MW-1700-

10, Eurogentec, Liège, Belgium ). Positive bands on the gel demonstrate that the TotiEVE fragments in Larval L1 

to L3 are indeed integrated in the BSF genome. 



Name of Site on Chromosome Pairwise Identity (%) Identical sites (%) Identical sites (nt) BSF chromosome sequence mapped to Coordinates on chromosome BSF genome assembly in paper (BGA) BSF genome assembly accession EVE number Sequence direction BSF contig  Co-ordinates on contig (nt) EVE length (aa) EVE length (nt) Viral hit similarity (%) Non-viral hit similarity (%) E-value of virus hit Closest Viral family Viral hit name Confirmed/predicted viral protein Translated ORF protein type hit Co-ordinates on closest virus protein hit (aa)* Best viral hit accession Closest non-Viral family Species of non-viral hit Confirmed/predicted non-viral protein Best non-viral hit accession

T1 98.5 98.5 1314 1 97,210,694-97,212,027 1 GCA_001014895.1 TotiEVE5G1 Reversed JXPW01175605.1 2029-3362 445 1333 54.8 98.1 4.2 x 10-159 Totiviridae Leptopilina boulardi Toti-like virus RdRP RdRP 68-512 YP_009072448.1 Stratiomyidae Hermetia illucens Unnamed protein product CAD7078331.1

PT 87.4 87.4 1023 2 144,460,311-144,461,333 1 GCA_001014895.1 PartitiEVE1G1 Forward JXPW01014295.1 343-1512 258 1169 44.6 29.9 5 x 10-56 Partitiviridae Atrato Partiti-like virus 2 Capsid Capsid 131-339 QHA33903.1 Fabaceae Trifolium pratense Hypothetical protein L195_g036511 partial PNX80509.1

np§ 53.4 53.4 652 2 144,460,110-144,461,323 1 GCA_001014895.1 PartitiEVE2G1 Forward JXPW01121853.1 492-1707 255 1215 49 28.8 4.2 x 10-80 Partitiviridae Atrato Partiti-like virus 2 Capsid Capsid 101-355 QHA33903.1 Halictidae Nomia melanderi Uncharacterized protein LOC116434784 isoform X2 XP_031849418.1

np§ 66 66 966 1 97,208,027-97,209,308 1 GCA_001014895.1 TotiEVE1G1 Forward JXPW01237450.1 1885-3346 258 1461 39.9 87.2 1.6 x 10-74 Unclassified (Totiviridae -like) Dumyat virus RdRP RdRP 15-345 (970-1301 LbTV) QAY29251.1 Stratiomyidae Hermetia illucens Unnamed protein product CAD7078329.1

T1 99.1 99.1 1510 1 97,206,960-97,208,482 1 GCA_001014895.1 TotiEVE7G1 Forward JXPW01318472.1 69-1591 471 1522 28.6 73.2 4.3 x 10-36 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 870-1004 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

T2 89.2 89.1 3186 5 31,694,663-31,697,875 1 GCA_001014895.1 TotiEVE6G1 Reversed JXPW01052892.1 5735-9302 600 3567 34.6 69.3 1.2 x 10-99 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 881-1192 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

np§ 72.6 72.6 1289 1 97,208,027-97,209,794 1 GCA_001014895.1 TotiEVE2G1 Forward JXPW01318876.1 130-1861 295 1731 38.9 88.5 2.6 x 10-51 Totiviridae Linepithema humile toti-like virus 1 RdRP RdRP 636-928 AXA52554.1 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

T3 86.2 86.2 1080 6 10,621,536-10,622,617 1 GCA_001014895.1 TotiEVE13G1 Reversed JXPW01168285.1 326-1578 389 1252 33.2 85.3 9.3 x 10-56 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 1102-1461 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7092158.1

PR2 100 100 332 2 144,484,848-144,485,179 1 GCA_001014895.1 ParvoEVE1G1 Forward JXPW01295709.1 732-1063 107 331 45.3 66.4 3.8 x 10-15 Parvoviridae Haematobia irritans densovirus VP Capsid 358-457 QCH41363.1 Uncultured bacterium clone uncultured bacterium Hypothetical protein partial AMP56304.1

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE1G2 Forward VFFH01000119.1 3-3802 1266 3799 97.8 NA 0 Arteriviridae Porcine reproductive and respiratory syndrome virus PP1a Non-structural protein 954-2218 AFS30922.1 NA NA NA NA

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE2G2 Forward VFFH01000203.1 1590-2830 199 1240 97.5 NA 1.8 x 10-137 Arteriviridae Porcine reproductive and respiratory syndrome virus Major envelope glyoprotein Major envelope glyoprotein 2-200 AEI72892.1 NA NA NA NA

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE3G2 Forward VFFH01000203.1 4-1575 290 1571 96.6 NA 5.5 x 10-205 Arteriviridae Porcine reproductive and respiratory syndrome virus GP3 Envelope protein 1-289 AKZ66193.1 NA NA NA NA

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE4G2 Forward VFFH01001290.1 156-3079 994 2923 93.8 NA 0 Arteriviridae Porcine reproductive and respiratory syndrome virus Non-structural protein Non-structural protein 2-995 AFK09091.1 NA NA NA NA

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE5G2 Forward VFFH01002018.1 4-1507 344 1503 99.1 NA 4.3 x 10-245 Arteriviridae Porcine reproductive and respiratory syndrome virus RdRP partial RdRP 1-344 AFX60866.1 NA NA NA NA

DNM DNM DNM DNM DNM DNM 2 GCA_009835165.1 ArteriEVE6G2 Forward VFFH01002425.1 4-3333 1001 3329 99.4 NA 0 Arteriviridae Porcine reproductive and respiratory syndrome virus RdRP partial RdRP 460-1460 AFK09092.1 NA NA NA NA

Rh 92.1 92.1 175 2 4,237,406-4,237,585 2 GCA_009835165.1 RhabdoEVE1G2 Forward VFFH01000694.1 2885224-2885413 49 189 55.1 61.8 6.4 x 10-06 Rhabdoviridae Entomophthora rhabdovirus A RdRP RdRP 546-594 QED42948.1 Plutellidae Plutella xylostella Uncharacterized protein LOC119694323 XP_037976328.1

PR1 96.3 96.3 231 2 21,909,311-21,909,549 2 GCA_009835165.1 ParvoEVE2G2 Forward VFFH01002420.1 17403-17642 33 239 66.7 75 1.4 x 10-06 Parvoviridae Clinch densovirus 1 Hypothetical protein  Capsid 144-187 QNL09579.1 Ixodidae Ixodes scapularis Uncharacterized protein LOC115327829 XP_029844753.1

np§ 49.9 49.9 702 2 144,460,116-144,461,512 2 GCA_009835165.1 PartitiEVE3G2 Forward VFFH01000694.1 2871386-2872788 284 1402 47.5 30 5.6 x 10-86 Partitiviridae Atrato Partiti-like virus 2 Capsid Capsid 101-384 QHA33903.1 Halictidae Nomia melanderi Uncharacterized protein LOC116434784 isoform X2 XP_031849418.1

PT 94.6 94.6 822 2 144,460,511-144,461,379 2 GCA_009835165.1 PartitiEVE4G2 Forward VFFH01002716.1 5535-6390 199 855 54.8 31.6 1.7 x 10-59 Partitiviridae Atrato Partiti-like virus 2 Capsid Capsid 131-328 QHA33903.1 Halictidae Nomia melanderi Uncharacterized protein LOC116434784 isoform X2 XP_031849418.1

T1 99.5 99.5 3733 1 97,208,286-97,212,028 2 GCA_009835165.1 TotiEVE3G2 Forward VFFH01002277.1 524489-528239 622 3750 53 57.1 4.8 x 10-171 Totiviridae Leptopilina boulardi Toti-like virus RdRP RdRP 1-513 YP_009072448.1 Apidae Ceratina calcarata Uncharacterized protein LOC108628409 partial XP_017885805.2

np§ 74.9 74.9 966 1 97,208,027-97,209,308 2 GCA_009835165.1 TotiEVE10G2 Forward VFFH01001390.1 32171-33459 336 1288 38.5 85.7 5.7 x 10-88 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 871-1301 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

T2 100 100 3365 5 31,694,664-31,698,028 2 GCA_009835165.1 TotiEVE8G2 Forward VFFH01001437.1 1443067-1446431 662 3364 30.4 100 8.7 x 10-115 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 870-1192 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

T3 100 100 1211 6 10,621,515-10,622,725 2 GCA_009835165.1 TotiEVE11G2 Reversed VFFH01001777.1 322470-323680 368 1210 36.7 100 1.4 x 10-66 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 1095-1496 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7092158.1

DNM N/A N/A N/A DNM DNM 2 GCA_009835165.1 ParvoEVE3G2 Forward VFFH01002716.1 27731-27993 87 262 62.5 69 2.8 x 10-28 Parvoviridae Haematobia irritans densovirus NS1 Non-structural protein 140-219 QCH41361.1 Uncultured bacterium clone uncultured bacterium Hypothetical protein partial AMP56273.1

np§ 69.1 69.1 493 2 144,484,490-144,485,009 2 GCA_009835165.1 ParvoEVE4G2 Forward VFFH01002716.1 22618-23330 232 712 33.5 56.9 1.2 x 10-13 Parvoviridae Haematobia irritans densovirus VP Capsid 420-601 QCH41363.1 Uncultured bacterium clone uncultured bacterium Hypothetical protein partial AMP54148.1

PR3 100 100 149 6 3,976,151-3,976,299 3 GCF_905115235.1 ParvoEVE5G3 Forward LR899014.1 3976151-3976299 48 148 45.8 NA 8.2 x 10-05 Parvoviridae Lone star tick densovirus 1 NS1 Non-structural protein 187-234 ASU47551.1 NA NA NA NA

PR1 100 100 239 2 21,909,312-21,909,550 3 GCF_905115235.1 ParvoEVE6G3 Forward LR899010.1 21909312-21909550 79 238 39.2 46.8 2.2 x 10-10 Parvoviridae Densovirinae sp. Structural protein partial Capsid 136-217 ASY04026.1 Ixodidae Ixodes scapularis Uncharacterized protein LOC115327829 XP_029844753.1

T1 100 100 3743 1 97,208,286-97,212,028 3 GCF_905115235.1 TotiEVE4G3 Forward LR899009.1 97208286-97212028 1340 3742 35.4 100 1.4 x 10-204 Unclassified (Totiviridae -like) Dumyat virus RdRP RdRP 4-1306 QAY29251.1 Stratiomyidae Hermetia illucens Unnamed protein product CAD7078330.1

PT 100 100 1023 2 144,460,311-144,461,333 3 GCF_905115235.1 PartitiEVE5G3 Forward LR899010.1 144460311-144461333 209 1022 54.1 34.9 8.8 x 10-65 Partitiviridae Atrato Partiti-like virus 2 Capsid Capsid 131-339 QHA33903.1 Erebidae Arctia plantaginis Unnamed protein product CAB3222417.1

Xi 100 100 1292 5 111,581,535-111,582,826 3 GCF_905115235.1 XinmoEVE1G3 Forward LR899013.1 111581535-111582826 430 1291 61.6 100 1.9 x 10-192 Xinmoviridae Lepidopteran anphe-related virus OKIAV50 RdRP RdRP 12-443 QMP82287.1 Stratiomyidae Hermetia illucens Unnamed protein product CAD7091699.1

T2 100 100 3365 5 31,694,664-31,698,028 3 GCF_905115235.1 TotiEVE9G3 Forward LR899013.1 31694664-31698028 662 3364 30.4 100 8.7 x 10-115 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 870-1192 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7090177.1

T3 100 100 1199 6 10,621,516-10,622,714 3 GCF_905115235.1 TotiEVE12G3 Forward LR899014.1 10621516-10622714 365 1198 36.8 100 5.9 x 10-66 Totiviridae Leptopilina boulardi Toti-like virus Capsid Capsid 1096-1496 YP_009072447.2 Stratiomyidae Hermetia illucens Unnamed protein product CAD7092158.1

PR2 100 100 332 2 144,485,849-144,485,180 3 GCF_905115235.1 ParvoEVE7G3 Forward LR899010.1 144484849-144485180 107 331 45.4 66.4 8.1 x 10-10 Parvoviridae Haematobia irritans densovirus VP Capsid 357-457 QCH41363.1 Uncultured bacterium clone uncultured bacterium Hypothetical protein partial AMP56304.1

DMN indicates "did not map"; NA represents "not applicable"; np§ (no position) indicates the orthology was not confirmed and could not be placed on BGA3 

Table S2 Description of BSF EVE candidate sequences found in BSF genomes using the EVE pipeline and their relation to EVE sites on the BSF genome

EVE sequence details DIAMOND values Viral hit Classification of EVE sequence Non-viral hit Classification of EVE sequenceInferred location of EVE to BSF chromosome



a

Name NCBI dataset accession Sequence Genetic sequence form

HiTV1-contig-1 SRR14339788 TCACTGCGCTAAGATGTATCTTTGCGCTAGCAACCTGTAACGTCTGACCATTTCGACCTCTACCCACAACATATTTCGCTCCAGCTTCTTCAGCCCTATATCCCTCGCTCCTAAGGCCTTCCTCAGCATCCAATCCCCCCACCTCTTTATGTCACTTCCATATCTCGGCCCTATCTTATCTACTAACGGCATAGGATGTTCCCATTCACCGGACATGTAACCATTGTATACCCTTTTGCTCATTCGCGACCTCAATGTGTGAGCTATAGATGCACAACCGTCCTTCATCCATTTATCTTCCTTCCTCCGGTCTAACGCATCCCTTTTCAATAGGCCTTTAATCTGTACCGGGACAGCATCCAGATCCCACAAATCA
TCCGGTTTAGGGACCATGATCGTCGATGTTATTGGCAGAGGCTTAATTGCTTCAACCCGTACTAAACGGCCCTCCACCTTGCCTACTAATTCTGATTCTCTCACACCCCAGCTTTTCACCAAAGAATTATGTAATTCCTCAGATCTCCCCGCGGTTGGTACCCATCCAGTACGCTGTAATCTGCGCTCCCAGCACCCTAATTTTATGCTTAACGGGCGTAACATTTTTGTCACCTCCGCAGTATACCAGAAACCATCACTCTCCCGAGAGAAAACCGATCCCATCCGTGATCCGGGATCTATCCCACACCCCCCCACGCTATTTGGCGTTATCGCATATGATGCCACAGTTTTTCGATTCAATCCTTTGTCTTC
TATCGTATCTAAGAAGACTTCAGCGCATGATCCCGGTGATGCTTCTCTCAGACCCATCAAATGCCACTGGGACAGGGTTGAATATATGCGTTCGTGCTTATCAATCGGGCTTGCTAGGATAGGGTTCTTGAACCTGATGTTAACCATGCTCCTGGCTACGTATCCTGTTACTCCGGCTGGTTCATAGCTACGTCTCAGAAACTCGCCCCTCCACGTAGATATATACGTTTTCATTTGGTGTACTTCGTAGCCAATTTTTTGATAAGTGTCAATCAGTGTCTTTACGAATACCTCCGAATTAGTAGAGAAAATCACATCATCTCCTTGAGCATAAAAATTCCCTACATATATCTTTCGGCCCATCCGTTCCATT
GACAATCTGGCCATCACCCTGAAAGAACATACATTTAAGATCGTGTCCAATACGGCTGTCCACCGCCAGCCCGAAGGCAACCCGTTATTCCATTCTCCTCTGTAATGACCGCACTCAACGCTGGCTCCTCTAACGAAGAGCGAATCCCATAAGGCAGCCCAGACACCTTCGAAATCCGTCCCACCTGCCAGGCTTGAAATATGCTGCCCAACCGCCAACATAACTGCCGCGATAGACTTCTTACTCTGGTGTTGGTCAAAACCACTTTGATCCAACGGTACCTTGATCAAGTCTTTCTGGTTAACTGCGGACAGCAGGTCCATATCTATGGCTTCGTTGCCACGCTCCCCTGCGAACAGAGTACTCAGAC
GACTTCCATGTAAACCCACCTCCAAATATTCAGACAGATAATTCATCTTCCTGTTTACCGCGTTACCTGTCTTCACGACGCCTCTGATTTTAGATGTTTCACTTTTTTGAATAACGCGCATGACCTCGCGGACAGGAGTAAATAATTCATTGCGGACAGCCTCGTCGCTAAGGACCACCCCTTCCACCGGTTTAGACCCTACCCTCTTCTTTCTCCCCCCTACGTATATCTCGATTTTCTGTCCTGTACCTGCCTTCCCCTCCATCCACTTTCCTTTCTTTACCCACTCTTCTACTGTAGGTATGTTCGATGGTAGTCGCCATTCATTCTTCATGAATTCCTGGGTCTCCTTGTATAGTGCATCTAAATACCTGTCC
TCGCCCATAGGGCCTCCCAACACAAGTTCGTCACATAACCAAGATCTTACTTCCGGCCATAGCTCATCGATGTCCTTTGGCGGAGTGTAGCCAAAACTGGTCTCCCAGTAACAAAACTCTCTCCAGTAGGGTGTTATGTTCGTTGCCCCCATCTTCATAAACCCTGTCTCAAGCTTAAGTACCGCCATGATCCCGTGTCTGCACGCATGAGGGTACTCTTGTCTAAGCCTCCTATATCGCGACAGCATTGCCTCGCCTCGCCTAGGGTATGCCGTACGGATTAAAAGGTGTACGTTATCTTCTAGCATCCCGTGTCCCAGAACACACCCCACACACCCCTTACATTTGAACCAGATTTTTACGTTCTGGAGA
GAGAATTTATCATACTGTCCCTTCCACGCGCTCATGCCACACCCACAATCTAATCCCGTCCCATACTTCTTTCTCAGTTCCTCCACTCCTGCAGACATTTTTAGCTTAAATAAAGCTGGACTCCAGACCCATTCAGGCCATATCGGAGCGCTTTCACCCCAGTTTATTCCCCCCTCCGTTCTGCAGCTTGTTCCAATGAACTCTGCTCCCCCTTGACTCCATGTTCCTGTAACAAATCGGGCTGCACAGGAACAGGTTCTTTCACCCCGGAAGGAGTACTTATGGCTTTCCCTGTCCCCTTCTCTGCTCCCCGATCCTTCTCCTCGTCCAGAGGAGCTTTTTGTTCCTCCTCGTTGCTCCCCGCTCGCAATTCCTG
AGCCCGTGCCGCTTTCAACTCTGCGAGTTTTTTCTCCAAGGCAATTATGGTTTCCTCGTGGGTTAATTCTTTTTCGCGGCTGCTGGGCTTCCCATCCCCCGCAGCCGCTGCATCTTTTAAAGCCCGCCGTTCTAGTTTAGCAGCATCCAACCCCATAGGGCGATCCAAATAGTGCTGCCTTATTCCGGTCACCCCTCTATCCCTACTACCCCGATACAGAATAGTTCGGGGGCCGTACTGGCGTGCGCATAATACCCCAGCGGTACCAGCGGGTATCACCAAAGTCTTCAACTGCTCCGCTCTGAAGTCCTTGATCCTCACTTGTAAACCCCAACCCCACTTGTCAAGTTCAGGATTCGCGCTTCCCTCTTCTG
CCCATCCATGTTCCCTTGCCATGGCGGCACCATTACTGTAATCAACTACGAACACGTACCCTTCAAGAGGTTCATAGCGGGGGTGGGTTTGATATTTGAAGCCCCACCCAGGGTCTTCCCTTATTAGGTCTAGCCTTCCTAGCGCCTGCTCCAAATGCCATACGTCCTCCCCCTGCCCCACCTGGCAATAGTAGTTGTACGTCCAGCGGGCCTGGGTATCATCTAATACATAGATGTCCCGTTCATCCGTATCCCGCCCACTCATCGTAAATTCACTCCATTCTGTGTTTAACACACTACGGTTCCAAGACGATGGGCCTCTTATTCCGGTCAGCGTGGCAACTCCCCCTATATGGCCAGCCACGTTAGCATT
CCAATTCCAAGTGACATGAGGTGTTATGAACATTTTTGTAAACCACTCGACCGTAAATCCAGCGTCCTCATGCCCTCGAATAATTGACGCCCAATACCGCAATGCATTCGGCACAGTGGCGGGGAAAGCAATACGCTCAGTGTATGCTGCAGCTCTCTTAAATATTTCGAATGCCTTGCGCAAGAACCCGCCTCTTATCAGCCGGTCCACCCCCCCACTGAAACACCTAGCCCTGGCTAATTTTTCATCCTCCGCATTGCGAGTATTAAATGTAGCGAACCCCGTCGCTACCGCAATGCTTGCCATATTACCCCAATTGCCAATCATTACTGCACAAGCTTCCCGGGCCTTCTGCCGTTGGATAAATCTTT
GGTCAAGCCCGTTCACAGACGACCTACCCCCGTATTCCGGATATGATGTATTTCTTATCCCCTCGCGAGGTAGTAGATCCAGGGATTCTAACACATTCTTTGGCGCCCCTACGTAGGTTATTCGACCTTCCGCCTCCTTCACCCCTTCGATCTTTTGGTGCCACCTTACCGTTAACGCGATGCTGAGCGAGTTTATCTCCAACCAGTTAATACCTCGTGGGAAGTATGGTAAAACGTATGCATTGAACGCCTCACGGAGAGGGTGGGTGTAGTTTAGAACGCCGTCTAATATATTACAAAGCACGTCATCCATGCTATAAACCGGGACGTCAGTATTGGCGGGGAGCTCGCCTCTATGGTCAGTAGTCACC
ACAGGGAAAGTCCTGCCGCCTAACGTCACACTACTAGCTGATTTACTAGGTACAAGGAATATAATTTTAGTGGCTTTGTCGTGGATATCCACGAGACCAGCCGTCCGTATAAACATCTCCTCTTCCCCGATCGAGGAGCCCCCTAACCTGTAGATTCTGCAGGTATCAATGACCCAACTGAGTGGGTAGGTTAAGTGGCTTAATATCCACATGTCGCGTCCTTTACCTCCTGGGTCCATATTTTCACCCAGAGGTATGATCCTGACGTCCGTTCCGTTTAACCCCCACTCCTCTTCGTTGCCGCTCCCGACCTTGAGAAGGCCGCCACGTCTTAACCCCACCTCCAATACGTCCATTGTGAGGAATATGGCG
TCGTAATGCCAGCCACCCATCTGGCAAAGATGTATAGTTATAGGCTCGGTCTGATCCGTACCAGCCCATGCGTAATCAACTCCGGTAGGCTGGACTATGCGCCGCTCCCTCAGCTCATCATACAGGTCTATTTTTAATGCCAAGACCCGATAGTCATGCGTCTCTCCAGTTATTGCTCTATCGACAGCAGCAGCCAGTAGGGTGGTGTTTGAAAGGAACCCGAAGGTATATATACCTTTTGACGGATTTATCAACCCTGGTGTCGCAGGTTGCGGGTTCGTAGCAGCATCGATCATCTTCTCTCCGGCACCTGTCCTTTCTAGTTCCCCGTGGTTTTTTCTGCTATCGGTGCCCACCCCTATCCACTTCAAA
TGTTTTGTGGCCCTCCTAAAGTGTGACATCCATTGGCCTACCTCCTTAGCGGGCTCCCATCCGGCATCAGAAGCCCTATTCCCTACTTGTATCCCTTTAGATGATACGTCGCATAAACCGCCCTCTACGTTTTCAGTGGCAAGCTTCGATACAACCTTAGCTGTGCGCCTTAACGCCTGCATCATGCGTGAGAATTTACTCCCCTTCTTATCACGCCCACCCTTAACTTTCCTGCCTTCTTTCGCTACCGACGCTACCCCCAGCAGGCCTAATTTTAGCTCCTTAACTATAGGAGGATCATCTTTAGATATAACCAAGCTTTCTTCGTCCGAGCCCAAAAATGACGCCCCACTCACATCATCATCATCACGTTCG
TGACCCATACCCTCGCAAACATCCTCACTCCTCCCCTCACCCGTGGATGTATCCAATCTATCGGCTACATTCTCACCACCTTCCTTCTGCCTTAACCCCACGCTAGTTCCCAAAGCTTTGTCGAACCCGACCTCATGCCGACTAGTCGGTGTACTTCCCCTTTCTTCCGCTCCCGAGCTGCCCGAATCAACAATTTCTGCCAATTCCTGTTCGTCAATGTCTTCCCACCACTTCACCATTGATTGGTGCAGTGTGCCGGCGATGACTGGGACCTGAGAGCCCCTACCTGAATCGCGGCAGTAGTAGATGTAAGGCATGTTGCGGAGGAGTTTTGCCACGTTGGATGAAGGCCTATTAACCGATTCTACCTGTA
TAGTCGATGAATCCCAGAATAAAGTCCTGCAAAAATCTACCACCTCGGTTCGGTCATGCTTGGTTGCGTGTACAGCATCCAGGTTGCCGTTAAGAGCGTGCATATTACGGTTATGTGACAATGCTGCCGCTTCCAGCCACCCGTTATTAATTGCCCCCGTAGCCAGCCTCATGTATAGGTCCTCGTCGGTCATCTCGCGCGGGCTGTATCCCTGGAACGTGACATGAGTTCGGCACTGTGCTCCTCGGATCTCATCAAATAGGCAGAAGGGACATACCCCTTTGGATCGGATGCTGGCAGCTATACAGCTGGAAATAAGTACTTTACAGAAAGCATCCGAACCCTCATGGTTTCGTCCCTCCTCCCCCGA
ATCATCAGAAGACGAGCCCTCACTCACTACCACCCCCCTGTCTACCCGAACAACCCCTTCTTCAGGGGGATCATCTGGGTCTTCCTCTACCTCGACCTCGTTATAGCCCCACACTCGCAAGGTATTTAAAACGTTGCGGCAATAGGCTGCCCTATCTACGGACAAATCCCGTGGGATCTTCGACTGCCATTTCTTCATCACCCCATCCCCCACGCCCGCGAGGAGAATACACCTTGCCACGGCGGCCGCCCATTTCCGGTTCTTCCCCCCGTTCCCTAGTAGGCCCATTATCCTCAAAGGGTGCAGATGAATTTCTTTAGCCATCTTCCGGGCCCGGGTCATCAAACCTGAATTTTTCCCTCTTGGCTTCGAC
TCCCCCGAAGATGACCCTCCCCCTTCACCTGCTCGAACGCTGGACGTCCAGCCCCCTCCTTTACCCCGCGAGTGGATACCCCCTTTTGGACCTTCCTCCTCACTTCCCGGCACCATACGCGCCATGTTCGCTTCCCACACCGTGTCTACGCGTCTATTGATATAGGATGCAGGTGCAGGGCCTGCTCCGTTATATAAAGCCCATAATCCCATTCGGTCCAACTCGCCCTTTTGGTCACCTGATACCTCTGTTGCTAGAGATAACATTTGACCCATTGCTTCGTCGATGCTGCCCAAGAAATATGGCCCTGCTTCAGGAAAGCTCTCAGGGCTAGAGTCTCCGCTGCATACCCCCTCCATATTGCTAGAGACCC
CTTCCTCCGCCTGACGTGGCACACGAGCAGTAAGTACCAGCCCTGACGGCCCCGCCCCAAGGGGATCCCGTCCCGAAACAACGGGGGGTCCTCCGTCCCTTTCGGGTAACACCCGCCGTTTCTCCCTTGCTCTCAAAACTTCTGCTGCTGGGAAGCAGTCATCATCGGATAAATCATCCAGTTCGGCCGCCAAAGCAGCTTCCATTTCCATTAAATCACCTGCTAATTGCGGATCTAGAATGTTTTTACGCTTCAT

cDNA

HiTV1-contig-1-RNA SRR14339788 UCACUGCGCUAAGAUGUAUCUUUGCGCUAGCAACCUGUAACGUCUGACCAUUUCGACCUCUACCCACAACAUAUUUCGCUCCAGCUUCUUCAGCCCUAUAUCCCUCGCUCCUAAGGCCUUCCUCAGCAUCCAAUCCCCCCACCUCUUUAUGUCACUUCCAUAUCUCGGCCCUAUCUUAUCUACUAACGGCAUAGGAUGUUCCCAUUCACCGGACAUGUAACCAUUGUAUACCCUUUUGCUCAUUCGCGACCUCAAUGUGUGAGCUAUAGAUGCACAACCGUCCUUCAUCCAUUUAUCUUCCUUCCUCCGGUCUAACGCAUCCCUUUUCAAUAGGCCUUUAAUCUGUACCGGGACAGC
AUCCAGAUCCCACAAAUCAUCCGGUUUAGGGACCAUGAUCGUCGAUGUUAUUGGCAGAGGCUUAAUUGCUUCAACCCGUACUAAACGGCCCUCCACCUUGCCUACUAAUUCUGAUUCUCUCACACCCCAGCUUUUCACCAAAGAAUUAUGUAAUUCCUCAGAUCUCCCCGCGGUUGGUACCCAUCCAGUACGCUGUAAUCUGCGCUCCCAGCACCCUAAUUUUAUGCUUAACGGGCGUAACAUUUUUGUCACCUCCGCAGUAUACCAGAAACCAUCACUCUCCCGAGAGAAAACCGAUCCCAUCCGUGAUCCGGGAUCUAUCCCACACCCCCCCACGCUAUUUGGCGUUAUCGCAUA
UGAUGCCACAGUUUUUCGAUUCAAUCCUUUGUCUUCUAUCGUAUCUAAGAAGACUUCAGCGCAUGAUCCCGGUGAUGCUUCUCUCAGACCCAUCAAAUGCCACUGGGACAGGGUUGAAUAUAUGCGUUCGUGCUUAUCAAUCGGGCUUGCUAGGAUAGGGUUCUUGAACCUGAUGUUAACCAUGCUCCUGGCUACGUAUCCUGUUACUCCGGCUGGUUCAUAGCUACGUCUCAGAAACUCGCCCCUCCACGUAGAUAUAUACGUUUUCAUUUGGUGUACUUCGUAGCCAAUUUUUUGAUAAGUGUCAAUCAGUGUCUUUACGAAUACCUCCGAAUUAGUAGAGAAAAUCACAU
CAUCUCCUUGAGCAUAAAAAUUCCCUACAUAUAUCUUUCGGCCCAUCCGUUCCAUUGACAAUCUGGCCAUCACCCUGAAAGAACAUACAUUUAAGAUCGUGUCCAAUACGGCUGUCCACCGCCAGCCCGAAGGCAACCCGUUAUUCCAUUCUCCUCUGUAAUGACCGCACUCAACGCUGGCUCCUCUAACGAAGAGCGAAUCCCAUAAGGCAGCCCAGACACCUUCGAAAUCCGUCCCACCUGCCAGGCUUGAAAUAUGCUGCCCAACCGCCAACAUAACUGCCGCGAUAGACUUCUUACUCUGGUGUUGGUCAAAACCACUUUGAUCCAACGGUACCUUGAUCAAGUCUUUCUGGU
UAACUGCGGACAGCAGGUCCAUAUCUAUGGCUUCGUUGCCACGCUCCCCUGCGAACAGAGUACUCAGACGACUUCCAUGUAAACCCACCUCCAAAUAUUCAGACAGAUAAUUCAUCUUCCUGUUUACCGCGUUACCUGUCUUCACGACGCCUCUGAUUUUAGAUGUUUCACUUUUUUGAAUAACGCGCAUGACCUCGCGGACAGGAGUAAAUAAUUCAUUGCGGACAGCCUCGUCGCUAAGGACCACCCCUUCCACCGGUUUAGACCCUACCCUCUUCUUUCUCCCCCCUACGUAUAUCUCGAUUUUCUGUCCUGUACCUGCCUUCCCCUCCAUCCACUUUCCUUUCUUUACCCACU
CUUCUACUGUAGGUAUGUUCGAUGGUAGUCGCCAUUCAUUCUUCAUGAAUUCCUGGGUCUCCUUGUAUAGUGCAUCUAAAUACCUGUCCUCGCCCAUAGGGCCUCCCAACACAAGUUCGUCACAUAACCAAGAUCUUACUUCCGGCCAUAGCUCAUCGAUGUCCUUUGGCGGAGUGUAGCCAAAACUGGUCUCCCAGUAACAAAACUCUCUCCAGUAGGGUGUUAUGUUCGUUGCCCCCAUCUUCAUAAACCCUGUCUCAAGCUUAAGUACCGCCAUGAUCCCGUGUCUGCACGCAUGAGGGUACUCUUGUCUAAGCCUCCUAUAUCGCGACAGCAUUGCCUCGCCUCGCCUAGGG
UAUGCCGUACGGAUUAAAAGGUGUACGUUAUCUUCUAGCAUCCCGUGUCCCAGAACACACCCCACACACCCCUUACAUUUGAACCAGAUUUUUACGUUCUGGAGAGAGAAUUUAUCAUACUGUCCCUUCCACGCGCUCAUGCCACACCCACAAUCUAAUCCCGUCCCAUACUUCUUUCUCAGUUCCUCCACUCCUGCAGACAUUUUUAGCUUAAAUAAAGCUGGACUCCAGACCCAUUCAGGCCAUAUCGGAGCGCUUUCACCCCAGUUUAUUCCCCCCUCCGUUCUGCAGCUUGUUCCAAUGAACUCUGCUCCCCCUUGACUCCAUGUUCCUGUAACAAAUCGGGCUGCACAGGAA
CAGGUUCUUUCACCCCGGAAGGAGUACUUAUGGCUUUCCCUGUCCCCUUCUCUGCUCCCCGAUCCUUCUCCUCGUCCAGAGGAGCUUUUUGUUCCUCCUCGUUGCUCCCCGCUCGCAAUUCCUGAGCCCGUGCCGCUUUCAACUCUGCGAGUUUUUUCUCCAAGGCAAUUAUGGUUUCCUCGUGGGUUAAUUCUUUUUCGCGGCUGCUGGGCUUCCCAUCCCCCGCAGCCGCUGCAUCUUUUAAAGCCCGCCGUUCUAGUUUAGCAGCAUCCAACCCCAUAGGGCGAUCCAAAUAGUGCUGCCUUAUUCCGGUCACCCCUCUAUCCCUACUACCCCGAUACAGAAUAGUUCGGGGGC
CGUACUGGCGUGCGCAUAAUACCCCAGCGGUACCAGCGGGUAUCACCAAAGUCUUCAACUGCUCCGCUCUGAAGUCCUUGAUCCUCACUUGUAAACCCCAACCCCACUUGUCAAGUUCAGGAUUCGCGCUUCCCUCUUCUGCCCAUCCAUGUUCCCUUGCCAUGGCGGCACCAUUACUGUAAUCAACUACGAACACGUACCCUUCAAGAGGUUCAUAGCGGGGGUGGGUUUGAUAUUUGAAGCCCCACCCAGGGUCUUCCCUUAUUAGGUCUAGCCUUCCUAGCGCCUGCUCCAAAUGCCAUACGUCCUCCCCCUGCCCCACCUGGCAAUAGUAGUUGUACGUCCAGCGGGCCUGGG
UAUCAUCUAAUACAUAGAUGUCCCGUUCAUCCGUAUCCCGCCCACUCAUCGUAAAUUCACUCCAUUCUGUGUUUAACACACUACGGUUCCAAGACGAUGGGCCUCUUAUUCCGGUCAGCGUGGCAACUCCCCCUAUAUGGCCAGCCACGUUAGCAUUCCAAUUCCAAGUGACAUGAGGUGUUAUGAACAUUUUUGUAAACCACUCGACCGUAAAUCCAGCGUCCUCAUGCCCUCGAAUAAUUGACGCCCAAUACCGCAAUGCAUUCGGCACAGUGGCGGGGAAAGCAAUACGCUCAGUGUAUGCUGCAGCUCUCUUAAAUAUUUCGAAUGCCUUGCGCAAGAACCCGCCUCUUAU
CAGCCGGUCCACCCCCCCACUGAAACACCUAGCCCUGGCUAAUUUUUCAUCCUCCGCAUUGCGAGUAUUAAAUGUAGCGAACCCCGUCGCUACCGCAAUGCUUGCCAUAUUACCCCAAUUGCCAAUCAUUACUGCACAAGCUUCCCGGGCCUUCUGCCGUUGGAUAAAUCUUUGGUCAAGCCCGUUCACAGACGACCUACCCCCGUAUUCCGGAUAUGAUGUAUUUCUUAUCCCCUCGCGAGGUAGUAGAUCCAGGGAUUCUAACACAUUCUUUGGCGCCCCUACGUAGGUUAUUCGACCUUCCGCCUCCUUCACCCCUUCGAUCUUUUGGUGCCACCUUACCGUUAACGCGAUGCU
GAGCGAGUUUAUCUCCAACCAGUUAAUACCUCGUGGGAAGUAUGGUAAAACGUAUGCAUUGAACGCCUCACGGAGAGGGUGGGUGUAGUUUAGAACGCCGUCUAAUAUAUUACAAAGCACGUCAUCCAUGCUAUAAACCGGGACGUCAGUAUUGGCGGGGAGCUCGCCUCUAUGGUCAGUAGUCACCACAGGGAAAGUCCUGCCGCCUAACGUCACACUACUAGCUGAUUUACUAGGUACAAGGAAUAUAAUUUUAGUGGCUUUGUCGUGGAUAUCCACGAGACCAGCCGUCCGUAUAAACAUCUCCUCUUCCCCGAUCGAGGAGCCCCCUAACCUGUAGAUUCUGCAGGUAUC
AAUGACCCAACUGAGUGGGUAGGUUAAGUGGCUUAAUAUCCACAUGUCGCGUCCUUUACCUCCUGGGUCCAUAUUUUCACCCAGAGGUAUGAUCCUGACGUCCGUUCCGUUUAACCCCCACUCCUCUUCGUUGCCGCUCCCGACCUUGAGAAGGCCGCCACGUCUUAACCCCACCUCCAAUACGUCCAUUGUGAGGAAUAUGGCGUCGUAAUGCCAGCCACCCAUCUGGCAAAGAUGUAUAGUUAUAGGCUCGGUCUGAUCCGUACCAGCCCAUGCGUAAUCAACUCCGGUAGGCUGGACUAUGCGCCGCUCCCUCAGCUCAUCAUACAGGUCUAUUUUUAAUGCCAAGACCCGAU
AGUCAUGCGUCUCUCCAGUUAUUGCUCUAUCGACAGCAGCAGCCAGUAGGGUGGUGUUUGAAAGGAACCCGAAGGUAUAUAUACCUUUUGACGGAUUUAUCAACCCUGGUGUCGCAGGUUGCGGGUUCGUAGCAGCAUCGAUCAUCUUCUCUCCGGCACCUGUCCUUUCUAGUUCCCCGUGGUUUUUUCUGCUAUCGGUGCCCACCCCUAUCCACUUCAAAUGUUUUGUGGCCCUCCUAAAGUGUGACAUCCAUUGGCCUACCUCCUUAGCGGGCUCCCAUCCGGCAUCAGAAGCCCUAUUCCCUACUUGUAUCCCUUUAGAUGAUACGUCGCAUAAACCGCCCUCUACGUUUUC
AGUGGCAAGCUUCGAUACAACCUUAGCUGUGCGCCUUAACGCCUGCAUCAUGCGUGAGAAUUUACUCCCCUUCUUAUCACGCCCACCCUUAACUUUCCUGCCUUCUUUCGCUACCGACGCUACCCCCAGCAGGCCUAAUUUUAGCUCCUUAACUAUAGGAGGAUCAUCUUUAGAUAUAACCAAGCUUUCUUCGUCCGAGCCCAAAAAUGACGCCCCACUCACAUCAUCAUCAUCACGUUCGUGACCCAUACCCUCGCAAACAUCCUCACUCCUCCCCUCACCCGUGGAUGUAUCCAAUCUAUCGGCUACAUUCUCACCACCUUCCUUCUGCCUUAACCCCACGCUAGUUCCCAAAGCU
UUGUCGAACCCGACCUCAUGCCGACUAGUCGGUGUACUUCCCCUUUCUUCCGCUCCCGAGCUGCCCGAAUCAACAAUUUCUGCCAAUUCCUGUUCGUCAAUGUCUUCCCACCACUUCACCAUUGAUUGGUGCAGUGUGCCGGCGAUGACUGGGACCUGAGAGCCCCUACCUGAAUCGCGGCAGUAGUAGAUGUAAGGCAUGUUGCGGAGGAGUUUUGCCACGUUGGAUGAAGGCCUAUUAACCGAUUCUACCUGUAUAGUCGAUGAAUCCCAGAAUAAAGUCCUGCAAAAAUCUACCACCUCGGUUCGGUCAUGCUUGGUUGCGUGUACAGCAUCCAGGUUGCCGUUAAGAGCGU
GCAUAUUACGGUUAUGUGACAAUGCUGCCGCUUCCAGCCACCCGUUAUUAAUUGCCCCCGUAGCCAGCCUCAUGUAUAGGUCCUCGUCGGUCAUCUCGCGCGGGCUGUAUCCCUGGAACGUGACAUGAGUUCGGCACUGUGCUCCUCGGAUCUCAUCAAAUAGGCAGAAGGGACAUACCCCUUUGGAUCGGAUGCUGGCAGCUAUACAGCUGGAAAUAAGUACUUUACAGAAAGCAUCCGAACCCUCAUGGUUUCGUCCCUCCUCCCCCGAAUCAUCAGAAGACGAGCCCUCACUCACUACCACCCCCCUGUCUACCCGAACAACCCCUUCUUCAGGGGGAUCAUCUGGGUCUUCCU
CUACCUCGACCUCGUUAUAGCCCCACACUCGCAAGGUAUUUAAAACGUUGCGGCAAUAGGCUGCCCUAUCUACGGACAAAUCCCGUGGGAUCUUCGACUGCCAUUUCUUCAUCACCCCAUCCCCCACGCCCGCGAGGAGAAUACACCUUGCCACGGCGGCCGCCCAUUUCCGGUUCUUCCCCCCGUUCCCUAGUAGGCCCAUUAUCCUCAAAGGGUGCAGAUGAAUUUCUUUAGCCAUCUUCCGGGCCCGGGUCAUCAAACCUGAAUUUUUCCCUCUUGGCUUCGACUCCCCCGAAGAUGACCCUCCCCCUUCACCUGCUCGAACGCUGGACGUCCAGCCCCCUCCUUUACCCCGCGAG
UGGAUACCCCCUUUUGGACCUUCCUCCUCACUUCCCGGCACCAUACGCGCCAUGUUCGCUUCCCACACCGUGUCUACGCGUCUAUUGAUAUAGGAUGCAGGUGCAGGGCCUGCUCCGUUAUAUAAAGCCCAUAAUCCCAUUCGGUCCAACUCGCCCUUUUGGUCACCUGAUACCUCUGUUGCUAGAGAUAACAUUUGACCCAUUGCUUCGUCGAUGCUGCCCAAGAAAUAUGGCCCUGCUUCAGGAAAGCUCUCAGGGCUAGAGUCUCCGCUGCAUACCCCCUCCAUAUUGCUAGAGACCCCUUCCUCCGCCUGACGUGGCACACGAGCAGUAAGUACCAGCCCUGACGGCCCCGCC
CCAAGGGGAUCCCGUCCCGAAACAACGGGGGGUCCUCCGUCCCUUUCGGGUAACACCCGCCGUUUCUCCCUUGCUCUCAAAACUUCUGCUGCUGGGAAGCAGUCAUCAUCGGAUAAAUCAUCCAGUUCGGCCGCCAAAGCAGCUUCCAUUUCCAUUAAAUCACCUGCUAAUUGCGGAUCUAGAAUGUUUUUACGCUUCAU

RNA

HiTV1-contig-2 SRR10158821 TCACTGCGCTAAGATGTATCTTTGCGCTAGCAACCTGTAACGTCTGACCATTTCGACCTCTACCCACAACATATTTCGCTCCAGCTTCTTCAGCCCTATATCCCTCGCTCCTAAGGCCTTCCTCAGCATCCAATCCCCCCACCTCTTTATGTCACTTCCATATCTCGGCCCTATCTTATCTACTAACGGCATAGGATGTTCCCATTCACCGGACATGTAACCATTGTATACCCTTTTGCTCATTCGCGACCTCAATGTGTGAGCTATAGATGCACAACCGTCCTTCATCCATTTATCTTCCTTCCTCCGGTCTAACGCATCCCTTTTCAATAGGCCTTTAATCTGTACCGGGACAGCATCCAGATCCCACAAATCA
TCCGGTTTAGGGACCATGATCGTCGATGTTATTGGCAGAGGCTTAATTGCTTCAACCCGTACTAAACGGCCCTCCACCTTGCCTACTAATTCTGATTCTCTCACACCCCAGCTTTTCACCAAAGAATTATGTAATTCCTCAGATCTCCCCGCGGTTGGTACCCATCCAGTACGCTGTAATCTGCGCTCCCAGCACCCTAATTTTATGCTTAACGGGCGTAACATTTTTGTCACCTCCGCAGTATACCAGAAACCATCACTCTCCCGAGAGAAAACCGATCCCATCCGTGATCCGGGATCTATCCCACACCCCCCCACGCTATTTGGCGTTATCGCATATGATGCCACAGTTTTTCGATTCAATCCTTTGTCTTC
TATCGTATCTAAGAAGACTTCAGCGCATGATCCCGGTGATGCTTCTCTCAGACCCATCAAATGCCACTGGGACAGGGTTGAATATATGCGTTCGTGCTTATCAATCGGGCTTGCTAGGATAGGGTTCTTGAACCTGATGTTAACCATGCTCCTGGCTACGTATCCTGTTACTCCGGCTGGTTCATAGCTACGTCTCAGAAACTCGCCCCTCCACGTAGATATATACGTTTTCATTTGGTGTACTTCGTAGCCAATTTTTTGATAAGTGTCAATCAGTGTCTTTACGAATACCTCCGAATTAGTAGAGAAAATCACATCATCTCCTTGAGCATAAAAATTCCCTACATATATCTTTCGGCCCATCCGTTCCATT
GACAATCTGGCCATCACCCTGAAAGAACATACATTTAAGATCGTGTCCAATACGGCTGTCCACCGCCAGCCCGAAGGCAACCCGTTATTCCATTCTCCTCTGTAATGACCGCACTCAACGCTGGCTCCTCTAACGAAGAGCGAATCCCATAAGGCAGCCCAGACACCTTCGAAATCCGTCCCACCTGCCAGGCTTGAAATATGCTGCCCAACCGCCAACATAACTGCCGCGATAGACTTCTTACTCTGGTGTTGGTCAAAACCACTTTGATCCAACGGTACCTTGATCAAGTCTTTCTGGTTAACTGCGGACAGCAGGTCCATATCTATGGCCTCGTTGCCACGCTCCCCTGCGAACAGAGTACTCAGAC
GACTTCCATGTAAACCCACCTCCAAATATTCAGACAGATAATTCATCTTCCTGTTTACCGCGTTACCTGTCTTCACGACGCCTCTGATTTTAGATGTTTCACTTTTTTGAATAACGCGCATGACCTCGCGGACGGGAGTAAATAATTCATTGCGGACAGCCTCGTCGCTAAGGACCACCCCTTCCACCGGTTTAGACCCTACCCTCTTCTTTCTCCCCCCTACGTATATCTCGATTTTCTGTCCTGTACCTGCCTTCCCCTCCATCCACTTTCCTTTCTTTACCCACTCTTCTACTGTAGGTATGTTCGATGGTAGTCGCCATTCATTCTTCATGAATTCCTGGGTCTCCTTGTATAGTGCATCTAAATACCTGTCC
TCGCCCATAGGGCCTCCCAACACAAGTTCGTCACATAACCAAGATCTTACTTCCGGCCATAGCTCATCGATGTCCTTTGGCGGAGTGTAGCCAAAACTGGTCTCCCAGTAACAAAACTCTCTCCAGTAGGGTGTTATGTTCGTTGCCCCCATCTTCATAAACCCTGTCTCAAGCTTAAGCACCGCCATGATCCCGTGTCTACACGCATGAGGGTACTCTTGTCTAAGCCTCCTATATCGCGACAGCATTGCCTCGCCTCGCCTAGGGTATGCCGTACGGATTAAAAGGTGTACGTTATCTTCTAGCATCCCGTGTCCCAGAACACACCCCACACACCCCTTACATTTGAACCAGATTTTTACGTTCTGGAGA
GAGAATTTATCATACTGTCCCTTCCACGCGCTCATGCCACACCCACAATCTAATCCCGTCCCATACTTCTTTCTCAGTTCCTCCACTCCTGCAGACATTTTTAGCTTAAATAAAGCTGGACTCCAGACCCATTCAGGCCATATCGGAGCGCTTTCACCCCAGTTTATTCCCCCCTCCGTTCTGCAGCTTGTTCCAATGAACTCTGCTCCCCCTTGACTCCATGTTCCTGTAACAAATCGGGCTGCACAGGAACAGGTTCTTTCACCCCGGAAGGAGTACTTATGGCTTTCCCTGTCCCCTTCTCTGCTCCCCGATCCTTCTCCTCGTCCAGAGGAGCTTTTTGTTCCTCCTCGTTGCTCCCCGCTCGCAATTCCTG
AGCCCGTGCCGCTTTCAACTCTGCGAGTTTTTTCTCCAAGGCAATTATGGTTTCCTCGTGGGTTAATTCTTTTTCGCGGCTGCTGGGCTTCCCATCCCCCGCAGCCGCTGCATCTTTTAAAGCCCGCCGTTCTAGTTTAGCAGCATCCAACCCCATAGGGCGATCCAAATAGTGCTGCCTTATTCCGGTCACCCCTCTATCCCTACTACCCCGATACAGAATAGTTCGGGGGCCGTACTGGCGTGCGCATAATACCCCAGCGGTACCAGCGGGTATCACCAAAGTCTTCAACTGCTCCGCTCTGAAGTCCTTGATCCTCACTTGTAAACCCCAACCCCACTTGTCAAGTTCAGGATTCGCGCTTCCCTCTTCTG
CCCATCCATGTTCCCTTGCCATGGCGGCACCATTACTGTAATCAACTACGAACACGTACCCTTCAAGAGGTTCATAGCGGGGGTGGGTTTGATATTTGAAGCCCCACCCAGGGTCTTCCCTTATTAGGTCTAGCCTTCCTAGCGCCTGCTCCAAATGCCATACGTCCTCCCCCTGCCCCACCTGGCAATAGTAGTTGTACGTCCAGCGGGCCTGGGTATCATCTAATACATAGATGTCCCGTTCATCCGTATCCCGCCCACTCATCGTAAATTCACTCCATTCTGTGTTTAACACACTACGGTTCCAAGACGATGGGCCTCTTATTCCGGTCAGCGTGGCAACTCCCCCTATATGGCCAGCCACGTTAGCATT
CCAATTCCAAATGACATGAGGTGTTATGAACATTTTTGTAAACCACTCGACCGTAAATCCAGCGTCCTCATGCCCTCGAATAATTGACGCCCAATACCGCAATGCATTCGGCACAGTGGCGGGGAAAGCAATACGCTCAGTGTATGCTGCAGCTCTCTTAAATATTTCGAATGCCTTGCGCAAGAACCCGCCTCTTATCAGCCGGTCCACCCCCCCACTGAAACACCTAGCCCTGGCTAATTTTTCATCCTCCGCATTGCGAGTATTAAATGTAGCGAACCCCGTCGCTACCGCAATGCTTGCCATATTACCCCAATTGCCAATCATTACTGCACAAGCTTCCCGGGCCTTCTGCCGTTGGATAAATCTTT
GGTCAAGCCCGTTCACAGACGACCTACCCCCGTATTCCGGATATGATGTATTTCTTATCCCCTCGCGAGGTAGTAGATCCAGGGATTCTAACACATTCTTTGGCGCCCCTACGTAGGTTATTCGACCTTCCGCCTCCTTCACCCCTTCGATCTTTTGGTGCCACCTTACCGTTAACGCGATGCTGAGCGAGTTTATCTCCAACCAGTTAATACCTCGTGGGAAGTATGGTAAAACGTATGCATTGAACGCCTCACGGAGAGGGTGGGTGTAGTTTAGAACGCCGTCTAATATATTACAAAGCACGTCATCCATGCTATAAACCGGGACGTCAGTATTGGCGGGGAGCTCGCCTCTATGGTCAGTAGTCACC
ACAGGGAAAGTCCTGCCGCCTAACGTCACACTACTAGCTGATTTACTAGGTACAAGGAATATAATTTTAGTGGCTTTGTCGTGGATATCCACGAGACCAGCCGTCCGTATAAACATCTCCTCTTCCCCGATCGAGGAGCCCCCTAACCTGTAGATTCTGCAGGTATCAATGACCCAACTGAGTGGGTAGGTTAAGTGGCTTAATATCCACATGTCGCGTCCTTTACCTCCTGGGTCCATATTTTCACCCAGAGGTATGATCCTGACGTCCGTTCCGTTTAACCCCCACTCCTCTTCGTTGCCGCTCCCGACCTTGAGAAGGCCGCCACGTCTTAACCCCACCTCCAATACGTCCATTGTGAGGAATATGGCG
TCGTAATGCCAGCCACCCATCTGGCAAAGATGTATAGTTATAGGCTCGGTCTGATCCGTACCAGCCCATGCGTAATCAACTCCGGTAGGCTGGACTATGCGCCGCTCCCTCAGCTCATCATACAGGTCTATTTTTAATGCCAAGACCCGATAGTCATGCGTCTCTCCAGTTATTGCTCTATCGACAGCAGCAGCCAGTAGGGTGGTGTTTGAAAGGAACCCGAAGGTATATATACCTTTTGACGGATTTATCAACCCTGGTGTCGCAGGTTGCGGGTTCGTAGCAGCATCGATCATCTTCTCTCCGGCACCTGTCCTTTCTAGTTCCCCGTGGTTTTTTCTGCTATCGGTGCCCACCCCTATCCACTTCAAA
TGTTTTGTGGCCCTCCTAAAGTGTGACATCCATTGGCCTACCTCCTTAGCGGGCTCCCATCCGGCATCAGAAGCCCTATTCCCTACTTGTATCCCTTTAGATGATACGTCGCATAAACCGCCCTCTACGTTTTCAGTGGCAAGCTTCGATACAACCTTAGCTGTGCGCCTTAACGCCTGCATCATGCGTGAGAATTTACTCCCCTTCTTATCACGCCCACCCTTAACTTTCCTGCCTTCTTTCGCTACCGACGCTACCCCCAGTAGGCCTAATTTTAGCTCCTTAACTATAGGAGGATCATCTTTAGATATAACCAAGCTTTCTTCGTCCGAGCCCAAAAATGACGCCCCACTCACATCATCATCATCACGTTCG
TGACCCATACCCTCGCAAACATCCTCACTCCTCCCCTCACCCGTGGATGTATCCAATCTATCGGCTACATTCTCACCACCTTCCTTCTGCCTTAACCCCACGCTAGTTCCCAAAGCTTTGTCGAACCCGACCTCATGCCGACTAGTCGGTGTACTTCCCCTTTCTTCCGCTCCCGAGCTGCCCGAATCAACAATTTCTGCCAATTCCTGTTCGTCAATGTCTTCCCACCACTTCACCATTGATTGGTGCAGTGTGCCGGCGATGACTGGGACCTGAGAGCCCCTACCTGAATCGCGGCAGTAGTAGATGTAAGGCATGTTGCGGAGGAGTTTTGCCACGTTGGATGAAGGCCTATTAACCGATTCTACCTGTA
TAGTCGATGAATCCCAGAATAAAGTCCTGCAAAAATCTACCACCTCGGTTCGGTCATGCTTGGTTGCGTGTACAGCATCCAGGTTGCCGTTAAGAGCGTGCATATTACGGTTATGTGACAATGCTGCCGCTTCCAGCCACCCGTTATTAATTGCCCCCGTAGCCAGCCTCATGTATAGGTCCTCGTCGGTCATCTCGCGCGGGCTGTATCCCTGGAACGTGACATGAGTTCGGCACTGTGCTCCTCGGATCTCATCAAATAGGCAGAAGGGACATACCCCTTTGGATCGGATGCTGGCAGCTATACAGCTGGAAATAAGTACTTTACAGAAAGCATCCGAACCCTCATGGTTTCGTCCCTCCTCCCCCGA
ATCATCAGAAGACGAGCCCTCACTCACTACCACCCCCCTGTCTACCCGAACAACCCCTTCTTCAGGGGGATCATCTGGGTCTTCCTCTACCTCGACCTCGTTATAGCCCCACACTCGCAAGGTATT

cDNA

HiTV1-contig-2-RNA SRR10158821 UCACUGCGCUAAGAUGUAUCUUUGCGCUAGCAACCUGUAACGUCUGACCAUUUCGACCUCUACCCACAACAUAUUUCGCUCCAGCUUCUUCAGCCCUAUAUCCCUCGCUCCUAAGGCCUUCCUCAGCAUCCAAUCCCCCCACCUCUUUAUGUCACUUCCAUAUCUCGGCCCUAUCUUAUCUACUAACGGCAUAGGAUGUUCCCAUUCACCGGACAUGUAACCAUUGUAUACCCUUUUGCUCAUUCGCGACCUCAAUGUGUGAGCUAUAGAUGCACAACCGUCCUUCAUCCAUUUAUCUUCCUUCCUCCGGUCUAACGCAUCCCUUUUCAAUAGGCCUUUAAUCUGUACCGGGACAGC
AUCCAGAUCCCACAAAUCAUCCGGUUUAGGGACCAUGAUCGUCGAUGUUAUUGGCAGAGGCUUAAUUGCUUCAACCCGUACUAAACGGCCCUCCACCUUGCCUACUAAUUCUGAUUCUCUCACACCCCAGCUUUUCACCAAAGAAUUAUGUAAUUCCUCAGAUCUCCCCGCGGUUGGUACCCAUCCAGUACGCUGUAAUCUGCGCUCCCAGCACCCUAAUUUUAUGCUUAACGGGCGUAACAUUUUUGUCACCUCCGCAGUAUACCAGAAACCAUCACUCUCCCGAGAGAAAACCGAUCCCAUCCGUGAUCCGGGAUCUAUCCCACACCCCCCCACGCUAUUUGGCGUUAUCGCAUA
UGAUGCCACAGUUUUUCGAUUCAAUCCUUUGUCUUCUAUCGUAUCUAAGAAGACUUCAGCGCAUGAUCCCGGUGAUGCUUCUCUCAGACCCAUCAAAUGCCACUGGGACAGGGUUGAAUAUAUGCGUUCGUGCUUAUCAAUCGGGCUUGCUAGGAUAGGGUUCUUGAACCUGAUGUUAACCAUGCUCCUGGCUACGUAUCCUGUUACUCCGGCUGGUUCAUAGCUACGUCUCAGAAACUCGCCCCUCCACGUAGAUAUAUACGUUUUCAUUUGGUGUACUUCGUAGCCAAUUUUUUGAUAAGUGUCAAUCAGUGUCUUUACGAAUACCUCCGAAUUAGUAGAGAAAAUCACAU
CAUCUCCUUGAGCAUAAAAAUUCCCUACAUAUAUCUUUCGGCCCAUCCGUUCCAUUGACAAUCUGGCCAUCACCCUGAAAGAACAUACAUUUAAGAUCGUGUCCAAUACGGCUGUCCACCGCCAGCCCGAAGGCAACCCGUUAUUCCAUUCUCCUCUGUAAUGACCGCACUCAACGCUGGCUCCUCUAACGAAGAGCGAAUCCCAUAAGGCAGCCCAGACACCUUCGAAAUCCGUCCCACCUGCCAGGCUUGAAAUAUGCUGCCCAACCGCCAACAUAACUGCCGCGAUAGACUUCUUACUCUGGUGUUGGUCAAAACCACUUUGAUCCAACGGUACCUUGAUCAAGUCUUUCUGGU
UAACUGCGGACAGCAGGUCCAUAUCUAUGGCCUCGUUGCCACGCUCCCCUGCGAACAGAGUACUCAGACGACUUCCAUGUAAACCCACCUCCAAAUAUUCAGACAGAUAAUUCAUCUUCCUGUUUACCGCGUUACCUGUCUUCACGACGCCUCUGAUUUUAGAUGUUUCACUUUUUUGAAUAACGCGCAUGACCUCGCGGACGGGAGUAAAUAAUUCAUUGCGGACAGCCUCGUCGCUAAGGACCACCCCUUCCACCGGUUUAGACCCUACCCUCUUCUUUCUCCCCCCUACGUAUAUCUCGAUUUUCUGUCCUGUACCUGCCUUCCCCUCCAUCCACUUUCCUUUCUUUACCCACU
CUUCUACUGUAGGUAUGUUCGAUGGUAGUCGCCAUUCAUUCUUCAUGAAUUCCUGGGUCUCCUUGUAUAGUGCAUCUAAAUACCUGUCCUCGCCCAUAGGGCCUCCCAACACAAGUUCGUCACAUAACCAAGAUCUUACUUCCGGCCAUAGCUCAUCGAUGUCCUUUGGCGGAGUGUAGCCAAAACUGGUCUCCCAGUAACAAAACUCUCUCCAGUAGGGUGUUAUGUUCGUUGCCCCCAUCUUCAUAAACCCUGUCUCAAGCUUAAGCACCGCCAUGAUCCCGUGUCUACACGCAUGAGGGUACUCUUGUCUAAGCCUCCUAUAUCGCGACAGCAUUGCCUCGCCUCGCCUAGGG
UAUGCCGUACGGAUUAAAAGGUGUACGUUAUCUUCUAGCAUCCCGUGUCCCAGAACACACCCCACACACCCCUUACAUUUGAACCAGAUUUUUACGUUCUGGAGAGAGAAUUUAUCAUACUGUCCCUUCCACGCGCUCAUGCCACACCCACAAUCUAAUCCCGUCCCAUACUUCUUUCUCAGUUCCUCCACUCCUGCAGACAUUUUUAGCUUAAAUAAAGCUGGACUCCAGACCCAUUCAGGCCAUAUCGGAGCGCUUUCACCCCAGUUUAUUCCCCCCUCCGUUCUGCAGCUUGUUCCAAUGAACUCUGCUCCCCCUUGACUCCAUGUUCCUGUAACAAAUCGGGCUGCACAGGAA
CAGGUUCUUUCACCCCGGAAGGAGUACUUAUGGCUUUCCCUGUCCCCUUCUCUGCUCCCCGAUCCUUCUCCUCGUCCAGAGGAGCUUUUUGUUCCUCCUCGUUGCUCCCCGCUCGCAAUUCCUGAGCCCGUGCCGCUUUCAACUCUGCGAGUUUUUUCUCCAAGGCAAUUAUGGUUUCCUCGUGGGUUAAUUCUUUUUCGCGGCUGCUGGGCUUCCCAUCCCCCGCAGCCGCUGCAUCUUUUAAAGCCCGCCGUUCUAGUUUAGCAGCAUCCAACCCCAUAGGGCGAUCCAAAUAGUGCUGCCUUAUUCCGGUCACCCCUCUAUCCCUACUACCCCGAUACAGAAUAGUUCGGGGGC
CGUACUGGCGUGCGCAUAAUACCCCAGCGGUACCAGCGGGUAUCACCAAAGUCUUCAACUGCUCCGCUCUGAAGUCCUUGAUCCUCACUUGUAAACCCCAACCCCACUUGUCAAGUUCAGGAUUCGCGCUUCCCUCUUCUGCCCAUCCAUGUUCCCUUGCCAUGGCGGCACCAUUACUGUAAUCAACUACGAACACGUACCCUUCAAGAGGUUCAUAGCGGGGGUGGGUUUGAUAUUUGAAGCCCCACCCAGGGUCUUCCCUUAUUAGGUCUAGCCUUCCUAGCGCCUGCUCCAAAUGCCAUACGUCCUCCCCCUGCCCCACCUGGCAAUAGUAGUUGUACGUCCAGCGGGCCUGGG
UAUCAUCUAAUACAUAGAUGUCCCGUUCAUCCGUAUCCCGCCCACUCAUCGUAAAUUCACUCCAUUCUGUGUUUAACACACUACGGUUCCAAGACGAUGGGCCUCUUAUUCCGGUCAGCGUGGCAACUCCCCCUAUAUGGCCAGCCACGUUAGCAUUCCAAUUCCAAAUGACAUGAGGUGUUAUGAACAUUUUUGUAAACCACUCGACCGUAAAUCCAGCGUCCUCAUGCCCUCGAAUAAUUGACGCCCAAUACCGCAAUGCAUUCGGCACAGUGGCGGGGAAAGCAAUACGCUCAGUGUAUGCUGCAGCUCUCUUAAAUAUUUCGAAUGCCUUGCGCAAGAACCCGCCUCUUAU
CAGCCGGUCCACCCCCCCACUGAAACACCUAGCCCUGGCUAAUUUUUCAUCCUCCGCAUUGCGAGUAUUAAAUGUAGCGAACCCCGUCGCUACCGCAAUGCUUGCCAUAUUACCCCAAUUGCCAAUCAUUACUGCACAAGCUUCCCGGGCCUUCUGCCGUUGGAUAAAUCUUUGGUCAAGCCCGUUCACAGACGACCUACCCCCGUAUUCCGGAUAUGAUGUAUUUCUUAUCCCCUCGCGAGGUAGUAGAUCCAGGGAUUCUAACACAUUCUUUGGCGCCCCUACGUAGGUUAUUCGACCUUCCGCCUCCUUCACCCCUUCGAUCUUUUGGUGCCACCUUACCGUUAACGCGAUGCU
GAGCGAGUUUAUCUCCAACCAGUUAAUACCUCGUGGGAAGUAUGGUAAAACGUAUGCAUUGAACGCCUCACGGAGAGGGUGGGUGUAGUUUAGAACGCCGUCUAAUAUAUUACAAAGCACGUCAUCCAUGCUAUAAACCGGGACGUCAGUAUUGGCGGGGAGCUCGCCUCUAUGGUCAGUAGUCACCACAGGGAAAGUCCUGCCGCCUAACGUCACACUACUAGCUGAUUUACUAGGUACAAGGAAUAUAAUUUUAGUGGCUUUGUCGUGGAUAUCCACGAGACCAGCCGUCCGUAUAAACAUCUCCUCUUCCCCGAUCGAGGAGCCCCCUAACCUGUAGAUUCUGCAGGUAUC
AAUGACCCAACUGAGUGGGUAGGUUAAGUGGCUUAAUAUCCACAUGUCGCGUCCUUUACCUCCUGGGUCCAUAUUUUCACCCAGAGGUAUGAUCCUGACGUCCGUUCCGUUUAACCCCCACUCCUCUUCGUUGCCGCUCCCGACCUUGAGAAGGCCGCCACGUCUUAACCCCACCUCCAAUACGUCCAUUGUGAGGAAUAUGGCGUCGUAAUGCCAGCCACCCAUCUGGCAAAGAUGUAUAGUUAUAGGCUCGGUCUGAUCCGUACCAGCCCAUGCGUAAUCAACUCCGGUAGGCUGGACUAUGCGCCGCUCCCUCAGCUCAUCAUACAGGUCUAUUUUUAAUGCCAAGACCCGAU
AGUCAUGCGUCUCUCCAGUUAUUGCUCUAUCGACAGCAGCAGCCAGUAGGGUGGUGUUUGAAAGGAACCCGAAGGUAUAUAUACCUUUUGACGGAUUUAUCAACCCUGGUGUCGCAGGUUGCGGGUUCGUAGCAGCAUCGAUCAUCUUCUCUCCGGCACCUGUCCUUUCUAGUUCCCCGUGGUUUUUUCUGCUAUCGGUGCCCACCCCUAUCCACUUCAAAUGUUUUGUGGCCCUCCUAAAGUGUGACAUCCAUUGGCCUACCUCCUUAGCGGGCUCCCAUCCGGCAUCAGAAGCCCUAUUCCCUACUUGUAUCCCUUUAGAUGAUACGUCGCAUAAACCGCCCUCUACGUUUUC
AGUGGCAAGCUUCGAUACAACCUUAGCUGUGCGCCUUAACGCCUGCAUCAUGCGUGAGAAUUUACUCCCCUUCUUAUCACGCCCACCCUUAACUUUCCUGCCUUCUUUCGCUACCGACGCUACCCCCAGUAGGCCUAAUUUUAGCUCCUUAACUAUAGGAGGAUCAUCUUUAGAUAUAACCAAGCUUUCUUCGUCCGAGCCCAAAAAUGACGCCCCACUCACAUCAUCAUCAUCACGUUCGUGACCCAUACCCUCGCAAACAUCCUCACUCCUCCCCUCACCCGUGGAUGUAUCCAAUCUAUCGGCUACAUUCUCACCACCUUCCUUCUGCCUUAACCCCACGCUAGUUCCCAAAGCU
UUGUCGAACCCGACCUCAUGCCGACUAGUCGGUGUACUUCCCCUUUCUUCCGCUCCCGAGCUGCCCGAAUCAACAAUUUCUGCCAAUUCCUGUUCGUCAAUGUCUUCCCACCACUUCACCAUUGAUUGGUGCAGUGUGCCGGCGAUGACUGGGACCUGAGAGCCCCUACCUGAAUCGCGGCAGUAGUAGAUGUAAGGCAUGUUGCGGAGGAGUUUUGCCACGUUGGAUGAAGGCCUAUUAACCGAUUCUACCUGUAUAGUCGAUGAAUCCCAGAAUAAAGUCCUGCAAAAAUCUACCACCUCGGUUCGGUCAUGCUUGGUUGCGUGUACAGCAUCCAGGUUGCCGUUAAGAGCGU
GCAUAUUACGGUUAUGUGACAAUGCUGCCGCUUCCAGCCACCCGUUAUUAAUUGCCCCCGUAGCCAGCCUCAUGUAUAGGUCCUCGUCGGUCAUCUCGCGCGGGCUGUAUCCCUGGAACGUGACAUGAGUUCGGCACUGUGCUCCUCGGAUCUCAUCAAAUAGGCAGAAGGGACAUACCCCUUUGGAUCGGAUGCUGGCAGCUAUACAGCUGGAAAUAAGUACUUUACAGAAAGCAUCCGAACCCUCAUGGUUUCGUCCCUCCUCCCCCGAAUCAUCAGAAGACGAGCCCUCACUCACUACCACCCCCCUGUCUACCCGAACAACCCCUUCUUCAGGGGGAUCAUCUGGGUCUUCCU
CUACCUCGACCUCGUUAUAGCCCCACACUCGCAAGGUAUU

RNA

HiTV1-contig-3 SRR14339795 GCAGGGGCGGGGGGGGGGCCGTGGGCGGGGGAGTCGAAGCCAAGAGGGAAAAATTCAGGTTTGATGACCCGGGCCCGGAAGATGGCTAAAGAAATTCATCTGCACCCTTTGAGGATAATGGGCCTACTAGGGAACGGGGGGAAGAACCGGAAATGGGCGGCCGCCGTGGCAAGGTGTATTCTCCTCGCGGGCGTGGGGGATGGGGTGATGAAGAAATGGCAGTCGAAGATCCCACGGGATTTGTCCGTAGATAGGGCAGCCTATTGCCGCAACGTTTTAAATACCTTGCGAGTGTGGGGCTATAACGAGGTCGAGGTAGAGGAAGACCCAGATGATCCCCCTGAAGAAGGGGTTGTTCGGGT
AGACAGGGGGGTGGTAGTGAGTGAGGGCTCGTCTTCTGATGATTCGGGGGAGGAGGGACGAAACCATGAGGGTTCGGATGCTTTCTGTAAAGTACTTATTTCCAGCTGTATAGCTGCCAGCATCCGATCCAAAGGGGTATGTCCCTTCTGCCTATTTGATGAGATCCGAGGAGCACAGTGCCGAACTCATGTCACGTTCCAGGGATACAGCCCGCGCGAGATGACCGACGAGGACCTATACATGAGGCTGGCTACGGGGGCAATTAATAACGGGTGGCTGGAAGCGGCAGCATTGTCACATAACCGTAATATGCACGCTCTTAACGGCAACCTGGATGCTGTACACGCAACCAAGCATGACCGAAC
CGAGGTGGTAGATTTTTGCAGGACTTTATTCTGGGATTCATCGACTATACAGGTAGAATCGGTTAATAGGCCTTCATCCAACGTGGCAAAACTCCTCCGCAACATGCCTTACATCTACTACTGCCGCGATTCAGGTAGGGGCTCTCAGGTCCCAGTCATCGCCGGCACACTGCACCAATCAATGGTGAAGTGGTGGGAAGACATTGACGAACAGGAATTGGCAGAAATTGTTGATTCGGGCAGCTCGGGAGCGGAAGAAAGGGGAAGTACACCGACTAGTCGGCATGAGGTCGGGTTCGACAAAGCTTTGGGAACTAGCGTGGGGTTAAGGCAGAAGGAAGGTGGTGAGAATGTAGCCGATAGAT
TGGATACATCCACGGGTGAGGGGAGGAGTGAGGATGTTTGCGAGGGTATGGGTCACGAACGTGATGATGATGATGTGAGTGGGGCGTCATTTTTGGGCTCGGACGAAGAAAGCTTGGTTATATCTAAAGATGATCCTCCTATAGTTAAGGAGCTAAAATTAGGCCTGCTGGGGGTAGCGTCGGTAGCGAAAGAAGGCAGGAAAGTTAAGGGTGGGCGTGATAAGAAGGGGAGTAAATTCTCACGCATGATGCAGGCGTTAAGGCGCACAGCTAAGGTTGTATCGAAGCTTGCCACTGAAAACGTAGAGGGCGGTTTATGCGACGTATCATCTAAAGGGATACAAGTAGGGAATAGGGCTTCTG
ATGCCGGATGGGAGCCCGCTAAGGAGGTAGGCCAATGGATGTCACACTTTAGGAGGGCCACAAAACATTTGAAGTGGATAGGGGTGGGCACCGATAGCAGAAAAAACCACGGGGAACTAGAAAGGACAGGTGCCGGAGAGAAGATGATCGATGCTGCTACGAACCCGCAACCTGCGACACCAGGGTTGATAAATCCGTCAAAAGGTATATATACCTTCGGGTTCCTTTCAAACACCACCCTACTGGCTGCTGCTGTCGATAGAGCAATAACTGGAGAGACGCATGACTATCGGGTCTTGGCATTAAAAATAGACCTGTATGATGAGCTGAGGGAGCGGCGCATAGTCCAGCCTACCGGAGTTGA
TTACGCATGGGCTGGTACGGATCAGACCGAGCCTATAACTATACATCTTTGCCAGATGGGTGGCTGGCATTACGACGCCATATTCCTCACAATGGACGTATTGGAGGTGGGGTTAAGACGTGGCGGCCTTCTCAAGGTCGGGAGCGGCAACGAAGAGGAGTGGGGGTTAAACGGAACGGACGTCAGGATCATACCTCTGGGTGAAAATATGGACCCAGGAGGTAAAGGACGCGACATGTGGATATTAAGCCACTTAACCTACCCACTCAGTTGGGTCATTGATACCTGCAGAATCTACAGGTTAGGGGGCTCCTCGATCGGGGAAGAGGAGATGTTTATACGGACGGCTGGTCTCGTGGATATCC
ACGACAAAGCCACTAAAATTATATTCCTTGTACCTAGTAAATCAGCTAGTAGTGTGACGTTAGGCGGCAGGACTTTCCCTGTGGTGACTACTGACCATAGAGGCGAGCTCCCCGCCAATACTGACGTCCCGGTTTATAGCATGGATGACGTGCTTTGTAATATATTAGACGGCGTTCTAAACTACACCCACCCTCTCCGTGAGGCGTTCAATGCATACGTTTTACCATACTTCCCACGAGGTATTAACTGGTTGGAGATAAACTCGCTCAGCATCGCGTTAACGGTAAGGTGGCACCAAAAGATCGAAGGGGTGAAGGAGGCGGAAGGTCGAATAACCTACGTAGGGGCGCCAAAGAATGTGTTAGA
ATCCCTGGATCTACTACCTCGCGAGGGGATAAGAAATACATCATATCCGGAATACGGGGGTAGGTCGTCTGTGAACGGGCTTGACCAAAGATTTATCCAACGGCAGAAGGCCCGGGAAGCTTGTGCAGTAATGATTGGCAATTGGGGTAATATGGCAAGCATTGCGGTAGCGACGGGGTTCGCTACATTTAATACTCGCAATGCGGAGGATGAAAAATTAGCCAGGGCTAGGTGTTTCAGTGGGGGGGTGGACCGGCTGATAAGAGGCGGGTTCTTGCGCAAGGCATTCGAAATATTTAAGAGAGCTGCAGCATACACTGAGCGTATTGCTTTCCCCGCCACTGTGCCGAATGCATTGCGGTATTG
GGCGTCAATTATTCGAGGGCATGAGGACGCTGGATTTACGGTCGAGTGGTTTACAAAAATGTTCATAACACCTCATGTCACTTGGAATTGGAATGCTAACGTGGCTGGCCATATAGGGGGAGTTGCCACGCTGACCGGAATAAGAGGCCCATCGTCTTGGAACCGTAGTGTGTTAAACACAGAATGGAGTGAATTTACGATGAGTGGGCGGGATACGGATGAACGGGACATCTATGTATTAGATGATACCCAGGCCCGCTGGACGTACAACTACTATTGCCAGGTGGGGCAGGGGGAGGACGTATGGCATTTGGAGCAGGCGCTAGGAAGGCTAGACCTAATAAGGGAAGACCCTGGGTGGGGC
TTCAAATATCAAACCCACCCCCGCTATGAACCTCTTGAAGGGTACGTGTTCGTAGTTGATTACAGTAATGGTGCCGCCATGGCAAGGGAACATGGATGGGCAGAAGAGGGAAGCGCGAATCCTGAACTTGACAAGTGGGGTTGGGGTTTACAAGTGAGGATCAAGGACTTCAGAGCGGAGCAGTTGAAGACTTTGGTGATACCCGCTGGTACCGCTGGGGTATTATGCGCACGCCAGTACGGCCCCCGAACTATTCTGTATCGGGGTAGTAGGGATAGAGGGGTGACCGGAATAAGGCAGCACTATTTGGATCGCCCTATGGGGTTGGATGCTGCTAAACTAGAACGGCGGGCTTTAAAAGATGC
AGCGGCTGCGGGGGATGGGAAGCCCAGCAGCCGCGAAAAAGAATTAACCCACGAGGAAACCATAATTGCCTTGGAGAAAAAACTCGCAGAGTTGAAAGCGGCACGGGCTCAGGAATTGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCTCCTCTGGACGAGGAGAAGGATCGGGGAGCAGAGAAGGGGACAGGGAAAGCCATAAGTACTCCTTCCGGGGTGAAAGAACCTGTTCCTGTGCAGCCCGATTTGTTACAGGAACATGGAGTCAAGGGGGAGCAGAGTTCATTGGAACAAGCTGCAGAACGGAGGGGGGAATAAACTGGGGTGAAAGCGCTCCGATATGGCCTGAATGGGTC
TGGAGTCCAGCTTTATTTAAGCTAAAAATGTCTGCAGGAGTGGAGGAACTGAGAAAGAAGTATGGGACGGGATTAGATTGTGGGTGTGGCATGAGCGCGTGGAAGGGACAGTATGATAAATTCTCTCTCCAGAACGTAAAAATCTGGTTCAAATGTAAGGGGTGTGTGGGGTGTGTTCTGGGACACGGGATGCTAGAAGATAACGTACACCTTTTAATCCGTACGGCATACCCTAGGCGAGGCGAGGCAATGCTGTCGCGATATAGGAGGCTTAGACAAGAGTACCCTCATGCGTGCAGACACGGGATCATGGCGGTGCTTAAGCTTGAGACAGGGTTTATGAAGATGGGGGCAACGAACATAA
CACCCTACTGGAGAGAGTTTTGTTACTGGGAGACCAGTTTTGGCTACACTCCGCCAAAGGACATCGATGAGCTATGGCCGGAAGTAAGATCTTGGTTATGTGACGAACTTGTGTTGGGAGGCCCTATGGGCGAGGACAGGTATTTAGATGCACTATACAAGGAGACCCAGGAATTCATGAAGAATGAATGGCGACTACCATCGAACATACCTACAGTAGAAGAGTGGGTAAAGAAAGGAAAGTGGATGGAGGGGAAGGCAGGTACAGGACAGAAAATCGAGATATACGTAGGGGGGAGAAAGAAGAGGGTAGGGTCTAAACCGGTGGAAGGGGTGGTCCTTAGCGACGAGGCTGTCCGCAAT
GAATTATTTACTCCTGTCCGCGAGGTCATGCGCGTTATTCAAAAAAGTGAAACATCTAAAATCAGAGGCGTCGTGAAGACAGGTAACGCGGTAAACAGGAAGATGAATTATCTGTCTGAATATTTGGAGGTGGGTTTACATGGAAGTCGTCTGAGTACTCTGTTCGCAGGGGAGCGTGGCAACGAAGCCATAGATATGGACCTGCTGTCCGCAGTTAACCAGAAAGACTTGATCAAGGTACCGTTGGATCAAAGTGGTTTTGACCAACACCAGAGTAAGAAGTCTATCGCGGCAGTTATGTTGGCGGTTGGGCAGCATATTTCAAGCCTGGCAGGTGGGACGGATTTCGAAGGTGTCTGGGCTGCC
TTATGGGATTCGCTCTTCGTTAGAGGAGCCAGCGTTGAGTGCGGTCATTACAGAGGAGAATGGAATAACGGGTTGCCTTCGGGCTGGCGGTGGACAGCCGTATTGGACACGATCTTAAATGTATGTTCTTTCAGGGTGATGGCCAGATTGTCAATGGAACGGATGGGCCGAAAGATATATGTAGGGAATTTTTATGCTCAAGGAGATGATGTGATTTTCTCTACTAATTCGGAGGTATTCGTAAAGACACTGATTGACACTTATCAAAAAATTGGCTACGAAGTACACCAAATGAAAACGTATATATCTACGTGGAGGGGCGAGTTTCTGAGACGTAGCTATGAACCAGCCGGAGTAACAGGATAC
GTAGCCAGGAGCATGGTTAACATCAGGTTCAAGAACCCTATCCTAGCAAGCCCGATTGATAAGCACGAACGCATATATTCAACCCTGTCCCAGTGGCATTTGATGGGTCTGAGAGAAGCATCACCGGGATCATGCGCTGAAGTCTTCTTAGATACGATAGAAGACAAAGGATTGAATCGAAAAACTGTGGCATCATATGCGATAACGCCAAATAGCGTGGGGGGGTGTGGGATAGATCCCGGATCACGGATGGGATCGGTTTTCTCTCGGGAGAGTGATGGTTTCTGGTATACTGCGGAGGTGACAAAAATGTTACGCCCGTTAAGCATAAAATTAGGGTGCTGGGAGCGCAGATTACAGCGTAC
TGGATGGGTACCAACCGCGGGGAGATCTGAGGAATTACATAATTCTTTGGTGAAAAGCTGGGGTGTGAGAGAATCAGAATTAGTAGGCAAGGTGGAGGGCCGTTTAGTACGGGTTGAAGCAATTAAGCCTCTGCCAATAACATCGACGATCATGGTCCCTAAACCGGATGATTTGTGGGATCTGGATGCTGTCCCGGTACAGATTAAAGGCCTATTGAAAAGGGATGCGTTAGACCGGAGGAAGGAAGATAAATGGATGAAGGACGGTTGTGCATCTATAGCTCACACATTGAGGTCGCGAATGAGCAAAAGGGTATACAATGGTTACATGTCCGGTGAATGGGAACATCCTATGCCGTTAGTA
GATAAGATAGGGCCGAGATATGGAAGTGACATAAAGAGGTGGGGGGATTGGATGCTGAGGAAGGCCTTAGGAGCGAGGGATATAGGGCTGAAGAAGCTGGAGCGAAATATGTTGTGGGTAGAGGTCGAAATGGTCAGACGTTACAGGTTGCTAGCGCAAAGATACATCTTAGCGCAGTGA

cDNA

Table S3 List of sequences resulting from study and related transcriptome list. (a) contigs of HiTV1 which are longer than 5000 nt in length in cDNA and RNA forms. (b) Short transcripts which contained/mapped to the RdRP 4-like conserved domain detected in BSF transcriptomes and closely related to TotiEVE site T1. (c) Sequenes of short PCR amplified products which targeted different regions of TotiEVE site T1. (d) Sequences of EVE candidates obtained from BGA1, 2 and 3. (e) Regions of BSF genome which flanked the sites on the genome where the sequences of EVE candidates could map. (f) List of 
transcriptomes where contigs mapped to HiTV1 contig 1.



HiTV1-contig-3-RNA SRR14339795 GCAGGGGCGGGGGGGGGGCCGUGGGCGGGGGAGUCGAAGCCAAGAGGGAAAAAUUCAGGUUUGAUGACCCGGGCCCGGAAGAUGGCUAAAGAAAUUCAUCUGCACCCUUUGAGGAUAAUGGGCCUACUAGGGAACGGGGGGAAGAACCGGAAAUGGGCGGCCGCCGUGGCAAGGUGUAUUCUCCUCGCGGGCGUGGGGGAUGGGGUGAUGAAGAAAUGGCAGUCGAAGAUCCCACGGGAUUUGUCCGUAGAUAGGGCAGCCUAUUGCCGCAACGUUUUAAAUACCUUGCGAGUGUGGGGCUAUAACGAGGUCGAGGUAGAGGAAGACCCAGAUGAUCCCCCUGAAGAAGGGG
UUGUUCGGGUAGACAGGGGGGUGGUAGUGAGUGAGGGCUCGUCUUCUGAUGAUUCGGGGGAGGAGGGACGAAACCAUGAGGGUUCGGAUGCUUUCUGUAAAGUACUUAUUUCCAGCUGUAUAGCUGCCAGCAUCCGAUCCAAAGGGGUAUGUCCCUUCUGCCUAUUUGAUGAGAUCCGAGGAGCACAGUGCCGAACUCAUGUCACGUUCCAGGGAUACAGCCCGCGCGAGAUGACCGACGAGGACCUAUACAUGAGGCUGGCUACGGGGGCAAUUAAUAACGGGUGGCUGGAAGCGGCAGCAUUGUCACAUAACCGUAAUAUGCACGCUCUUAACGGCAACCUGGAUGCUGUA
CACGCAACCAAGCAUGACCGAACCGAGGUGGUAGAUUUUUGCAGGACUUUAUUCUGGGAUUCAUCGACUAUACAGGUAGAAUCGGUUAAUAGGCCUUCAUCCAACGUGGCAAAACUCCUCCGCAACAUGCCUUACAUCUACUACUGCCGCGAUUCAGGUAGGGGCUCUCAGGUCCCAGUCAUCGCCGGCACACUGCACCAAUCAAUGGUGAAGUGGUGGGAAGACAUUGACGAACAGGAAUUGGCAGAAAUUGUUGAUUCGGGCAGCUCGGGAGCGGAAGAAAGGGGAAGUACACCGACUAGUCGGCAUGAGGUCGGGUUCGACAAAGCUUUGGGAACUAGCGUGGGGUUAAG
GCAGAAGGAAGGUGGUGAGAAUGUAGCCGAUAGAUUGGAUACAUCCACGGGUGAGGGGAGGAGUGAGGAUGUUUGCGAGGGUAUGGGUCACGAACGUGAUGAUGAUGAUGUGAGUGGGGCGUCAUUUUUGGGCUCGGACGAAGAAAGCUUGGUUAUAUCUAAAGAUGAUCCUCCUAUAGUUAAGGAGCUAAAAUUAGGCCUGCUGGGGGUAGCGUCGGUAGCGAAAGAAGGCAGGAAAGUUAAGGGUGGGCGUGAUAAGAAGGGGAGUAAAUUCUCACGCAUGAUGCAGGCGUUAAGGCGCACAGCUAAGGUUGUAUCGAAGCUUGCCACUGAAAACGUAGAGGGCGGU
UUAUGCGACGUAUCAUCUAAAGGGAUACAAGUAGGGAAUAGGGCUUCUGAUGCCGGAUGGGAGCCCGCUAAGGAGGUAGGCCAAUGGAUGUCACACUUUAGGAGGGCCACAAAACAUUUGAAGUGGAUAGGGGUGGGCACCGAUAGCAGAAAAAACCACGGGGAACUAGAAAGGACAGGUGCCGGAGAGAAGAUGAUCGAUGCUGCUACGAACCCGCAACCUGCGACACCAGGGUUGAUAAAUCCGUCAAAAGGUAUAUAUACCUUCGGGUUCCUUUCAAACACCACCCUACUGGCUGCUGCUGUCGAUAGAGCAAUAACUGGAGAGACGCAUGACUAUCGGGUCUUGGCAU
UAAAAAUAGACCUGUAUGAUGAGCUGAGGGAGCGGCGCAUAGUCCAGCCUACCGGAGUUGAUUACGCAUGGGCUGGUACGGAUCAGACCGAGCCUAUAACUAUACAUCUUUGCCAGAUGGGUGGCUGGCAUUACGACGCCAUAUUCCUCACAAUGGACGUAUUGGAGGUGGGGUUAAGACGUGGCGGCCUUCUCAAGGUCGGGAGCGGCAACGAAGAGGAGUGGGGGUUAAACGGAACGGACGUCAGGAUCAUACCUCUGGGUGAAAAUAUGGACCCAGGAGGUAAAGGACGCGACAUGUGGAUAUUAAGCCACUUAACCUACCCACUCAGUUGGGUCAUUGAUACCUGCAG
AAUCUACAGGUUAGGGGGCUCCUCGAUCGGGGAAGAGGAGAUGUUUAUACGGACGGCUGGUCUCGUGGAUAUCCACGACAAAGCCACUAAAAUUAUAUUCCUUGUACCUAGUAAAUCAGCUAGUAGUGUGACGUUAGGCGGCAGGACUUUCCCUGUGGUGACUACUGACCAUAGAGGCGAGCUCCCCGCCAAUACUGACGUCCCGGUUUAUAGCAUGGAUGACGUGCUUUGUAAUAUAUUAGACGGCGUUCUAAACUACACCCACCCUCUCCGUGAGGCGUUCAAUGCAUACGUUUUACCAUACUUCCCACGAGGUAUUAACUGGUUGGAGAUAAACUCGCUCAGCAUCGCGU
UAACGGUAAGGUGGCACCAAAAGAUCGAAGGGGUGAAGGAGGCGGAAGGUCGAAUAACCUACGUAGGGGCGCCAAAGAAUGUGUUAGAAUCCCUGGAUCUACUACCUCGCGAGGGGAUAAGAAAUACAUCAUAUCCGGAAUACGGGGGUAGGUCGUCUGUGAACGGGCUUGACCAAAGAUUUAUCCAACGGCAGAAGGCCCGGGAAGCUUGUGCAGUAAUGAUUGGCAAUUGGGGUAAUAUGGCAAGCAUUGCGGUAGCGACGGGGUUCGCUACAUUUAAUACUCGCAAUGCGGAGGAUGAAAAAUUAGCCAGGGCUAGGUGUUUCAGUGGGGGGGUGGACCGGCUGAUAA
GAGGCGGGUUCUUGCGCAAGGCAUUCGAAAUAUUUAAGAGAGCUGCAGCAUACACUGAGCGUAUUGCUUUCCCCGCCACUGUGCCGAAUGCAUUGCGGUAUUGGGCGUCAAUUAUUCGAGGGCAUGAGGACGCUGGAUUUACGGUCGAGUGGUUUACAAAAAUGUUCAUAACACCUCAUGUCACUUGGAAUUGGAAUGCUAACGUGGCUGGCCAUAUAGGGGGAGUUGCCACGCUGACCGGAAUAAGAGGCCCAUCGUCUUGGAACCGUAGUGUGUUAAACACAGAAUGGAGUGAAUUUACGAUGAGUGGGCGGGAUACGGAUGAACGGGACAUCUAUGUAUUAGAUGAUA
CCCAGGCCCGCUGGACGUACAACUACUAUUGCCAGGUGGGGCAGGGGGAGGACGUAUGGCAUUUGGAGCAGGCGCUAGGAAGGCUAGACCUAAUAAGGGAAGACCCUGGGUGGGGCUUCAAAUAUCAAACCCACCCCCGCUAUGAACCUCUUGAAGGGUACGUGUUCGUAGUUGAUUACAGUAAUGGUGCCGCCAUGGCAAGGGAACAUGGAUGGGCAGAAGAGGGAAGCGCGAAUCCUGAACUUGACAAGUGGGGUUGGGGUUUACAAGUGAGGAUCAAGGACUUCAGAGCGGAGCAGUUGAAGACUUUGGUGAUACCCGCUGGUACCGCUGGGGUAUUAUGCGCACGCCA
GUACGGCCCCCGAACUAUUCUGUAUCGGGGUAGUAGGGAUAGAGGGGUGACCGGAAUAAGGCAGCACUAUUUGGAUCGCCCUAUGGGGUUGGAUGCUGCUAAACUAGAACGGCGGGCUUUAAAAGAUGCAGCGGCUGCGGGGGAUGGGAAGCCCAGCAGCCGCGAAAAAGAAUUAACCCACGAGGAAACCAUAAUUGCCUUGGAGAAAAAACUCGCAGAGUUGAAAGCGGCACGGGCUCAGGAAUUGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCUCCUCUGGACGAGGAGAAGGAUCGGGGAGCAGAGAAGGGGACAGGGAAAGCCAUAAGUACUCCUUCCGGGGUG
AAAGAACCUGUUCCUGUGCAGCCCGAUUUGUUACAGGAACAUGGAGUCAAGGGGGAGCAGAGUUCAUUGGAACAAGCUGCAGAACGGAGGGGGGAAUAAACUGGGGUGAAAGCGCUCCGAUAUGGCCUGAAUGGGUCUGGAGUCCAGCUUUAUUUAAGCUAAAAAUGUCUGCAGGAGUGGAGGAACUGAGAAAGAAGUAUGGGACGGGAUUAGAUUGUGGGUGUGGCAUGAGCGCGUGGAAGGGACAGUAUGAUAAAUUCUCUCUCCAGAACGUAAAAAUCUGGUUCAAAUGUAAGGGGUGUGUGGGGUGUGUUCUGGGACACGGGAUGCUAGAAGAUAACGUACACCUU
UUAAUCCGUACGGCAUACCCUAGGCGAGGCGAGGCAAUGCUGUCGCGAUAUAGGAGGCUUAGACAAGAGUACCCUCAUGCGUGCAGACACGGGAUCAUGGCGGUGCUUAAGCUUGAGACAGGGUUUAUGAAGAUGGGGGCAACGAACAUAACACCCUACUGGAGAGAGUUUUGUUACUGGGAGACCAGUUUUGGCUACACUCCGCCAAAGGACAUCGAUGAGCUAUGGCCGGAAGUAAGAUCUUGGUUAUGUGACGAACUUGUGUUGGGAGGCCCUAUGGGCGAGGACAGGUAUUUAGAUGCACUAUACAAGGAGACCCAGGAAUUCAUGAAGAAUGAAUGGCGACUACCAU
CGAACAUACCUACAGUAGAAGAGUGGGUAAAGAAAGGAAAGUGGAUGGAGGGGAAGGCAGGUACAGGACAGAAAAUCGAGAUAUACGUAGGGGGGAGAAAGAAGAGGGUAGGGUCUAAACCGGUGGAAGGGGUGGUCCUUAGCGACGAGGCUGUCCGCAAUGAAUUAUUUACUCCUGUCCGCGAGGUCAUGCGCGUUAUUCAAAAAAGUGAAACAUCUAAAAUCAGAGGCGUCGUGAAGACAGGUAACGCGGUAAACAGGAAGAUGAAUUAUCUGUCUGAAUAUUUGGAGGUGGGUUUACAUGGAAGUCGUCUGAGUACUCUGUUCGCAGGGGAGCGUGGCAACGAAGCC
AUAGAUAUGGACCUGCUGUCCGCAGUUAACCAGAAAGACUUGAUCAAGGUACCGUUGGAUCAAAGUGGUUUUGACCAACACCAGAGUAAGAAGUCUAUCGCGGCAGUUAUGUUGGCGGUUGGGCAGCAUAUUUCAAGCCUGGCAGGUGGGACGGAUUUCGAAGGUGUCUGGGCUGCCUUAUGGGAUUCGCUCUUCGUUAGAGGAGCCAGCGUUGAGUGCGGUCAUUACAGAGGAGAAUGGAAUAACGGGUUGCCUUCGGGCUGGCGGUGGACAGCCGUAUUGGACACGAUCUUAAAUGUAUGUUCUUUCAGGGUGAUGGCCAGAUUGUCAAUGGAACGGAUGGGCCGAAAG
AUAUAUGUAGGGAAUUUUUAUGCUCAAGGAGAUGAUGUGAUUUUCUCUACUAAUUCGGAGGUAUUCGUAAAGACACUGAUUGACACUUAUCAAAAAAUUGGCUACGAAGUACACCAAAUGAAAACGUAUAUAUCUACGUGGAGGGGCGAGUUUCUGAGACGUAGCUAUGAACCAGCCGGAGUAACAGGAUACGUAGCCAGGAGCAUGGUUAACAUCAGGUUCAAGAACCCUAUCCUAGCAAGCCCGAUUGAUAAGCACGAACGCAUAUAUUCAACCCUGUCCCAGUGGCAUUUGAUGGGUCUGAGAGAAGCAUCACCGGGAUCAUGCGCUGAAGUCUUCUUAGAUACGAUAG
AAGACAAAGGAUUGAAUCGAAAAACUGUGGCAUCAUAUGCGAUAACGCCAAAUAGCGUGGGGGGGUGUGGGAUAGAUCCCGGAUCACGGAUGGGAUCGGUUUUCUCUCGGGAGAGUGAUGGUUUCUGGUAUACUGCGGAGGUGACAAAAAUGUUACGCCCGUUAAGCAUAAAAUUAGGGUGCUGGGAGCGCAGAUUACAGCGUACUGGAUGGGUACCAACCGCGGGGAGAUCUGAGGAAUUACAUAAUUCUUUGGUGAAAAGCUGGGGUGUGAGAGAAUCAGAAUUAGUAGGCAAGGUGGAGGGCCGUUUAGUACGGGUUGAAGCAAUUAAGCCUCUGCCAAUAACAUCG
ACGAUCAUGGUCCCUAAACCGGAUGAUUUGUGGGAUCUGGAUGCUGUCCCGGUACAGAUUAAAGGCCUAUUGAAAAGGGAUGCGUUAGACCGGAGGAAGGAAGAUAAAUGGAUGAAGGACGGUUGUGCAUCUAUAGCUCACACAUUGAGGUCGCGAAUGAGCAAAAGGGUAUACAAUGGUUACAUGUCCGGUGAAUGGGAACAUCCUAUGCCGUUAGUAGAUAAGAUAGGGCCGAGAUAUGGAAGUGACAUAAAGAGGUGGGGGGAUUGGAUGCUGAGGAAGGCCUUAGGAGCGAGGGAUAUAGGGCUGAAGAAGCUGGAGCGAAAUAUGUUGUGGGUAGAGGUCGAAA
UGGUCAGACGUUACAGGUUGCUAGCGCAAAGAUACAUCUUAGCGCAGUGA

RNA

HiTV1-contig-4 ERR1801992 GTTCGAGCAGGTGAAGGGGGAGGGTCATCTTCGGGGGAGTCGAAGCCAAGAGGGAAAAATTCAGGTTTGATGACCCGGGCCCGGAAGATGGCTAAAGAAATTCATCTGCACCCTTTGAGGATAATGGGCCTACTAGGGAACGGGGGGAAGAACCGGAAATGGGCGGCCGCCGTGGCAAGGTGTATTCTCCTCGCGGGCGTGGGGGATGGGGTGATGAAGAAATGGCAGTCGAAGATCCCACGGGATTTGTCCGTAGATAGGGCAGCCTATTGCCGCAACGTTTTAAATACCTTGCGAGTGTGGGGCTATAACGAGGTCGAGGTAGAGGAAGACCCAGATGATCCCCGTGAAGAAGGGGTTGTT
CGGGTAGACAGGGGGGTGGTAGTGAGTGAGGGCTCGTCTTCTGATGATTCGGGGGAGGAGGGACGAAACCATGAGGGTTCGGATGCTTTCTGTAAAGTACTTATTTCCAGCTGTATAGCTGCCAGCATCCGATCCAAAGGGGTATGTCCCTTCTGCCTATTTGATGAGATCCGAGGAGCACAGTGCCGAACTCATGTCACGTTCCAGGGATACAGCCCGCGCGAGATGACCGACGAGGACCTATACATGAGGCTGGCTACGGGGGCAATTAATAACGGGTGGCTGGAAGCGGCAGCATTGTCACATAACCGTAATATGCACGCTCTTAACGGCAACCTGGATGCTGTACACGCAACCAAGCATGAC
CGAACCGAGGTGGTAGATTTTTGCAGGACTTTATTCTGGGATTCATCGACTATACAGGTAGAATCGGTTAATAGGCCTTCATCCAACGTGGCAAAACTCCTCCGCAACATGCCTTACATCTACTACTGCCGCGATTCAGGTAGGGGCTCTCAGGTCCCAGTCATCGCCGGCACACTGCACCAATCAATGGTGAAGTGGTGGGAAGACATTGACGAACAGGAATTGGCAGAAATTGTTGATTCGGGCAGCTCGGGAGCGGAAGAAAGGGGAAGTACACCGACTAGTCGGCATGAGGTCGGGTTCGACAAAGCTTTGGGAACTAGCGTGGGGTTAAGGCAGGAGGAAGGTGGTGAGAATGTAGCCGA
TAGATTGGATACATCCACGGGTGAGGGGAGGAGTGAGGATGTTTGCGAGGGTATGGGTCACGAACGTGATGATGATGATGTGAGTGGCGCGTCATTTCTGGGTTCGGACGAAGAAAGCCTGGTTATATCTAAAGATGATCCTCCTATAGTTAAGGAGCTAAAATTAGGCCTACTGGGGGTAGCGTCGGTAGCGAAAGAAGGCAGGAAAGTTAAGGGTGGGCGTGATAAGAAAGGGAGTAAATTCTCACGCATGATGCAGGCGTTAAGGCGCACAGCTAAGGTTGTATCGAAGCTTGCCACTGAAAACGTAGAGGGCGGTTTATGCGACGTATCATCTAAAGGGATACAAGTAGGGAATAGGGC
TTCTGATGCCGGATGGGAGCCCGCTAAGGAGGTAGGCCAATGGATGTCACACTTTAGGAAGGCCACAAAACACTTGAAGTGGATAGGGGTGGGCACCGATAGCAGAAAAAACCACGGGGAACTAGAAAGGACAGGTGCCGGAGAGAAGATGATCGATGCTGCTACGAACCCGCAACCTGCGACACCAGGGTTGATAAATCCGTCAAAAGGTATATATACCTTCGGGTTCCTTTCAAACACCACCCTACTGGCTGCTGCTGTCGATAGAGCAATAACTGGAGAGACGCATGACTATCGGGTCTTGGCATTAAAAATAGACCTGTATGATGAGCTGAGGGAGCGGCGCATAGTCCAGCCTACCGGA
GTTGATTACGCATGGGCTGGTACGGATCAGACCGAGCCTATAACTATACATCTTTGCCAGATGGGTGGCTGGCATTACGACGCCATATTCCTCACAATGGACGTATTGGAGGTGGGGTTAAGACGTGGCGGCCTTCTCAAGGTCGGGAGCGGCAACGAAGAGGAGTGGGGGTTAAACGGAACGGACGTCAGGATCATACCTCTGGGTGAAAATATGGACCCAGGAGGTAAAGGACGCGACATGTGGATATTAAGCCACTTAACCTACCCACTCAGTTGGGTCATTGATACCTGCAGAATCTACAGGTTAGGGGGCTCCTCGATCGGGGAAGAGGAGATGTTTATACGGACGGCTGGTCTCGTGGA
TATCCACGATAAAGCCACTAAAATTATATTCCTTGTACCTAGTAAATCAGCTAGTAGTGTGACGTTAGGCGGCAGGACTTTCCCTGTGGTGACTACTGACCATAGAGGCGAGCTTCCCGCCAATACTGACGTCCCGGTTTATAGCATGGATGACGTGCTTTGTAATATATTAGACGGCGTTCTAAACTACACCCACCCTCTCCGTGAGGCGTTCAATGCATACGTTTTACCATACTTCCCACGAGGTATCAACTGGTTGGAGATAAACTCGCTCAGCATCGCGTTAACGGTAAGGTGGCACCAAAAGATCGAAGGGGTGAAGGAGGCGGAAGGTCGAATAACCTACGTAGGGGCGCCAAAGAATGTGT
TAGAATCCCTGGATCTACTACCTCGCGAGGGGATAAGAAATACATCATATCCGGAATACGGGGGTAGGTCGTCTGTGAACGGGCTTGACCAAAGATTTATCCAACGGCAGAAGGCCCGGGAAGCTTGTGCAGTAATGATTGGCAATTGGGGTAATATGGCAAGCATTGCGGTAGCGACGGGGTTCGCTACATTTAATACTCGCAATGCGGAGGATGAAAAATTAGCCAGGGCTAGGTGTTTCAGTGGGGGGGTGGACCGGCTGATAAGAGGCGGGTTCTTGCGCAAGGCATTCGAAATATTTAAGAGAGCTGCAGCATACACTGAGCGTATTGCTTTCCCCGCCACTGTGCCGAATGCACTGCGG
TATTGGGCGTCAATTATTCGAGGGCATGAGGACGCCGGGTTTACGGTCGAGTGGTTTACCAAAATGTTCATAACACCTCATGTCATTTGGAATTGGAATGCTAACGTGGCTGGCCATATAGGGGGAGTTGCCACGCTGACCGGAATAAGAGGCCCATCGTCTTGGAACCGTAGTGTGTTAAACACAGAATGGAGTGAATTTACGATGAGCGGGCGGGATACGGATGAACGGGACATCTATGTATTAGATGATACCCAGGCCCGCTGGACGTACAACTACTATTGCCAGGTGGGGCAGGGGGAGGACGTATGGCATTTGGAGCAGGCGCTAGGAAGGCTAGACCTAATAAGGGAAGACCCTGGGTG
GGGCTTTAAATATCAAACCCACCCCCGCTATGAACCTCTTGAAGGGTACGTGTTCGTAGTTGATTACAGTAATGGTGCCGCCATGGCAAGGGAACATGGATGGGCAGAAGAGGGAAGCGCGAATCCTGAACTTGACAAGTGGGGTTGGGGTTTACAAGTGAGGATCAAGGACTTCAGAGCGGAGCAGTTGAAGACTTTGGTGATACCCGCTGGTACCGCTGGGGTATTATGCGCACGCCAGTACGGCCCCCGAACTATTCTGTATCGGGGTAGTAGGGATAGAGGGGTGACCGGAATAAGGCAGCACTATTTGGATCGCCCTATGGGGTTGGATGCTGCTAAACTAGAACGGCGGGCTTTAAAAG
ATGCAGCGGCTGCGGGGGATGGGAAGCCCAGCAGCCGCGAAAAAGAATTAACCCACGAGGAAACCATAATTGCCTTGGAGAAAAAACTCGCAGAGTTGAAAGCGGCACGGGCTCAGGAATTGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCTCCTCTGGACGAGGAGAAGGATCGGGGAGCAGAGAAGGGGACAGGGAAAGCCATAAGTACTCCTTCCGGGGTGAAAGAACCTGTTCCTGTGCAGCCCGATTTGTTACAGGAACATGGAGTCAAGGGGGAGCAGAGTTCATTGGAACAAGCTGCAGAACGGAGGGGGGAATAAACTGGGGTGAAAGCGCTCCGATATGGCCTGAATG
GGTCTGGAGTCCAGCTTTATTTAAGCTAAAAATGTCTGCAGGAGTGGAGGAACTGAGAAAGAAGTATGGGACGGGATTAGATTGTGGGTGTGGCATGAGCGCGTGGAAGGGACAGTATGATAAATTCTCTCTCCAGAACGTAAAAATCTGGTTCAAATGTAAGGGGTGTGTGGGGTGTGTTCTGGGACACGGGATGCTAGAAGATAACGTACACCTTTTAATCCGTACGGCATACCCTAGGCGAGGCGAGGCAATGCTGTCGCGATATAGGAGGCTTAGACAAGAGTACCCTCATGCGTGTAGACACGGGATCATGGCGGTGCTTAAGCTTGAGACAGGGTTTATGAAGATGGGGGCAACGAAC
ATAACACCCTACTGGAGAGAGTTTTGTTACTGGGAGACCAGTTTTGGCTACACTCCGCCAAAGGACATCGATGAGCTATGGCCGGAAGTAAGATCTTGGTTATGTGACGAACTTGTGTTGGGAGGCCCTATGGGCGAGGACAGGTATTTAGATGCACTATACAAGGAGACCCAGGAATTCATGAAGAATGAATGGCGACTACCATCGAACATACCTACAGTAGAAGAGTGGGTAAAGAAAGGAAAGTGGATGGAGGGGAAGGCAGGTACAGGACAGAAAATCGAGATATACGTAGGGGGGAGAAAGAAGAGGGTAGGGTCTAAACCGGTGGAAGGGGTGGTCCTTAGCGACGAGGCTGTCCG
CAATGAATTATTTACTCCCGTCCGCGAGGTCATGCGCGTTATTCAAAAAAGTGAAACATCTAAAATCAGAGGCGTCGTGAAGACAGGTAACGCGGTAAACAGGAAGATGAATTATCTGTCTGAATATTTGGAGGTGGGTTTACATGGAAGTCGTCTGAGTACTCTGTTCGCAGGGGAGCGTGGCAACGAAGCCATAGATATGGACCTGCTGTCCGCAGTTAACCAGAAAGACTTGATCAAGGTACCGTTGGATCAAAGTGGTTTTGACCAACACCAGAGTAAGAAGTCTATCGCGGCAGTTATGTTGGCGGTTGGGCAGCATATTTCAAGCCTGGCAGGTGGGACGGATTTCGAAGGTGTCTGGGC
TGCCTTATGGGATTCGCTCTTCGTTAGAGGAGCCAGCGTTGAGTGCGGTCATTACAGAGGAGAATGGAATAACGGGTTGCCTTCGGGCTGGCGGTGGACAGCCGTATTGGACACGATCTTAAATGTATGTTCTTTCAGGGTGATGGCCAGATTGTCAATGGAACGGATGGGCCGAAAGATATATGTAGGGAATTTTTATGCTCAAGGAGATGATGTGATTTTCTCTACTAATTCGGAGGTATTCGTAAAGACACTGATTGACACTTATCAAAAAATTGGCTACGAAGTACACCAAATGAAAACGTATATATCTACGTGGAGGGGCGAGTTTCTGAGACGTAGCTATGAACCAGCCGGAGTAACAGG
ATACGTAGCCAGGAGCATGGTTAACATCAGGTTCAAGAACCCTATCCTAGCAAGCCCGATTGATAAGCACGAACGTATATATTCAACCCTGTCCCAGTGGCATTTGATGGGTCTGAGAGAAGCATCACCGGGATCATGCGCTGAAGTCTTCTTAGATACGATAGAAGACAAAGGATTGAATCGAAAAACTGTGGCATCATATGCGATAACGCCAAATAGCGTGGGGGGGTGTGGGATAGATCCCGGATCACGGATGGGATCGGTTTTCTCTCGGGAGAGTGATGGTTTCTGGTATACTGCGGAGGTGACAAAAATGTTACGCCCGTTAAGCATAAAATTAGGGTGCTGGGAGCGCAGGTTACAGC
GTACTGGATGGGTACCAACCGCGGGGAGATCTGAGGAATTACATAATTCTTTGGTGAAAAGTTGGGGTGTGAGAGAATCAGAATTAGTAGGCAAGGTGGAGGGCCGTTTAGTACGGGTTGAAGCAATTAAGCCTCTGCCAATAACATCGACGATCATGGTCCCTAAACCGGATGATTTGTGGGATCTGGATGCTGTCCCGGTACAGATTAAAGGCCTATTGAAAAGGGATGCGTTAGACCGGAGGAAGGAAGATAAATGGATGAAGGACGGTTGTGCATCTATAGCTCACACATTGAGGTCGCGAATGAGCAAAAGGGTATACAATGGTTACATGTCCGGTGAATGGGAACATCCTATGCCGTT
AGTAGATAAGATAGGGCCGAGATATGGAAGTGACATAAAGAGGTGGGGGGATTGGATGCTGAGGAAGGCCTTAGGAGCGAGGGATATAGGGCTGAAGAAGCTGGAGCGAAATATGTTGTGGGTAGAGGTCGAAATGGTCAGACGTTACAGGTTGCTAGCGCAAAGATACATCTTAGCGCAGTGA

cDNA

HiTV1-contig-4-RNA ERR1801992 GUUCGAGCAGGUGAAGGGGGAGGGUCAUCUUCGGGGGAGUCGAAGCCAAGAGGGAAAAAUUCAGGUUUGAUGACCCGGGCCCGGAAGAUGGCUAAAGAAAUUCAUCUGCACCCUUUGAGGAUAAUGGGCCUACUAGGGAACGGGGGGAAGAACCGGAAAUGGGCGGCCGCCGUGGCAAGGUGUAUUCUCCUCGCGGGCGUGGGGGAUGGGGUGAUGAAGAAAUGGCAGUCGAAGAUCCCACGGGAUUUGUCCGUAGAUAGGGCAGCCUAUUGCCGCAACGUUUUAAAUACCUUGCGAGUGUGGGGCUAUAACGAGGUCGAGGUAGAGGAAGACCCAGAUGAUCCCCGUGAAG
AAGGGGUUGUUCGGGUAGACAGGGGGGUGGUAGUGAGUGAGGGCUCGUCUUCUGAUGAUUCGGGGGAGGAGGGACGAAACCAUGAGGGUUCGGAUGCUUUCUGUAAAGUACUUAUUUCCAGCUGUAUAGCUGCCAGCAUCCGAUCCAAAGGGGUAUGUCCCUUCUGCCUAUUUGAUGAGAUCCGAGGAGCACAGUGCCGAACUCAUGUCACGUUCCAGGGAUACAGCCCGCGCGAGAUGACCGACGAGGACCUAUACAUGAGGCUGGCUACGGGGGCAAUUAAUAACGGGUGGCUGGAAGCGGCAGCAUUGUCACAUAACCGUAAUAUGCACGCUCUUAACGGCAACCUGGA
UGCUGUACACGCAACCAAGCAUGACCGAACCGAGGUGGUAGAUUUUUGCAGGACUUUAUUCUGGGAUUCAUCGACUAUACAGGUAGAAUCGGUUAAUAGGCCUUCAUCCAACGUGGCAAAACUCCUCCGCAACAUGCCUUACAUCUACUACUGCCGCGAUUCAGGUAGGGGCUCUCAGGUCCCAGUCAUCGCCGGCACACUGCACCAAUCAAUGGUGAAGUGGUGGGAAGACAUUGACGAACAGGAAUUGGCAGAAAUUGUUGAUUCGGGCAGCUCGGGAGCGGAAGAAAGGGGAAGUACACCGACUAGUCGGCAUGAGGUCGGGUUCGACAAAGCUUUGGGAACUAGCGUGG
GGUUAAGGCAGGAGGAAGGUGGUGAGAAUGUAGCCGAUAGAUUGGAUACAUCCACGGGUGAGGGGAGGAGUGAGGAUGUUUGCGAGGGUAUGGGUCACGAACGUGAUGAUGAUGAUGUGAGUGGCGCGUCAUUUCUGGGUUCGGACGAAGAAAGCCUGGUUAUAUCUAAAGAUGAUCCUCCUAUAGUUAAGGAGCUAAAAUUAGGCCUACUGGGGGUAGCGUCGGUAGCGAAAGAAGGCAGGAAAGUUAAGGGUGGGCGUGAUAAGAAAGGGAGUAAAUUCUCACGCAUGAUGCAGGCGUUAAGGCGCACAGCUAAGGUUGUAUCGAAGCUUGCCACUGAAAACGUAGAG
GGCGGUUUAUGCGACGUAUCAUCUAAAGGGAUACAAGUAGGGAAUAGGGCUUCUGAUGCCGGAUGGGAGCCCGCUAAGGAGGUAGGCCAAUGGAUGUCACACUUUAGGAAGGCCACAAAACACUUGAAGUGGAUAGGGGUGGGCACCGAUAGCAGAAAAAACCACGGGGAACUAGAAAGGACAGGUGCCGGAGAGAAGAUGAUCGAUGCUGCUACGAACCCGCAACCUGCGACACCAGGGUUGAUAAAUCCGUCAAAAGGUAUAUAUACCUUCGGGUUCCUUUCAAACACCACCCUACUGGCUGCUGCUGUCGAUAGAGCAAUAACUGGAGAGACGCAUGACUAUCGGGUCU
UGGCAUUAAAAAUAGACCUGUAUGAUGAGCUGAGGGAGCGGCGCAUAGUCCAGCCUACCGGAGUUGAUUACGCAUGGGCUGGUACGGAUCAGACCGAGCCUAUAACUAUACAUCUUUGCCAGAUGGGUGGCUGGCAUUACGACGCCAUAUUCCUCACAAUGGACGUAUUGGAGGUGGGGUUAAGACGUGGCGGCCUUCUCAAGGUCGGGAGCGGCAACGAAGAGGAGUGGGGGUUAAACGGAACGGACGUCAGGAUCAUACCUCUGGGUGAAAAUAUGGACCCAGGAGGUAAAGGACGCGACAUGUGGAUAUUAAGCCACUUAACCUACCCACUCAGUUGGGUCAUUGAUAC
CUGCAGAAUCUACAGGUUAGGGGGCUCCUCGAUCGGGGAAGAGGAGAUGUUUAUACGGACGGCUGGUCUCGUGGAUAUCCACGAUAAAGCCACUAAAAUUAUAUUCCUUGUACCUAGUAAAUCAGCUAGUAGUGUGACGUUAGGCGGCAGGACUUUCCCUGUGGUGACUACUGACCAUAGAGGCGAGCUUCCCGCCAAUACUGACGUCCCGGUUUAUAGCAUGGAUGACGUGCUUUGUAAUAUAUUAGACGGCGUUCUAAACUACACCCACCCUCUCCGUGAGGCGUUCAAUGCAUACGUUUUACCAUACUUCCCACGAGGUAUCAACUGGUUGGAGAUAAACUCGCUCAGCA
UCGCGUUAACGGUAAGGUGGCACCAAAAGAUCGAAGGGGUGAAGGAGGCGGAAGGUCGAAUAACCUACGUAGGGGCGCCAAAGAAUGUGUUAGAAUCCCUGGAUCUACUACCUCGCGAGGGGAUAAGAAAUACAUCAUAUCCGGAAUACGGGGGUAGGUCGUCUGUGAACGGGCUUGACCAAAGAUUUAUCCAACGGCAGAAGGCCCGGGAAGCUUGUGCAGUAAUGAUUGGCAAUUGGGGUAAUAUGGCAAGCAUUGCGGUAGCGACGGGGUUCGCUACAUUUAAUACUCGCAAUGCGGAGGAUGAAAAAUUAGCCAGGGCUAGGUGUUUCAGUGGGGGGGUGGACCGGC
UGAUAAGAGGCGGGUUCUUGCGCAAGGCAUUCGAAAUAUUUAAGAGAGCUGCAGCAUACACUGAGCGUAUUGCUUUCCCCGCCACUGUGCCGAAUGCACUGCGGUAUUGGGCGUCAAUUAUUCGAGGGCAUGAGGACGCCGGGUUUACGGUCGAGUGGUUUACCAAAAUGUUCAUAACACCUCAUGUCAUUUGGAAUUGGAAUGCUAACGUGGCUGGCCAUAUAGGGGGAGUUGCCACGCUGACCGGAAUAAGAGGCCCAUCGUCUUGGAACCGUAGUGUGUUAAACACAGAAUGGAGUGAAUUUACGAUGAGCGGGCGGGAUACGGAUGAACGGGACAUCUAUGUAUUAGA
UGAUACCCAGGCCCGCUGGACGUACAACUACUAUUGCCAGGUGGGGCAGGGGGAGGACGUAUGGCAUUUGGAGCAGGCGCUAGGAAGGCUAGACCUAAUAAGGGAAGACCCUGGGUGGGGCUUUAAAUAUCAAACCCACCCCCGCUAUGAACCUCUUGAAGGGUACGUGUUCGUAGUUGAUUACAGUAAUGGUGCCGCCAUGGCAAGGGAACAUGGAUGGGCAGAAGAGGGAAGCGCGAAUCCUGAACUUGACAAGUGGGGUUGGGGUUUACAAGUGAGGAUCAAGGACUUCAGAGCGGAGCAGUUGAAGACUUUGGUGAUACCCGCUGGUACCGCUGGGGUAUUAUGCGCA
CGCCAGUACGGCCCCCGAACUAUUCUGUAUCGGGGUAGUAGGGAUAGAGGGGUGACCGGAAUAAGGCAGCACUAUUUGGAUCGCCCUAUGGGGUUGGAUGCUGCUAAACUAGAACGGCGGGCUUUAAAAGAUGCAGCGGCUGCGGGGGAUGGGAAGCCCAGCAGCCGCGAAAAAGAAUUAACCCACGAGGAAACCAUAAUUGCCUUGGAGAAAAAACUCGCAGAGUUGAAAGCGGCACGGGCUCAGGAAUUGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCUCCUCUGGACGAGGAGAAGGAUCGGGGAGCAGAGAAGGGGACAGGGAAAGCCAUAAGUACUCCUUCCG
GGGUGAAAGAACCUGUUCCUGUGCAGCCCGAUUUGUUACAGGAACAUGGAGUCAAGGGGGAGCAGAGUUCAUUGGAACAAGCUGCAGAACGGAGGGGGGAAUAAACUGGGGUGAAAGCGCUCCGAUAUGGCCUGAAUGGGUCUGGAGUCCAGCUUUAUUUAAGCUAAAAAUGUCUGCAGGAGUGGAGGAACUGAGAAAGAAGUAUGGGACGGGAUUAGAUUGUGGGUGUGGCAUGAGCGCGUGGAAGGGACAGUAUGAUAAAUUCUCUCUCCAGAACGUAAAAAUCUGGUUCAAAUGUAAGGGGUGUGUGGGGUGUGUUCUGGGACACGGGAUGCUAGAAGAUAACGUAC
ACCUUUUAAUCCGUACGGCAUACCCUAGGCGAGGCGAGGCAAUGCUGUCGCGAUAUAGGAGGCUUAGACAAGAGUACCCUCAUGCGUGUAGACACGGGAUCAUGGCGGUGCUUAAGCUUGAGACAGGGUUUAUGAAGAUGGGGGCAACGAACAUAACACCCUACUGGAGAGAGUUUUGUUACUGGGAGACCAGUUUUGGCUACACUCCGCCAAAGGACAUCGAUGAGCUAUGGCCGGAAGUAAGAUCUUGGUUAUGUGACGAACUUGUGUUGGGAGGCCCUAUGGGCGAGGACAGGUAUUUAGAUGCACUAUACAAGGAGACCCAGGAAUUCAUGAAGAAUGAAUGGCGACU
ACCAUCGAACAUACCUACAGUAGAAGAGUGGGUAAAGAAAGGAAAGUGGAUGGAGGGGAAGGCAGGUACAGGACAGAAAAUCGAGAUAUACGUAGGGGGGAGAAAGAAGAGGGUAGGGUCUAAACCGGUGGAAGGGGUGGUCCUUAGCGACGAGGCUGUCCGCAAUGAAUUAUUUACUCCCGUCCGCGAGGUCAUGCGCGUUAUUCAAAAAAGUGAAACAUCUAAAAUCAGAGGCGUCGUGAAGACAGGUAACGCGGUAAACAGGAAGAUGAAUUAUCUGUCUGAAUAUUUGGAGGUGGGUUUACAUGGAAGUCGUCUGAGUACUCUGUUCGCAGGGGAGCGUGGCAACG
AAGCCAUAGAUAUGGACCUGCUGUCCGCAGUUAACCAGAAAGACUUGAUCAAGGUACCGUUGGAUCAAAGUGGUUUUGACCAACACCAGAGUAAGAAGUCUAUCGCGGCAGUUAUGUUGGCGGUUGGGCAGCAUAUUUCAAGCCUGGCAGGUGGGACGGAUUUCGAAGGUGUCUGGGCUGCCUUAUGGGAUUCGCUCUUCGUUAGAGGAGCCAGCGUUGAGUGCGGUCAUUACAGAGGAGAAUGGAAUAACGGGUUGCCUUCGGGCUGGCGGUGGACAGCCGUAUUGGACACGAUCUUAAAUGUAUGUUCUUUCAGGGUGAUGGCCAGAUUGUCAAUGGAACGGAUGGGCC
GAAAGAUAUAUGUAGGGAAUUUUUAUGCUCAAGGAGAUGAUGUGAUUUUCUCUACUAAUUCGGAGGUAUUCGUAAAGACACUGAUUGACACUUAUCAAAAAAUUGGCUACGAAGUACACCAAAUGAAAACGUAUAUAUCUACGUGGAGGGGCGAGUUUCUGAGACGUAGCUAUGAACCAGCCGGAGUAACAGGAUACGUAGCCAGGAGCAUGGUUAACAUCAGGUUCAAGAACCCUAUCCUAGCAAGCCCGAUUGAUAAGCACGAACGUAUAUAUUCAACCCUGUCCCAGUGGCAUUUGAUGGGUCUGAGAGAAGCAUCACCGGGAUCAUGCGCUGAAGUCUUCUUAGAUA
CGAUAGAAGACAAAGGAUUGAAUCGAAAAACUGUGGCAUCAUAUGCGAUAACGCCAAAUAGCGUGGGGGGGUGUGGGAUAGAUCCCGGAUCACGGAUGGGAUCGGUUUUCUCUCGGGAGAGUGAUGGUUUCUGGUAUACUGCGGAGGUGACAAAAAUGUUACGCCCGUUAAGCAUAAAAUUAGGGUGCUGGGAGCGCAGGUUACAGCGUACUGGAUGGGUACCAACCGCGGGGAGAUCUGAGGAAUUACAUAAUUCUUUGGUGAAAAGUUGGGGUGUGAGAGAAUCAGAAUUAGUAGGCAAGGUGGAGGGCCGUUUAGUACGGGUUGAAGCAAUUAAGCCUCUGCCAAUA
ACAUCGACGAUCAUGGUCCCUAAACCGGAUGAUUUGUGGGAUCUGGAUGCUGUCCCGGUACAGAUUAAAGGCCUAUUGAAAAGGGAUGCGUUAGACCGGAGGAAGGAAGAUAAAUGGAUGAAGGACGGUUGUGCAUCUAUAGCUCACACAUUGAGGUCGCGAAUGAGCAAAAGGGUAUACAAUGGUUACAUGUCCGGUGAAUGGGAACAUCCUAUGCCGUUAGUAGAUAAGAUAGGGCCGAGAUAUGGAAGUGACAUAAAGAGGUGGGGGGAUUGGAUGCUGAGGAAGGCCUUAGGAGCGAGGGAUAUAGGGCUGAAGAAGCUGGAGCGAAAUAUGUUGUGGGUAGAGGU
CGAAAUGGUCAGACGUUACAGGUUGCUAGCGCAAAGAUACAUCUUAGCGCAGUGA

RNA

HiTV1-contig-5 SRR8242288 TCGAAGCCAAGAGGGAAAAATTCAGGTTTGATGACCCGGGCCCGGAAGATGGCTAAAGAAATTCATCTGCACCCTTTGAGGATAATGGGCCTACTAGGGAACGGGGGGAAGAACCGGAAATGGGCGGCCGCCGTGGCAAGGTGTATTCTCCTCGCGGGCGTGGGGGATGGGGTGATGAAGAAATGGCAGTCGAAGATCCCACGGGATTTGTCCGTAGATAGGGCAGCCTATTGCCGCAACGTTTTAAATACCTTGCGAGTGTGGGGCTATAACGAGGTCGAGGTAGAGGAAGACCCAGATGATCCCCCTGAAGAAGGGGTTGTTCGGGTAGACAGGGGGGTGGTAGTGAGTGAGGGCTCGTCT
TCTGATGATTCGGGGGAGGAGGGACGAAACCATGAGGGTTCGGATGCTTTTTGTAAAGTACTTATTTCCAGCTGTATAGCTGCCAGCATCCGATCCAAAGGGGTATGTCCCTTCTGCCTATTTGATGAGATCCGAGGAGCACAGTGCCGAACTCATGTCACGTTCCAGGGATACAGCCCGCGCGAGATGACCGACGAGGACCTATACATGAGGCTGGCTACGGGGGCAATTAATAACGGGTGGCTGGAAGCGGCAGCATTGTCACATAACCGTAATATGCACGCTCTTAACGGCAACCTGGATGCTGTACACGCAACCAAGCATGACCGAACCGAGGTGGTAGATTTTTGCAGGACTTTATTCTGGG
ATTCATCGACTATACAGGTAGAATCGGTTAATAGGCCTTCATCCAACGTGGCAAAACTCCTCCGCAACATGCCTTACATCTACTACTGCCGCGATTCAGGTAGGGGCTCTCAGGTCCCAGTCATCGCCGGCACACTGCACCAATCAATGGTGAAGTGGTGGGAAGACATTGACGAACAGGAATTGGCAGAAATTGTTGATTCGGGCAGCTCGGGAGCGGAAGAAAGGGGAAGTACACCGACTAGTCGGCATGAGGTCGGGTTCGACAAAGCTTTGGGAACTAGCGTGGGGTTAAGGCAGAAGGAAGGTGGTGAGAATGTAGCCGATAGATTGGATACATCCACGGGTGAGGGGAGGAGTGAGGA
TGTTTGCGAGGGTATGGGTCACGAACGTGATGATGATGATGTGAGTGGGGCGTCATTTTTGGGCTCGGACGAAGAAAGCTTGGTTATATCTAAAGATGATCCTCCTATAGTTAAGGAGCTAAAATTAGGCCTACTGGGGGTAGCGTCGGTAGCGAAAGAAGGCAGGAAAGTTAAGGGTGGGCGTGATAAGAAGGGGAGTAAATTCTCACGCATGATGCAGGCGTTAAGGCGCACAGCTAAGGTTGTATCGAAGCTTGCCACTGAAAACGTAGAGGGCGGTTTATGCGACGTATCATCTAAAGGGATACAAGTAGGGAATAGGGCTTCTGATGCCGGATGGGAGCCCGCTAAGGAGGTAGGCCA
ATGGATGTCACACTTTAGGAGGGCCACAAAACATTTGAAGTGGATAGGGGTGGGCACCGATAGCAGAAAAAACCACGGGGAACTAGAAAGGACAGGTGCCGGAGAGAAGATGATCGATGCTGCTACGAACCCGCAACCTGCGACACCAGGGTTGATAAATCCGTCAAAAGGTATATATACCTTCGGGTTCCTTTCAAACACCACCCTACTGGCTGCTGCTGTCGATAGAGCAATAACTGGAGAGACGCATGACTATCGGGTCTTGGCATTAAAAATAGACCTGTATGATGAGCTGAGGGAGCGGCGCATAGTCCAGCCTACCGGAGTTGATTACGCATGGGCTGGTACGGATCAGACCGAGCCT
ATAACTATACATCTTTGCCAGATGGGTGGCTGGCATTACGACGCCATATTCCTCACAATGGACGTATTGGAGGTGGGGTTAAGACGTGGCGGCCTTCTCAAGGTCGGGAGCGGCAACGAAGAGGAGTGGGGGTTAAACGGAACGGACGTCAGGATCATACCTCTGGGTGAAAATATGGACCCAGGAGGTAAAGGACGCGACATGTGGATATTAAGCCACTTAACCTACCCACTCAGTTGGGTCATTGATACCTGCAGAATCTACAGGTTAGGGGGCTCCTCGATCGGGGAAGAGGAGATGTTTATACGGACGGCTGGTCTCGTGGATATCCACGACAAAGCCACTAAAATTATATTCCTTGTACCT
AGTAAATCAGCTAGTAGTGTGACGTTAGGCGGCAGGACTTTCCCTGTGGTGACTACTGACCATAGAGGCGAGCTCCCCGCCAATACTGACGTCCCGGTTTATAGCATGGATGACGTGCTTTGTAATATATTAGACGGCGTTCTAAACTACACCCACCCTCTCCGTGAGGCGTTCAATGCATACGTTTTACCATACTTCCCACGAGGTATTAACTGGTTGGAGATAAACTCGCTCAGCATCGCGTTAACGGTAAGGTGGCACCAAAAGATCGAAGGGGTGAAGGAGGCGGAAGGTCGAATAACCTACGTAGGGGCGCCAAAGAATGTGTTAGAATCCCTGGATCTACTACCTCGCGAGGGGATAAGAA
ATACATCATATCCGGAATACGGGGGTAGGTCGTCTGTGAACGGGCTTGACCAAAGATTTATCCAACGGCAGAAGGCCCGGGAAGCTTGTGCAGTAATGATTGGCAATTGGGGTAATATGGCAAGCATTGCGGTAGCGACGGGGTTCGCTACATTTAATACTCGCAATGCGGAGGATGAAAAATTAGCCAGGGCTAGGTGTTTCAGTGGGGGGGTGGACCGGCTGATAAGAGGCGGGTTCTTGCGCAAGGCATTCGAAATATTTAAGAGAGCTGCAGCATACACTGAGCGTATTGCTTTCCCCGCCACTGTGCCGAATGCATTGCGGTATTGGGCGTCAATTATTCGAGGGCATGAGGACGCTGGAT
TTACGGTCGAGTGGTTTACAAAAATGTTCATAACACCTCATGTCATTTGGAATTGGAATGCTAACGTGGCTGGCCATATAGGGGGAGTTGCCACGCTGACCGGAATAAGAGGCCCATCGTCTTGGAACCGTAGTGTGTTAAACACAGAATGGAGTGAATTTACGATGAGTGGGCGGGATACGGATGAACGGGACATCTATGTATTAGATGATACCCAGGCCCGCTGGACGTACAACTACTATTGCCAGGTGGGGCAGGGGGAGGACGTATGGCATTTGGAGCAGGCGCTAGGAAGGCTAGACCTAATAAGGGAAGACCCTGGGTGGGGCTTCAAATATCAAACCCACCCCCGCTATGAACCTCTT
GAAGGGTACGTGTTCGTAGTTGATTACAGTAATGGTGCCGCCATGGCAAGGGAACATGGATGGGCAGAAGAGGGAAGCGCGAATCCTGAACTTGACAAGTGGGGTTGGGGTTTACAAGTGAGGATCAAGGACTTCAGAGCGGAGCAGTTGAAGACTTTGGTGATACCCGCTGGTACCGCTGGGGTATTATGCGCACGCCAGTACGGCCCCCGAACTATTCTGTATCGGGGTAGTAGGGATAGAGGGGTGACCGGAATAAGGCAGCACTATTTGGATCGCCCTATGGGGTTGGATGCTGCTAAACTAGAACGGCGGGCTTTAAAAGATGCAGCGGCTGCGGGGGATGGGAAGCCCAGCAGCCGC
GAAAAAGAATTAACCCACGAGGAAACCATAATTGCCTTGGAGAAAAAACTCGCAGAGTTGAAAGCGGCACGGGCTCAGGAATTGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCTCCTCTGGACGAGGAGAAGGATCGGGGAGCAGAGAAGGGGACAGGGAAAGCCATAAGTACTCCTTCCGGGGTGAAAGAACCTGTTCCTGTGCAGCCCGATTTGTTACAGGAACATGGAGTCAAGGGGGAGCAGAGTTCATTGGAACAAGCTGCAGAACGGAGGGGGGAATAAACTGGGGTGAAAGCGCTCCGATATGGCCTGAATGGGTCTGGAGTCCAGCTTTATTTAAGCTAAAAATGTCTGC
AGGAGTGGAGGAACTGAGAAAGAAGTATGGGACGGGATTAGATTGTGGGTGTGGCATGAGCGCGTGGAAGGGACAGTATGATAAATTCTCTCTCCAGAACGTAAAAATCTGGTTCAAATGTAAGGGGTGTGTGGGGTGTGTTCTGGGACACGGGATGCTAGAAGATAACGTACACCTTTTAATCCGTACGGCATACCCTAGGCGAGGCGAGGCAATGCTGTCGCGATATAGGAGGCTTAGACAAGAGTACCCTCATGCGTGTAGACACGGGATCATGGCGGTGCTTAAGCTTGAGACAGGGTTTATGAAGATGGGGGCAACGAACATAACACCCTACTGGAGAGAGTTTTGTTACTGGGAGACC
AGTTTTGGCTACACTCCGCCAAAGGACATCGATGAGCTATGGCCGGAAGTAAGATCTTGGTTATGTGACGAACTTGTGTTGGGAGGCCCTATGGGCGAGGACAGGTATTTAGATGCACTATACAAGGAGACCCAGGAATTCATGAAGAATGAATGGCGACTACCATCGAACATACCTACAGTAGAAGAGTGGGTAAAGAAAGGAAAGTGGATGGAGGGGAAGGCAGGTACAGGACAGAAAATCGAGATATACGTAGGGGGGAGAAAGAAGAGGGTAGGGTCTAAACCGGTGGAAGGGGTGGTCCTTAGCGACGAGGCTGTCCGCAATGAATTATTTACTCCCGTCCGCGAGGTCATGCGCGT
TATTCAAAAAAGTGAAACATCTAAAATCAGAGGCGTCGTGAAGACAGGTAACGCGGTAAACAGGAAGATGAATTATCTGTCTGAATATTTGGAGGTGGGTTTACATGGAAGTCGTCTGAGTACTCTGTTCGCAGGGGAGCGTGGCAACGAAGCCATAGATATGGACCTGCTGTCCGCAGTTAACCAGAAAGACTTGATCAAGGTACCGTTGGATCAAAGTGGCTTTGACCAACACCAGAGTAAGAAGTCTATCGCGGCAGTTATGTTGGCGGTTGGGCAGCATATTTCAAGCCTGGCAGGTGGGACGGATTTCGAAGGTGTCTGGGCTGCCTTATGGGATTCGCTCTTCGTTAGAGGAGCCAGCGT
TGAGTGCGGTCATTACAGAGGAGAATGGAATAACGGGTTGCCTTCGGGCTGGCGGTGGACAGCCGTATTGGACACGATCTTAAATGTATGTTCTTTCAGGGTGATGGCCAGATTGTCAATGGAACGGATGGGCCGAAAGATATATGTAGGGAATTTTTATGCTCAAGGAGATGATGTGATTTTCTCTACTAATTCGGAGGTATTCGTAAAGACACTGATTGACACTTATCAAAAAATTGGCTACGAAGTACACCAAATGAAAACGTATATATCTACGTGGAGGGGCGAGTTTCTGAGACGTAGCTATGAACCAGCCGGAGTAACAGGATACGTAGCCAGGAGCATGGTTAACATCAGGTTCAAGA
ACCCTATCCTAGCAAGCCCGATTGATAAGCACGAACGCATATATTCAACCCTGTCCCAGTGGCACTTGATGGGTCTGAGAGAAGCATCACCGGGATCATGCGCTGAAGTCTTCTTAGATACGATAGAAGACAAAGGATTGAATCGAAAAACTGTGGCATCATATGCGATAACGCCAAATAGCGTGGGGGGGTGTGGGATAGATCCCGGATCACGGATGGGATCGGTTTTCTCTCGGGAGAGTGATGGTTTCTGGTATACTGCGGAGGTGACAAAAATGTTACGCCCGTTAAGCATAAAATTAGGGTGCTGGGAGCGCAGATTACAGCGTACTGGATGGGTACCAACCGCGGGGAGATCTGAGGAA
TTACATAATTCTTTGGTGAAAAGCTGGGGTGTGAGAGAATCAGAATTAGTAGGCAAGGTGGAGGGCCGTTTAGTACGGGTTGAAGCAATTAAGCCTCTGCCAATAACATCGACGATCATGGTCCCTAAACCGGATGATTTGTGGGATCTGGATGCTGTCCCGGTACAGATTAAAGGCCTATTGAAAAGGGATGCGTTAGACCGGAGGAAGGAAGATAAATGGATGAAGGACGGTTGTGCATCTATAGCTCACACATTGAGGTCGCGAATGAGCAAAAGGGTATACAATGGTTACATGTCCGGTGAATGGGAACATCCTATGCCGTTAGTAGATAAGATAGGGCCGAGATATGGAAGTGACATAA
AGAGGTGGGGGGATTGGATGCTGAGGAAGGCCTTAGGAGCGAGGGATATAGGGCTGAAGAAGCTGGAGCGAAATATGTTGTGGGTAGAGGTCGAAATGGTCAGACGTTACAGGTTGCTAGCGCAAAGATACATCTTAGCGCAGTGA

cDNA

HiTV1-contig-5-RNA SRR8242288 UCGAAGCCAAGAGGGAAAAAUUCAGGUUUGAUGACCCGGGCCCGGAAGAUGGCUAAAGAAAUUCAUCUGCACCCUUUGAGGAUAAUGGGCCUACUAGGGAACGGGGGGAAGAACCGGAAAUGGGCGGCCGCCGUGGCAAGGUGUAUUCUCCUCGCGGGCGUGGGGGAUGGGGUGAUGAAGAAAUGGCAGUCGAAGAUCCCACGGGAUUUGUCCGUAGAUAGGGCAGCCUAUUGCCGCAACGUUUUAAAUACCUUGCGAGUGUGGGGCUAUAACGAGGUCGAGGUAGAGGAAGACCCAGAUGAUCCCCCUGAAGAAGGGGUUGUUCGGGUAGACAGGGGGGUGGUAGUGAGU
GAGGGCUCGUCUUCUGAUGAUUCGGGGGAGGAGGGACGAAACCAUGAGGGUUCGGAUGCUUUUUGUAAAGUACUUAUUUCCAGCUGUAUAGCUGCCAGCAUCCGAUCCAAAGGGGUAUGUCCCUUCUGCCUAUUUGAUGAGAUCCGAGGAGCACAGUGCCGAACUCAUGUCACGUUCCAGGGAUACAGCCCGCGCGAGAUGACCGACGAGGACCUAUACAUGAGGCUGGCUACGGGGGCAAUUAAUAACGGGUGGCUGGAAGCGGCAGCAUUGUCACAUAACCGUAAUAUGCACGCUCUUAACGGCAACCUGGAUGCUGUACACGCAACCAAGCAUGACCGAACCGAGGUGGU
AGAUUUUUGCAGGACUUUAUUCUGGGAUUCAUCGACUAUACAGGUAGAAUCGGUUAAUAGGCCUUCAUCCAACGUGGCAAAACUCCUCCGCAACAUGCCUUACAUCUACUACUGCCGCGAUUCAGGUAGGGGCUCUCAGGUCCCAGUCAUCGCCGGCACACUGCACCAAUCAAUGGUGAAGUGGUGGGAAGACAUUGACGAACAGGAAUUGGCAGAAAUUGUUGAUUCGGGCAGCUCGGGAGCGGAAGAAAGGGGAAGUACACCGACUAGUCGGCAUGAGGUCGGGUUCGACAAAGCUUUGGGAACUAGCGUGGGGUUAAGGCAGAAGGAAGGUGGUGAGAAUGUAGCCGAU
AGAUUGGAUACAUCCACGGGUGAGGGGAGGAGUGAGGAUGUUUGCGAGGGUAUGGGUCACGAACGUGAUGAUGAUGAUGUGAGUGGGGCGUCAUUUUUGGGCUCGGACGAAGAAAGCUUGGUUAUAUCUAAAGAUGAUCCUCCUAUAGUUAAGGAGCUAAAAUUAGGCCUACUGGGGGUAGCGUCGGUAGCGAAAGAAGGCAGGAAAGUUAAGGGUGGGCGUGAUAAGAAGGGGAGUAAAUUCUCACGCAUGAUGCAGGCGUUAAGGCGCACAGCUAAGGUUGUAUCGAAGCUUGCCACUGAAAACGUAGAGGGCGGUUUAUGCGACGUAUCAUCUAAAGGGAUACAAGU
AGGGAAUAGGGCUUCUGAUGCCGGAUGGGAGCCCGCUAAGGAGGUAGGCCAAUGGAUGUCACACUUUAGGAGGGCCACAAAACAUUUGAAGUGGAUAGGGGUGGGCACCGAUAGCAGAAAAAACCACGGGGAACUAGAAAGGACAGGUGCCGGAGAGAAGAUGAUCGAUGCUGCUACGAACCCGCAACCUGCGACACCAGGGUUGAUAAAUCCGUCAAAAGGUAUAUAUACCUUCGGGUUCCUUUCAAACACCACCCUACUGGCUGCUGCUGUCGAUAGAGCAAUAACUGGAGAGACGCAUGACUAUCGGGUCUUGGCAUUAAAAAUAGACCUGUAUGAUGAGCUGAGGGAG
CGGCGCAUAGUCCAGCCUACCGGAGUUGAUUACGCAUGGGCUGGUACGGAUCAGACCGAGCCUAUAACUAUACAUCUUUGCCAGAUGGGUGGCUGGCAUUACGACGCCAUAUUCCUCACAAUGGACGUAUUGGAGGUGGGGUUAAGACGUGGCGGCCUUCUCAAGGUCGGGAGCGGCAACGAAGAGGAGUGGGGGUUAAACGGAACGGACGUCAGGAUCAUACCUCUGGGUGAAAAUAUGGACCCAGGAGGUAAAGGACGCGACAUGUGGAUAUUAAGCCACUUAACCUACCCACUCAGUUGGGUCAUUGAUACCUGCAGAAUCUACAGGUUAGGGGGCUCCUCGAUCGGGGA
AGAGGAGAUGUUUAUACGGACGGCUGGUCUCGUGGAUAUCCACGACAAAGCCACUAAAAUUAUAUUCCUUGUACCUAGUAAAUCAGCUAGUAGUGUGACGUUAGGCGGCAGGACUUUCCCUGUGGUGACUACUGACCAUAGAGGCGAGCUCCCCGCCAAUACUGACGUCCCGGUUUAUAGCAUGGAUGACGUGCUUUGUAAUAUAUUAGACGGCGUUCUAAACUACACCCACCCUCUCCGUGAGGCGUUCAAUGCAUACGUUUUACCAUACUUCCCACGAGGUAUUAACUGGUUGGAGAUAAACUCGCUCAGCAUCGCGUUAACGGUAAGGUGGCACCAAAAGAUCGAAGGGG
UGAAGGAGGCGGAAGGUCGAAUAACCUACGUAGGGGCGCCAAAGAAUGUGUUAGAAUCCCUGGAUCUACUACCUCGCGAGGGGAUAAGAAAUACAUCAUAUCCGGAAUACGGGGGUAGGUCGUCUGUGAACGGGCUUGACCAAAGAUUUAUCCAACGGCAGAAGGCCCGGGAAGCUUGUGCAGUAAUGAUUGGCAAUUGGGGUAAUAUGGCAAGCAUUGCGGUAGCGACGGGGUUCGCUACAUUUAAUACUCGCAAUGCGGAGGAUGAAAAAUUAGCCAGGGCUAGGUGUUUCAGUGGGGGGGUGGACCGGCUGAUAAGAGGCGGGUUCUUGCGCAAGGCAUUCGAAAUAU
UUAAGAGAGCUGCAGCAUACACUGAGCGUAUUGCUUUCCCCGCCACUGUGCCGAAUGCAUUGCGGUAUUGGGCGUCAAUUAUUCGAGGGCAUGAGGACGCUGGAUUUACGGUCGAGUGGUUUACAAAAAUGUUCAUAACACCUCAUGUCAUUUGGAAUUGGAAUGCUAACGUGGCUGGCCAUAUAGGGGGAGUUGCCACGCUGACCGGAAUAAGAGGCCCAUCGUCUUGGAACCGUAGUGUGUUAAACACAGAAUGGAGUGAAUUUACGAUGAGUGGGCGGGAUACGGAUGAACGGGACAUCUAUGUAUUAGAUGAUACCCAGGCCCGCUGGACGUACAACUACUAUUGCCA
GGUGGGGCAGGGGGAGGACGUAUGGCAUUUGGAGCAGGCGCUAGGAAGGCUAGACCUAAUAAGGGAAGACCCUGGGUGGGGCUUCAAAUAUCAAACCCACCCCCGCUAUGAACCUCUUGAAGGGUACGUGUUCGUAGUUGAUUACAGUAAUGGUGCCGCCAUGGCAAGGGAACAUGGAUGGGCAGAAGAGGGAAGCGCGAAUCCUGAACUUGACAAGUGGGGUUGGGGUUUACAAGUGAGGAUCAAGGACUUCAGAGCGGAGCAGUUGAAGACUUUGGUGAUACCCGCUGGUACCGCUGGGGUAUUAUGCGCACGCCAGUACGGCCCCCGAACUAUUCUGUAUCGGGGUAGU
AGGGAUAGAGGGGUGACCGGAAUAAGGCAGCACUAUUUGGAUCGCCCUAUGGGGUUGGAUGCUGCUAAACUAGAACGGCGGGCUUUAAAAGAUGCAGCGGCUGCGGGGGAUGGGAAGCCCAGCAGCCGCGAAAAAGAAUUAACCCACGAGGAAACCAUAAUUGCCUUGGAGAAAAAACUCGCAGAGUUGAAAGCGGCACGGGCUCAGGAAUUGCGAGCGGGGAGCAACGAGGAGGAACAAAAAGCUCCUCUGGACGAGGAGAAGGAUCGGGGAGCAGAGAAGGGGACAGGGAAAGCCAUAAGUACUCCUUCCGGGGUGAAAGAACCUGUUCCUGUGCAGCCCGAUUUGUUAC
AGGAACAUGGAGUCAAGGGGGAGCAGAGUUCAUUGGAACAAGCUGCAGAACGGAGGGGGGAAUAAACUGGGGUGAAAGCGCUCCGAUAUGGCCUGAAUGGGUCUGGAGUCCAGCUUUAUUUAAGCUAAAAAUGUCUGCAGGAGUGGAGGAACUGAGAAAGAAGUAUGGGACGGGAUUAGAUUGUGGGUGUGGCAUGAGCGCGUGGAAGGGACAGUAUGAUAAAUUCUCUCUCCAGAACGUAAAAAUCUGGUUCAAAUGUAAGGGGUGUGUGGGGUGUGUUCUGGGACACGGGAUGCUAGAAGAUAACGUACACCUUUUAAUCCGUACGGCAUACCCUAGGCGAGGCGAGG
CAAUGCUGUCGCGAUAUAGGAGGCUUAGACAAGAGUACCCUCAUGCGUGUAGACACGGGAUCAUGGCGGUGCUUAAGCUUGAGACAGGGUUUAUGAAGAUGGGGGCAACGAACAUAACACCCUACUGGAGAGAGUUUUGUUACUGGGAGACCAGUUUUGGCUACACUCCGCCAAAGGACAUCGAUGAGCUAUGGCCGGAAGUAAGAUCUUGGUUAUGUGACGAACUUGUGUUGGGAGGCCCUAUGGGCGAGGACAGGUAUUUAGAUGCACUAUACAAGGAGACCCAGGAAUUCAUGAAGAAUGAAUGGCGACUACCAUCGAACAUACCUACAGUAGAAGAGUGGGUAAAGA
AAGGAAAGUGGAUGGAGGGGAAGGCAGGUACAGGACAGAAAAUCGAGAUAUACGUAGGGGGGAGAAAGAAGAGGGUAGGGUCUAAACCGGUGGAAGGGGUGGUCCUUAGCGACGAGGCUGUCCGCAAUGAAUUAUUUACUCCCGUCCGCGAGGUCAUGCGCGUUAUUCAAAAAAGUGAAACAUCUAAAAUCAGAGGCGUCGUGAAGACAGGUAACGCGGUAAACAGGAAGAUGAAUUAUCUGUCUGAAUAUUUGGAGGUGGGUUUACAUGGAAGUCGUCUGAGUACUCUGUUCGCAGGGGAGCGUGGCAACGAAGCCAUAGAUAUGGACCUGCUGUCCGCAGUUAACCAGA
AAGACUUGAUCAAGGUACCGUUGGAUCAAAGUGGCUUUGACCAACACCAGAGUAAGAAGUCUAUCGCGGCAGUUAUGUUGGCGGUUGGGCAGCAUAUUUCAAGCCUGGCAGGUGGGACGGAUUUCGAAGGUGUCUGGGCUGCCUUAUGGGAUUCGCUCUUCGUUAGAGGAGCCAGCGUUGAGUGCGGUCAUUACAGAGGAGAAUGGAAUAACGGGUUGCCUUCGGGCUGGCGGUGGACAGCCGUAUUGGACACGAUCUUAAAUGUAUGUUCUUUCAGGGUGAUGGCCAGAUUGUCAAUGGAACGGAUGGGCCGAAAGAUAUAUGUAGGGAAUUUUUAUGCUCAAGGAGAUG
AUGUGAUUUUCUCUACUAAUUCGGAGGUAUUCGUAAAGACACUGAUUGACACUUAUCAAAAAAUUGGCUACGAAGUACACCAAAUGAAAACGUAUAUAUCUACGUGGAGGGGCGAGUUUCUGAGACGUAGCUAUGAACCAGCCGGAGUAACAGGAUACGUAGCCAGGAGCAUGGUUAACAUCAGGUUCAAGAACCCUAUCCUAGCAAGCCCGAUUGAUAAGCACGAACGCAUAUAUUCAACCCUGUCCCAGUGGCACUUGAUGGGUCUGAGAGAAGCAUCACCGGGAUCAUGCGCUGAAGUCUUCUUAGAUACGAUAGAAGACAAAGGAUUGAAUCGAAAAACUGUGGCAUC
AUAUGCGAUAACGCCAAAUAGCGUGGGGGGGUGUGGGAUAGAUCCCGGAUCACGGAUGGGAUCGGUUUUCUCUCGGGAGAGUGAUGGUUUCUGGUAUACUGCGGAGGUGACAAAAAUGUUACGCCCGUUAAGCAUAAAAUUAGGGUGCUGGGAGCGCAGAUUACAGCGUACUGGAUGGGUACCAACCGCGGGGAGAUCUGAGGAAUUACAUAAUUCUUUGGUGAAAAGCUGGGGUGUGAGAGAAUCAGAAUUAGUAGGCAAGGUGGAGGGCCGUUUAGUACGGGUUGAAGCAAUUAAGCCUCUGCCAAUAACAUCGACGAUCAUGGUCCCUAAACCGGAUGAUUUGUGGGA
UCUGGAUGCUGUCCCGGUACAGAUUAAAGGCCUAUUGAAAAGGGAUGCGUUAGACCGGAGGAAGGAAGAUAAAUGGAUGAAGGACGGUUGUGCAUCUAUAGCUCACACAUUGAGGUCGCGAAUGAGCAAAAGGGUAUACAAUGGUUACAUGUCCGGUGAAUGGGAACAUCCUAUGCCGUUAGUAGAUAAGAUAGGGCCGAGAUAUGGAAGUGACAUAAAGAGGUGGGGGGAUUGGAUGCUGAGGAAGGCCUUAGGAGCGAGGGAUAUAGGGCUGAAGAAGCUGGAGCGAAAUAUGUUGUGGGUAGAGGUCGAAAUGGUCAGACGUUACAGGUUGCUAGCGCAAAGAUAC
AUCUUAGCGCAGUGA

RNA

b

Name NCBI dataset accession Sequence Genetic sequence form

TotiEVE-ST1 SRR10158821 CTCCGCCGCAGGAATTCCCCTCGCCATGTAGAAATATAGGTCTTCATCTGATGCACCTCGTACCCGATTTTTTGGTACGTATCTATTGCGGTTTTTACGAATAGTTCAGAGTTCGTGGAAAATATAACATCATCCCCCTGAGCATAGAAATTACCTATGTAAACCTTCTTTCCTATCCTATCCATCGAAATCCTCGCAATCACCCGTAAAGAACACACATTCAAAATGGTATCGAGGACGGTT cDNA

TotiEVE-ST1 SRR10158821 CUCCGCCGCAGGAAUUCCCCUCGCCAUGUAGAAAUAUAGGUCUUCAUCUGAUGCACCUCGUACCCGAUUUUUUGGUACGUAUCUAUUGCGGUUUUUACGAAUAGUUCAGAGUUCGUGGAAAAUAUAACAUCAUCCCCCUGAGCAUAGAAAUUACCUAUGUAAACCUUCUUUCCUAUCCUAUCCAUCGAAAUCCUCGCAAUCACCCGUAAAGAACACACAUUCAAAAUGGUAUCGAGGACGGUU RNA

TotiEVE-ST1-(reversed) SRR10158821 AACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTACGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAG cDNA

TotiEVE-ST1-(reversed) SRR10158821 AACCGUCCUCGAUACCAUUUUGAAUGUGUGUUCUUUACGGGUGAUUGCGAGGAUUUCGAUGGAUAGGAUAGGAAAGAAGGUUUACAUAGGUAAUUUCUAUGCUCAGGGGGAUGAUGUUAUAUUUUCCACGAACUCUGAACUAUUCGUAAAAACCGCAAUAGAUACGUACCAAAAAAUCGGGUACGAGGUGCAUCAGAUGAAGACCUAUAUUUCUACAUGGCGAGGGGAAUUCCUGCGGCGGAG RNA

TotiEVE-ST2 SRR14339789 CAGAGTTCGTGGAAAATATAACATCATCCCCCTGAGCATAGAAATTACCTATGTAAACCTTCTTTCCTATCCTATCCATCGAAATCCTCGCAATCACCCGAAAAGAACACACATTCAAAATGGTATCGAGGACGGTTGTCCACCGCCATCCCGACGGCAGGCCGTTATTCCACTCCCCCCGACAGTCCCCGCATTCCACTTGCGCCCTCTTTACAAACAATGAATCCCATAGTGCAGCCCACACCCCCTCAAAATCTGTCCCCCTGGTGAGGTTCGAGATATACTCTCCTACAGCTAACATCACAGCGGCTATCCACTTCTTGCTTTGGTGTTGATCAAAC cDNA

TotiEVE-ST2 SRR14339789 CAGAGUUCGUGGAAAAUAUAACAUCAUCCCCCUGAGCAUAGAAAUUACCUAUGUAAACCUUCUUUCCUAUCCUAUCCAUCGAAAUCCUCGCAAUCACCCGAAAAGAACACACAUUCAAAAUGGUAUCGAGGACGGUUGUCCACCGCCAUCCCGACGGCAGGCCGUUAUUCCACUCCCCCCGACAGUCCCCGCAUUCCACUUGCGCCCUCUUUACAAACAAUGAAUCCCAUAGUGCAGCCCACACCCCCUCAAAAUCUGUCCCCCUGGUGAGGUUCGAGAUAUACUCUCCUACAGCUAACAUCACAGCGGCUAUCCACUUCUUGCUUUGGUGUUGAUCAAAC RNA



TotiEVE-ST2-(reversed) SRR14339789 GTTTGATCAACACCAAAGCAAGAAGTGGATAGCCGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTGAGGGGGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGAGGGCGCAAGTGGAATGCGGGGACTGTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTG cDNA

TotiEVE-ST2-(reversed) SRR14339789 GUUUGAUCAACACCAAAGCAAGAAGUGGAUAGCCGCUGUGAUGUUAGCUGUAGGAGAGUAUAUCUCGAACCUCACCAGGGGGACAGAUUUUGAGGGGGUGUGGGCUGCACUAUGGGAUUCAUUGUUUGUAAAGAGGGCGCAAGUGGAAUGCGGGGACUGUCGGGGGGAGUGGAAUAACGGCCUGCCGUCGGGAUGGCGGUGGACAACCGUCCUCGAUACCAUUUUGAAUGUGUGUUCUUUUCGGGUGAUUGCGAGGAUUUCGAUGGAUAGGAUAGGAAAGAAGGUUUACAUAGGUAAUUUCUAUGCUCAGGGGGAUGAUGUUAUAUUUUCCACGAACUCUG RNA

TotiEVE-ST3 SRR14339790 GGTGGACAGCCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTTTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACAATTTAAGTGTATGAGATA
AATC

cDNA

TotiEVE-ST3 SRR14339790 GGUGGACAGCCGUCCUCGAUACCAUUUUGAAUGUGUGUUCUUUUCGGGUGAUUGCGAGGAUUUCGAUGGAUAGGAUAGGAAAGAAGGUUUACAUAGGUAAUUUCUAUGCUCAGGGGGAUGAUGUUAUAUUUUCCACGAACUCUGAACUAUUCGUAAAAACCGCAAUAGAUACGUACCAAAAAAUCGGGUACGAGGUGCAUCAGAUGAAGACCUAUAUUUCUACAUGGCGAGGGGAAUUCCUGCGGCGGAGUUAUGAGCCGACAGGAGUUACUGGUUAUGUGGCCCGAAGCAUGGUUAAUAUCCGGUUUAAAAACCCGAUACUCGCUAGCCCAAUAGAUAAGCAUGAACAAU
UUAAGUGUAUGAGAUAAAUC

RNA

TotiEVE-ST4 SRR14339791 TTTAAACCGGATATTAACCATGCTTCGGGCCACATAACCAGTAACTCCTGTCGGCTCATAACTCCGCCGCAGGAATTCCCCTCGCCATGTAGAAATATAGGTCTTCATCTGATGCACCTCGTACCCGATTTTTTGGTACGTATCTATTGCGGTTTTTACGAATAGTTCAGAGTTCGTGGAAAATATAACATCATCCCCCTGAGCATAGAAATTACCTATGTAAACCTTCTTTCCTATCCTATCCATCGAAATCCTCGCAATCACCCGAAAAGAACACACATTCAAAATGGTATCGAGGACGGTTGTCCACCGCCATCCCGACGGCAGGCCGTTATTCCACTCCCCCCGCCCGTCCCCGCACCCCCCCTCCGC
CCCCCCTCCACACCCCGACTCCC

cDNA

TotiEVE-ST4 SRR14339791 UUUAAACCGGAUAUUAACCAUGCUUCGGGCCACAUAACCAGUAACUCCUGUCGGCUCAUAACUCCGCCGCAGGAAUUCCCCUCGCCAUGUAGAAAUAUAGGUCUUCAUCUGAUGCACCUCGUACCCGAUUUUUUGGUACGUAUCUAUUGCGGUUUUUACGAAUAGUUCAGAGUUCGUGGAAAAUAUAACAUCAUCCCCCUGAGCAUAGAAAUUACCUAUGUAAACCUUCUUUCCUAUCCUAUCCAUCGAAAUCCUCGCAAUCACCCGAAAAGAACACACAUUCAAAAUGGUAUCGAGGACGGUUGUCCACCGCCAUCCCGACGGCAGGCCGUUAUUCCACUCCCCCCGCCCGUCCC
CGCACCCCCCCUCCGCCCCCCCUCCACACCCCGACUCCC

RNA

TotiEVE-ST4-(reversed) SRR14339791 GGGAGTCGGGGTGTGGAGGGGGGGCGGAGGGGGGGTGCGGGGACGGGCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTG
GCCCGAAGCATGGTTAATATCCGGTTTAAA

cDNA

TotiEVE-ST4-(reversed) SRR14339791 GGGAGUCGGGGUGUGGAGGGGGGGCGGAGGGGGGGUGCGGGGACGGGCGGGGGGAGUGGAAUAACGGCCUGCCGUCGGGAUGGCGGUGGACAACCGUCCUCGAUACCAUUUUGAAUGUGUGUUCUUUUCGGGUGAUUGCGAGGAUUUCGAUGGAUAGGAUAGGAAAGAAGGUUUACAUAGGUAAUUUCUAUGCUCAGGGGGAUGAUGUUAUAUUUUCCACGAACUCUGAACUAUUCGUAAAAACCGCAAUAGAUACGUACCAAAAAAUCGGGUACGAGGUGCAUCAGAUGAAGACCUAUAUUUCUACAUGGCGAGGGGAAUUCCUGCGGCGGAGUUAUGAGCCGACAGGA
GUUACUGGUUAUGUGGCCCGAAGCAUGGUUAAUAUCCGGUUUAAA

RNA

TotiEVE-ST5 SRR14339793 GGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTTTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACAATTTAAGTGTATGAGATAAATCTAAAAAACAAAATGTCGCAACAAGGAAC cDNA

TotiEVE-ST5 SRR14339793 GGGGGAUGAUGUUAUAUUUUCCACGAACUCUGAACUAUUCGUAAAAACCGCAAUAGAUACGUACCAAAAAAUCGGGUACGAGGUGCAUCAGAUGAAGACCUAUAUUUCUACAUGGCGAGGGGAAUUCCUGCGGCGGAGUUAUGAGCCGACAGGAGUUACUGGUUAUGUGGCCCGAAGCAUGGUUAAUAUCCGGUUUAAAAACCCGAUACUCGCUAGCCCAAUAGAUAAGCAUGAACAAUUUAAGUGUAUGAGAUAAAUCUAAAAAACAAAAUGUCGCAACAAGGAAC RNA

TotiEVE-ST6 SRR14339795 CTTCGGGCCACATAACCAGTAACTCCTGTCGGCTCATAACTCCGCCGCAGGAATTCCCCTCGCCATGTAGAAATATAGGTCTTCATCTGATGCACCTCGTACCCGATTTTTTGGTACGTATCTATTGCGGTTTTTACGAATAGTTCAGAGTTCGTGGAAAATATAACATCATCCCCCTGAGCATAGAAATTACCTATGTAAACCTTCTTTCCTATCCTATCCATCGAAATCCTCGCAATCACCCGAAAAGAACACACATTCAAAATGGTATCGAGGACGGTTGTCCACCGCCATCCCGACGGCAGGCCGTTATTCCACTCCCCCCGACAGTCCCCGCATTCCACTTGCGCCCCCTTT cDNA

TotiEVE-ST6 SRR14339795 CUUCGGGCCACAUAACCAGUAACUCCUGUCGGCUCAUAACUCCGCCGCAGGAAUUCCCCUCGCCAUGUAGAAAUAUAGGUCUUCAUCUGAUGCACCUCGUACCCGAUUUUUUGGUACGUAUCUAUUGCGGUUUUUACGAAUAGUUCAGAGUUCGUGGAAAAUAUAACAUCAUCCCCCUGAGCAUAGAAAUUACCUAUGUAAACCUUCUUUCCUAUCCUAUCCAUCGAAAUCCUCGCAAUCACCCGAAAAGAACACACAUUCAAAAUGGUAUCGAGGACGGUUGUCCACCGCCAUCCCGACGGCAGGCCGUUAUUCCACUCCCCCCGACAGUCCCCGCAUUCCACUUGCGCCCCCUU
U

RNA

TotiEVE-ST6-(reversed) SRR14339795 AAAGGGGGCGCAAGTGGAATGCGGGGACTGTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAG cDNA

TotiEVE-ST6-(reversed) SRR14339795 AAAGGGGGCGCAAGUGGAAUGCGGGGACUGUCGGGGGGAGUGGAAUAACGGCCUGCCGUCGGGAUGGCGGUGGACAACCGUCCUCGAUACCAUUUUGAAUGUGUGUUCUUUUCGGGUGAUUGCGAGGAUUUCGAUGGAUAGGAUAGGAAAGAAGGUUUACAUAGGUAAUUUCUAUGCUCAGGGGGAUGAUGUUAUAUUUUCCACGAACUCUGAACUAUUCGUAAAAACCGCAAUAGAUACGUACCAAAAAAUCGGGUACGAGGUGCAUCAGAUGAAGACCUAUAUUUCUACAUGGCGAGGGGAAUUCCUGCGGCGGAGUUAUGAGCCGACAGGAGUUACUGGUUAUGUGGC
CCGAAG

RNA

c

Name Larva Sequence Rearing facility Genetic sequence form

L1-Non-EVE 1 CGCTGCCCAAATAAATTGTTAAAAAAATTTAAACATTTGTTTTTTTAAAAAAAGGTTAATGCATAACCCAACTAACGCGTGTGGCGCATGCATTCATATACCCACATGAACTTTGGACATTGACTTACGGAGACATACAGCTAAGATACAAACTTGGAGTGAAATATAGTCTGTAATACGAAGGCGTGTGGCGCGCGGATAAAGTCATAGATGAATAAACAAATAGTCTCATACACTTCCGAAGCTGAAAATAAACATTTTGAACCATCCTTTTAAATTTTTTGTTCGAATCATACAAAATAACATAATAGCAGTTCAGCTAAAATTAATAAGTGCATCGACACATTAGTCTACTTTCGCACAAGTCA
ATAGTAATTACGTCAACATAATAGCAGTTCAAAGAAAAAAATGCTGAACATGCGCTTGTGCCAGAAACGAATCAATAGGTCATGTAAACAAAAATGTGTAAATTGTAAATTGCTTAGTTATAAGATTTCTTTCATAAAAACGAAGTGATAGTAATAAACCGGGCGACTAGCCAAGGAAAAGTGAAACCAGTAGTTTCTTCTTGCTTCCTCCAGCGTACAATAATTTGAGGATTATTGCACCTATCCCGGCAGCCATCAACAATTTAAGGATTGTTGACTAGATATCAATTTAAGGATTGATATCTGCCCCATTTGTACATGTTGTCCGTCGAGCCGGATCTGAACCAGCGACCTATGGATCTACAGTC
AACAACAAACAACAATTAATGGAATGCTAATGACATACTTAGTAATTTGGCACTCTTCACATCCTAATTCATTTCATATAAACAATTTGATTCAGAACAGAAGACGATGGATAGAAATGATTCAATGAAAATATGATGATAAGAAAGATTCAATGAAATAGAATGATGGAAAATGTAAACAGATTGGAAAGTACATATATAAGGGAATAAAGCTTC

1 DNA

L1-POL-ORF 1 AGACAAATTATTCGTATATATGATGTTTACGATAGGACATAACAGTCGACATGTACTGCGCAAGATTGTGTGTAAAAAGTTGGATCATGATATCATTTCAAAATCTAAAACAAATCTGTCTTTGAAAACAAGCTTTAAAGACCAGAGGCATGGATTCGTGGCAACAGCCYTAATACATGTTACAAATGTTAAGGGCGGAATTGTTGTTGCCAGGGCATGATAACTGATAACTGTTCATAAGGCATTTTTACTGCAAATTCACTTTGGAAGAAGTTACGTTTAGAAGCAAATCAAGGAGATAGTATTTGTTAAGACGTCATAAGTCATTTCTATTTATTGGTAAGCCGCGAGTACTAAACAATGTTATA
TATAATGATGAGACCAAGATGTGTGCCTGAGAACGGGAGCGCCTCGTTATCGATTTAGTTATCATCAACCAGCGTCACTGATCGCACGTATYTATGGTATATTTTATATTCTTAAATAAAGTATTATTATTTAATCATCGTGTATTTATGGAGTTGTCATTTAATTGCCGCAAATAAAGAAACATGGTAGCAGAGCGTAACATAAAAGATCAGTAGGCGTCMCATTACAGATATGGTGCAGTCATTACATCAGTGGCGTGCTCGGTGTTCTCTCCCGATATAGCATAGGGTAAGGGTAAAAAAAGGTCGCCTTCTACCCTTAATAATTGAACTATGTCGGTGTATCATGCGTGGTAATSCAACAARTGC
CTCGTACGTTTTCATCATTTTTATGACACAGTGTGGTTTGTGAATTCATCTCACAGGTCATTTAATTAAAGCAACATAAAATGAAGGCGTATCACCTTTTGTTTCTGTGGTATCGTTCATCAAAAACATTGACTATCATCATTTAAAAAGAAGTGCAATTTTATACAATACTGTATACATTACATAATACGTAGACGATAATCATTCAGTATAGTGTAT

1 DNA

L1-RdRP 1 CAGGGGGGGTTTGATCAACAYCAAAGCAAGAAGTSGATAGCTGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTGAGGGRGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGGGGGCGCAAGTGGAATGCGGGGACTRTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGRATGGCGGTGGACARCCGTCCTCGATAYCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCG
CAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTKTAAAAACCCGATACTCGCTAGCC

1 DNA

L2-GAG-ORF 2 GTCCGTGAGTTTCACAAGTCTGTCTCTCTGTCAAAAAAAAAACGCCACAAAGCGGGGTAGTGTGGCCACACAAACAAAAATTTTTTTTCTGAAGCCGAGGTCGGAAATATCAAAATTAAATTTTCAAACTCCGAATGCGGGCCAGGAAAATTCATCAATGTATGTAACAAGAGTCATTGGAATATTTGACAGAAATTCCACAAATAGCAAACTTTTTCAAAATTCTTACAAGGCAATTTAAATCATTAGAAAGACCTGAAAGTGCTTCATAGGTTTTCAACTAAACCCATAAGCTAGAATTGGGAAAACTTGCTTTGTGAAATGTGCACAAAATGACAATTTAAGTAATAATAATAATAATAATATA
ATAATAATCGTTGGCGCAACAATCCATGTTGGATCAGGGCCTTGAAGTGTGTTAGAGCACTTCATTCAAGACCGTAACGATACACTAGGAGGCAATGTGGTCAGCATTGCGCTCGCCCGAGATTATTACCCTGATTTAACTCAGGTACTCATTCACAGCTGAGTCGACTGGTATCCGACGTCAAATCACGATTTAAATTCCACTGCCACCAGTGAGATTTGAACCGCGACCTTCCGTACGACAACCTTGCGCTCTAACCACTCAGCTATCCGGACTCACACTCCGGACTTTTGTAAAGTGATAATTTCCAGCTGTATGGCTGCAAGCATCCGGTCTAAAGATGTGTGCCCTTTCTGCCTATATGACGAGA
TCAGGGGGCACAGTGTCGTAAACATGTGACTTCCCAGGGATATGAGCCGCGTGAGATGGAGGCGGGTGACTTGCACGTACGCCTAGCGACGGGAATGATGAACAACGGCTGGTTGGAGGCAGCAGCGTTATCGCACAACCGCGACATGCATGCCATGAATGGTAATCTGGATGCTGTTCATGGCACGAAGCAGGATAGGACCGACGTG

2 DNA

L2-Non-EVE 2 AACGCTGCCCAAATAAATTGTTAAAAAAATTTAAACATTTGTTTTTTTAAAAAAAGGTTAATGCATAACCCAACTAACGCGTGTGGCGCATGCATTCATATACCCACATGAACTTTGGACACTGACTTACGGAGACATACAGCTAAGATACAAACTTGGAGTGAAATATAGTCTGTAATACGAAGGCGTGTGGCGAGCGGATAAAGYCATAGATGAATAAACAAATAGTCTCATACACTTCCGAAGCTGAAAATAAACATTTTGAAYCATCCTTTTAAATTTTTTGTTCGAATCATACAAAATAACATAATAGCAGTTCAGCTAAAATTAATAAGTGCATCGACACATTAGTCTACTTTCGCACAAGT
CAATAGTAATTACGTCAACATAATAGCAGTTCAAAGAAAAAAATGCTGAACATGCGCTTGTGCCAGAAACGAATCAATAGGTCATGTAAACAAAAATGTGTAAATTGTAAATTGCTTAGTTATAAGATTTCTTTCATAAAAACGAAGTGATAGTAATAAACCGGGCGACTAGCCAAGGAAAAGTGAAACCAGTAGTTTCTTCTTGCTTCCTCCAGCGTACAATAATTTGAGGATTATTGCACCTATCCCGGCAGCCATCAACAATTTAAGGATTGTTGACTAGATATCAATTTAAGGATTGATATCTGCCCCATTTGTACATGTTGTCCGTCGAGCCGGATCTGAACCAGCGACCTATGGATCTACAG
TCAACAACAAACAACAATTAATGGAATGCTAATGACATACTTAGTAATTTGGCACTCTTCACATCCTAATTCATTTCATATAAACAATTTGATTCAGAACAGAAGACGATGGATAGAAATGATTCAATGAAAATATGATGATAAGAAAGATTCAATGAAATAGAATGATGGAAAATGTAAACAGATTGGAAAGTACATATATAAGGGAATAAAGCTTC

2 DNA

L2-POL-ORF 2 CATGTACTGCGCAAGATTGTGTGTAAAAAGTTGGATCATGATATCATTTCAAAATCTAAAACAAATCTGTCTTTGAAAACAAGCTTTAAAGACCAGAGGCATGGATTCGTGGCAACAGYCCTAAWACATGTTACAAATGTTAAGGGCGGAATTGTTGTTGCCAGGGGATGATAACTGATAACTGTTCATAAGGCATTTTTACTGCAAATTCACTTTGGAAGAAGTTACGTTTAGAAGCAAATCAAGGAGATAGTATTTGTTAAGACGTCATAAGTCATTTCTATTTATTGGTAAGCCGCGAGTACTAAACAATGTTATATATAATGATGAGACCAAGATGTGTGCCTGAGAACGGGAGCGCCTCGTT
ATCGATTTAGTTATCATCAACCAGCGTCACTGATCGCACGTATCTATGGTATATTTTATATTCTTAAATAAAGTATTATTATTTAATCATCGTGTATTTATGGAGTTGTCATTTAATTGCCGCAAATAAAGAAACATGGTAGCAGAGCGTAACATAAAAGATCAGTAGGCGTCACATTACAGATATGGTGCAGTCATTACATCAGTGGCGTGCTCGGTGTTCTCTCCCGATATAGCATAGGGTAAGGGTAAAAAAAGGTCGCCTTCTACCCTTAATAATTGAACTATGYCGGYGTATCATGCGTGGTAATGCAACAAGTGCCTCGTACGTTTTCATCATTTTTATGACACAGTGTGGTTTGTGAATTCATC
TCACAGGTCATTTAATTAAAGCAACATAAAATGAAGGCGTATCACCTTTTGTTTCTGTGGTATCGTTCATCAAAAACATTGACTATCATCATTTAAAAAGAAGTGCAATTTTATACAATACTGTATACATTACATAATACGTAGACGAT

2 DNA

L2-RdRP 2 CAGGGGGGGTTTGATCAACAYCAAAGCAAGAAGTCGATAGCTGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTGAGGGRGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGGGGGCGCAAGTGRAATGCGGGGACTATCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAGCCGTCCTCGATAYCATTTTGRATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCG
CAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTKTAAAAACCCGATACTC

2 DNA

L3-GAG-ORF 3 GAATGCGGGCCAGGAAAATTCATCAATGTATGTAACAAGAGTCATTGGAATATTTGACAGAAATTCCACAAATAGCAAACTTTTTCAAAATTCTTACAAGGCAATTTAAATCATTAGAAAGACCTGAAAGTGCTTCATAGGTTTTCAACTAAACCCATAAGCTAGAATTGGGAAAACTTGCTTTATGAAATGTGCACAAAATGACAATTTAAGTAATAATAATAATAATAATCAAAGAAATTTGGCGTCTCGAGCGGGTGGTTGTAGTTCCCATAATATTGTCAGCTACAGGTATTGTACCTAAATCCCTCACGGCTTCCCTTGATGTCCTGGGACTTTCGCACAGTCTGGTTCAAACCATGCAGAAG
TACACCATTCTGCATACGTGCTCGATGTTGCGGGGAGTACTCGACGGATTCTCCCACTGACCTACCACCGGCCACCACCACCAGTGCCCCTTTTAGTTTTTAAGTAGGTAGGATCGTCCGAGCCTAAATGCTTGGCACTTAGTGCTAGTATTAGGTAATATCCGGCATCTGCCGAGATTGTGATAACTCGGAAATAATAATAATCGTTGGCGCAACAATCCATGTTGGATCAGGGCCTTGAAGTGTGTTAGAGCACTTCATTCAAGACCGTAACGGTACACTAGGAGGCAATGTGGTCAGCATTGCGCTCGCCCGAGATTATTACCCTGATTTGACTCAGGTACTCATTCACAGCTGAGTCGACTGGTAT
CCGACGTCAAATCACGATACAAATCCCTCTGCCACCAGCGAGATTTGAACCGCGACCTTCCGTACGACAGCCTTGCGCTCTAACCACTCAGCTATCCGGACTCACACTCCGGACTTTTGTAAAGTGATAATTTCCAGCTGTATGCCTGCAAGCATCCGGTCTAAAGGTGTGTGCCCTTTCTGCCTATATGACGAGATCAGGGGGACACAGTGTCGTAAACATGTGACTTTCCAGGGWTA

3 DNA

L3-Non-EVE 3 AGAAACGCTGCCCAAATAAATTGTTAAAAAAATTTAAACATTTGTTTTTTTAAAAAAAGGTTAATGCATAACCCAACTAACGCGTGTGGCGCATGCATTCATATACCCACATGAACTTTGGACACTGACTTACGGAGACATACAGCTAAGATACAAACTWGGAGTGAAATATAGTCTGTAATACGAAGGCGTGTGGCGCGCGGATAAAGTCATAGATGAATAAACAAATAGTCTCATACACTTCCGAAGCTGAAAATAAACATTTTGAACCATCCTTTTAAATTTTTTGTTCGAATCATACAAAATRACATAATAGCAGTTCAGCTAAAATTAATAAGTGCATCGACACATTAGTCTACTTTCGCAC
AAGTCAATAGTAATTACGTCAACATAATAGCAGTTCAAAGAAAAAAATGCTGAACATGCGCTTGTGCCAGAAACGAATCAATAGGTCATGTAAACAAAAATGTGTAAATTGTAAATTGCTTAGTTATAAGATTTCTTTCATAAAAACGAAGTGATAGTAATAAACCGGGCGACTAGCCAAGGAAAAGTGAAACCAGTAGTTTCTTCTTGCTTCCTCCAGCGTACAATAATTTGAGGATTATTGCACCTATCCCGGCAGCCATCAACAATTTAAGGATTGTTGACTAGATATCAATTTAAGGATTGATATCTGCCCCATTTGTACATGTTGTCCGTCGAGCCGGATCTGAACCAGCGACCTATGGATCT
ACAGTCAACAACAAACAACAATTAATGGAATGCTAATGACATACTTAGTAATTTGGCACTCTTCACATCCTAATTCATTTCATATAAACAATTTGATTCAGAACAGAAGACGATGGATAGAAATGATTCAATGAAAATATGATGATAAGAAAGATTCAATGAAATAGAATGATGGAAAATGTAAACAGATTGGAAAGTACATATATAAGGGAATAAAGCTTCAGAGGA

3 DNA

L3-POL-ORF 3 TGTTTACGATAGGACATAATAGTCGTCATGTACTGCGCAAGATTGTGTGTAAAAAGTTGGATCATGATATCATTTCAAAATCTAAAACAAATCTGTCTTTGAAAACAAGCTTTAAAGACCAGAGGCATGGATTCGTGGCAACAGCCCTAATACATGTTACAAATGTTAAGGGCG?GAATTGTTGTTGCCAGGGCATGATAACTGATAACTGTTCATAAGGCATTTTTACTGCAAATTCHCTTTGKAAGAAGTTACGTTTAGAAGCAAATCAAGGAGATAGTATTTGTTAAGACGCCATAARTCATTTCTATTTATTGGTAAGCCGCGAGTACTAAACAATGTTATATATAATGATGA?GACCVAGATGT
GTGCCTGAGAACGGGAGCGCCTCGTTATCGATTTAGTTATTCWTCAHCCAGCGYCACTGWTCSCASGTATCTATGGTATATTTDATATTYTTAAWTAAAKTATWWTWATTTAWTCWTSGTGWATTTAKGGAGTTGTCATTTAWTTSCCGCAAATAAAGAAACWTGGTASCARAGSGTAMCWTAAAARAYCADTAGGVKTCMCWTTMCAVATATGGKGCAKYCATTVCWTCAGKGGCGTGYTCGGKGTKYTCTCCSGATWTASCHTAGGGWARGGGTAAAAAAAGGTCGCCTTCTACCCTTAATAATTGAACTATGTCGGTGTATCATGCGTGGTAATGCAACAAGTGCCTCGTACGTTTTCATCA
TTTTTATGACACAGTGTGGTTTGTGAATTCATCTCACAGGTCATTTAATTAAAGCAACATAAAATGAAGGCGTATCACCTTTTGTTTCTGTGGTATCGTTCATCAAAAACATTGACTATCATCATTTAAAAAGAAGTGCAATTTTATACAATACTGTATACATTACATAATACGTAGACGATAATCATTCAG

3 DNA

L3-RdRP 3 CAGGGGGGGTTTGATCAACAYCAAAGCAAGAAGTCGATAGCTGCTGTGATGTTAGCTGTRGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTRAGGGRGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGGGGGCGCAAGTGRAATGCGGGGACTATCGGGGGGAGTRGAATAACGGCCTGCCGTCGGRATGGCGGTGGACAGCCGTCCTCGATAYCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCG
CAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAAYATCCGGTKTAAAAACCCGATACTC

3 DNA

d

Name Contig NCBI accession Sequence Coordinates on contig Genetic sequence form

NA VFFH01000119.1 ATTCTTAGTGCTTTTGCATAAGCAGCCTCGATGAACTGACCCGCTGCATTTCTCATGTTGGACGCAGAAACAAAGCACTTAAAATCAGTCCATTTTGTAAGGAAATCCAAGTCCTCGTCAGTGAGTCTCATGGCGAGGGCACCAGTCAGCGACTCATGACTCATCCCGCAGGATTGCGACACCCCTTCCCTCAACTTTCCCTCGGCAAAGTATCGCAAGAAGAAAGCCGAAGAGAACACCCCATCGCCAACAAGGACATGGTGGAGGCAGCGGTACTTGAACAAGTACAAAATTATGGCAAGGAGGTGCACGACACCACACGCGATCACTGGGACTGGCGAGGTCATAACCATCATCCGGGGCAGG
AAGGCATAGGTGCTTAAGTTCATCACCACCTGTAGCGGGTGCCCTTTAGTCACCGCAAGATCTGCGACAAAACCGGTTACTGCACCAAGGCTGTAAAAACCAAGAGACCATCTATTTCTGTTGAGGGCTGCTGTCAGAAGCCTGATCATCAGGACTTGCGCAGACCATGGTGTGAGCCAAGATAGCACGAACATTCCGAAGGAGAAAACACTTCGGACCAGGACAGCTGGGAGAATCTCATTCAGAATAAAAAACCCCACAGCAACCAAAGGCGTCCAAGCATGCCCCATCATTCTCCACAGGAGAAAAAACACACACAGAAGTTGAACTGTGGAAAGACCTCCTTCCAGTTCGGGTTTGGCAGC
AAGCAGGGCACAAAGATCTGAAGGCACCTCGCATGTGTCTTTAATTATGTGACTGCCAATTTTTACATCACCGAGCGGAACCTTGGGTCCAGCAAAGAATTCACTCAACTCGCTCAGCTTGACGGGCTTCACATTACAAAACTGGCCTGAGGGGCGCGTAACAATGCCTCCTCCTTGTTTGTTCGATCCTGTGTGAACGCCAACAAGCTCACCGGCTTCGGTAATCACTGGGGATCCAGAATCGCCACATGCGGTGAAGCAGAGGGCGAACCCATTCCCAATAACACCGGGTTCAACGCCAGAGGATGTCAGCCAATAGGCGCGACCAGTCCACCCATCCTCGCAGAACTGGGCCTTGGGAGCAACCC
CTTGCCAATTCGGGCAATCAGCTATGGCGAAGTCCCCTTTTACATCAAAGTCAAGCATTTGATTGAAGCCGACCCCGGAAACCCTAGCTGAGTTACCCGTAAGGACGTGTGCGGCAGTCACACACTTGACTTTCCCGTCAATAGTGAACACTCCGCCAGAGCCCACGGAGGACCCGACCACATTGACGGTGTTTAGTGAGGGCTTTTGAGTTCTGAAAGCGCCCTCAAGGAGGGACCCGAGCTGAGACGGGGTGAACAGCATGGTGCGACCAGTCAGTGCAGCACGGCGGACGGCAGCCAAGTAGGTTCCATCTGGTGCGGTGGCCAAGGCGGCGACACCGCGGGGGCCACTGGTGTAATGATGAA
TGTCATAGGGGGTGACGAGACCAGCAATGTTAGTATAACGACCTAGAAGCCAGAGAGAAACCAATAACACCACGGCCAAGATTCCCGAGGGTATATTTACAGAAATCAAGAAAAACACCAACCACAGGATGGTGAGGGGGTGCAAAGAGAACCAGCGCAACCCACAAGGAAACACACAAAGCAACCAGGTAAGAGGTACCCAAACATAACTAGCGATTGCGAGTAAGACGCACAACATGTCAGCCTTACAACTTAACCTATGAGCCATGCCTCCGATGGAGACAAAAATCAAAGCGACCAAGGCAACCTCTTGAAGGCCGAATCCCGCCACAAGTGCTGTCAAGGGTAAGGTGAGGCCATGT
TGGGAAATGCACAATCTAGACGTGCAAAGAGAGCCAGGTCCGTAGCCAGGGACGGCAAACGGGTTAGTGCACCACGGATCGTTAGTACCGGTACCGCAGGACCCCACTGCAGTTACATAAACACCAGCAAGCATGTGCAACGCCATCGAGCAGGCAACATGCAAGGCAGCAATGAGGTGTGGGCCTCCCCCCGAAGGCTTGGAAATTTGCCTGATCTTTAGTCCATTCAGCTGGGCAAAGTCCCCCGTACCAAGGACGAGGTTCGCGGTGGAATAGCCAGACCGAAGGGCTGTAGTAAAAGTATCGGGATCAACCACGATTCTGCACTCAGGATCAACTTTCACTCCAGCGGGAAAGAAAGGAG
CTCGGAATGGAATAGCGGAAACTTTGACCACTTTTGGGATTGTCTCGGCCACCATTGCCCCACCCGCCTGTAATACCCGCAAGCACTTTACGGCCTGGTTGGGGTCATAAGGCTGAGCAACCACAGTTCTAGCCGTAATCCTCTTCTCATCCAGCTGGGCGAACGCAATGGGTTTTTCAGAAGGTTGCTCAATGGGGCTCCGGCCGGTCCAGCACCCACGCCACCCAGTGGCGAGAAAAATGGGGTCCATGCCTTTTGGTGTGCAAAACCGATCACACAGGTCGACAAGTGACGACCTAGTCGCACGTGTAAAAGGGAACACGTTGAAGGCAATCTCATTAGGAGCAGTTCTTACACAAGATCCCCAG
CACTTTTTACACCTACCTTGAGAAAGCACATAAGCTCCAGCCAAGATACAGTCTGCAACAATGCCAAGCCTAAGCAAAAAGTGCCAGATGTAGCGTGCCCCGCCCAGTAACCTGCCAAGAACGGCAAGGCCGAGACCGACGGGGCCCACAACAAGGCTGCGAACAGGGTCCCAAGGTTTGAGAAGCTCAAAAGAATGAAGGACGTTCCTACACTCTGGCGAGTCAAACTCGCAAGCAGTGCCGACTGGGTCGGACACAGGCTTGAACAGACCAACAGCAAAAGCCAACCAGCAGCCAAAAACCCCCATTCGCACACGCCGAGAAGACCCAGAAAATACACCCAAAAGGGGAACAAAACCGAAG
AATGGGTAACTATAACATAGAAAGAGGCAAAATAGAGTAAAAGCTGCAAAACCCCAATCACCCGGAGAATAACCACTGTCAGATTTGAAGAGGTGTGAGAAGAAAATAGGGAGATGGGAAACGAGGCTGAAAACCTGGCAGCTCAGTTGGTCAAAGAGCCTTCCTGCTTTTGTTTTTACCGTTCTCAGCGGCCCCCCCCCGTCCACATCCACACCATCTGAAGACGGCAAATCAGTGAATGAGCCGACACCACCTGTATCCGCGGGCGGAGCTATCATGCTCTCGTCAGACTCCCGCGGCGACAACCGGGGATCTTTGGCAGGTTGGTCACAGACCGGTTCTCCCTTGGAGGGAGCCGGGGGACCC
CGGTCAAGCAGCTCGTCAGTGTCTCCTATTTTCCCGAGGATGCGTGGAACATCCTCGGTGGCCACCGAACCGATGGTGAGATCACTCTCCGCACTTACGGAAGGTGCAGGCGTGTGAGGTAACATCACAAACCCGCACGGGTAGGGCGGCGGTGTCTCGAGAATCATCTTTGGGAGAAACCCAAACCTGCCATTTAAGACGCGAAACGCCTGGTAAGCAGACGTGTTGCGCCAAGTTAGCATGTCGACTCTATCCCACATGCGAGAGAGCCACTCCTGCGTAGCAGGATCACTAAGCTTGGACGCATCACAAGCCTCACGCATGATGCTGAGGCATGCTTCTTTTTCCTTTTGGAGATGACCACTGCA
AGGCCCGCCAGAGTCGATGATGGCTTGAGCTGAGTATTTTGGGCGTGTGATCTTAACACTTGACAGGGAGCTGCTCGATGACACAGGTGTAAGGTTGGTGTCATTTAGTGTATCCGAGATTTCACTCAGAACTTCCTCAGCCTC

3 - 3802 DNA

NA VFFH01000203.1 TGTTGGGGAAGTGCTTGACCGCGCGCTGTTGCTCGCGATTGCTTTTTTTGTGGTGTATCGTGCCGTTCTATCTTGTTGTGCCCGCCAACGCCAGCAACAACAACAGCTCTCATTTTCAGTTGATTTATAACTTAACGCTATGTGAGCTGAATGGCACAGATTGGCTGGCAGAAAAATTTGACTGGGCAGTGGAGACTTTTGTCATCTTCCCCGTGTTGACTCACATTGTTTCCTATGGAGCACTCACCACCAGCCATTTCCTTGATACAGTTGGTCTAGCCACTGTGTCCACCGCCGGATATTATCACGGGCGGTATGTCTTGAGTAGCATTTACGCAGTCTGTGCTCTGGCTGCGTTGATTTGCTTTGTCAT
TAGGCTTGCGAAGAACTGCATGTCCTGGCGCTACTCTTGTACCAGATATACCAACTTCCTTCTAGACACTAAGGGCAGACTCTATCGTTGGCGGTCACCCGTCATCGTGGAGAAAGGAGGTAAGGTTGAGGTCGAAGGTCACCTGATCGACCTCAAGAGAGTTGTGCTTGATGGTTCCGCGGCAACCCCTTTAACCAGAGTTTCAGCGGAACAATGGGGTCGTCTTTAGACGACTTCTGCAATGATAGCACAGCTCCACAGAAGGTGCTTTTGGCGTTTTCCATTACCTATACGCCAGTGATGATATATGCTCTAAAGGTAAGTCGCGGCCGACTGCTAGGGCTTTTGCACCTTTTGATCTTTCTGAATT
GTGCTTTTACCTTCGGGTACATGACATTCGTGCACTTTGAGAGCACAAATAGGGTCGCGCTCACTATGGGAGCAGTAGTTGCACTTCTTTGGGGAGTGTACTCAGCCATAGAAACCTGGAAATTCATCACCTCCAGATGCCGTTTGTGCTTGCTAGGCCGCAAGTACATTCTGGCCCCTGCCCACCACGTCGAAAGTGCCGCGGGCTTTCATCCGATTGCGGCAAATGATAACCACGCATTTGTCGTCCGGCGTCCCGGCTCCACTACGGTCAACGGCACATTGGTGCCCGGGTTGAAAAGCCTCGTGTTGGGTGGCAGAAAAGCTGTTAAGCAGGGAGTGGTAAACCTTGTTAAATATGCCAAATAAC
AACGGCAAGCAGCAAAAGAAAAAGAAGGGGAATGGCCAGCCAGTCAATCAGCTGTGCCAAATGCTGGGTAAGATCATCGCCCAACAAAACCAGTCCAGAGGCAAGGGACCGGGGAAGAAAAATAGGAAG

1590 - 2830 DNA

NA VFFH01000203.1 CGGTTGGCTGGTGGTCTTATGCATCAGACTGGTTTGCTCCGCGGTACTCCGTGCGCGCTCTACCGTTCACCCTGAGCAATTACAGAAGATCTTATGAGGCCTTTCTTTCTCAGTGTCAGGTGGACATTCCCACCTGGGGCGTCAAACACCCTTTGGGGGTGCTTTGGCACCATAAGGTGTCAACCCTGATTGATGAAATGGTGTCGCGTCGAATGTACCGCATCATGGAGAAAGCAGGGCAAGCTGCCTGGAAACAGGTGGTGAGCGAGGCTACATTGTCTCGCATTAGCGGCCTAGATGTGGTGGCTCACTTTCAACATCTTGCCGCTATTGAAGCCGAGACTTGTAAATATTTGGCTTCCCGACTACC
CATGCTGCACAACCTGCGCTTGACAGGGTCAAATGTGACCATAGTGTATAATAGTACTTTGGGTCAGGTGCTTGCCATTTTCCCAACTCCTGGTTCCCGGCCAAAGCTTCATGATTTTCAGCAATGGCTAATAGCTGTACATTCCTCCATATTTTCCTCCGTTGCAGCTTCTTGTACTCTTTTTGTTGTGCTGTGGTTGCGAATTCCAATGCTACGTTCTGTTTTTGGTTTCCGCTGGTTAGGGGCAACTTCTCTTTTGAACTCATGGTGAATTACACGGTGTGCCCGCTTTGCCCAACCCGGCAGGCAGCCGCTGAGATCCTTAAACCCGGCAAGTCTTTTTGGTGCAGGATAGGGAATGACCGATGTAGTG
AGAACGATCATGACGAACTAGGGTTCATGGTTCCGCCTGGCCTCTCCAGCGAAGGCCACTTGACCAGTGTTTACGCCTGGTTGGCGTTCCTGTCCTTCAGCTACACCGCCCAGTTTCATCCCGAGATATTTGGAATAGGGAATGTGAGTCAAGTTTACGTTGACATCAAGCACCAATTCATCTGTGCTGTTCACGACGGGGATAACGTCACCTTGCCTCGCCATGACAATATTTCAGCCGTGTTTCAGACCTACTATCAACACCAGGTCGACGGCGGCAATTGGTTTCACCTGGAATGGCTGCGCCCTTTCTTTTCCTCTTGGTTGGTTTTGAATGTTTCGTGGTTTCTCAGGCGTTCGCCTGCAAGCCATG
TTTCAGTTCGAGTCTTTCGGACATTAAAACCAACACTACCGCAGCATCAGACTTCATTGTCCTCCAGGACATCAGCTGCCTTAGGCATGGCGACTCGTCCTCTCCGACGATTCGCAAAAGTTCTCAGTGCCGCACGGCGATAGGGACGCCCGTGTACATCACCATCACTGCCAATGTCACAGATGAAAATTATTTACATTCTTCTGATCTCCTCATGCTTTCTTCTTGCCTTTTCTATGCTTCCGAGATGAGTGAAAAAGGATTCAAAGTGATGTTTGGCAATGTGTCAGGCATCGTGGCTGTGTGCGTCAACTTTACCAGCTACGTCCAACACGTTAAGGAGTTCACCCAACGCTCCTTAGTGGTCGACCA
TGTGCGACTGCTTCATTTCATGACACCTGAGACCATGAGGTGGGCAACCGTTTTAGCCTGTCTTTTTTCCATCCTACTGGCAATC

4 - 1575 DNA

NA VFFH01001290.1 TGTCTGGGATACTTGATCGGTGCACGTGTACCCCCAATGCCAGGGTGTTTTTGGCGGAGGGCCAGGTCTACTGCACACGATGTCTCAGTGCACGGTCTCTCCTTCCTCTGAATCTCCAAGTTCCTGAGCTTGGGGTGCTGGGTCTATTTTATAGGCCCGAAGAGCCACTCCGGTGGACGTTGCCACGTGCATTCCCCACTGTTGAGTGCTCCCCCGCCGGGGCCTGCTGGCTTTCCGCGATCTTTCCGATTGCACGAATGACTAGTGGAAACCTGAACTTTCAACAAAGAATGGTGCGGGTTGCAGCTGAAATTTACAGAGCCGGCCAACTCACCCCCACTGTTTTAAAGAATCTACAAGTTTATGAACG
GGGTTGTCGCTGGTACCCTATTGTCGGGCCCGTCCCTGGGGTGGGCGTTTTCGCCAACTCCCTGCATGTGAGTGATAAATTTTTCCCGGGAGCAACTCATGTGTTGACTAACCTGCCGCTCCCGCAGAGGCCCAAACCCGAGGACTTTTGCCCTTTCGAGTGTGCTATGGCTGATGTCTATGACATTGGTCATGGCGCCGTCATGTTTGTGGCTGGAGAAAAGGTCTCTTGGGCCCCTCGTGGTGGGAATGAAGTGAAATTTGAACCTGTCCCCAATGAGTTGAGGTTGGTTGCGAACCGACTCCACACTTCCTTCCCACCCCATCACGTAGTTGATATGTCCAGGTTCACCTTCATGACCCCTGGGAGTG
GTGTCTCCATGCGGGTTGAGTACCAATGCGGCTGCCTCCCCGCAGACACTGTCCCTGAAGGAAACTGTTGGTGGCACCTGTTTGACTCTCTCCCACCAGAAGTTCAGTACAAAGAAATTCGCCATGCTAACCAAGTCGGCTACCAAACGAAGCATGGTGTCCCTGGCAAGTACCTACAGCGGAGGCTGCAAGTTAATGGTCTTCGAGCAGTGGCCGACACACATGGACCTATCGTCGTACAGTACTTCTCTGTTAAGGAGAGTTGGATCCGCCACTTGAAGTTGGTGGAGGAACCCAGCCTCCCCGGGTTTGAAGATCTCCTCAGAATCAGGGTTGAGCCCAATACGTCACCACTGGCTAGAAAGGAT
GAGAAGATTTTCCGGTTTGGCAGTCATAAGTGGTACGGTGCCGGTAAGAGAGCAAGGAAAACACGCTCTGGTGCGACTACTATGGTCGCTCATCACGCTTCGTCCGCTCATGAAACTCGGCAGGCCACGAAGCACGAGGGTGCCGGCGCTAACAAGACTGAGCACCCCAAGCGCTACTCTCCGCCTGCCGAAGGGAACTGTGGTTGGCACTGCATTTCTGCCATCATCAACCGGATGGTGAATTCCAACTTTGAGACCACCCTTCCTGAAAGAGTAAGGCCTTCAGATGACTGGGCCACTGACGAGGATCTTGTGAACACCATTCAAATCCTCAGGCTCCCTGCGGCCTTAGACAGGAACGGCGCTT
GCGGTAGCGCCAAGTACGTGCTTAAACTGGAGGGTGAGCATTGGACTGTCTCTGTGATCCCTGGGATGTCCCCCACTTTGCTCCCCCTTGAATGTGTTCAGGGTTGTTGTGAGCATAAGGGCGGTCTTGTTTCACCGAATGCGGTCGAAATTTCCGGATTTGATCCTGCCTGCCTCGACCGACTGGCTAAGGTAATGCACTTGCCTAGCAGTACCATCCCAGCCGCTCTAGCTGAATTGTCCGACGACTCCAACCGTTCGGTTTCCCCGGCCGCTACTACGTGGACTGTTTCGCAATTCTATGCTCGTCATAGAGGAGGAGATCATCGTGACCAGGTGTGCTTGGGGAAAATCATTAGCCTCTGTCAAGTT
ATTGAGGATTGCTGCTGCCATCAGAGTAAAACCAACCGGGCTACTCCGGAAGAGGTCGCGGCAAAGATTGATCAATACCTCCGTGGCGCAACAAGTCTTGAGGAATGCTTGGCCAAACTTGAGAGGGTTTCCCCGCCGAGTGCTGCGGACACCTCTTTTGATTGGAATGTTGTGCTTCCTGGGGTTGAGGCGGCGAATCAGATAACCGACCAACCTCACGTCAACTCATGTTGCACCCCGGTCCCTCCCGTGACTCAAGAGCCTTTGGGCAAGGACTCGGTCCTTTTGACCGCCTTCTCACTGTCCAATTGCTATTACCCTGCACAAGGTGACGAGGTTCATCACCGTGAGAGGTTAAATTCCGTACTC
TCTAAGTTGGAAGAGGTTGTCCTGGAAGAATATGGGCTCATGTCTACTGGACTTGGCCCGCGACCCGTGCTCCCGAGCGGGCTCGACGAGCTTAAAGACCAGATGGAGGAGGATTTGCTAAAACTAGCCAACACCCAGGCGACTTCAGAAATGATGGCCCGGGCAGTTGAGCAGGTCGATTTAAAAGCTTGGGTCAAAAGCTACCCGCGGTGGGCACCACCACCCCCTCCACCAAGAGTTCAACCTCGAAGAGCAAAGTCTGTCAAAAGCTTGCCAGAGGACAAGCCTGTCCCTGCTCCGCGCAGGAAGGTCAGATCCGATTGCGGCAGCCCGGTTCCAACACCATCCGAGCTGATGACACCTATG
AGTGAGCCCGTACTTGTGCCCGCGTCGCAATTTGTCCCCAAACTGATGACACCTTTGGTTGGGTCGGCACCAGTTCCTGCGCCGCGTAGAACTATGACAGCAACGCTGACGCACCAGGATGGGCCTCTAGATTTGTCTGCGTCCTCACAAACGGAATATAAGGCTTTCCCCCTGGCACCATCGCGAAACATGGGCATCCTGGAGGCGGGTGGGCAAGAGGCTGAGGAAGTTCTGAGTGAAATCTCGGATACACTAAATGACACCAACCTTACACCTGTGTCATCGAGCAGCTCCCTGTCAAGTGTTAAGATCACACGCCCAAAATACTCAGCTCAAGCCATC

156 - 3079 DNA

NA VFFH01002018.1 GTGCCAAGTATTGTCCTAGTCTTCTTCTTCCCACAGTACTGTTTCTTGAGGGTACAAGGGGTAACAGTTTGCCAGTTTTCTCGCACGGCCTGTGCGCACAGAACGTCGATTTCAGGGACGCTCTGAATATCCTTAGTTGGAAACCTGTTCCCATTTATTCCAGCCATAGAATTCTTAGCAGGGTAAGTGGAAGGCCGATGAACGGGCGGGCACTTACCCACGTGGGCAAACAGGTATTTCCGCACAAGGCGAAGAGCTCCAGGCAAAACAAAGCCTTGGGTGGACAAATTATACTTGGAGAGGTCTCTCAATGCAGCATCCTCACAACCGTGCTCTGTCAACTGTTTGGGGCAGTCAGGCCTAGAATCA
AGATAATCAAGGACGGATGCCGGAATGGTCGGCACATACAACTCAAAGCCAGAGGACATGGTTGTGGCCAAGACAGAGCGTCCATCAGTCACCGGAGTAGCATTAGGCGTGAGGCAGGCAGCTGCATGCACCGGGCTTCCAGTGTCACTGGGGGTTTTGTAAGGTATGTCTCCAAACCTTGTGTTCTGTAAAACTCCTTTTACCCGCTCAGGGTTGCCCCTAACAGGGTGCAACTTATAGGGGAGACCAATTTCAGGCGCGTCGCCGCGCCTGATATCACAAGCCTGGATTATTTGCGCACTGAGTGCAACTTCCTCTTTAGTAGCCTCGGCCTCGAAATCCCAAAGCGTGCCATCAATCCCAGTGTT
TCCCGGCCCGTGGCGGGCGAGTAACTTAGGAGATGCATCAGCTCCGGAAATCAAGACATCTATAAGCGAAGGAACTGCAGAGCGCAGGAGCACAACACCACCATCAACCGGTCGGGCAACCGGATGTTGGTTGTGCTCAACCGCGTCTTTTAGCTCAACCTCACTGGCTACTTTTAAGTTCACAGGTCCTAGGGTGAAAGTCCGGTTGTGAAATTTGACTATCTTCACCGCTGTCTCAGTAACAACTAAGCCGCCGCGACCACAGCGGGTCAAGCCGCTGGCGGCTAGCAGTTTAAACACTGCTCCTTAGTCAGGCCCTGGAGTTTGTCAATTATTCTTTTCAATTTCTCCAGTTCTTTGGCAGTCAGT
TCGCCGTCGACGTTCATCATGCCAAGGGCTTGCTCCACGGAAAGCTTGGCGGCTTCCCACTGAGCTCTTCTATTCTCGGGGCTGGCGGGGACCAAGAATCTCCTACCAGATGGGGAGGTGAAGACATTGTAAACCTTATCTTCAATAGTGATATGCCCACACTGAACCCCTGTCTCAGGATCAAAATCGACAGGGTCGCCAGTTCTAAGGCACTCCCACTCATCTGTGCTGATATGGACCTCCTCATAAAACACGTCACCGGAATTCTTGTCCCAAAATTTCTGGTACTTTTTTCCGTCCATGACAAAAATGCCGACGGCTTCCATCCTGCGCCTCTTCTTCTTGCTCAAACGGTCCTCATCCCCCCAGGCA
TTGGGACCGTTCTCCAGAACTTTCGG

4 - 1507 DNA



NA VFFH01002425.1 TCAATCAGGGTTGACACCTTATGGTGCCAAAGCACCCCCAAAGGGTGTTTGACGCCCCAGGTGGGAATGTCCACCTGACACTGAGAAAGAAAGGCCTCATAAGATCTTCTGTAATTGCTCAGGGTGAACGGTAGAGCGCGCACGGAGTACCGCGGAGCAAACCAGTCTGATGCATAAGACCACCAGCCAACCGGCGATTGTGAAGCCGAACAAAATGGCCAAAAATATGATGATATCAACAATGGACACCAGAAATTCCGTGAAAGCATCCACAAAGAGTTGGCCAATTTTGTCAAAGAGGCTTTGCATAGACCCCATTTCATTTCAATTCAGGCCTAAAGTTGGTTCAATGACAGGGCCCGGGG
GAAAATGAAACCTCATGCTGGTGGCATTAGCTTTATAAATTTTCCCTTTCTGGCGCGCCCGAAACGCATCATTGTAGTCCTCCCAGTCCTCACCGTTTCCAGTAAACTCGTACAGATACGCTGTATCCGATTCAAATCCCCAGGTGTGTTTGTATCTTACTGGGTCGTCAAGCGAGAACTCCGCGCACGCCAGAATTTTGTAACCTGGAGGCATTTCACCATGATATGCACTAGACAGAATAATTTTAGCACCGTAATCATAAGGGGTGACTGCGAGGTCAGCTCCCCAATGAGTGGACCCGACAACCTTTCTGTTACAAAGAGCAGGGCCCATGCAGGGGTCCAAGTACACAGTAGAATTAACAGGAA
CTCGGATATATGAGGCATAGCTTGCAAGTTGATACCAGGTGAAATGACGGCCTTCAAGTTGAAAATAGGCCGTCTTGTCTTTCCACACCATTAGTCGAACCTCCTTAAAGTCCAACATTACTTTCCAGCACTTGGACTGGGTTTCTGGGTGGAGGTACGCTTCAAGGTCTGGGAGGTACACATCCGTCAATGTGCAAACTGCCTTCGCGGCTTTCCCGGGGCTCGAAACCCCGACCACCGCAACTGATTCCCTAGGAAGGAAGCGCGGAAGGTATTTGGAGGTGACGTGATGACATCCCCCAACGGTAGTACCTTTGACATCGCCGATGAAGGCATGTGGGAGAGACTCAGCAACTTCTCGCTCCCGA
TCATCAAGATACTCTCGACAATCTACCTCAATTCGGCCGGTACTGAAGACTGTCTCCGGAAGCACTTGAGCCTCGCCTCTAACAAATTTTGTGAGGTAGTATGACACAACCCCAGGGGTACCTAAAAACACCGAGGGGCCCACCATATAGCCGGCACCGATGCAAGCGCGGCTATATTTATGGATAGGGCGAAGGCTAGTTACCAGCCGATCTGGCCACCTTTCATTGTTCTGGGTTGTCACCACGGGCCAATGGGGTGCAAGTTCTGCTGGGAGTTTAGCAAACTGAGTCAAATCAGGTGAGAAATAGAATCCCAAGTTATGCGCGACCTTGGGGAGCGGGGAGCTCGACCCTTCCAGGTCTGCGC
AAATAGCGCGGAGAGAATCTACAACGCGCTTATCTGTGGCCCTGAATTTATCTCCATTGCCTAGAGCCTGAGCAACCGTGATTTCTCTGTTGTTTCTGTCTAATACGATCAGCTGTTCGTCACGGTGCATTGCGAGGTTGACGGGTGTGCCTTTCGCGGGAAGATCAAACATGCTCTGCAATTGCCTGTGTGGGTCATACACGAAGATAGCATGTCTTGCCCTGGTGATAGCAACAAGAGCTCTTTGCCTGTTGAGTGAATCTTTAGTGGGCAAATGCAGTGTAACCACATCAAATGTGGCGCCTTGACTGGAGTCGATAGTAATGGCGCCGTCCTCTCGGTCCCTGTGGTAGGGGGTGAGGACTTGCCC
ATACCTGACAGGTTTTTCCACGTAGGTCACACGGGTCGTGTTGACCATGGACATAAGTTTGTCCCTGTAATCTGGTTGAATAGCATCACAGATATTCTGCCCGAACCTCCAGATGGTCTTCAATTGGGTCTGAGGCATGATGTCAAATACATAGCAATGGGAGTCAAAACCCACAGGGTGGAGTTGTTTGAAGTCTCCTAGGCAAGTGAGAGTTGTTTTACTGAGAAGCCTCAAGACATCAAGGTGATTGCAATACGCCGCTTCATCCAGGAAGGAGTTCTTGCCAGGACACCAACCGCCGGCCAAGATGCGAACCCATGGGCCGGTACGGGAGGGGGCAGGGAATTGCAGCGTTGTGCCTGCTGGA
ACGTTAAACCGGCACGTCCCCAAAGCCCTAATCGTGTCGAGCATGGTCTGGTGAGTTGGCGTGTAAATGACATCACCATCCTGGACTTGTTGAAGAAGCCAGTGTGTCTTCCCAGCACCGGGTGGACCGATGATAAACCTGCTGCGCAACACGTTAGAGGCGACAGCGACCATGTTGATCTCTTTACAAGTAGGGAGCAAGGCAGTGCTAGCGTAATCACCGTCTGGTAGGTCGACTTCATTTCCCCTGATGCCACGCCTTACGGAGACCAATCCGCGGCGAGTCTGGTATCTACCTGGGTCAAGAGGGGTGAGACCTTGCTCCACATGCATGATCACAGTCCGCGGAGGCTTGTACAGAACTTGTTC
TAACACCTCATCTAGAGGGCTTGTGCCTTTTCCTAGGGGGGGTTCGCACTCACTACAAGAACCAGAACCAGCCGGGTGGCCACACCAGATTATAACAGGACAATGCTGGTGGAAGTGGGTGTGGTAAACACAGACATCGAGACCACAGGCAGTGGCGTACGGAGCCGGGGCCCCGCAGTACCCGCACATTCTGGACTTCTTCCCCTCATGATTGGACCTGAGTTTTTCCCACATGGACAAGAAGAACGGTGGGCCAGGAAAGCTATAGCCGTCTTTGCGGGCGCACTGCGCTATCCCAACCACGAGCTCTTCGAACCATTCAGGATCATACTCTAAACAAGCACAGCTGTCCATGAGTATTGCAGCC
GCCGAGGCGTAGTATTCAGAAACATTACTTGCCTTCATGTGGTAGGCGAGGGCCGCGAGGATCCTGTCACGGTTGGGGACTAGCTGGCGCCCATTTATTATTCTACAACCTAGGAATGATGGTGAATCTGTGATGGTTGTCTTCTTTGGGTCCGTCTGGAAACCCAGCATGAGATTTAGATGTTCAACCCACCAGTGGTAGTTTGGCATGGAGGGAGACTCAGCATACAGCACAAGGTCGTCCGAATAGACGATCAGGGGTTGAACCCTGAGCATGTCCTCAAACTTTAATTGGTCTTGCAAAAACAGAAGGCCATGAGGGTGACCACTCTTGAAGTAACTGAGCACCATGTGCTGTGCATATATCAC
TAAGCTGTAAATGGTGTTTGA

4 - 3333 DNA

PartitiEVE1G1 JXPW01014295.1 TTAACAATTCGTAACTCAGAGGAATCTTTATCAATGTTATACAAGAACAACGAGTCAAGGTAACCCTCAGACGCAGTCATCTCAGCTGGAGCGAAAGCTACAAAGTTAGCCTTAACCAGAGATGAGGTATTCTGCACAGAAATAGTCTCAGTAGTTATTTGGCCCTCAGATCCAATGGTAGACGATAGCTATGTAATTTCATAGATACACCAACCATCAACTCATAATTTATAAGGATAGTATCATTAGAGAACTCAAAATTGTGCAGATGCACCCTACAACCATCCAGAAAACTTTGTTGTTCAGCGGAAAGCCGTCTACTAGGGGCATAACCTAAACAGTTTTCATTGATGGGGTGTCTTGGGCAC
GATATCTCCTCTGGCAAATCACAGTTCGTCTGGGCATTTTGATGCTCCGTCTTCCAAAGATCTTGGAGTAATCTTTGGGCATAGATTCCTAGACATGGGTGTGAACTATACGCCCCCAAATTTTCTGCTATAGGTCCAAAATAACCTGGAATAACAAATTCCTTTTCCCCCAGTTTTACTTGCGCTGGTATGAGCTCAGGTTTTACGAATTTAAAATAGAGGTCTCTGTCTTTTGGCAACTTAGTGTTGCCTAAACCCGCCAAAAACAAGGAAACAGACTTTGGGACAGTGAAGTCCTCCTGCTTCATTTGCTCTAAGAAGTTTAATTCTCCCAAAGTTAAAGCTTCCCCATTAATTTGATGGAGAAGGAG
GAGTCTTTTAAAAACTATAACTACGATGTAATAGTCGTGCGCAGACTTCGGTACAGTCTTCTGTAAGAAGGATTCAGACAAGTGGTCTNCAAAAACAAGGAAACAGACTTTGGAACAGTGAAGTCCATTAATTTGATGGAGAAGGAGGAGTCTTTTAAAAACTATAACTACGATGTAATAGTCGTGCGCAGACTTCGGTACAGTCTTCTGTAAGAAGGATTCAGACAAGTGGTCTTGACGTAGGTCTCTTCTTGAAGTACCGGCAGAACTGAGCAGCCTGAGGATATTTTCTCGCGTGTCGCTATCGCCCTAAATTCTTCAGATGGGTCGGGAAAATAAGCTTTCTCGGACAACGAATCATTCATCG
GTTCAGTTGAAGTTTTAGAAAGATACTGCCCTTTTGGTACAGTAGTGGGAGGATGTGGATTCTT

343 - 1512 DNA

PartitiEVE2G1 JXPW01121853.1 ACCCACCACAGGGTGTTATAGCTGGTCAATATTTGTCTAAAACGTCCACGCCTCTATCGAATGATCCGCTTTCTGAAAAAGCTTATTCCCCTGGCCCATCCGAAGAATTTAGAGCTATAGCCACAAGAGAAAAAAATCTACAGTGGCTGTACTATATTGCCAACCTTGTCGGAGATTACTTATACTAAGATTGGTACTTTGAGTCCATCCTTTCAGAAGACTGTCCCACGCTCAGCATATGATTACTATATTGCTGTTATGGTGTACCGACGTCTTTTGCTTTTACATCAAGCTAATGGAGGTGAATTGAGTATTGATGAATTAAATTTTGTCGATCAACTCTCTCGAGTTAGTTTCTCCGTACCAAAATCA
GTGGCTTTATTTCTTTCGGGCTTAGGAAATACAAAATTCCCAAAAGGCAGAGATTTATACTTTGCCATGTTAAAACCAGAGTCGGTTAGTACCGATATAATATTGGGAGAAAAGGAATTTGCAATTCCTGGTTACTTTGGGCGTATAGAACAAAACTTGGGGGCGTATGCTTCGTATCCTTGTTTAGCTATTTATACTCAACATTTACTTTTAGATACGTGGAGAACTGAGCACAGAGATTTTCCGCAGGATTGGGACCTTCCTGAGGCTTTCAGATATGATGGAAAACCGATAAATGAGAACTGTTTGGGTTATCGTCCTTGTAAGACTCTATCCATTGAGCAAAATTCTTTTCTGAATGATGCTGGAA
TGTCATTGATGTTATTTGAGTCGAATAATCGTGGATTACCTGTTTTCTATGATTTATTAAGTGCGGTTTCCCAGAAGTTAGAATTTGGACGCCTTGGTTTACATCCTATACCCGTTATTGCTACTGGTTCCGTTGCACAAGTTCCTGTATGTTTGTATGACTGAACAATCTTCATCGTTAGCTGTTAGAGCCCATTTTACTGGTTACTCCGCTTGTGAGATGCCTAGCAGTGAAGGTTATTTAGGTTGTTCATATTTGTACAATGTTGATAAATCTAGTGAGGTACTTAGGATCGTTAAATCGATGATGCCAGTAACATTTGGTAGGAGTGTCCCTATACCTATTGCTCAGAGGGAAAATCTTAACATATTAT
TTAGGAATTCTCCTCCATATGTCAAGCAAAGATTATATCAAGTAATTGACTTTGCTCCGCCTCTTCGTATCGATAATATCGTCGAACATGATGTAGGGACA

492 - 1707 DNA

PartitiEVE3G2 VFFH01000694.1 AAATGCAAGAACAATTTAAATTGTTCATGGCCGCTCGGAATGCACAAAGTGCTAGTACTAGCATTGATACGTCCGCCCAAGGTAACAATGGGGGTAGAAATGCGGCATCATGGGGAAAGAAGCGATGGAATAAGAAACCAGCAGGAAAAGGTATACCAAAGACTAATGTATCTCTTCCGCCAAATCCGCACCCACCACAGGGTGTTATAGCTGGTCAATATTTGTCTAAAACGTCCACGCCTCTATCGAATGATCCGCTTTCTGAAAAAGCTTATTTCCCTGGCCCATCCGAAGAATTTAGAGCTATAGCCACAAGAGAAAAAAATCTACAGTGGCTGTACTATATTGCCAACCCTGTCGGAGATT
ACTTATACTAAGATTGGTAGTTTGAGTCCATCCTTTCAGAAGACTGTCCCACGCTCAGCATATGATTACTATATTGCTGTTATGGTATACTGACGTCTTTTGCTTTTACATCAAGCTAATGGAGGTGAATTGAGTATTGATGAATTAAATTTTGTCGATCAACTCTCTCGAGCTAGTTTCTCCGTACCAAAATCAGTGGCTTTATTTCTTTCGGGCTTAGGAAATACAAAATTCCCAAAAGGCAGAGATTTATACTTTGCCATGTTAAAACCAGAGTCGGTTAGTGCCGATATAATATTGGGAGAAAAGGAATTTGCAATTCCTGGTTACTTTGGGCGTATAGAACAAAACTTGGGGGCGTATGCTTCGTA
TCCTTGTTTAGCTGTTTATACTCAACGTTTACTTTTAGATACGTGGAGAACTGAGCACAGAGATTTTCCGCAGGATTGGGACCTTCCTGAGGCTTTCAGATATGATGGAAAACCGATAAATGAGAACTGTTTGGGTTATCGTCCTTGTAAGACTCTATCCATTGAGCAAAATTCTTTTCTGAATGATGCTGGAATGTCATTGATGTTATTTGAGTCGAATAATCGTGGATTACCTGTTTTCTATGGTTTATTAAGTGCGGTTTCCCAGAAGTTAGAATTTGGACGCCTTGGTTTACATCCTATACCCGTTATTGCTACTGGTTCCGTTGCACAAGTTCCTGTACAATGTATGACTGAACAATCTTCATCGTTA
GCTGTTAGAGCCCATTTTACTGGTTACTCCGCTTGTGAGATGCCTAGCAGTGAAGGTATTTAGGTTGCTCATATTTGTATAATGTTGATAAATCTAGTGAGGAACTTAGGATCGTTAAATCAATGATGCCAGTAACATTTGGTAGGAGTGTCCCTATACCTATTGCTCAGAGGGAAAATCTTAACATATTATTTAGGAATTCTCCTCCATATGTCAAGCAAAGATTATATCAAGTAATTGACTTTGCTCCGGCTCTTCGTATCGATAATATCGTCGAACATGATGTAGGGACA

2871386 - 2872788 DNA

PartitiEVE4G2 VFFH01002716.1 ATTCGAACACCAACCATCAACTCATAATTTATAAGGATAGTATCATTAGAGAACTCAAAATTGTGCAGACGCACCCTACCATCCAGAAAACTTTGTTGTTCAGCGGAAAGCCGTCTACTAGGGGCATAACCTAAACAGTTTTCATTGATGGGGTGTCTTGGGCACGCTATTTCCTCTGGCAAATCCCAGTTCGTCTGGGCATTTTGATGCTCTGTCTTCCAAAGATCTTGGAGTAATCTTTGGGCATAGACTCCTAGACACGGGTATGAACTATACGCCCATAAATTTTTTGCTATAGGTCCAAAGTAACCTGGAATAACAAATTCCCACAGTTTTACTTGCGCTGGTATGAGCTCAGGTTTTATGAATTC
AAAATAGAGGTCTCTGTCTTTTGGCAACTTAGTGTTGCCTAAACCCGCCAGAAACAAGGAAACAAACTTTGGGACAGTGAAGTCCCCCTGCTTCATCTGCTCTAAGAAGTTTAATTCTCCCAAAGTTAAAGCTCCCCCATTAATTTGATGGAGAAGGAGGAGTCTTTTAAAAACTATAACTGCGATGTAATAGTCGTGCGCAGACTTCGGTACAGTCTTCTGTACGAAGGATTCAGACAAGTGGTCTTGACGTAGGTCTCTTCTTGAAGTACCGGCAGAATTGAGCAGCCTGATGATATTTTCTCGCGTGTCGCTATCGCCCTAAATTCTTCAGATGGGCCGGGAAAATAAGCTTTCTCGAACAACCGA
TCATTCATCAGTTCAGTTGAAGTTTTAGAAAGATACTGCCCTTTTGGTACAGTAGTGGGAGGATGTGGATTCTTCGCGTAGGCAGATGTTCCTACAGTGGATAGCTGGATAGCTGA

5535 - 6390 DNA

PartitiEVE5G3 LR899010.1 TTAACAATTCGTAACTCAGAGGAATCTTTATCAATGTTATACAAGAACAACGAGTCAAGGTAACCCTCAGACGCAGTCATCTCAGCTGGAGCGAAAGCTACAAAGTTAGCCTTAACCAGAGATGAGGTATTCTGCACAGAAATAGTCTCAGTAGTTATTTGGCCCTCAGATCCAATGGTAGACGATAGCTATGTAATTTCATAGATACACCAACCATCAACTCATAATTTATAAGGATAGTATCATTAGAGAACTCAAAATTGTGCAGATGCACCCTACAACCATCCAGAAAACTTTGTTGTTCAGCGGAAAGCCGTCTACTAGGGGCATAACCTAAACAGTTTTCATTGATGGGGTGTCTTGGGCAC
GATATCTCCTCTGGCAAATCACAGTTCGTCTGGGCATTTTGATGCTCCGTCTTCCAAAGATCTTGGAGTAATCTTTGGGCATAGATTCCTAGACATGGGTGTGAACTATACGCCCCCAAATTTTCTGCTATAGGTCCAAAATAACCTGGAATAACAAATTCCTTTTCCCCCAGTTTTACTTGCGCTGGTATGAGCTCAGGTTTTACGAATTTAAAATAGAGGTCTCTGTCTTTTGGCAACTTAGTGTTGCCTAAACCCGCCAAAAACAAGGAAACAGACTTTGGGACAGTGAAGTCCTCCTGCTTCATTTGCTCTAAGAAGTTTAATTCTCCCAAAGTTAAAGCTTCCCCATTAATTTGATGGAGAAGGAG
GAGTCTTTTAAAAACTATAACTACGATGTAATAGTCGTGCGCAGACTTCGGTACAGTCTTCTGTAAGAAGGATTCAGACAAGTGGTCTTGACGTAGGTCTCTTCTTGAAGTACCGGCAGAACTGAGCAGCCTGAGGATATTTTCTCGCGTGTCGCTATCGCCCTAAATTCTTCAGATGGGTCGGGAAAATAAGCTTTCTCGGACAACGAATCATTCATCGGTTCAGTTGAAGTTTTAGAAAGATACTGCCCTTTTGGTACAGTAGTGGGAGGATGTGGATTCTT

144460311 - 144461333 DNA

ParvoEVE1G1 JXPW01295709.1 CACAGGTAGCAATACTTGGATCTCAGTACGTGAGAAGAACATTGAATAATAAATATGAATATGTATCATGGCAATCACCTTCTTCCGCCTCAGGTAATAAAATAATGGGTACTACTATAGCTACTCCTCAACAACCATACTTTGATATTTGGCCGTTTGTGTCAAAGAGAATTAACGCATCAATGAATGAAGGACTATTCACTTCGTACTCATATCGACCGAAACATGGAGTTGTATTCGCTCAACAATTGGGACATGCTGCGACACAATACTTAGAATTGAATAATTCACGAATGCCTATTTGGTCTGCCAATACTACTGGTAATACCGTC 732 - 1063 DNA

ParvoEVE2G2 VFFH01002420.1 ATAGCTTCTACTTGCCTATTCATCTCGAGACCTACTGCTCCGACAATCGAGTGAACATTTTCATTTTCTACGGCATCGGCTACAATATTAGAAACAGCATGAGCGTCACTTTTTTTTAACCATCTCATGCTCTCTAGCTATTTCATCGTCTAAATCTACAGGTGATTGATTATTTAATTCATTACCAGGCCCTAGATAATTATGTCCAGAAGCGCTAAAGTCAGAACTACCTACGCTGCC 17403 - 17642 DNA
ParvoEVE3G2 VFFH01002716.1 GTGGTATTTCTGACATCTTGTGGACTTTCAAGTCCACGAAATATTCTGGAATAGTCGATTCCTCCGACTTCCAAGATTTCAACTCTTCTCCCATTTTTAAAGTGATAGTTGACGAGTAGTTCAAAATCTTGGATTGTGAGCGCTTTGAGTGAAATAATTCTTCTAGTGCGCTTACTGAATTGGTATTTATTAAAACACCTGCAGCTGCCCCCAGAGTAGGTGCAGTCGTGGACGATGTGGAAGTGGTCATCGTGTCTAATGAA 27731 - 27993 DNA

ParvoEVE4G2 VFFH01002716.1 ATATAAGGTCGCATGGCATAAGAACTGGGTGGTTGATTCAAAGTGACTGCAGTTTGTGCAGTATTATCAGGACTAACTGTATCGCAATAATAAGTTTGGTTATTACTAGCTTGTCTAGAACTGGTACTAAACCACCTTGATGCTCCGTTACTGGTTCCAGCTGGTTGTGTGTTATTATAACAAGTAAGAATTGGATACTTGTAATCAGGACGACGTACATCAAAAGTATTTGGATTGATGTAGTCCGTTCCTTGTATAATTTCCATATCCAACTCAACTTGTACTAGCAAATCTACATGGCATTTTACTATCTCAAATGATCCTTGTGTACTTATTTCCGTAGTTAAAGGTTCAATAGCAATTATCAATGG
AGGTTGTGACGAATATGCATCCATCCCAAGCAGTGCATTATCGATCTCTAAATCAGAATACTGTGCAGATGGAGGATTAGTTATTGGGAATTTTCGAGTTACACTTGGTTCAATAGTTTCTGCTGTATTTGATTGACCACCAGTATTGTAAAGTCCAGGTAATGATCCTTTGTATGGGGTGACTGTACTACCAGTAGTATTGGCAGACCAAATAAGCATTCGTGAATTATTCAATTCTAAGTATTGTGTCGCAGCCTGTTCCAATTGTTGAGCGAATACAACTCCATGTTTCGGTCGATATGAGTACGAAGTGAATAGTCCTTCATTCATTAATGCGTTAAG

22618 - 23330 DNA

ParvoEVE5G3 LR899014.1 ATGCCCATGTATTGCACGACTGCAGATTCTCCGGAAGCTACTGTCGGTGCGCGTCACTTGCTGGAGTCGCTGTTAAGCGCCGATCAGGAAGAAGACGCTATTGCTCAGAACTATCAACCGAAGATATCGCCAATATCGCAGAATATCTC 3976151 - 3976299 DNA

ParvoEVE6G3 LR899010.1 GCAGCGAAGGTAGTTCTGACTTTAGTGCTTCTGGACATAATTATCTAGAGCCTGGTAATGAATTAAATAATCAATCACCTGTAGATTTAGACGATGAAATAGCTAGAGAGCATGAGATGGTTAAAAAAAGTGACGCTCATGCTGTTTCTGATTTTGTAGGCGATGCCGTAGAAAATGAAAATGTTCACTCGATTGTCGGAGCAGTAAGTCTCGAGACGAATAGGCAAGTAGAAGCTATA 21909312 - 21909550 DNA

ParvoEVE7G3 LR899010.1 ACGGTATTACCAGTAGTATTGGCAGACCAAATAGGCATTCGTGAATTATTCAATTCTAAGTATTGTGTCGCAGCATGTCCCAATTGTTGAGCGAATACAACTCCATGTTTCGGTCGATATGAGTACGAAGTGAATAGTCCTTCATTCATTGATGCGTTAATTCTCTTTGACACAAACGGCCAAATATCAAAGTATGGTTGTTGAGGAGTAGCTATAGTAGTACCCATTATTTTATTACCTGAGGCGGAAGAAGGTGATTGCCATGATACATATTCATATTTATTATTCAATGTTCTTCTCACGTACTGAGATCCAAGTATTGCTACCTGTGT 144484849 - 144485180 DNA

RhabdoEVE1G2 VFFH01000694.1 TAGCTCTAGAAGTCACCCGTGAAAAAATACATCTAATGAAGTTCGCCATATTTTTTGGCCTAGACCCTCTAGAAAAAGGAATGTACATTGTTTTGACCGAAGCTTTGATTGAGGAACATCGTCCTCCATTTTGGTCGGAAATCACCATGATGGATGATTTTTGACACTCTTTAAGAGGTTGTTCTCTAAC 2885224 - 2885413 DNA
TotiEVE1G1 JXPW01237450.1 AGTGGATCGGGGTAGGAACGGACAGCCGAAAAAATCACGGAGAATTGGAACGGACCGGGGCGGGGGACAAGATGATTGACGCAGCGATGAACCCCCAGCCTGCAACTCCTGGTTTGATCAATCCCTCAAAGGGGATCTACACATTCGGGTTCTTGTCAAATGCAACCTTACTGGCAGCGGCCGTGGACAGAGCGATCACAGGAGAAACTCATGATTATAGGGCGTTAGCCCTTAAGGTTGATCTGTACGACGAACTGAGAGAACGCCGCATCGTACAACCAACAGGCGTAGATTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN

NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTTATGCATGGGCCGGGACGGAACAAAATGAACCCATCACAATCCATTTGTGCCAGATGGGCGGCTGGCATTATGATGCTATCTTCGTAACAATGGATATGTTGGAGGTAGGGCTGAGGCGTGGCGGACTGTTGAAAGTCGGGAGTGGTAACGAGGAGGAATGGGCGTTGAATAGAACGGACGTCCGTATAATACCGCTGGGAGAAAACACCGACCCAGGCGGCAAGGGCAGAG
ATATGTGGATTCTGAGCCATCTAACATACCCGTTAACATGGATAGTAGATACTTACAGAGTATATAAAATAGGAGGTCTCCCTACTGGGGAAGAGGAAATGTTCATCCGAAATGCAGGTTTGGTGGACATTCATGACAAGGCTACAAAGATAATATTTTTGATCCCCAGCAAGTCGATGAGCAACGTCACCTTGGGGGGCAGAACTTTTCCCGTGGTTACCACCGACCATCGCGGTGAAGTACCGGCTAACACCGACGTTCCGGTATATAATATAGACGATGTTCTCTGCAATATCTTGGACGGGGTCCTAAGTTATACCCACCCTCTTCGTGAGTCATTCGAAGCTTACGTCTTGCCCTATTTCCCGA
GAAGTATCAATTGGCTTAAGATAAATTCTATAAGCGTTGCCCTGACGGTACGTTGGCACCAGAAGGTGGAAGGGGTAAAGGAAGCCGACGGCCCTATAACATACGTCGGAGCTCCCAAATATGTCTTAGAAAGTCTGGGATTACGGCCGCGCGACGGAATACGTGACACATCTTACCCAGAGTATGGCGGGAGATCGTCGGTCAACGGACTGGATCAGCGTTTCATATAACGTCCCAAGGCACGAGAAGCGTGTGCCGTTGTCATCGGTAACTGGGGTAACATGGCCAGTGTGGCTGTGGCTACCGGTTTTGCTACGTTTAACACTAGGAATGCTGAAGACAAGAAGCTAGCCAGGGCCCGTTGCT
ATAGTGGTGGTGTCGATCGATTAACTCGT

1885 - 3346 DNA

TotiEVE2G1 JXPW01318876.1 AGTGGATTGGAGTTGGAACTGACAGCAGGAAGAATCACGGATCGTTGGAAAGGACGGGAGCAGGGGACAAAATGATAGATGCTGCTGTAAACCCTCAGCCGGCGACCCCTGGTCTGATAAATCCCTCTAAAGGAATCTATACGTTTGGATACCTCTCAAATGCCACGCTATTGGCGGCAGCGGTTGATAGGGCTGGGGAAACCCATGATTATCGAGTTTTAGCTTTAAAAGTGGACCTCTATGATGAACTCCGGGAAAGAAGGATCGTACAACCGACTGGGGTGGACTATGCCTGGGCCGGTACCGGACAGAATGACGCTGTCATGGTTCATCTTTGCCACATGGGTGGATGGCATTATGAGGCT
ATTTTTGTTACGATGGATATGCTGGAGGTTGGGCTGCGGCGCGGGGGTTTGTTACGTGTAGAAAGTGGCGGAGAGGCAGACTGGGCCTTAAACGGGACAGACGTTCGAATAATACCTCTAGGGGAAAATACAGATCCCGGAGGTAAAGGCAGGGATATGTGGGTGCTTAGTCATTTAACATATCCTCTGACGTGGGTGATGGATGCGTGTACGGTGTACAAAGTGGGGGGCCCGGCTGAGGGGGAGGAAGAGATGTTCATCAGGACTGCGGGATTGGTAGACATCTACGATAAGGCGACAAAAATCATATTCCTGGTTCCTAGCAAGTCCGTAAGTACCGTCACTCTAGGGGATAGGATATTCCC
AGTAGTCACGACGGACCATAGGGGGGAAGTACCGGCGAATATAGATATACCAATCTACAACATGGATGAGGTTTTGTGTAATATGCTTGAAGGAGTCTTGAGCTACTCGCATCCCTTGCGAGAAGCATTCGAAGCTTACACACTACCTTACTGAGCATTGCCTTAACAGTTAGATGGCATCAGAAAGTCGAGGGGGTTAAGGAGGGTGATGGTCCTTTGACATATGTGGGAGCTCCTAAATATGTTTTGGAGGAACTGGGTCTCCAGCCTAGAGAGGGTATTCAGGACACTTCTTATCCGGAATATGGAGGGCGCTCGACCGTAAATGGTATGGATCAGAGATTCATTCAGCGTATGAAAGCCAGG
GAGTGTTGCGCAATGGTATTTGGGAATTGGGGAAATATGGCAAGCGTTGCGGTAGCAAGTGGTTTTGCTACATTCGATACTAGAAATGTTGAAGACTGAAAGGCAGCGAGGGCGCGCTGCTACAGCGGTGATGTGGATAGACTCACTAGGGGCGGGTTCCTTCGTAAAGGGTTTGAAATATTTAAGAGAGCAGCGGCGTACACAGAACGGATCGCCTTCCCCGCAGCAGTTCCTAATGCCATGAGGTACTGGGCATCTATTATTAGGGGTCACGAGGACGCAGGCTTTACCATGGAGTGGTTCGCACACATGTTCGTCACGATCCACGTGACGTGGGGTTGAAACATGAACGTGGCGAACCATATT
GGAGGGGTTGCCACGCTTACAGGGGTGAGGGGGCCATCTTCGTGGGGAAGCAGCATCTTAAACACCGACTGGTGCGAGTTCACCATGAGCGGGAGGACCAGCGAGGAGAAGGACATATATGTGTTAGACGATACGCAAGTTCGCTGGACTTACAATTCGTATTGTCAAATTGGTCAAGGGGAAGATGTTTGGCACTTAGAACAAGCGTTATGCCGACTAGACCTTACACAAGAGGACCCAAGCTGGGGATTCAAATATCAGACGCACCCC

130 - 1861 DNA

TotiEVE3G2 VFFH01002277.1 GAGAAAAAAGGATCGTCCAGCCTACGGGAGTAGACTATGCTTGGGCTGGCACAGAACAGAACGAACCTATCACAATCCACTTGTGCCAGATGGGCGGCTGGCATTACGATGCGATATTCGTTACGATGGATATGCTGGAGGTGGGGCTGAGGCGCGGCGGACTACTACGAGTTGGGAGCGGGAACGAAGAGGAGTGGGCTCTGAACGGAACAGATGTTCGAATAATACCCCTGGGGGAAAATACTGACCCAGGTGGTAAAGGTAGGGACATGTGGGTGTTGAGTCATTTGACATACCCATTGACCTGGGTGGTTGACACTTGTAGAGTGTATAAAGTAGGGGGTTCTGCTTCTGGGGACGAGGA
AATGTTTATCAGAACCGCGGGTCTGGTAGACATCCACGATAAAGCAACGAAGATAATCTTCTTAATTCCCAGTAAATCGGTGAGTAGTATCACCCTGGGAGATAGGACATTTCCGGTGGTCACTACAGATCACCGAGGCGAAGTACAGGCCAATATGGATATTCCGGTTTATAACATTGATGAAGTCCTCTGTAACATGTTGGACGGAGTATTGAGCTATACACATCCTCTGCGGGAATCATTCGACGCCTATACCTTGCCCTACTTTCCAAAGGGTATCAATTGGCTTGAAATCAACTCGTTGAGCATCGCCCTGACGGTACGATGGCATCAGAAAGTAGAAGGAGTTAAAGAGGGTGAGGGTCCA
ATAACGTACGTGGGGGCACCGAAATACGTTTTAGAGGGGTTGGGATTACGTCCGCGTGAAGGGATACGGGATACTTCCTATCCTGAGTACGGCGGGAGGTCGACAGTTAATGGTCTGGACCAGAGGTTCATCCAGCGCCCCAAGGCTCGAGAGGCTTGTGCTATTGTGCTGGGGAGTTGGGGCAATATGGCTAGTGTTGCGGTGGCCAGCGGGTTTGCCACATTCAATACCAGAAACGTTGAAGATAAAAAGGCTACCAGGGCCCGTTGTTTCAGTGGGGGAGTTGACCGGTTGACGCGGGGCGGGTTTCTGCGGAAGGGTTTTGAAATCTTTAAGAGGGCGGCCGCTTATACGGAGAGGATTGC
GTTCCCTGCAGCTGTGCCCAACGCAATGCGTTACTGGGCATCCATCATTAGAGGACACGAAGATGCACGATTTACGGTGGAATGGTTCGCACGGATGTTCATCACGCTTCATGTTACCTGGAACTGGAACGCAAACGTGGCGAACCATACAGGAGGGGTCGCAACGCTCACGGGAATTAGAGGGCCCTCATCATGGGGACGGAGTGTCCTAAACACCGAGTGGTGTGAGTTCACTATGAGCGGCCGGACCAGCGACGAAAAAGACGTGTATGTCCTTGATGATACACAGGCCAGGTGGACTTATAACTATTACTGTCAAGTCGGCCAAGGGGAAGACGTCTGGCACCTTGAACAAGCTTTGTCACG
ACTGGATCTAACTCGGGAAGACCCGGGTTGGGGTTTCAAATACCAGACGCACCCGAGGTACGAACCCCTTGAGGGTTATGTATTCATAGTGGATTATAGTAACGGAGGGGCGATGGCGCGTGAGCATGGATGGATGGAGGAGGGTAGCGCCAACCCGGAGCTGGATCAATGGGGGTGGGGGCTACAAGTACGGATTAAGGACTTCCGTGCTGAACAGCTAAAGACACTGGTGATCCCTGCCGGGAGGGCGGGTGTGCTCTGCGGTCGGCAGTATGGACCGCGGACGATCTTATACCGGGGAAGCAGGGATTTGGGAGTCACAGGTATCAGACAGCACTACCTCGACAGGCCTATGGGCTTAGAC
GCGAGCAAATTGGAAAGAAGGGCTTTAAAAGATGCGGCGGATGCGGTGGATGGGAAGACCGGCAGCCGCGAGAAAGAACTTGCCCAGGAAGAGAGTATCATTGCGTTGGAGAAGAAACTGGCGGAAATGAAGGCGACAAGGGCGCAGGAGGCAAGGGCTGGCGGCAACGAGGAGGAACCGAAAGCACCGCTGAACGAAGAAAAAGACAGAGGAGCAGAGAAAGGGGTGTCAAAAGCAGTGAGTACACCGTCAGGGGTGAAGGAGAGTGTTCCTGTACAGCCGGACTTACTACAGGAGCATGGTTCAAGGGCGGAGCAAAGTTCCTTGGAGCGTGCAGCGGAGAAAAGGGCCGATTAGA
CTGGGGTGAGAGCGCAGCCATTTGGCCGGAGAGAATATGGAGTCCGGCCTTATTTAAGATCAAGATGGCTGCTGGGGTAGAAAAGCTTAGGGAAAAATTTGGCGTTTCTCTAGATTGTGGTTGTGGATTGCCAGCGTGGGAGGGAGACTATGACAGATTTTCCCTTCAGAATGTAAAAATTTGGTTTAGATGCAAAGGGTGTAGCAGATGTGTGCTTAAGCATGGTATGTTGGAAGACAACGTACACTTGCTAATAAGAACGGCGTACCCAAGGAGAGGCGAAGCTATGCTGTCCAGATATCGCAGGTTGAGGCAGAATTACCCCCGAGCATGCAGGCATGGCATAATGGCCGTCCTCAAGCTAG
AGACTGGCTTTATGAAGATGGGAGCGACAAAAATAACACCATATTGGAGGGAATTCTGTTATTGGGAGACGAGTTTCGGATATACGCCCCCAAAAGACATAGAGGTGCTATGGCCTGAAGTGAAGAGCTGGCTATGTACAGATTTAAAGTTAGGGGGGCCTATGGGAGAAGGGGCGTACTTAAAGGCACTATATGAAGAAACAAAGGCTTTCATGAAGAGTGAGTGGGAACTACCTGCCCAGTTGCCATCAGTAGAAGAGTGGATTAGGGAGGGGAAATGGATGGAGGGCAAGGCAGGTACAGGCCAGAAGATCGAAATTCACATCGGGGGGAAACGGAAGCGAGTGGGGTCTAAACCAGT
GGAGGGAGTTGTCATGAACGATGAAGCCGTGAGGAATGAGCTATTCACCCCGGTAAGGGAAGTCATGAAGGTTATCCAAAAAAGTGAGACCTCAAAAATACGCGGAGTGGTAAAAACTGGCAATGCTGTCAACCGCAAAATGAACTATTTATCTGAATACCTGGAGGTAGGTTTACATGGGAGTAAACTAAGTACGCTGTTTGCAGGGGAGCGAGGTAATGAGGCGATTGACATGGACTTACTAACAGCGGTACGTCAGAAAGATCTTATAAAGGTACCGCTGGACCAGGGGGGGTTTGATCAACACCAAAGCAAGAAGTGGATAGCCGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAA
CCTCACCAGGGGGACAGATTTTGAGGGGGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGGGGGCGCAAGTGGAATGCGGGGACTGTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATT
CCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTTTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACAA

524489 - 528239 DNA

TotiEVE4G3 LR899009.1 GAGAAAAAAGGATCGTCCAGCCTACGGGAGTAGACTATGCTTGGGCTGGCACAGAACAGAACGAACCTATCACAATCCACTTGTGCCAGATGGGCGGCTGGCATTACGATGCGATATTCGTTACGATGGATATGCTGGAGGTGGGGCTGAGGCGCGGCGGACTACTACGAGTTGGGAGCGGGAACGAAGAGGAGTGGGCTCTGAACGGAACAGATGTTCGAATAATACCCCTGGGGGAAAATACTGACCCAGGTGGTAAAGGTAGGGACATGTGGGTGTTGAGTCATTTGACATACCCATTGACCTGGGTGGTTGACACTTGTAGAGTGTATAAAGTAGGGGGTTCTGCTTCTGGGGACGAGGA
AATGTTTATCAGAACCGCGGGTCTGGTAGACATCCACGATAAAGCAACGAAGATAATCTTCTTAATTCCCAGTAAATCGGTGAGTAGTATCACCCTGGGAGATAGGACATTTCCGGTGGTCACTACAGATCACCGAGGCGAAGTACAGGCCAATATGGATATTCCGGTTTATAACAGTGATGAAGTCCTCTGTAACATGTTGGACGGAGTATTGAGCTATACACATCCTCTGCGGGAATCATTCGACGCCTATACCTTGCCCTACTTTCCAAAGGGTATCAATTGGCTTGAAATCAACTCGTTGAGCATCGCCCTGACGGTACGATGGCATCAGAAAGTAGGAGTTAAAGAGGGTGAGGGTCCAATA
ACGTACGTGGGGGCACCGAAATACGTTTTAGAGGGGTTGGGATTACGTCCGCGTGAAGGGATACGGGATACTTCCTGAGTAGGGCGGGAGGTCGACAGTTAATGGTCTGGACCAGAGGTTCATCCAGCGCCCCAAGGCTCGAGAGGCTTGTGCTATTGTGCTGGGGAGTTGGGGCAATATGGCTAGTGTTGCGGTGGCCAGCGGGTTTGCCACATTCAATACCAGAAACGTTGAAGATAAAAAGGCTACCAGGGCCCGTTGTTTCAGTGGGGGGGTTGACCGGTTGACGCGGGGCGGGTTTCTGCGGAAGGGTTTTGAAATCTTTAAGAGGGCGGCCGCTTATACGGAGAGGATTGCGTTCCCTG
CAGCTGTGCCCAACGCAATGCGTTACTGGGCATCCATCATTAGAGGACACGAAGATGCAGGATTTACGGTGGAATGGTTCGCACGGATGTTCATCACGCTTCATGTTACCTGGAACTGGAACGCGAACGTGGCGAACCATACAGGAGGGGTCGCAACGCTCACGGGAATTAGAGGGCCCTCATCATGGGGACGGAGTGTCCTAAACACCGAGTGGTGTGAGTTCACTATGAGCGGCCGGACCAGCGACGAAAAAGACGTGTATGTCCTTGATGATACACAGGCCAGGTGGACTTATAACTATTACTGTCAAGTCGGCCAAGGGGAAGACGTCTGGCACCTTGAACAAGCTTTGTCACGACTGGAT
CTAACTCGGGAAGACCCGGGTTGGGGTTTCGAATACCAGACGCACCCGAGGTACGAACCCCTTGAGGGTTATGTATTCATAGTGGATTATAGTAACGGAGGGGCGATGGCGCGTGAGCATGGATGGATGGAGGAGGGTAGCGCCAACCCGGAGCTGGATCAATGGGGGTGGGGGCTACAAGTACGGATTAAGGACTTCCGTGCTGAACAGCTAAAGACACTGGTGATCCCTGCCGGGACGGCGGGTGTGCTCTGCGGTCGGCAGTATGGACCGCGGACGATCTTATACCGGGGAAGCAGGGATTTGGGAGTCACAGGTATCAGACAGCACTACCTCGACAGGCCTATGGGCTTAGACGCGAGCA
AATTGGAAAGAAGGGCTTTAAAAGATGCGGCGGATGCGGTGGATGGGAAGACCGGCAGCCGCGAGAAAGAACTTGCCCAGGAAGAGAGTATCATTGCGTTGGAGAAGAAACTGGCGGAAATGAAGGCGACAAGGGCGCAGGAGGCAAGGGCTGGCGGCAACGAGGAGGAACCGAAAGCACCGCTGAACGAAGAAAAAGACAGAGGAGCAGAGAAAGGGGTGTCAAAAGCAGTGAGTACACCGTCAGGGGTGAAGGAGAGTGTTCCTGTACAGCCGGACTTACTACAGGAGCATGGTTCAAGGGCGGAGCAAAGTTCCTTGGAGCGTGCAGCGGAGAAAAGGGCCGATTAGACTGGGGT
GAGAGCGCAGCCATTTGGCCGGAGAGAATATGGAGTCCGGCCTTATTTAAGATCAAGATGGCTGCTGGGGTAGAAAAGCTTAGGGAAAAATTTGGCGTTTCTCTAGATTGTGGTTGTGGATTGCCAGCGTGGGAGGGAGACTATGACAGATTTTCCCTTCAGAATGTAAAAATTTGGTTTAGATGCAAAGGGTGTAGCAGATGTGTGCTTAAGCATGGTATGTTGGAAGACAACGTACACTTGCTAATAAGAACGGCGTACCCAAGGAGAGGCGAAGCTATGCTGTCCAGATATCGCAGGTTGAGGCAGAATTACCCCCGAGCATGCAGGCATGGCATAATGGCCGTCCTCAAGCTAGAGACTGG
CTTTATGAAGATGGGAGCGACAAAAATAACACCATATTGGAGGGAATTCTGTTATTGGGAGACGAGTTTCGGATATACGCCCCCAAAAGACATAGAGGTGCTATGGCCTGAAGTGAAGAGCTGGCTATGTACAGATTTAAAGTTAGGGGGGCCTATGGGAGAAGGGGCGTACTTAAAGGCACTATATGAAGAAACAAAGGCTTTCATGAAGAGTGAGTGGGAACTACCTGCCCAGTTGCCATCAGTAGAAGAGTGGATTAGGGAGGGGAAATGGATGGAGGGCAAGGCAGGTACAGGCCAGAAGATCGAAATTCACATCGGGGGGAAACGGAAGCGAGTGGGGTCTAAACCAGTGGAGGGA
GTTGTCATGAACGATGAAGCCGTGAGGAATGAGCTATTCACCCCGGTAAGGGAAGTCATGAAGGTTATCCAAAAAAGTGAGACCTCAAAAATACGCGGAGTGGTAAAAACTGGCAATGCTGTCAACCGCAAAATGAACTATTTATCTGAATACCTGGAGGTAGGTTTACATGGGAGTAAACTAAGTACGCTGTTTGCAGGGGAGCGAGGTAATGAGGCGATTGACATGGACTTGCTAACAGCGGTACGTCAGAAAGATCTTATAAAGGTACCGCTGGACTAGGGGGGGTTTGATCAACACCAAAGCAAGAAGTGGATAGCCGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCA
GGGGGACAGATTTTGAGGGGGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGAGGGCGCAAGTGGAATGCGGGGACTGTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGC
GGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTTTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACAA

97208286 - 97212028 DNA

TotiEVE5G1 JXPW01175605.1 TGTTCATGCTTATCTATTGGGCTAGCGAGTATCGGGTTTTTACACCGGATATTAACCATGCTTCGGGCCACATAACCAGTAACTCCTGTCGGCTCATAACTCCGCCGCAGGAATTCCCCTCGCCATGTAGAAATATAGGTCTTCATCTGATGCACCTCGTACCCGATTTTTTGGTACGTATCTATTGCGGTTTTTACGAATAGTTCAGAGTTCGTGGAAAATATAACATCATCCCCCTGAGCATAGAAATTACCTATGTAAACCTTCTTTCCTATCCTATCCATCGAAATCCTCGCAATCACCCGAAAAGAACACACATTCAAAATGATATCGAGGACGGCTGTCCACCGCCATCCCGACGGCAGGCCGTT
ATTCTACTCCCCCCGATAGTCCCCGCATTTCACTTGCGCCCACTTTACAAACAATGAATCCCATAGTGCAGCCCACACTCCCTCAAAATCTGTCCCCCTGGTGAGGTTCGAGATATACTCTCCTACAGCTAACATCACAGCAGCTATCGACTTCTTGCTTTGATGTTGATCAAACCCCCCCTGGTCCAGCGGTACCTTTATAAGATCTTTCTGACGTACCGCTGTTAGTAAGTCCATGTCAATCGCCTCATTACCTCGCTCCCCTGCAAACAGCGTACTTAGTTTACTCCCATGTAAACCTACCTCCAGGTATTCAGATAAATAGTTCATTTTGCGGTTGACAGCATTGCCAGTTTTTACCACTCCGCGTATTT
TTGAGGTCTCACTTTTTTGGATAACCTTCATGACTTCCCTTACCGGGGTGAATAGCTCATTCCTCACGGCTTCATCGCTCATGACAACTCCCTCCACTGGTTTAGACCCCACTCGCTTCCGTTTCCCCCCGATGTGAATTTCGATCTTCTGGCCTGTACCTGCCTTGCCCTCCATCCATTTCCCCTCCCTAATCCACTCTTCTACTGATGGCAACCGGGCAGGTAGTTCCCACTCACTCTTCATGAAAGCCTTTGTTTCTTCATATAGTGCCTTTAAGTACGCCCCTTCTCCCATCGGCCCCCCTAACTTTAAATCTGTACACAGCCAGCTCTTCACTTCAGACCATAGCACCTCTATGTCTTTTGGGGGCGTATAT
CCGAAACTCGTCTCCCAATAACAGAATTCCCTCCAATATCGTGTTATTTTTGTCGCTCCCATCTTCATAATGCCAGTCTCTAGCTTGAGGACGGCCATTATGCCATGCCTGCATGCTCGGGGGTAATTCTGCCTCAACCTGCGATATCTGGACAGCATAGCTTCGCCTCTCCTTGGGTACGCCGTTCTTATTAGCAAGTGTACGTTGTCTTC

2029 - 3362 DNA

TotiEVE5G1-(reversed) JXPW01175605.1 GAAGACAACGTACACTTGCTAATAAGAACGGCGTACCCAAGGAGAGGCGAAGCTATGCTGTCCAGATATCGCAGGTTGAGGCAGAATTACCCCCGAGCATGCAGGCATGGCATAATGGCCGTCCTCAAGCTAGAGACTGGCATTATGAAGATGGGAGCGACAAAAATAACACGATATTGGAGGGAATTCTGTTATTGGGAGACGAGTTTCGGATATACGCCCCCAAAAGACATAGAGGTGCTATGGTCTGAAGTGAAGAGCTGGCTGTGTACAGATTTAAAGTTAGGGGGGCCGATGGGAGAAGGGGCGTACTTAAAGGCACTATATGAAGAAACAAAGGCTTTCATGAAGAGTGAGTGGGAA
CTACCTGCCCGGTTGCCATCAGTAGAAGAGTGGATTAGGGAGGGGAAATGGATGGAGGGCAAGGCAGGTACAGGCCAGAAGATCGAAATTCACATCGGGGGGAAACGGAAGCGAGTGGGGTCTAAACCAGTGGAGGGAGTTGTCATGAGCGATGAAGCCGTGAGGAATGAGCTATTCACCCCGGTAAGGGAAGTCATGAAGGTTATCCAAAAAAGTGAGACCTCAAAAATACGCGGAGTGGTAAAAACTGGCAATGCTGTCAACCGCAAAATGAACTATTTATCTGAATACCTGGAGGTAGGTTTACATGGGAGTAAACTAAGTACGCTGTTTGCAGGGGAGCGAGGTAATGAGGCGATTGA
CATGGACTTACTAACAGCGGTACGTCAGAAAGATCTTATAAAGGTACCGCTGGACCAGGGGGGGTTTGATCAACATCAAAGCAAGAAGTCGATAGCTGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTGAGGGAGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGTGGGCGCAAGTGAAATGCGGGGACTATCGGGGGGAGTAGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAGCCGTCCTCGATATCATTTTGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTA
TGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTGTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACA

3362 - 2029 DNA

TotiEVE6G1 JXPW01052892.1 CTCTTGGGTCAGCTCTTTTTCGCGGCTGCTGGTCCCCCTGTCCTCCGCAGCCGCTGCATCTTTTAACGTTCTCTTCTCTAGTTTACTGGCGTCAAGACCCATGGGCCTGTCAAGGTAATGTTGCCGTATGCCAGTGACTCCAGAATCCCTACTGCCCCTATACAGTATGGTTCTGGGCCCGTACTGTCGGCTACATATCACTCCCGCTGTCCCTGCCGGAATGACTAATGTTTTAAGTTGTTCAGCTCTGAAATCTTTAATGCGCACTTGCAAACCCCATCCCCATCGATCAGGATCAGGATTGGCACTCCCCTCCTCCATCCACCCGTGACCGCGAGCCATTACCCCTCCATCACTGTAGTCAACGATAAACA
CGTATCCTTCTAGAGGTTCATACCTGGGGTGCGTTTGATATTTAAAACCCCAACTCGGGTCTTCCCGGGTGAGATCTAACCGTGAAAGCGCCTGCTCCAAATGCCAAACGTCCTCTCCCTGTCCAATCTGGCAATATGAGTTATATGTCCATCGTGCTTGGGTATCATCGAGTACATATATATCCTTCTCGTCACCCGTGCGACCACTCATGGTAAACTCACACCATTCAGTATTTAAAATACTTCGCCCCCATGAAGAAGGCCCTCGCGTACCTGTGAGCGTTGCGACTCCTCCGGTGTGGTTTATTACATTCATGTTCCAGTTCCAAGTGACGTGGACCGTGATGAACATATGGGCAAACCATTCGACA
GTAAATCCTGCGTCACCATGGCCCCGAATTATCGAGGCCCAATACCGCATAGCGTTGGGTACTGCGGCAGGGAACGCTATCCGCTCAGTGTATGCCGCCGCCCGTTTAAATATTTCGAAGCCTATCTACACCTCCGCTATAACACCGTGCTCTCGTGGCCTTCTTGTCCTCGACGTTCCTCGTATCAAACGTCGCAAACCCACTGGCTACCGCTATGCTTGCCATGCTCCCCCAGTTCCCTAGTACTACTGCACAGGATTCACGAGCTTTCATCCTTTGGATGAATCGCTGGTCTAGGCCATTCACAGTTGACCGCCCTCCATACTCGGGGTAGGACGTATCGCGTATGCCTTCCCGCGGTTGTAGCCCTAA
TACTTCCAGGACATACTTGGCGCCCCTACGTACGTCAAAGGCCCTTCACCTTCTTTAATACCCTCCACTTTTTGGTGCCATCTGACGGTTAGAGCTATACTCAATGAATTGATCTCTAACCAATTGATCCCTTTTGGGAAGTATGGCAAGGTATACGCGTCAAAGGCCTCCCTTAGGGGGTGTGAATAGCTTAAGATCCCATCAAGAATATTACATAGGACGTCGTCCATATTAAACACCGGAATGTCCATGTTCGCTGGTACCTCACCTCGGTGATCTGTTGTTACCACCGGGAATATCCTATTACCCAGGGTAACTGTGCTCACTGATTTGCTAGGGATCAAAAAGATAATCTTGGTGGCTTTGTCATG
TATATCCACTAGCCCTGCAGTTCTAATGAACATTTCCTCATCCCCCGTATCTGGGCCTCCTACCTTATACACAGTACATGCGTCTATGACCCATGTTAGAGGGTACGTTAGATGGCTAACTATCCACATATCCCTGCCTTTGCCCCCTGGATCCGTATTCTCAACTAACGGTATTATCCGGACATCTGTCCCATTTAGTGCCCATTCTTCCTCTCCACCACTCCCTACCCGCAGCAGCCCTCCTCTCCTTAATCCCACTTCCAACATATCCATTGTGATAAACACTGCGTCGTAATGCCACCCCCCTATCTGACATAGGTGTATCATGGTAGGATCATTTTGCTCAGTACCAGCCCAAGCGTAATCTACTCCAGT
TGGCTGAACTATCCTCCTTTCACGCAGTTCATCATACAGGTCAACTTTCAAGGCGAGAACCCTGTAGTCATGGGTCTCCCCTGTAATTGCTCTATCAACTGCCGCCGCTAACAGGGTAGGGTTCGAAAGATATCCAAAAGTATAAATCCCCTTCGAAGGATTTATTAAACCTGGGGTAGCTGGCTGAGGATTCACGGCAGCGTCTATCATCTTGTCCCCTGCTCCTGTTCTCTCTAAAGCCCCGTGATTTTTTCTNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNCCCCGTGATTTTTTCTACTATCTGTTCCGACTCCTATCCATTTCAGGTGTTTAGTAGCTCTCTTGAAATGGGCTATCCATCTCTCATCCTCTCCCCTTTCCTTCGATCTTCCTCCTCGACCTCCTTGGCCCACTTGCACCCCTACTGATGCTGTATCACACCCTCCCTCCCCTGCACCCTCCCCTGCAATCTGTGTAACGCGTTTTGCAGTCTTGCGTAATGCTGCCATCATCCTAGTGAACTTACTTCCTTTCTTTACTCTTCCACCTTTGATTTTTTGACCCTCTCTCGCCACTGCAGC
GACTCCTTGCAGGCCAATCTTTAACTCCCGAACCAGTGGTGGGTCGTCATCAGAGATTTTTAGAATTTCGTCTTCTGACCCCAGATATGATGTATCGGCTCNNNNNNNNNNNNNNNNNNNTCCCCTCATATGATGTTTCCACTTCTGTTTCTTCACCCGTTCCTTCATCTGTTTCATCCCCTCGCCGGGTATTCTCTCCATCTTTGGCCCTACCTTCCGGGGTGTTCTGACTTCCAACATGTTCCACAGTGTATCTTTGGTCAGTTGGCGTCTCTGTCCTCCCCTCAGTGCCGGAACTTCCNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTCAGTGCCGGAACTTCCGGAATCGAATTGCTCCTCCTCCACTAATTCTTCCTCCTCGATATCATCCCACCATTTAATCATGGATTGGTGAATAGTTCCTGCTATCACGGGCACCTGTGAGCCTCTTCCTGAATCCCTGCTGTAAAAAATGAATTGCAAGTTGCGCAATAATTTAGCAACATTAGATGAAGGCCTGTTAACAGACTCAACCTGTATAGTAGCAGCATCCCAAAACATTGACCTAC
AGAATTCAACAACATCAGTCCTATCCTGTTTCATACTATGGACGGTATCTAAGTTACCGTTTGTGGCGTGCATATCTTGATTGTGTGCTAATGCTGCTGCCTCTAACCAACCGTTGTTCATGGCTCCCATAGTCAGGCGCGTATGCAAGGCACTTGCTTCCATTTCACGCGGTTCATAACCTAAGAAAGTTACGTGTTTCCGACATTGCGTTCCCCTGATTTCATCATAGAGGCAGAAAGGACATACCCCTCTAGATCGGATACTGGCAGCTAT

5735 - 9302 DNA

TotiEVE6G1-(reversed) JXPW01052892.1 ATAGCTGCCAGTATCCGATCTAGAGGGGTATGTCCTTTCTGCCTCTATGATGAAATCAGGGGAACGCAATGTCGGAAACACGTAACTTTCTTAGGTTATGAACCGCGTGAAATGGAAGCAAGTGCCTTGCATACGCGCCTGACTATGGGAGCCATGAACAACGGTTGGTTAGAGGCAGCAGCATTAGCACACAATCAAGATATGCACGCCACAAACGGTAACTTAGATACCGTCCATAGTATGAAACAGGATAGGACTGATGTTGTTGAATTCTGTAGGTCAATGTTTTGGGATGCTGCTACTATACAGGTTGAGTCTGTTAACAGGCCTTCATCTAATGTTGCTAAATTATTGCGCAACTTGCAATT
CATTTTTTACAGCAGGGATTCAGGAAGAGGCTCACAGGTGCCCGTGATAGCAGGAACTATTCACCAATCCATGATTAAATGGTGGGATGATATCGAGGAGGAAGAATTAGTGGAGGAGGAGCAATTCGATTCCGGAAGTTCCGGCACTGANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGGAAGTTCCGGCACTGAGG
GGAGGACAGAGACGCCAACTGACCAAAGATACACTGTGGAACATGTTGGAAGTCAGAACACCCCGGAAGGTAGGGCCAAAGATGGAGAGAATACCCGGCGAGGGGATGAAACAGATGAAGGAACGGGTGAAGAAACAGAAGTGGAAACATCATATGAGGGGANNNNNNNNNNNNNNNNNNNGAGCCGATACATCATATCTGGGGTCAGAAGACGAAATTCTAAAAATCTCTGATGACGACCCACCACTGGTTCGGGAGTTAAAGATTGGCCTGCAAGGAGTCGCTGCAGTGGCGAGAGAGGGTCAAAAAATCAAAGGTGGAAGAGTAAAGAAAGGAAGTAAGTTCACTAGGATGATG
GCAGCATTACGCAAGACTGCAAAACGCGTTACACAGATTGCAGGGGAGGGTGCAGGGGAGGGAGGGTGTGATACAGCATCAGTAGGGGTGCAAGTGGGCCAAGGAGGTCGAGGAGGAAGATCGAAGGAAAGGGGAGAGGATGAGAGATGGATAGCCCATTTCAAGAGAGCTACTAAACACCTGAAATGGATAGGAGTCGGAACAGATAGTAGAAAAAATCACGGGGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAGAAAAAATCACGGGGCTTTAGAGAGAACAGGAGCAGGGGACAAGATGATAGACGCTGCCGTGAATCCTCAGCCAGCTACCCCAGGTTTAATAAATCCTTCGAAGGGGATTTATACTTTTGGATATCTTTCGAACCCTACCCTGTTAGCGGCGGCAGTTGATAGAGCAATTACAGGGGAGACCCATGACTACAGGGTTCTCGCCTTGAAAGTTGACCTGTATGATGAACTGCGTGAAAGGAGGATAGTTCAGCCAACTGGAGTAGATTACGCTTGGGCTGGTACTGAGCAAAATGATCCTACCATGATA
CACCTATGTCAGATAGGGGGGTGGCATTACGACGCAGTGTTTATCACAATGGATATGTTGGAAGTGGGATTAAGGAGAGGAGGGCTGCTGCGGGTAGGGAGTGGTGGAGAGGAAGAATGGGCACTAAATGGGACAGATGTCCGGATAATACCGTTAGTTGAGAATACGGATCCAGGGGGCAAAGGCAGGGATATGTGGATAGTTAGCCATCTAACGTACCCTCTAACATGGGTCATAGACGCATGTACTGTGTATAAGGTAGGAGGCCCAGATACGGGGGATGAGGAAATGTTCATTAGAACTGCAGGGCTAGTGGATATACATGACAAAGCCACCAAGATTATCTTTTTGATCCCTAGCAAAT
CAGTGAGCACAGTTACCCTGGGTAATAGGATATTCCCGGTGGTAACAACAGATCACCGAGGTGAGGTACCAGCGAACATGGACATTCCGGTGTTTAATATGGACGACGTCCTATGTAATATTCTTGATGGGATCTTAAGCTATTCACACCCCCTAAGGGAGGCCTTTGACGCGTATACCTTGCCATACTTCCCAAAAGGGATCAATTGGTTAGAGATCAATTCATTGAGTATAGCTCTAACCGTCAGATGGCACCAAAAAGTGGAGGGTATTAAAGAAGGTGAAGGGCCTTTGACGTACGTAGGGGCGCCAAGTATGTCCTGGAAGTATTAGGGCTACAACCGCGGGAAGGCATACGCGATACGTC
CTACCCCGAGTATGGAGGGCGGTCAACTGTGAATGGCCTAGACCAGCGATTCATCCAAAGGATGAAAGCTCGTGAATCCTGTGCAGTAGTACTAGGGAACTGGGGGAGCATGGCAAGCATAGCGGTAGCCAGTGGGTTTGCGACGTTTGATACGAGGAACGTCGAGGACAAGAAGGCCACGAGAGCACGGTGTTATAGCGGAGGTGTAGATAGGCTTCGAAATATTTAAACGGGCGGCGGCATACACTGAGCGGATAGCGTTCCCTGCCGCAGTACCCAACGCTATGCGGTATTGGGCCTCGATAATTCGGGGCCATGGTGACGCAGGATTTACTGTCGAATGGTTTGCCCATATGTTCATCACG
GTCCACGTCACTTGGAACTGGAACATGAATGTAATAAACCACACCGGAGGAGTCGCAACGCTCACAGGTACGCGAGGGCCTTCTTCATGGGGGCGAAGTATTTTAAATACTGAATGGTGTGAGTTTACCATGAGTGGTCGCACGGGTGACGAGAAGGATATATATGTACTCGATGATACCCAAGCACGATGGACATATAACTCATATTGCCAGATTGGACAGGGAGAGGACGTTTGGCATTTGGAGCAGGCGCTTTCACGGTTAGATCTCACCCGGGAAGACCCGAGTTGGGGTTTTAAATATCAAACGCACCCCAGGTATGAACCTCTAGAAGGATACGTGTTTATCGTTGACTACAGTGATGGA
GGGGTAATGGCTCGCGGTCACGGGTGGATGGAGGAGGGGAGTGCCAATCCTGATCCTGATCGATGGGGATGGGGTTTGCAAGTGCGCATTAAAGATTTCAGAGCTGAACAACTTAAAACATTAGTCATTCCGGCAGGGACAGCGGGAGTGATATGTAGCCGACAGTACGGGCCCAGAACCATACTGTATAGGGGCAGTAGGGATTCTGGAGTCACTGGCATACGGCAACATTACCTTGACAGGCCCATGGGTCTTGACGCCAGTAAACTAGAGAAGAGAACGTTAAAAGATGCAGCGGCTGCGGAGGACAGGGGGACCAGCAGCCGCGAAAAAGAGCTGACCCAAGAG

9302- 5735 DNA

TotiEVE7G1 JXPW01318472.1 TGGCTGCAAGCATCCGGTCTAAAGGTGTGTGCCCTTTCTGCCTATATGACGAGATCAGGGGGGCACAGTGTCGTAAACATGTGACTTTCCAGGGATATGAGCCGCGTGAGATGGAGGCGGGTGACTTGCACGTACGCCTGGCGACGGGAATGATGAACAACGGCTGGTTGGAGGCAGCAGCGTTATCGCACAACCGCGACATGCATGCCATGAATGGTAATCTGGATGCTGTTCATGGCACGAAGCAGGATAGGACCGACGTGGTTGATTTCTGCAGATCGATGTTTTGGAACTCGGCTACCATTCAAGTAGAATTGGTCAATAGACCATCATCTAATGTCGCGAAGTTATTGCGCAATCTGCCGTA
TGTTTATTATTGTCGAGACTCGGGAAGGGGCTCTCAAGTACCTATAATAGCGGGAACAATACACCAGTCTATGATCAAATGGTGGGATGAGGTAGAGGATGAAGATCTAATAGAGGGTGAGCTGGTGGATTCGGGGAGTTCGGGGACTGAAGGTAGGGCGGAAACCCCAACCAGCCAAGATGCGGCAGGAGGGCAGGAAGGGATGCCGGGTACGACAGATCTGAGAAGGGGTGTTGTAGCGGAGGTGCAGGGAGGAGAGGGGGCTCACGAAGGGTCTGAGGAAGAGACCGAGATGGACACATCTCATGACGGGAACCCTGATCAGAGGGGTGATGATGACGTAAGTGGAACGTCATATCTC
GGATCTGATGATGAAGCCTTGGTGGTGGCTGACGGAGATCCGCCAATAGTAAGAGAACTAAAGCTTGGTCTGATGGGAGTCGTTGCCGTAGCCAGGGAGGGGCAGAAGGTCAAAGGAGGCAGGGTTAAGAAAGGGAGTAAATTTGTCAGAATGATGACGGCTTTGCGGAGGACTGCCAAGCGGGTCGCGAAATTGGCTGCGGAGAGCACAGATGAAGGCGTATGCGACGTGGCATCTAAAGGGGTGCAGGTGGGTTTCGAAGGTAAGGAAAAAAGAACTTCAGCTCAAAGGGGGGTTGAGAGATGGTTAGTCCATTTTAGAAAGGCTACTAAGCATTTAAAATGGATAGGGGTCGGTACCGA
CAGCCGAAAGAACCATGGAGAGCTGGAGAGGACAGGGGCGGGGGATAAAATGATAGATGCGGCTACAAATCCCCAGTCGGCAACGCCAGGCCTAATAAACCCCTCTAAGGGGATCTATACGTTCGGTTTTTTGTCAAACGCAACATTATTGGCAGCTGCGGTGGACCGAGCTATTACGGGGGAAACCCACGATTACCGGGTGCTTGCCTTAAAGGTGGATTTATATGATGAACTACGAGAAAAAAGGATCGTCCAGCCTACGGGAGTAGACTATGCTTGGGCTGGCACAGAACAGAACGAACCTATCACAATCCACTTGTGCCAGATGGGCGGCTGGCATTACGATGCGATATTCGTTACGATGG
ATATGCTGGAGGTGGGGCTGAGGCGCGGCGGACTACTACGAGTTGGGAGCGGGAACGAAGAGGAGTGG

69 - 1591 DNA



TotiEVE8G2 VFFH01001437.1 TAGCTGCCAGTATCCGATCTAGAGGGGTATGTCCTTTCTGCCTCTATGATGAAATCAGGGGAACGCAATGTCGGAAACACGTAACTTTCTTAGGTTATGAACCGCGTGAAATGGAAGCAAGTGCCTTGCATACGCGCCTGACTATGGGAGCCATGAACAACGGTTGGTTAGAGGCAGCAGCATTAGCACACAATCAAGATATGCACGCCACAAACGGTAACTTAGATACCGTCCATAGTATGAAACAGGATAGGACTGATGTTGTTGAATTCTGTAGGTCAATGTTTTGGGATGCTGCTACTATACAGGTTGAGTCTGTTAACAGGCCTTCATCTAATGTTGCTAAATTATTGCGCAACTTGCAATTC
ATTTTTTACAGCAGGGATTCAGGAAGAGGCTCACAGGTGCCCGTGATAGCAGGAACTATTCACCAATCCATGATTAAATGGTGGGATGATATCGAGGAGGAAGAATTAGTGGAGGAGGAGCAATTCGATTCCGGAAGTTCCGGCACTGAGGGGAGGACAGAGACGCCAACTGACCAAAGATACACTGTGGAACATGTTGGAAGTCAGAACACCCCGGAAGGTAGGGCCAAAGATGGAGAGAATACCCGGCGAGGGGATGAAACAGATGAAGGAACGGGTGAAGAAACAGAAGTGGAAACATCATATGAGGGGAACCCGAATAGGGGCAACGACATCCATCGAGCCGATACATCATATCTGG
GGTCAGAAGACGAAATTCTAAAAATCTCTGATGACGACCCACCACTGGTTCGGGAGTTAAAGATTGGCCTGCAAGGAGTCGCTGCAGTGGCGAGAGAGGGTCAAAAAATCAAAGGTGGAAGAGTAAAGAAAGGAAGTAAGTTCACTAGGATGATGGCAGCATTACGCAAGACTGCAAAACGCGTTACACAGATTGCAGGGGAGGGTGCAGGGGAGGGAGGGTGTGATACAGCATCAGTAGGGGTGCAAGTGGGCCAAGGAGGTCGAGGAGGAAGATCGAAGGAAAGGGGAGAGGATGAGAGATGGATAGCCCATTTCAAGAGAGCTACTAAACACCTGAAATGGATAGGAGTCGGAACA
GATAGTAGAAAAAATCACGGGGCTTTAGAGAGAACAGGAGCAGGGGACAAGATGATAGACGCTGCCGTGAATCCTCAGCCAGCTACCCCAGGTTTAATAAATCCTTCGAAGGGGATTTATACTTTTGGATATCTTTCGAACCCTACCCTGTTAGCGGCGGCAGTTGATAGAGCAATTACAGGGGAGACCCATGACTACAGGGTTCTCGCCTTGAAAGTTGACCTGTATGATGAACTGCGTGAAAGGAGGATAGTTCAGCCAACTGGAGTAGATTACGCTTGGGCTGGTACTGAGCAAAATGATCCTACCATGATACACCTATGTCAGATAGGGGGGTGGCATTACGACGCAGTGTTTATCACAATG
GATATGTTGGAAGTGGGATTAAGGAGAGGAGGGCTGCTGCGGGTAGGGAGTGGTGGAGAGGAAGAATGGGCACTAAATGGGACAGATGTCCGGATAATACCGTTAGTTGAGAATACGGATCCAGGGGGCAAAGGCAGGGATATGTGGATAGTTAGCCATCTAACGTACCCTCTAACATGGGTCATAGACGCATGTACTGTGTATAAGGTAGGAGGCCCAGATACGGGGGATGAGGAAATGTTCATTAGAACTGCAGGGCTAGTGGATATACATGACAAAGCCACCAAGATTATCTTTTTGATCCCTAGCAAATCAGTGAGCACAGTTACCCTGGGTAATAGGATATTCCCGGTGGTAACAACA
GATCACCGAGGTGAGGTACCAGCGAACATGGACATTCCGGTGTTTAATATGGACGACGTCCTATGTAATATTCTTGATGGGATCTTAAGCTATTCACACCCCCTAAGGGAGGCCTTTGACGCGTATACCTTGCCATACTTCCCAAAAGGGATCAATTGGTTAGAGATCAATTCATTGAGTATAGCTCTAACCGTCAGATGGCACCAAAAAGTGGAGGGTATTAAAGAAGGTGAAGGGCCTTTGACGTACGTAGGGGCGCCAAGTATGTCCTGGAAGTATTAGGGCTACAACCGCGGGAAGGCATACGCGATACGTCCTACCCCGAGTATGGAGGGCGGTCAACTGTGAATGGCCTAGACCAGCGAT
TCATCCAAAGGATGAAAGCTCGTGAATCCTGTGCAGTAGTACTAGGGAACTGGGGGAGCATGGCAAGCATAGCGGTAGCCAGTGGGTTTGCGACGTTTGATACGAGGAACGTCGAGGACAAGAAGGCCACGAGAGCACGGTGTTATAGCGGAGGTGTAGATAGGCTTCGAAATATTTAAACGGGCGGCGGCATACACTGAGCGGATAGCGTTCCCTGCCGCAGTACCCAACGCTATGCGGTATTGGGCCTCGATAATTCGGGGCCATGGTGACGCAGGATTTACTGTCGAATGGTTTGCCCATATGTTCATCACGGTCCACGTCACTTGGAACTGGAACATGAATGTAATAAACCACACCGGAGG
AGTCGCAACGCTCACAGGTACGCGAGGGCCTTCTTCATGGGGGCGAAGTATTTTAAATACTGAATGGTGTGAGTTTACCATGAGTGGTCGCACGGGTGACGAGAAGGATATATATGTACTCGATGATACCCAAGCACGATGGACATATAACTCATATTGCCAGATTGGACAGGGAGAGGACGTTTGGCATTTGGAGCAGGCGCTTTCACGGTTAGATCTCACCCGGGAAGACCCGAGTTGGGGTTTTAAATATCAAACGCACCCCAGGTATGAACCTCTAGAAGGATACGTGTTTATCGTTGACTACAGTGATGGAGGGGTAATGGCTCGCGGTCACGGGTGGATGGAGGAGGGGAGTGCCAATC
CTGATCCTGATCGATGGGGATGGGGTTTGCAAGTGCGCATTAAAGATTTCAGAGCTGAACAACTTAAAACATTAGTCATTCCGGCAGGGACAGCGGGAGTGATATGTAGCCGACAGTACGGGCCCAGAACCATACTGTATAGGGGCAGTAGGGATTCTGGAGTCACTGGCATACGGCAACATTACCTTGACAGGCCCATGGGTCTTGACGCCAGTAAACTAGAGAAGAGAACGTTAAAAGATGCAGCGGCTGCGGAGGACAGGGGGACCAGCAGCCGCGAAAAAGAGCTGACCCAAGAGGAAAAGATTATCACTCTGGAGAAGAAGCTAGCAGAGATGAAGGCGGCACGAGACAGGGAGCAG
CGAGCCGGAGAAAACGAGGAGGAAACAAGGGCGCCACTGGAAGAGGAGAAAGACAGGGGGGCAGAGAAGAAAGTATCACTGCCGGTCGAA

1443067 - 1446431 DNA

TotiEVE9G3 LR899013.1 TAGCTGCCAGTATCCGATCTAGAGGGGTATGTCCTTTCTGCCTCTATGATGAAATCAGGGGAACGCAATGTCGGAAACACGTAACTTTCTTAGGTTATGAACCGCGTGAAATGGAAGCAAGTGCCTTGCATACGCGCCTGACTATGGGAGCCATGAACAACGGTTGGTTAGAGGCAGCAGCATTAGCACACAATCAAGATATGCACGCCACAAACGGTAACTTAGATACCGTCCATAGTATGAAACAGGATAGGACTGATGTTGTTGAATTCTGTAGGTCAATGTTTTGGGATGCTGCTACTATACAGGTTGAGTCTGTTAACAGGCCTTCATCTAATGTTGCTAAATTATTGCGCAACTTGCAATTC
ATTTTTTACAGCAGGGATTCAGGAAGAGGCTCACAGGTGCCCGTGATAGCAGGAACTATTCACCAATCCATGATTAAATGGTGGGATGATATCGAGGAGGAAGAATTAGTGGAGGAGGAGCAATTCGATTCCGGAAGTTCCGGCACTGAGGGGAGGACAGAGACGCCAACTGACCAAAGATACACTGTGGAACATGTTGGAAGTCAGAACACCCCGGAAGGTAGGGCCAAAGATGGAGAGAATACCCGGCGAGGGGATGAAACAGATGAAGGAACGGGTGAAGAAACAGAAGTGGAAACATCATATGAGGGGAACCCGAATAGGGGCAACGACATCCATCGAGCCGATACATCATATCTGG
GGTCAGAAGACGAAATTCTAAAAATCTCTGATGACGACCCACCACTGGTTCGGGAGTTAAAGATTGGCCTGCAAGGAGTCGCTGCAGTGGCGAGAGAGGGTCAAAAAATCAAAGGTGGAAGAGTAAAGAAAGGAAGTAAGTTCACTAGGATGATGGCAGCATTACGCAAGACTGCAAAACGCGTTACACAGATTGCAGGGGAGGGTGCAGGGGAGGGAGGGTGTGATACAGCATCAGTAGGGGTGCAAGTGGGCCAAGGAGGTCGAGGAGGAAGATCGAAGGAAAGGGGAGAGGATGAGAGATGGATAGCCCATTTCAAGAGAGCTACTAAACACCTGAAATGGATAGGAGTCGGAACA
GATAGTAGAAAAAATCACGGGGCTTTAGAGAGAACAGGAGCAGGGGACAAGATGATAGACGCTGCCGTGAATCCTCAGCCAGCTACCCCAGGTTTAATAAATCCTTCGAAGGGGATTTATACTTTTGGATATCTTTCGAACCCTACCCTGTTAGCGGCGGCAGTTGATAGAGCAATTACAGGGGAGACCCATGACTACAGGGTTCTCGCCTTGAAAGTTGACCTGTATGATGAACTGCGTGAAAGGAGGATAGTTCAGCCAACTGGAGTAGATTACGCTTGGGCTGGTACTGAGCAAAATGATCCTACCATGATACACCTATGTCAGATAGGGGGGTGGCATTACGACGCAGTGTTTATCACAATG
GATATGTTGGAAGTGGGATTAAGGAGAGGAGGGCTGCTGCGGGTAGGGAGTGGTGGAGAGGAAGAATGGGCACTAAATGGGACAGATGTCCGGATAATACCGTTAGTTGAGAATACGGATCCAGGGGGCAAAGGCAGGGATATGTGGATAGTTAGCCATCTAACGTACCCTCTAACATGGGTCATAGACGCATGTACTGTGTATAAGGTAGGAGGCCCAGATACGGGGGATGAGGAAATGTTCATTAGAACTGCAGGGCTAGTGGATATACATGACAAAGCCACCAAGATTATCTTTTTGATCCCTAGCAAATCAGTGAGCACAGTTACCCTGGGTAATAGGATATTCCCGGTGGTAACAACA
GATCACCGAGGTGAGGTACCAGCGAACATGGACATTCCGGTGTTTAATATGGACGACGTCCTATGTAATATTCTTGATGGGATCTTAAGCTATTCACACCCCCTAAGGGAGGCCTTTGACGCGTATACCTTGCCATACTTCCCAAAAGGGATCAATTGGTTAGAGATCAATTCATTGAGTATAGCTCTAACCGTCAGATGGCACCAAAAAGTGGAGGGTATTAAAGAAGGTGAAGGGCCTTTGACGTACGTAGGGGCGCCAAGTATGTCCTGGAAGTATTAGGGCTACAACCGCGGGAAGGCATACGCGATACGTCCTACCCCGAGTATGGAGGGCGGTCAACTGTGAATGGCCTAGACCAGCGAT
TCATCCAAAGGATGAAAGCTCGTGAATCCTGTGCAGTAGTACTAGGGAACTGGGGGAGCATGGCAAGCATAGCGGTAGCCAGTGGGTTTGCGACGTTTGATACGAGGAACGTCGAGGACAAGAAGGCCACGAGAGCACGGTGTTATAGCGGAGGTGTAGATAGGCTTCGAAATATTTAAACGGGCGGCGGCATACACTGAGCGGATAGCGTTCCCTGCCGCAGTACCCAACGCTATGCGGTATTGGGCCTCGATAATTCGGGGCCATGGTGACGCAGGATTTACTGTCGAATGGTTTGCCCATATGTTCATCACGGTCCACGTCACTTGGAACTGGAACATGAATGTAATAAACCACACCGGAGG
AGTCGCAACGCTCACAGGTACGCGAGGGCCTTCTTCATGGGGGCGAAGTATTTTAAATACTGAATGGTGTGAGTTTACCATGAGTGGTCGCACGGGTGACGAGAAGGATATATATGTACTCGATGATACCCAAGCACGATGGACATATAACTCATATTGCCAGATTGGACAGGGAGAGGACGTTTGGCATTTGGAGCAGGCGCTTTCACGGTTAGATCTCACCCGGGAAGACCCGAGTTGGGGTTTTAAATATCAAACGCACCCCAGGTATGAACCTCTAGAAGGATACGTGTTTATCGTTGACTACAGTGATGGAGGGGTAATGGCTCGCGGTCACGGGTGGATGGAGGAGGGGAGTGCCAATC
CTGATCCTGATCGATGGGGATGGGGTTTGCAAGTGCGCATTAAAGATTTCAGAGCTGAACAACTTAAAACATTAGTCATTCCGGCAGGGACAGCGGGAGTGATATGTAGCCGACAGTACGGGCCCAGAACCATACTGTATAGGGGCAGTAGGGATTCTGGAGTCACTGGCATACGGCAACATTACCTTGACAGGCCCATGGGTCTTGACGCCAGTAAACTAGAGAAGAGAACGTTAAAAGATGCAGCGGCTGCGGAGGACAGGGGGACCAGCAGCCGCGAAAAAGAGCTGACCCAAGAGGAAAAGATTATCACTCTGGAGAAGAAGCTAGCAGAGATGAAGGCGGCACGAGACAGGGAGCAG
CGAGCCGGAGAAAACGAGGAGGAAACAAGGGCGCCACTGGAAGAGGAGAAAGACAGGGGGGCAGAGAAGAAAGTATCACTGCCGGTCGAA

31694664 - 31698028 DNA

TotiEVE10G2 VFFH01001390.1 AGTGGATCGGGGTAGGAACGGACAGCCGAAAAAATCACGGAGAATTGGAACGGACCGGGGCGGGGGACAAGATGATTGACGCAGCGATGAACCCCCAGCCTGCAACTCCTGGTTTGATCAATCCCTCAAAGGGGATCTACACATTCGGGTTCTTGTCAAATGCAACCTTACTGGCAGCGGCCGTGGACAGAGCGATCACAGGAGAAACTCATGATTATAGGGCGTTAGCCCTTAAGGTTGATCTGTACGACGAACTGAGAGAACGCCGCATCGTACAACCAACAGGCGTAGATTATGCATGGGCCGGGACGGAACAAAATGAACCCATCACAATCCATTTGTGCCAGATGGGCGGCTGGCATTA
TGATGCTATCTTCGTAACAATGGATATGTTGGAGGTAGGGCTGAGGCGTGGCGGACTGTTGAAAGTCGGGAGTGGTAACGAGGAGGAATGGGCGTTGAATAGAACGGACGTCCGTATAATACCGCTGGGAGAAAACACCGACCCAGGCGGCAAGGGCAGAGATATGTGGATTCTGAGCCATCTAACATACCCGTTAACATGGATAGTAGATACTTACAGAGTATATAAAATAGGAGGTCTCCCTACTGGGGAAGAGGAAATGTTCATCCGAAATGCAGGTTTGGTGGACATTCATGACAAGGCTACAAAGATAATATTTTTGATCCCCAGCAAGTCGATGAGCAACGTCACCTTGGGGGGCAGA
ACTTTTCCCGTGGTTACCACCGACCATCGCGGTGAAGTACCGGCTAACACCGACGTTCCGGTATATAATATAGACGATGTTCTCTGCAATATCTTGGACGGGGTCCTAAGTTATACCCACCCTCTTCGTGAGTCATTCGAAGCTTACGTCTTGCCCTATTTCCCGAGAAGTATCAATTGGCTTAAGATAAATTCTATAAGCGTTGCCCTGACGGTACGTTGGCACCAGAAGGTGGAAGGGGTAAAGGAAGCCGACGGCCCTATAACATACGTCGGAGCTCCCAAATATGTCTTAGAAAGTCTGGGATTACGGCCGCGCGACGGAATACGTGACACATCTTACCCAGAGTATGGCGGGAGATCGTCGGT
CAACGGACTGGATCAGCGTTTCATATAACGTCCCAAGGCACGAGAAGCGTGTGCCGTTGTCATCGGTAACTGGGGTAACATGGCCAGTGTGGCTGTGGCTACCGGTTTTGCTACGTTTAACACTAGGAATGCTGAAGACAAGAAGCTAGCCAGGGCCCGTTGCTATAGTGGTGGTGTCGATCGATTAACTCGT

32171 - 33459 DNA

TotiEVE11G2 VFFH01001777.1 GGGTCAGGGTTCGCACTCCCTTCTTCCATCCACCCATGGCCACGGGCCATCACTCCTCCGTCGCTATAATCGACAATGAACACATATCCTTCTAAAGGCTCGTACCTAGGATGTGTTTGGTACTTAAACCCCCAACTTGGATCTTTTCGGGTAAGGTCCAACCTTGAAAGTGCCTGTTCGAGATGCCACACATCCTCACCCTGCCCGATCTGGCAGTATGAATTGTACGTCCATCTCGCCTGAGTGTCGTCCAGTACGTATACATCTTTCTCATCACTGGTGCGTCCGCTCATTGTGAATTCGCACCATTCTGTATTCAGGATACTCCTTCCCCATGAAGAAGGTCCTCGCGTGCCGGTAAGAGTAGCGACTC
CCCCTGTATGGCTCATCACATTCATGTTCCAATTCCACGTAACATGGACTCTAATAAACATATGAGCGAACCACTCAGCTGTGAAACCCGCATCCCCATGGCCCCTAATTATTGAGGCCCAATATCGCATAGCGTTAGGTACTGCAGCAGGAAACGCTATTCGTTCGGTATATGCTGCTGCTCGTTTGAATATCTCGAACCCTTTCCTTAGGAAGCCACCTCTCGTAATCCTGTCCACTCCCCCGCTGTAACATCGCGCTTTGGTAGCTTTTTTATCCTCCACATTCCTTGTGTCGAACGTTGCGAATCCACTAGCCACTGCTATACTCGCCATGTTACCCCAGTTTCCCAACACTATCGCACACGATTCTCG
GGCCTTCATCCTTTGAATAAAGCGCTGGTCCAGGCCGTTCACTGTTGATCGTCCTCCGTATTCGGGGTATGATGTATTACGTATACCCTCTCGTGGCTGTAGCCCTAATTTTTCTAAAACATACTTTGGCGCACCCACATATGTTAAAGGCCCCTCGCCTTCCTTGATGCCCTCCACCTTCTGATACCACCTGACAGTCAAAGCCACACTTAACGAGTTAATCTCCAGCCAGTTAATTCCTTTCGGGAAATACGGTAGAGTGTACGCCTCAAACGCCTCCCTCAGAGGGTGTGAATAATTTAGAGCCCCGTCTAGAATGTTACATAAAGTGTCATCCATGTCGAAAACAGGTATGTCCATATTTGCTGGCAC
TTCTCCTCGGTGGTCTGTCGTCACTACCGGGAATATCCTGTTACCTAAGGTAACAGTGTTCACTGATTTACTAAAATTTATTATTATTATTTT

322470 - 323680 DNA

TotiEVE11G2-(reversed) VFFH01001777.1 AAAATAATAATAATAAATTTTAGTAAATCAGTGAACACTGTTACCTTAGGTAACAGGATATTCCCGGTAGTGACGACAGACCACCGAGGAGAAGTGCCAGCAAATATGGACATACCTGTTTTCGACATGGATGACACTTTATGTAACATTCTAGACGGGGCTCTAAATTATTCACACCCTCTGAGGGAGGCGTTTGAGGCGTACACTCTACCGTATTTCCCGAAAGGAATTAACTGGCTGGAGATTAACTCGTTAAGTGTGGCTTTGACTGTCAGGTGGTATCAGAAGGTGGAGGGCATCAAGGAAGGCGAGGGGCCTTTAACATATGTGGGTGCGCCAAAGTATGTTTTAGAAAAATTAGGGCTA
CAGCCACGAGAGGGTATACGTAATACATCATACCCCGAATACGGAGGACGATCAACAGTGAACGGCCTGGACCAGCGCTTTATTCAAAGGATGAAGGCCCGAGAATCGTGTGCGATAGTGTTGGGAAACTGGGGTAACATGGCGAGTATAGCAGTGGCTAGTGGATTCGCAACGTTCGACACAAGGAATGTGGAGGATAAAAAAGCTACCAAAGCGCGATGTTACAGCGGGGGAGTGGACAGGATTACGAGAGGTGGCTTCCTAAGGAAAGGGTTCGAGATATTCAAACGAGCAGCAGCATATACCGAACGAATAGCGTTTCCTGCTGCAGTACCTAACGCTATGCGATATTGGGCCTCAATA
ATTAGGGGCCATGGGGATGCGGGTTTCACAGCTGAGTGGTTCGCTCATATGTTTATTAGAGTCCATGTTACGTGGAATTGGAACATGAATGTGATGAGCCATACAGGGGGAGTCGCTACTCTTACCGGCACGCGAGGACCTTCTTCATGGGGAAGGAGTATCCTGAATACAGAATGGTGCGAATTCACAATGAGCGGACGCACCAGTGATGAGAAAGATGTATACGTACTGGACGACACTCAGGCGAGATGGACGTACAATTCATACTGCCAGATCGGGCAGGGTGAGGATGTGTGGCATCTCGAACAGGCACTTTCAAGGTTGGACCTTACCCGAAAAGATCCAAGTTGGGGGTTTAAGTACCA
AACACATCCTAGGTACGAGCCTTTAGAAGGATATGTGTTCATTGTCGATTATAGCGACGGAGGAGTGATGGCCCGTGGCCATGGGTGGATGGAAGAAGGGAGTGCGAACCCTGACCC

323680 - 322470 DNA

TotiEVE12G3 LR899014.1 AAATAATAATAATAAATTTTAGTAAATCAGTGAACACTGTTACCTTAGGTAACAGGATATTCCCGGTAGTGACGACAGACCACCGAGGAGAAGTGCCAGCAAATATGGACATACCTGTTTTCGACATGGATGACACTTTATGTAACATTCTAGACGGGGCTCTAAATTATTCACACCCTCTGAGGGAGGCGTTTGAGGCGTACACTCTACCGTATTTCCCGAAAGGAATTAACTGGCTGGAGATTAACTCGTTAAGTGTGGCTTTGACTGTCAGGTGGTATCAGAAGGTGGAGGGCATCAAGGAAGGCGAGGGGCCTTTAACATATGTGGGTGCGCCAAAGTATGTTTTAGAAAAATTAGGGCTAC
AGCCACGAGAGGGTATACGTAATACATCATACCCCGAATACGGAGGACGATCAACAGTGAACGGCCTGGACCAGCGCTTTATTCAAAGGATGAAGGCCCGAGAATCGTGTGCGATAGTGTTGGGAAACTGGGGTAACATGGCGAGTATAGCAGTGGCTAGTGGATTCGCAACGTTCGACACAAGGAATGTGGAGGATAAAAAAGCTACCAAAGCGCGATGTTACAGCGGGGGAGTGGACAGGATTACGAGAGGTGGCTTCCTAAGGAAAGGGTTCGAGATATTCAAACGAGCAGCAGCATATACCGAACGAATAGCGTTTCCTGCTGCAGTACCTAACGCTATGCGATATTGGGCCTCAATAA
TTAGGGGCCATGGGGATGCGGGTTTCACAGCTGAGTGGTTCGCTCATATGTTTATTAGAGTCCATGTTACGTGGAATTGGAACATGAATGTGATGAGCCATACAGGGGGAGTCGCTACTCTTACCGGCACGCGAGGACCTTCTTCATGGGGAAGGAGTATCCTGAATACAGAATGGTGCGAATTCACAATGAGCGGACGCACCAGTGATGAGAAAGATGTATACGTACTGGACGACACTCAGGCGAGATGGACGTACAATTCATACTGCCAGATCGGGCAGGGTGAGGATGTGTGGCATCTCGAACAGGCACTTTCAAGGTTGGACCTTACCCGAAAAGATCCAAGTTGGGGGTTTAAGTACCAA
ACACATCCTAGGTACGAGCCTTTAGAAGGATATGTGTTCATTGTCGATTATAGCGACGGAGGAGTGATGGCCCGTGGCCATGGGTGGATGGAAGAAGGGAGTGCG

10621516 - 10622714 DNA

TotiEVE13G1 JXPW01168285.1 GGATGTGTTTGGTACTTAAACCCCCAACTTGGATCTTTTCGGGTAAGGTCCAACCTTGAAAGTGCCTGTTCGAGATGCCACACATCCTCACCCTGCCCGATCTGGCAGTATGAATTGTACGTCCATCTCGCCTGAGTGTCGTCCAGTACGTATACATCTTTCTCATCACTGGTGCGTCCGCTCATTGTAAATTCGCACCATTCTGTATTCAGGATACTCCTTCCCCATGAAGAAGGTCCTCGCGTGCCGGTAAGAGTAGCGACTCCCCCTGTATGGCTCATCACATTCATGTTCCAATTCCATGTAACATGGACTCTAATAAACATATGAGCGAACCACTCAGCTGTGAAACCCGCATCCCCATGGCCCCTA
ATTATTGAGGCCCAATATCGCATAGCGTTAGGTACTGCAGCAGGAAACGCTATTCGTTCGGTATATGCTGCTGCTCGTTTGAATATCTCGAACCCTTTCCTTAGGAAGCCACCTCTCGTAATCCTGTCCACTCCCCCGCTGTAACNGAAACCCGCATCCCCATGGCCCCTAATTATTGAGGCCCAATATCGCATAGCGTTAGGTACTGCAGCAGGAAACGCTATTCGTTCGGTATATGCTGCTGCTCGTTTGAATATCTCGAACCCTTTCCTTAGGAAGCCACCTCTCGTAATCCTGTCCACTCCCCCGCTGTAACATCGCGCTTTGGTAGCTTTTTTATCCTCCACATTCCTTGTGTCGAACGTTGCGAATC
CACTAGCCACTGCTATACTCGCCATGTTACCCCAGTTTCCCAACACTATCGCACACGATTCTCGGGCCTTCATCCTTTGAATAAAGCGCTGGTCCAGGCCGTTCACTGTTGATCGTCCTCCGTATTCGGGGTATGATGTATTACGTATACCCTCTCGTGGCTGTAGCCCTAATTTTTCTAAAACATACTTTGGCGCACCCACATATGTTAAAGGCCCCTCGCCTTCCTTGATGCCCTCCACCTTCTGATACCACCTGACAGTCAAAGCCACACTTAACGAGTTAATCTCCAGCCAGTTAATTCCTTTCGGGAAATACGGTAGAGTGTACGCCTCAAACGCCTCCCTCAGAGGGTGTGAATAATTTAGAGCCCC
GTCTAGAATGTTACATAAAGTGTCATCCATGTCGAAAACAGGTATGTCCATATTTGCTGGCACTTCTCCTCGGTGGTCTGTCGTCACTACCGGGAATATCCTGTTACCTAAGGTAACAGTGTTCACTGATTTACT

326 - 1578 DNA

TotiEVE13G1-(reversed) JXPW01168285.1 AGTAAATCAGTGAACACTGTTACCTTAGGTAACAGGATATTCCCGGTAGTGACGACAGACCACCGAGGAGAAGTGCCAGCAAATATGGACATACCTGTTTTCGACATGGATGACACTTTATGTAACATTCTAGACGGGGCTCTAAATTATTCACACCCTCTGAGGGAGGCGTTTGAGGCGTACACTCTACCGTATTTCCCGAAAGGAATTAACTGGCTGGAGATTAACTCGTTAAGTGTGGCTTTGACTGTCAGGTGGTATCAGAAGGTGGAGGGCATCAAGGAAGGCGAGGGGCCTTTAACATATGTGGGTGCGCCAAAGTATGTTTTAGAAAAATTAGGGCTACAGCCACGAGAGGGTATACGT
AATACATCATACCCCGAATACGGAGGACGATCAACAGTGAACGGCCTGGACCAGCGCTTTATTCAAAGGATGAAGGCCCGAGAATCGTGTGCGATAGTGTTGGGAAACTGGGGTAACATGGCGAGTATAGCAGTGGCTAGTGGATTCGCAACGTTCGACACAAGGAATGTGGAGGATAAAAAAGCTACCAAAGCGCGATGTTACAGCGGGGGAGTGGACAGGATTACGAGAGGTGGCTTCCTAAGGAAAGGGTTCGAGATATTCAAACGAGCAGCAGCATATACCGAACGAATAGCGTTTCCTGCTGCAGTACCTAACGCTATGCGATATTGGGCCTCAATAATTAGGGGCCATGGGGATGCG
GGTTTCNGTTACAGCGGGGGAGTGGACAGGATTACGAGAGGTGGCTTCCTAAGGAAAGGGTTCGAGATATTCAAACGAGCAGCAGCATATACCGAACGAATAGCGTTTCCTGCTGCAGTACCTAACGCTATGCGATATTGGGCCTCAATAATTAGGGGCCATGGGGATGCGGGTTTCACAGCTGAGTGGTTCGCTCATATGTTTATTAGAGTCCATGTTACATGGAATTGGAACATGAATGTGATGAGCCATACAGGGGGAGTCGCTACTCTTACCGGCACGCGAGGACCTTCTTCATGGGGAAGGAGTATCCTGAATACAGAATGGTGCGAATTTACAATGAGCGGACGCACCAGTGATGAGAA
AGATGTATACGTACTGGACGACACTCAGGCGAGATGGACGTACAATTCATACTGCCAGATCGGGCAGGGTGAGGATGTGTGGCATCTCGAACAGGCACTTTCAAGGTTGGACCTTACCCGAAAAGATCCAAGTTGGGGGTTTAAGTACCAAACACATCC

1578 - 326 DNA

XinmoEVE1G3 LR899013.1 TATATAACAAGGACAAACCGAGAAGTGATGAAAAATTTGAACCGAGAAACCTTATTCAATACCTGAAAAGTGAGGAGGAGGATCTGTACGATAAGATAACTAACCAACAAAGAGGTCATTTCTTCACTCACCGTGACGACATTGTTTGCCTTTGTAGGAAGGAAAAGGAGGTGAATAAAGACGGGCGAGTGTTTTGTAAGCAAACCTACCAGATGAGACTCTTTCAAGTAGCCTTGGAGAAAGGAGTTAGTGACAATATTTTCCGATATATCAAAGAACAGACGATGAGTAACACTGAGTTAGAAGTCGCCAAGAGGATGGACAATGTCTCTTCGAGTATTGGAAAGAAAGGTGATTATAATAT
CAATCTAGACCTTTCTAAGTGGAATCAGTTTCAGAGACATGACCTCAATAAATACATATTCAGAGAATTCGACCTGCTTCATGGGTTAAACAATTGTTACGAGGACTCCCACCATTGGTTTAACAGGTGTACAGTGATATTAGGATCGCGACTGACACCACCTGAACCAGGAGAAGATGGAATGCCTCTTCCAGGGCCCTATTGTCATTACGACCAATTCGAAGGTTTTGAAGGGATGAGACAAAAATGCTGGACGACAACTACTATTATGATAATAAAGTTGGCTTTAAGTGAGCATAATCTTAAGGGTGACATAATGGGACAGGGTGATAATCAAGTTGTACACCTGACTTTGGACAAAGACCAG
GAATTTGATGTAACGAAAACTATTCGTGGATTCTTAAACACTTTAGATGTATTCTTCAATTCTGCCGGAGTAAAACTCAAACTATCCGAGACTTGGGCCTCGAAGTATTTATTCGAGTATTCAAAAATACGCTTCTACAAAGGAGTAAGGATTGATGATACCTTGAAGCGGTTAAACCATATGTTAACCGATATAAATGAAGGGTTCCCGTCTCTTAACTCTTATATGTCCACGATTTCAGCTTGTACAGAAAATATATCCCGCAACCATGAATCCCCCTTGTTAAGTTTCTTTTTCTATTCAGTAGAACTTGGTAATGTATTCTCCAGGAAGAACATGATCTCTGCTTTAAAAACAATCTCACTTTTACC
CCTTCTTAACATTCCTTCAATCTTTGGAGGACTCCCTATCTCAAATATGTACCAACACAGTCAGAGAGGCTGTGCAGACCCTTTGACTATATGGTTAAGAATCTGGAGGGTCATCAAGGAGACTGCACCAGTGACATTCAACGCGGTTCTTCATTTATTGCCTTGCACGCAAAAGGCTGAAGTTGATCCC

111581535 - 111582826 DNA

e

Site NCBI dataset accession Sequence Coordinates on chomosomal sequence Genetic sequence form

T1 - chromosome 1 NC-051849.1 GATGATACCATCAGATTCTACCATACCCTTCAAAAGGCTACAGTTTCCAATTCGTTTAGCTTTCGCCATGTCTATAAATAAATCTCAAGGTCAAACAATGTCCATTTGTGGTTTAGATTTGGAGAATCCATGTTTTTCTCATGGGCAACTATATGTTGCGTGTTCACGTGTTGGGAAACCGTCGAATCTATTTGTGTTAGCTAAAGACAGGTTAACCAAAAACATTGTGCACCGATTGGTGTTAAATTAAATTGAAATTGAAAGTATTTATAATTCAAAAAAATAGATATTAATGTTTAAAAGTTTAAGACTGTCTGCCTTGCCTACCTCATTCATGAGTTTAAGCGTCACATGTTATTTACTGTATTATAC
TGTAATATACTTATATTTGTTATAAAATTAAATGGAAATAATAAATCTGATAAATTTTTATTTTGTACCTATTGATTTCTGCTTAATATCAAGTGTAAGAACATTGTAATTAATTGTGTTCAACGTACTTCCCCTTCAAATCTCAATCCAGTGAATTTGTATACCAACATCAACATTTTCGTCTTTGTTCGTAAATAATTTCATTGTACTAAAGGGTTATAGTAGTAGAAAGTCAAATAAGGAGATCACCATATTTTTTTACAAATTCCATCTGTGTGAAAAAGCATAGTGGACTCCGTGACTGATGTTCTCTTATTGTTCCTCTTAGATTGTTTACTATAATGTAATATAACAAAAACTTTAGCCACAGCAA
CGCGTGGCCGGGTCAGCTAGTATATATATATATATATATATGTGTAGTTACTATTGTTCAATTGATACATAGCTTTTGATAATAAAAGTGCATTCAAGTAACAAAAGTGATATTTTAATAAGTCTCACGGATGAGACTATAAACCTATATTTTTTTGAATAGTGCAAACGCATTATTCGTAACTCGCTAAGAGCGATTTTCAGTAAAATAGGAAAACCCGAAAACCTTATTTCGGATAATGAAAGCGCAGTAAACACACAAAAAACTAAAGAATGGTTAGAGAAGGAAAACATAACGTGACACTTTTATAGCCCATACCCTAAAACCGGCAATTCTGACATAGAAATCGCACACAGATCCTTAAATG
AACACTTGAGAGTGTACCTACTCAGACAAAAGTCTGAAGACCGAGATCTTTTTGATTCTAACCCTGTAGAGGAATGTGTTAACTATTTAAATAACACATTCCACTCTATACATTGCCTTAAGCCAATAGACATTTTTTTAAAGAAACAAACGTACCTGATAGTCAAATTTATGAACACAAAAGGTAAAGAGTAAGGCTATGAAACAACGAAATAAGGACAGAAAACAAACAGCATATGACAGTAGATTCGTTAAGAACCATAAAGCAAAAAAACTAGATCCTAGATATATACAAGCGAATTCTGAAAAGATACACCCTCAGAGATATAAAAGACAAAAAACATATTGCCAGGAAAAAGACTCCA
ATTAAAAAAAAAAGAAAGGAAAATAAAAGCATTGATATCCGATTAGTAAACCAAAAAGTTAGAAAATAAGAACTTACGTATAAGAAATTATTATTATAGGAAAGACTCACGCCTATCTATTGATAATTCATAGAAATAAGGGCAATAAAAAAAATCTTGAGGACGAGCTTTACATTTAGAGGGGAGGAGTTACATCGGGGATGGAAGGAAATTCGAGTCTGCTCATTAGGATAGCAGAGCTCGAACAGGAGAAGGCCGACATAGCCCAACAACTGGAGTGCCAACTGGCACTCATCAAACAGCTGCAGCAGCAGATGGCCGACCTGCAAAGAACCAACATGGCCGGGAAACAGCAGGTTAAT
GAGAAAAAGCAGCACGAGCATCAAGAACAGCAGCAGGATCATCAGAATCAGCAGCAACTACTGAACCAGCAGCGGCAGCAGCAGCAGTAGCAACGCAAGCATCAAAGACAGCAGCATCCCAGCAGCAACGACAGCAGCAGCCAGAAGAAGATGACAGCATGTGCCTGGCAGTCATCATCCAGGAGGAGGAAGGAGACCCCTTCAATTTTGTCCAACGAAGGAAGAAGACAATTAGACCTAAGGTTAGTGCCCCACCAACTACCTCACTACCCCCAAGAAATTGAATTGAATTGAAATTCCCCCGATAACTGGGTACAAACTGAATGTACCGCAATTTTTAAAACTTATTAAAGAGAAAAGGTT
GAAAGCAACCCTGAAAAACACGAGGGCTGGCAGGACCCTTATCTTCACCGAAACGGTTGAAGATCACGACGCGATTTTCGCTCTCATAAGAGAGAAAGGGCTGCACGCCACCATCAGCACCCCACTGACCCTAAGGACGAAGTCCCTGATCATTCACGGTCTTCACAGGGAGACAGATCCAGCGGACATATTGCGGAGCTCAACGAGGAGTACCCGCAATTCAAACTGAAAAGCATGGCCAACTTAGTCACGTGAACAGACAAGCTTCTGCACAGCCAAAACCCGGCGCTCCCGATGAGGTCAGAATCGGGACTATTTATAGCTACTTTCGAGCTCTCCCAAGAGCTCAGTGAAGTATATAAAGTT
AAATATATACTTCATCAAAAGATTTCGCTTGAGAAAGTCAAGCCAATCCAAGAAGTGCGGTGCTACAACTGCCAGAATTTCGGGCACATCGCCATCAATTGCTCTATTGTGCACAGGTGCGTGAAGTGCGCAAAAAAAAACATGTCCGCGGGGAATGCCCCACACCATCGACGGAGACGCCGCATTGCTGCAATTGCGGCCAGACGGGACATCCTGCGAACTACCGCGGATGCCCGGCATATAAAGATATGGTTACCAGAAGGGAAGCAGGCAGGGCAAAAAAGAATGCCGAAATCGCAAAAACCAAGCAAACGGTGACACAGATGTCATAAAGCTTGTCCCGGCCAGGTGTATCGTACGCTCA
AGCAGCTAGGAATACTCTTCCTAGAGCTGCAGCACCTCAAGCTCCACAAGGCAACAAACTGGCCTTCAGGAACTTGGTCGAAAGTCTCGCTTCCACCCAGACGAATGAACAGTGGCAGATTGCCGCAATCCAACTGTTAATGAATATATCGAGTTAAACATAGTCACATTTAACTCCGCGTCCCTGGTCTCACACGCCCAACGTGCCACTGCTCAAGTGTTGGTTGACACTCTGAAAGCAGACATATTTTGCGTTTCAGAGACTCATCTAAGCCATAGACATAATGTCAATTTCACCGGATACAGCACTATTCGGCATAAAAGCAACACAGGCGCTGCCCTTCTAGTAAAAAAGACTACTACTTTGAG
GAAGTCGTCATCGATGAGTTGCTAGGCTGTTCCGCTGTAGCGGCAATAGTGAAAACTAACGATAATAGGCGGACTTTGGTAGTTTCCGTTTATATCAAACGCAATTCCCGAAGTGAGCAACTGAACCATGACTTAAAGGTCTTGGGCGATCTCCAGTTAAAATCAAAATATCTTATTTTCGGTGGCGACTTTAACTCACGGCACAAATCCTGGGGCGATAAGGCAGAAAATTTAAATGGGAAAACCCTGACGACTGGATCCACGACCCTTTCACGCAAGCCAACCTTTTGGTGGTCTCGCCGGATTCCCCAACAAGACCCGCTACTCAATCCATCATTGACTTTTTCCTGCTGTCTGATGAAACCAAGC
AAAGTTTTCAGGTAACTTTCTGCAAAACTTTGCCAGGCATGTCCGACCATTTTGTAGTTGAACTCAAAATGGCCTCAACTTCACAACTACAGAAGCGAGTTAAGGTAATCATCAGATCACTCGCCCACGCTGATTGGGACAAATTCAAGTCAGATTTAGCACCAATGCTGAACTTGAAAAAACACGCTGCAGATCGCAATCTGTCGGACAAAGAAATCGACGAAGCAATCATGCACATGAAGGTCAGACAGATTTGGCGCAGGAACCACAAGCGAAACTTCCATAAAAATGGAAATAAAGTCAATGTTGAATACAAAGCATTGCTTTCCCGGATTAATTGCCTGAGTACAATTATCCGGCAAATAG
TGGCGCAATTCCGCAATAAAGAATTAACCCGTAATCTCGCCGATATTAAGCCAGTGCCAGATATGTTTCAACATATAAATAGGCTAGCGGGAAAAAATAAGTCCCGTAATTTCGTTCTTACCAGGAACAAGGAACCAATCTGCAGAGAGGCCAGAAAGGCGCAAGTCCTTGCGGAATCATTTGAGTCACAGCTCAATACCCCTCCACCTCAAAGTAACCCGGCAATAGTGTCGATGGTTGAAACAACTATCGCCGACTTCGTCTCTAGGCATTCAAATAGGCTAGTGACATTCTCCTACCACCTGGAAAGTGGCTAATATAATTGCGATCCGGAAAAAAGGCGGCTCTAGTGAGCCTAAAAACTTTA
TATCCGTATCATTATTGTGTCAAACTAGGCAAACTCTTTGACCGAGCATGGACAATCGGGCTAATCCAATATTGCAATCTCAAAGAGATTATGCCCAACCATCAGTTCGGGTTCCGCATCAAACACGGAACTCAACATGCACTTAGCTACCTTCACGACACTGTCATAGCAAGACTTAACATCAATAATAAACCGACCGTAGCATGTGCATTAGACTTAGAAAAGGCCTTCGACCCCGTATGGGTAAACGGACTAATCTACAAACTAATAGATCTTGAGGTTCCAATTCCGATCATTAGAATTGCACTAAGATTTTTCAAAGATAGGTATTTCCTACGTCAGCTTGGGGAATGAATTTTCCGATCTTTT
GTCAGTAACATCGGGAGTACCGTAAGGATCCATTTCTGGACCCACCGTTTACAATATCTTCACGGCTGACGTCCCAACTCCCGAGACCGGCGCCGAACTTATTCAATATGCCGATGATACTCTCATCTTCGCATCAAGCCTCCTCCCCAACAGGGCAGCCAAAGCAGTCGAGAAATACTTGAAAGACCTCGACAAATATTAGATGACATGGGGCATTAAAGTTAATGAGGCCAAAACGCAATTCTGTACCTTTCGTAGGAAAGCTAGATACCTAGGTTCTAGAGGAATCCACAGAAAAGCTAAACGCTTAAAAATGAAGATCGGAAACACTATAGTGAGCAATTCCCAGATCATTAAGTATTTAAGA
TTTAAACATCACGAACTCCTTAAGTTCAAGCCACATCTTGAGCTCGCTATGGGTAAGGCACGCGGGGCACTCAGTAGGATCTGCTTTCTTCTTCGAAAGAAGGTAGGACTCAGCACGAAGACCAAACTGACTCTCTACAAGACCCTGATCAGACCCATTATCTGCTATGGAGCGCCCACGTGGATCACTTGCTCCACCCGAATCATGTCCAAATGTGAGGCTTTCGAACGCCGGATTTTAAAGTACTGCACTGGTCTTTCCTACAATTGGAAGACCAAGAAGTTTGGAAAAAACGCCGAAGTGTATCGACGCGCCAAAGTACAACCTCTTCAAGAATTCTTTCTAAACGTGGTGGAACGGTTCTTCGAA
AGGGCAGAGAATAACCCAATCCACTAATCCGGCAACTCTACCAACAGGGTACCACCTTCCCATTGGCCAACTTCCTAAGGCCCTGCCACATAGTGAGCGAATCTCTCAAACCCACCATCCTTTCCCTCTATGATTCCCCATGCCTGGTACGGCTGCACCGAGACTAAGCACAAACCATGTAATGTGCTATTGTAAATAGTAGGTTAAGTATTTATTGTTAGATTAAGTTTAGACTTAGTTTTAATTATTTTAAGTAAGTAAGTAATGCCTTCTGGCGCTTTTAGTGCAAGCGCAGTTTGAAATAATTCAGTACAGCTTAAAAATTGACAAGATCAATGTATTAAAAGTAATACAAGTAAAGTAATAATTA
CACAGAAGGCCGGGTAGACCAAACTATTGTTAGTTAAGCTAAATATTTAAGCTAGAATGAAATTAATAATGTATTAGAAAGTAAGACACTATTGAAAATAAAAAAACTTAAAACTTAAACATGCAAAGGGTGCACTCTTATTCAAGACATTAAAGTGTAGAGTTGTGTTTGAACTTATTTGTTTTGCATTCTATCAAAGGCGGATCACGGTCGGAAACTCGTGATCATAATTTCGATACCCCCAGCGTAAGCATTTCTCACTATCAATCTCGATAAGATAAAGCCCTGGCTGGATCGCGAAGTCTAGGAATGAGAGCTTGCGAATTTGTCTCGATGCGGAAACGTTGCTACTCCGCGACACAACAAA
TCTACCCATACTCATGATCGAAAAGGACTCGGAACTTCTCGTCCGTGAGTTTCACAAGTCTGTCTCTCTGTCAAAAAAAAAACGCCACAAAGCGGGGTAGTGTGGCCACACAAACAAAAATTCTTTTTCTGAAGCCGAGGTCGGAAATATCAAAATTAAATTTTCAAACTCCGAATGCGGGCCAGGAAAATTCATCAATGTATGTAACAAGAGTCATTGGAATATTTGACAGAAATTCCACAAATAGCAAACTTTTTCAAAATTCTTACAAGGCAATTTAAATCATTAGAAAGACCTGAAAGTGCTCCATAGGTTTTCAACTAAACCCATAAGCTAGAATTGGGAAAACTTGCTTTGTGAAATGTGC
ACAAAATGACAATTTAAGTAATAATAATAATAATAATATAATAATAATCGTTGGCGCAACAATCCATGTTGGATCAGGGCCTTGAAGTGTGTTAGAGCACTTCATTCAAGACCGTAACGGTACAGGCAATGTGGTCAGCATTGCGCTCGCCCGAGATTATTACCCTGATTTAACTCAGGTACTCATTCACAGCTGAGTCGACTGGTATCCGAGGTCAAATCACGATTTAAATTCCACTGCCACCAGTGAGATTTGAACCGCGACCTTCCGTACGACAGCCTTGCGCTCTAACCACTCAGCTATCCGGACTCACACTCCGGACTTTTGTAAAGTGATAATTTACAGCTGTATGGCTGCAAGCATCCGGTC
TAAAGGTGTGTGCCCTTTCTGCCTATATGACGAGATCAGGGGGCACAGTGTCGTAAACATGTGACTTTCCAGGGATATGAGCCGCGTGAGATGGAGGCGGGTGACTTGCACGTACGCCTGGCGACGGGAATGATGAACAACGGCTGGTTGGAGGCAGCAGCGTTATCGCACAACCGCGACATGCATGCCATGAATGGTAATCTGGATGCTGTTCATGGCACGAAGCAGGATAGGACCGACGTGGTTGATTTCTGCAGATCGATGTTTTGGAAATCGGCTACCATTCAAGTAGAATCGGTCAATAGACCATCATCTAATGTCGCGAAGTTATTGCGCAATCTGCCGTATGTTTATTACTGTCGAGACT
CGGGAAGGGGCTCTCAAGTACCTATAATAGCGGGAACAATACACCAGTCTATGATCAAATGGTGGGATGAGGTAGAGGATGAAGATCTGATAGAGGGTGAGCTGGTGGATTCGGGGAGTTCGGGGACTGAAGGTAGGGCGGAAACCCCAACCAGCCAAGATGCGGCAGGAGGGCAGGAAGGGATGCCGGGTACGGCAGATCTGAGAAGGGGTGTTGTAGCGGAGGTGCAGGGAGGAGAGGGGGCTCACGAAGGGTCTGGGGAAGAGACCGAGATGGACACATCTCATGACGGGAACCCTGATCAGAGGGGTGATGATGACGTAAGTGGAACGTCATATCTCGGATCTGATGATGAAGCCTT
GGTGGTGGCTGACGGAGATCCGCCAATAGTAAGAGAACTAAAGCTTGGTGTGATGGGAGTCGCTGCCGTAGCCAGGGAGGGGCAGAAGGTCAAAGGAGGCAGGGTTAAGAAAGGGAGTAAATTTGTCAGAATGATGACGGCTTTGCGGAGGACTGCCAAGCGGGTCGCGAAATTGGCTGCGGAGAGCACAGATGAAGGCGTATGCGACGTGGCATCTAAAGGGGTGCAGATGGGTTTCGAAGGTCAGGAAAAAAGAACTTCAGCTCAAAGGGGGGTTGAGAGATGGTTAGTCCATTTTAGAAAGGCTACTAAGCATTTAAAATGGATAGGGGTCGGTACCGACAGCCGAAAGAACCATGGA
GAGCTGGAGAGGACAGGGGCGGGGGATAAAATGATAGATGCGGCTACAAATCCCCAGCCGGCAACGCCAGGCCTAATAAACCCCTCTAAGGGGATCTATACGTTCGGTTTTTTGTCAAACGCAACATTATTGGCAGCTGCGGTGGACCGAGCTATTACGGGGCAAAACCCACGATTACCGGGTGCTTGCCTTAAAGGTGGATTTATATGATGAACTACGAGAAAAAAGGATCGTCCAGCCTACGGGAGTAGACTATGCTTGGGCTGGCACAGAACAGAACGAACCTATCACAATCCACTTGTGCCAGATGGGCGGCTGGCATTACGATGCGATATTCGTTACGATGGATATGCTGGAGGTGGGGC
TGAGGCGCGGCGGACTACTACGAGTTGGGAGCGGGAACGAAGAGGAGTGGGCTCTGAACGGAACAGATGTTCGAATAATACCCCTGGGGGAAAATACTGACCCAGGTGGTAAAGGTAGGGACATGTGGGTGTTGAGTCATTTGACATACCCATTGACCTGGGTGGTTGACACTTGTAGAGTGTATAAAGTAGGGGGTTCTGCTTCTGGGGACGAGGAAATGTTTATCAGAACCGCGGGTCTGGTAGACATCCACGATAAAGCAACGAAGATAATCTTCTTAATTCCCAGTAAATCGGTGAGTAGTATCACCCTGGGAGATAGGACATTTCCGGTGGTCACTACAGATCACCGAGGCGAAGTACA
GGCCAATATGGATATTCCGGTTTATAACAGTGATGAAGTCCTCTGTAACATGTTGGACGGAGTATTGAGCTATACACATCCTCTGCGGGAATCATTCGACGCCTATACCTTGCCCTACTTTCCAAAGGGTATCAATTGGCTTGAAATCAACTCGTTGAGCATCGCCCTGACGGTACGATGGCATCAGAAAGTAGGAGTTAAAGAGGGTGAGGGTCCAATAACGTACGTGGGGGCACCGAAATACGTTTTAGAGGGGTTGGGATTACGTCCGCGTGAAGGGATACGGGATACTTCCTGAGTAGGGCGGGAGGTCGACAGTTAATGGTCTGGACCAGAGGTTCATCCAGCGCCCCAAGGCTCGAGAGG
CTTGTGCTATTGTGCTGGGGAGTTGGGGCAATATGGCTAGTGTTGCGGTGGCCAGCGGGTTTGCCACATTCAATACCAGAAACGTTGAAGATAAAAAGGCTACCAGGGCCCGTTGTTTCAGTGGGGGGGTTGACCGGTTGACGCGGGGCGGGTTTCTGCGGAAGGGTTTTGAAATCTTTAAGAGGGCGGCCGCTTATACGGAGAGGATTGCGTTCCCTGCAGCTGTGCCCAACGCAATGCGTTACTGGGCATCCATCATTAGAGGACACGAAGATGCAGGATTTACGGTGGAATGGTTCGCACGGATGTTCATCACGCTTCATGTTACCTGGAACTGGAACGCGAACGTGGCGAACCATACAGGAG
GGGTCGCAACGCTCACGGGAATTAGAGGGCCCTCATCATGGGGACGGAGTGTCCTAAACACCGAGTGGTGTGAGTTCACTATGAGCGGCCGGACCAGCGACGAAAAAGACGTGTATGTCCTTGATGATACACAGGCCAGGTGGACTTATAACTATTACTGTCAAGTCGGCCAAGGGGAAGACGTCTGGCACCTTGAACAAGCTTTGTCACGACTGGATCTAACTCGGGAAGACCCGGGTTGGGGTTTCGAATACCAGACGCACCCGAGGTACGAACCCCTTGAGGGTTATGTATTCATAGTGGATTATAGTAACGGAGGGGCGATGGCGCGTGAGCATGGATGGATGGAGGAGGGTAGCGCCAA
CCCGGAGCTGGATCAATGGGGGTGGGGGCTACAAGTACGGATTAAGGACTTCCGTGCTGAACAGCTAAAGACACTGGTGATCCCTGCCGGGACGGCGGGTGTGCTCTGCGGTCGGCAGTATGGACCGCGGACGATCTTATACCGGGGAAGCAGGGATTTGGGAGTCACAGGTATCAGACAGCACTACCTCGACAGGCCTATGGGCTTAGACGCGAGCAAATTGGAAAGAAGGGCTTTAAAAGATGCGGCGGATGCGGTGGATGGGAAGACCGGCAGCCGCGAGAAAGAACTTGCCCAGGAAGAGAGTATCATTGCGTTGGAGAAGAAACTGGCGGAAATGAAGGCGACAAGGGCGCAGGAGG
CAAGGGCTGGCGGCAACGAGGAGGAACCGAAAGCACCGCTGAACGAAGAAAAAGACAGAGGAGCAGAGAAAGGGGTGTCAAAAGCAGTGAGTACACCGTCAGGGGTGAAGGAGAGTGTTCCTGTACAGCCGGACTTACTACAGGAGCATGGTTCAAGGGCGGAGCAAAGTTCCTTGGAGCGTGCAGCGGAGAAAAGGGCCGATTAGACTGGGGTGAGAGCGCAGCCATTTGGCCGGAGAGAATATGGAGTCCGGCCTTATTTAAGATCAAGATGGCTGCTGGGGTAGAAAAGCTTAGGGAAAAATTTGGCGTTTCTCTAGATTGTGGTTGTGGATTGCCAGCGTGGGAGGGAGACTATGAC
AGATTTTCCCTTCAGAATGTAAAAATTTGGTTTAGATGCAAAGGGTGTAGCAGATGTGTGCTTAAGCATGGTATGTTGGAAGACAACGTACACTTGCTAATAAGAACGGCGTACCCAAGGAGAGGCGAAGCTATGCTGTCCAGATATCGCAGGTTGAGGCAGAATTACCCCCGAGCATGCAGGCATGGCATAATGGCCGTCCTCAAGCTAGAGACTGGCTTTATGAAGATGGGAGCGACAAAAATAACACCATATTGGAGGGAATTCTGTTATTGGGAGACGAGTTTCGGATATACGCCCCCAAAAGACATAGAGGTGCTATGGCCTGAAGTGAAGAGCTGGCTATGTACAGATTTAAAGTTAGG
GGGGCCTATGGGAGAAGGGGCGTACTTAAAGGCACTATATGAAGAAACAAAGGCTTTCATGAAGAGTGAGTGGGAACTACCTGCCCAGTTGCCATCAGTAGAAGAGTGGATTAGGGAGGGGAAATGGATGGAGGGCAAGGCAGGTACAGGCCAGAAGATCGAAATTCACATCGGGGGGAAACGGAAGCGAGTGGGGTCTAAACCAGTGGAGGGAGTTGTCATGAACGATGAAGCCGTGAGGAATGAGCTATTCACCCCGGTAAGGGAAGTCATGAAGGTTATCCAAAAAAGTGAGACCTCAAAAATACGCGGAGTGGTAAAAACTGGCAATGCTGTCAACCGCAAAATGAACTATTTATCT
GAATACCTGGAGGTAGGTTTACATGGGAGTAAACTAAGTACGCTGTTTGCAGGGGAGCGAGGTAATGAGGCGATTGACATGGACTTGCTAACAGCGGTACGTCAGAAAGATCTTATAAAGGTACCGCTGGACTAGGGGGGGTTTGATCAACACCAAAGCAAGAAGTGGATAGCCGCTGTGATGTTAGCTGTAGGAGAGTATATCTCGAACCTCACCAGGGGGACAGATTTTGAGGGGGTGTGGGCTGCACTATGGGATTCATTGTTTGTAAAGAGGGCGCAAGTGGAATGCGGGGACTGTCGGGGGGAGTGGAATAACGGCCTGCCGTCGGGATGGCGGTGGACAACCGTCCTCGATACCATTT
TGAATGTGTGTTCTTTTCGGGTGATTGCGAGGATTTCGATGGATAGGATAGGAAAGAAGGTTTACATAGGTAATTTCTATGCTCAGGGGGATGATGTTATATTTTCCACGAACTCTGAACTATTCGTAAAAACCGCAATAGATACGTACCAAAAAATCGGGTACGAGGTGCATCAGATGAAGACCTATATTTCTACATGGCGAGGGGAATTCCTGCGGCGGAGTTATGAGCCGACAGGAGTTACTGGTTATGTGGCCCGAAGCATGGTTAATATCCGGTTTAAAAACCCGATACTCGCTAGCCCAATAGATAAGCATGAACAATTTAAGTGTATGAGATAAATCTAAAAAACAAAATGTCGCAACA
AGGAACAAAATTATTCGTATATATGATGTTTACGATAGGACATAACAGTCGACATGTACTGCGCAAGATTGTGTGTAAAAAGTTGGATCATGATATCATTTCAAAATCTAAAACAAATCTGTCTTTGAAAACAAGCTTTAAAGACCAGAGGCATGGATTCGTGGCAACAGCCCTAATACATGTTACAAATGTTAAGGGCGGAATTGTTGTTGCCAGGGCATGATAACTGATAACTGTTCATAAGGCATTTTTACTGCAAATTCACTTTGGAAGAAGTTACGTTTAGAAGCAAATCAAGGAGATAGTATTTGTTAAGACGTCATAAGTCATTTCTATTTATTGGTAAGCCGCGAGTACTAAACAATGTT
ATATATAATGATGAGACCAAGATGTGTGCCTGAGAACGGGAGCGCCTCGTTATCGATTTAGTTATCATCAACCAGCGTCACTGATCGCACGTATCTATGGTATATTTTATATTCTTAAATAAAGTATTATTATTTAATCATCGTGTATTTATGGAGTTGTCATTTAATTGCCGCAAATAAAGAAACATGGTAGCAGAGCGTAACATAAAAGATCAGTAGGCGTCACATTACAGATATGGTGCAGTCATTACATCAGTGGCGTGCTCGGTGTTCTCTCCCGATATAGCATAGGGTAAGGGTAAAAAAAGGTCGCCTTCTACCCTTAATAATTGAACTATGTCGGTGTATCATGCGTGGTAATGCAACAAA
TGCCTCGTACGTTTTCATCATTTTTATGACACAGTGTGGTTTGTGAATTCATCTCACAGGTCATTTAATTAAAGCAACATAAAATGAAGGCGTATCACCTTTTGTTTCTGTGGTATCGTTCATCAAAAACATTGACTATCATCATTTAAAAAGAAGTGCAATTTTATACAATACTGTATACATTACATAATACGTAGACGATAATCATTCAGTATAGTGTATTGATGCACTCTGGGATATTCTGTATGAAGGCGTGTGGTGCGCATACAAGAATACTACCTCGTACATATTCACAATACGAAGGCGTTTGGCGCGAGTTATGTCCCCATAACGACAACCAACATATATCATGTATATAATATCTTACATTT
ACTTACAATTCATTTTTTCGCCTTAGTAAACATAGAATTATTCTAAATTGCACTTTTTTCAAATTCGAAATAAAATACACTTTTCCGGCAAGTTCATTGTATCAGATATCTTTCTAGCACATACCGGATGTGCATTTTCGAAGTAAGCATCAAATAAGATGTATAAAAGTCATAATCATAAATTAACAGCAGAAGTTGTAATCGGGAATTTGGCAGAAACGCTGCCCAAATAAATTGTTAAAAAAATTTAAACATTTGTTTTTTTAAAAAAAGGTTAATGCATAACCCAACTAACGCGTGTGGCGCATGCATTCATATACCCACATGAACTTTGGACACTGACTTACGGAGACATACAGCTAAGATACA
AACTTGGAGTGAAATATAGTCTGTAATACGAAGGCGTGTGGCGCGCGGCTAAAGTCATAGATGAATAAACAAATAGTCTCATACACGTCCGAAGCTGAAAATAAACATTTTGAACCATCCTTTTAAATTTTTTGTTCGAATCATACAAAATAACATAATAGCAGTTCAGCTAAAATTAATAAGTGCATCGACACATTAGTCTACTTTCGCACAAGTCAATAGTAATTACGTCAACATAATAGCAGTTCAAAGAAAAAAATGCTGAACATGCGCTTGTGCCAGAAACGAATCAATAGGTCATGTAAACAAAAATGTGTAAATTGTAAATTGCTTAGTTATAAGATTTCTTTCATAAAAACGAAGTGAT
AGTAATAAACCGGGCGACTAGCCAAGGAAAAGTGAAACCAGTAGTTTCTTCTTGCTTCCTCCAGCGTACAATAATTTGAGGATTATTGCACCTATCCCGGCAGCCATCAACAGTTTAAGGATTGTTGACTAGATATCAATTTAAGGATTGATATCTGCCCCATTTGTACATGTTGTCCGTCGAGCCGGATCTGAACCAGCGACCTATGGATCTACAGTCAACAACAACAATTAATGGAATGCTAATGACATACTTAGTAATTTGGCACTCTTCACATCCTAATTCATTTCATATAAACAATTTGATTCAGAACAGAAGACGATGGATAGAAATGATTCAATGAAAATATGATGATAAGAAAGATTCAA
TGAAATAGAATGATGGAAAATGTAAACAGATTGGAAAGTACATATATAAGGGAATAAAGCTTCAGAGGAGCGGAGTTTCTATTCACATTCTGGTCCATGAACGCGTCGTCCGTTTACAATTCCTTTGTTATTGTACAGTTTATTTCCAAATTAATAAAAAGTATCTTGAAATTAGAAACCAGTTCTTTTAATCCAAAAGTTGGTGAAGATAAGTGAAGTTTTGGTTGAATTTAAACTGAAGAATTTTCAGTGATCGTAATTATAGACGTACCTACACATATTGAAAGCAGCCCACATTACAACTTCAATAATGCCAAGAACATGTCGTTACTGAAGTCATAGTGGTCATCTCACCATTTCGGCCGAAA
ATTAGTTCTCATATCCTAAACAAGTAAGTAATCTTAAACAAGTAAATTAACGCCGACTTGGTTTTCAATTTAACTACACAAACCGATGTGGCTTTCCAGTACTTATCACTTAACAATAACAATCTTGGTCTGCAGGCACTTATTAAAATCAAGAGATCTCATAATAATAACAGTTTTAGTCTTATAAAAGGTTTGTGGCGGTTAGATGACGCCACCGGCGCTCTCCACGCGTTTTAGAACTCGCCACAGGAATGGAGAGCCAGCGGTGAAAAAGTGTCGTTGGTTGGTGGCAAAGGGACCGCATGGAGAACAACCGGTCTCTTCTGCCTCTAACCTGGACCGCGAACAGTCTGTGCAGTCTGTGCAGTT
ACTGCCTCATAAATTGTGTGTTCCATTGGATAATAAACGTCCATATATAGCGGGTGTTCTTGTCAGCAGCGTGAGCAACCTTGTGCATAAACATTTTTAAGAGTTCACTTTTCCCAAGAGTTTGCCAGACCTTGCTGGAAATACGATATCTGAGCGCGATTGCTGCATAATTAGTGCAGCTTAGGAACAAAATAGCACAAATTTCTGCAGCCAACGATTGTTAGTTAGTAAGCTTGGGGTTCTGGAAATAAACCAATCTTTTTCACCCCCAACCAATCTTTTTCATCGAAAGTAGAAAGCCCGGACAACGTGAAATAATTAAAAGCGTATCGACACTTTATTCTTTTTACCTCTGCTCGGACTTGAAACT
TTACTTACTTCGCTAATAATATACATATGAACATCATTTTCAATCCTTCTTATTTTATGTAACATTTAAGTACGTGTATGACTATATTCATATATGGCGTGACGGTCAAAATTGTACGTTCCTTTTTATATTTCGTCAATAGTATATAAAGGATCCACATTAATTTGCTTTCATTTCGTTTATTGAGATAAGGGTCACATTCCATTTTGCTTTCGAATTTTAGCATATATTAATCTTGATTTATGTGTTAATGCGAAATTGGGAATGCATAGATAAAACCGACAGTGTCTTCCCGATACAATTAATAATCATTGTACAATGTGAGTACTTGTAGTAGATAAGGAGTTTTCTTATTAAGTCATTTATCAAGATAA
TTATCTTTTATCGTTCTAAGTTATTTTTTCATAAAGATTATGGCTCCAACCATTGAAGGTGAGCTTCGCGCTCAAATGAAATCATTAAATAATATAAAAAATTTAGTAAATGCGATATATAAAGATGCTTCAGACAAACGGGATAAAATTCATTTTGAAACGCAGATTAAATTATTGAATGATTATTGGACCTTTTGTAAGCGCGATGCGACAGACGACAGACGACAGACGATTATATCGAGGACCATTATATCGAGGAACAACATAAAAACGAAGAGTATTTTAAAGACGATAAATTCACAGAAGGTGAATTAGCATATATAACTGCTAGCTTCGAATTAATTAGAGAGAGCCTAATAAATTACGA
TCAGACAGTACAAGTGCTCAGACTCCCTCTAACTGTCAAAATACTAATAATACGCAAGCGGCAAGTCAACCGCCCCCAACATTAAAGGTACCCATTTTTTATGGCACGCAAGCTACGTATCGGTCTGCATCTGACACAATAGAATACGAAACCGCAATGTGCAACATTAGACAATTTCTGGAAAAGGTGGGAAATGCAAAATGCACATCAGCAAATAATCCATTCCAAAGTCCAGACGCGAGATCAGCAAATTATTTATGATAAATATAGGTGGCAACCTAACCTTCCGGGACCAGTCTCTTAAATACATTTGAATAAGTTACGCGTAATTAAAGTTTTAATTTCAAATATTTCAAATAGTTAATAGT
GTATTATAAAAATCTTGTGTTTTTTTAAAAAACCTTTCCGCTCGGCCCGAACACGTAATTGGCGCAGTCGGTTAAACTTGTAATAAATGCAAATGGAAACTCTGGAAGAAAGCCGCGAAGGAAAATTCCGAGTTCATTTGCATAACTAATTAATTAAATGAAGTTTTTCTGGGGACAAGTTAAGCCTTAAGGTTTCTTAAATTAGTGGCTGAGGCTGGCCCTAACCCAGACTAACAAATTAAAACGTAATAAAAAACTAAGCCGATATTGCCGCGAAGGTATTCGGTCAATTCGGTCAATTAAAAAAATAAAGTAGCAAGAGTAGAAAACTGAAGCCAAAATAGTTGCTTGAAAGGCGGGTGAGGC
TGCCCGGGATCTTGCCCGAGAAGACTAGCCGTTCTATATATTGAATATAATATCACCAATCAGTAGAAGCCGCGAAGGATATACTGATTTAATAAAACCCAATAAAAGTAAAAATAATAACTAAATAAAAAGTGACAAAAGTGTATACACTGAATATAAAGTGCCAAAAAGAAGCACAAAATAAAAAACAGAAATAGTGCATGAAATTGCAACTAAGTGCATCGAATGAACGACCGAAAACTCAAGCGAGATAAGTATTTTTCCTTGAATAGAAAGTTTTCATTTCCAGAAAACAGGGAACAGCAACTGGCACAATTACATCAACGACATCAAGAAAGAGAAGTGGAATTAGCTCAATTAGCA
GCTGCGATCCAGGAACTAACCGCGAATCAAAATGAAATTCATAATTTGGTCACTCCAACAAATAACCATGCACCAAACTTCTAGAGATCCACGAGACAAAATTCCAAAGGAAATTAGGTATATGGCAGGCTTTAAAGGGACAAACGAAATTTCGTTGAATGCCTTCATCAGTAGCACCGAATACTATCTCAATTCTATAAACGATGAGATCAGAAAAGCAGCAACCAGACAGATAAATTTTGAAAAAATACAAGGAGCAGCAAAGGATGCAATCATTAATATTCCCGCACCAGATGATTGGGAGCTGATCAAGTCCAACTTAAAATTTCGCTTCAAACCAGACATGGAACCAGCGGATATCTACA
GGAAAATTAACAGTTTAAGGATTAACACAGTAAATGATTTAGCTATAGAAATTCAAAAAATTAAAAATAAAGCGGATGAGCTTATTTTATTTAATGTTAATTCCCTATTGGTCAACATATGTAAAGAAATGACACAGGGCGTCCTATTAGACAAAATTTATGAATTGTCCGATATATCAGAAATAATAAAAAACCATGCAACTGAGAAGATACGAAAACTCCTGTATCAGGCCAGAGTTTCGAACAATAAAATATATTAGCTCAGCGAGAAACGTGGATGCCATAAAAGGTAAAAATAAACAGTCCCCATCTGACTCGAAAGGTTTCTCTTCTAAACGTTATCATTCTTTTCAAAATCAAGCTAATT
CGCAGCAAACAAGACAACAGCCCCAATACACTACGAGAAATTACAATAGACGAAACTACTCTAACGACTCTACTCAGGGTAGAAGAAATAATCCTCAATCGGAAATTCAAAACAACTACCAATATGAAACTCAAGCAGTACTTGATAGTTCTGGTTACAGCCTGTATTGGGACCAGCAAGTTCTGACTGATCGCCATACTCCACACAACAAGCGTGACGTACTGTTAGTTAACAAGACAAATTGCTCCGCGTATATTATTGATGTTGCTATCCCCCATAATAGCAACATTGAACGGAAATACGTGGAGAAGAAAATGAACTATGAGCCATTGACTCGGGAAATCAAAGAAATTTGGCGTCTCGAGC
GGGTGGTTGTAGTTCCCATAATATTGTCAGCTACAGGTATTGTACCTAAATCCCTCACGGCTTTCCATGATCTCGACGGATTCTTCCATTAACCTACCACCGGCCACCACCACCAACGCTCCTTTAGTTTTTAAGTAGGTAGCATCGTCCGAGCCTAAATGCTTGGCACTTAGTGCTAGTATTAGGTAAAGTCCGGCATCTGGCGAGGTTGCGATAACTCGGAAATAAAATAGTAATCCCAATGATAACAATCATAATCGTGAAGAGTACTCCAATAGTGTGTTGATCTATTCAGACTATTCAGACGGGGTTCAGGGAATTCTAGGATGAACTCAGGCCACAGTAGGCAACTACAGGAGGAAATCGATA
ATGTCGAATCCACTAGTCAAAACAATGAAAATAGAAACTCCCATAGAAGTGAAAATGGACCCAGAGAACAATCTGAATCAAATCTAGTTAGTTCAAAGGAATAGGAAATTTTTTTTTAGAATTAGCCTCGCATGAACTTCCTATGATTCAAATTACAATAAAAAACACGAAATATCTAGCTCTAATAGAAACTGGATCCTCGTTCAGTATAGTAGATGAACGAATAAATAGTTTCCAGAAAATCAAAATCAAACCTATTCATTCCACTACCATTACCGGTAAAGACAATCTATTTCGAAATTCACACTCCAGCTCCAGAAGAGTTTGAATCCCCCCTACAGGAACGGATTAGATGGAAAGTTCGTGA
CCTTTCGAATAGAAAGTATTAGTTTATAATAGGCATCGATCTGCTAGATAATCTGAATACTCTGATAGATATAGAGCGGAAAAGAGTAACAATCAACGGCAAGATAATTCCTTTTATCAATAACCCATACCCAATCAAATAAGTTTTCGTATTAGAACAAACTCAAGATGATTACATAAAACATCTGAATTTAGATCGCTTGAATAATGAAGGAAGAGGGGAAGTAATGAAACTGGTCAAATGATTTGAACACGTTTTTTATAAAGAAGGTGACAAATTGGCCAGTACTACAAGTATAGTTTATGAAATAAAAACTACCACGGACCAACAAATTAAGTCCACGTTGTATCGTTTCCCACCTTGCCAT
GAGCAGGAAGTGGGAAAACAAATACCTCAAATGGAAGAACAAGGAATCATCCAAAAGAGCAATTCGAAATATCCGAGTCCACTGATTGTCGTACCGAAAAAGGCTGAAAATTCAGGACGAAAAAAGTTCCGGATTACTGTCGACTACAGGAAACTTAATGATGTAACTGTGGACGATAAGTACCCTTTACCAAATATAGATTTTATTTTAGATAAACTTAGAAGGTTCCAATATTTTTCCACTATTGACCTGGCTAAACGATATCATCAAATCCTCGTTAAGAAAGAGGATAGACCGAAAACAGCCTTTGCAACCCCGCATGGTCTTTATAAGTTTATAAGGATATCATTCGGACTTAAAAATGCC
CCAGCGACATTCCAAAGACTGCTGAATGACATTCTTAGAGACTACATTAATAAGACATGCGTTGTTTACCTTGATGACATCCTCATTTTCAGTACTTCATTGCAAGAGCACATGAAATCTCTATCTGATATATTCAAAGTTTTGAATGCACACCAATTAAAAGTGCAAATCGATAAGTGCAATTTCATGCAAAAAGAGACAAATT
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Rh - chromosome 2 NC-051850.1 GATGTTTCGTGTAGACTTATGAAAAATTATTTCCTCAAAATAATTTATGCGTGGAAAGAACATAGTGACGTCCGGGTTTAGTCTAGGAGTAGACGGGCAAAAGCCCTCAAACAACCTGACACTGGCAAATGTACACGAACTTAAGAGTCAAGTATTTTAGAGAAACGTTCAAAAACAATTCCTAGCTCAACCGCTGCAGAATACAAATTTATTACTTTGGCAAGCTTAGGCCAAACTTAAGCAGTTATTTATCCTCGATACAATTCACACCCATGTGGTGTTTGTGAATATATATAAGGGAGTAAGCTCCATCACGGTCCCGAAAAAATAAAGGTGTGGTTTAAAAATAGGCAAGCGAAAGCTCTTA
AATAACTAGCAAGCGAGTACGAATCTACTTTATTTTTAGAATATCGCTGATCTTAAAGGAAACCTGTCAAACATCAATTTATGACAAACAACTACGTCAGGAGCTATCAATTAAAACCGGCTTGTCAAGTGAACAAGTAAAAGTATGGTTTCGAAATCCAACCATTAACTTAGATTCAGCTATAAGCTGGTATTGTATAAATCGCCTCAACTTCCCAATAATGCCACCAACTTTTTTTAAATTGAACGCGATATCAGTTTTTAGATGTCTTACGAGGGAACATAGTGGCACCCAGGTTTAGTTCAGGAAGCGAGAGAAAGCCCTCAAACAACCTGACACTGGCAAACGTACACAAATTTAAAACACAA
TTATCTCAGAGGAAATATTAAAAAAAAAACTTGCTTAACCGCTGCATAATATAAATTCATTGCTTTTGCCAGCTTAGATCTAACCTAAGCGGTTTTTATACTCGATATAGTTCACATTCACATGTCGTGTTTTTGTGAGTATAGATAAGTAAATGTCAACCGACAAGCACTTTTGAGCACGCTCGTTCCCCTGAACAGGAAAACATCAGGGTGTGGTTTAAAAATAGACGAGCGAAAGCTCTTAAACACCACCCAGTAAACTTTCAAGGACCTATATTAATCTAGACTGTCGACAATTTTTAAGGAAACTGTGGACAAGATCTTAACTCATTCCAAACAACATTATCAACAACTCTCAGCGCACAAGTG
AAACAAGAATTCCAAAATCCAAAGATGCTTCGTGTAGAATTATGGAAAATGGTTTGAACCAAATAACTTATGCATGGGAAGAACATAGTGACATCCGGGTTGAGTTCAGGAGTAGTCGGGCAAAAGCCCTAAAACAGTCTAACACTGGCAAATGTACACGCATTTAACAGTCAAGTATTTTAGAGAAACATTCAAAAACAGTTCATTGCTCAACCGCTGCAGAGTACAAATTTATTGCTTTGGCAAGCTTAGGCCAAAATTAGGGAGTTTCTTATCCTCGATACAATTCACACCCATGTGGTGTTTATGAATATATACGAGGGCGGAACGATAAGTACTTAGCCGTTCCCGTTGGCGCCACTATCGA
AAGAGAAATTCACTATCGTGTAGTGCATTCTCGTAGACGCTCACTGTCAAAAATCCAGGCGAGTAATTTTGTTTTGAACGGTGTGTCCGCGGATTTTAGGAAAATGGAAAAAAAAAACAATATCGCTCGGTAATTCGATTCATGTTTTTGGAAGGGAACTCGCGCAGCAAAATCAAAGAGCGCTTGGATTCTGTGCACGGTGACTCTGCTCCTGCGATCTTAAAAAGTTGGTTTAACGAGTTGCAACGTGGTCGCACGTCCATGACAACGCGACAAAAATTCAGGATCTCGTATTGATAGACCACCGATTGAAGGTGCGTCCGAGAGCTGAGACAGTAGGCGCGACCGCGTGGGTAACAACCTGAAT
GACATTTTTGTGCATAAGAGATCTGTCAACGCACTGGTACACCAGAGGCCAAGGAACGGTGGAAACAGTGGACTTCACCCGGCGAATGTGCTCCGCAGAAGGCGAAGACTGCCCTATCGGCCGGAAAAGTGATGGCCACTGTTTTTTGAGATTCACAAGGTGTGATCTGAATCGGCAACCTGTGGAAGGGCAAAAGGGTCACAGAGGCCTATTAGACCGAATTATTTAGCCGATTCGACACCGAATTGCAGAAAAAAGCCCCATTTGGCAAAGAAAAAAATTCTCTTCCACCATGACACCTCCGTCGCCGCTACATCCAAATTGGTTGAATTAGGCTACGAACTGCTTCCCCATCCACCGTATTCTT
GAGATTTGACCCCGTGCGATTTTTTTTTGTTTCCAAACTTGAAAGAGTTACTCGCCGGGCAGAAACTTAAGTTGAATGAACAGGTCATCGCCGCCCCCGAGGCATATTTTGTAGGCCTCGAGAAAACATATTTTTCGGATGGGTTAAAGAAGTTGGAGCATCGCTAGGTCAAGTGTATCAAGTTGAGAGGAAACTATGTTGAGAAACAAGTCACCACTTTTGAAAAATTTTCGTTTCTCTTTTGTAGGCTAAGTTCTTTTCGAACCCCTCTCGTATAAGGGAGCAGACATTACCTGTCAATCACTTCTGAGTACCTCTCTCTACCTTGCACAAACAAGAAAGAAGAAAAGGCAAACCATATATGGTAGG
TATCACCTATTCCAAAGAATTTTTTAACGAGATGCGAACAAATTTGTCTAAATGTGACATCGTGGTAGTGGGCTCCAGTAGGGAATATACGCTCAAAAGCTGATTAACCACAGAAAAGCGAGATATACTGGATGAACTGCTCCAAAACATACATTGGCCAGGCAAAACGACTGGTCCATCCTTGAGTAAAGAGCTCCTAAATGAGGAGGCAGAATTAGCCAAAAGACTAGACTGGAATAGACAGCATATAAAATCATCCGTTGCAAAACAGGCATGTAATGGACGAGGTCGAAATACTAAGAGAGGTCAAGCAGGCGAAGCTTACTCCAGAGGGTAAAGATTCTCAACTGCTGTCGAATGAAAA
CTCATTGTTTTGGCTAGCTTAGATCTAGATTTGGCGGTTTTTTATCCTCGATATAATTCATACCCATGTTGTGTTCCCGAATATATATAAGAGAGCAAACAGTACCAATAGCCCCAGACAAAATCCGAATGTGTTTTAAAAATATATGAATAGAGGCCCTGGAACAATTCTCGAATAATAATTGCGACAGAAACTCTCTGCTAAAACCGGCTTGACAAAGCAGGAAAGTCAAACTATGCCTCCAAAAATGAAAACATTATAATTGCATGCATCAGTCAGAGGTTGATGTGGACTAAATAACCTCAAACTTGGCAATAATGCCATCAACCTGTTGAATACATTTTCTGTTTTTGAATTCCATCCGAAAAT
GGAATGATAAAAAATGATATTCAATTGAAAAACAGTACCACAAAGGTATCAGCTTAATTTACAAATGCCGGAATAGGCGTGCTACGAAATCTTGTTAATGTAATACATTCGACGTTAGTTTACAACATCTAGCTTGAACTTGACCACTATCAAAGGAAGACTATGCTAATTTTAGAAGCAAATCATACAGGCGAGTTAGTTGCGAATGAAATCGATGTTCCTCAACATTTAACTGGCACTGTCTTCAGTCTTCCATTTTTCGCTTTATTCATATTAGCGTGTAAAGTTAAGGGAAATGATTCTATCAAAATAACTTATCCATGGAGAGAGCATAGTGACATCCCGGTTTAGTTCAGGAATAGGGGGGT
GAAAGCCCTCAAATAACTTGACACAGGCAAATGAATAGGAAATATTTCGATCCCATCTTTGCTCAACCACTACAGAATACAAATTCATTGCATTGGCCAACTAAAACCTAAAGTAGGCGATTTTTTATCCTCAATATAATTCATACCCATGTTGTGTTTTTTAATATATATAATATATAAGGTGTGGTTTAAGAATAGGCGAGCGAAAGCTCCAAATCAATCAATTAGCTGCCTCGAATATATATTAATTTTAGATTAGCGGCGGTATTGAAGAAAGCTATCAGATCTCAATTCATGACAGACAACCTCGTCAACGACTCTCAACTGAAATGATCTTGACTAGCGCGCAAGTGGAAATATGATTCAAAA
TCAAACCTGTTATCGATTTCTGGATTTATTCTGAAAATGGAACTATAGAAATTGCTATTCAACTGAAAAAAGGTACCGAGTGGTTCCAGGCCAAATATGAGGCAACATCTAATGATTTGTATTCTGCCCTGGAAAAAACACCCGGAGCAGCAAAAGGTCAAAGTATGGTTCAAGAATAGACGAGCGAAAGCTCTCCAAATCAGCAAACCTGCAAGGACCTACATCAATCTTAGATTAGGGAGATCTTGAAAGAAGCCGTTGATCAGAGCTTAATTCATTGCAAACAACTTGACGTTAATAGTAAGTAGCTTTGTACTGAAGAAGGGAGTATGTCCTTCCCGAAAAATATATATACGTTCAAAACGT
GTCGACAAAACGGTCAAAAATGCAGTCCTTCGATTCCCGTAAACGATGTCTTCATAGAAAGGCGAGGCGGCCCAGACTCTAGAATTCAAGAATTTTCGCGCTGCAATGCCAGAAACCTGAGATATCCCAGAAAATCGGGCCGAAATCCTTGAAAATGGAAAATTTCCACGACCACCCGTGGGTCGACAACATTGCCAAAAATGCAAAATCGTCGGATTCCCGTCAACGATACCTTGTTCGGAAGGGAAGGCAGCCCAGATTCCACAACTGAAAGAATTTTCACGTCGCGATGCCGCAAACCTGAGATATCGCGACGGCGGAAATGCGAACTGTACTGCTAATTTAGCCGAAAGGAGAAGCTTTAG
AGAAGAAGTACAAGAGAGTCAGCAGAAACGAGAAGTGGAAATATACGATTATTTGTATCAGTAAAGAACCGTGTTTTTGTTAAGTGGAGATCCGTGAAATATTTTTCACTAAACATTTATATTTTGTTTAAGGATTGAGAGATCCCAAGTCCGCATAGAATGGACGTTGAACTGGCAACTCACTCCCAACTTTTTCGTTCTACAAACCCCCCGTTCGGGTGGTACCGTGATATTTGCCATGGTAGGAAATCGTAAAGCCATCTTCAAGAATAATATTTGTCATGACCCGAGTCCTGTCACTTGACCAGCCACGGTCGGAAATAGAGGTCTCATTGTTGAGACTGAAAACCTTCGACAAGCGGATGGCC
GCTTCAAAAAGTGCCCGCGGAGGGTCAGATTAGTCCAGTGACCCTCATTGGCGGGATCACGTGGTCGATTTGCTTCGCTGAACCCGCGTAGTTTCAGCTGGGGGCAGAGTGATGTGGCAGATAATAGAGTCAGAATAGCCAAACTGTAGTGCTAACTCAGCCAAAAGAAAAAGAAATCAGTGACAGGCATTCGTCGGTTCTTGGGACTCTTGGATAAAATGTGCAGAATTAACGGACCATTAGTGACCCTGAAGGATCGAGGAGAAGTTTTGGCTTGTTCACTCTTCCTCACATTATTACCCTACCTGTGACTGAACCCTTCGGTCAAATGTGGATTCAGCGCTTTTAGAAATATCGTTGCCGTTCGT
ATATCTCAACCCATCAAAGCAGGAAAGAAGAGTGACGGGACAGCATCGATGCAAATGCTACTTTAATTTGATTCTGTGAGGCGAAACGACCCTAAATTGTACGTAATCATATTGAGCATCCTACTGGGTACCAATTCATATTACTGGAAAATAGGAAAAGCAGCAAAACGTGTCGATACGACCAGATAAATTATTTTAAATAAACTTTATTCGCACGGAGGCTGAATTGGATAGAAATCCATCGTTACGTACTTCAAAACACTAAAGTGGTGACCTCGAGGAACTCGCACCATCGGAGCAGATAAAAATTAAAACCGCTGCTAGAGACGGTGTCGGCGTGTTTGTATAAATTTTTCGCAGTGGGTTT
TTCACTCTTTTGGCGAGCTCTTGCTCATTCTGGTCTGTGCATCAAGCGTCCGCTTCGGGGAGCGTCGGTGGTTTCTTTTCTTTTTTTTCGCTCGGGCGGACATTTGTGGGTACGACCTGCCATGGTCAATTTAGGGTAGCAGAATTCGGTATCGCAGCGTCTTCGATAGAAAACTCGCGTCGTATTAGCTTTTGGAGATGTCTGTCGACAACAAAGACGCGCCAGGCCCAGCGGACCCGCAGGTGACCGCCCTCGCCGTGCGCGTCCCTCCATTTTGGCGGCGGAACCCAGAGCTGGGGTTCGTACATCTCGAAGCACAGTTCCAGATGTCCGGAATAACAGATGCGACCCGTTTCAATTATGCGGTGGTC
GGTTTGGACGAGGAGTCCATCCTCCTGATGTCCGACGTGGTGAAATCGGCTTCATACACGCTGCTAAAATCCGTATTAATAAGGCGCCTGTCGGTAAGTGAGTCGGCAAAACTGGACCACTTGCTGCCAGGTTTAACATTATGCTATCAAACTCCCAGCCAATTGCTGCGCGAAATGAGGGAAAACGTGCTAGTACCAGACAAATTACTTTAAATAAACTTTATTCGCACGGTATCTGAATTGGACAAAAACCTATCATTACGTGCTTCAAAACACTAAATGCTTATCGGATTTCTCCATGAATCAAGTTTGTCAGTGAAATTTTTGCATTGCGAGCAACGCAGAAACGTGAAATATCTACGTATCCAA
AAGGCGAAAGGATAATTCCGTCTCGATCGTCAAAGCTACGTAAAACAGAAAGACACAAATGAGTCCGCCGGAGATACCGCAAATAGTGCTACTTTCAGAAAACTATTCGCCGCAAGTAGTGAGCATGTGCCGTGTAATCCTATGCACGCATACCGGCTCATCGAATTTTTCACGGTATTTACAGCACTCTCAAATCTTATTATTTGCCGAGAGTGTAAACAGATAGTTACATTTTTGGAGAGTGCAAATCGAGGGCTAGGACGTGCCGCTGCGGACGCGATTTTTTATCCTCAATATAATTCATACCCATGTTGTGTTTTTTAATATATATAATATATAAGGTGTGGTTTAAGAATAGGCGAGCGAAA
GCTCCTAATCAATCAATTAGTTGCCTCGAATATATATTAATTTTAGATAAGCGGCGGTATTGAAGAAAGTTATCAGATCTTAATTCATGACAGACAACCTCATCAACGACTCTCAACTGAAATTATCTTGACTAGCGCGCAAGTGAAAATATGGTTCAAAATCAAACCTGTTATCGATTTCTGGATTTATTCTGAAACTATAGAAATTGCTATTCAACTGAAAAAGGTACCGTGTGGTTCCAGGCCAAATATGAGGCAACATCTAATGATTTGTATTCTGCCCTGGAAAAAACACCCGGAGCAGGAAAAGATAAATAGTGCTACTTCCAGAAAACTATTCGCCGCAAGTAGTGAGCATGTACCGTGTA
ATCCTATGCACGCATACCGGCTCATCGAATTTTTCACGGTATTTACAGCACTCTCAAATCTTATTATTTGCCGAGAGTGTAAACAGATAGTTACATTTTTGGAGAGTGCAAATCGAGGGCTAGGACGTGCCGCTGCGGACGCCACGAAATAAATTTAGGTCCGCTTATAAACACTATTCGTAGCCGTAAATCGTAGAATAGTGTTTGTTATGCGCATGCTAGGTATTGACATGGAAGGATTAACTTATTTTGAGGTTTAATGGATTTGCGTGAAGGACTCAGCGAAAGTGCATACAACATCGTTCGGCATTTTTACGAAAGCACAAAATGTTTGTTTGTTTGGATGGTGTTCGAAAACATCCGTTAAAG
AAGAAAAAGAAAAGGAAAATGAAAATCACCGGAGACGGCTCTTGGAAGAAACGTGGTGAAGCCACGTATACCATCGCTATATGGTGTAACGACGCTCGTAGGTTATTACTCTGGAAAATTAATTAATTTGCGTGTAAAAAGCAGTTACTGCCAACCGTGTACGTCTTGGAAAAAAAGACACCTTCCCAAGAATATGATGAATTGCTTGAAAATCACACAGAAGAGAGCCACCACAGCACCCCGAGGGTGAAAGGTGCGTTCTTCCCATATATAGAGATTTGATGAAAAGTGGATTTGTTGGAAAGGTGCTTGGGTGGCCACGTGCAAAATGCAAACCAGAGCTTCAACTCAACTGTTTGGCGTCT
TGCTCCGAAGCGCCTGCATTTCGGCTTTAAAATAGTTGAGATAGCAGCCTTTTTGGCTGCTGGAATGTTCAACGAAGGCTATTCATCTATCTTAAGAGTTATGGATGACTTGCAGTGTCAAATTGGGCCAACGTGCAAAAACTACGCTGAAAAAAAAGAGACCAAGAGCGAAAACAGCGGCAGGACTAGCGCAGCCTTTCCGCAACGAGGCTCGAATTGCTAGGAAAAAACCTTGATGGCGGAAAATGAGTTCTATGAGGAACAGGAAGGGCCATTGTATGGACCTGGTATAGCTGATTAATCCGTAAGTAATTTGAACCACTTGTTTTCATGTGGCTAAACTTTAAACGCGTTTATCTCAAAACAA
CATTTTCGAAATCGGTGTACAGGATATCGCGAAAACTTTTCAACCGATCCACTTGAAACTTTTTCTTTCATAGATCAAGACATTGTCTTCAAGTTTGTATAGTTTCATAAATGTGAAATAATTAATATTTATTTCCTATTAAAAAAAATCTCGAAAACAAGCCTTTTTTCGTCTAATTCTGTATCTCCCCTTAAGCAATTAGTGTAAGATATTATTTTAGTCGCCAACCTGAGCGCCATTTTGAATTCCCTCTGACGCTGCATTCAACGGCTGACATGGAACTGCTGAGGTGGCAAATGTCAAGAATGACAAGAATGACATTTGTCATGATTCGAGTTCTGTCCGTTGACAAGTCACGGTCGAAAAGAAAA
AGAAAATTTCTCTTCAAAAGTTGATTTATACAATTAATTTTCTTTGATCACTAAAATAATAGATAGGTGATTAGTAGTGCTAACGTTTTGTAAATATGTCGAGAAGTAAAAAGATTTCTTTTAAATTTTCGAGGAAAAATCTTTCCCCAAATAGCTCTCAAATAAACGAAACTCGAGGCAGGGTCTTTTGGTCAATTGAAAGCAGTTATTTCGTATTTTTACCTTAAACCCCCTCCCCCTCTAAGTCGAACAATTCCAAAATCTAATTTTCAAGGAAAAACAATGAACTGTATTTCATAACTGTACAATCCAATATTTTTAGTTCGACGATATCCGTGATGTCAAAATTATTTCCGTTCAAGTGTCTTGCAT
CTAGACCCTTGGTTGAAAATCAATTGGGTCAGAGATGAGCACCTCTCAGGCTAGTGAATTACTTTGATCGAGGGAGGTTTACCAAACAGAAAAAATGCCAATAGGTACCTCAATAATTCTGATCTGAAAAAGGGAATTTGAGAATAAGCCACACATAACAAATAACACAATTCTTACCTTCTTAAAAGTTACTGACTATAGTTCGCCCTCCTTCCTCTTGAACTAAAAAATAAAAACCAAATAGCAAATAGATATCGACGATTGAATAGTTCTCGGTTGAATCGCAGTCTCTAGTAAGATGCCATTCCCCTTCAAACTTTGCTGCGTAGACAACGGAAAGTCAAGCTAAACAATTGTCTTTCATTTTA
TTTCATGTACTTACCCTTGAGAGCAGAACAGTGACTGAAAACACAGAAGCACTCTTAAGAACAAAAAAAAAAAAAGAAAAAACACGGGAACTGAACCAACGCCGAAAACATAGAAACACTTGAAAACCGAAGGCAAATACGTGCAAATTTCCGATGAAACGATAAAGCACGAGTTTTTTCCGATGACGAGAGAAGTTTGTAGCTCTAGAAGTCACCCATGAAAAAATACATCTAATGAAGTTCGCCATATTTTTTGGCCTAGCCCCTCTAGAAAAAGGATTGTACATTGTTTTGACCGAAGCTTTGATTGAGGAACATCGTCCTCCATTTTGGTCGGAAATCACCATCTTTGACACTCGTTAAGAG
GTTGTTCTCTAACATAGCCTCTAAAAAGCCTGCAAAGAGGGATTGTAAAAGTTGTCCGCATATCTGACGGTCACAAGTAAAATTGCAAATTTCTATCCCAAAAGTATTAACACAAAAATTCTATAGTGGATCACAAGTACTGGTATGAAGCGGGTTCCACTAAAAAAGGTGGTCTTCAAACTCGGTCGTCTCCGGCAGAACTACAGTACCGTGAAGTTTATCCTAGTAACAAATCACGATTCAATATTCAGCGACTTATCCAGCAGCGGTGCACAATCAAGTTTTATTTTAAACTCCGAAAATGTACACTGGCGGACACTGGTTCGACACCGGACGCTAAAGACCGCCTTAATGGATCCGTCGTGGCT
GCAGGCGTTAGCTTTCGTTATCCTTAGCCTCCATACGCCCAACGAGAGGGATTCACGGCCAACCCCGCAGACATCAGAGCAGACTTAAGTGACTCAGGAATACTACGTCTGCTTAGGGATACGGTTTCGAAGATGCGGCCAACTCCACCGTTCCGAAACGCAACATCGGAGGTGAATACCCCTAGGGATTTTAAGAAGTGTAGATAGGTTCTTATTAGGGTGGACGTTCCTCGGCGGCCGCTGCAACTACCACCTTTAGAGTTTTGGAACGAGAAGAGCACTCGGAGAAGCTGGACGTCCGAGGTGGGGCCAAGTGGGTATCCCTTGTCGAGGCTGAAGGCCTTCGAGGAACCGGTGGCCGCTACGA
AAAAGCACCCGTGAAGCGTCATATTCGCCCTGTAACCTGGGACCACGCGGAAGGTTTGCTTCGCTGAACCCGCGCGAAATCAGCTGAGGGCGAAGTGATGTGGCAGCACATCGGAGGCGCGAACCCTAGGCTCCATTATGAATTCGTTTCCACCGCTGCATTCAATGACCGCAGAAACAGCTGACGGACTGACATGAAACAGAGACAAATGTCAAGGATGGCATAGATGACGTTTGTCAACAGTCTCAATGACTCACTCAAATCTCGTCCGCCGGCATGAGAAAGGCCATCTTTGGAATTTGTTCTACTTGAAAAGAATTGTACGTAATTGTGATAAAAAGGATTGTGTTAATTGAAATAACGAAT
TTAATGCAATAAAGTCGAAAATAAACGTATCTTTTGATCATTGGGAAAAGAGGTTCCCCAAAAAGGATTCCAGAGTATTGAATTAAAATGGATTTATATTTGAATCAATTTAAATGCTATGAAGTCAGGAGGCGAGCTGGACGCTCTAGCTCTAGAGGGGGAGTAATCTTTGCTTCACAATGTTTTCTTATTTACCTTCTGTATAGCGAGGCAAATGTTTCGAGAAATTACTAGAAACGACATGACACGTAGGTATACGAAACAAAACGTTCCCCGAGCAATAGAACCAGTTCAGTTTGAAAGTTTGTCGTGAGCAGTTAAATTTTCAAAATTAAAATGCCGAACTAGCCGAAAGGAATTCGTGTTA
ATATAGCTCGGAAATATGTAAAAAACAATTTCAAGGAAATTAATTCACGAAGGCGAGCAGGGAGAATTTGGGGCCGAGTACAAGTGACAGTTAAGGTGCAAATGGTAAAAAACTCAGTAGTACTAGTAGCTTTGTACTGATGAAGGTTGTAAAGTTGCCCCCGAAATATATATTTACATTTAAAACTAAAAATTGTAGTTTGGAGGAAGCTACTCCTTGTGTATCAATTCTAGGCTAAACTACAAATAGCAAGAACATGAAGAACATCAAGAAATTTGTATGAGGAATCACTAAGGCTCATCGGGAAAAATGGAGAACTGAATCTTGATGGTGACGAGTTGACCGTTATAAAAAATCAACACGTC
TGATAATATAAATGAAAATGGAAAGCAGACTTTAAACGATGAGAAAAGACCATCACCTTTCCGGAAAAAGTCAGTTGACGGGAAAAATTTTGAAAAAACTCACAAAATATTTTGGTTTGAGCATTTCAAAGAAATGTCAATAGTGTTGAAAATTTGAAAAGAGATATTATGGCTAGGTTTGGTCATTTTTTTCAACAAAAAAAGACCCGAACGCTAGTGCAAATGGCAGAAAGCAATCACTGTAAATAAAGATCCAAAATTGGAAAATCTTTCACCGTCAGTTGACTCAAGTACCAAACATCATATCCTGCCAATTTATCAAGATTCGTCCAGAGATGATTTGCTTGAGAGATGCTTAGGGGCCAT
ACCCAAAATGCTAACGAAAGCTTCAACCCGACGATCTGGCGATTGGCTCCTAAACACTTACATGCAGGAGTTAAAGTTATTGAAATTTCGGCCTACATTGCAACTGGGATTGTCAATGATGGATTTTCTTCAATTTTAAGGACTATGAATACTTTAGATATAATTATTGGTACCAACTGTAGAGTTTTTGCCGAAACATCTGATGAGACGCGGATTGCTCGACAGAACCGGATGAATCTTTCAAACACAAAAGCAGCTCGTACAGACCACGAAAGAAAATCAGTTTTTCGAGAAAGTTGAAGGACTCCTGTATGCGCCTGGAGGTTTCTCTCAGTAATATTGCGAGAAGGATATAAAATTTGCAAGGT
ATTCTGTAAATAAATACTTTTTTGGGGCGTCAAATAGGTTGAAAAAAAAATTGTCGAAAATTTGACCTTCCAAATAAAATGGGTCCTAAAATTTCAATTTTACACTTTTTCATCATTTTATAGGTATATCCTTCCCCTTAATATATCAGTAAATGAATAATTTGTTTTCCTTTTTCAGATCAAAAGAAACAAATGACAACTGCAGCACTTTCCAAAATCGCGAGAAACAAGCGTCTGAAGTCTTCTCTTAACGCCGCATTTTGTTGCAAATTCAAAGAAGAATTTTTTCTTAGTTTGAAGTTATAATAAACTCTACATTATGGACACCAGAACCACCATAGACACGATGATCAGGAGACACGCACGAAGG
TTATAACGTAGTAATCTCAATACAATGTATATCCAACAATCGACCTCTACCGCAATAAAACGATCAAGTGTCACCTTCTCAAATCTTTCCAAGCATATATAAAAGGAGCATTGAAAAAGGTTTGACATATAACTGGTGGGATCAAGTCGTATCTACCAGCTAAAATCCCAGCTGGCTAGGGAAAAGGATCGAAAAACGATAGAGGAGTTGAGCGGCATATATAAAATCGCTTGCTCAGATTGTCCGAAGGACAAACGAAAAGACTGGTAACTACCAGATTTAGGGAACACACGGAGGCAGAGTTGACTGTACTCCCGAAAATCTATAGTGGCTAAACATATGGTGAAATGCGGCCATAAAATGAG
CGCCGATGATTTGAAAGTTGTGAAACAGGTAAGGAAAATTAACCAGTTGGATGCCTACGAAAGCTTGTTCATTAGCAAACAGCCGGTAGACACCAGGTTGAATTCAGATCACGCTTCTAAAGGTATTTCTCCCCGAAAGGCGTCATCTCAAAGATGAATGCAAGAAACGCTATCTGAAAGCTATAGTCAAAGGAGGAGATGGCTCGTTTATTGTCTGCACTAATATAAGTCGTCCCCCCCTCCCCCCGTTCTGTATATCTTGGATGTGTTAAAAAACCATTCACTTCCATACGCTGGGAACTATTCAATGATTGGATTTTCCAAGCAGACTTCAATAGTTGCTGAGGCCTTGTTCCCAAATTACCTGTT
TATGTGCGGAAGACGATGAAGTACGATCTGGCAGTTCATCGCCACAAACTGACGGAAACGTGGGCAAAGCCCAGAAACTTTTGGAAACAGGTCGTTTTTTAAATGCTAGAAAAATTGTAGAAGGAGGTGATGAGTGTACCGCGTTGCATTTTGATCGGAAATCCGCATAAGAGAAATTGATTCTGAAAAAATTGACCAACGAAACCAGGGAAAATCATGAAAATAATGTAAAAATCTGCAATTCGAGTCATTTTACGCCATTACTGGAAGCAAGGCTTCAGTGCAACGGCAGCAACAAAAAAGATGGGCAAAGTTCAAAGTGAGAATGTGGTCTCGAATCGTATTGCGCGACATTGGTTTACAA
AGTTCAGCGACGACGACACTGAGACCTCCGGGATAAAACACGTTCAAATCGACCTTCGACTGTGAATTTTGAAGCTACACATGAAGATATTGCAATAAATCCCCCAACCAGCACTCATAGTCAAGTTGACCTTCGACTGTGAATTTTGAAGCGATACATGAAGAAATTGCAACAAATCCCCCAACCAGCACTCGTAGATTGTCCGCTAGACTTGACATTCCACAAACTTAAATCGCAAAAAAGTACCTTCGTCTTCGCAAAATATTTAGCTAGACATAAAGTCAGTATGGCCAGAATGTTGCCAGATATGTTACCTTTTCAATGCAGAAATATATTTCACATTACCGATTGAATGCCAACGTGAAAAA
CGCCGGCATTCGCGATCGACATGGTCCACATACATGACAATTGCTTCCGGCCAACAAAAACTGATCCTCAAAAGCCAATCGAAAAGGGATATTTAATTTTTGTTTTGGGTAGAAAAATGCCAGACAATAAATTCAAATAGGTTGACATGAACTTCAAATTGTATTACGAACAGCGTTCAGTAAGTCCTTGCAAAATCCACGAGATGGCGATCATGGCATCACAAAAGGTTTTGTTTTTAGTAAGCGTCATTTCTGACCAGATAGCTGTCAAAATCTCAGTTCTATCTGTCACAAAGTTTCATTTTGATTGTCAATTGAAGGAAGAGACTCTTGCTTATTTTGAAAAATGGAAAAACAGTGAATTTCGA
ACAACGATTAAACACTTATATTTCAAAGGCTTAACAACGAAAGAAATCAATACTGAGACACACAAGGCAGATGGCTGTGTGTTTGCATATGTTTACAGTTGGGTAAATGAATTTAAAAATGGCCGTACACCCGCAGACGATAAAAATCGTTCGGAACGCCCAATGGAAGTGAATATTCTCGAAAAAATTGAGAAGTTATCGCGATCGACTAATCAAAGTGAAATAGTTGAGACCAAAATGCATTGTTCTCGTGCTTACGTTTTGCATTAAAAATTGGATGTTAGATAAATTTCGGCAAAATGAGCGCCGCGTTTGCTCCTTACTTAGGCTGTTTTGACCACTTTTTTGTTGTAATCCTTATAAGTTTCT
GCATTGATACATTACTATCGACGAAGTCTGAGTACTCTAATACACTCCAGAGACAAAAGAACGATGAAATCAATGGATTCTTAAAGACGAACGTGTGCGCAAGGACGGTGAAATCGAATGAGAAGTTTATAGCCACAGTTTTCTGAAATGCACGCAGAATCATCTATTTCATCGAGAAATGGGATAGCTGGTTCCCGGAATACAGTATTTGTATCTATGTTACATAATGATTAGCCAATAAAGGAAACTATCTTCCAAATCAATCTTTTACTTAGAAAAATAATAACTGGACAGTATTGCAAAAGCTTAGCGGATGGAGCGTTCAAATGGGAAAAATCAATATATTGAAAAAAAGCAAAGAATGA
ACATCCTCGAATTAAAGTTCGAGTCACCGGATTTGACTCGCAGTGTTTTTTTATTCCCAAACTTAGACCGCGGCAACAGATGCCTATTGGTCTTCAAAATTTTAGTTTGTTTGTTTGTAGAGCTAAAAGGAGATTTTGTCAAGAAATTCTCCTAAAATATTTTGTTTTTCTACCTTTTTCTAAGGACTTAGCGTAGTACCGTCGCAATAAAGTGTATCGGCGATAGTTATGTATATCCCACCCCCCTCCAGAGAAGTTTTCAATAAATCTTACTAACATTTAGATCAGCATAATTTTAGAAAAACAACTGGTGAGCTAAACTGCGCCTTTCAATATATTATAAAATAAGTTCAGACAAGACAAGGGACGAA
AAGGACAGTCTTTCATTTTTATTAATACAAGTTCTCTGGGAACCTTTAACGTCAGAAAAAAAGTAAATCAAGAATACCTGCTACTTCTAAGAAAAGAACCAACTTATTGAGCAATGAATATGAGCAAGTATACTTACCAGGTATGGGTTTTGTGTCGTTTCTACTGCATAAATCAGCCGGCAGATGTTATCGGCTCCCTTTATATGCTCACAACCACACAACGAATCACAACTTATACTAAACGAAACAAATTAATTAACTAGACAAATTATAATAACACATTCAAAATGAGACCTTTCCGTCCATCACAAACAACTAAAACCACTTGACCGTCGTTTCAGCGAACGGACAAAAATATTCAATCAACA
TAATGTGTAGATTACTACACCAGTAAGGCTTCATAGTGAAATCGGCACAAAACAACATCCTGTTTGGTATGGGTCTGAAATTTCCAACAAAAAAGTGAAGACTACCTGGACAAGGTAGTGGTGCAAATATAAGTATACTTGGCAAGTGGTTATAGAGATCCATAACAGAAAATGACACTGAATTCCGACATTTTGAATGAGCAACTTCCGCTTTATACTGTCTGAAAAAGACGCACAATATGACAATGCAGCAGGAGGTTTTCGGTACCATATTAATCAAGTCTACTGATAGATGGAAACCTGAAGAATATTATGCTGCAACCCCATTATATTAATGCTTACAAAACCGAAATTTTCAGCTTTCAAA
ATGTCAATCCAGCCGACCAGAACAATTGTCACAAAATGAGTCTTTAGTTCTGAAGTTACGATAAAATTTTAACCAAAGAAATAAGGCCGATATTAAGTCAGGAAGTTTCAATCAGTACACAACATATTAATAAATCAAGGACATTCTCCCTGACCCCAAGTTCCCAGAGCCTGGACCTTAACATACCCTGAACTTATAAACGAACAGGGTTAAACGATTCCGGAATGCTGCGTCTGTTCAGAGACGCAATTTCGAAGATGCGACCAACTCCATCGTCCCGACACGCATCATCGGAGTCAACATCCCCAAGGATCTTCAGGCGCGTAGACAGGCCACCATTAGGGTGGACGCCTCTCGGAGGTCGCTC
CAATCACCATACGAGCGCCCCTTTAGAGTGCTGGAATGAGGCGAGCACTCGCTCAAACTCGATGTCCGAGGTGGGCCGAAGTGGGTATCCATATCGTCAGATTCGCCCGGTGACCCCCATTGCCGAGATCATGCGGACGATTTGCTTCGCTGAACCCGCGCGGTTTCAGCTAGGAGCGGAGTGATATGGGGGCACATCGGAAGCGCGAACCTGGGCGCCATTGTGGATTCGCCTCCACCGCTGCATTTAATAGCCGCAGAGAACAGCTGACTGCGTGACATGAGACTTGACAACCGTCTCACAGGTACTCAAGTCTCGTCCGCCGACCAAAGAAGGCCAAGTTAAGATTTATCTCTTCAAATTCCAAT
CACTATTTTTGTATTCGAATTCGTTATAGAGAACTGTAATCAAATTGCGATAATTGATGTGTTGGTTAGATAAATGAAGTTCCAAAAAATCAGAAACAGATCTTGAATTATTGGAGAATACGGTTCCCCCAAAGAGCATAATCTGAAGACTTTGGTAACTTTTCAAGTAATAATTCAACGAATTTCAGGAGCTCCTCATAGCATAAGAATATTTAGGCAACCTAAACCCAAGCAAAAGTAAGCAAGACTGAATTATACTCAGTCATTTTAAAAGCAACGGTGGCTGCTTTCTATTCTCCTACGAAACATATGTTACAATGGTAGATTTGTGGTAAAGTGGAACCGAATCCAGCTTCAGACGGATAGAT
GAAGAATATTATGCTGCAACTAATCCAACAGATTAAAGAGTTTAAGGCAAAGATTTTGAAAGATGTGCAAATTTACTTGTACTCAAAGTCAAAACACAAAAGGCACAACCCATCTCCCCATGCAATCAATGATGGACTAATTTCCTTTGATATACAAAAATGGACGTTTGTTCGCCAGTTCCTATTATTCTGCGCGAAAGCGACCAACATGTCACGCAATATCAAGAAGTATTTCACATAGAAAATTACTAACAATGTGACGTGTGCAATTTGTAATTTGGAAACCTGAAAACGAGTGGTAATACGACCTTTTCGTCGCATTTCTGCGCCCACAGATAAAAATACATCCACTGATTCTAGCCACTGGT
GAACCAAAGCTGGCAACCGTTGGGTTTCTTTTAAAAAAATTGAATCCCGCTCCCGTTGAGCGGGACTCCTATGGTTTCAAAGGTGTATACCGCATCACGAAAAACTTGCATGTGGTCGCAAATTTTTCGATGATGCTGAAAGCTTAAAGGGCGGAAAAAACATTTCAACGCGGTTCTTAACAGTATCACATTCGGTGAAGTTCCACCTCGTGTGGATGAAATGACTAATCATTGCAACATGCGGGTGTGGCGGCACATCGGAGGTTCGAACCTAAACGCCATTGTGAATTCGCCCCTGCCGCTGCATTCAATGGCCGTGGAAATAGCTGACAACGGACAGGATAGACAAATGTCAAGAATCGACGGG
CTCCTCGCGCTCAAAAGCTCCAAGCATTCTTGAGTATTTTGCTGCAATCTGTCATCGGATACTATTTCAAACAAAGAACTTGGGCTGCGAACAGGCTTGTCACCCATGGAGAATATGACCCCAAGGTGAAAGGGGCAGTGGATATGTCACACTTGCATGATGGAATTCACTCACTAAAGATGGTCAACGAGTGGATCGGCCACAGAGCACGCCGAACAGTAGAAGAGGAGTGGCGGGCGTCTCGGGTAGTCCTGGGGAAGTAGAAACTCATTTCAGCAAACCGTCAACCACAGCGCGTAGACTTTATTGCCGCACTATACATCCCCAAAGGGTAAGTGGTAACCAGATATATTACAGTTGAAGAGG
AGGTTAAACCTCGTAAATTCGTGGTCAAAAATTCAGCGCTAACATGATACAAAGAGGACAATTGGTCCCCAAATAGAATCTTGGTTATTTCTACAAATAATTTTAAGCAATAAGGAGGAATTATCTTCAATCTGAACCTCGCTTAACTACGTAGACCCGTGGCGTATGCTTAAATTAAAAATAAACAGATAATGAACGGCATGATACAAGGCATTTGCACAGTAATGTAAAAGTCCTGGTAAGAACTGAGATTCAAATCCAACAATCAGCAATGGTACTTAGAAAGCCGGACCCCGCGAGAGAAGAGCAAATTAAAGAACCGAATTGGATGATGGGCTGCAATATTATAGTGTACAGGGCACCAA
ATGAAAACATTATATGCCTAGGGAACCTTACGAAACAATCTGGTACTTCCACCAAATACAAAATCGCATATCTTGCAGAGGCAACACTAAGTTCAGAGAAGTTAATCAAATTCGCAACTGCATATCATGCAATGGCAGCACTAAGTTCAGAGAAGTTAATCAAATTCGCAACTGCATATCATGCAATGGCAGCACTAAGTTCAGAGAAGTTAATCAAATACGCAACCGCATATCATGCAATGGCAGGACTAAGTTTAGAGAAGTTAATAACGACACACAATACACATAATTGTACAACGGACTTTGATAGTGTGCTATACGAAGCACCAATTTACGGTCATTATATGCCTCATAAAATAAGCCCAG
AACAATCTGGCAATTTGATCAAATCGCATATCAGCCAAATGCAGAACTAAATTCAGGGAAGTTCATGACGACATATGAAACAGGTCATTCTTATAGAGAGACTGCAATTGTAAATGTCCAAAAAAAAGTGAATCTCAAAACATAGATCCTGTCTTCGAGGGGATGCAATGAAATATCTCAAAAGATCTTATAATGAAATATCTTAAAAGATTTTGATTTGAAGAAGTTCTGCTGGAGAAGGCAGCAAGTGGCTGCCGAAGTACGTATTCAGTGGAGACAAAAATAAAGCTCGTTTGTTTTTGAATATGAATTCAGTCAATGCAAACGAGCCGAGCGCAAAACGTAATACTATTCAGGAACAATTTT
CTCTCTAATTCAGTCTTCTTTGTTCAAAAACTCAACAAGCGAAAAGGGGCATCTATATAATTTAATGCAGGAAACTTGGGAAACCTTCTCCAATTTCGAATATTGAAATCATGGATTTTCATCGTGATGTATAACGTCTTGTGGGCAGGCTCCAGCA
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PR1 - chromosome 2 NC-051850.1 GACGATCAAGGCTGTTGATTATAAAAACATCCTGGAAGAAAATTTAATACCTGCCTTCGAAGATCCAAGATAATTCTGCTCCTTGTCATCGAGCTCAATTGGTAAGGATAATTTTTTCCGCTAATTCTTATTCCATCCTCAACAATAGTCCGCAATTTCAACTGTCTTACCTTTCCTAATTTTTAACAGGTAGAGAATTATTTACGCGAACTCAGTGTTTCCTGTTGATTATGACCTGACAACAGTCCAGATCTTAATCCAATAGAGAAACTTTGGCGCATAATGAAAGTGCAGATAGCGAAAGAGGGGCCGATTAATTTAGAAGAGTTAGACAGAATAATCCAAACGGTTTGGTATTGTGGCGCAGCA
GGATTCGCGGCATTCGAAATTTATTTCAAATGTTGCGAATACGAGCGGGTAGATGGCGCCACCGGTGCTTTCCACACGCCACTGGAATGAAGAGCTAGCGGTGAGAAAGTGCCGTTGGTCGGAGGCAGAGGGACAGCATGAAGAAGAACCGGTCTCTTCTGCTTCCAGCCGTCACCCAAAACGGACGGTCAACACATCTCGCAGCTACCAGTAAGAATTCGCCACAGTACGAAGGCATTCCAGCGGAAGTCTTCAAAAATTTAATCAGTTCAATGCCACGTCGAGTTATGGCGGTTATAAAAGCGAGAGGCGGTTCAACAAAATATTGAAAAGTGCGGTTAATATGTACCAACATCGCCACTTGAA
AGATCAAACGTCAAAAGGTTTAAAGGAATTTAATACAAGTAAAATTCGACAATGTATTGCAAAGTATCTTTTAATAAACATGTGGAAATCTTACATAATTTTGTTGTTTGTAGATAGTCTGCAAATTTTTAGGTAAAAATTTTTAAGCGCAATAATTTGCGTTTCCGATCCCTGTCTTCTTAATGTGGCTGAAAATTTCGGTCATAAAACGATGTAATTTAACTTTTTCAATTTGTGAACATTGCATTGGCCGCGACTGTATAGTATCATAAATAGTTTGCCCGTGAGCTAGTGAGCTAAACATTACTTAATGTGCTTCATTGTGAATTTGTGACTCCGGCGTGGTCTGAACACGCAAGTAAATTACAACC
ATTTACAGATTAAATTACATTAGTTATTTATTTTAAATATTTAATTATTTAAATACGAATATTAGAACAAACAAAGTTGGGCAGACTGTGAGTCTGTTGCTCCGCGGGTTCTCCTGGTTCTCATTCCGCTATTGATAGTGGGACTCGAGTGCTTCCGCTTCCGGATCGGACGACTCTTCGTTTTCTCTAGGTAATCCGTTTATTTTCCCCAAGTGTCGTTTAATAACAACGTGGCAAACGCCTCCGCACTCTCCGTGGCCGCAGTAGCGGTGCGAGTGCTACCGTTTTGGCGACGTAACCCGGAGGTCTGATGCCACAAAATTTAATCACGCGCTCGTCGGCCTGGACGAGGAGTCGATTGGGCTCGTCGCC
GACATGCTCGAGGAGTGTTCCTACTCAGAGTTAAAGGGCAACTCACATCAAGTGTTAAAGCGATTTCACCGGATTTTCTCCAGCAGCCGCATCTTTGGAGCTAGCCCCATGAAACCCAGTCTGCCTGCGCATTTAACCTCTTCCGTCGTTACATCACATGCTATGCAAATGGCCTGTTTGGACATCACGAGATTCTTTTCCGCCTTTGCATCAGCATGTTACATACCAAATGGTATATTTGGCCTCGACATGACTTTCTTCCGTGTCAGCAGTTCGCAGCGCAACAGCAGGTGTCGATTTGTCGCCGACAACCAAATTTATAATAATAAACAAGTGTTATTGTGTTGTGTACAAGAACACTTTCAAAGCAA
TGTGTAAACACGGAAGGGTCAAACATAGGTGATTTTAAGAATAACGTTACTTTTAATTTTGAGTTGTTAACAAGCCTCTGAACAGAGCTAAAGGGTTCTATCCGAGAACACTTTATTACGCGCGGGAATTACTTTAAATCGCTTTTGAGATTAATTAAGTAAAAATTATTAATAAGAGAGAAATAGAATATTGTGATTAGAAAATAAAGGTTTGTTGAAGTGGAGTCGCGAGTGTTTTCTTTTACTTAAGCCAAGTCAATCAAGTAAGTATTATTCCTAACCCCTTTAGTGTTTTCTGTTTCAGTGGTGTTTGATTACCCCAACGTTCCGAAGTTAAGTTTCGGCAACCCGGAACGAGAGCAACCACGG
TCCTCTAGTTACACATCCAGGAGCTAGTGCGCGAGCTTGGCCAACGCCTAAGCAGGGTAGTTCACTGGAAGAGGCCGTTTAGGAGAACGCTGAAACATCAAGCGTCAAGAGTCAGCAAAGCTTTCTGAGCCAACTGGGACCAAGTCGAGGTTGAGCTTCTGAATTCGCTAAGGTTACAGCGACTCCCAACACCGAAGCCATATTGGCTTGTACGGACTTCGGATCCTTGGAGGTGTTAAAGAACATCGCTGACAAAATCCACGAGGTGTATGTACGCTCCGGGGCAGTGAAGTGACAGGACAACCTTGTACCGTACACGTTTGTTTAGTGAAATGACCATTTTAAGGTTTTGTATTAAAATAATTAC
ATATAAGATGAAATGTGGTATGAGCAAAATGTGCACAAATTTCAATATGGTTTATTCCATACTTTTTTTGCGTTTCCTCCTTTAAGGGGGGGGGTAAGGTATTTAATTTTTTTTTTTCATTTTTTTTTTTATTTTCGAAATTCAATCCGTAATATCTGAAGAATATTGTGTTAAATTTTCAAGTCAATTGGAGCAAAATTGACGAAGTTATGAGTATTTTTATACCTGCCGGATTTTTGTACCTATACCCGAACCAACCCCAACGCCCCGACCCGAGCGCGCTATTGTTACCCGGCAGATGTTTCACTCTCTATTAATGTAGTACCTTACCTCCCAGTTCCATCTATCGAAATTTCAAGGCAAGGACAAACGG
GTTTATACCTGATCTGTATACTTTGTCAGTGTGGTGTACAAAATTCAGTTAGCAGAAAATATCCTATCGAGTAGACGTATCCACGTGTTCTTATTTTCGCATAATTTCACCTCCGTTTTCATTCATTTTTGTTGCTAAATTATTACAAAAATGCCCAAAAAAATTGGAAGATCTGATAGACAATCAAATGGTTCGAGATTATATCGACCCAAAAAAATTTTACTTCCCCACAAACGGAAAAGCGAAGACATTACGACAAGAAGTGCGTCAGCTAAAAAAATAAAAATGACCGTTGAAGATCAAATTAGGGAGGATCTTGAACGACATTATAGGGTAATTGATTTGAAATGAAATGAAATGAAATTTTA
AACACTATTTCTGTACATCATTTACGAGGTAACGCTGTCGAGTTTTTTTTTTATTCATAATTTTGATTTTGCAATAACAAATTAGCCGATTTTATTCCACAAAATTGTGTTTTTCACTTTAAAGTGTTGGAAAAAATGAAAAAAATTTGGGAAAAAAAAAAAACTCGACAGCGTTACCTGGGGCAAACTATTATCTAACGAATGAACTTTGATTTTTTGATTTCAGATGATCCAGCACCAAGTTATGAGGGGCACCGCAATTCAACTTTTTTTCGAGACACGTCCGAACAATTGCGGCCATTGCCGTATTTTTTAATATTTCTTTGTAAAAATTTGATGAAACATTCTTCGAATGTCATACTTTAATGTACC
ATTGGTTGAGTAAATAAATTTTAACTGTGTCGTTAGAAAAAAAATCACAAAAACATGGCTTTTTTTGTACGATTTGACCTTACCCATCCCCCCCCCCACCCTTAAAGGGAAATAAAAACAAATCTCTCTAAATCTCTTTTTTGATAAAAAATTAGATTAGGTAAGCAAATAAGTTAGACATATGAGGCTGTGGCGGTGCAGTAGAGACGTGATCCTGGGGCACCATTATGAATTCTCCTCCGTCGCTGTATTAATGGCCACCGCAAAGTCGATATGTGGCCTGATAGCGGCTGGAAGACAAATGTCAGTTATGACAATTTTTGATAAAAAAAAGCCCTCAGTTCACGTCCGCCCACATGATAAATCGTG
TTATAAAAAATAAGAATGTGCAGTGAAGAAAATAAAACTTTGAATTGAAATTTGAATCGAAATAATAATTATTGGGGAATAAAATCCCAACAAGACTAAGGAATTAGAACAATACACAGATAAACTTAGGTTTCAAAAGTGAAAACTTTGTTTCATTGAACCTAAATGTAGGGCAGAGGTACAGATTTTGGGTTCCTCTGTCTATACGGAAAAGGGTTTACGAGCTGTCCGTTCCTACGATTCCGCGTATGCCAGAAATACAGTGCTAGAGCTCCTCTGGGAGAGCGGACAACATCTTCCGAGCTATCCGCCCTTGAAGCTGTTTTCACGTCAAGGCTCCTCTGAGATAACATCAGCGGACGACCGT
GACATCGCCTCACATCACACTACATAACCCCAGTGTGAATAAATCACATGCATTGCATTTCTTGCATGCATTTCTGGTTCGAACAAAATGTGTGCATATGGATATGAGTAATGCATATGCACACGGAATGAAATGTGATATTTGCGAGCACGCGCCTCATGAGAATTAATAGTAAGTGCAGTATTCGAAGTAATTTGGTGGTGAATTACTTTCGAACCAATTAGGTCAAGTATTGTTGTTGGTAGATTTAAAGTTATTTTAGGTTTAAGAAATTGTATAAAAGAAAACGAAAGGAAGAAATAAATGTTCTTATTGATTCTGACTTTGGGCAGTTTACTTTCTGCATGCCGTATCCTCGCGGCTAAGTTT
AGATCATAAGATACCATTAGTAACCACGGCAAGTGTTCAGGGATGAGCATATTACCATCTTATCTGCGGTCCCACCGCTTCACTAGGTAAGGAATATTGATTCCTTGTGTTCCCTTCTGATTGTTTGAATTCTTTCGCTAGCTCCTTGCCATCATCTGAGGATAACTCAGACGGCTCCATTCTAAACTGCGATCCTGCCAGCTTTAATATTACATGGCGATCCTGCCATCCAACCTTTAATATTACAAAAACCTGATCCATCAACAATACCAGTTAGGCCAACGGATAAACCAATTGGTGACTTTAAACACGATTCGAGCGAAAGGAAAACTCTAACGTACAATAGTGAGCGAATAGCGAAAATTCCAGA
GCCAGGAGATAAGCTAACCAGAACCAACGACGAAATCCTGACAATGGAATTAATGCGACTATCTTCAAACGAACTATTGTGCAGGAAAGAGAAATGTGGTTTCCATCTACACAAAGCTGTTCGCGAATGAAGCAGTTGCTTTCACGGTAGCAGTCATGTCAGCAGGCGGCAGGAAAAGGTTAAGTGCAAGCACTGACGCCACAAAGGTGCCAACGTTGACATCTACTCAAAAGGAGTTGCTACGTGATCAATGCTCTGTAATCAAATCATTAAAGTGCTAAACAAGTGATGTTAAAGCCAACAAGGTGTGGCTCACCCACAATCCTTTTACGTAATGAGGTCCGACAGCCTCAAGCACCACATGG
AGGATTTGATTATGAATAATACTACGTTGTGGGTTAACAAGGCCCTCGACGGTTATATTCCAGACGATGTCGAACGGACGCAAGTGTGAATCGTGGCGGCCATGACATCGCAAAACAATTTTTGACAGCGAAAATTGCTTTTCGGTGTTAGTTCGAGATAAGGCGAGCCCGAGGAGAGAAGGACTCCTCTCAGTCAATTGTTAATTTTAAATATAATAAATATTAAATTAATTGTTTAGGATAAGTGAGGGATCCTATGTCCACAACCAGTTGTTGTTGGACCGGACCAAATGGAGAGCAACTTACGCCCACATCTCTTTGGTGCGCGGATCCCTCGTTTGGGACATGGCACCCAAGCATTAAAAAAT
TATAGGACAAACGGTCTCGTCCAGGGCCCGCTGTCATGCTGCTCCCAGGGCAGAGGTGAGGCAGCGTATGACGAGTTGCCTCTGCCCTGGACGAAATCGTTTGTCCTATAAATATTAAATGTCAATTATACCTAAAGAAAAATAAAGTATTTTATCACAATTGGTGACCCTGTAAAAATTAAAAATAAAACAAGTACGATTCGTTGAAATTGTTTTTTTTTTCAATAAGACGGATTGAAGTAGAACCAGCGCCAAATATAAGATCTCCGGAACAATTGAGCCGTTAATAGGGGTCTACAAACCTGCGATTAAACTGCGACATCATGACTAAGCGACAAACTAAGCAAATCGTGCAGTTCATGCAGAT
TTTTATGCAGACCGATTGACTGTGCTTAGTCAGACGTCGTTCGAACATTACAATTAGGGTGAGCTACCGCAGAGTCACCACGTCATCTGACTCCGATAAGCTAGAAAGGATGACGGGGGCGACTCGTCACGTAGGTACCAGAATCGGCTCAGGGCTAGTCCTTCCCCGTCAATCCCGCACGCGTTAGTTTTTTTTTTTATTTTGTCCCCTCCCTTATTAGTCCGTTTAGCAGTTTAGCTGCTTTAGTGAAGAAATTTACGGTGGTATCAACCCGCCTCGAGACTTCACATCTCTATTAGAGTAGTTTACCCCGGGTGAGTTTGGTTTTTTTAAATACTGAGTCTAGGCACATGAGTAAAATCTGTGCCCTGA
CAGGGAAATAATATTTAAGGATCAAGAACCAGCATCTACCCAGCTCCAACTTATATACGAGTATTACCATTTTACTCAATTTTATAAGAACTTGTAATAACCCAACATGGCAACGACGTAAACATGGAAATGCCCGGTTTTTTTTTTGTCAACCACAAAGTTGTCACAATCGGATCTCCTCAACGTAGGTCGTATGCGGCCCACTCACCATCTTCAACCCATTTAGTAATTATAAACGGCGCCCAACGTGGGGGCAGGAGAGGCTTCCTTAAGGTGACATTGTGATCCTGGTGGGTGATCTGAATGCTAAGATAGCATGTGATGGGGAAGCAGTTTCGTTGACCGTAACTATAGTGGTGCGAGGTTTGT
GGATTTTTGCAACTTACACCGCTTTGTTACTGGTGGTGTATTGTTCAAGGAGAAAGCTTCCCATAAGGTCAGTTGGGTTTCAACTGGCCGACACCTTAGAAGCAATCATAAATGGCCAGAACACCAGTAACTGATTTGGGAGTTGTCTTCTGAATGTGCGTAACAAAAGAGGCGCTGACATCGGTATCAAAAGGGTTCATCATTCAATTGCGGCTTGCCTTCACTTGCCGTTTCTCGTATGGTTGGGGAACTCAAACCCCACAAGTTCAACATCGACCGATTATATGATTCAACAATCGTACCACAAATACTCTGAGTAACCCTCCTCAGAATATCGATCAGTAATTTTTCCTTAGAGATACGCAGGTGG
TTGGCCACATCCTGATGGGGTGTTACAAGATCTAACGAACTATGGAATCATGGAAGCGAATTGATAAACGGAAGGGATTGAAGGGTCTTTCAACTACTGTAAGTAACAACGAGCGTGACGCCTTCGAGCTCCACTACCGAGCGAAATCCTGGTAAATTCAACGCAGTGCGTACATGACAAGAAAGAGTTTACTATTGCGCTGATCAGGGAAGTGAAAGATGCCTCAAGTCGCAGTGATTTCAGACTAGTATACTGTATCACAAAAGAACTTGCATGTGGTTCCAAATATGAAAGACGTTAACGATCGTTACGGGTACCTGAGGAGGTGGAAGGAACACTTAACCAAGATTCCTAACCGTATCACAT
CCGATGAATTTACACCTCTTGTGGATGACTGGTCACCGTAACATACGGATGCGAACTGCTCCTCCAAATAGAAGAGAAATCATCTCTGCTTTCGATGCACTCAAACGGAACTAGAGGCTTGGTCCTTCCATAGAACTATCAATCGTTACTGTAGTATTTTCATCCATATGGAAATCTTGGTAATTCGAGACCTTACACAAAGAAGGGCACCCGTGTTGAGTGCGACATTTAGCGAGGTGATTGTATGCTTTCACCTGCTTTTCATCCATTTCGAAAAGGTTTTAAACAGCATCGCCAGGGAATCTGTGTGGAGTACTTTTCGCAGGAGGGCATTCCGGAACAAATAGCTATTATAAGAGCGACTTATGA
AGGCAAGAGTCGTTTGTTGTATATGTCCTGGAGATTGCATTCCAGAAGCCTCTTGATCTACGGGCCTTTGCGGCTATAGGTCGAAAGTTATTGCAGTCCGAGCATCTGTGGAGTGCCCTTCCCTACCTTTATGTTAAACGGCTATCTTTTCGTTCCAGAATTCGAAAAATTTAATATTTTTTCTTCTTCGTAGTCATGAAGTTACGGGTGAGATGAATACTTGATGGAATACGGAGGTGGTCAGCCACATGCTGCGTCGTTGTTCCGTGCTCAACAATTTGTGGCGGCACATAGGAGGCGCGAACCTATGCGCCAACCGCTGCATTCAATGGTCGCAGAAACAGCTGACGGACTGACATGAGACTGAGGC
GAATGAAATGTCAAGAATGACAGTTTTGTGTCAAAAGAGAGTGGAGTCATGTCCACCGACCGGAGAGAAAGAAATGTAACGTTAACGGATGGAACAATATTGGAAGTTAAAATACATTATGGTGAAGTTGCTATTAACATAAGTGTTTGAATTTCGTGACACCAAAGTGGTGACCCCGACGTGATTTGAACATGCAACCTTCTGATTTAACATTTTTGAATGGTCGCCGACGATAAAAAGAATCAATAAAAGTTGTACCCGCTGCAAGAGACGGCGTCGACGTCTTTTGGGGATTGTTCATCGGTGGTTCTCCTCTTAGCGAGGTATTAGAATTATTTTCGGTCTGCGCTTAAAAGCGTCCGCTTCG
GTGGTTTCGTTTTTCGATTTTTCGCTCGTGTGGACATTTGTGGGTGTGACGTGCCATGTCGACTAAGGTCAAATCGTAATTCCGATGTCGTTACCGGATTCGTCGTTATATCAGTCCAGACCGAGGCTCCTGTTGTGGCTTTGTAACAAGTTGTTTTCCATGTATGGTTGTCAGCCCTACCCAACCCAGTTGGTACAATTTGTTCCGTTTTTAGGCGCGGAAGACTCGCCTTCATTCTTCTCCTTTTGCAGTTTTTCGTTAAGAAAGAGCTCTAAGCGATCAGCACGTGGAGGTGGAGATAGGGTTTGAAAGTAGAGCTGTGGCGCAAAAGGGTTGACAGTTGCCACCACCAGTGTTCTCCGTGGCGGAGTA
GGCCTTGATGTATGGCGAAAAATGATTGAAAGTAAAAAGTTATTAATGACATTTTGGGATTTTCAAGAAAGAGTTGTAAGTATTGATGTAAATAAAAATAAAATGTTTTTAATTTAAACTAAAGAGCTGTTGCTGCTGGTTCAGCAGACGTTTCCCAGTTTTTATGTTTCATCGTGGGTACCAATCCAAGTTTTGCCCTCGGATCTATACTACCCTTTGACAACCCCCTGGTCGTGGAAATTTTCAATTTTCCGTGATTTCGGCCAGCCCCTCTGACCGTCGATTTTACGCGATATCTCGCGTTTCTGTAATCGTAGAGTGAAAATTCTTGCATTTCCTGAATCTGGGCCGCTTCCCCGTTCGAATGAGGTT
GACAGCAATCCGATGATTTTGCTTTTTTGCCAATTTTTACGACCCGGGAGTCGTGGAAATTTTCTATTTTGCCTGACTTTGGTCAGCCCCTCTGACCGTCGAGGCAGCGAAGGTAGTTCTGACTTTAGTGCTTCTGGACATAATTATCTAGAGCCTGGTAATGAATTAAATAATCAATCACCTGTAGATTTAGACGATGAAATAGCTAGAGAGCATGAGATGGTTAAAAAAAGTGACGCTCATGCTGTTTCTGATTTTGTAGGCGATGCCGTAGAAAATGAAAATGTTCACTCGATTGTCGGAGCAGTAAGTCTCGAGACGAATAGGCAAGTAGAAGCTATAACGTTGTAGTGTTGTATCCTAAAATGG
GCCCTCAAGGAAAATATACCATAGAGGATCGTATAACTAGCTTCAATTACAAGGGTATATTCGGGTATAATAAAGGTGGCACGAAGGCTACGTATAGTCAATTTAAAACTGCGATTAACATGGCAACTTTTTTAAGCAACGTTTTCCAAGCGATTTTGTAGTGACCGCGGCTGCGCGACGGGAGCGGAATCTCATTCGGCTCTTTCTTAATTAATTTGCTTAAACAATGCATTTAATAGTGTGCAATTGCCTTAATGTTCGCCGCAGATTGCACATTATTGAATGCATTCGGGCGAATTGATCTTGACAAGAGGCGAATGATTTGCCGCATCCGCATGCGCATGTTGCCGCAACATTGCCTAGGAGTGA
GAAAGGCTATGTAGCGGGAAGTGAAGCGGTGCAGTGAAAAAGAACGAGGAGTTGTGGTTGGGCTTTGTTTGAAGGCAGAGGAAAAGAAGAGGTTCTTGTGGAAGCGGATGAAGCTGTGCGGAGGTGAAGAAGAAAGTTGTGGTTGAGCTTTGTTTGAAGGCAAAAGAAAAAGAAGAGTTTCTTGTGGAAGCGAGTGAAGCGGCAGAAGAAAACATTGCTCTGCTTTGTTGTGACGGGATTGATGGTGATTCTGCAAGAATTTACGCAAAACATCTGCGGAACGCCAAGTGATTCATATTGTGTTCACTATGGAAGCATCCAATTAGCGTAACATACATTGATAATGATAAACTAATTTTTTTAT
ATAATTGTGTTCCTTATCATATCGTTTTTAGAATTTCGTATACCAGCATCAATCCGAGCTCGGAGTGACGTCCTGAGTGAGTTATTGTTTTTATTTTTTTTTATTTGTTTTTTTTTTTTATTTTTTATTTATTTTCTTTTTTTTTATTTATTTTCTTCTATTTATTTGAATTCGATCTATTGTTTACTTTTTTTTATTCTCATCTTCTTTGTCTTAACTTGTTATGAAATTGGATGAAATGTTGAATAATGATGCGCAGATAATCTAACCGTAGTTTGAGGACTTCCTCCCTTTCGTTCCTCCTTACTCCCACGGAATTTCTAAAAAGGGACATCCTCAAAGTGAATAACTGGCCTGAGGGTGTCGAGGAAGGGTGGG
AACCTCAGAGGCCGCGCCTCATACAAGATCTGAGGCGGAAGAGACAGCAATTGAGACGGTGATCCGTCGTGGATCTTCCCCTCCTTGATCGCGGCACTCGGGTCCGGAGACTTACGGCTCCACACGCGCGGTCGAGCCGGTTTTTTTTTCTATTTTCCAATTTTAGTTCGCGTTCTATTATTCGATAGGCCGTCGCGAAATCTTAATTAATGTCTATTTTATAATCCGGTGCGGACCCACGCATTGGAATAGACACGTTGTTTTGAGTAATGAAGCGTGAGGGATCAAAGCGCTCAAAGGACCCCACCCACATTCCCGAGCCTGGCTAGCACAGAGGCGTGCAAGAACGTGTCGACCGAGCACTTTGAT
GAAGCTTCAATCTTTGTGGGCAGACCTTCACGGTCAATTTAGACAATGTGTTTAGATTTTTGGGATAGCTCTGCCCTCTAGGTCATTATCGGCCACGCAGGATGATCGAACTGATCTCCTATTATCACTCTTATCATTACAATTTTTACTTGGGGAGAACGGAAGATATGGGGTTATCCTCTACCACGCCCGAATCAAGTTTGCCGAAACCTATCGATCCCCAACCTGGACTAAGTGGTATGGCAAGCAACCGACCTACAACGGAAGTTCAGTCGCGTAAGAGAGTTAAACTCGATCAGTCGCAAATTGTTCGCAAGCCTGAGTCCCGTGAACCACCGACAAGTATTACCACGGCTGCTCCAAACTCATC
AGAAAGTGCAGCTAGTGTTAACAGAAGTGATAGCTCAGTGTCGCCATCAAGAGCAATGTCTGATAGAGAAGTGAGAGAAGTCCCGTTTCTCAACCAGGAGAGATCGAAATGCAACAACTAGTGCCGCAGGGCCCTCTGGAGGAAGCGGCATAACAGAGACCATGTTGCAGTATTATCGTTTAAAAGGATTCTCCTTTGAAAACGGAACATTCCGATATGAAAATTCATTCGGTTTGCGATCGTGGGGAAACGCTCCATTTCAAATAAATGCTACAGCAACTCACAAACAAAGTTTTTAACTCCTATGGTCTCGTTACCTGTGGACCATTTAGCGTTTTACATGCCATTTTCTGCATATAATGTTCTCC
CGCCAGGAGTGTCCCTGTTAAATGTCATCTGTAAAGCAACACTGGTTGGTCAAATGATATCGCTTAATACCAACTCCGCCGCCAGTGGGCATATATGTCTTCCCAAAATGCCAAGGAACTTGCAAGTGTCATGGAGGCATTCGGCGGAAGAAGTAGATGTTGCTCCGAGTGCGGCACAGAAGGGGCCATCGAACCCTTCAGCCAACGGTTCAATAAAAACGGGGAAGAAATTAAAGATGGAAATCGATCGTCCGGAGGCGCTTTTGATCCTCACGCCCACATTCTGCACGAAAGGCGCTTCTCGGGAAGTTTCTGCCGATGCGCGTCGCTTGCTGGACTCGTTGTTAAACGAAAGTCCGGGAGACTA
CGTTATTGTTCAGAACTGTCCAATGAAGGTATCTGCAATCTCGCAAACTATCTCTTTGTGTCAGGAGGATGAAAAAGTATGCGGATTTGAAACACGTTGCTCCAAGAAAGTGCAAGAAATGACAAGCTCATGAATAGTTGCAATCTGTCCGCTTACTCATCAAACCCATTGCGTTACTTGAATTCGCAAGCACCTCTCAGTTGCAGTGAGCATGTGCTCCGAGACAGACTGTCTTACTTCGTAAGTTTTCCTTTATCTTTTTCGAAAAAAAATACGATGTTTGCGTTTAGCAAAAGTGGTTTTTGTTTCTGTTCTTCGAGTACATTTCTTTATAATTCATAAATTTTTCGGTGTAATAAATAATTCTGCGTT
CTGGTAAGAATGATGTGAGTTCTTTCTGTGACATTTGTGGAGAAGTGAGTTTTAAGAATCAAACGATTAAGGATACATTGATTCGGAAAGCTTATGAGCATTATTTCGGTTGTAAAGTCGGGGATCAGGACAAGGCGTGGGCCCCAAAATTATGTTGCACTAATTTAAGTTCGTGGTTACCTGGGGAATCACGCACAATGTCATTCGCGGTACCAATGGTCTGGGCGTGAGCCTACCCCTCATCCCGTGGACTATTATTTTTGTATGACGGCAATATCTGGATTCTCGCAAAAATCGAAACATGCTATAATCGAATATCTTTTCGGCAATTAGACCCATCGAACATAGTAATTTGTCACCTGTGCCCAT
ACCACCCGAAAACTACATGCTGATGATGAAAAATCAACAACTGAACAGAATGCGCTACCGCCGGAAGAGGAGGATAGATGAAGATAAAAATTTCACGCCTAACGATTCTGTTCAAATCTCCCGCTTCTCAACAAAGTCAAAATGGATTTCAAGCGGCAATTCACCAGGACATCATTCTTATGAACCCAACTTGTGTAAATTTACAGCGGTTCTTTTTCTACATCTCCGCTTGATGTTTTATCAGATCTGTTTCGACGCGTAATTCGCTGTTTACTGTTTTCTCGTTCTCGTTTTCGTTTTCTTTCTTCTCATCCTGCTTTGTGCGGGCAATAAAATTAATCAAAACTAATCTTTCGTTTTGTTTGTCATATCA
TCTCGTTCTCACCCAACCTCGAGTTTGGTTGAATGTTGAAAGAAAGCCGGTCCCAGTATTTTCAAAGAACGCATTTTTCGAACATTGTATTTGAAGCGTTTCTCGAACAGATTCGAACGAACCAAAACTTTTCACACCAGAAGAATTGAACGACTTAGTCCGGGATTTAGACCTGACTAAAGTAAAAGCTGATCTTCTTGGTTCACGACTGCAGTAGAAAAAATTTCCTGCAGAAAGGTGTCAATACTACGTTTTGACGTGATAACTTCTTATAAATTGATGAACACCGGCTGCATGCATGAAAAGGTGTATCGTTTCGTCTGAGCGTGTGTGGCGCAGCGGAGTTAACAGCATTCGAAATTTATTTCG
AAATTTGGAAGCGAAGTTCCAGATGTCCGGAATAATGGCGGACGCGAACAAATTTAACCACGCGATTCTAGGTCTGGAGGAAGAGTCTATCCTCCTGGTGGCAGACACTGTCGAATCGGCCTCCTACACACTGTTGAAGACCGAGTTGCTCAAGCGCCTGTCGGTGAGTCACCTAAGCTGGATCACTTGCTGGCAGGTTTGACGTTGGGGAATCGAACCGTCCAAAATGAGGCAATTGGGTGGAAGCAAGATCGACGACGGCTTGTTGAAATCACTCTGGCTGCGACGACTCCCGGAGAGCACTCAGGCGATCCTCGCATGCGTTTCCGGTTCTTTGGAGGCACTGGTAGCTGCGGCCGATAAGGCG
CACGCGCGTCCAACAATAACGGCCGTTCAGCCGCCTTCTGACGAAGTTGGCGAGTTGAAGCGTGAAATAGACACGCTAGTTCCCAGTATGGCTGAAATGAGGGCGATGTGGGACGCTCAGCGTTCGGGCGCCAAGTCGCGAGCTCGAAAAGAGCGATCGGGTAGCAGGTCGTCAAGACAACCTACGGACCAAAGCATTTGTTGGTACCATCGCAGATTCGGCGAAAAAGCCACCACATATACGATCCAGTGTAAATAATCTTGTTGATACTGGTGCGGAGGTTTCGGTTCTTCTCGTCCCCCGGACCACCGGCTATTCCCACAACCTTTAAAACTCACAGCGGCAAATTCCTCGCGCATTAACACCT
ACGGTTACAGGCACATCGACGTAAGTCTTCGCTCGCGTAGGACGTTCCCGTGGCGATTCATCCTAGCGGATGTCAGCTTCCCCATTTTAGGCGCAGACTTCTTGGGTCACTATGGGTTGTCAGTGGATTTGCAGAACAGGTCCCTTATAGACTCCACAACCAATCTTAACTCGTCAGCCAGAATCTCATTACACCCCACTTTTGGAGGACATTACTGACTCTCGTGTTCGGGCACCCCTCCAAAAGTTCCGCCAGATTACTACCGAATGTAGTCTCTCTAAACCAGGGAAGCACAATGTGCAGCACCACATTAACACCACTGGTTCCCCTATCTTCTCAAAGGTGCGTCTTCTACCACTCCAGAAGCTGGC
TATTGTACGGACACCTTCAGACACCTGTTGGTCTTCCCCACTTCATATGGTCCTTAAGCCAAACGGCGAATGGCGCACCTGTGGGGATTATAGAAGGCTAAACGCACAGATCGAAATTTATTACGAGTGCTGTTAATTCGACTGACAGATGCTACCACCGGCGTTCTCCGTGGCGTAGTAGGCCTTGCCAACTAACCGATTAAGTTGCAAACCACCGACCGGGCAGGTTGTTTTAATTTAACAGAAAATATTCATTTTAAGTTAGTTGCTAGCGTTCGGCCAAACTGGTCGCATTAAAACTTAAGAATTTACTCGTCATTCACAGAAAGGAGAAGAACTCCTCATATTATTCTGTGGCGCGGCAGGATC
TGCGGCATTCGAAATTTCGCGGGGGGTCTTGGCGACGGCCACCCAGAGCGCAGCGCCACGTCGCCTAACTATTTTCGACCCCCTCAGCAGGCGCAACTACCTCGTCGACACGGGTGCGGAGGTTTCGGTTCTTCCCGTACCCCGGCATCATCGACTATACCCACAACCCCCTAGGTTTCGTCTGGGGGCGGAGTGATGTGGCGCGGCAGGATCTGCGGCATTCGAAATTTATTTCGAATGTTGCGGATGCGGACGGGTAGATGGCGAACTCTCCACTCAGTCATTTTCTGAACGCACCAGAGGAGTGGAAAATTAGCGGTGAAAAATGCCGTTGGTTGAGACAGTAAGGACCGCATGGAAATAAGTC
GGTCTCTTCTGTATCCAACCGCGGCGCTGAACACATCGGCATTAGATCGCTCGTGACTGAACAAACTTATTAGGTCGCGTTTAATTCACCAGTGATTAAGAATTCATCTTTTTGTTTCGGTTTTTATCATATCTCCATTAACTGAGATATAATCTAAATAAAATAATAAAGTGACCGAATAATTCTTTAATTTTAAGTTTTCAGTTTAATTGAATTGTCATTGTACTCGTATATCCTTCATGTTTTCAGTAATATTAAATGAGACAGATAAGCAACTAAATGTGTTTGAGATTTGATGACAGAAATACACGTGACAGGTCTGACAAGTATGCGCCCATTCGTGCCTTGTGGTCTGTTTTTATTGATAACTGT
CGCAAAAACTACACCCCTCACATGTATTTGACGATTATTGAACTTCTTGGTTTTCGACGAAAATGTCCTTTCAGGGTGTATATAGCCTGTAAACCTGACAAATACGGCCTCAAAATTGTAACAATGTGAGTAGTAATAGACCAATCAAGCCTTGAGATTTCAGTAGGTGCGATAGGGATAAGATGCGTTGTGAGACCCCCCGATTGGTCATAAGGGTGGTATTGCGTGGCCCCCTAAGCATCGTTGCATAAAGAAAATGGTTTGAAAGAAGGATGAGGATAAGACACGGTTGACGTTGGTTGGTTGGGCGACAGGTGTTTGATTGCTGCAATTATGGCTGCCTGCTGCTGATTGGCTGGGGTTATGAG
CATGAGATACTGTGGTGTTACCAGGCAGGTTTATTTTGCGTGGGGCCTGAGTCGATGGAAGAAATACTTCATTGTCGTTTCGCTTTTACTTTCGCGAGGAATGCGGATAGTAGAACGTGTGGATCTAGGTGGAAGTTTGCATGAAGGTTCAGAAGAAGGATTAGACAGTATACTGTTATATCGTTTTTACTTCCGCAGAGCATGTGGATGGTAGAACGAGTAGGATCTAGTGGCGGTAGTGTTGTCAATGGGGCTTTTCAGTAAAGTTCGAGTTTTTTTCTCAAATCGTTTTGGTTTAAGGTTGACTTTTGCGACTTGGTTGCTCGTAGGAAGAATCGCTGGAGTCTATGTATACCGATATTTCATATTA
CGTTTATGTGAAATCATTCACCTTTCTTCCTAGGAAGTCAATAAATAGTTCGTTTGCGTACAATATTAAATTATTTATTCATCTTTTTGTACCAATGTCAGTTTCAAGGAACCACCACTAGCCTTGTGTTTCCCTTCAAAAACAAAGTAATGATGATGAATTTGGTCAAGCTCTTTTACTTGCTTCCGGTTTTTGATGTTTTCAGTAAAACGATGTGGTATTTTCCTGAAGCTAGACATTGTAAATTTTTTCCTTATCTTCGTTAGGGGTTTCCTTTTTTTCGAATACCCTTGGATCATTGAAGTGGATATAAAGGACGCTAGTTGGTTACTGTAACCTTAGTTGAACGCTGAAGTTTTGTCCGCCAATACAGC
GGTAAATAGAAGTTAGTAAAACAGGAAATAGAATTGAAGTGTGTTATCGATTGACAAGTGTTGTTTTTATCTGCCGATACCGCGATAAATAGAACTTAATCAGTAAAACGGTAAATAGAATTTAAGTGTTCTATCGGTTAATAAAGTGTTGTTTTATACACAGTGATGTTTTGTTAAATGTTGTTGTTTAAATACTGAAAAGTGATGAGTGTTTTTACGTATTTGAACAGCTCCTGAGAAGGTAAGTTTTATTATTTAATTACTAGCATTATTTATTTATATTTAATTGCTAGTGTGGTGCGGCAGGATCCGCAGCATTCGATGGCGCGGAACTGGCCACTCATTTAGAACTCGCCACGAGAGTGGAGA
GTTAGCGGTGAGAAAGTGCCGTTGGTTGTGAGAGAAAGGACCGCATGGGAATAAGCCGGTCTCTTCTGTCTCCAACCGTGATATAGAACACATCGAATCGAGTCCGATTTATTTTGCACGTTTCATTTTTATTCTTCCATTTACTGTTGCTACAATAACTATAATTCATCTGTGATTCTAATAAAAGTAGATCTTAATCAACTAAAAGTGTTGTAAATGAAAAAGCAGAATTGGCGACCAAAAAATTATAGTAAATCAAGTGATTAATATATTAAAGTGGTGACCCCAAGAGCACACACAAAAGAAAATGACCTGAAAAAGTGAACATCAAAGTCGTCGTTTTTCATCTACATCCGCTCGGAAATATT
TGTATTTATACAATTCGTCGGTCGTCAACGGGAGGCCCATAGTACAGCAACAGTAATGAAAAAGAGAATCGAACAGCGGTAGCTGCAACATCAGCAGAATTCACAACATCTACCGACACCTTCATCGCATTATTGAATGAATTTGATACTTCATCGCATTATTATAATTCATAATAATTAGAAAGTAATTCAAATATTTTGTTAATTATTTTCAGGAATGAATTTGATATTTTTATATATGTAAATTAGTGAAAAAAAGCAGCAATAAAAGTTATACCCGCTGCAGGAGACGGCGTGAAGTGTTTCAAGGTGTTATCTCATCGCGGGTTCTCCATTTTCTCGGCGAGTATTTATTTTCGGTCTGCGCTAG
CGAGCGTCCGCTTCGGGTGTGTTATCCACTTTGTTCGTGCAGTCAGTTGTGGGTGCGGCCTGCCATGTCGGAGCAAGTTCACCGCGTTTTCATTATAAACTCACCGCGTGTTCATTGCAAACTCCTACTTTTTGTTACTCAAGATGTCGTTCGACAGCAAAGACGCGGCAGGCAATTATAGTAAATCAAGTGATTAATATACTAAACTAGTATTATTTGTATATCTACTTTTGTATTGTGTTAAAAAGAATTAATTGTATTTCGAATGTTGTTAATGCGATAGACAGATGCCACCACCGGTGCTTTTCGTGGCGTATTTCAACTCACCACGAGAGGGGAAATCCAACGGTTGAAAAATCCGTTTTCGCTAA
GCAGGTCTTCCAACCGGTCTTTAAAAAATTACTTGACTTAGTTGCCAACAGTCGTGTAAAATACTGTAAACTTATCCACTTTATCATTGCCTACTATGTAATATTTTCTCTAAAAATACTGTAAACTTATCATTGCCTACTATGTAATATTTTCTCTAAAATACTGTAAACTCATATGTACCGGCCTACTAAGTATAGGTAAAAATTGTATAAAATAGGAAATATAAATTAAAAATACGTAGTTCGTTGGAACTATCAAACTCAAGCTTAACGTGTTTTATTCTGTGGAGTCCAGGCAATTTGCTGCTCCCAAAATTTACACTGCTTGACTAGATCATTGTGGAGTTCAGGCAATTGCTGCTCCCATAGCTG
GTTAGTCTGGAGTTTTGGCATTTAGCTGCTCCGACTAACCATAATCTAATCTAGAAAGAAAGAAGAGTAAGGTATTGCCAAGTGGACTGGCAACAATCACATAAGGTGGCACATCACAGGGATTGCCAAGTGGACTGGCAACAACCACATAAGGTGGCACATCACAGTCGACCGTGCTGGTCGCCTTAACTAAAATCGCGCATGGAAATATTACTGCAAAATACCTAAATTGTCCCCATTACATAGTAATAATAAAAATTAATGTCAACCTTGAAACTTCCCACAATCTAAATATTATACATACAGCCATCGCCACGACAGCATATAATTCATGAATCACAAGGGCCACGGGCCAGTTTATTACCTC
GTACCTAATCCGCAAATACGCAATGACATTAGAAACTCCTGCATACAGTCTTCTTGGTCCAGCGTTACAAGTAATCAGGACACTAGGCAACAGTCCCACTTGAGCGCAGAATAAGCTAGAATTAGTGAAAAACTTCAGCGTTCTAGAGAACTAGTCCTCTTGCACTGAAGTAATATCGACAACTAGTATCTAAAAATTGTTTAGTCCTATTCACATAATAATGGAATTGTGGCGCGGCAGGATTCGCAGCATTTGAAATTTATTTCGAATGTTGCGAGTGCGAGCGAATAGATGGCGCGGATCTATCCACTTTGCGTAGCACACCACGGGAGTGGAAGATCGGAGTAAAGTGTGCCATGAGAGAAAA
AACGAATTAAAAAATATATTCCTGATGTCAATTGAAAATTTTGTTAAGAGAGTTG
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PT - chromosome 2 NC-051850.1 GTTTAACTAGCTGACCCGCCTTAGAGGCTATAAATGTTAAGAAAAGTGAAGTGGTGGTAAAGAAAAACGGCAAGACTTTGACGTACTAAAAAGTACAAAAGTATAAAAGTTACAATATTCAGTAGTAGAAAGAAGTGAGACATCTAGTGTATGCATGTAGAACTACTATACATATAAATGTACTGCTTACACTTAACACGCCTCCTTACATTTATATGTATTTACTTAAATTACAATAATCAAAATGAATTTTCAAACCTTACATCAAATTCAACATACTTCGAAAGTTTTCAAATTTACCTTTACATAATGATTTTGTAAATATATCCGCTACATTATTATTCGATTCGACCTTTACAATGTTTATTAT
ATTTTCTTTCACTATTTCGTGTACATAATGATAATGAACTTCGACACGTTTTGAGTTTTTAGTAAAATTTCCATACTTCGCTATGTTTATTGCACCAGAATTATCCTCATAAATATTGATCGGTTTTGTACATTCAATTTCAAATATTTTCAATAACTCCCTTACAAATTTTATTTCACTTACAGCTTCTGATAAAGTTACATATTCTGCGAAGGTCGAACCTTTGGTTACAGACTTTTGTTTTTTTGATTTCCAATAAATAATATTACCAAACAATCTTATAACATAACCAGTCGTTGACTTTCTGTCTATTCTGTCTATTCTATCTATTGTTTCTGTATTATTGTCACCTTTAAAAGTCAAACTTAAATCTTTTG
TTTTATACAAATATTTCAAGATTCTCAAAGCATATTTAAAATGTGTTTCATTGTAACAATTTTGAAAACGACTCAAATAATTTACGGCAAAACTAATATCTGGCCTTGTAGCCGAACTTATATATAACGATGCTCCAATTAAGTTTCTATATTTTATATTTTGTTCACAAACATCAGACTTTTCAATTTTCAAATTCACTTTCATAGGTGTATTATACAATTTACTATTTTCTAAGCCGTATTTACTTACTAACTATAAAATATAATTTTTTTGATTTAGTTTTATTATTTTACGGTAATACTTATATTCAACCGTAATACCCAAATACTCCTTTATCTTTCCCATGTCTTTCATTTTAATCAACATAAATCAATA
AATACAATATATCATTTTCATTTTTTAATATATATACCTAAACAGTAATCCAAATTATTTGTTACAAAGCCTATACTCAATAAAAATTTGCCGAGACATTCATACCATGCTCGAGGACTCTCTTTCAATCCATATAAAGCTTTTATTAATTTGCACACTCGATTTGTGCCATCTTCATAACCTTTCGGTTGACGAACGTATACCTCAGATGTAACTTTACCATTTAAAAACGCGGTTTCTACATCCATTTGTTCGATCATTAGGCCCATTCTATAACAGTATGATAAAAGAATTTTTAATGTCTGCATTTTTGCAACCCCATTTAACATCAATAACTTTTTTATTTTCAGTATTTTCAATTAATTCCCAAGTATT
ATTCGATTTCAAACTTTCAATCTCTTTATTCATTGCTTTTATCCAGTTTTTACTTTCTTCAGAATTTATCGCCTCCTCAAATGTATAAGGTATATCAACTCTACAACAATTTGCAAAAATACTATTTTTAGCATACATTTTATACTCGTCAAATCTTTCTGGACAACTTTTTATTTGCTCTGACCTTCTCGGAATTTTCAATTTATTTTCATTATCATGAATTTCCGAATTTTCACCAATACTTTCAAAAGTTTCATCTAAGGATTCATTTTCCGAATTTTCATCAATTTCAAAATTTTCATCATCTGATTCATTAAAATTTAAACCAATACATTTTTCTCCCTGCTCAACTATTTCAATATTTCTTCTCTTCTTTCCG
CACACACTATTTCCGGCCAATACTTTTTGTGAATTTGTGCTTCATTATTCTCCGATTAAACGATTCGGCAACTCCATTAAGTTGATGTACATACGGAGGACACGGTTTAATTATTATACCCTTTTCTCTCGCGAAATTATACACGTTTTTACTCAAATATTCTTTGGCGTTATCACATCTTAAAATTTTTACTCGTTTGCCCGTTAAATTTTCACATTCGTTAACATATTAAACAAAGCAATCATAAACTTCAGCTTTACTTTTTATTGTATAAACTCGAGCAATTTTACTGTAATCATCTATAAAAGAAATAAAATATTTTTCCCTTTTAAAATCAATAGTTTGAAAAGGTCCACAAACATCTGTATGTACAA
TTTCCAAAATTTCTCTTGCATGATATCTATTATTTTTAAATGGAATATTGTGCATCTTATTTCCTATACAAATTTTACATTTCATAAACTCATTATTTAATTCCTTGGGTATACCTTTTAACAACTGATTTTTACTCAAAATATTCAAATATTTAAAATTTACATGTCCTAGTAAACGGTGCCATTTTTCTTTTAAACTCATATGTTCAAAATTTTTATTTGCAATATTAACAAATTTATTTTCAAAAACCAAGTAACTTTTCATATAATATAAATTATTAATTTTGAACGCAATTGCCGTTAGCTTACCAAATTTATTAAAAATTTTTGACGTTTTACCTTCAGATATAATTTTATTATTTTCTGTAAATTTACTA
TAACTTGCCAAATTTGAATGCATATTTTCTACATAAAATACATTTTTCATCTCAATTTTAACTTTCTTTCCATATATTATTCCATTATCTCCCAAATAAACGTTAACAGGTTTTTCCAAAATTTTAAAATTTTCAAAATATCGTTATTTATAATATAATATGATCAGTACAACCGCTGTCTAAAATCCATTTAATTTCATTACAACCATTATTATCAGACTTACTATTGTAAGTTGAATTACAATCTACTCGAGTTATCTACGCACAGCTGTCTTCATTCTGCTGCCTGTGTTGCTCAGCTTGATGGGCACTCGTACCACGCTGATTTCGGCCACGCCCACGACCATAGTTGTCTCTACTGCTACTTGGTCGGCC
TTGTTGACAGTTTCCACGTGCCGATCGCCATGAATAATTTCTGCTTTGTGTTTGACCGCCATCTTTGCAATCATGTTGTATATGCCCTTCTTTTCCACATTTGTAGCAGGTTCTACCTTTTGACATAAATGCATTTGACCTTCTTTTAAAATTTTCTTCTTTTTGACTTTTCATCTCAGCTAACTGGATTTTATTTTTAACATAATCTGCGGTCTGATCTTCCTCTTTCAAAGTATCGATTAAGTCACCAATATAACTATATGACTCTGGCAACGTATTCAAAACATAACTCAACTTTTCTTTTTCTGTTACAGAGGCACCCGCACTTTTCAATTCATTTACATATTTTTCAAAATCACCAAAAAAGGTTGCACAAT
TACTATAATTTTTTAACTTTAATTTTTCCAACTCATTCCTGCACACTATTTGCAATGCCGTTGACTCTTTCAAGTATAGACTATCAAATTTCTTAATTATTTCAAAAGCCGTCATGTAGTCGCCAATAAATTCCATCTATCTGATATAGAACTGTATATATAGTTTATTGCTTTCAAATCATTACTATACCAAGGTTCTTTATCTCCTGCCGTTTTTGCTCTCGTAATAACTTCATCACATTCTTTCTGTTTCAGCGTTCTCCTAAACGGCCTCTTCCAGTGAACTACCCAGCTTGGGCGCTGGCCAAGCTCCCGCACTAGCTCCTGGATGTTTAATTAGAGGACCGTGGTTGCTCTCGTTCCGGGTTGCCGAAAC
TTAACTTCGGAACGATGGGGTAATCAAACACTACTGAAACAGAAAACGCTAAAAGGTTAGGAATAATACTTACTTGGTTGGCTTGGATTAAGTTAAAGAAAACACTCGCGACTCCACTTCAACAAACCTTTTATTTCTAAGCACAATATTCTATTTTTTTCTTTTCAATAATTTTTTACTAATTAATTTCATAAGCGAGTTAAAGTAATTACCGCGCGAAATAAAATGTTCTCGGTTAGAACACTTTAGCTCTGTTCAGAGGCTTTTTGACTACTCAAAATTAAAAGTAATGCTATTCTTTAAGTCACCTATGTTTGACCCTTCCGTGTTTACACATTGCTTTGAAAGTGTTCTTGTACACAACACAATAAC
ACTTGTTTATTATTATAAATTTGGTTGTTGGCAGCAAATCGACACCTGCTGTTGCGCTCCGAATTGCTGACACGTCATGGCCATGTCGAGGCCAAATATACCATTTGGTAAGTAACATGCTGATGCAATGGCGGAAAAGAATCTCGTGATGTCCAAACAGGCCATTTGCATAGCATGTGATGTAACGACGGAAAAGGTTAAATGCGCAGGCAGACTGGGTTTCATGGGGCTAGCTCCAAAGATGCGGCTGCTGGAGAAAATCCGGTGAAATCGCGAATCTAATTTTAAAAACATCGTAATACGTTTTTTCCACGTTTTGTAATTTTCACTATCAAACACTGGTATTTTAAATAAACTTTTATCATTCGA
CATTTTGTATCACTCGTGCTTCCCTTCGTAACGGGACACACAAACTATTACACTTTCCCGAACGTTCCTTCGTGAACGAGAAAAACAAACCACGCTCTGCTACCATGTTAAGAAAAGTGAGGTGGTGGTAAAGAAAAACGGCAAGACTTTGATGTACTACACATCTTTTATTACTATTACTGTATAGAGTGCTGGGTCAAGCTTATATATAAGTACATATGTTACAATATACAGTAGTAGAAAGAAGTGAGACATCTAGTGTATGCATGTAGAACTGCTATACATATTAATGTACTGCATACACTTAACATCTACATATACATTTTGTCTAAAATTTCTGTTTATGCCATTTGTACAATTTTCAATTCTA
AAATTATTTAATTAATTATAATAAATAAATAAATTATTTTTTTATTTCTTCTAAATTTACTTTAACATAAATTTTATCTAAAAAGATTCGTTGAGTCGTTTCTTTCCTGTTTGTTTACTAGCAAAGACTCGACATTAGATAGATCTATATACATATCCCTATCATAAAAAATCATTTACTCGTCCTTTTTGGGTTTTAACTTCTGCAATTCACAGGCTAATTCATTTACATTATCTACTTTTAGATCATTAATTTTCTTATATATCTCAATCGGTTCAATATCAGATTTATAAGTTAATTTTAATGTGGATTTTATCAGATCCCGATTGTCCGGCTCTGATAAATTTATAATGGCATCTTTAGCCTCACTTCGTAT
TTTCTGGTAAAATATAATCTGCGTTGCCCCTTTCTTAACTTCTCATCAACCAAAGTATATAAATAATATTCCACAGTACTCACAAAATGTTTACGTCTCCTTTTCCGTGAAGGTACTTGAATACCTTGTCTCCTTCAAGACTCGATCCCTGATCGTCACGTGGTGGTTGACTTACTGAATCTGCTGTTGATAATTTTGCTCCCGTAAATTTGCCTCCTACCTACCAAGTTGGCCATCCGCTGAATCTGTGCATTTATTTCCAATAGCTGCTGCTGTAACTCTCCTATCTGTTGTTTCATTCTTCCACTTTCCTCGATTTCTCTTCGATCTAACAATCTCTCGAATCGCCGATTTCTTCTCTCGTTCATTCACTTTACT
TTTGCGCTTTTTATTTTATTTGATATCGAATTCTTCTAAAATTCTGGGTGTTTTGGGCTATGCAATGCCCCTTTTTCACTGATTTTATTTATAATAGTGGTGTTTTTAGTTTTAGCTAACTCACCAATTTTCGAGGTCAGAAGAGAATGCAATGCAATTTCCATTTTATTAATATTATTTATTAAGGCGTTCCACGACAGGTGCCTCAGCCTTGAGGGTTGGACTGAGGACGGTCAGTTCTGAAAAGGTTGAAATTTGGGAAAATGGGCCTATGCCTATGCACTATAAGCCTGGTTTCACACAGGAGCACTATGTGGAGATTATGCTCGCTAAGAAATAGCTCTAGTTCGTTGATTCGAGTTGTAAGAGTTT
GTGAACCGTGGCACTCATTTTATACCAGCGGTAAAGAGATATAGCCAGATGTGCCGTTTCAACGCAATATATTTTAAAAATATCTTCCTTGATGTAATGCCCGCATGAAATAACAGAAAGTATATTTGAAAATCGTATTATTAACTCCTTATCAACTCCGGTTATTTCAGGTGACAGTGAAGGGTTCTCGAAAAATTTCCTTGTCGTGTTTCCATCATTGTATTGCCTCCACCTTGCTTCGGCTGATCGACAACGAGGCCCAATTTATTATAGAACTCAGTAGCTATTTTAGTTTTTCTTTCCTTTACATTTGCTTTTGCATTTTCACCTCTTGCTTGCCACTGCTTTATTTCCAATTTATAAGCTATGTGCAA
CAAATATTCATAGCACCTAATATGAGCATGTAGTACAGAGATACCAAATTTAAACGCGCTTTCATCACAGTCCCTATTTTGCAATTTTCCTAAATCATTTAAATCTTTTGCAGAAGCTTTACAAATATTACACGCCTGCGAGTTTGTATTTTCAGTTAAAATATTAATCGTTTTTCCATCTAACATGGTACATATGAGTACATGTTTAATTTTTATTTCCTTAGAATCCATACGAATAATAGTAGGCTCCAATTGCAAAATTTGTTTTTCCACCTCTTTATATTCGTCTTTCACATTTTGAATATTTTCTTTTTTTATTTTCAATGCAATTGGACGACAATATCTCGTCGATGATGGGGTTAAATTATTCCAAAA
TATTTGTTTTTTATTATTATTAGATTGACACATTTGCAATGGCACTATTGTACACAAAATAATGTTAGAATCGGCATATAATGAATTATCTGCAAAATTCTGTTTGTATATGCTATGCCCACCACTTCCATCTAAACCCCATTTGTAATAAATTTCGATGATATTAGAGTTCTCCGAAATATTCTGAAGAATTACTTCAGCCTGTACTTGTGTCAAACGTTCTGCTGTATGTGTAAGAAGATCTTGCAAGGGCACAAAAGCTTCTTTTTCAGAAACGGTAATGTTTGGAGGATAACACATCTTTTTTGCCTCTACTATTAAATGATACGAAGGGTAAATGTCAGCCCCTCTTTCCTTCGCTCCAACTCGCATG
GTTATATAATCCTCCTTGGTTAGGCCAAGATCAACTACAAGACCTAAAGCCTCTTCAGGGCTGTATGCTCTTATAGAACCAGAGGATTGTGTATCGTGAGCAGTCTTCATTTTTTTCATTCTGTTGGGTGAAGATTGGATGGCTAATTTTACAACCTTAACTACACTTCTCTTTCCAGATTTGACTAAGCTTGATTCTGTGGCCATGTACAATTTGTCTGTGCTTATGCTTGATGTTAATTCACTGATCTGCTTTTGCTTAGTACGTAGAGAACTTTCTTCAAAGTTCTTTTTTGGCCTTCCGGATAGCCGAAGCGGCTCTAATTCAAATATCTCTGGAAGTTTTAAATCTTCATCAAGCCATTTCATGTTGTT
GTTCCGAAACCGCTCATACGTGTAATGAGAATTGCGCTATTTTATAAATAATTTTGCAACAAACGTTTTTACTATATTTTTCAGTTGCTTTGAGCAATTTTCTGAAAGTTCGTTTATGGCAAATTTTTCCGTTATGTAGCCGATCAATTGTTGATTACATTTGGCTGATGACATTTTGTTGAATTGGCTGTTTCTTAGCACTGTAAAAAGTTCCCCTTTCTGAATTCGAATTTCATTAGGAACAGGGTCAAGTCGACTACCTGAAAGAAATTTAGCGATTTTAAGAAAAGGGGGAAACGGGGGGACATGAGTATTCATCATCATCATTCGAAACAAATTTCGAATGTTGCTAACCCTGCTGCGCCACAATG
TAAATATTTGAACAGTTGCTTGTATATATCGATACTATATCTTCACTATTTATTGATAAAGCAATGTATTATCTAATTTATTCATTGCCACTTTCGCCTTCTAAACAATTCGTCCACTGGTATCTGACCCGTATGCCGACGTAGTTCTTCATATTAGAAATTGTTTCTAGTCAAGTACTTGATGATACGTTATAGAACGCTAATTACGTGTTCGGATCGAGCGGGACGGTTTTTAAAAAGGAGCACAAGATTTATAACTTTATTAGAAACGAAAATTGAAAAAATTAATTACACGAAAATTGAAGTGAAATCGAATTATACGTAACTTATCCACGAATATGTATTTAAGACACTGGTCCACGTTTTCCAGA
AATTGTCTAATGTTGCACATTGCGGTTTCCTATTCTATTGGGCCAGATGCAGACGGATACGTAACTTCCCCCTCCCTTCTCTTTGAATTCTCCTGAATTCGATTTTCTACTTGAACTTTACAAACTTTACTATTTCGTTTAAGGTAATCACACATTCCAAAAATTGCAAATACAATTACAAAAACAAAACCCATATTAATACCATATATGATTTTTCTATGAACTTGGAGTTCTTCAATTTTATGTATGTTTTCAGCATTATATAATATAATATCATCTAAAGTCAGTTTATCTGTGACATTTCGATTTTTTTGATTAGTTGGGTAGAAAAAACGATCTTTTATGTTAGAAAAATAGTGATCCAGAATTTTAAC
TTGACAATTACTGAAATGTAATAATTGATTTCCGGGCAGAATTAATTTTCTTGAGTTACAATTTTGAACTATTTCCAATTGTTTAACAACCTTAATTAGAATCGTTTCTGTATCTAATTCTAATATTTCTGTATTTAAGTTTTCTCTAAGATTACAATTTTGCTTGTACATTCAATATTTACTTATACTAAGTTCGTTCACGTATTTAAGTTTTTCATATTTGTATACAGAATTGTTAAGACTACATACAATTTCGTTTGGGTAGTCTATTTCCTTATTTTGATCATTTGGTACAGGTATAATAACTGTTATATATTCTTTTGGTATTTTAATTGCAAATAATAACAAATTGTTTTCTGATTTGGCTACTCCAACTT
TAACGTAAGCTAATTTATTTAACAATTCGTAACTCAGAGGAATCTTTATCAATGTTATACAAGAACAACGAGTCAAGGTAACCCTCAGACGCAGTCATCTCAGCTGGAGCGAAAGCTACAAAGTTAGCCTTAACCAGAGATGAGGTATTCTGCACAGAAATAGTCTCAGTAGTTATTTGGCCCTCAGATCCAATGGTAGACGATAGCTATGTAATTTCATAGATACACCAACCATCAACTCATAATTTATAAGGATAGTATCATTAGAGAACTCAAAATTGTGCAGATGCACCCTACAACCATCCAGAAAACTTTGTTGTTCAGCGGAAAGCCGTCTACTAGGGGCATAACCTAAACAGTTTTCATTG
ATGGGGTGTCTTGGGCACGATATCTCCTCTGGCAAATCACAGTTCGTCTGGGCATTTTGATGCTCCGTCTTCCAAAGATCTTGGAGTAATCTTTGGGCATAGATTCCTAGACATGGGTGTGAACTATACGCCCCCAAATTTTCTGCTATAGGTCCAAAATAACCTGGAATAACAAATTCCTTTTCCCCCAGTTTTACTTGCGCTGGTATGAGCTCAGGTTTTACGAATTTAAAATAGAGGTCTCTGTCTTTTGGCAACTTAGTGTTGCCTAAACCCGCCAAAAACAAGGAAACAGACTTTGGGACAGTGAAGTCCTCCTGCTTCATTTGCTCTAAGAAGTTTAATTCTCCCAAAGTTAAAGCTTCCCCATTA
ATTTGATGGAGAAGGAGGAGTCTTTTAAAAACTATAACTACGATGTAATAGTCGTGCGCAGACTTCGGTACAGTCTTCTGTAAGAAGGATTCAGACAAGTGGTCTTGACGTAGGTCTCTTCTTGAAGTACCGGCAGAACTGAGCAGCCTGAGGATATTTTCTCGCGTGTCGCTATCGCCCTAAATTCTTCAGATGGGTCGGGAAAATAAGCTTTCTCGGACAACGAATCATTCATCGGTTCAGTTGAAGTTTTAGAAAGATACTGCCCTTTTGGTACAGTAGTGGGAGGATGTGGATTCTTCGCGTAGGCAGATGTTCCTACAGTGGATAGCTATCCTGATAGCTGAGTGGTTAGAGCACAAGGCTAT
TGTACGGAAGGTCGCGGTTCAAATCTCACTGGTGGCAGCGGGAACCATCCGCTGGTTCCATGTCCGGTTTGAAACGAAGTTTTAAGTTGGACTTGATCAGCTTCCAATCATCTGGTGCCGGGAATATTAATGATTCCCTCCTTTGCTGTTCCTTGTATTTTTTTCAAAATATATCTGTCTGGTTGCTGCTTTTCTGATCTCCTCGTTGTTTATAGAATTGAGATAATATTCGGTGCTACTGATAAAGGCATTCAACGAAACTTCGTTTGTCCCTATAAAGCCTGTGTCTGTGTTTGTCTCGTGGATCTCTAGAATTTGGTGCATGGTTATTTGTTGGAGTACCGTCGCCAGCTGACCAAATTGTCAATTTATAT
TTTGATTCGCGGTTAGTTCCTGAATCGCAGCTATCAATTGAGCTAATTCCACTTATCTTTCTTGTAGTCGTTGATGTAATTGTGCCAGTTGCTGTTTCATGTTTTTTGGAAATGAAAACTTTTTATTTAAGGAAAAATACTTTATTTTTCGGTCGTTCATTCGATGCATTTAATTGCAATTTTATGCACTGTTTCTGTTTTTTTGTGCTTCTTTTTGGCACTTTATACACTTTATATACAGTATATGCATTTTTGTGACTTTGGTTGATTTTATTTAATCAGTATATCCTTCGCGGTTTCTACTGATTGGTAATATTATATTCAATATGTAGAACCAGACCAAATTCTAGGTCATAAAACATTCAAAGGAAACTTC
ACAATCAATAATTTATTTGATTGGAAAAGGGTCAATCACCAATCCGTCAAAAAGTAAATCACTACAAATGAATATGATGTTTTGAGGAAAAGTAAAACACTACAAATTAGTTTAATTCACTTTATCACTACAAAGCGCAAGCGATCTGTCGTCGTTCAAGGCTGGAGGCAGAAGAGACAGGATGTTCTCCATGCGGTTCCTCTGCCGCCAACCAATGGCACTTTTTCACCGCCGTCTCTCCACTCTTGTGGCGAGTTCTAAAATGTGTGGAGAGCGCCGGTGGCGTCATCTAACCGCTCACCTTCGCAACATTCGAAATAAATTTCGAATACTGTGAATCCTGCTCCGCCACATCACTCCGCCCCCAGA
TGAAACCGAGGCGTTTCAGCGATCGAATCCGGAACTGCGTTCCCCATCAGTCCGCGAAGCGAACGCGCCGTTGTTTTGGAGCGCACATGGACTTCAGCCTGGACAGAAAAATCACCTTTTTCTGTCCACCGATCTCGACCTAGAAGAAATATTCTGTGATGTGTCGGAGATTGTCCCTCAGCAGACGCACCAACCCCGACTTTGTGAGACCCGATCTCTTGTCGAAGATCGGATCACTTGGGAGTCTCGGGTTCTCCCCGTATACCAGCTCCGCGGGGCTAGCAGCAAATTCCTATCGGCGGGTTGTGGAAATAGTCGATGGTGCCGGGGTACGGGAAGAACCGAAACCTCTGCACCGGTATCTACGA
GGTAGTTGCGCCTGCTGAGGGAATCAGAAATTGTTACGGACGTGGCGCTGCGTTCTGGGTGGTCGTCGCCAGGACCCCCCGCGGACCTAGTTTTTTGCGGTAGGGGCGAATTTACACGGGAGAGTACATCTGGTCGCTTTATCGTCGAATCTGCGATGCTACCAGCAAATGCCTCGGTCCGTAGGCTGTCCTGACAACCTGCTACCCGATCGCCCTTTTCGAGCGACAGACCGCGAGCGAGCTCGTGATCTGGCGGCCGAACGCTGAGCGTCCAGCGTCGCCCGCATTTTGGCCACACTGGCTGTTAAGGCGGCTATTTCGCGCCTTAAGACGCCCACCTCGTCCGACGGTTGTTGAACGGCCGCTATG
GTCGGGCGTGCGTGAACCTCGTGCACTTTGTCGGCCGCAGCACGTCTCGTGGTCCCTGGGGTGTTGACCTCCGCTGTCACGTGTTGGGACGGTCGCAGTTTGGAAACCGCGTCTCTGAGCAGAAGCAGCATGTCAGAGTCGCTTAACTGTGCTCTGTTGTCCAGCACACGATGGGGGGAGAGGCGCAGATTCTCCCCATACACCATCTCCGCGGGGCTGGCCGTGAATTCCTCTCGGTGCGCTGTGGAGAGGCCGAGGAGGACGAAATGCAAGGACCGCAACCACGATGGATGGTCGCGAGCCATTAAGGCGGCCTTCAGCGTAGGGTGCTAACGTTCCAGCATATCATTGTACTGTAGATAGTATGC
AGCAGTCCTATGCCATTTGAAGCCAAGGAGTTTGCCTAACTCCGTGGAAAGAGTAGATTCGAATTGCATTCCCTGGTCTGTCAGGAGCTTTTGAGTAATAATGCTACTCTTATATGCTCAAAAGTGGCAGCAAAACTTGTTTATTTAGTGATTTGAATGTTAATTTTGAGGCTCATTAAATACATTTCCAGATGGGCCTGGTATAAAGCATGGTTTTCGTGCTTTTCATGGATTGAGTGTAATCGGCTTAGGTGTCCTAGTTGCCTCCATAGTTGAAATATTTGAAGAAAAATGTCATTGTCCAACTCTTTCATTGCATTTATGATAACCAAGGCTGGAGAAAGAAGGAAAGAAATTGTTTCGATGACAG
AATGTAACTTTGGCGAAACCTATTTTCTGGTCGTGAGAATAATATTTGCGCCGTCATATGTCACTCTGATAATAGCTATGAGCTTTTCCAGAAAATTTATCCTTCTTGCATCACGCATTTCAAATTATGTTTCTGCTATGCCTTTTCACACGTTCAAAAATCAACAAACAGAAAATGAGGCGGCATGTAATAAAATTTCGTACATTGCTCTACTATGATCCCAAAAATATTGATGTGGTCAGTTATGATTTTTGACATCTTGGCAAAAAAAAGCCTGGGGGTCTTGTGCCTGAAAAATAAAACACGAATTAAAATTAGACTCTTTTGCCAAACTTGTGGCAATGCGTATCCTCGACATTGCATGAAGTGAT
TGTGGTGGCCGCAGCCTTTCGGCATTGACAACATTTTCTTTACCTTGTCCAGGGACAAGCTGACGGTACAATGCATTTAATAATATGCAATATTCCCTTGTTTTCTCCCGTTCTAATATTCCCCAGTCTTCCCCAATTCACTACTTCGAATTTACCCATTCCCATCTCCATTTTCAACTTAAACATGTAACTTTTGCAACTTTTAAATTAAATACTTTTATTTATTTTATAAAACGACCATCAAAAAGGGCTTGTAGCCTTTTTCCCTAACCCTAAGAATTTACTTACACTTGCACAATTTCAAATTTTATTTTAATTTCCGCTTATGTAGATGCACATTTACCTCATGTGTGTAAATCTACTAACGTTGTTTTCG
CAACGCATGAGCCGCTGCTGTTGTCGCTGGGTCGGCATGAACTTCGAACGCTAAGCGGGACCGGCTGATCTAGAGACAGCTGATGAGAGAGGAGGTCGTTGTTAACTGTTCGAAAGGAAGTTCTGATTTTGCTAGGAGTGTGTATCTTTGGTAGTTGTGGGGAACAAACAAGGTCAAGCATTTCACCGCGAGAATCACACTTCGAAGTGAACGTAATAAATAGCCTTCCGCGAGTTCCACGTTCGTTTGTTTTTCATATGATTTTTTTTCCTAAATTAGGAAATCGCCAGCTTTTATTAAGAGGTTCACATTTCGAGGCGTATTTTCTTTTTGTTTCTCTCGTTTTTAAGGTTTGTGGAAAACTGTCTGTC
TGTCTGTCTGTCACACGCACTTTTATCCAAAACAGCTAAACTGATCCGAACGAAATTTGATGGACATATGGAAACTATGAAATCCCACGCATACAGTGAGTGACATCAATTTACGTGGAGTTTATAGGAGAACTCCCCATTCATGTAAAAGGGGAATAAAAAGTCCAAAATATATGAAGAAGTTACTTTTCCCCAGCTCTTACCCTTTGCTGCTATTAGGCGAGCGTTTTTTGTATCTGTTTTTGGTGAATTTCGCATTTGCTAATAACTTCTTCTCAACTCCTGGTGCGAAGCTTGTGAAATTAGCTATAATCGATAGAGTACTTTACAGAACAAGTTCTTTGTGTAAATAGCTGGTGCTGCAGTTGAAT
TTTAAATTATAATGCAAGTGCAACTGCCACGTCGTCAAAGTACCTCACATTGGGAAATACATAACAATTATAGCTGAAACGTCCAACTTCCGGCTTCCCGACTTGTCTTTACATAACTTCACGAAGAGGTGAAAGATTATTCGGATCCGGTGAACATCTTCCGAGCGGATAGAAACCGCTAAATTTTGTGAAAGCAGATATTTATTTCGCATCATTAAGAGCAGTTAGGTCGTTATCCTTTTTGAAGTCGGCTCTCCGATTTCTAGCGTTGTTACAATTCAAGCGGCGGAAAAGCATCGACAAGGCCAATCGTAGTGTCTTGTGGTCGCTTTGGAAAGTTCGTCGCTCGAAAGTCATTCACTGTGACCCT
AATATTATAGAAATACCAAAAAACACTGATAGAAAGTCAAAGAAAATGTCTAGGAAGGTAGAAAGGAAGTTGAAAAATGAACAGGGAGGCAAGTGAAAAGAAGGAATTGGTTGGAAATTCGGGGTGACAGTCGTGAGTAACTTTTATACGATCTGATGAATTCTGGATCGGAGCCGGCTGATTTATTTTCGAACCTGGGAGTAATTAAAGAAAGATCCAAGGGTCATTCCTCCATATATTACCACATGTGAAATATCCTGTTTTTGGTGGGGTAGTATCGGCCCTATCTTTACATCCGTTAGATTTGACAAAGTTTCAGTTCGTTGTAAATGACACAAGAACTGGGACTACTCCGGGGTATCGCGT
TTTGACAATTGCATTCCCGCTATGTTCCGTCAAGGGGCCTTCGATGACTCTGTGAACCATCAAGGGTGAACACAAGGTGGAGACTTGCTATTTAATTGCGGGAAGACATTTGCTTTCAATTGTTTCCACTAAATATTAAAACATAACTACGGCCTAAGACCATATCAGGACGGACTGGAGAAGGAATAGAAGTAACTGTCATAGTGTGGGTGTTGATTGAGCATTAGGAGGAAAAAAGATTATTAAAAGACGAAGCATTGCAGGGTGCTTAAATGGAATCTTGATGGTTTTATCAGAATTAGTAATTATCCTCATGTGAATTCGAACAATCGATAGTGCCTTTCGTCGAGATTTAAAATTTTCAAATG
GCATTAAAACAAAAAGTAAGGGAAACGAATTTCGAATCGCTATTCACTAATTACTTAAATTATTTCTAAAAAAAATGTTTAAACTGTCAACCTAATTACTTGTGAACTACCGCCGCGAGTTTTATTAAAATTAATACATTTGATTGGATAACAGGGTTCGCAACTCGGTGCTGGGTCGGGCCGTTCCCAATGGTGCATTCTCATTTCCTTTACGGATTTCAGACAAGGAACAGAGGATTAGCTTTGACGCTCGCTTTCCCCAACTTGAACAGGAATTTCAATGATATAAGCTGGACATTCTGTGCCTAAGCGAAGTAAGATTGTTACCTCTCTCTCGCGGTGATGTTCTTCTGTATCCTGCAAGCTAAGT
AGTACCAGACGTGAATCCGGTGTGCGGTTGCTTCTGACGTCTCGTCATTGATGGCACATTGTTCGAGCACAGAACCTGCCATGAGGTCAGTTGGGTTTCAATTGACCGACATCGTACGAGCAATCAGGTCGACCAGTAAATATGATAGATTCGGGAATTGTCTCCTGGCTATGCGTGACAAAAAAAGTGCTGGCATCGGCCTCGTTCGCTTGCGTGTATCGTCTACCAATTCTCATTGCATTGGCGAGCTGCTACCCCCTAAGTTCAACATCTAGTATGATCTAACTGTCGCTTGACAGAGGCATAGCTATTTTGCTGATCGGACGGCAGATATACTGAGTACTCCACCTGAAAATTTCGATGAATATTG
GACTGCCATTAAAAATGCTATTTGCTCTACATCCCAAACGGGCGTCATAAGATGCGGCTGACTGCAAATTCGTGGAAATGGATCGATGAACGGAAGGGGTCGAAAGCTCTATTGACCGCGAGCGACAGCGGTCGTCACGCGCTCGAACTCCGATATCGAGCGAAATCGTGGCAAGAGAGAATTTGCTATTACGCTGGTCAGGGAAGCAGAAGGTGTCACAGAGCGCAATGATTTTAGAAATATATATCGCATTACGGAAGAACTTGCATGTGGTTGCAAATCTTTCGTAGTCCTGTAAAGGACGTTAACGGTCGACTTCTCATGCACGATGACGAGCAACTGAAGAGGTGGAAAGAACACTTCAC
CACGGTTCTCAATCGTATTACATCCAGTGAGGTTCCTCCTCTTGTGAATGAAAAGGCTAGTCATCATAACGAACTGTTCCTCCAAGCCACATTACACCCTACGAATCACTTTGGAAAGTGCGTAGACTTCAGATCTTCGCGAGATCTACTTTCGAGAAAGCTTTTGATAATGTGAACGAGTAGTGCATCTGGAGTGCTCTATGCAATAGGGGCACTCCGCAAAACCACTCTTATCAGAGCGACTTATGATCGCGCATTATGTCACATGCTGCACCAAGGTAAGATTTTGAAGCCGAAAGCGGAGTCCGCCGGGGTTGCATACTGTCACCGATATCATTTCTTCTTGTTATCTATGACGATCTTCGTGCTG
CGTTGTCCGGAGGACGCAGTGGAATTCAATGGATTATGAAAACTTTCTGCGAACACCTCGACTATGTTACTGACATGTGTTTGCTCTTGTATCGGGTCATGGATTTCGGTCAAGTGGCTTGGAATTAGTTGTAGATTTGAGCTGAAGATAAAAACCTACAAAACTAAGGTTCTCAGTCTGACGGGTCATCGCACTCTCTTTACCTGTTTGGGATTTTCTCCCATGCCACTTTTTTTACGAAATCAAATTCTAACGTTTTGTTTTCTACATTAATCTATTAATGCTTCTCAAAATCTTACACTCTCACTTATAAACAATTCTACAGATATACTTAATTTAATTTAATTACTATTTTTGTGAATAATTCAATTTTT
AATTCTGTGATACCTCGCTTTGTGGACTAGGTACTAAGTGAGCCTTTTCCGTCTGGCCGTCAGCTATGGCGGCGGCAGTTCAGTGTGTCGGCGGAGGCAAATTCACCACAGCGATGCGTCCGTGGTTCTTGCCTCCGATGTGCCGCCACACCTGTTTGGTAATATTTTAACCAATTTAGCAATAAATTGGAATTCGTATATTTAAAACACAACAAATTTACTTTATTTAACTTTATCACAAGATGCGCTTACAGTACTTGCTCACTTATTGAAATTCGTGTGTACGCCGCCGCGGTTGGAAACAGAAGAGACCGGCTTATTTCCATGCGGTCCTTACTGTCCCAACCAACGGCATTTTTCCACCGCTAATTC
TCCACTCCCCCGGTGCGTTCCGAAAATGAGCGAGTGGAGAGTTCCGCGCCATCTACCCGTCCGCATCCGCAACATTCGAAATAAATTTCGAATGCTGCAGATCCTGCCGCGCCACACCTGCATTAATGGGTAGAGTATCGAAAGCGTTGATCAATTTGTATATCTAGGAAGTGTGGTTTCTGTCGACGTTGTCACCGAACTGGACGTTGCCCAATGCCTTAAGGCCTTTTCTGGTAACCACGAACGATGTCGCGTACGTGTGGTTAACGCGCTATGCCCCACCAAAGGATAAATAGCAACTATATAAAAGACATTTGCCTGGTTATTATATTTTTGTATTATAGCTACTGTATACATGTATGACTATAAT
TAAAGTGATGAAAATTGTAGACTTCGAGAGCGCCTGCTCTGCCATATTGTTGGATGATGGTTGTCTCCTCGGCTGTTGAGCACTGGTTTCCTACGTTTCTTTAACTTCAACTTGCCCGGGAAGTATGTCCGATCTCCGAACGAGATTTACCGAGGCGGTGTAGCTTTACAGGTCTCTCAAAGTCTGGAGACAATAAGCTTTCGACTGTCCAATAACATGCGAATTTTTAACTTTAATTGTAAATTTTTGAAAATAACACGTGTTAACTTTAATTGTAAAGGAACTCAATTTACATGTTAACATAGAGTAAGTAATGAATTTGTAGTGTAACTCAACGCAAACGTCTACGCGTGTCGTCGGTCGTGGTGCA
AGAGACAGATTTTCACTTGACCCGTTGCTTCGCCAAACGGATTTTTCACCGTTGGCTTTCCCCTCTTGAATATGCCATGGAGAGCCCCGGCGGTGGCATCTGTCCGTCGCATTAACAACATTCGAAATAAATTTCGAATTCTGTTAACCCAGCTGCGCCACACTTTCATTAATGCATATTTATTTGTAGTGTCCGCGTCTTTGCAGCAAGTGCAACATTTCATTCGTCCTGTGCAGTGACATTATGATGAGTGTTACTTATATTAAAAACTTTTCAAAACGATCAATTTTGTTTTGTTTATAAAAACTTACCACCTTGCACCTTTCTTCAAAACTCAATCAACTTTCAACAAAAAAAAATTTACCTCCCTGGT
AGAAGAACAGAAAATGGTCGTCCTCATTTCTTGGTTAACTTCCATCAGACTGAGGCAGTAGTGGATACTGTAACACAATGGGCTTAACTCAAAACAAAACAAGTCGGGAAACCGGAAGCTGGACGCTTCAGGTATGAATGTCTTTCTTTTATAAAAATATTTGAGTAGAGATTTGTCCCATCAGAATCTAATATATGTGAATATGTGCATATATTACGTGAGAATATCCACTTTCGCCTGATATTGACATTCAAAGTCTTGGATTTGCACAGAAGCGACAACTTCGACCTATTAAAAATTTGTTAGTAATAGTGCGATTTCCACCAAACTTGGCAGGATCATGCTTTATGCCACAGCCTACATTGCTGG
GTGATGCTAAAATGAACTTAAGGGGGGTTTCGCAGCCAATTACTACACTACACTAATGATATACTATACTATATTACTATTAACTTTATTTGAACAGATATCGTTATGTGGGGCATTTCGGAGCCTATACGCCATATAGTGACAGTCTCCTGATCTTTTTCAGATTTTTCGGTTGGGTGGTTTCTCAGAATGGACCCGTAAAAGAAAGATCATTTTCGGCCTCCCGCACTCCAACAGATGTCAAAAAAAAAGACCGGGATCGGAAAATACTAATCGAAACCTTTCATTTGATACCCCACATGACTATATTTGGTGAAAAAAATGTGCACCTCCCATTTGCATATATGGAGACCCCACCCTTAAGTTCGAC
TTAGAATGATGTGATTCACTGTATGCGTGAGCGTTCACCGTTCCCACCTTTCTACCAAATTTGGTGTCAGTCACTACAACTTTGGATAGCCGGATACTAAGAAAACAATTATTTATTTCTAACAAGTCTTGAATGGAATCTTCCAGTCCTAACATGGCGGACGGAACAAGAATTGCGCGCGTGGTCTTCGGCGGTTGAACTCAGACTCGTCCGGTGGTTGCAGTTTGGGATATTAATGTCTGGAGAGGCCGGTGGTTTACACGATAAGGTTTCTTATTAAGAATATGAACTTGTTACAATGTTGCAAGCTATTATGGGGGGGGGGGGAATCTGACTTTATTTTATCTCGTTTGGTAGCATTGCAAGCCAA
TAACATTCTCTTCATTTTGTTGGTTCCCGCGTATTACCGGTAAAGTTTGACTGGATGTAATGCAAGTTAGAATCGTGGTGAAATGCTCCTTTCACTTCTGAATTTGAATCATCGAAAACAACGTTGCGGCTGCGGTTGTTCGTGTTACTCCTCGCTGCGTTGTCAATTATTGTTGTTGTTCACGCAATTATGGTGCGTGCTCCAGGGTCACCAATTTGGGTGCTTATACAGGGTGCGGCAGCATAACTTCCTTTTTTCAAAACTCAATAAAAACTATTGTA
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PR2 - chromosome 2 NC-051850.1 ATATGAGGGGCGGCAGGATCTGCAGCATTCGAAATTTATTTCGAATGTTGCGGATGCGGACGGATAGATGGCGCGGAACTCTCCACTCACTCATTTTAGAACGCACCAAGGGAGTGGAGAATTAGCGGTGGAAAAATGCCGTTGGTTGGGACAGTAAGGACCGCATGGAAATAAGCCGGTCTCTTCTGTTTCCAACCGCGGCGGCGTTCACATTAATTGCAAATGTCCGGTTGAACTGTTCTAAGTTTACTTTAAAAAAGTCAAATTTTTAAAAATAAAGCTAATGTGTACAAAGTTTTGAATTGCTGATGTTTGTTTTGAAAAACTTTTTCCTATTTAGTTAATTTTTTGTGTTTTAAACGGAGTGCC
CATTTGTTTTGATGAAAACTTAATATTTAAATATACAAATTTTATTTATTGCCAACGAGGAGATAGAAACATCATAAGTTGGCAACGTGCCAAAGGGTCACTCAATGGCTTCGGAATAAGTATCAACTTTTGCAGCTTCCATTGCTCGGGGAATTCTCCTTCTCTAAGGCATGCCGTAAAAACTTGGCCAAACATACCTGGTGCTGTCCTGGCTGCTACTTTCAGGGCGATATTCAGGATTCAGCACACATCCGCTTGAAATGTTCGGATTTGCTCTTCGTGATAGCTACCTGCAATTTTTTCCTCGCGTTCTTGTATTGCATGTGTAGCTCAACGAATTCAGGTTGTTTTTTTCTGCGCTACGAGTATCCCC
AAGCTTTGAGGCAGTTTTTCCGACATTCCTCAATTTAGGAATTCCACCAGAAATTGGGATTTCGTCTTCGGAAAGCGCTACGCCGTGGCATAGAGGCATCGCTTGCCCGATGTAATTTTTTCGCGGCCTGTAAAGCTTTTTCTTGTGCGCTTCCCGATAATAACGTGTCGTCAAGAAGTACATTTTTGAACATTTCTTCATCGAATTTGTTAGTTACCCAGCTCATCATTATTCTTTTTGGTGGCTTCAGATAATTCCCACGCTTCGCAAAATGGCCTTGTTCTCCGCACTTGCGGCACAGACTAGGTCTGTCTTGTGAGCTGGTACAGACTTTCGCAATGTGGCCGAACTGCCAGCACTTAAAACATTTATG
CACTTGACTTTGCTCTCGTATCCGGCAAACCACCCATCCAATACGAACTTTACCTGCTGCTATCGCCTTTTTTGCTGCTTCGACAGGAAGACTTATTAACGCTATCTGTGTATCCCCGTACGCCTACCTAAGTCGTAGTATGTTGGCCTTGCTTACTGATTGTAGTCCTAATTGAGATTGCAAGGCTTCACAGATCTCGGACTTTGTGGCGGCTTCATCCAAGTTCTTACTTTCTATTACCACTGAATCTCAGCTCATTTTAATGGTCGAAGCCTCGCCTAGTGATATTTCGATTTTTTCCGTAGGGTTTCGCCTACATCTCCACCCGCTTTAAGCTCCAGGAACAGATCACCTTTCCGCGTACGTCTAATACGC
GTGAGATTATCACTGAATTCAGTCAGGGAGGTATCTGCTTTTACTTTACGCAAAATCTTCGCGTATGTCAGCTCGCTGGTTTTTGTTATGATCAGCGCGTCCGGCCTGGCTCTCCTTTGCAAACGTTTCGTACTTTCTATTAATATTATAATATTTATAATATAATACTTTAGTAAAGGTAGATTCTCGGCGCGGTTAGTGGCCTTTTCCAGGTGGGCCGATAGGCTTTCGTCTCCTGTCTTTCTAGGTTGCGCCGGCATTGGCTTCTCCTTTTTGCGTTTTGCTGCCCGTTGGGATGATTGTGCCCCTTTGGATCTCTTTGTCGTGCATTGCGTATCGCTGAGATGTCCCTTTCACCTTGGATACCTTCTTTGTC
AAAGAGCCTCTTGGGAAGAAATGTTTTCAGCATAGTTTGTGTTGCTACCATCACTTTCCGTTGGCTGTTCGGTAGTATACCTTCTTTGCATGCTTTTACGTCCCCTTTAGCCTTAAAGTACGTTGCCCTGATAGAACTAATTTAGCGCTCCGTCTAAAAGAATCATTAAAGCTAAAAACCATCAAAGGCGACTCCCCACTAGCCGTTTTGCTAGTGGAAAGCCCCCCGAAATTCTCGGTTTTCTCCACTGTTTGCAGTGAAATAATTTAAAAACAAATTTGCAGTTGATTCCAACACTTTCTTGCTTCGGCTGTAGATTGAACTCAGAGCTTTCCCAATCCGCAAATGGTTCTAAACTGGGGTTTGTTTATTA
ACACTTAATGTTTCAAGGAAAAAGGGAATGTTCCGCACTGCAACCCGGGATTGAACCTTTATCCTGAAAAACTCAGCACCCAGCGAAAGAGCTGAATAAAGGGGAAGAGTTGCTTCCGTTGCTATTTTGCTTTCTCCAACCACTAACAAACTAAAGACTGATTCAGAGCTTAGATATACTTTCGATTTGGTCCAGTTTACGATTTTTTTGTTTGTATTTTTTTTTTGTTTAAATAGAAAAAAGACAAAGTTTACGCACGCAATGTTATCAGCTATTGCATTGAAAAAAAAAAAACAGCAACCAAGTGACCGGTTCAGCGAGGAAAGAACAAAGAAAAAGAAGAAACATTTTTTTCATTTTCATTTTATT
TATTTCCAATGAGTGTCTTACATCTGATACATTTTCCTTAAAAGTAGCTTATAATTATTACAATGGGTGGCTATACATTGTTTGGCCTACCCGACCTTTTCCGTAATTAACTTTATTGTGTAAAAACAAACTGTAATTTACAACGTTCCTTGGCTTTATATTTAATTAAAACATTACTTAACCTATTTTCGAATGACGCGAGAAGGTTTTGTTTTACTTACTTACATCTACCTTATTACTACTTTTTTACTACTACTTATTTCTGCTTACATAAATACTTAATTCTACTATATACAATGGCACTTAATATTCATATAGTGCTTAGCTTCTTTGCACTCCTACCAGGCAAGGTGTGTCGAAGAGGGACAGAATTAT
TGATTTTAGGTCAGGGTTCAGTATCTGGCACGGCCTAAGGAAAGTCGCTAGTGGGATTGTTTTGCCCTGCTCATGCAGTTTTAACGGTTGTTTTAATATGTCCAACGAATCGATAGAATTCCGACCGTGTTATTTATGCCGCGAACATGGGCATATTACAAAAGCCGCTTGTTTTTGAATCGACAAAGTCACAAATTATTGTAATTATTGTAGCTTTTAAGAAATCAAATGTTTGAAGGTGTGTTCACCGCCGCGGTTGGAGACAAAAGAGACCGGCTTATTTCCATGCGGTCCTTACTGTCCCAACCAACGGCACTTTCTCGCCGCTAATCCTCCACTCCCTTGGTGAGTGAGTGGAGAGTTCCGCGCCA
TCTACCCGTCCGCATCCGCAACATTCGAATGCTGCAGATCCTGCCGCGCCACATCACTCCACCCCCAGACGAAACCTAGGGGGTCTGTCTGACGTAAACTGGCTTATGAAGCTCAGGTGTCGAAGCTGACGAGGGGACGCTTTGTCGGGCTTTTGTGTCAAAGCATACGTGAGGGGCTTATGGTCCGTGAACACTGTGAACGGCCTGCCTTCTAGGGAGAAACGGAAGTATTTGATGCTCAGGTACGCGGCGAGCAGCTCGCGATCGTAGGTACTGTAGTTCCGTTGAGCGGGATTCAACTGTTTCGAGAAGAAGCTCAACGGCTGCCAAACTTGATCCACCTTTTGGTGAAGGGCAGCACCTACTAG
GGGTGCATCTCTCGTGTGTCTTTTGTTTTGGGGCCAGACAAGTACGCGTTCAAAACGGACTGGTGATGGGCGGCCTTGGGCAGGAAACGACGGTAGAAGTTTAGCATGCCCAAGAACCTCCTCAACTCCCTCACTGTTTTCGGACGCGGGAAGCTTGTAATTGCTTGCACCTTGTCTGGGCCAGACTGTAAACTTCAAGGACGCCAGCGGTGGCAAGGTGACCAAGACTGACGAAAAGGCCACCAAGGGCAGGAAATAGCTGCGATTCATCAACATCTTTCTACGCACAATACAACTGTTTGGATTGCCATTTGTTTGACTCGGACGTGGTTTTGCCTTTGTGCGGTTTTATTAAGTTGGAAAATTTGT
GAATACGGAAGCATACAAAATCCCATCGAAGTGCTATGAAAACATCTGTGCTACGAGCCGACGACGTAAACAACGTCGCATCGCAAACCTTCGGCACTCTACGACGGGCACAGGCAGGCACTTCGCATAAACTTTCTTCGTTTCAATTTTCGTCAAAGGCGCATAAATCTCCGTCCGTCTACAGGTCCGGTCGGCTCGGCTTGAAACTAGCACACACAATGACAACTAATTATATCCGATAAAAAAATATAATTGCTTCCCTCGCAAGAAGCAAGAAGAATGTCGAGTGAGTGGAGAGTTCCGCGCCATCTACCCGTCCGCATCCGCAACATTCGAATGCTGCAGATCCTGCCGTGCCACACAGTCTT
CTAATTTTTGGGTTTGGATGGTTTTCAAGTTTATTGAAAAACCGCTCCGTAATGTTGAGAATATATTCTCTAATGGGGTCTATATTTGCTCGCCGGTATACTATGGCGTTCCTGCCGCACTTCTTAGTCTTCCAATTGTAAGACAATCCAGTGCAATGTCTTAATACACGGCGTTCGAAAGACATGCATTTATCCATGGCTTTCGAAGAGCAAGTGATCCACGAAGGGGCTCCGTAGCATATGATGGGCCTGATGAGATTTTTATATAGGATCAGCTTAGTTTTGGTGCTTAGATTCACTTTTCGCGAAGAAGAAAGTAGATCTTGCGCAATGCACCATTTGCTTTGCCAATGGCGAGTTTAACATGGTCG
TTAAATTTTAGGAATTCGTTGAAATTGATTCCTAGATATTTGATCGATTTCGACCCTCTTACTATTGTACTCCCGATTTCCAGTTTCAGGTGTTTAGCCTTCCTCTGGATAGATCTAGATCCCAAGTATCTAGATATCCTCCTGAAGATACAGACTTGTGTCTTGGTTGAGTTAATTTTAATACCCCAGCTCTGGTAGTAGTAGCAGAGGTCAACCAAGTAATCCTCTATATCGCTAACTGCCTTGTCTGGGCGGAAATTAGAGGAGTAGACGAGTGTGTCGTCGGCATACTGCATAAGTTCTGTACCGACTTTAGGGGAGGGGACATCAGCAGTGAAAATGTTGTATAAAGTAGGACCAGAAATGTATCC
CTGCGGCACCCCAGAAATAACCGGCAAGAGATCGGAAATCTTATTTCCGACACTGACGTAAAAATGTCTATCCTCGAAGAAACTGATGGCAAGTCTGATCGTCGGGATTGGGAATTCGTATTTGATCAGTTTATAGATTAGCCCGTTTATCCAGACGGATTGAAAGGCCTTTTCTAAATCCAGTGCGCAAGCTACCGTAGGTTTGTTATTGACGTTAAGTCTGCCGGCCACAGTATCGTGGAGGTAGCTCAGGGCGTGCTGTGTTCCGTGTTTAGCACGGAAACCGAACTGATGGTCTGGAATAATGTTGTTAAGATTGCAATGTTGGACCAGCCCTACGATCCATGCTTTCTCAAAAAGCTTCCCCAG
GTTAGATAGAAGTGAAACGGGTCTGACGTTACCAGGTTCACAGGAGACACCTCCTTTCCCAATGGCTATAATTTTGGCTATTTTCCAGGTGGACGGGAAGTAGCCATTATTAATGCAGTTATTAAAAACCGCAAGCAGGAACTTATGGAGGCTACTGGAAGATTTTTTAAGACGAAATTCGTAATTCCATCTGGGTCTGCTGACTTTTTACCGTTAAGGTTATGGGTAATAGCAGTGAGTTGTGATAAACTCAGAAATTTGCTCGAATCAGTAGGCTTGTTGAAAGGGTTCTGGGCAGAAAAAGACGTGATTCTGTAGCAGTTCCTAGAAGTGAAATCTCCGACTGTTGAATCAACAGTTTTAGTGAG
AACCGTTCTGTTGCTCGGAGGTGTTGCGTTGAGCTGCCGCTCGAAGTATTCCCCAAGTGTTTTTGCTTTCTCAGCATCACTGCAGACTCGCACTTTGTTTTGGGGTAGAACAAAGTTGCGGGCTTTGTATTTCCCGGTTAGCCTGTTGATATTTTGGAACATATTAGCTCCAGGCTTAATGTCTGCAAGTTTTCGGGTCAATTCCTTGCTACGGAAAGTCGCCACCATACCACGGATTAGCGTACTGAGACATTTAATCCGGGAGAGTAATGCTTTATATTCCGCATTTATTTTATTCCCGTGCTCGTGAAATTTGCGTTTGAGATTACGCCTCCAAATCTGCCTAACTTTTAAGTGGAGCATTATCTCATGT
GGAAGAGAATTGAATTCAAACTCATCGACTTTTATCAGCTTAGAGTTCCTGCGTGTAGCAGTGTCAATAGCGTCAGACGCCAAGTTAATAGCCTCGTCGATTTCTTTGTCCGACAGGTTGCGATTATTTGAGAGCTTTTTCAAGTTGAGTTTTGGTGCTAACTCAGCCCTCAATTTATCCCAGTCAGTGTGGGCGAAAGACCTAATTGTGGTCATTACTCTCTTTTTCAGAGAAAGAGGTGAAGACAGTTTGAGATTGACCGCGATATGGTCGGACATGCCTGGTAAGGTATCACATGATCTTACCTGAAAGCTTTGCTTCATTCCCATAGACAGAAGGAAGTAGTCTAATATAGATTGACTACTGGGCT
TTGACGGAGAATTCGGCAAGATCATCACAAGATTGGTAGGCGAGAAAGGGTCTTGGATCCATTTGAGCAGGGTTTTCCCATTACAGTTAATGGCCGTGTCGCCCCAGTGAGTGTGCCTGGAGTTGAAGTCGCCTCCAAAGACAAGGTAATTAGATTTCAACTGGAGATCGCTCAAGACTTTTAAGTCATGGCCCAGTTCCTCATTTCTAGATTGTCACCTAATATAAACGGAGACAATAAGAATCCGTTTATTACCAGCCGTTTTAATGAAAGCCGCCGCAGCGGAACAGGTTAGCAGGTTGTCTATGGCGACTTTCTCGAATTCATAATCTTTTTTGATTAATAGGGCAGAGCCGGTGTTGTTATCGT
CCCGGATAATGTTATATCCAGTGAAGTTCACGTTATGCCTCCGAAACGCAATAAATGTCTGCTTTCAGAGAGTCGATCAACACCTGGGCAGTGGCACGTTTGGCGTGAGATACAAGGGACACGGAGTTAAAAGTAACGATACTTAACTCCATAAATTAAGAATAAGTTTGATGGTAGCGAATTGCCGTTGTTCATTCGTGCTGGCTGAGGTGAGGGCTCCAACCAATTCACGGAATGCAGCCGGCTGGTTTGGGAGAGACTTTGTTGGAGGTGGAGATGCAGGGGCCATCCGAGGCAGGGATTGTTTCATGGCTTGGGCGTAAGATATGCTTGGTTTGGCCAAACTTTGCGACAGTTGTGCTACTGC
CTGTTTGGTCTGCTGTGCTTCTTTACATTTGCGGACTTTGGCAGCTTCTTTTCGGGCCAGCATATCTTTCTATGCTGGGCAACCGCGGAAGCTGGCGGGATGTCCGACTTTGCCGCAGTTGCAGCATTGCGGCACTTCCGTTGAGGGGCGTGGGCAGTCGCCACGCGGATGTTTTGTGGTGCACTTAACGCACCGATGTACAATTGTACAATTTTGAGCAACGTGCCCAAAATTTTGACAATTGAAACATTGAATCTGTCCCAACGGTCTTATTTTTTCTAAGGTAACCTTCTGGTGTAGAATGTATCATATTTCACCTTGAAGGCGTCGTTGAGCTCTTGACAGGGCTCGAAGGTCACTATAAAAAGTCCC
GATTGAGACTTCATTGGGAGAGAAGGATTCCCCTTATGTAGAGCTTTGTCTTGATTTGTCAGGAAGTTGGCTACAGACCGGATTTTAAGCTGCGGATGCTCAACTTTGAGCTCCGCCAGAATTTCTACAGCATTGGTTTCCCGATGTAATCCCCGAATAATGAGGGACTGCGTCCTCAGGGATTCAGGGATGCTTGTTGTGGCGTTTAAGTCTTGCTCTTTGATGAGAGCGAAGACTTTGCCGTGTTCCTCGATGGATTCGGCGAAAATGAGGGTCTTATCCGCCCTCGTGTTCTTGAACGTTGCCTTTATCCCTTTTGCCTTAAGGGACTTTAGCAGAAAAGGAACATTTAATGAATATCCGGTAATTAG
CGGTATCTTTTGCTTCTTTGGTTTCTGAGCGGGGGTTGGGGTAATATTTGCCTGGGGAGTGCTCTCACTAATTTTAGCACTTTTGGCACTAACCTTACTCCTTTTTGGCTTACGTCTTGCGACGAAGTTGAATGGGTCTTCGTCCTCCGATGTTGCGGCAGTGATGCTGGTTACGATCTTCTTTACTCCAACGTTGTTGGCTTCAATGTTGCCGGCTACGATGTTGCCGGCTTCAAAGTTGGTCGGCTCTACACACATCCCACGATATCGTCCACTTCAAAGGGCTGTCCGGTTTGCAGGTTTTCCTTCTCCTGCCGTTTTTCACGTTCTGCTCTGAGCTCTGCCCGGAGCTCCGCGATCTCCTCCTTCAGCATTT
TAATTATCGATTCTCGTCTCTGGGGCTCGGGCCCCCGGTCTTCGCCATCTTCTGTCCCCAAGCCCGTCCTGCGTGGATGTCAGGAATTCGGTTCACTAAAAGAAAACAGAAAAAAACAAACGCGTGTAAATTATACTTTAATATACGGTGTCTCAATAATATTGAGATCCACTGTATATTGTTAACAGAACGATACTTCCTTTGTTTAATTGCTCTACAGAGCACTCCGCTTAACACTTCCGCCACTTTTGTCACTTTTTAATTTTCCGTTCCTAGAACACTTGGATTGCTCCGCAACACGTCCGTTCACTACGAGATCTCGAAGCGAACTCTGAGAAAAAGAAGAAGCACTTGCTATTTTTGTTCGGGTTT
TAATGTGTTCCAAGTCCATCTCATTCTGATTAAGTTCTCTGGCTCTGCTACGAGTGATAATCATATTAGGTCGCATGGTATAAGAACTCGGTGGTTGATTCAAAGTGATTGCAGTTTGTGCAGTATTATCAGGAGTAACTGTATCGCAATAATAAGTTTGGTGATTACTAGCTTGCCTAGAACTGGTACTAAACCACCTTGATGCTCCGTTACTGGTTCCAGCTGGTTGTGTGTTATTATAACAGGTAAGAATTGGATACTTGTAATCAGGCCGACGTATATCAAAAGTATTTGGATTGGTGTAGTCCGTTCGTTGTATAATTTCCATATCAAACTCGACTTGTACATGGCGTTTTACCATCTCAAATGATC
CTTGTGTAGTTATTTCCGTAGTTCAGATAATGATCCTTTGTATGGGGTGACGGTATTACCAGTAGTATTGGCAGACCAAATAGGCATTCGTGAATTATTCAATTCTAAGTATTGTGTCGCAGCATGTCCCAATTGTTGAGCGAATACAACTCCATGTTTCGGTCGATATGAGTACGAAGTGAATAGTCCTTCATTCATTGATGCGTTAATTCTCTTTGACACAAACGGCCAAATATCAAAGTATGGTTGTTGAGGAGTAGCTATAGTAGTACCCATTATTTTATTACCTGAGGCGGAAGAAGGTGATTGCCATGATACATATTCATATTTATTATTCAATGTTCTTCTCACGTACTGAGATCCAAGTATTG
CTACCTGTGTACTAACAGGACAATAAGCTTAAACTCTACTCCAGGTCCGGCCGTGCGTTCGAAATTTACGGCACCGGAGCAAACCTTGCACCCGACAAAATCACTGAACGCGTTGAACATCTTCAAAAAACAAGGCGTAGCTCAAATTGCCATCAATGTCCACATCATTGTAGTCCATGTTTTTAAGTTTTTTTCACATAACGTGATGAACTTAAATGGATAGGAGGATCAGACGATCATTCTAAGTGGCCGACAACGACCTAGAGGGCAGAGCTATCTCAGAAACCTAACAAAAAAATTGGCGAAATTGACCGTGAAGGTCCGCCCGCAAAGATTGAAGCTCCATCAAAGTGCTCGGTCGACACGT
TCTTGCACGCCTCTGTGCTGGCCAAGCACGGGAAGAGGGGGGGGCTCCTTTGGCTGCTTTGGTCCCTCACGCGTCATTACTACAAAATTAACGTGCGTAACGACGCGTGGGACTGCACCGGATCTCGACAAAGACAATAATTGAAAGAATTCGCGATGGCCTAACGAATAAAACCAGAACGCGAGCTAAAATGGAAAAACAAAAAAAACTGCTCGACCGCGCGCATGGAGCCGTAAGTCTCCGGACCCGAGTGCCGCGGTCAAAGGGAGAAGATCCACGATGGATCACAATCCTAATCATTGCCTCTTCTGCCTTAGATCGTGATTGAGGCGCGGCCCCTGAGGTTCCCACCCTTCCTTGACATCCT
CAGCCATTTCTTCTTTTAGAGGATGTCCCTTTTGTCAAGGGCCTATCTTCATTTTCCAAAAACCACTTCAACATTCGTTCTCCCGACTCACCAGTTCAAACGTACTTTCCTCACCACCTGCTCTTCCCGAGAACCGCTCTGCATACCGTTACTTGCCTTCAACTCTCTTGAGTTCATGTTGCAGCAACATGCGCTTGCGCCTATGGATACGGTAAATCATTCCTCTCTGTCAAGATTAATTCGCCCGAATGCATTCAATAATGTACAACCTGCGGCGAACATTAGGGTGATTGTTCATTATGAAATGCATTATTTGAGGAAATTAATTCAGAGAGAGACGAATGACATTCCGATCACGTCGCGAAGCCGCGAT
CGCTACAAGATGAACTAACGTAGTCCGCGTTGCTTCTGCCGAAAATCGATTGCCTTGGAAACACTTTTTCTGAGTCCGGAAAAATAACGGTTTCCTTTTGAGCACTTTTTATAAACCAGGTCAGAAAAGGTTAAAAACAGTTCAAAGAAGAGCGACACTTGCGCGACTTAATTATTCCAATTTCGTGTTAGAAAAAGAAACCAAAATGGGTTTCGTTTGAATTCACTTCTTTATTTATTAACTCAATGTTGACAATTTAAATGTGGCCTTAAGACTAACGGCATCGATATAACTTAGGTTGTTATAGTTGAAATTTATATCTTTTCTGAGATATTTTGTAATATTTGGGCTGGTTTTTCATAATCCTTGAT
GAATTTTCAGGGTTTACACCGTTGCCTAATAATGATTCCACATTTGAAGGATACATATGTAAAGTATTATTTTGATAAATTATTAACTCATTTGTATTGAATTTAATATTTTGGATTTCGATGGTCAATTCATCGAGACTATTTATCCTAATGTTACAAATTCTCCCATAAGGTTCACTGGGTCAGGTTTATATCGAAGTCGTAAAGATGAATGCAATCTTTGACTCGCTTTGTATCTTGCTGTAGGTTATGCATGTCGTTGCCTGTTTTTGAAGCGCTATATCTTTAATTTCATTAAGATAATATTCAGTGCTTGTAATGAATGAATTTATAGTCACATCTCCTTTTCCCATGAAATTATTCATATAGCGTAC
TAGTTTGAGAATTTTTTCCTCCTGGATTTTCCATCTTTTGATATACAAGTGTTCTCTGTATTGATCATTAGAAAAATGGTCTAGTCGGATTTTCCTATTTCGGTTGTTAATTTAGTCCGTTGACGGCTCTTTGCTAATTGTGAGATTTCTTCTTCTCTTTCACGGAGCCTTTGTTGAAGTTCTAAAATTTGATGTTCTATTGTGTCTCTTTCTAGTATTTGTCTTCTATCAAGCCCCTGGGCTTTCGATTTTTTTTTCGTTTGCGAATACCCCTTCTTTATGAATCAATTTTTTTTTAATCCTTAATAAGGTAGCATTTTTCCTGCAAATTCAATTAATCGGCTTCCAATTTTTCATTTTTTCATAGTTCAACATATTA
ATAAGTCACAATAATGATGTCAGCTCTTCATTGGCAAACACCACTCAACTTTTTTGTTGTTGTTGGGTGAAGGGCAGCCTCACCCAGTGGTTTGAAAAGGTTCTTATGCTTGATTGCTTTCCCAACAGTTTATTTAATTTGCTTACCTTGGGGGCATAGCAAGTTATTATTTTTCAATATTTTTCCGATTGTAATTTATTGAATGAAAAAATTATTGTCTTCGCAACTTTACATTTTTTACATATTTAATCAAACAAACTTTGTATTTTAAACCGGATGCACCAAGTATTTATGGAGCCGAATGGGAGGAACGAAAAAATAGCTTCCTCATTTTGTATAATTCAAAGAAAACATAAGACTTTTAATTTAAAA
AGCAACTCCGGGATAGGAAGTTATGCACAGGAATACTTATTATGTTAAATTACTGACTGCACATCTAGCATTTAGACAGATCCATGGGAAATATATCCTCCAGCGTTATTCGCACTAGGATCATATTTATAGAATGAAGTATTTTGCTTATATTTTATAGATCATGTTCTTTGTAGTAAATGTTCCTCCCGTTCATATACTTTATATAGGAATGAGCGAGATTGCATTGGAAAGCTTTAAGCTTTTTGTTGCTTTCTTGAAGTGAAGTGTATTGTTACTCATTGCCTATATTTAGGCTTACGCAGTTTGAAGCCTGTAATAGGGTAACTCTTACTCTGTTTGGAATATCTATTTTCTAAAAATATCTGACCAT
AACTCGAATATACAGCGCTTAGGCTTGGTTGAATCACCGATCCTTAAGACAGGTGATATGACTTGAGCTGACAACAACTTGGGATGTGAATTTTATTTCTCGCTCATCTGACGTAAATATTTAACCACAATATTCTTAAGTGTCTACGTTGAACAAAATATTTGAACTTTGCGACCCTTAATGCATTTCATATATGCTGGTTGACTATGCAATTCCGCACATTCAAATTTATTAACAAAATTGACTGACTTTTCGTTCTGGTTCAAATTAAGTATAAATGAGAATGATACATTCATCCTGTGAATAGGTAAAGCACCCAAAGTAAACACGGGTAAATAACGTCTGATTTGCAAAAATACTGACATAGATT
TTTGGAGCATAATTCTGCATATTTCTATTATGAAAAGTTATTGACATCTGACATTGGAATTTGGAAAAAATAAAAAAAAAGATTTTGGATTTCTAACAAACCCATTCCGAACTGACGTTAGATTCATGTCTTCGGCTCTTCAGCACTGATATATAGTATACCACATTCATGCTTATATATATGTACAGATCCAACCTTTTGCTGATGAAAAACTTTCAGAATGATTGGAAAATCCAAGTAACAACATTCTTTGGTCGGAATGTGCATCATCAAAACGGTATGAACTCAGATAAAAGATGCAATTTGAAAAAAAATATTAATGAAAAATTATTATCTGGCGTCGAAACAACCTGCTTCGGTTATTTATAC
GCGCCATTGTAAATAGTATTATGAACGCTTATTTATTATACTAGGATAAGAAGGTTAAGTAAGTAGATGAGCCTCCTTGTGCTTTAAGTGCAAGCGGAACTTAAATATAAATGTTTGTTTAAAAAAAATGTTAAAATCAAGGTCTAATGTAAATACACTCAATAAAGTAATAAAGAAGACGCAAAGAAGGTCGGGCATGCCAAACGATTTGAGCCTCCTTTTATATAGTTAAATTGCATAAGCTATATTCCAACCGGAAATAAGAAAAAGCATGTTTAGAATGTAAGTCATTTTTGAAATAAAAATGTTTAAACCTTTAAACCCCCGTGATGTGCATGAATGTTCTAAAACTTCGTTTTACCAACTTC
ATCCGTAAATTTGAGTGAATAATTAACGAATGTACAACATTCAAATCAGTGGTATTCTATTGTATCGACAATGGTAACAATTTGTGTGACAACGTGGATTTTTGTCCAATTATGCTACTGTTAGTAGACAGATAAGGTTTCTTTTTTTCTCGTAAACAGCCCCATCTACACGATATCGTTTGCGGCTGGCTGAAACGCTCCTTCGTTTAGGAGAGTAGATTCCACCGCATGACGCAGTCAGCAATATAATTGTCACCTCCCCTTAATATATGACCTGTCCACTACTAGTTTCACTTTTCGATCACATCGTCCATGGGTGACAAGCCTGTACGTCGACCAAGTTATTTTTTCCAAATACTATTCGTTGCAAAG
AGGTGTTCACTGAGGACTACGAGTTTTTGAGTGACAGTGGGGATCACTTTCCATTTGTTACTCCCATATAACGACTCGAAAAGAACACTAGCACAAAATAGTCTCAAGTTGATCTTGATATTGAGATAACTGCATTTCCAAATTTTAGACAGTGCAGCGAAGGCTGATCTAGCGTCGTTGATGCATCGAGCGATATCCAGTTCCGTTCTACCGCTGGTGGAAACCACGCTTCCTGAAGAGACGATTTAAACTCTGGGTACTTTTCTAAAATGATCCATAGGATGTTGGTGTGGTCAATGCAGGAGCCTGCTCTGTGTCGATTAGGCGTTCGAAGTGTCCGTTGATACATTCTAGGATTACTTTAGCTATT
ATTTTTGCGACAGAAGGAAGCGCGCAGATAACCCTTCAACATTAATGGCCGAAATGATTTCTCCGCTACTTGGAGGAAGAATCTGTATCCGCGTGTTGCGGTGACTGGCAATTTCATCCAAAATTGCGGAACTTCAAAAGATGTGATACAATTAAGAGCTATGGTGAAGTGTTTTTCCACCTCTTCAGTTGCTCATTATCGTGTGTGAGGAGTCAACCGTCAACGTCCTTCACAGGACTATCAAAAGATTTGCGACCACATGCATGTTCTTTTGTGATGCGGTATACACTTCTGAAATCATTGCGTTCTGCAGCATCTTCCACTTTGCTGACCAGTACAATAACAAATTCCCTTTTGCAACGGCGTATACT
TCGTTGAATTTCCCGGCATTTCGCACAGTTCGAGCGCGTCGCGCCTGCCATCACTCGTAGCGTTCAACAAAGCCTTCATTCCCTTCCGTTCATTGATATGCCTCCACGATTCCGCAGTCAGTCAGCCCTTTCCAGGACGTTGCCGACGACCTGTGTAGCATTCAACAGAGGAGCATCTTTGATGATGACCAGTGCTCATTGATATTCTTAGGTGGGTTCCTGGATGTATCTGTCGTCCTTCCAACAAGATTGAAAGAAATACAGAGACCACACGTAAGCTAAAGTGAGCGACCATCAGGTGGTGTTTCTTTCGAGGCCGATGTCAGCGCCTCCTCTTATTACGCACATCGAGGAGATAACTCCTAAATCTA
CTACTGATCGCAAAGTGGTCAAACCGACAATGTTGCTTATTTGAAACCTAATTGACCTTGTGGCAAGCTCTGTGCTCGAACAATGTGCTACCAATGAGGAGGCGATGGAAGTTTAAGAAATCATGCATTTGATTTTCCAGAGTACAAAAGCAAATGTCCGCAAAAGGAGGAGGAGTACTCTCCAGAGTCCATTGTTGGGCGTTAGGATTTGAGATATTAGGATGAGTTATGTTGTTTCTTTGCACGGGATTTGCAAAGGACAACGTGAGAAAATAGATCAGAAAATAGATCTAGGAGTTGAATTAGAACGGGAGGGTTGTGCGTGTTTGGGAACTTTCTTCTTTCTAATAACTTGGACAATTCCGAT
AGTTTGCGAGGTCGCCATTGCTCCTGCAGTTAGCGCATTTCTTAAAGCATTCACCGAAACATCAACCCGGTCTGCCTACGAAAGGCGGTAGTTGGTTGTTGCGTAACTCACTCGTTGACAGATTCTGGTGAAAATAACAAGTTCTTCACCTATACCCTTCCCTCCCAGAAGACGACAAGCCGTGACTATAAGGAATCAGAGAACGTTTGCTTTTAGAGTATGACTTTAGTCAGTGCAAAGGAGCTGAAATCAACACGTAATACTACTGGGGTTCGTGAGTAATTTCCTCTGAAGATTTTAAGCTCGTCACCCGAGTCAAATATTCTCCTCAGTCGCCTATGTCAGTGTTCAGCAATCAGCGTTGGCATGT
TTGAACATTTTGAGGCTTTCTGCAGCATTTAGTTTATGGATTTCATATGTAAGTTTTTCGGATGCCACTTTTGTTTTATGACTTATTGCAATACTTTGTGCAATGGTATGTTATTTAAGAAAACGTACAGATGCTTAGGCCTTAATTTATCCAGTGCAGTTCGATATCATTTTTCACTTCATTTCCTTTTCCATAAACAATAGGTATAAATAGTGTGGGTTATGCTACGGAAAACTGAAGGTAAAATGTAAAGGAAATTATTCGTCAAATAACTAATAATTTTTTTTCTGTTTTTATTTCAGGTTGGCTTTATTTGTCGACGCGCAGTTTATAGTTAGTAACAATAAGCAAATATTTGTAAAAGTGCTGGCCA
CATTGAACTATGACTGGGTTAGTCTTTTATTATTTCGAATCTTCGTTTTTTGGAGAAGCCCAAATGGCAATCTACTGAATTCATATTTGCCATCTAAGGTCGAGAGGGCTGTCTTCGGAATGTCACTCTCCTTCATCTTGATTGGATGAAAACGCGATGTTAAATTGAGAGTCGTGGAGTATTCGAAGTATTAGTTCGAAAGCTCGTAAAGGTACTTACTATGTTCGGGATCAGGTAAGGATCTGAGACAGTAACGGTGTTAAGTCGTTTAAAATCAACCACAAGGTGAGAAGCAGTTCTCGCCTTGAGAATTTGGCTTTTTTGGCACTAGTCAAATGAGTAAATTGTAAGGCCTTTTTCTTGGTCGAAT
AATACCATCTTCAAGCATCTTGGATATTTCGATATCGTTATTATTAGTTAGTCTAAAAATGCACGAGTTCTCATTCAGTAGGTTCTGAAACTCAGTTTTGATCGCTCCAGTCAGGTGATCGTTTTTCGTTTCCATAACGTCCAGTTGTTTCGATTTCTTTGCTTAAAGAGAAATTTTAATGTTTGGTTACCTTCATGTCGATGATAACACCTAGATCTTCTCGGTATCATCCCCAGCGGCTTATTGAATATTGAAAGATTTCGATATTAGCCTGGCTTTACTGGAAACAAAGTTCTTGTTTGCGCCAGTATCTATCAGAAAATTCAGAGCTCACCACTACTTGTCGTATATTCTATGCCAAAGAGGCGTTCATC
ATAAAATTTAAGTGGTTATTCTCGAAAATGTCGTCTTGATCCCCAGATTGGGTAGGGGTCTTCCTCGAACTGGTCTTGCAATTCTGGTTCCAAAGGGTTTTCAAGCGGAATATCGCACACTTCTTCCGTTTGAATCTGTGCTTCCTGATTATAGAGACGTTGAAAAAATTTTGTAAAGTTTCTCCATTCATTCGAACGTTAAGTTGGATGGGAATGGGAGGTAGGTGGTTTAATTCCCCCGACGCGTTTGAATAGACCTGCCTACATCCATTGGAACTGGAGGTTTGGGTTGAGTAGGTCTAGCTGGTGAGCATCTGGGGTTTATGGCTAATATTGTACGCCTGATTTCTCTGTCGTACATCAAACTGTTG
CTGGAGATTTACTAGATCGAAAAATTCCTAAAATTCAAATTTTGGATTCCAGCATTCTCGATAAGTCACCATTCAAGCCATGAATAAAAACGTCAAGCGCCCTGTTCCCTCTTCCCATTTAATTTCTCGTTTTCCAAATTCGGGTCCATAACTCTGCGGTATCCGCTTGTTCGTAAGATTTACAAAACCATTTGGGATTTGTTTTCGTTGCTGTGGTTGCTGCATCAATTGATTTTTGGTTGTTTTCAGGCGTGGTCATCGGAACGTTCTCGGGATAGTTGTCTCAAGGGAGGCAAACTTCGCTTGCACACGCCGAACCAGCTTGTTGTTATTCTTGTTAAGTTCCTCCTGTAATTTGCAGAAGAGGATCGCA
TTCTGTTTCGTCAATGTCGCGATTTCCTGATTTCCGTAGCCAAGGTTACTGCTCCATCCTGAAACGTTGAAATCAGGAACTGATGTGATTTCTACAAATAATTCAGTAGCAGACGCGTTCTACTTAAGTCGGCTTATTGTTTTGTTTATCGTCACTTGCGAGTCGCCCTCCGTGTGGGACAGTGTCACCGTTTTTACCATCTTAAGACGGGTTTTTCTAATCCAGTTCTTTTTATTTATTATGGTGGTAATATTTTCGATTTTTTCTCTTTACTCTTTATAATTAATGGACGGTGTAACCTTCTTAATTTTTTTTAACTAAATGTTTCATATTTTTAAATCGATTTTACCACTTTATCGAGCAGGAACATCATTCCT
TGATTTTGGTGACAAGTCATTCAAACTGCTAAAATAACTTCTACCTACATATACTCTTATTTATTCGACGAAATTTGCGAAACGAGTTTTACGATGCGCTTTAACGCATAATCGGCACTAGAATTACACATCTGATGATTATAAATTTAATCTGCTTGTATCATTTTTAGTTCCTAAATATACTAATATGCAATAACCAAATGGATTGGGGGATGGTGAAAGACCATCCTGGGTGGCCGGAGTCGATCTAAAAGAGCTTTAGTTCCAATCTCCCAGATTCCGTCCTACCTTGAACCGACCTCTTTACATAAATCCACAAAATCCCAGCATCCTTGGCATTAATGTTCATAACGTTTCGCCTTAGCCAGAAA
TAAACGTTAGAAATGCATTTGATAATATACAGTAGAATGCTTTCAAACTTTGAATGAATTCATTATTTCATAAATTCCTCTCATTATTCGAATACGCATTAGCATGCGTCGATGCTGGCTTCATTCAAGTCACTCGAAACATCGGGCAAAGTTTGAATATTTTGGATCCGTTTACTCACTCATAATTCATTCGCTTCGTTCATTGAATTCGTTTTTGCAAGTGATTGCACAGTGCGTGCAACGTCTACCATTTGCTCAATTTCGTTGTTTTATATAATATTTTGTAAACAGAAATATCAAGCAGAAATGGAGATAAATTTTGTTCCTTATTACATATTTTGCAATATATAAATTAGGAATAGCCAATAATGA
TTTCATAATAGTCATAGATATGTTTATATAGGGAGTGAAAATAGTTGGGAATTCAAGCGAGCAATTATGATTTTCAGTAATTTTTGCGTTGTTCTACTCATCCGTCATTTCTCGTTTTGTTGTGAATGAGTGAATTTGAATTCAATATTTTAGTGAATGTCTCATAAGTACATGCAGGCAACTCATATACAGCATGAGCATGTCTGTATGAAAACAATTAAAACGTTAATGATCGTTTTCAGAATATTAGAAAAGTAGACATATTTTAAATGAATTTTAACGTTTCAAAAGTTCAAAGGTTATAGGGATTTGTAAGGAAATTTTTTAGAAGGAAAATAAAAGTTAGTAGACTGCACCTTAAGTAAGGAT
TTACCTTGGGTTTGTTACGATAGAACCACCAACATCTGGATTTCTTCAGCTAATATTCAACGGTTGCTGTACCTTACGATCTTGCTGCGTTCAAGGTGCCGCCTTTTGTCTCGTTGCTAGTGTTTCATCGTGAAAAGGGCTCCTCATTCATTCAAGCTTCATTTTTTGAGAGCATAGCTAATTGCGAATCAGTCCATTTTCCACTATATTTGCGTAAGCATTTCCTCTCAGAGTACGCCGATACGAGAGAGGGAGTATTATAAACTTGCCAACTTGTTACGTAGATATAATTTCAAATTTGAGTTGTTAGGCTAAATTTTCGACAATTTTGCATTTTTCCGTGTGTAGCCGGCACCGCGGCACCGAGAACGAA
ACCGCCACCATGCCACATTTGCACGTTTTTATTGCAATTCCAATTGCATTAGCATCAGCAAGAAGAATTTCATTGATTCTGATATCTTAGTGTAGAAAGAAGAGTCGGCCGCCATTTTGTGTATGTGTGTGATGTGTAATAGTAAGTATGTTGGTTTTATCTTAGGTATATTGAAATGATGACTAGTTGTGCAGTTTATCTATTGCGCACGCTACTCTGTATTTGATTTTGGAAATAATCAAATGTATTTCTTTCCGTTTTTCTGAAATATATCTGTGTTTATGTGTGTGTTTGCTTTCTTTCATTCCCGAAAATTACCTGTA
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T2 - chromosome 5 NC-051853.1 ATTTTTTCACTTCTGGCATGCGATGGACTCTTTTTTTTTTGAGGAGGTGGAAATCACACACTGGTGGTGGGCTTTTAATCCACTAATACCACCACCGACAACTTCCCTGCCCTGCCGAATCGCCATAAGGTATTACATCACGGGCCGGAGTCGGCTCACTCTAGCTTGGTCACCTTCCTTCTATACATACCGTATGTGACAGCGCTTTTCTCCTCTTCTCTGCTTTTCGCAGTTTGTTCTGGATAGATGCGATCATGGAGATGACCAAACCCCAATTTTTTTGTACCAGCACCTCTCCTAGAGTCTCCTCTAATTTCCTCCTTTCTTCCATAAATCTCGGACAGTGGAAAAATAAATGCTCTGGGTCTTCTGGG
ACACCATCGCAATTTGGACAGTCGGGTGAGGACTCCAGTTCAAACCTATGCAGGTATTGACGGTATCCTCCGCGCTCCGTGGGAAACTAGGTGAGATTATAATTAATTTCACCTTGTCGTCTCTCCAACCACTCCTTGGTGGGAGAGATGAGTCTGTGAGTCATCGACCCTTTCCAGAACGTTCCCACTGCTCTACCCATCTATTTATGGATCTGTCCCTCTCAGCGTTCTTCGTCTGAGATAAGGGAGAGGTTGGTTTCGCATGGTTTATGTTCGCCATCTCATCTGCCAAGATGTCAATCGGCATCATTCCTGAGATGGCGAACGTTGTATCACCTGAAACAGTCCTGAAGGCAGAGTATATCCGCAGG
GCTGTCCTACTGTAGACTGCACTCAGTTTGTTAGTGTTAACTGACATCCGAAACGTCTCCCTCCAAATTGGGGTGGCATAGAGCATGATTGAGGTCACCACCCTGGCTATAAGCAACCTAGAGATATAATGTGGTCCTCTTACGCCAAGGCCATACTTGCAGTGGATGATTTGTCGCAAACATACTGCACGTCCTGTTTATCACCGTTCCCAAGTTTTTGGCTTGGAAGTGATGATATGATTTCCGATTCTAATACAGGCGTAATTTCTCTTCCTGCGCTTAGTGATGAGGACCGCTTCCGTTTTTTCCTCCGCAAGTGTCAGATCAGAGCTCTCTAGCCAACTTTTAACAGTACTGATTGACTCACATGCG
TATAACTCAGCACCTTGGAGATGCTTTGCGATAACAAACAGCGCTATGTCGTCAGCATAGCTTACCACCGTGGCTTCTTCCGAAAGGGGAACATTAGGTACATCGTTGTGCATCTCCAAATCTGCCTAACTCTCAAGTGGAGCTTTATTTCATGTGGAAGAGAATTGGACTCAAACTCATTGACTTTTATCAATAGCGTCAGACGCCAAGCAAATAGCCTCGTCGATTTCTTTGTCCGACAGATTACGATTATTTGTGAGCTTTTTCAAGTTTAGTTTTGGTGCTAACTCAGCCCTGAATTCCCAGTCAGTGTGGGCGAAAGACCTAATTGTGGTCATTACTCCCTTTTTCAGAGAAGAAGGTGAGGACA
GTTTAAGATTGACCACGAAGTGGTCGGACCTGCCTGGTAAGGTATCACATGATATTACTTGAAAGCTTTGCTTCATTTGCATAGACAGAAAGAAGTCTATTATAGAGTGACTACTGGGCCTTGACGGCGAATCCGGCAAGACCATTACGAGATTGGTTGGCGAGAAAGGGTCGTGGGTCCATTTGAGCAGGATTTTACCATTACAGTTAATGGCCGTGCCGCCCCAGTGATTGTGCCTGGAACTTGCCTCCAAAGGCAGGGTAATTAGATTTCAACTGGAGATCACTCAAGACTTTTAAGTCGTGGCCCAGTTCCTAATTTTTTTGATCGGCATCTAATATAAACGGAGACTATGAGAATCCGCTTACT
ATCTGCCGTTTTAATGAAAGCCGCCGCAGCGGATTAAGTTAGCAGGTTGTCTATGGCGACTTCTTCGAATTCATAATCTTGTTTGATTAATAAGGCGAGGATCCGGTGAAGTTCACTTTATGCCTGCTTTTAAGATGAGCCTCCGAAATGCAATAAATGTCTGCTTTCAGAGAGTCGACCAACACCTGGGCAGTGGCACGTTGGACGTGAGATAAAAGGGACGCGGAGTTAAAAGTAACGATTTAACTCCATAGACTAAGGATGAGTTTGATGACGGCGAATTGCCGTTGTTCGTTTGTGGTCGCTGAAGCAAGAGCTCCAACCAATTCACGGAACGCAGCAGGTTGGTTTGCGAGAGACGGTATTGT
TGGAGGTGGAGGTGCAGGAGCCACCCGGGGCAGCGAGTTTTTCGTGGCTTGGGCGTAAGATACGCCTGCTTTGGCAAAACTTTGAGACAGTTGTGGTACTGCCTGTTTGTTCTGCTGTACCTCTTTAGTTTTGCGGGCTTTGGCAGCCTCTTTTCGGGTCAGCATATCTTTGTATGTCGAGCAACCGCGGTAGCTGGTGGGATGTCCGACTTTGCCGCAGTTGTAGCAATGCGGCACCTCCGTTGTGGGGGGGTTGGCCCGCGCCCGCGCCACACGCATCGGTGTACAATTGTACAATTTTGAGCTACGCCCCAAAATTCTGACAGTTGAAACATTGTATCTGTTCTATCGGCCTTTTTTTCTGGGGTAAC
ATTCTGGTGCAGTATGTACTTCACCTTGAAGACATCGTTGAGCTCTTGAGAGGGCTCGAAAGTCCCGATGGAGACTTAATTAGGAGTGTAGGACTTTCCTTATGAATAGCTTTATACTGTTTGGTCAGGAAGTTGGCCACTGATCTGATTTTTAGCTCCGGATGCTCTGCTTTGAGCTCCACAGCATCGATTTCCCGATGTAGTCCTCGAATAATGAGTGAGTACGTTCTCAGGGATTGAGGGGTACTGGTTGTGGCGCTGAAGCTTTACTCTTTGGCAAGAGCGAAAATTTTGCCGTGATCGTCGATGGATTCGGCGAAAATGAGGGTCTTATCCGACCTTGTATTCTTTAGTGTTGTTTTTGTCTCTTTT
GCCTTAAGGGACCTTAGCAATTGAGGGACGTTTAGTGAGTATCTGGTAATTACCGGTTTTTTGGGTTTTTGGGCGGGGGTTGGGGTAACATTGGCCTGAGGATCGCTTCCAGTAATCTTAACACTTTTTGCACTAACCTTAGTTTTTCTCGGCTTTCGCCGTGTGACGAAGGTGAACTGGTCCTCGTCCTCCGATGTTGTTGGCTTTGATGTTGCTGGTTTCTACTAATACGGCTTCGGCGAAAGCAGATGCACATCTCACGATGTCATCCACTTAACTCGGTTGCCTAGTTTGCTTTTGCAGGTTTTCCTTTTCCTGCCGTTTTTGTCTCTCCACCCTGAGCTCTGGACGGAGTTCTGCAATCTCCTCCTTCA
ATATACTCATGATTTCTAGCAAGTCTGCTTGACTCTCGTCTCCGGGGCTCGGGGCCCCCTCTTCGTCGGAGGGGCACCCGATCTTGGCCCTTTTGGCGGACATCTCCTTGTTTTCCTCTGCTGCTGCTGCCTTCAGTCTTTTTGTCCTGGGGAAGTGATTGTGGAGAAAAGAAAAAAATATAAAAATATATGCAAAGTAAATCTTGAAAAAGAAATTTTTTTTGTTCTGCTCGTTCGTCGCAGCTGACTGCCGACCGAAGTCGGTTCAAGATGTTCGAGACATTAAAGTTGGAGTATCTTCTCCTGCTGCTTGCCACTGATTTTTCTCTTCTCACTTAGGCATTCAGTTTAGTTCTGCCAACAGCATTCTAAC
CATTATATCTAACAATCTCGAGCTAGTCATATTTCAATCGTTATATTTTTTTAGGTGGCCGGACGGAAAGGATTTCCACACGTCATCTACGCTCGAATATGGCGCTGGCCGGATTTGCACAAAAATGAACTGAAACACATCAAATATTGTCAATTCGCATTCGACCTTAAATGTGATTCTGTGTGCGTCAATCCTTATCACTATGAAAGAGTACTTTCGCCTGGTATTGACATCTCCGTACTCAGTTTACAATCAGGACCCTCGCGGCTGCTGAAAGATGAGTACACGGCCGGCGGGTCATTTGGCGGTGGTGGATTCGATATAGATGGGAACGAGGTGGCAAAACTTCAACATCCAGTCAGTATGGGT
ACAGAAAATTATCCACCTTATGCAGCAGGCTCAGGTAAATAGAAGAAAGTGCGGTTCAAGATAATGTTTTTAACATGCGCATTTTGCATTTATTTCAATTTATTCATGATTTTGCTTTTCATAGTTTCCGTTCTAAACTTAAAGGTGCTCCAAGACAAATGAATGCTTTTTATTCGTCATGTGGCAGTGCTTTGTTAAAGATCGAACCCAGTGAGGTTGGAAGAAATGTTTGGATGGTACCGCCGCCTCGGCTGCCTTTGCATCCTCACTGTAAGAGGTTTTCTTTTATTCTTCTGTTGAAATTTGCGGTAGTTGGTTTTATAATTTGCAGGTGTAGTTGTAAAATATGTAGCTTGTCTTTGAAACTGTAGTT
GGTTTTCATTTAAAAAAAAATTGAATTTTTATCAGCCATGCCGTCCCATACACTGACATACTCGCAGCAACATGCTCAGCCAAATTGTGTACAAGGACAAAGTTTTACAACTGCCTCATCCTTGCCTCAGAATGAACAGGCTATCACGACCCAGTCGAATTCGGTTGACCACAGCACCCAGCAATCGCATTCAGGTCAATCTAATGGCTATTACCCGCCTGTGCTGCCGGAATCCTTGGCTCCAGATATTCAGATGAGTGCTCCTCCCGCATCATCCGTGACTCAAACAAACAGCCATGTTGGGACGAACCCAAAGCCGCAAGTGCAACAGCTTTATTCACAGACTTCGACAGGAAATACTCTGCATGG
AACATGGACAGGAACTAGTACTCTTACTTACACGCAATCCATGCAACCACCAGACGTTCGAAGCCAAGGCGGATATTGTAAGTTTCCATTGAATCACTTGAGTGTTCCTTCACGCTGCAATCTTGCTTTTGATTAGATAACAACTCTCTTCCCGGTGATTATCAGTCAGCGCCACGCCTGCTTTCTCGACAACCTGCGCCTGAATTTTGGTGCTCCGTGGCGTATTTCGAACTCGATGCGCAGGTTGGTGAAACGTTTAAAGTTTTATCGTCAAAGCCGAATGTAATTATTGATGGATATGTTGACCCGTCGGGAGGAAATAGATTCTGTTTGGGTGCATTGAGTAATGTGCACAGGACAGAACAGAGTG
AAAGAGCCAGGTAAGTGTTTACAGGAAGTTGCCTTCATTGGTTTAACCTTACAACTCTGCAGACTGCATATCGGTAAGGGTGTTCAGTTGGATTTAAGAGGAGAAGGAGACGTCTGGCTACGGTGCCTTAGTGAAAACTCAGTTTTTGTACAGAGCTACTATTTGGATCGTGAGGCTGGTCGCACACCGGGCGATGCTGTTCATAAAATTTATCCAGCAGCATGTATTAAGGTGGGTTCGAGAAATGAAGCGCTTTTGGAATTTGATAAAGTTGACTATGGTTTTTCAATTAGGTTTTCGACCTGCGCCAGTGCCATAGACAAATGCAATCGCTTGCATCAAACGCTCAAGCAGCAGCTGCAGCTCAG
GCAGCCGCTGTGGCCGGTTTGCCTGCAGCGCAAAATAACGTGTCTTCTAGGAGTGAGTTTGCTATCCCTTAATATGCTAGAAATGCATAAAATTCTAACACCCTTTATAGGTTTGAGTGTTGTGGCCGGGATAGGTGTCGACGACTTACGTCGTCTATGCATTCTTCGTTTAAGTTTCGTAAAAGGCTGGGGACCAGATTATCCAAGACAGTCAATTAAGGACACTCCATGTTGGATTGAGCTTCATTTACATCGTGCGCTTCAGTTACTGGATGAAGTTCTTCACACCATGCCCATCGATGGACCTCGAATAGTTGAATAGGAGAAAAACGGGATCGCCTTTGACAGTGTATTATTAAATGACGAAGT
GCAAAATTATTCAGCGTAGATGAATAGGTACTTCAGTTGAAGAGAAAATAGGTTTAACCAAAGTTGAAGAAAAATGAAATTGAATTTTACTAGTTTGATAATTTTTGCAAGCAAAGATCAGATTCTTGTTTGAAAGTTAATTTCGCTAAGGGAGTTAAATTTGAAGTTGATGAATTGCTCAGGTTAGAATGTTTAGCGGTGCAAGATGCCATTTAGGTTTGCATACTCGTATAAGCTTTCCTAAATGTGTTGTTCGAGTATTTTAAATCAAGTGAATTGAATCCTATTTTTAAAATAAGGACGAGAAAATTGAAGGAACCGTTTCGAAAGCATCGAACTTCGTCGCATATTTACGGCTGTCTCTTCACA
TGATGGGTAAGTACATACTTTGATTTGCCTATTGCAATATTCTAGTCACGTTATTTGTTGGAAAGTAATCAATTTAGCATACCCTAAGCTACTTCAACTAGAAGGGCAATCTAATGTTTCTACCAGGGTTGAAAAAAGGTGGACCGATTACTGTCTGCTACTCTGTTGCGTTGTGGTCACGAAAAAAAGTTTACATTTCGGAAGAACCATTGCATGAAATTCTAGAAAACCATGAAAGCTGTAAAAATGAGAAGTGAAATTTTAAAAAAAATATTGGTTGTAAGTCAGTCCGTTGTCAATTGTTTGTTTCGTCCACAATTTACACTACACTAACGAATTGACTGACAGTGACAGTACCTGTTTCATTGTG
GTCGGTCGTAAAAAATTCTATTACTTAGTTTCAGTCTTAGATTGTGTTTCAGCTTTGCTATGAGGCGTTAAAACACGTCGGAGTACCGGAACCTGGACGCTTCGGGTATAAAGTTATCTAAAAGTTCTAAATATTCCTTGATATATCTCAAAATTCCAACTCCACCGTTCATTTGAGGTCAGTTTATATGATGACGACATCATACTTTTCTTAGAGTGCGATAAATTCATGTGAAATGCACAATTTTGACTTCTATAACTTTGTTAATAATATCTGGATTTTTTCAAACTTTCCAAAATTATGTATTTTGGGTTTGCATATAATGATACCAAATTTCGAACGTCTAGGATGAACTTCTTCTTTCTAAAATATG
GTGATGTGCTATTAGCAACTTTCTTTGAGCAGATATAGGAATTACATGTATTTTGAGGCCTAGATTTCGTATGGATGCACTATTGTGATTTCTTTCAAATTTTTCGATTAAGTGGGTTCTGAGAACGAGATCTCTTGCACTTTTTAGGGCACACATTTTGAGCCCTCACTCCCCTGTGTTTCACCCAGCAAATATCATCAGATTCGAAAAGTACTAATCGAGCTCTTTCATTTGATACCCCACTCGACTATATTTTGTGAAAAAAATGTATACCCCCCTTTCACATATATGGAGAGCCCCCCTCAACTTAACATAAAATGGCGCCACTTGCTATATGTAAAGGGATTCATAGATTACATCTTCTCACCAAATT
TCGTAACAATTCAGTCGTTAGACTAGCAACATCTTCGACTTTGCTCAGACTAGCAACAGCAATGGCCTTGACGACCAACCTACATTTAATATTGCTCCTGATTTTCTGTTGGATTGGAGTATTCAAGTTCAAAGGAGACAATTTATTATCTGCCATGACGGTAGCCTAATGCAATCGGCTAGAGGATTGTTTCTCGAAGAAAAACTCACGAAGAGAATGAACTTGATTGTAGTACGTTTCTAAATCAAGTACCCCCCTTCCTCCCCGATGACGTGGGATAGTGATCCTCAATTTTTCGGCAGCTCTATTGTGCATGTTGTTGTTTGCAAGAACTACCCTTACCCGTCTATTGACAGATTCTAAATCGGTAT
TACTCCACTGTATCACACCGAAAGTGTATAGAAGGACGGGAATGGCAAAGGTGTTGATTGCCATGATTTTATTTTTCCCGTACAACTCAGTTTTAAGGACAAGATCCAGACGCCGCTCAAATTCCCCCAGCAACTTAGATTTCATAATTGCCACAGCAGGTGTTGTTGCTTGCAATATGCCGAGGTATTTCCAATACCTCCAGTTTCCAGTTTCCAGCTGTATAGCTGCCAGTATCCGATCTAGAGGGGTATGTCCTTTCTGCCTCTATGATGAAATCAGGGGAACGCAATGTCGGAAACACGTAACTTTCTTAGGTTATGAACCGCGTGAAATGGAAGCAAGTGCCTTGCATACGCGCCTGACTATGGG
AGCCATGAACAACGGTTGGTTAGAGGCAGCAGCATTAGCACACAATCAAGATATGCACGCCACAAACGGTAACTTAGATACCGTCCATAGTATGAAACAGGATAGGACTGATGTTGTTGAATTCTGTAGGTCAATGTTTTGGGATGCTGCTACTATACAGGTTGAGTCTGTTAACAGGCCTTCATCTAATGTTGCTAAATTATTGCGCAACTTGCAATTCATTTTTTACAGCAGGGATTCAGGAAGAGGCTCACAGGTGCCCGTGATAGCAGGAACTATTCACCAATCCATGATTAAATGGTGGGATGATATCGAGGAGGAAGAATTAGTGGAGGAGGAGCAATTCGATTCCGGAAGTTCCGGCACT
GAGGGGAGGACAGAGACGCCAACTGACCAAAGATACACTGTGGAACATGTTGGAAGTCAGAACACCCCGGAAGGTAGGGCCAAAGATGGAGAGAATACCCGGCGAGGGGATGAAACAGATGAAGGAACGGGTGAAGAAACAGAAGTGGAAACATCATATGAGGGGAACCCGAATAGGGGCAACGACATCCATCGAGCCGATACATCATATCTGGGGTCAGAAGACGAAATTCTAAAAATCTCTGATGACGACCCACCACTGGTTCGGGAGTTAAAGATTGGCCTGCAAGGAGTCGCTGCAGTGGCGAGAGAGGGTCAAAAAATCAAAGGTGGAAGAGTAAAGAAAGGAAGTAAGTTCACT
AGGATGATGGCAGCATTACGCAAGACTGCAAAACGCGTTACACAGATTGCAGGGGAGGGTGCAGGGGAGGGAGGGTGTGATACAGCATCAGTAGGGGTGCAAGTGGGCCAAGGAGGTCGAGGAGGAAGATCGAAGGAAAGGGGAGAGGATGAGAGATGGATAGCCCATTTCAAGAGAGCTACTAAACACCTGAAATGGATAGGAGTCGGAACAGATAGTAGAAAAAATCACGGGGCTTTAGAGAGAACAGGAGCAGGGGACAAGATGATAGACGCTGCCGTGAATCCTCAGCCAGCTACCCCAGGTTTAATAAATCCTTCGAAGGGGATTTATACTTTTGGATATCTTTCGAACCCTACCC
TGTTAGCGGCGGCAGTTGATAGAGCAATTACAGGGGAGACCCATGACTACAGGGTTCTCGCCTTGAAAGTTGACCTGTATGATGAACTGCGTGAAAGGAGGATAGTTCAGCCAACTGGAGTAGATTACGCTTGGGCTGGTACTGAGCAAAATGATCCTACCATGATACACCTATGTCAGATAGGGGGGTGGCATTACGACGCAGTGTTTATCACAATGGATATGTTGGAAGTGGGATTAAGGAGAGGAGGGCTGCTGCGGGTAGGGAGTGGTGGAGAGGAAGAATGGGCACTAAATGGGACAGATGTCCGGATAATACCGTTAGTTGAGAATACGGATCCAGGGGGCAAAGGCAGGGATATGT
GGATAGTTAGCCATCTAACGTACCCTCTAACATGGGTCATAGACGCATGTACTGTGTATAAGGTAGGAGGCCCAGATACGGGGGATGAGGAAATGTTCATTAGAACTGCAGGGCTAGTGGATATACATGACAAAGCCACCAAGATTATCTTTTTGATCCCTAGCAAATCAGTGAGCACAGTTACCCTGGGTAATAGGATATTCCCGGTGGTAACAACAGATCACCGAGGTGAGGTACCAGCGAACATGGACATTCCGGTGTTTAATATGGACGACGTCCTATGTAATATTCTTGATGGGATCTTAAGCTATTCACACCCCCTAAGGGAGGCCTTTGACGCGTATACCTTGCCATACTTCCCAAAAGG
GATCAATTGGTTAGAGATCAATTCATTGAGTATAGCTCTAACCGTCAGATGGCACCAAAAAGTGGAGGGTATTAAAGAAGGTGAAGGGCCTTTGACGTACGTAGGGGCGCCAAGTATGTCCTGGAAGTATTAGGGCTACAACCGCGGGAAGGCATACGCGATACGTCCTACCCCGAGTATGGAGGGCGGTCAACTGTGAATGGCCTAGACCAGCGATTCATCCAAAGGATGAAAGCTCGTGAATCCTGTGCAGTAGTACTAGGGAACTGGGGGAGCATGGCAAGCATAGCGGTAGCCAGTGGGTTTGCGACGTTTGATACGAGGAACGTCGAGGACAAGAAGGCCACGAGAGCACGGTGTTAT
AGCGGAGGTGTAGATAGGCTTCGAAATATTTAAACGGGCGGCGGCATACACTGAGCGGATAGCGTTCCCTGCCGCAGTACCCAACGCTATGCGGTATTGGGCCTCGATAATTCGGGGCCATGGTGACGCAGGATTTACTGTCGAATGGTTTGCCCATATGTTCATCACGGTCCACGTCACTTGGAACTGGAACATGAATGTAATAAACCACACCGGAGGAGTCGCAACGCTCACAGGTACGCGAGGGCCTTCTTCATGGGGGCGAAGTATTTTAAATACTGAATGGTGTGAGTTTACCATGAGTGGTCGCACGGGTGACGAGAAGGATATATATGTACTCGATGATACCCAAGCACGATGGACATA
TAACTCATATTGCCAGATTGGACAGGGAGAGGACGTTTGGCATTTGGAGCAGGCGCTTTCACGGTTAGATCTCACCCGGGAAGACCCGAGTTGGGGTTTTAAATATCAAACGCACCCCAGGTATGAACCTCTAGAAGGATACGTGTTTATCGTTGACTACAGTGATGGAGGGGTAATGGCTCGCGGTCACGGGTGGATGGAGGAGGGGAGTGCCAATCCTGATCCTGATCGATGGGGATGGGGTTTGCAAGTGCGCATTAAAGATTTCAGAGCTGAACAACTTAAAACATTAGTCATTCCGGCAGGGACAGCGGGAGTGATATGTAGCCGACAGTACGGGCCCAGAACCATACTGTATAGGGGCA
GTAGGGATTCTGGAGTCACTGGCATACGGCAACATTACCTTGACAGGCCCATGGGTCTTGACGCCAGTAAACTAGAGAAGAGAACGTTAAAAGATGCAGCGGCTGCGGAGGACAGGGGGACCAGCAGCCGCGAAAAAGAGCTGACCCAAGAGGAAAAGATTATCACTCTGGAGAAGAAGCTAGCAGAGATGAAGGCGGCACGAGACAGGGAGCAGCGAGCCGGAGAAAACGAGGAGGAAACAAGGGCGCCACTGGAAGAGGAGAAAGACAGGGGGGCAGAGAAGAAAGTATCACTGCCGGTCGAAACTCCCTCGGGAGTGAAAGAGGCTGTTCTTGTGAAGCCAGATTTATTACAGGAA
CATGGCAGGAAGGCGGAGCAAGATTCGTTGGAAATTGCAGCTGGGAAAAGGGGGGAGTAGAGTGGGGGAGGTGTGCGGCCATCTGGCCGGAATGGGTGTGGAGCCCGGCGCTGTTCAGGATTAAGATGGGTGCTGCCATAAGTAAGCTCTAAATTACCCCTTCATTGATAGAATCTAAATTCGTATATGTGGGCACAAGGACATGCGCTCCGTGATTGTGACTCCCAAGTATCCCGCTGCCGGTATTTCAAACAAACCTCATTCGATTTCAACATGTACTCAGTACCTCGCTGTCGACTACTCCCCTCAACGAAAATGAGAAAATCATCCGCGTAGGCGATATACTCAGCTACGAAAGAAGGCTCA
CCCAGTAGTTCATCCATCATCAGGTTCCATATAAATGGACGTACGATAGATCCCTGTGGTCAGCCCCATTCCATATTCACTCACACACGCTGGTTGACACCTTGGACGAGTGCTTTCCTACCATGGAAGTAGCTCTTCCATAGAGCCAACACCATAATAGACAACACGGACAACTTAAGTAATTAAATGCACTTTTGAAATCTACAAAAATTCCAAGGACGTACTTGCTATGACAACGGACAACAAATTTCTGCACATATATTAAGGCCTCGCTGGTGGATTAGTACGGAAGCCATACTACCTGTCAGACACCAAGTGGGATGTTTTCACCCCCAGTCGCTGGACCACAATCCTCTCCAGGACCTTGCCA
AGGGCCGGGAGAAGAGATATGGCTCTGTACGACTGAGGATTACTCTTAACCTCCTCTAGTGACCTCAGGAGCACAACCACCTTGGTGGAGTTCCAGAATGCAGGAAAATAACCCTCCCTTCAGTAACATTCAAACAGACACTGGACATGAGATGGGATGATCTGCCAGATGTCTTTGCACCTCTCGCCAGTCATCCCATCCTAGCTAGGTGATTTCCTGAGCCTCGTCATTCTCTCTCCGATCTCACAACACTTCAGGGGAGGAATTTCTTTCGCTCCTTCAGCATCAGCGACCGTCAAAAGACACCAAAGGCTGAAATCTTGGAAATAGATCACCCAGCAAAGCACAAACATTTTCCTCTACATATCC
GGTTGACCCTCCCCAAGGGTCATCACTACGCTCATCGACGAATCGCCTGCAGTTTCGTTCTTTCGACTGCCTCAACAGATCTTTATAAGGTGAAACACCTCGCCTATAGGCGAGCCTAAGTTGGTCAACAGGATTAACAACACTTAGGCTTTTTCCTCAGGCGACCAATTTCCTTCTGCTTAATGCGAAGAGCATTCGTCCACCACTTGACATGCTTTCAAGCCCTTCGTTCGGGCTTCGTAAGCATGTCGCTACACATCCGCTCATTCAACAGTCCGACTTTTTTACCTGTAGACAAGAACACAAATTCAGAGAGGGGAGAGCGGTCGGCTAACTCCGTCATCCGAAAAACATATTTTACCCAGTTACAG
CCAACGCGTGGCCGTAAAAGGCCCTGTAATTGAGACACATATGCCCCACTCATTAGTGAGACTCTCAACACAGATGCAATCAAGACTCGTATCATTAATGATAACGGCCGCCTTGGCCGACCCCGTAGCAGTGAACATCCGCATGACTCCAGGCAAGCTTCTGACGCAGTCATTGACCAGGGTTCCTGCAACATGGCTACACTAATGTTTTGCCTGCACATGAGCTGGTCGAGATTATGTATCACGGCAGCCGCTCTGGCGCAGTTCAATTGCAATAGTGTGAGTGACATGGCGCTCAGTGGCGGGCGTTGACCCGAGCCATCCTTGCGGCGTAAATCGGGTACAACATTGACCTCAGCATATGTTCG
ACCGGAAAGCCCCGGAACGCACAATTGCGGCAGTGAACCTCGTTACTGTAAGAGGATGCCATATGGCCACTCTGCGAGTAACAAGCGCAGACTGGTTCTTCGCACGGTAGTCAACTACGCGGTGATTAAAGCCAAGACACCTAAAACACGCAGGGAGCAAGTCATGCGACCTGATCCTGTAGCTAAACCATTTTAGATGCACCCGTTGGGTGAACTTATCTATCACTGTTGGCGTGCCCTCAATCACAGCATTGCTAACTGCCTCCGGACCCGTATTGGGCTACTTATAATTTTTGGCTGTCTTCTTGAATCGCTTAAAGGACATCTGGTCCCCCAAGTGATTTTCATAAATTTGCTGCATCAGTTCTTT
GACACTAATGTAACAGTGCATGTCATATACGATGGCACGAGGTCCTACCGTGTTCGAAGAACTTCGGGTTCTCCACAACCTTTCTTCGTTCCTTTTCAAAGGGCACGCGTAAGGCCACAACTCAGATTTCAGCGGGTGCACGATATAATCCCTAACATCCAGTGCAGGAGCCACTTCGCGCATAACAGCCTGTGGGATTTCTTTCGACGAACCCTCCTTATTGCGGCTTTTAACAACGACCGGCCGGCTTAGGGGCCGCGGGTAATGCACCAGCGGCGAAGGTAATAGGCACTAAATGAGTCACAATCGCAGCAAATTACTTGTATTTAAACGCAAATCGTAATTTGGGTGCCCGGGAGAAATCGCAC
TCGAACTCGGAGCAAAGGAAAACACATCCGCACGCATTGAATGCTAGTTGCCGAGTGAGCACGAAGGCAGGTGGCATTGCTCCAAATGTCGGCAGTGGTTGCAGAAGCGGAGGATTAACAAATTTTTCCGTTGAAATCTGTTCGAAATATTCCCGCTATCCATCTGTCGTGGCTCGTTGGTCGTTTAGCTAAGTGTTGGTCTTTTCATTAACGTAACAGAAATTTTCGATATTCTGTACGTTAGTGTCGGCTTTTGACAAGTCGATAGAGATCTATGTCATCCCGAGTGTCCAATTTATCATAAAGATTTTTCTAATGGATCGCTCGAGTAATATTGCGCATTTAGCTTGTTTCCCCCATTTTTCGGTAAT
GGTCGGTAATCGCGTAAATGATATCACTTCTTCTCTTTCCTCACGAAATCTCCAGTTAGTGACGGTGATAAAATTCCGGCATCTTATGCGGATATAGTCAATTTACGATTTATTTTTCCTATTATAAAGTTTAGGAAGACGAGGCAATCGTTTAATAAACTATGTATTGGTAAGCATAAGGTCGTGAGTATTCGTCAAATTGATTATACAATAAAGCGCTAAATAATTGTACGGGATTTTGTTATTTTAGGAAAACTAGCGGCGGTGGTCTAGGTAATAAGGAAGGAAGCGAGCGCGCCCTGTCTCGTGTTAGGCCGTCAGCCGTGTCGGTGGCAGTTCGGTGCGTTGGCGGAAGTGAATTCTATATGG
CGTTCGGATTCGCGTCTCCAATGTGCCGCCACAGTGCTGTCATTGCGCGCTTCGAACCCTTTTCTCCCATGGCACCTGTTGTCGTCTGCGTTTTCAACCACATGACCACATTTTAACATCTCACTGAATTGGATCAGTAACGTGCTTATCGTGCCGTTGAGTTTGCGCTGTCTGATATACAGTGCTGATGTCTAGTCTAGTCTAGTTTCCTTATATATGTTGGTTTGGTTTTAGGAGTTATTTATTTCACTGACAAATTTTCAAGTATATTTTTTTAGTGTTTTGACAAAAGTGAGCGGCGTCCGTACGCTCCGGTGGTCAGGAAAAGAAGAAAGAAGAAGCGCGTGCGCCGGCCTCGTGCCAGGTCGCCAGC
CTCCTGCCAAGTCGCCAGCTGTGTTGGCGGCAGTTCAGTGCGTCTGGTGGAGGTGATCTCACCGCCGGCAATGCAGTCTTGGTTCTTGGCTCCGATGAGTCCCATCATTCACATGATTGGACTGAGTTGCACATTTGAGTCGATTCATTTATGAGTTACACATCTCCACATTTTCAACACGTGTCTGAAAATCTTTAACATGCTCGATTGCTTCAGACTTTCGTTTTATGAAATAAACGAATGTCTTTTACGCACGATTGCCGATCGAAGTCATTGTGCACCACTAATCCGTTATCTAATAACTAAATAAATAACTACCGGTTTAAAACAAGCAAGTTTATTAAATTTGAACTTGAGAATGAGATAAACAC
AAAAAGATCGCTCCTTATTGCTAATTTCCGGTCCCTTCCACTCGCATTTCCTTTTTGCTAATCCACGAATATAGTTCACCTTCCTCGTTATTAAAAGGGATGGCTGCATTATTGTTATGGTTCTTGGTTCAAAGTCGAGTCGAGTTTCGCTTTTGTTCCAATTAAAGCATTTATACCAATTGCGTCTTTAAATACTGGAGTTTTTCAAACGCAGATGCGCGCGCGTTGTGGTGTACCAATGACAATCTTGCTTGAAAGTAGCCAAGGCAAAGCCGAAATATGCCGAATAGTGGTATATCCGGTGAAATTGACATTATGTCTATGGTTTAGGTGGGTCTCCGAAACGCAAAATATGTCTGCTTTCAGAGTATC
AACCAACGCTTGGGCAGTGGCACGTTGGGCGTGTGAGACCAGGGACGCGGAGTTAAATGTGACTATATTTAACTCCATAAATTCATCAGTAATTGGATTGCGGCAATCTGCCGCTGCTCATTCGTCTGGGCGAAAGCGAGGCTTTCGACCAAGTTCTTGAAGGCCAGTTTGATGCCTTGTGGAACTTGAGGTGCAGCTCTAGGAAGAGTATTCCTAGCTGCTTGGGCGTACGATACACCTGGCCGGGACAAGCTTGTGACATCTGTGTGACCGTTTGCTTGGTCCTCGCCGTTTCTGCATTTTTTCTCGCCCTGCCAGCTTCCCTTCTGGCAACCATATCTTTGTATGCCGGGCATCCGCGGTAGTTGGCA
GGATGTCCGGTCTGGCCACAATTGCAGCAATGCGGCGCCTCCGCCGATGGTGTGGGGCATTCCCCGCGGACGTGGTTTTTTGCGCACTTTACGCACCTGTGCACAATCGAATAGTTAGGGGCGATGTGGCCGAAATTCTGGCAGTTGTAGCACTGCACTTCCTGAATTGGCTTGACTTTCTCAAGCGAAATCTTCTGGTGAAGTATATATTTAATTTTCAGTACTTCACTGAGCTCTTGGGAGGACTCGAAGGTGGCTATGAATAGTACCGATTGTGACCTCATCGGGAGCGCCGGGTTCTGGTTGTGCAGAAGCTTGTCTGCTCGCGTGACTAAGTTGGCAACGGTTTTCAATTTTAATTGCGGGTAAT
TCTCGTTGAGCTCCTGCAATATGTCCGCTGGATCTGTCTCCCTGTGGAGACCGCGAATGATCAGCGACTTGGTTCTTAGGGTCGGTGGGGTGCTGGTGGTGGCGTGAAGCCCTTTCTCTCTTATGAGAGCGAAAATCGCGGCATGGTCTTCAACCGTCTCGGCGAAGATGAGGGTCTTGTCAGCCTTCGTGTTCTTCAGGGTTGTTTTCAACCCTTTCTCTTTAATTAATCGTAAAAACTGCGGTACATTTAGTCTGTACCCAGTTATCGTGGGAATTTTAGGTTTCTTAGGGGTGGCTGCTTGGGGAGAGGATTTTGGGTTGGTTGGTGGGGCACTTACAGTGATAGCACTAACCTTAGTCCTATTCGATG
CCTTTTTTTTCGGGCGACGAAATTGAAGGGGTCTCCTTCCTCCTCCTCGATGATGACCTCCGGGCACATGCCGTCATCTTCTTCGCTTTGCTGCTGCTGCTGCTGTTGTCGCTGCTGCTTCCTCTGCTCCTGCTGTTGTTGCCGCTGTTTGATTAGCTGGTGCTGTTGCTCTTGTTGCTGATGGACCGCCTGCCTCCCGGCCATGTTGGCAGCTTTCATCTCAGCCATCTGCTGCTGTAGCTCCTTGATGAGCGCCAACTGGCACTCCAACTGCTGGGCCATGTCGGCCTTCTCTTGTTCGAGCTCCGCAATCCTGATGAGCAGGCTCGAATCTGCGTCAATCTTGATTGTAGGGCCCGTTGCTCCCTCTTCCTCC
GACGAAATCTCTTCCGGGAGAATCAATTTTGTTCTCTTGGCGGACATCCTGTCCCCAAGCCCGTCCTTGGTTCACTCTGAAAATAAAAGAATTTTCCCTTTATTTGCTTCTTTATTTTTGTTGACAGTGTCCAATTAATATTGGTGCCACTGTTAGACGAACAATACTTCCTTTGGTTTTGTTCCCACTGCACTGTTTTCACTTTTTTTTTCCACTGTGTTTTTTTTTTTAACTTCCGAACTCAACTTTTCGATTTAATATGCCCGAAGGCGTTTTTTTGCCACGCACTGTAATTTTTCACTTTCCGCACAACGTCTGTTCGCCACGAAGTCTCGGAGCGAACTGTTTTTTTGAATGTATGGCCATCTTTAAATTCA
TTTACCCAATTGTGAACAATTGCAAACACAACGGGAAATATGCCATGAACTTCGTCCAATTTAGCTTTCATCTCTTTCGGTGTTAAGCCGTTGAAAAATAAGTGTTCATTCAGTACTCGAAACTAAACTTTTTTCCAATTTTCGAAATGAGCAAAAGTTTCTTCCTTCAATTGACAATCAAAATGAAACGTTTATGAATTTCTTCAGCTCAGCATTTTGACGTTGTGGCACTGACAAGAACCCGATACCAGTTGAAATGCACTGGACTTCCTAAATATATTGAAATATTTCTTCAGAACAATAAAAAAATAAAACCGAAAATTGAATTGAAATTGCCTATGTTTAGCTGTGCGATTGTCGATTTAGATTTC
GCTACATGGTAGCGCGGGTATCAATCAGCAATAACCTGGGCTAATGATGTAAATTCGATGCCGCCCTGATGAATGGAAGAATTCATTGGCACGGACACAGGGGGGGGGGGATGTTTTGGGGAACAATTCGGACTGGGGCGGATGATTTTCCAGGCCCAGGGCAGGATTTCCTCAATTCGTAGTTTCTGAATTCAAGATGCTGTTCACAAAGCGAGAGTTGGTATGTTGGAGCTAGAAGCAGCGGATTCTGCTTCGAATTTATAGGTTGAGATGAGAGAGGTTCAGGGCCTGATTTCTTGATTAAAAAATCGTGAGGGAGTGATTTCTGAAAGGTGTTTTTGGTGGACGAGAAATCACTGGGGGCCT
ACTACCACGACTGGGGGAATTTTACTGACCTTTGTCTTGATGGGTGCGGTGGTGGTTGCTCGGTTTTGTGCTGGATGGCGTGGTGTTGCGGTTGGCTGGTCTCAGGTGGACTGTGCTGCATGGGGCGGTGTTGACGTTGGTTGGGCTCAGGTGGACTGCGTTGTCTGCTGGATGGGGTGATGTTTGTGTTGCCGGGTCTCGAGTTGATGGTGGTAGGTGTTCTAGTTGGGGCTGCATTCAATGTTTTGGCTGTTCTCAGCAAGTTTGCTGCTACAGATCCTGGATGATGGTGTGGAGGGACCATTCCATCTCTTTTGCCTGTAATTTGGAGGCGAGTGCACGCTTCTCCTTCACGCGGACGAAATCTTGAA
TTTCGACGGTTGCGGCGCTGCCGCGTGACGAGGTTGAGCTATCGGAGTCCGTTTAATATTCGGATTCGTCATCGTCGGTGGGGCCTCTGCTTGTCTTGCGGTGTTGCGCTGAGAGCTTCGCTCACGATCCTAAGCTTCAGCTTTCATCGCTGAAAGGTTAGGCGTGGTCGGAAAAGAGAAAATAAGGGCCGATATCAACATTCAGACTTTGGCCGAGATGTTGATTGATTATTTGTTTATCGAATTTACTTAGTGTTTCACCCATACTTTCATGTAGTCAACTGTGTGGAACGTAAAGTTCCCACGTAGTCTACAACTCCCTGCTTGTGTTGCGCCTAACGGGCCTCTATTTTATTTCTGTTTATTTTGATT
GTATAATAACAGTCATCATCCACCCGAAAAGTCGGCGGTGGAGATGTCCTCCTATCATTGTGCGAACAAGAAGCACTTTCGTTCATGAGGTCCTCGTTTCGCACTATATATGTAACTTTATTTTATTTCTTTAAACTTTCGGATTTTCGCAAAGAAAAAAAGGTATTCACTATCCGGTGGTCGATGCAGAAGAGAGTTTTTTCGAGGTTTTTCTTCGGTCCCTTTGTTTCCAACCACCTCTCGTAGCGAGTTCGAATAAGCCATGAAGAGCGTCGGCGTCGTCATCTATCCGCTCGCATTAACTACATTCGAAACAAATTTCGAATGTTGTTAACCCTGCTGCGCCACACCATCCTGTGTGCGGACTATCCG
CTTGGAGTAGGTGTTCCTCTTACACATATAAGAACATTCGCCAGAATCATTTTCGTATACCATAACTCCACTTCCCGCAATGAAAACTGATGTCCGAGGAGGTGCACGTCCGCATTCTTGTGCTGGACGACCCTTCATTATATTGACTAGTTTGTCGCACCTCTGTGAGTTCCGCTTTTAATCTTTTCACTTCTTCAACTAGCTCACTAATTTCCGCTATATTATTCTGGAACAATAATTTACTGGTGTTTCGGCGATATCCTAAACGGCCTCTTCCAATGGGCTACCCTGCTTGGGCGTTGGCCAAGCTCGCGCACTAGCTCCTGGATTTCTAATTAGAGGACCGTGGTTGCTCTCGTTCCGGGCTGCCGAAA
CTTAACTTCGGAACGATAGGGCAATCAAAAACTACTGGAACA

31,686,654 - 31,706,654 DNA

Xi - chromosome 5 NC-051853.1 GGCGTTGTTTCAAGGGAAAAAGTTGGCGGACCCCGTAACGGAACATGCATCTCATGTTCCAGTTTTATTAGGGTCTAGTATCCTTCCACAACTTTTCGTGAATGGACTAGAAACCGTAGATAGTTTCCTGCTCCAGAACACGAAATTGGGATGGATTGTGTCTGGTCCGGCGGAATCTTCGGTATCGAAGTTCACCTCAACACATGTCACTATCAAGGAATGGGAACAGGACTTAAGGGCTTTTTGGGATATGCCCCTAAGTAGAGATGAATCTAGTCGCATAGATGACGAAATTTGTGAGGACCTATTCGTAAAGGGTCATTACCGAAAGAATGATGGCCGATACGTGGTACCGACCCCTTGGCGAC
AAGATAATATTAAACTAGGAAACTCCTACCACAAAGCTGTGCAGCACTATCTCGGTCAGGAGAAAAGGTGGTTGAAAAACAAAGACCACAAGCTCAAATCGGATGAGTTTATGAAAGAATATTTTAATTTGGGCCACATGGCTGAAGTTCCAAAGGGTCATAAGTCTGACACTAACGGCGAGGTATATTATATCCCGTATTTAAGCGTGGTTCGCCAAGAGGCCACGTCGACGAAATTGCGGAATGTCTTCAATGCTTCCAGTCCGACATCAAATGGTGTGAACCTTAACGAGATGATCCATCCCGGTCCAAAGTTGCAAAACCATATTTTCGACATCGTCACTAGAATACGCAGGTTTGCGTATGT
ATACTCTAGTGACATTACTAAGATGTATCGGCAGATACTTTTGAGACCGGAGGATCAGATCAAGCTTAGGATTCTCTGGCGGGCGAAGCCTCAAGAACCGATAAGAGAGTTTTACTTGAAAACGGTGACCTACGGGTTAGACTGTGCACCCTGGCAAGCAATTCAAACGCTTCACCAGGTGGCGGACGACAATGCTCCTGATGAGGAGGTCAACTGGATCATCAAGAACGCGTTCTATATGGATGATCTGTTGTACGGGGCGTCCAGTATAAAAGAAGCTCAAGAGGTCATCCGAAAAATCACAGAAACTCTAGGGAAAGGCAAACTTCCGCTAACGAAGTGGGTGACAAATTGCCCAGAAGTTC
TAAAATATATTGACGAAAGTCACCGAATTAGTTCATATGTTGAGGTTGACAAGGCAGATAAGGATCTTAAGGTCCTTGGCCTACACTATAGTCCTAGGGATGACTGTTTCCTGTACAGTATCAAGCCAATTTTAAATGTTAGGTATACCAAACGAAGAGTGCTTAGTATAGCCGCTTCTATTTTCGATCCTATTGGTTGGCTGCTTCCAGTTGTAATGAAGCTGAGAATAGAAATTCAACGTCTATGGCAGGAAGGTTACGACTGGGATGACATTATTCAGGAACCGTATCGAAGGCAACTTGAAAATGTGTTCCCGTCCTTAGAAAACGTGAATGAAATTCGGGTTCCACGTTGGAGTGGACACACC
TCCAAGGATGAAAAGATGGAGTTAGTAGGCTTCAGCGATGCATCCGGTGATGGTTACGCCGCGGTCATCTATAGCCGACGCAAAATTGAGACGGGTTACATCGTGCGGTTGATCGCAGCCCGAGGGCGCGTCACGCCTTTAAAGACACGATCGAGTATAAGCTCCAAAGCATGCACGATCCCTAAACTCGAGTTGGAAAGTGTAGTACTATTAACGGAATTGTTCAACGACGTCCGTAAAAACCTAGGGACTAGCCCAGTAAAGTTCACGGCGTATACCGACTCCGAGGTGGCTCTGTGCTGGATTCGGAGTCGGAAGAATATCGAAAGCACCCACAGATATCCATCACGTTAGGTCAAGCCATAA
CCCTGCAGATTGTGCATCTAGGGCATGTGTCCCCGGAAATTTGTAGCTCACAAGTTGTGGTTCCATGAACCGCAATTCTTGCAAGGGGAACTCCCTCGCACGGAGGTCGTCGGTTCTGGTGCTGAAACAGTGACTCATCTAGCAAAAGTTGCTTCCGAGCCTACGCCTGATCCCGATTTCATTCAGCGATTCTGAAGTTTACCTCGATTGATAAACACAATCGCGAGATGCCGTCGATGGAGATCGGGAACTTCCGGTACGTTCTCAGCTCAGGATTTGAAGCAAGCGGAGTGGGCAGTCGTCAGGTATCAACAAAAACTACTCTTCGGGAGGCAAATTTTCAGAATTCAGAAGGGATTGAATATCGA
GAAAAACCGTTGGCTGTCCACGCTAAACCCTTTTGTCGATTAGGTATCTGAGGTTCTCCGAGTGGGAGGAAGATTAGAGCAGGCGCTCATCCCGTTTGAGCAGAAACACCCTATAATTCTCGGGAAGTGTCACCTAGCTGACCTCATAATTCAACATGTTCATAAATTTCACCAACATTGTTGGACAGGACTCCCAATGGCTATCATCCGAGAAAGATATTACATTCCAACGTTGCAACAGAGGGTGAAGAAGTGGATTAAGGGATGCGTTAGGTGCGTTCGAATGCGAATGCGAGCGAATCAGGTCATCCGCTGTTTTTGAAAATGTGGGAACCGATCTGTGCGGACCATTTCAAATAAAAGCATC
AAGTTTACGGACCACAAAATCTACGAAGGTCTACATAGTGGTCTTCGTATGTATGTCTACTAAAGCGATGCATTTAGAGCTCTGTACGGATCTTACCACAAATGCATTTTTGGCTGCGTTTCAAAGGTTCGTAAGCCGGCGAGGCCAGCCAAATAGGACATAGCAATATGGCGAATGATCACCAGCATAAGTGTACCATTGACGGACATCTTAATTGTTCCTGATGAAGTGGACTTTTTGCTGAACAACCCAAAATTCTATTGTAGACGTCATAAACTTGTCAAACAATTTCTAGATTCCAAGTATCCTAATATTATAAGTTTCAGAGAGTTAGGAGGCGGAGCGTGGAAGTTTATGGAGAATGCCAT
CCTAACTGCACCTCTCCTGAAGAAGAGTGCCACTCATAAGACAGCAATTTCGCTTTCCAACACTCATAGTGTTCGGACGTATTTTTCTACTTTTCCATACTAGGCAAAATCAAAAATTTACACAAGTGCAAATTAATGAAAGTAATCAAAAAAACCTTTAGTAAAGTGCAAGTGAACCCATTAGTGAACAAACAACAAAAACTCTACACGCGTCGTTCAATAGTACGCGTAAAACGACCTCAAAACAAAGTGCAAGACAATCAAAATTCACCTGTGCAACCAACATGTGCCACCTCCAGTGAATTTGTGAAACTTCCAATAGACATTAAAATGCTTACTATAACAAGTAATAATACCTTTACAACTAA
ACGCAAGAAAAGCAAAAAACAAGTCAACTCATCTTTACCAATGACCAGCAATGAGAATGACGACATGGAAACCTCATCCGAGGAAAATATAAGTGACAATGATCAAGAGGCACCGCCACCGAACAAAAAACAACAAACCGGGATGGAAAGATATATTACCATCACTGGTAAAAAAAAGCAAAAGCCAACCACGAATAACGAGCAAGTTAAGCCAAACAAAGACTCTGCCACAACGAATCCCGGCAGTAGCAACTACTATAGCATCCTAGCGGACAAAAGCAATGACGTCAACGAAACCATAAGAAAAACTACAAAACCACCTCCGATTTACATCAGGCAAGCGGCCAGCAACAAATTAACCA
CCGAAATCGGAAAAATAGTTGGAGCAGATAACTTCTACATAGTTGACCTCAAAAGAGGAGATATAAAAGAAACTAAAGTGCAAGTTGTTAGCGAAGTGAAATATACAGTTCTGGTAAACTGGCTGGACAGTAAAAAAATGCAATACTACACCTACCAGCTGAAGAGTGCCAAGGGGCTTAAAGTTGTCATCAAAGGTATAGACCACCTTGTCGAACCTCAAGAAATCTCTGAAGAACTGAAAGCAAAAGGACTCGAGACCAAATCCGTGCACAACATAATTAATCGATTAAAGAAGCCACAGCCTATGTTTCTAGTGGAGTTAACACCCGAAACCAGTGTGCCGCCCAAAGGGAAACCTCATCC
AATATACAATTTGAAATATCTACTCCACCGCAGGATAACTATCGAAGAACCACACAAACGTTCAGGCCCTGTGCAGTGTCAGAACTGCCAAGAATATGGCCACACCAGAACTTACTGTAAATTATCATCAGTCTGTGTAATCTGCGGCAAACTACACGAAGCTAAAGCTTGCCCTAGCAACAAAGCGGACCCCAATAGTAAAAAATGTAGCAATTGCGGAGGCAACCACACCGCAAATTACAGAGGCTGCCCTGTCTACTCAGCCATAAATAAACTAACGGCTCAGAAGAAATACTCCCCGCCAACAACCTACAAACTTCAACATATCCATCAAACGCAAAACAATCAACCAGCTGTAACAAATTT
TACTAGTCAACCGTGTACCCAACAAACATTCTGCACCCCTCCCCAGCCGACATATGCGGAAATGCTGCGTTTCCCTCAGCCGACAATTAGACAATCACACATTCCGACATCAACCAGCCCAACCAGCACTCCTGACACCACAACTCAAATACTGTTAACACTCGCAAGCAACATCCAACAGCTAACAAATACAATGCATCAAATGCAGGTAACCTTAAACAAACAAACAGAAATACTTAGTCAACTTTTAGGTAAATGAGCAGCATCAATATCGCCCAATGGAACGCAAACGGTATTCTCAAACATCGCAACGAGTTAGAAATCTTTCTCAGAGAAAACAACATTGATGTCATGCTGTTAGTCGAAA
CGCACCTCTGCAGCAAAAACAACCGCTTCAAAATCAACGGTTATAATACCCATCTACAAAACTCTAGGACCCAGATTTTTCGCGGCGGGCGATTTTAACGCCAAGTCGCCACACTGGGCCTCACGCCTAACCACCCCCAGAGGTAAACAGCTCTTAAACGCTGTATACAAAAACAATCTCCATTGCATTTCAGGGGGATTGCCCACCTACTGGCCATCCGACCCCCACAAAATCCCAGACTGTATAGATTTTGGTATCTTTAAAAGCCTAAATCCCAATCGCATTAGGGCCACTACTACGATCGACCTCTCCTCGGATCATTCACCAACCATTTTCGTGCTTAGACTTACGGCCACAAATTCCCAAGAAG
AAGACAAACTAAACACTAACAAAACCAACTGGCACAAGTTTCAGAAACTTTTCAACAAAAACTTTTGCTCACAAATCAGACTTAAAACCCAAACGGACATTGACAACGCACTGCAATATCTGACTAGCACTATACTAGAATGCATCGAATTAGCTACTCCCAACCATAAATCCCCGAAAATATCCCATCCCGATATTTCTCAGAATGTCCAAGAATTGCTTAAAGCCAAACGAAAAGCAAAACGCGAATGGCAAAAGCTACGCTCCCCAAGAACAAAAGCAATCCTGAATAAAGCAACCAAAACACTAAGACAAGAACTTATCAAAGAAAGAAATGAAAACATTCAAAAATTCGTTCTTGGACTA
AGCCATTTAGCAGACACAAACTACGCAGTATGGAAAACAACAAGAAGAATTAAAAAGCCAATACAAGCGGAAACTCCAATCCAAAGTCAGCAAGGCGCCTGGATCATATCTAACCAGCAAAAAGCTGAGGCCTTTGCTAAATATTTTGAAAAAGTATTCAAAACGGAAGGTGGTGATAGCACCCCACCTGATATCCCTAACCACCATACAACTAACCCATCAACACCCCTAAAATTCAATTTTTCAGATTTGCTCAAAAAACTTAAAGAAACTAACCCTAAGAAAACCCCAGGCCATGATTGCGTATCAGGGAAAATGCTAAAGGAACTTCCGCTCTCAGGAAAATCTGCAATACTATTTATCTTC
AATGCAATTCTTCGTCTTAACTATTATCCTGACACCTGGAAACACGCCAGGATTACAGTCATCCCTAAGCCAGGAAAAGACATGAAAAAAATTGAATCATACCGACCAATAAGTCTGCTCCCAACCCTCTCTAAACTATTCGAAAAGTTTCTATTTGACAAAATTCTAAAGGTAATAGATAAGAAAGATATCATACCCTCTCACCAATTCGGATTTAGACAAAAACACGGAACGATCGAGCAAATCCACAAAATCGTTAACAATATTAAACAAGCCCTAGAAAGAAAAGAATATTGTGTAGGTATATTCCTAGATATTGCACAAGCCTTTGATCAAGTCTGGCATAAAGGCCTCAAGATAAAAATAA
CTGCCCTCCTCCCTAAAGAATTTCACGCTATACTATTTAGCTACCTAGATAGCAGAAACTTCAAAGTAAAATATAAGGATGCGCTCAGCTCAACCCACTACATAGAAGCAGGTGTACCCCAAGGTAGTGTACTTGGACCACTTCTCTATCTACTTTACACTTCAGATCTCCCTACAAATAACAAAATGCTGACCACCACCTTTGCTGATGACACCGCCATCCTATATAGCCATCCCAATCCATTAACAGCCGTCAGAGAAATCCAAGGACACATCAACACGATAATGAACTGGGCTAAAACCTGGAAAATCAGTGTAAATGTTAACAAAACACAGCAGATAACCTTCACGCTGAGAAAAAGAACATGC
AGACCTGTCACCATAAACGGAAATAAAGTCAATCTTTCTAACGTAGTTAAATATCTTGGGCTGTACTTAGACAGACGGCTCACCTGGAAATCTCACATTGAACATAAACGCAACCAAATCAAAATTCAATTCCGCAAGCTATATTGGCTAATGCACAATAAATCCAAACTCAACACTTTAACAAAAATAATGGTGTATAAATCTATATTAAAACCAATCTGGACCTATGGCTTGCAACTTTGGGGCACAGCCAAAAAGTCGAACATCAACATAATCGAGCGCGTACAAACAAAAATTATCAGGTCAATTTTAGGTGCACCCAGGTACGTTAAGAACGAAATAATTCTTCGCGACACCAATACTTTAA
AGGTTGCAAAAGAAGCGAAAAAGTATAGCAAAAAATATATCAAAAGATTAGCCAACCATCCAAACACTACAGCTAAAGACATTCTTCTTTCCAACAACTACGCAAGACTAAAAAGAACTGACCCACTGCAACTAGCCAACTTGCAATAATAACAAATCCACTACAAATTGCAAATAAAAACCCGCCACACTCATCAATTTTCTTATAGTACTCTTTTCCGTTTAACCAAACCAGTAATATGGGAAATACTCAAGATAAGCACGTTGATAATACCGGGGAGGTGACGAACACAATCATAGTAGACACGGTCGACGTACAATCAGAAAGAATTGAAACTATTCTCATCATCCTCACTGCAACAGTAGG
GTGCTCCTTTGCGTACCAACTGTATAAGGACTACAGACGCAGCATCAAAAAAAGATACACCGAAAAAGTCTGACTATAGACATAAACTACATAGCAATCCTTTCCTGAACCCTCCAACCTTAAGAAATGCCCTACGAATTGGTTCCAAATCTAAATCTGAGATTAGAATAAAAAGGCTAATTATATTAGTTATTAAAAAGATTAATTGTACTAGTTATAAGCGCTTAGCTATAAATTTATAATAAGATTTGAACAAAATAACTCTTTTCAAACACTGGCTTGATAGAGTGAGAATATTCTATTTTAGTATTAAGATTCGCCACACTACAGGCTAGAGACCAAAAGGTCTAATTCTTGTTGTAAAATGT
TTCTAAAAATAATAATAATAAAAAAAAAAAAAATAAGACAGCAAGTCTAGAGCTTTTGATTAAGACGGCCGCTCAAAATTGTCAGATCCACCACCAATCTTATTTTGGTAGGAAAATGGATATAGATTCAAGATTAGAATTGTACAAGCGATTGGCTTCTCACCCGGGGCTCAGAGATTTATATAATACCAAAGTACATGTTGAGCGGATTAAATCAACATTTGCAGAGTGTGAGCACTTTCTCGGTAGATTTTTAAGTATAACTGAAAATATTCTTATAGAGAAAGAAGTAACTGTTATTAAGACTAAGACCCAAAATTACCTTTTCCCTACCCCATTTTTATTAAGTTGCCTTGACAATCTACAAT
CAGACTTTATGATACATTACTATATTAAAATTAAAGAAGAAGAAGCCGAGATCCCTGGTTTATATAATCACTTCTTACAACTGGATAGAACTTTGAAAGGCTTCCGAAATAAGTATAATAACGAGTTCTTTACTTTAATGAAGAATTGGGATGCTCTCGCTATTGGGTTCGCGATAGCAAGCTCAGAAGAAGACTTAGGGTTTGATCAGCTATACAAGACGACACTAGAGGACCTCAGTGAAACTATAGATCCTCCCGACGTAGAATTATTCCGTCGTCTGGTTTTGTGTTTAGACCTGGCTTTAGATAAAGACAACGCAGTGAGAACATCTATTTTCATGTCAAACCTGTATAAGCATTACGGCCATC
CTGTCTTAGAACCGACTGATGGAATTGAGGTACTGAGAAAGAACTCCCAGGAATACAGGGATATAGACGATCGTTTAGCTAGAAGGACATTGTATAAATTTAGAGAAACATTTTTCTTTGCATATGTTAGAAAGCATGGGCATTACCCTCTTCATAAAAGAGCAACTGACTGCAACCCAACTCTTGGAAGATGTCTGGCAGAGAATCGATTACCAACAGTGATTGAGAGAAGATCTATTCCTCTCGATGCCTGGGCAGGGGTTGTCTCAGAAAATAACTTCACTCTTGACTATGAAATCGATGAAAGGGAGTTGATGAAAGATACAGCAGCAGCACCACCAAGAGACCAATGGTTTGCTCAATTTG
ACCAATGTGCGTTCAAAATTTTATATAACAAGGACAAACCGAGAAGTGATGAAAAATTTGAACCGAGAAACCTTATTCAATACCTGAAAAGTGAGGAGGAGGATCTGTACGATAAGATAACTAACCAACAAAGAGGTCATTTCTTCACTCACCGTGACGACATTGTTTGCCTTTGTAGGAAGGAAAAGGAGGTGAATAAAGACGGGCGAGTGTTTTGTAAGCAAACCTACCAGATGAGACTCTTTCAAGTAGCCTTGGAGAAAGGAGTTAGTGACAATATTTTCCGATATATCAAAGAACAGACGATGAGTAACACTGAGTTAGAAGTCGCCAAGAGGATGGACAATGTCTCTTCGAGTATTGGA
AAGAAAGGTGATTATAATATCAATCTAGACCTTTCTAAGTGGAATCAGTTTCAGAGACATGACCTCAATAAATACATATTCAGAGAATTCGACCTGCTTCATGGGTTAAACAATTGTTACGAGGACTCCCACCATTGGTTTAACAGGTGTACAGTGATATTAGGATCGCGACTGACACCACCTGAACCAGGAGAAGATGGAATGCCTCTTCCAGGGCCCTATTGTCATTACGACCAATTCGAAGGTTTTGAAGGGATGAGACAAAAATGCTGGACGACAACTACTATTATGATAATAAAGTTGGCTTTAAGTGAGCATAATCTTAAGGGTGACATAATGGGACAGGGTGATAATCAAGTTGTACACC
TGACTTTGGACAAAGACCAGGAATTTGATGTAACGAAAACTATTCGTGGATTCTTAAACACTTTAGATGTATTCTTCAATTCTGCCGGAGTAAAACTCAAACTATCCGAGACTTGGGCCTCGAAGTATTTATTCGAGTATTCAAAAATACGCTTCTACAAAGGAGTAAGGATTGATGATACCTTGAAGCGGTTAAACCATATGTTAACCGATATAAATGAAGGGTTCCCGTCTCTTAACTCTTATATGTCCACGATTTCAGCTTGTACAGAAAATATATCCCGCAACCATGAATCCCCCTTGTTAAGTTTCTTTTTCTATTCAGTAGAACTTGGTAATGTATTCTCCAGGAAGAACATGATCTCTGCTTTA
AAAACAATCTCACTTTTACCCCTTCTTAACATTCCTTCAATCTTTGGAGGACTCCCTATCTCAAATATGTACCAACACAGTCAGAGAGGCTGTGCAGACCCTTTGACTATATGGTTAAGAATCTGGAGGGTCATCAAGGAGACTGCACCAGTGACATTCAACGCGGTTCTTCATTTATTGCCTTGCACGCAAAAGGCTGAAGTTGATCCCATTAGTTTGATAGAAGATATTCGATCAATCAATATAGTTAGTCTACCTAATTTTGAACGGGAATGTCGTGAACTTGTAGAGACACTTTTACCTAAGCTCATTAAGAACCCTAAAGTGGCCGTACATTTCGGAGTAAATAGAGATGACCTTCTAGCCCTCT
GCGAGATTCTTATTTCTATGAGACCTTTCTCTTGCCTCTAGCTTAACGACAGCTGTTGGAAGAATGGAGTGGACACACCTCCAAGGATGAAGAGATGGAGTTAGTAGGCTTCAGCGATGCATCCGGTGATGGTTACGCCGCGGTCATCTATAGCCGACGCAAAATTGAGACGGGTTACATCGTGCGGTTGATCGCAGCCCGAGGGCGCGTCACGCCTTTAAAGACACGATCGAGTATAAGCTCCAAAGCATGCACGATCCCTAAACTCGAGTTGGAAAGTGTAGTACTATTAACGGAATTGTTCAACGACGTCCGTAAAAACCTAGGGACTAGCCCAGTTGCGAATGCGAGCGGTTAGATGACGCCA
CCGGCGCTATCCACTCAGTTTAGAACTCGCCACATGAGTGGAGAGCAGAGTGCCATGAGTTGGCGGCAGAATTTCAGAGAAAAAAATAATTGCTGGACTTCTGCCGTCAAGTTTGGAACACCGACACGGAAGTTTTTCCAATATATTTATTATTCATTATTATATTATATAATACATTATGATCAGTTATATTTTTCTTAATTAAAATTTTTACAACTTTTAGTGGTAAATTCTCAGAGAGGAATTCAAAAAAAAAATAAAGCTTTAATTTATATTATATTGGAAAACTTCCGTATCGGTGTTCCTGAATTGGCGGCAGAATTTCACGCAAACTGCCTTATAAATAATTAAATGTAAAATTAATATTGTA
ATAAAAGATAATAGTAAATTTGTATAATTCTTTGTTGCCAATCCCAATTTCTTATTATCCCCTTTTCTGGAGACCGGGCGACCTACCAGAGTACTCATTGATACGGCTCACTATTACTTCCAGGAATACGCATGGCAGAGTAAACTGTGTCAGCAGTATAATGAGGCAAACGAGCTTGCAAACATTGCCATACTTGCAAACGCGAGCTTGCAAACATTACCGTACCTGCAAGGTACTATTATACTGTATATTACCTACAGTATTGTTTGTAACCGGGTCATAAATTGTGAAATGCAGGCATAACGGTTGTCCTAGTGAAGGCGATCGAAAATGCATTTGGTACGAAATGACCGGTTGATCGATTGACAG
CTGAACTGGAAACTTTCACTTTTTAAGCGAGTCTCGGACAGTGGAGTATGTTTCAAAGAAAGAGCATGCGTTGTTCAAAATAGTTGTAATTTTGTAAAAGTAAATCCGGAAGTCGAAAAGAGGGATCGAAATGTTCGAAGCCCCCCGCTCCTTATTCCCGAGCATGGGTAGCACAGAAGCATGCACGCACATCTCGACGGAACACTTCGATGAAGCTCCAAAATTTGCGGAGGGATCTCCTCGGTCAATTTCGCCACTTGCATTTAGGTGCTTGAGATAGCTCTTCCCTATTCATTACAAATCATGCTTGCACTTTACATATTGTGCTTCTGGTTTGTGGTGACTCATTACATCGCAACATATCGTATCA
ACGTTTCGTTAGAAGTAAAGCTTCAAAAATTCACAGGTCGCACAAATAGATATCCATCTACTCAGCCAAATCACTATAAAACATTGATTATAAACACAAACCTATCAATTTAACCAAATTATTATACATTTTAGATGCTCTTACAACTCATTAATAAGTTAGTTGTTTTTCATATTGTTTCATTACAAAAAAGTTCGGTGCACTCCATAAGTCAATACTTGCAGAATCAGCACAAAGAATGTACTCGTACGTTTCCATATTAAACATACGTGAAACCTATATGCAAATATTAAAAACATACGCGAAAAAAGTGTAGTGCAAATTGTTGACAAATTTTGTATGGTCAGCATACTTTTTTGTCAAAATCAAT
GCAAAATAGGAAATGCATATTGATCAGGTATTTGCAATATCATAAGAAATATTGTAAAAGACAGTTCGCAATATAAATGAAATCAGTTGTTTTTCTGCTACCACGCTAGAGAGCGCTGCGATCATCTTAAAGAAAAAATGGAAACGACATTTTAACGTGAGGATTATTAAAAAATATTGAAAGCTAAATTGTTGGTATCTTGTTAAACTTTTTTTCTGAAGTTTGGTGTTTTTTCGAGGCTTCTTTAATGAATAAAAACAAAACTACTGAATGAATCGCAATTATTTTAGTTTACGGACCATAGAAATATGTTCTGAATAAATCGTGAAAATTTCAAAGAATTTCGTTGGATAGATTTTGGGCTATGGA
GGCAGCAGATTTTCAATATGTAATTTCGAGAAAAACGCATTTTAAAAATAGAATCTGATTTTTAGCCATAATATCTTAACTGACCATTAATCTGCTATACCTAATCCATAAACCTTAGGTTTCTTGAAGAAACACATGTATAGCCTTGGCTTGAATTCTTATCCTTTTAGCGAAGTCATTCGAACGTCATTTGAACCGATAAATACGCACCTTATTACGGCAAACGACATAAATTTGGCATTATCATGTGTTTAATACTATAATTTCAGAACTACTCCGAATTTCAAAAAATCACTTTGCCCATATATTCTACACTATATCTAGATACAATTGATTCCAAAAAACTTCGATTCCGCGGATCCGACACACAG
GATGACCCCCTTAAGCCGATAAAACGGCTAACGCTGCTTCTAAGTGCTACCCACCTGAGCGATTAATAAAGGATATCTCTCTAGTTTCTTCACAAAACACTAGAAAAACAAACATATAACACCTATATAAAAAATACAAGAAACAATTATTTATTTTCTTTAGTCTTTGTCTACTTCATTTGTTTTCTTATTCAGCGGGGTCAGCTCATGTCGTTCGATTGCGCAATTTTTCACGATCATAGGCTTAATTTGGGAGGAGATAGGTTCCCAAATCACCATTCATCGTGTCAAGCCATCTTTGCTCCGTTCGGTCTTTTGGTCGTTCCCAATCGACTTCGATACTCAGAATAATCTTAACAAATGCATAATAGT
TAGCGGGAACTACATCACGGTGCAACTTCATATTGACCGCGAAAGGCATTTTTAGTTTTATATTTATTAATTTTTAATTTACATTTTATTTTGAAATTATGAATGCGACGATGTTTTTGTTTTTATTGTACTGATTTTGAAACCTCAAGCAATCATATTTCATTTACATTAATAACACAGTATTTGTTGCTTACAGCGTGGAATTCTATTGAAATTATACAAAACTGTATCCCCGAATATATTACCCGTTCTGAAAAGTTCGCAGATTGTAATTAGATATTTATTATTGATTAATTTGAATTTTTCGTCGATAAATACGCTATTTCCTAAAGTAGCCCTATAGTTATAAAACGGTCGAATTTCCTATATGTATA
TTTCTAATCTATGTAATCTTAATTAATCGAACTTATCTGAATATTTCCGTTTTACTTCCAGCGCAAAAGATGGATACATAGATATGTACGCGGCAAGCTCGCAAGGGGAGGGGGTGGCGGGGTTCCAGACCAATACATAAACCCTTCCAACATAAAACAATTTTTCGAATATCAACCGATGTAACCAATTTCATTAACCTTACATATTTAGACAAAAAAAAGTTTTCTAGTAGACGCAGGAGCTAACATTTTTCTATGTAAAACGAAATGCGTTGTTGAATGCAACAATTGAAAGAAGACAATATTATATTAAATAAACAATTAAAACCCAAAGTATATTTGAATAATTGCATAATTCAAAATATTGG
AAGTTCCTACATTAAAATTTTAAATACAACTAATGAGGATGTACAACTAAAAAATGGTGGATTTAATTTTGAACCTTTGAACAATTATAATACATTTGGGCAAATCAAAATAAAAATATTAAATCCGAAGATGATAAAGAAAAAATTTAAAAAATTATTGCAAATAACTAATATTGATAACATGGGTAACATTGCCAGACCTCCATCATATGAAATCATTGAGAAATATTCAGCTAGAAGGAAATCAGTTATCTGCAAATAATTTTTATAAACAATATCTAAAGGTTTTGGATAAAACGCCCGTTTACATAAAAAATTATAGACTACCGCAATATCAATTAGAAGAGATTTATCAACATTGGGCAAT
AAATTTTTTTAGATCATATCTATACGATAAAAGATTCATTGTAGTCACTGATAATAGACCTTTAGTGTCACTATTCACATACAAAAATCGATCTTCCAAATTAACAAGAATACAATTAGATTTATGTGATTGTGACTATGATATGGCTAGAATACAGACGACTATGATTCCAACCGGTGATGATGAAACTGTTAGCAAAAAAATGTTACCGATTACAAGGAGCATGAAACCAAAGGAAAAAATCATTACTGATGAATCTCAAAAGAGCCATGAACTTCACATATGGGACTGTACATCATACAGATATGACCACAGAATTATATTATATTATATAATACTTGGCCAAATAAATTAAATGAATAATTGTT
TTACCATGAGAATTAATGATAATGTCTAGACATATTTACGAAGAAATTAATTCTATACATAAAAAATCAAAACATTAAAGCGCTTACACCATCTATTGATGATAATATTTTAAAATACGTGTCTATAAAATGGTTCAAACACATCTGCACGTCAATATATGAGAGATTATTGAAAAAAGTAAAGAAATTACAATTAAATATATTGCTATGCAAACCTTTGCAAAAAATAAGGGATGTTGAGATACACAACAAATTGATAGCAGAATATCACAACACACCTATTGAAGGCCATTTAGGAATCAGAAAAACCATTTGGAAACTAAAATAGGAATATATTTGAAAAAATATAAATAAAATGGTCAAAC
ACTATGTAAACAATTGTGATTCATGTTGGAAAAATAAAGAGTCTTTGAAATAATAAAAACTTGTTTTTTTCTATTCACTAGTGTTGATTTTTATTTATTAGCACTGATGCAGGGAACAAGTGGTTCCCGAAATATCGGTATTTGCAAAAAAAATCAACATTAGCGAATAGGAAAAACAAATTTTTATTATTTCAAATAGTTAATCGCTAGAAATACCGCGTAATTACACTGAGATAAACTGAGTCGTCATATGAAAGAGAAAATGACAATAACTTACACGTCTGGTAGTAGCTTCGAAGTGGTATCAATAGATTCAATTGGTCCGCTTAGAATATCAAATGATTTTAGATATATTTTAAGAATATAAT
GCTATTAACCAAGGGAGCTCGGATAGAGCAGAAATCACTGGCGAATACCATTACCAGGTGTTTAAGATGAAAGTCAGGGCTAAGCTGACCCTTTGCAATACTTCAGAACTACGACAAACTCTGCAGCCTCCTTCGAGTGGGAGGTCGTTCGGGCCAGCTCTCAATTCCCCTTAAACCGAAACACCCTATCATTTCAAGAAAAATCCCAATTGACAAACCTGTTTATCCGGTAGATACATGAGGAAAATGACCATTGTACAGTCAGATTAACAATATTTATGACTCGGTGAAAATATTATATTACCGCTTTGTACCAATGGATCAAAAAATCAATCAGAGATTGTACTAGATTCATCAGGCTCATAGAA
CAGACGCTCCTAACATGGCAGATTTAATAAAACCGGTGTTATCAGAATACGTATTCGAAAACTAACTGATTTGTGCAGATCATTCCTAATAAAAAAAGGAACGCTTCTAAGTTCGAAGTCGATAAAGGTTTATTTTCCCGTGTTTGTGTGTATGGCCCTAAAAGCACTCCATCGAGAAATTTACTTAGACCACATTTAGCGGCCTTCCGAAGGTTTACAAGTAGGCGGGGTCAACCAAATTCAATTCGTACATTGTCGAATTTAAATACTCAAACACGACTCCTGTAATTTTAACGGAAGATTTGTTTGTAATTTCGCAACAGTCGGAGAAATTACGGAAGCTGTGTGACAAACAGTCAAAAGAAAAT
GTAAAGCAGCATTGTCTCAACTGGAAAGTCGCCATAGATCTGCAGGCGGCAGATGCCCGTCAGAATCTGTTAGGGACCTATACGATCAGTCAGGTTGAGCGGGCTCCCGCGGGTTTCTTCCGTCTGCCGTCTGCCATCGATCACACCCTAAGAGCAGGGCTGAGTATTTATTCAGTGCGAAATTTCTGCCAACCTTAATTTATGCGGCAGTTGAGTACATAGGCTTCAAGGAAATCATGGTGAAAAGTGGCGTGCAATGGAGCAAAAGCAGACGAACATCCCGGCCTTGATGCTCAACATAATAGACCTTGAATATAATCAAGTAGAAGGACAGATCAACGACGTAATAACCCAGCGGGAGATCGA
TATATTAAACAGGAGATTCCGCAATATTCGACGGAATTTGCAGGCATTGACTGGAGCCATAATAACTATAATCCGGCACCTGAACAATGAGGACTGACATAAGATTTGCAACGCCCAGTGAACATATCTAAAGTCCATCCACCAGCTACATAAGTAAAGACCAACCTAATAAGTGACAATTTCCTGATTCTACTAGTTTATGGTGAACGACTCTAGATGAAATTCGATATTTGAATAAAAAAGTTGGGGGAATATCGAAGAGTAGTCATACAGGAACACTATTTCGTTTTCGAAGGTGTGGATGTGCAGAAACACAATTATTTAAAAATAAAATTTATTCAAAATAACAATTATTCAGCTTATGCAC
TGTAATTTAAAGTAATATTCAAAATGTCGCATAATATTGTGAAATAGTTAGAAGATAAATTTGTAACGAATTTCATAATTTGTATATGAAATTTATACGTTATATTGTGAAATAAAGAGAAAGATATATAATTAAGTGTACACATATTGTTAATTCTAAAGAATATTGAATGATGTATGTGTAAATAAGTATAATAAAATAAATATTTGAACTTTATCAATGAACTTTTTCATTTAAACTTAATCCCATTTCCTTAAAATTTCATTTGTCTGTTGATTTATTGCAATATTTCGCATGAAAAAATGCACGGAAGCAAGAGATTGCGATCATGAAGATTTGTTGCTTGTGAACATTATGATTTGATTTATCC
AGTGTAGTTTGATCTTTTATTTTTTTTACTCCCTAAAGAATACGTATAAATAGTGCAAATTTCAAGTGGGAAATCCGCAGAAATTTTGAAACGATCAGAAAGGTAGCAGTGGGGTAAGAGTCTTTCGTAAAATTTGTTTAACAATTATTAACAGGTTTTCTAACTTTATTTCAGATTTAACCAATAATTTATTAGAGCAATAGTACCGTTGGCTTATTAGCTAAGGTATTTAAATGATATTCAGCTATTCAGCTCTTTCAAAATAAAAAAAAATAAAATATAAAAGAAGCAAATGTCTTTCACTTTTAATTTAATTTAGCTCTTACAAAATTCTGTTGCTTTGGGTAAAGAGTTTTGCTTTGAGGTGATGA
ACACTGTTATTAGTTACTTGGAGAAACAAAAAGTTTCAATAACAGTGGAAGAAAAGAATTCATTTTTCAAGATTCTTCTTGAATGTTCCAAGGAGTTTAAAATAAATCAGGATGACGGAAATAGGAGGTTTATGTGGCTCGGATCAAAACTGATCTGAGAGTCATTTTTAAAGGACGATCTGAGAGCCTCGCCGTAACCTTGTAGTGACCTCGGCTGCGCGACGGGAGCGGAATCTCATTCGGCTCTTTCTTAATTAATTTGCTTAAACAATGCATTTAATAGTGTGCAATTGCCTTAATGTTCGCCGCAGATTGCACATTATTGAATGCATTCGGGCGAATTGATCTTGACAAGAGGCGAATGATTTG
CCGCATCCGCAGGCGCATGCGCATGTTGCCGCAACATTGCCTAGCGAGTGAGGAAGGCTATGTAGCGGGAAGTGAAGCGGTGCGCGAAAAAAGAACGGGGAGGTTGGTTTCTTTTTGGTGTGGAAAAGCGATGCGCGAGGAACAAAGAACGGAGAGAGTCTTTCTTTTGGAGTGGAGGAGCGGTGCGCAAGAAAAGAGGAAGGAGGTGGTGAAGCGATGCGCGAGGAACAAAAAACGGAGAGTCTTTCTTTTGGAGTGGAGGAGCGGTGCGCAAGAAAAGAGGAAGGAGGAGGTGAAGCGGGAGACAAAAGAAGTGAATTTTTTTTGTGAGGAAAATAAAAGAATCGGACCCAGAAAACT
AACACCGCATCGTGCATAATTCAAGTTTATTTTAAAGAGACATCCTCAAAATGAATAACTGGCCTGAGGATGTCGAGGAAGGATGGGAACCTCAGGGGCCACGCCTCATACAAGATCTGAGGCGGAAGAGGCAATAATTGAGACGGTGATCCGTCGTGGATCTTCCCCTCCTTGATCGCGGCACTCGGGTCCGGAGACTTACGGCTCCACGCGCGCGCTCGAGCCGTTTTTTTTTCTTTTCTATTTTCCATTTTTAGTTCGCGTTCTGTTTATCATTCGATAGGCCGTCGCGAAATCCTGATTAACGTCTATTTTAGAATCCGGTGCGGACCCACGCATCGGAATAGACACGTTGTTTTGTAGTAATGAA
GCATGAGGGATCGAAGCGCTCAAAGGACCCCCCCACATTCCCGAGCCTGGCTAGCACAGAGGCGTGCAAGAACGTGTCGACCGAGCACTTTGATGGAGCTTCAATCTTTGTGGGCGGACCTTCACGGTCAACTTAGCCAATTTGTTTAGATTTTTGGGATAGTTCTGCCCTCTAGGTCGTTGTCGGCCACTCAGGATGATCGACCTGATCTCCTATTTCCACTCTTAACATTACAATCTATAACAATACCCAGCTATAAATGCAGTTTTCAATTACCCTGGTGAATGTGTCTTCCTATAACGTGGATGTAGCTACATTCAACATATCAGAAATTCTCCGGAGAGTCGCAATTAATTGGACGGAATGTTCT
GAAGAAAGTTAGCCCTTAATTCACGCAATCGGGAAACTTGGAGATGGTGCAACCTCAACGGAACACAAATGAGTTGGATACTTTAAAACAAAAATTGAAGGAGACAAAAGAAGGAGAATGTGATCTTCGGAAATACGTTCCGCACAGCAGCAAGTAAGATGCAATGGTTGCTCGTATTGCAATCTTGCTTTATCAAAACGTCATATAGTTTTCAATATAACTCTTTCACCGGCAAGTTTCCAGACTGGTCTTCGAGAATGCATCAATATAAAAAGCAACAATACAGCATTCTTACCTACAGATAATGTAATTATATCCAATTTCTACACTATATCCAAGAAAGCAATGTCACGAAAAACGGTGTGA
ACATGTGGTCTGTGAATTTGGTGCCGTGAAAGGAAATAATGTAATATACAATTTTGGGGAGTTTGAAAAAAAATCAACCATTATTAATAGAGTTATAGAAGGCCCAATTTGTGTAGTTTACGTGAATTTATCGCAATCTAAGGCGTGTGCATATGATGTCATTATCATATAAAGTGAACTCATATGAACGGCGGAGTGGGATATATCAAAAATATTTTGAATTTTTAGCTATGTACGAATAGAAAAACGTACATAAGAAATTTCACCCACAGGATAAACACAAAACCTTCATATTTGAAGCGTCCAGTTTCCGATATTATGACTTGTTTACAGAATGTGAGCTTCATAAACAACTCAAGTAATGCTAG
ATGCAAATTGGTATCTTCAAGTAAACACATTTTTAAGGTAGCGATCAATTATTCTTAAAACTTACAATTCTTATCTGATTTTTCCCACGAGTTCGAATATTGAATATCATATTATCCAAACTGCAGGAATTCAATTTTAAAAA
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PR3 - chromosome 6 NC-051854.1 CCTGCCCAACAATTACCTGATTAAAAAATTAGATAATTCACACCAAATTCTGACAAAAACGTCTGAGGACTTCTCTACGAATAAGAAAATCCTAGTGGAGAACAAGAATAAGTTCTTCACCTACATCCTTCCCTCTAAAAAAACGACAAGCCTCATTCCCAGAGGCCTTGACGCTTCTTTCTCACCAGCTGAGATTATTAAAGAACTGAAGGCGCAAGGAGCCTCCAGTATGATGAGCGTCAAGCTTTTCGTCACAACTTGGGCGAAAACTATGAAGGTGTGGCACAGCAGGATTGGCAACATTCGAAATTTATTTCGAATGTTGTTAATGCGAGTGGATAGATGACGCCGCCGGCGCTCTCATCGCT
TTTTAGAACTCGCCACAGGAGTGGAGAGCCAGCGGTGAAAAAGTTCCGGTTGGAAACAAAGGGACCGCATGAAAAACCAACCGCTCTCTTCTGCTCCAGCCTTCACCGAAGACGTACGCGTCGTTCTTTTCCGAGTAAAGTAAAAGTTTTTTACGGTATCGACCGTCAGTCATTTAACACGTTTATTTCTATTCACGTTTTATTCTTTGTAATAAAAAGACTAGTATTAATTAAGAAAGTTGATGTAAAAGTTAGTTCTAGTTTTTGCGTGTTTAGATCAATTAAAATAGTGATAATATTTTAATAATCAATCGAGAATTGTTATAAATTACGTGATCTAGATCTGTGGCTAGTCACCTTCGACTCCTTGT
TCTCGGAGCAACAGACCTCTAGCATCAAGGCCATCCAGCATAGCTTGGTGCGCTTCAAGACTATTAAAAACAAGCAAGTATTGCAGAGTAAAAACTGCCAACGAGTGGGTCACGCAGCAACGAACTGCCATCTTTTCTATCGCTGCGTGAAGTGTCATCTGGTTCATGGTCCGGGCGAATGCTCCAAAACACCTGAGTAAGCGCCAAAGTGCGTAAACTGCGGGGCAATGACCTCCCCGCAAATTATCGATGTTCGTCCGAGTTGTGTCCTATTCTTACTCCCAGAATAATCGAAAACCTGCAGGACGTCAGTGGTTCGGTTTTCACTGTTATCGACCTAGAGAAAGCCTTCCATCAGATCCCCATGG
CCTCAGACATCTGTGTAGTGTACTGTACTACAACTTATCGCAATAATATTACCGTGGACTGTAAGCTATCATAAATTAAAACATTCATTCCAACCCGCGTCATCTAACTATAAAATATAACTATAAAATGCATGGTAAATTATCCTTGAAGGATCAGTGTTGTGAAGGATATTCAAGGATAAACATGGAATTCGACAAAGTACATTTTCGTCATTGCATTTTGTACGAGTTTCAAATGGGGACGAAGGTGCCGAAGGCGATTGAAAATTTGTCGAAGGTATTCGGTGAAGGAAAGGTAAAGCGCAGGACAGTTTACGGTTGGTTCGAAAAATTCTACAGCGGAGACCTGACACTTGAAGATGAACCT
CGCTCAAGAAGACCCTATACGATTGACGACGATATCCTGCGCAACAAACTGGAAGCAAATCCTTTTCTTTCGACACGTGTGCTTGCAGAGGATCTCGGTGTATCAAAATCAGGAGTAGCAGTAACCATTACGCGTCTTGGATATGTTTTGAAGAGCACAAAGTGGGTACCGCACGAACTGACTGAGCGAAATCTGGCCGATAGAGTGAGAATTTGCTCCGCTAACCTTTTACGGAACGAAAACGACCCTTTTTTGAATCGATTGGTAACTGGCGATGAGAAATGGATTGTGTACGAAAACGTAGCGAAGAAACGAGCCTACACTCATCGAGATCAACCGGGTCCATCGGTAGCAAAGCCGTCTATTC
ATCAGCAGAAGCGAATGCTCAGTATATGGTGGGACGTTCGTGGCCCCATACACTACGAGCTTTTGGGACCAAACGAGACCATTACCGCCGATAAGTACTGCGAGCAGCTCGACAGATTAAACACCCAGCTACGTTCGAAACGACCAGCATTGGTCAACAGGCGAAATATTGTCTTTCATCATGATAACGCCCGGCCGCATACATCTTTAACTACTCAGCGAAAATTGAGTGAGCTTGGCTGGGAAGTTTTGAGTCATCCTGCGTATAGTCCCGACCTTGCTCCTTCTGATTACCATTTGTTCAGGTCCCTCCAACATTTTCTGGATGGTAAAAAAATGACTTCTGAAGCTGACCTCCAAAGTGCACTTC
GCACGTACTTTGAGGGGAAAGGGGAAGAGTTTTATAGAGGGGGGATTTTGAAGTTGCCCGATAGATGGAGGGAAGTCGTATCTAATGGAGGCAATTATATATTAGATTAAATAATTAAAGGTTTTTATAAACTTATCTGCTGAATTCTGTCTTTGATTTGTGCGAAAACTTTGTGGACAACCTGATATAATCAGTCAACATACATTAGCTGGCAATCCTGCCAGCCCTCATCATATATTACATGGCGATCCTGCAACTGTCGAACCTCGGAACTGCGATCCTGCAACTGTCGAACCTCGGAACTGCGTTCTTGCAACTGTTGAACCTCGGAACTTGAATAGACTAGAGGAATATATACCCCAAGCAAC
AACCGCCGAGAAGCCACCCACAAAAATTGGCACACAAGACTTCAAGCACAAAGAAACATTGGAAACTATACGGTCAAATACGATCAGAGAAGAGAAGACCTATTGACTGCCATTAACAAAAAGAGAAAGCACAGAGACGGTAGAAAGACTCGTTTCAAAAAAGAACGAGCAGAACTCTATCGACTCCTGAGAATCTCAGTCGTAGTCGTAGTAGAGTAGAGAGTTGATTTTCACCATCAAAGAGTTAGCTGTCGTAAATGTAAACGAAAATTTCCATCGTCACTTTACATATATTGAAACCTTTCAAGAGAGTTGCTAGTCAGGCATCCTGGCTGTACAAAAATAATCATGGACTGAAATGATA
AGGTGGACTAATAACGTCTTGGGAAGTAAGAGAATATTCACTTATAAACATGAAAAATGTAACCATCAACGTCAAAGGACTCGAGAAAACAATGGCTCGGTGATTTGTTGGGAAGTATTGCCCTTGTCGCGGCACATCGGAGTCGCGAACCATGAAACACCTGACGGACTGATCTGAGGCTGGGGTGATAAATGTCAAGAATGACATTTATCATGAAAAACGGACACTTTAATCGTGTCTGCCGGCCAGCTTGATTGAACTCTTGACAAACGAAAAAGTAATCTAAATAATGATGAGTCGTTACTAATTTACCTTCCGAAAATTTTTCCTTTAAACATAATATAATTGACATCTAAGAGATGTTTTA
TTAATAATGCATAGAGTGCTTTATAATAAAGTATAATCCCAGAAAATCCTGCTTTTAAATTCAATAATCATCATATATTATATATTGGGGGAAACTGTTCCTCAAACTCTAATATCCAGTTTGGAAGATCACAGCTGTCCAAATCTAAAATCACTGAAGCAGAATTATCCCGACATGTTACGTTGACACAGTGGATGTTGTGCACCGCAAAAGGCATTCTTTCTGAAAAAAATTACAGTGCGCAATAAAAACATGTGATGTAGCAGGGGTTGGGGCTCCTGAGCGTGCGGATGATCCTTATCGGTGGCTCCGGCTCCCCGCGGTGACGTCGAAATCAGCTTCCGCTTCTTACAGGCTGGTGCTATTTGC
TGGGGATCGAACTGCTACTGTGTTCCTGGCGGCAAGTCATGCCGTCGATTTTCTTTCGAAGACTCCGCTGAGCTAAGGACCTATATCCGGTTTTCGCTGTGTGGCTGCGGGTCGGGAACGACGGAGCACTCGCACTCAGGTTCAGTCTGCTGGGCTGGGACTCGAATGCGAATTCGGTTGCACGGCTCTGCTTGGGCACAATCGTCGTAATTGCAAAATTTCCGCTCTTCCAGTCGGCGCTGATACGGGACGCCCTCGGCAGAATTCAACTACTTGGCGGCCACGTCCACGAAATAAATTCCTTGCGATCGCTCGTTCGAAGTCGCGTTCGCGATTCTGCGCCTGGCTCCGTCTGGCGCACGGTTTAGCC
GTCCTTTCACCGTCTTCGCAACTGTTCCCGACCGATATGTTATTCCACTCATCCACGACTTTGCGCATCATCCCGCAAACTGCCGCATATTTTCGACCTTGGATTTAGCCAAGGCGTAAGTGGTGCAAGCGATTACAAGAGATCGTGTGGTCTGAAGAGGCTGTCCACGCAATTGACAACTGGCCGATGCTACATTCTTGGCATTTCCTCTACAAGATGCACCCCTAGCCATTTTTGTTGATGCCTCTGACATCGTAGTAGGCGCTGCTCTTCACCAAAACGTGGATCAGGTCTGGCAGCCGTTGAGCTTCTTCTCTAAGCAGTCAGCGGAACTACAGTACCTACGATCGCGAACTGCTCGCCGCGTACTTG
AGCATCAAATACTTCCGCTTCTCCCTAGAAGGCAGGCGTTCGGTGTTCACGGACCATAAGCCTCTCACGTATGCTTTGAAACAAAAGTCCGACAAAGCGTCCCCTCGTCAGCTTCAATACCTGAGCTTTATAAGCCAGTTCACGTCAGACATACAGCACGTGTCGGGCAAGGACAACATAGTTGCTGACGCTTTGTTACGTGTCTCCGAGGTAAACATCCCCGCCTCACTCGACTTCTCGGCTATTGCCAAGGCGCAGGAAGATGACGCAGCACTTCAGAGCCTCAAATCCAACCCCAAATACAAATTTTGGGAGTTGTTCATCTTCGGCTCGAACCTCTCTTTCTGCTGCCAATACTCGGAAAAGGGAC
CCCGGCCACTTTTCGAAAGGAAGTGTTCCACGCGATTCACAACTTAGTGCATCCAGGCATCAGGACGACAAATCGGCTAGTCACCGAAAAATACTTCTGGCCCTCCATGCATAAGGACATCAACTTCTGGGCCAGAGAGTACATCGCATGCCATGTCGTACTGTAAATAAACGAAATTTTTCCCGTGTCAAATTTTTTATTTGTTTTATCCTCAATGAGGTTCTTATTCACAGGTAACATCTTGGAAAGAGGATCTTGGAAACAGTCCAGATTTTAATCCCATGGAGAACTTATGGGCGTTCATGAAGCGATGAATGCAACAAAGATCGATAAGGAACAAAGCAAATCTAGAAAAAACTTTAGAAAAG
ATATGGCGTAATGAAATTCCGGACGATTTTATTGAAAATTTATACCAATCGATGTCCGCACGAGTTGCATTGGTGATTAGGGCGAAAGGCGGTCATACTAAAGACCGAAAATAAAAAAAAAACGAAAATTAACAAACAATATTGTTTGTGCATATGTTTATATTTTCGACGATTTTTTATTCTCTACTATTAACACAAATCAAAAAGCGAAATAAATGAAAAATTTAAATAAATTTGATCCCACTTAAATATTTCCATTCCCATGAACTGCATATATCCGAACATGAATATAGCTTCTGATAATGAATCAACATCAAAAATCAGTGAGTCGGTAAAGTTCGACAAAAAATATGACAGAAAATCAGTA
GCAGCAAAAGGACAAAGGGAGTGCCAGGTGCCAAAATTTCAGCATCATGCATTAGCTGTATGGATCGGAAGCAAAAAGTTCCATCATATCAACGTATACTTCTTAAAGGAGTGGATGCAGTAGGAGGCCTTCAAGTTTTCCTTGAAAAATTCCCCAAAATGATATGACGAAACACGAGGACACACATTGGAGGAAATTATTTTGAAGTTTCGATGGTTTGGTTCAAAACCACATTGTCATATAATTTATAGATATCCGAAAGTGAAAGCATTTCAAACTTATGTACCAAAAAAAGATTGTATCAGTAAGCGCAATAAAGAATGAACAATAAACAAATATTTACAGAAAAATTATCCGTTTTATTTA
TTCTGTATATTCTGCATATCAAGTACGACATTTGCCCACAAAATTATCAACGAACCTATAAACTCTAGTCTCGTTCCTTGGTCGACTAAGGCCCTTAGGGAAAAAGCCGACCAATCCAATAAAGTAAATCGTGAAAGCAGAATTGTGATATAGTGTAAATTCATTGTTTGAACGATTTCCCACAAGTCATGCGTCAACATCGTCAGCAATCACCGGCAGTGATTGCTGGAAGGTCAGCGTACATCGCAGAATGCTCCAATTTCAAAACAAACATAAGCAACCTTGTCCAGCACGTGGAACTTGCTGAGTGCCTGATCGGTTGAGTAAGGAAAATTAGTGTAGTAGTGTGGATAAGTATTTAAAATAAA
GTGTTAAACGTAGAAAAAAACGTCTGGTTTCCTTCATTGAGGACGATGAACTCCCTGTGTTAGAAATGAATTCTGGTAAGACCCTAAATTAAAAGATTGTTCAACTGTACTCGGCAACGAGGGACAAAGGGACAGGAGATCGTCACTCACAAGAAATAAGCGAGCCTAGTAAACTACTAGGCTGGACTTGGGACGTCCTGTGCCATAATTTAAGACTCCCAAACAAATAGTCAATTAATAATTGACGACGAATAATACTAAGAAGATTGTAGTCAATAATGAATAACGCACAGAAGTGCACAGTGCTCTTTGAGTTGTTTTTAAATTTTGCAGTGATCTACACATCTCTAGACAGTTACCCTTCACA
ATCAGTGAACGCATCGCATCTCACGTCCAATAGAATTTATTACACGCAGTTCACCGCAAATGTACGATTAGTTATGCTTGAAGAGACAATTAGCAATTATTATATCAGAAGAAAACGCAGCAAACTTCATATCATTTCCTTAAAAGCGTTTTTCGCATATGAATAATGTGATCTTTCAAGATGACTCCTTAAATACCAGTATTTTCCTGATCCCTATTTTGCAAGTAGTGTTATTTGAGAGGTTTGATTTTTAAATTGGCAATACTGTTTCTAGTGACTGTCATTTTGAAAATTGACAGCATATTTATGATCAGTACGTTTTGCCATTCCACAGTGAATAGACTTACTTCACAAACGCGCGTGTTTGGTTTT
CATTTTGGGAGTCGACTGAGGAGGTAGAAGTAAGTGTTTTTTAATCTTTGCAGGAGCAGAACTACCCCGTCGGTCCCGAACTATGTTCCTGATCCCTATTTTGCAAGTAGTGTTTTTTAAAAGGTTTGATTTTTAAATTGGCAATACTGTTTCTAGTGACTGTCATTTTGAAAATTGACAGCATATTTATGATCAGTACGTTTTGCCATTCCACAGTGAATAGACTTACTTCAGAACAAAGCTTGCAAATTGTGCAAATCTATTTTGAAAATCATGTGGCCATCTATTTTGCAGCAAGTCCAACATTCAACACAATATTCAATGATGAGGCTCATTTTTTATTGAACGGCTTCGTCAATAAACAAAAAAGC
AAAGAGTAGTGTTCTGTAAGACTCCGTGTTTAAGCGATTTCGCCGGATTTTCTCCAGCAGCCGCATCTTTGGAGCTAGGCCCATGGAACCCAGTCTGCCTGCGCATTTAACCTCTTCCGTCGTTACATCACATGCTATGCAAATGGCCTGTTTGGACATCGCGAGATTCTTTTCCGCCATTGCATCAGCATGTTACTTACTTACCAAATGGTATATTTGGCCTCGACATGACTTTCTTCCGTGTCATCAATTCGCAGCGCAACAGCATGTGTCGATTTGCCGCCAGCAAGAAAATTTATAATAATAAACAAGTGTTATTGTGTTGTGTACAAGAACACTTTCAAACCAATCTGTAAACACGGAAGGGTCAA
ACATATGTGACTTAAAGAATAGCATTACATTTAATTTTTAGTAGTTAAAAAGCCTCTGAACAGAGCTAAAGTATTCTAACCGGGAACACTTTATTTCGCGCGATAATATCTTGAACTTACTTATAGAATTAATTAGTGAAATTGTAAAAACAAAGAAAAAAAGTACAATATTGTGTTGTAGCAATAAAAGGTTTGTAGAAGTGGAAACGCGAGTGTTTTTTTTAACTAAATCCAAGTCAATCTATTATACGTAAGTATAATTCCTAACCTTTTAGCGTTTTCTGTTCCAGTAGTTTTTGATTACCCCATCGTTCCGAAGTTAAGTTTCGGCAGTCCGGAACGAGAGCAACCACGGTCCTCTAATTAAAA
ATCCAGGAGCTAGTGCGCGAGCTTGGCCAACGCCCAAGCAGGGTAGCCCATTGGAAGAGGCCGTTTAGGATATCGCCGAAACACTCCGCATGTGTCGAAAGTGTTGCATCGCGAATTCTAACTACACGCGCAGTGACTCTCCACTTCACTTGCAAGAAAAGGAAAAATAAATTAATATGACCTAGGCAGTGGGTAGTATTGGTTGAATAAAGGTAATTGCGATAGTGAAAACGCGAGTGTTTGGTTTTCATTTTGGGAGTCGACTGAGGAGGTACAAGTAAGTATTTTTTAATCTTTGCAGGAGCAGAACCACCCCGTCGGTCCTGAACTATGTTCCGGCAGCCCTGGAAAAACGTAACCGCTGCCA
TCGATACCGAGGTCTAGTGCGCGAGCTTGGCCAGGGCCCATGGACGGAGTCTAGGACATCACCGAAACATATGAGATTCGCCAATAGACATAATGTTTTCATGTTCCAAGAAGCTCCAAACAAAACAGTTTTACTATAGAAGGAGCCAAATTACGAGAGTAACTGAGCTGATATTTTTCAGTATATGTCATTCATTTGAAGTGTAAACAACAATAATTTTTTTTGACTCAAATATATCGAACTTTGTACCTGGAAAAGGGTTTTGGGTGGAATTCTTCTTCATTTCTTTAATATGAAGAAAACTGCTACCGAAAGTCATCGTATTTTGGTGGAAGTTGATGCTAAACATGCGCTAGCCGAGCGAACGT
GCCGAAAGTGGTTTGCACGATTTAAAAGAGTGGATTTTTACTTGGAAGACGAAGAACGTTCTGGGCAACCAACAAATTTTAAAGATGAAAAATTGGAAGCCTTATTCGATGATGAAATACAAGAAGAGCTCGCAGGATCTTTGGGAGTCACTGAAGCAGCCATTTCAAAACGTTTAAAAACAGTCGGATACATTCAAAAGCAAGGAAATTGGATGCCACATGAACTGAAACCGAGAGATATTGAAAGGCGATCTTGCATGTCCGAAATGCTGCTGGAACACCACAAAAGGAAATCATTTTTGCATCGGATTGTTACTACATCCAGCCACCGCCGAATATCTATTAGGCGAAGGTAATGCTCTGTA
TTTGGGGTGCACTGTATTATGATGTCCTAAAACTGGATGGAACCATCAATAGGGCTGCTGGATGGGGATAGCGTCGGCTGAGAGCTATTGAAGTTCCTCTGCTTGCAGCGGCGGAGAGCCATCTTGGCCTGCGCGGACTCGGTAACGTTTGCACTTTCAATGCAATAGAAACTTGGCTCGCTCGCCTTACAACGTTCGACCGTCTGAACCACAGGCTGCTTGCTGGTCGGCACGCGCGCTGAGGTGTCGATTCACAGTAACGTGATAATCTACATTCAAAATAAATTTTGATTATGGAGAAACTATTAAAATTTGCGAAACAAAACGACATAAAAGTACTCCCATTACCTACTAATGACGTTATACGA
GGGCGGTTCAATAAGTACCCGTTGCTACAATTAAAATAAATACAAATAAAACAGGCGCACTATGCGCAATACAGACAGTGGGCTGTGGACTTCGACGGTTCCAGACCGATACCCCATTCCACTCATACATGATTTTGCTTAATCGCTTACAAACTGGCGTGCTTTCAGAAACTTGGATCTAGCCAAAGCGTATCATCAAATCCCTTTGAGTTCACCAGGATGATTTTCGGCTTGCGCAACGCTGCGGAGACTTTCCAGAGGTCCATTCACTCTGTCTTGCGAAACTTGAACTTGTGGTGGCACATCGAAGGCACGACCCCAACACGTGACCGATAGCTCGATCACAACCTCCCGGTGTGCGGTTGTGGA
CACATTCACACACACTCCGTTTTTTTCTGACGATGAAATACAAGGACCGCGACCACGACGAATCGTCGTGAGCCATTAAGGCGGCCTGCAGCGTCCGGCGCCAACGTTCCTGCATACTATCCACAGTTCAACGGTCTGCTAGAACGTGCGAATCTCCGTGAAATAGTGACGATGATTTTGAAAATGAAAGAGTATTGAGAAACCTTAAGTTCAGGTTTACAATACACAATGAATATGCTCCGTCGAAACGGCAATCAAAATCTTCGACGAACGGTTTCGAAAGCAAGGCGAAGAAATCAAAACTGGGTCCAAGTCGTTCGGAGGAGCTTTTGTCTGCTGGGCCATCCATCGGACAAGCGAACCGTAT
GCCCATGTATTGCACGACTGCAGATTCTCCGGAAGCTACTGTCGGTGCGCGTCACTTGCTGGAGTCGCTGTTAAGCGCCGATCAGGAAGAAGACGCTATTGCTCAGAACTATCAACCGAAGATATCGCCAATATCGCAGAATATCTCTTTGTGGTCAGAGGGTGTTCGGGCGGACTATACAGTTCCGCGCTCCGGTGGGGCTTTATATGCAAAATTAACACTATATCCACACCAGAAATTGATGGGAGTATCAAACGACAAAATTTGGATGTTTCGTCATACGGAGATGACTTTCTGTGTGAGTTCGGAGAATGTACGAGTGTTGGAAGCACTGACAGCAATACGCAAGCATTGCGTAGAAAAAATC
CAAAAAAAAACCGGAAGCAGTGGTAAATTGCTAGCAAGGGCGGTCGAACAATTCTTATGGGAGGTTCTAGTAGTACCACCAGAAGACTGTATACGCTGTCCTCTGTTTCTTGAATCACAATTGGCATACATAAATGAAAACGATGAGGATTTTAAACGAGCTATAGATATATACAAGAGAAAAATTCTATTCTATTATTCTATTCGATGCTATAATGTTGAACAATTATTTAACTAAATTCCCTATGCAGCCACATACTGGGGTTCCTTTAATCAACTTTTCATACGATTTACAAGGTGTGAAAATAACACCACGTACTGCTTTCAATGCGAATTATAAAGGTGACTATGTATTATACACTCGACCCAA
TCGATACTGAGAGAATGACCCTTCGTACATAACAGTAAAAACATGGTAACTGATTTCAAACGTCGTTATTCCAGCAGTGTTGATTAATTACTGTTTTCTTTTGTTGTGTCAAGGAAGATCTTCGAATTCGAATCAATTTTTAATTAATTTAAAAAATTTACCCTTTCGGGACGCGACAGCCGTCTCTTTTACAGAAGATTTCTCGCTAAGTAGCTCGCATGAACAGTAAACTTTCTTATATAGGCGATGGCTAGTGGTGGACAATAGAAAGCCGCTTATTTCCTTTTCGGATTTGCTGCCCCGATTTCAGGTTGGCTATAAATTTGAAAAACGACTCACGATTTGACCGCAGACGCCGCAGCATTCATTTTT
GGGTTTAAAAATAATTGAATAGTTTTAATTTTGTCTTATGTATATTAACAGTGAGACCCAGTTAAAGTAATGTGAATGTAAAAACTGTATTTTGATTAAACTTGAACGAAAAAACAATTAAAGAGTATACAACTTCTGGCGGGGCACTGGAGGCGAGAACCTGGGCGTCATTATCGATTCGAGCCCACCACTGCATCCAATGGTCGCGGAAAACAACTGACGACCTGACAGTGACAGGAGAAGAACACCTACCGACTTTGTTTACTTGAAGTGTCAGGAAAGAAAATAGAGAACAATTTCCCATGCGACACAAGTCGAGTGGAAAATGTAAAGGAAGTAGTTGTAATATTAGAAAGAGTTGTTTA
CCGTATTTCATTACGTGTTAAATTAAAAAAGTTGCCAAAAATAAATAATTACTGAGGTTCCAAGCGTTGCGCTTCGATGTAAAAAGAGTCGGTTTTCTTTAGAAAGTAATAAACAAAAGAGTCCAAAGTAGGACACTTTCCCAATAGCTCATCTTTTATATAAAGAAAACAGTAAATATCCTAAAATATAATGAAATCGCTATGATAAAATTCGAAATATTTTGATGAAAATGGGTTTTACAAATTTGGAGAAAGTTGCCAAATGATAGGGTTTTAAAAGAGGCCATGTGTTTTGGCCAAAAAATCATCTTCAGCGATGACACACATTTTTGGTTCAACGGGTATTTTAACAAACAAAATTGTCCTTA
TTGGGCAAAGAACAATCCGCACGAAATCTGAGAGACTCCATTATATCCAGTATATTCCATAAAGTCCGAAATAGTGTAGTGTTCTCGCGAAACGATCGCGCCCATGGGAAGCTGAGGGTAAGTCAAAATTTTCCACTGCATGCCCCTTAACATTTGCTACATTGCCACAGGAGATGCTTCCTAGAACTACAATTTGGAAGGAACACTCCCTGGCAATATTCTAAGAAATTGCGGTTGTAAATCTTGACTCTGCGGTTTCGCGATGAAATTTTCGGTACTCTGCGGTTAAGTTAGGGAGCATTTTATTGACCACCAAGTCAAAGGGCCAATTTTTGCTTTCCAAACTTCTGCCCAAGTGTTCTTCAGGGCC
ATAAATTTTCCCTTTGGTCCCTGGAATTTTTTCATGTCCCCAACTGGGAATATGTTTGAAGGCATATTTTTCTAGGGAATTTTGAAATTCGGGAATGGTTTTTGCCGGTGCTTTTGGTCAGCGTTGAGGTTTTATGACCATCCAGTAGGGGTAAAAATGTTAACAATTCTTGAGTTTCGGCAATTGGAAGATGTTATGGATGTTCCATAACATATGAAGAATTGCATGAGGGTTTTGAATGAATATATGGAATTTTCCATATCGGGAAGAATTGTTTTTTGAGGGTTTTGAACGGACATGGAATTTTCCATATCGGAAAGGATAATATTTTTAAGTTCTGAGAAATATGAGGAATTGCTATGGGCAAAGC
AATTACCGAGATTTCACATAGTTATTTTATACTGTTATTGATACTGTGTTTAGATATTAAAATATAAATGATCGTCTCTGTCTTGCCACCGCAACTTATCGACACTAAAATAATTTTCCGCGACGTGTCCCAGTAAAAATGGTCACTAGGCGATTGCCAAAGCCTACTCCGCACCCAATCCAGCCTTCTGATATTGTAAATATTACAAAGTGACCAAAGTTCCCATTTGGGGAGCCAACATATGTACATATGATATATTTGCTTCTCCTTTTGCATTGAGGGGAAGCCAACATAACGTTAGGCAGGGTGGGTTGTCTGTTAATGTATGACAGTTTAGATGCGCGGTAGGGAATATTGATCATAATTTAGG
ATAAATATATAAATTTGAACATGAGGTATTAGAATGTTTCTTTTATTGTCTTGAGCTTAAAGTGTATATAAAGCCTACTGATGAGTCCACTGGGAATGGACGAAATACGTATATAGGCGATCCCAATAGGTTCTCAATAACCCAACTTAGGAGTGAAGTCTTCAGAGGTCCTCAAGCATCTCCCCTGTTTCCAATGATGCACTGACTGACATTCATCAAATACACTTCCTCCATAAAAGAATAGTATTAGGATAAATAGAATAGAACAGTTCTAGGGCGGGACATATGGATTATGTCACAAGCCAGTAGTTTATTCCAAAATAAGTAGTCATGTTAGGTATTTTAGAATATTTAGGCTAACTAGGTGG
ATACACATCCCAAGCTTTTTTTGGGGATGTTTCCCAGGCTGCATAGGTATACTGTTTGCAGCCTGCATTGTTTTGATCTGTGGTGAGCTGAACCACACTCAGAGGGCAACTCACAGTTCCCCCATGACTGTCTCACTGAGAGATTGGTGTTCGCCACCCAGCCAAAGGTTTGCCTTGTAGGTAGTAATTATAGTACAACAATAATGTTTGTTTAAGGAAATCTACAGTACAAGCATATGTTATTTATATTGCTTGTACCATAGTTCTAAGATAAGATATCTTTGTACTTTGACGTGCGCGTCAAACAATGTAACATCTGTGTAACGCATGATTACAAGATGCACTCTGACCCAATCAGTGTAACATTTGTG
TACCACGTGATGGGAATGTACGAGCATTAGATATTATGACATCTGCATCGCAGATGGTTGAATAAGAGTTTGACCTGCGTGTCAAAAATAGAAATCAATTTTATGACTTGTTCTTCATAAGAAAAGAACAATATTTGGCCTGCGTAGATATAGTATAAATAGTTAAGATCCTACATGTTAGTGCCCAGTTCTGATTCGGAAATAAAAAAGATCGTATGATCTTAGGAACGGAAACTCTGTTTTTTATAATGAAATGAAAAACATAATTCGTATCTATTCAATTCCTTATGCCTTGTCGCTGTGTTTCTCTTCTTTCAGGCGCTGCATCACCCTTCTCATGGCCTCGTCCGTAAGACATGTATTGGAGTCG
CGGAATCCTCCTGTTTGTGCTTTTGCTAGGTATGACGTTTTTCCATCCTAGCCCTACTTGTTCTAGACCGCCTTCCTGTCCCGAAAACCTCTATCTTTCCATCATCCTCATAATCCATATGTTGTGCGCGTATTTCATTCTTTTTTACCTGATCATTGTTTACTTTTGCATGCAAGTGCTGTCATTTTACCTCCTCCTAACCTCCAAATTTGTTTTGTATATCAAATGTTCAATTTGTGATGTTTACATCTTATTATTGCAACTAATGTATTTATTCTTGATTCTTTTTAGGAAAATTCCCTTGACATCGGATCGGATCAACAACCCAAGATCAGCTTGTCCCATATCCAGAGAATTTTTATTCAAATGTGTGAAAT
GTAAAAGGTAAATATTTAATAAAGATGTTTTCGTGTTTTTAATCATAGTCTTGTTTCATTCCTTGTACTTTCGACTTCTATTTCTATTATGCGGTGTCGGTGTGAAATTTGAGCAAACGTATTGTGCGAGTTCTTACATTAATGATAGTCAAAAGTTAATTATCATAAGTCTCCTAAATGGCCATTTGTTTGATTGTAGTGACTCTTGAAAGAAGTCTAGTGTATTTATCAGAAGAACTATTCTAAAGGTTGTTGTGATTTTTGATGCCGTTGAACGTGAAGTTCTCTTCTTGGCTTATATTTGCCGCCTCCGCAGCTTGCCCTTGAATACAGCATCTGCTTGTGGAAAACCTTAAGTGGACGCCTATATACG
TATTTCGACTCCGTCCAAGGAGTCTCATCAGAAGGCTTTTAATGAAAAACTAACAGATGTGTTTAGATTATCGTAATAGCCCTCAGAGAACCTAGTGTGCGGGCCCCTATCTTGTGAATTTGGAAAAATATACCCCTTTAGCCTTTACGGCTGTTGTAGCAATTTTTAATGTTGGGAAAGGTGAAATAAAATGGGAAGAGGGAACTTACGACGAGATAATAAGTGCTATGATACACAGCAAAAATGGAGAATGGGCAGATGAAGTGGAAGTAATGAATATAAAGAAGAACGTCAAAGAACTCCAAGGGTATTTAATACAAACAGATCCCAGAAAGATCAAGCATAAGAAAGAAAACAAGGCAGC
TGAAAAATGGTACAGGGCGATAAAGACCACGTCAGAATTCGTATCCAACAATCCAGAAATACATACAGTCGGCAGCAATCGTATTCGTATGAAATATTTCTTTTGAGACACTATAAAATAAAAATTGTTCTTCGCGACAGTTATAACTGAAAATGCACACCTAAATTCATTTATGTCTTAGTTATATACAGAAGATCACTTATGCTGTGAATTTTTTTTTTCCTAAATTCACCACAAACTGTACTTGACGAAAGAACAGCAATTAACAAAAATCATGATCGATACTCGACGACGCATTCGTATTCGTACGAGCAAAAAATGTCCCGTTATAATTCAGCTGTTGAATTTTTGGGTATATTCTTAGAAATG
ATTTCTGTTCTAGAATTTTTCTAGCACTCAAAAACGTCATTGTAGTTCGAAACAAGTGTTCGAAGTGATAAAAAGTGCAGGATGGGCAGAAAAGGCAAGGAAACTTCAATAGAGACCCGTGAAATCGTTGTATCCCTACATAATCAGGGAAAATCGTTAAGCGAGATAAGTAATATCGTTGGTCGAGCTAAATCAACGATTCAGTATATAATTCAAAAGTACAAGTCGGAGAATATGCTGGGAAATAAGCCGAGAAATTTAGGACGAAAAAAGTTGACACCCCGAGACGAACGTTTTATTTTAAGGCAAATAAAAAAAAATCCTAAGGAATGTGCTACAACGATAACCGCAAGACTCCACCAAC
ATTTTAATAAAATAGTTTCTGTTGATACCGTCCGAAGGACACTTAAAAGGTATGGTCTCTTTAACTCTGTACCAAGAAAGAAACCGTATATCAATAAAGTAAATAGAATTAAACGGTTAGATTTCGCGAAAAGATATATTCACAAGGATTACGACTTCTGGAAACAGGTAATATTTACAGACGAAAGTAAATTTAATATCATCACCTCGAACGGAATTGGAAAAATTTGGCGAGAGAAGAATTCAAGCTTGCATCCGAAGAACCTAATACCCACCGTAAAGCATGGCGGAGGATCTGTTATGGTGTGGGGGTGTTTTTCTGCAGCAGGAACGGGCAATTTGCATTTCATTGATGGAATAATGGATG
CTGCCAAATATGTGAATATCTTAAAATGTAATTTAAACCCAAGCGCGGAAAAATTACGAATACAAGATAACTTTATTTTTTATCAAGATAACGATCCGAAACACACGGCTCTCAATTCGCGTTTATGGTTACTTTATAATTGCCCTAAAGTATTACAGACACCCCCCCAATCACCGGACATTAATCCGATAGAACATTTGTGGTCGGAAATTAAAAGAGGGTTAAAAAAATATAATATAAAAAACGCGGCAGACTTGAAAGATGCAATCGGAAAAGAATGGAGTGCAATATCCCCTCTATTTACAGAAAAATTGGTGAGGTCGATGCCAAATCGATTAAAACATGTTATTAAAAACAAAGGCTACC
CGACTAAATACTAAATGCTTAATTTTCTCGTTGTTTTTTCTCGAAATTCATAACGTACGAATACGAATGCGTCGTTTAGTTATACGACAGTTTAACTGAATACTTAATTTTTGGATTTTATTTTATTGTTGAGTAATTGAATTTGAATATTATTTTGTAAATTTAATTGGATTTAGATATTGTATTTAAATAAAATTTACGCAATGTAAAAATAATGTTTAAAATTCTTTATTTTTTCATGATTACTTAATTTTTTCCCTCAATACTCACGGTGTACGAATACGGATGCTGGCCTCTGTATCATGGACATACATATCATCAACAAAGAAGATTATGAACAAAAGATCAAGCAGTTTGTGGAAAAAGGAGTAG
AAAGAAAGATTTTTGAAGTCATAAATGAAAAATTCATTGAGAAAAGACTAAACGCAAAAATACGGAGAATAATAAAAGAAAACACCAAAGCACTCAAAGCTCGACAAGCTAATTTAGCAGAATTGAAAGACCTAATCAAAATAAAGAGCAATATGAATAACACTAAAAAGGGAGAACGAACAACCTTAGAAAACATAAACTCAAGGACGACATTACTGCTACAATAAACCTCAAAAAAGTTATGCATAAGGCTACAGAAAAAAGCAGACTGGGAATGCCAAGAATGTATGGCACTGTTAAAATACATAAACAGGACAGACCTATAAGACCAATAGTAGACACAAGGAACTCTGTAGGAGG
ACCCATTGCGGAAATGCTATCAACCATACTGAAAACATATAAATGCAAAGCTGTCAACATACTAAACACAGAGGACGGTGGTAGTCTGGTAACTTGAGTTCAAAAAATCGAAAATTTTTTTTTTGCTTAATTTGAAAGTGCAATGTCTTGAGAATATACTGTGAAAATTTCAGACAGAAATTCGAAATATTTCGGGAGTTATAACGAGTTTCCTAGAGCGCCTCGGAGTCCAACCTTTCAAGTTGACCCACAGCTGCAACCGCTTGGACCCTTCTTTTGTTTGCGCGCATTTTTATACCTGGGTTGACTCTGTTGACTCACAGTACTCGTTAGTATTTGATCGTGCGTTGACACGTAAGCATCTAAGATG
GATAGGAAAGGAAAAAAACGTGGTACGAAAAGTCCTGGAGATCCAGGCATCAAGCGAAAATTTCACGGTAATAGATACACTGCTGAAAAAGATGTAACATGTGTGAGCAAGTCTGCTGAAAAATTAAAAAATGAAGAAGATATTGAAGTAGCCATTGATGAGAGCTCAACTTACGCTCTTTTAAGTTTTACTTTAGTATTCAGTGCTTTAGAAAGTGTTCTGATTTGTAAAGCTTGCAAGAGTGATATAAAATTTCTTAAAAAATCTCAAGTTGGATTGGGATTTAACTTGTGTATAAAGTGTAAGTGCAATGAATTCACTACTATTAATTCTTGCCCAAAAGTGAGGAATGCGTTTGAGGTCAAC
AGACGTCTTACTTTTGTTATGCGACTACTCGGTGTTGGTTTATCGGGTATAAACATTTTTTGTGCCATGATGGATTTGGGACCAGGGTTAAGTAAGAGCGGATACTACAGTATCCTTGATACAATACATATTGCTGTTAAAAGTGTTGCTAAAGTTTTATTTCGTAAAACAGCACAAGAAGAAAAAAAAGCAAATGAGCAAGAAGGAAATATTGCAGATGAAATAACAGTTTCGGATGATGGTTCATGAGCAAAACGTGGCTTTACGTCACTACTAGGTATCGTTTCTTTAATCGGAAAGTACTCTAATAAAGTTATAGACGTTATCGTTAAATCTAAAGTTTGTAAAGCTTGTGAAAAGTGGGTGGG
TAAAGAAAATAAAGATGAATATTTAGAATGGTACGAGGATCATCAGACTGAGTGTACGGCGAATCACGAAGGAAGTTCTGGTAAGATGGAGGTTGACGGAGTTATTGAAATGTTTCGACGATCCGTTGAAGAGCTCGGTGTAAAATATAAAAAATATATTGGTGATGGGGACTCCAAAACTTATAAAAATTTACTAGAAGCAAATATTTATAACAATGATCCTAAAGTTGAAAAAAATGAGTGCGTTTTACATGTGAAAAAGCGTATGTACAGACGAGTCAAAGAAGCTAAAAACACTTTAACGCAGCTCCAAAAAGCTAAAAAAAAAATAGAAGCTGCTGAAGAAAAATCTAAAAAAACGA
AGAAAAATTATAAAGAAGAAAAAGAAGTAACAGCAAAGAAAGGAGTAACTCCGAAGAAAGGGACGACACCAAAAAAAACAAGAACACCAAAGAAGGATACCATTGATACCGAGAGCACCAAAGCTACCAAAAGTCTGACACTAACTAATAAATTAATGATCAAACTTAGTACTTATTATGGCTTAGTTATTATGAGAAATGAAGACTCTGTAGAAAATATGAGAAAATCTATATGGGCAACCTATTATCATTTGATATCAACTGATGAAGAGCCCCAGCATTCTTATTGCCCAGAGGGTCCCGATTCCTGGTGCAAGTATCAAAAATTGAAATCTGAAGGTCATGAAGATACGTTTGTTCATCC
ACCTGCTTTCGATAATGACACTGCAAATCTTTTGGAACCAATTTACGAAGATCTTTTGGAAAGATGTTTAGGAAGAAACACACAGAATAATAACGAGGCTTTTAATCATTGTGTTTGGAGTTTTGCACCAAAACATATTTTTGTAGGCCAAAAAACTTTAGAAATTGCTGCATTCACTGCAGCATGTATATTTAACGAAGGATTTTTCCCAGGACTAAAAATATTGGAAGTCATGGACGTTACGCTCGGCCCGTGCGCTGTCGCGTTTGCAAAATCCTACAATAAATCTCGGATTGCAAAAGCGGAAAATGCCACAGCAATGTCATCGAAAGAAGCCCGAATGAGTCGAAGAGCGGACAAAGTTGCA
GAGAATGATGCCTATGAAGAGGATGAAGGCATATTATACGCTCCAGGCATCGACGATTGACGTAAGTATAAGTTTACTTAGGAAAATTTGTTGTTGAACTTTAAACGCGTTTTTCTCAAA

3,965,840 - 3,985,840 DNA

T3 - chromosome 6 NC-051854.1 CCTTTCCAAACGGACTCAAAGTGAATTTTATTTTAATTTCTACGCTAAACTGTCTTGAAAACTACCTTGATATGAATCCCAGAGAGAACATTTGGCACATTATAAAGATGCTGGTAATGAAGTAGAAACCCAAATTTCTTGCTGCTCCTCCACCAGACGCACTAAACTGTCGTCGACACAGCTAGCGACCTTTCTTCTGGTTTCAAACGCCGCCGAAGGCGGACGAATTCTTTGTCTCAAAACTTTCGGCAACATGCTAGTTGAAAAGTGCACATAGTAGTAGTATTTTTTTTGTTGCGTTGGCCACGTGAACCCTCAACATCAAATAACGCTAAAACAGCATCTGACTCCATCCCAAGCTACCTTCTGTA
TAAAAGTACCTCGAAACGTCAATTTAAAATAACCGCTCAAAAGGAATCGATAACAATTTTTTTTCTTAAGTTGGTGCACCTTTCTTTAATTATCAATTCTTTATCAATCTGTGAGCTTGTGCGTTTATAGGAGCTATCAGTATCAGTCTCCCTCAAAAGTACCCTGCGAATTTTACTATGGATAAAAAAAGGGGAAGAAAGAGTTTGCATCAAACTTTCTATTGCAAACGAAATTTCTTGTGCTGATTCTTTGAAAATGTTGTGCAAGCTCTTCGGTGACTTATCTATGTCGAAAACGCAAGCATACGAGTGGTGTAAATCGTTCAAAGAAGGGCATGAAATAGTGGAAGATTTGCCTCGTTCCGGACGG
CCTTCAACCTCTACCACTGACGACAATATCGTCAAAATAAAGAAATTAGTGTTTGAAAATCGACATTTCGATGTTAGAGAATTGGCTTCTGAGTTGAGCATTGATAAAATGGCCGCTCATGGAATTTTAACTAATGTTTTCGGTAGATTGATTCCGAAAGAGCTCAATTTTTTTACAAAAAAAATATCGAAAAAATGGTAGCTGAAGACCAGACTTCCTGAAACGTATCATTACAGAAGATGAGACCTGATTTAGCTCCATGTGACTTTTTCTCTTTCCCAAATCGACACTCCGTGGAACCCGATTTCAGTCAATTGAAGGAAGGCATGACGTGAATTGAAGACCATATTCTTCTGGCGGCACATCCGA
TACAAGAACCATGACTGTATTCCGGCGGTGAATTCACCCCCACCAGACGCAATGAGCTACCTCAAACACAGCTGGTATGGTACGTCTGGGGGCGTGAATTCACTCCTTTCCTTCTTCTCCGCTTCAGTCGGCTGGTTCTGCTTCGATCTTCCACCTCAGCTTCACTCACTAGCGCCCCATGTCTTGTGAGGGTAAAACCGCGGAAGATGCCACCCTCCTGTGACAACAATCGCCGTCAAGGTGCCCTCATTTAGGCGGCACAATCTTGCGGCGTGGTTCTCCCAACTGGAGGTGACCATACCCCCAGCCAGTTGCTTCGAGAAATGAGGCAGCTGGAGATAAGGTCGACTCAGAGCTTTTGAAAACGCTC
TGATTGCAGCGGCTTCCGGAGAGCACCCGCGCCATCTTGGCCTGCGCGGACTCGGGGTATCAACATATTAGATAGTAATATATTATGTAATTATAATTAAATATTATATATGAGCCAGCGAGCGCGGCCATGAGAGAGAAGAGTAATCTTAGTCATTGTAGACGAGAGCACTTCTGCCGGTTTCAACTAGCGCCGCTAGTGGAGCGCAATCAGTGCCTTCCGAGGAATTTCTTCACACTAAAAAGCCTGACTTCTACGAAACAGGCATAATCTATATCTTGCTGGGAGAAGTGGGTCGAATCTGTTGATGCTTATTTTGATTCATAAAATTTATTTTCATAAGAGTTACAATTGTTTGAAATTTTACTA
CCAAATTCGACATTACATCTGCAAGAACCTGATAAAATCGGCCCACACTTGAAGGCAATCCTGTTTCAGCAATAAGAAATATGGGTTAAAGTGGGTTACGTTTAAAATGCCGTGGAAACAGTAAAAATTAGCTCAGCGCCGATAAAAAGCAATTCGCAAGTGAGTTCACGTGCTAGCTCACTGTTAAGAATTGTAACAAGTGTTTTAGTAAGTAATGTAATAAAGAGCTTATAATAGAATTCATTTTAGTGATATCTCTGGAAAAAAGTTACGGAATTCAAATCATCATTTCTTTCAGCACCAGCTAGCCTACACAGATAACAGAAGGCACCCAAGTTAAGGATTCTTAACTAGACGAGCTGAAACA
AAAGTTAAGCGGGGTGCCGAAATCAGTGCTTCCTGTAAACAGATTATTATTATCGCCCATCATGTTAAACAACGTGTTTTATTGTAACAGTTTAAAGGATAGTCCAAGTGATTCCAAACAAATATCTACAAAATTCCTCATAATTGGAGCGCAAAGCTACCGGCCGGCAACTTGTTCAAAGGGAACCTATCAGATTATCATTTGACTAAAAATAAAAAACATTTCCCTAATAATTGCAAAGTCCACGTTCCACTATAATAACATAACACATATCTGTAATCCACATAATCTAGAAAATACATTGTAAATAAATATCCTTTTTCACTGAACGTAAATATTCTCACACACAGTAAACAATACAAAGTCGA
GGCAATCCTCACTCAGGCATTCACAGCATAGAAATGTGATATGATGTCTGGGATGACACTACAACTATAGAATGCACGGATCTACGATAATACCAATCTATGTGAATGCCGTCCTCGACCTTCGCTTATCTTTGCAAGCGCAATAGACGAAATCTGAAACATTTTAAGGTGATTGAATGAGTAATACGAAAAGTTGTTATCCATTAACAACCACGACCATGTGAATTGCGTGATAAAGTAAGAATTAGATCTTTATTGTATAAATTCAAGAAATAAATTCTGAATAAAGGCAGTCTTTCATCAGACTGTCTCGATTTATTATAGTGGAGTTTTGCCAATCCGCTCCCTATTTTGTGTGTAGTCTGGAGT
TGTGCCTATAGTTACTCCGGCTAACACATCGTTCAATAAGTCCCGGGACTAGCGTAGAGATGGCGCTAATAATGCCATTTATATACCAAGTTTCAGAAGTACCAACCTTCAGATAAGATGTGTCAAAATTTGATATAATTCGAAACAATCAAGAAAGCTATAGTGGTTAAAGTGACGCTACCTTTGCAATCGTGAAAAAATGGAGTTTCATGTGTTGATAAAACATTGTTTTCTAATGGGAAAAAACACTGTTCAAGCAATGGCTTGAAAAACGTTATCCAGACTCTACTCCGTCGAAAACAACCATTTGTCGGTGGTATGCTGACTTGAAACGCTGTCGTGCTGATACAAATGATGCGGAACGTTCG
GGTCGGTTAAATGAGGCAGCAACTCCCGAAAACACCAAGCAAGTATTGAAAATCGTGATGGGTAACCGCAAAATGAAAGTGCACGAGATAGCTAAGATGGTGAACATATCAACTGGTAGTGCATTTACTATTTTGCACCAAAAACTGGCTTTGAAAAAGGTTTTTTTTTCCAAATGAGTGCCGCGTTTGCTCACAATGGAACAAAAGCAACAACGTATCAATGATTCGGAGAGCTGTTTGGCAATAAACAGGATTTTTTAAGTCGATATGTGACAGTGGACGAAACATGGATTCACCATTTCACTCCGGAGTCAAGTCGGCAGTCAGCTGAATGGCGTACGACCGGTGAAAGCCGCCCGAAGCGTC
CAAAAACACAACAGTCGACCGGCAAAGTGATGGCGTCCGTATTCTGGGATGCGAATAGTATAATTTTCATTGACTACCTCGAAAAAGGAAAAACCATCAATAGCGACTACTACATGGTGCTATTGGATCGTTTGAAGGCCGAAATAGCGAAAAACGCCCATACATGAAGAAGAAGAGAATCATCTTTCATCAAGACAACGCACCGTGCCACAAGTCAATCAAATTCAACGAATTAGGCTTCCAACTGCTTCCTCATCCTCCTGTAGTGATATCATTCCAAACGATAAATTTAATTCATTAATAATACGAAACCCAAAAGACAACTTACCCGACCTCACACAAATTTTCAATTAAAGTTACGTACGTA
AACAATAGCAATCAGTCATTAACCGACCCATATTTCCTCATAAGTCACTAGAGTTCACTTTGTATCTACCGCCGAACAAAACACATGAAATAAGACCCACTTGAGTCACAACATGCCGTGCATACATCACCCATCTACATAGCTACATGACTATGCATAAGAAATGCATAAAGGCATATGACCAGCACGACCCGTATGTTTCTAGATTTGTAAATTGAAAGAAAGAGAAAGTTATGACGTCACAATCATAGTAGAGAAATATTGTTATGTACAGACCCAATTGGTCAAGAAAATTGCAAGTAAGAAATTAAAGGAATTTGATTGGTTAGAAAATGTAAGCGTATAGAAAATAAGGAAGAATGTAAG
TAAGAATTGTATAAAAGAACTAGAGCCCCAAGGCTTGACAGACTTGATTAGTTGCTTTCAATAAGGATAGATAATTGCTATACAATGATATCTATCCTAAGCTCTTCCTGTGTCGATTAGACCAACGGCAGACTGCTGCTGATTGTAGCTTCCGCAGATTGTTGCGGAGTTAGGAATCCTCGAAAAAGGTTTTAAATTTTTAATAAAATTTATATTTCAAAAGTAACTTATATAGCTCTTCTTATTTCACGTGGATAATTTCACGATGTCGACTTCACTTCCCTACATGGCGATCCTGCCTATTATGGACCAAAAAGAAGTTGGTAATTCCACATCATGGACGACACCATCAACATATTAATCGAAGACG
ACTTTCAAAAAGAAGTCGACCGTATATTCAATCGGATGATCAAGATAGCAGAGGAATACAAGCCAGAAAGTATCAAACAGCAAGGGACAGCACCACCACCATATGTAGCGACCCCGAAGGATGAATTAAAACATATAGGACCGAAGAAATTAACAATTCCGGAGCTAAAGGCGCGAACTGAAGCGAAGAAGGAAGCAGAGGAGCGACATCGACAAAAATTTAAGAAGACAAGAGGAGGTAAACGGCAGAAATTAAGAAAGGAAAAAGCAGAGTACTACAAGCTAGCGACTATCGCAACGGGGAGCCAGAAGAACGAGTTTATAAAGAAAGCTAAGGAGATAACAGAACAACTGCGACTA
CTTAAGCAGAACGCTAAACATGGGCAATTGCAGCTCGGCAACCAACAACAGCCTCGTGACTGAATATCGTCCGGCAATCACGACATCAGGATGTTTCGTCATCATAATTTTTTTCGTATATTTATATAATAGGCACCATTCGAATTACGTTAGGAAGGTAGTTAATAGAAATAATGTATAACCACAGAACAATTTTTTTTAAAATTTAACTTTTCTTTCACAATAAATAACGTTCAATACAACATATTATTCACAAAAATAATTTTTCATGGGCGATTTGGAGACTCTAAAAAGATTATTGAGTAACTTACAAAGAGATATATCAAACGCAAAAAAAGTGCGGGTAGAGGTTACAAACGTGACACTGT
CCTTTCAAAATTACAAAACTTAGAACAGATAAAGGATCAAGCCTCGAGCATAATCCAGAACACTACTGATAGTAAAACCTTGAGCTTATCGACATCTTTTAAACAAGCGTACAATACCTTTAAAGAACTTCTTGAAATACAATTGATAGAATCAAATATGAGTGACTTCGATATTACAACCGCCGTCAAAGTAATACCAACTTTCGATGGTAAATATGAAGATCTCCATACGTTCACAAAAATGCTAGAATTTTTAAACGAGACATTAAACGAACCAGGGAAAAAACAGTTATTAGATTTTGTCATAAATGTCAAGTTAACAGACACAGCTCGCTTAGCTGTAGGTACTAATGTACCCACTAATATG
GCAAGCTTTGTAAAATTGTTAAAACAAAAATTTGTAAGCTCGAACGCAATCCAGAGCATCCAAACAACACTGAATTCAGTATCCCAGAACAAATCTTCACTGACTAATTATCGGGACAAAATACTACACCTTACAAGTGAGTTGAGTCACCTACAAGTTGCCGAATTGGGTGAAACGGTGACAGAGGCAGAAAAGAATTTGATTACAAAACTAAATGGGCGACAAGCTCTTACAACTTTCCTTACCGGATTAAACCCTGAGATAAGAGATACCGTTTTCTCTTCAAGACCGAAAGACATGACTGAGGCCGCAAATTACGCATTAGAGTTAGAGAAACGAGATTCAGGAAATCGGGCTAGTGTTTTT
CAAGTGAATAGTTCAGGTAGAAATTTTCAAAACAGAAATACAAACCGCGGAAATTTCTATTCTTCAAATAACTCATTTAACAATAGAATAGACTATCGACCCAATAATAGCTACAGATCTAATAACTATAATCAACAACCGTGGCGGAATCGTGACCAAAGTTTCAGCGCTAGACATAACAGCAATACCCAAAGTAGACCCAGTAATCGTGGTAGGAATAGAGGTAATTTCAACCAGAATCGCAATAACCCCAGAGATAATAGGAACAACTACAGAGTAAATATAATTCAGAACCAGGGAAACGGGACACCCTCCGACGAGGAACAAGATTAGAAAATAAAGATAGAATCCTTACCGGAAACCA
TGTATACAACTTATCGAACAATAATTCAATTTCGAGTTATATAAAACTTTATTGCAAGGATTTGGGCCAAGATTTAACTTTTCTAATAGATACAGGGGCAGATATTTCGCTATGCAAAAAACTAACAATTAGTTCAGACAGAATAGATGATAAGGAAAAATGCAAGTTAAATGGCATCACTAAAGAGTCAGTAGAATCTTCGGGCACCACAGAACTTACTTTACGTATAGGTGAAAAATTTGATAGAAATAGATTTCATATAGTAGGAGATAACTTTCCAATAAAAACAGATGGAATAATAGGGCGAGATATTTTAGAGAAATACATATGTCGAAATGTGACGAGGTAACAATTCCTATGAACACC
AAACCGTTAACAAGTTCTTACGTTAACATAGCAGCTAGAGCTGAGGTAATAATACCAATAGATCTGGTAAGAGAAGAAGACAGTTTGATTCTAAGTAAGGAAATTCGGAGAGGCGTTTTTGTAGGCAACACCATAATTCCAGCCAAAGGTGTTTGTCAGGTAAAAATACTAAATACAAATGATAGACCGGTAAAACTCAAACATTTCGATGCTGAGATAAAACCACTAAAGGACTATCGAATATTAGAAGCAACATCACAAGGTCCAGACCGTTTAAAGAGACTTTTAGATGGGATAAGAACAGACGTGAAAGATAAGAAAGCGAGGGATAGTCTTATGAAGATCATAGCAGAATATCAGGAT
GTTTTTCACTTTGAAGGAGAAAAACTTACCGTAAATAATTTCTATAAACAAAAAATTGCAACTACGGATGATGTGCCAGTCTACACAAAAAACTATAAATTACCACACGCACAGCTTAATGAGATTGAAGAACAGGTCAAACAATTATCCGATAGTAACATTATCGAACCTTCGGTAAGCCCATACAACTCTCCATTATTAATTGTACCAAAAAAGGGCACTGATGACAAAAAACACTGGAGACTAGTAGTAGATTATCGCAGATTGAACAACAAAATCGTAAGCGATAAATTTCCGTTAACAAGGCTAGAGGATGTATTAGACAAGATAGGTAGGGCCAAATACTTTTCAACTTTGGATATGACG
AGTTCATTCCACCAAATAGAATTGGAAAAAAGTTCTAGACCACTCACCGCATTTTCAACTGGTACAGGTCATTTTCAGTTTAAACGTCTACCTTTCGGCCTCAAAATTTCATCAAATAGCTTTCAACGAATGTGAACGATAGCACTAACTGGGTTAGGATCAGAAGCTTTTCTTTATGTTGACGACATTATAGTTTTCGGATGTAGTATCAATCATCATAATGAAAATCTAATAAAAGTTCTACAGAGGTTACGCAAATACAACCTGAAGTTGAACGCCAGCAAATGCCAGTTTTTAAAATCAGAAGTCGTATACTTAGGGCACCTTATCACGGACAAAGGGATACGAACCGATCCTACAAAAAACGA
AACCATTCGAAATTATCCCATACCCAAGAACGCAGATGAAGTGCGTAGATTCGTTGCATTCTGCAATTACTACAGACGCTTCATCCCGGACTTCGCGGGAATAGCGAAAGAACTAAATGCTCTCTTAAAAAAGAATGCTACTTTTACCTGGACAGGGGCATGTGAGACTGCTTTCAATACATTGAAGCAGAAGCTTATCCAACCACCGATACTGCAATACCCAGATTTCGACAGACCCTTTATATTAACTACAGATGCATCAAATTATGCATTGGGCGCTGTACTTTCGCAGGGCGAAATAGGCAATGACTTACCAATTTCTTATGCCAGTAAGTCTTTGGGAAAACATGACCTAAACAAACCTGTTAT
CGAGAAAGAGTTACTTGCCATACATTGGGGTATCAACTTTTTCCGACCATACCTGTACGGTAGGAAATTTATTGTAGTAACTGACCACAGACCGTTAACATCACTCTTTTCACACAAAAATCCATCTTCCAAACTGACGAGAATCAGATTAGACCTTTCAGATTACGACTTTGACATTGTTTTCAAGCAGGGGAAAATGAACACAAATGCAGACGCACTCTCAAGAATTGAATTAAACTCAGACATATTGAAGAAGATGACTCCAGTAGAGAATGACACTACTGTAAAGAAAACTTTGGCGACTACAAGGGGTATGTCAGCTAAGAGAAAGCTTGACAATATTGTAAAAAACGTGCACGAGGACGC
AAAAGCAGATCATCCTAAGAAGCCTGATCAACTTCATATTTGGGATTGTTCTTCGATATCAGACGTCAGAGATATATTAAAATTGAAATTCATTTTGAATGAATCAAGTAAGAATAAAATTATGCGCACCACAGAGGGAATAAGTGTATATCGTAACAATAAAACTAATAAGAAATCCGTTTCGATTAGTGACAAACTATATTCAACAACACTTTCCACAGATACCAAATCGGTTAATAATAACGATAATTCTGATATGATGTACGCATCTATCATGAAGAAGTTATTGATAACAGCGGTTCACAAGCTAGCACTTTCGAACACAGATGATATTTTCCAGGTATATTTCCAGGTCCATAGACGATTAC
GCGAAAGAGCTCAAGATTAGACTACAGTATTCTTTAGATAAAGCTCGAAAAATCATAGAAATGACAAAAATTAAAAGAATAAATGACAATAACAAAACAAGCCCAACAAATGTGAATATAGGAGACTTAGTCTTATTAAGAAATGAAGAAAGAAAAAAGAACCAATCACCTTATTTAGGACCATATAAAGTAAAAAGTGTAGATAATGTAAACTTGAATATAGAAATTAACGGAGTAGAAAAAACCGTACATAAGAATAGAGTAAAGAAATTTTAAAATAGAACATAAATTAAACAAAAAAAAAATAAAAAATAATAATAATAAATTTTAGTAAATCAGTGAACACTGTTACCTTAGGTAAC
AGGATATTCCCGGTAGTGACGACAGACCACCGAGGAGAAGTGCCAGCAAATATGGACATACCTGTTTTCGACATGGATGACACTTTATGTAACATTCTAGACGGGGCTCTAAATTATTCACACCCTCTGAGGGAGGCGTTTGAGGCGTACACTCTACCGTATTTCCCGAAAGGAATTAACTGGCTGGAGATTAACTCGTTAAGTGTGGCTTTGACTGTCAGGTGGTATCAGAAGGTGGAGGGCATCAAGGAAGGCGAGGGGCCTTTAACATATGTGGGTGCGCCAAAGTATGTTTTAGAAAAATTAGGGCTACAGCCACGAGAGGGTATACGTAATACATCATACCCCGAATACGGAGGACGATCA
ACAGTGAACGGCCTGGACCAGCGCTTTATTCAAAGGATGAAGGCCCGAGAATCGTGTGCGATAGTGTTGGGAAACTGGGGTAACATGGCGAGTATAGCAGTGGCTAGTGGATTCGCAACGTTCGACACAAGGAATGTGGAGGATAAAAAAGCTACCAAAGCGCGATGTTACAGCGGGGGAGTGGACAGGATTACGAGAGGTGGCTTCCTAAGGAAAGGGTTCGAGATATTCAAACGAGCAGCAGCATATACCGAACGAATAGCGTTTCCTGCTGCAGTACCTAACGCTATGCGATATTGGGCCTCAATAATTAGGGGCCATGGGGATGCGGGTTTCACAGCTGAGTGGTTCGCTCATATGTTTA
TTAGAGTCCATGTTACGTGGAATTGGAACATGAATGTGATGAGCCATACAGGGGGAGTCGCTACTCTTACCGGCACGCGAGGACCTTCTTCATGGGGAAGGAGTATCCTGAATACAGAATGGTGCGAATTCACAATGAGCGGACGCACCAGTGATGAGAAAGATGTATACGTACTGGACGACACTCAGGCGAGATGGACGTACAATTCATACTGCCAGATCGGGCAGGGTGAGGATGTGTGGCATCTCGAACAGGCACTTTCAAGGTTGGACCTTACCCGAAAAGATCCAAGTTGGGGGTTTAAGTACCAAACACATCCTAGGTACGAGCCTTTAGAAGGATATGTGTTCATTGTCGATTATAGC
GACGGAGGAGTGATGGCCCGTGGCCATGGGTGGATGGAAGAAGGGAGTGCGAACCCTGACCCCGACCGCACTGCCACCGCCACCACAGCGGACAATTAAGTCATTTGCTAAATTAAGTGATTTCGTGCATACATTGTTACAACAAATTAATTTAAATATTATAAATATAAAAAAAAAAAGGGAAAATCAATAAAATTAAAGCCGCTGCAAGAGACGGCGTTGAGGTGTTTCGAATCGCGGGTTCTCTGTTTTCCCGGTGTTTTTGGTCTGCGCTGGAGAGCGTCCGCTTCGGTCGTCGTTTTTCTCGGTTCGTGCGTGCATTTGTGGGTACGGCCTGCCGTGTCTGTGTAAATTTCACCGCGTTTCAG
TATAAACTCACCGCGTCTGCATCACAATCTCGTACTTCTCGGTAGGAAAAATGTCGTTTGAAAATAAAGACGCGGCAGGCCCATCGGATCCACAAGTGACCGCCCTCGCCGTACGCGTTCCTCCGTTTTGGCGTCGAAACCCCGAGCTGTGGTTCGTGCATTTGGAAGCACAGTTCCAAATGTCCGGCATCACATCGGACGCGACCCGTTTCAACTACGCGGTGGTCGGTCTGGACGAAGAGTCCATACTTCTGGTGTCCGACGTAGTGAAGTCGGCATCGTATGCTCAGCTCAAGAGCGAGTTGATCAGGCGCCTGTCGGCAAGCGAGTCGGCAAAATTAGACCACTTGCTGGCGGGTTTAACGTTG
GGCGATCGAACTCCCAGCCAATTGCTTCGTGAAATGAGGCAATTGGGTGGGAGCAAGATCGGCGACGACCTGATCAAGTCGCTCTGGCTGCGTCGGCTCCCGGAGGGCACCCAGGCGATCCTAGCCTGCGTCTCCGGTTCCTTGGAGGAACTGGCAGCAACGGCCGATCAAGTACAGGAGGTGTACGTTCGCCCAACCATAGCGGCCGTTCAACCACCGTCGGATGAGGTCGGCGACTTACGGCGCGAGATCGCGGCCTTAACTGCCAGCGTGGCCGAGATGCGGGCGACGTTGGACGCTCAGCGTTCGAGTGCCAGGCCGCGAGCTCGCTCACGGTCTGCCACACGAAAAGGGCGTTCGGGTAGC
AGGTCGTCAAGACAGCCTGCGGACCAGGGTATTTGCTGGTATCATCGTAACTTCGGAGATAAAGCGACAAGATGTACGCTACCTTGCAAATTCGCGCCTACCACAAAAAACTAGGTCCGCGGTGGGTCTTGGCGACGGCCACCCAGAGCGCAGCGCCACGTCGCCTAACTATTTTCGACCCCCTCAGCAGGCGCAACTACCTCGTCGATACGGGTGCGGAGGTTTCGGTTCTTCCCGTACCCCAGCATCATCGACTATATCCACAACCCCTCAAACTGGCGGCAGCAAATTCCTCCCGCATCAATACATACGGGTACAGGCAAGTGGACGTGAGTCTTGGCTTGCGTAGGACGTTTCCGTGGCGTTTCA
TCCTGGCGGATGTCAGCTTCCCCATATTAGGCGCAGACTTCTTGTGTCACTATGGGTTGCTGGTGGACTTGCAACATAAGTCCCTTATAGACCCCACAACCAAACTAAATTCGTCGGGCCAAATGGTATCTCACGCTGACAATAACCTTTCCGTTCTTTTGGAAGACATCTCCGACTCTCGTGTTCGGACACTCCTCCAAAAGTTCAGCCAGATAACTACCGAATGTAGTCTCTCGAAACCAGTAAAGCACAATGTGCAGCACCACATAAATACTACTGGTTCCCCGATTTTCTCAAAGGTGCGTCCTCTACCACCCCAGAAACTGGCTATCGCGCGGAAAGAATTTGAACAACTTGTTCAACAGGGTAT
CTGCAGGCCCTCAAACAGCTGTTGGTCTTCCCCTTTACATATGGTCCCTAAGCCAAATGGCGAATGGCGTCCCTGTGGGGATTACAGAAGGCTAAACGCACAGACTGTTCCTGACCGATATCCAATTCCACTCATCCACGACTTTGCGCATCACCTCGCGAATTGCCGCATCTTTTCGACCTTGGACTTAGCCAAGGCATACCACCAAATCCCAGTAGCTCCTGAAGACATTCCAAAGACGGCAATATGCACACCCTTTGGACTCTTCGAGTTCACCCGAATGACTTTCGGATTGTGCAATGCGGCGCAAACCTTTCAAAGGTTCATTCACTCAGTCCTGCGAAACCTCGATTTCTGTTTCGTCTATTTGG
ATGATGTTTTGGTCGCTTCTTCTACTGAGTCTGAGCACTTAGCCCATCTCGAGTGCATTTTTCAACGTCTCCTTGAGGCCGGTTTAGTCTTAAACGTTGAGAAGTGCAAATTCCTTCAAAAACAGGTGAGATTCCTCGGCCACTCCATTTCCTCTGAAGGAATACAGCCCGACCCAGACAAGGTGCAAGCAATCACAAGCTTCCCGCGTCCAAAAACAGTGAGGGAGTTGAGGAGGTTCTTGGGCATGCTAAACTTTTACCGTCGTTTCCTGCCCAAGGCCGCCCATCACCAGTCCGTTTTGAACGCGTACTTGTCTGGCCCCAAAGCAAAAGACACACGAGAGATTGTGTGGTCTGAAGAGGCTGTCTG
CGCGTTCAATAAATCCAGACAGCAACTGGCTGATGCTACACTTTTGGCATTTCCTCATCAAGATGCACCCCTAGCCGTTTTTGTTGATGCCTCTGACATCGCAGTAGGTGCTGCCCTTCACCAAAAGGTGGACCAAGTTTGGCAGCCGTTGAGCTTCTTCTCGAAGCAGTTGAATCCCGCTCAACGGAACTACAGCACCTACGATCGCGAACTGCTCGCCGCATACCTGTCCATCAAATACTTCCGTTTCTCCCTAGAAGGCAGGCCGTTCACAGTGTTCACGGACCATAAGCCTCTCACGTTCGCTTTGAAACAGAAGCCCGACAAAGCGTCCCCTCGTCAGCTTCGACACCTGAGCTTCATAAGCCAGT
TCACGTCAGACATCCAGCACGTGTCCGGGAAGGACAACATTGTTGCTGACGCTTTGTCTCGTGTCTCCGAAGTCAACATCCTCGCCTCACTCGATTTCTCGGCTATTGCCAAGGCGCAAGAGGATGACGCAGCACTTCAGAGCCTCAAGTCCAACCCCAAATACAAATTTCGGGAGTTGCCCATCTTCGGCTCAAACCTCTCGCTCTGCTGCGAAGACTCGGAAAAGGGACCTCGGCCATACATTCCGGCCACATTTCGCAAGGAAGTGTTCCACGCAGTTCACGACTTGGCGCATCCCGGCATCAGGACAACAAACCGGTTAGTCACCGGAAAATACTTCTGGCCCTCCATGAACAAGGATATCAATT
CCTGGGCCAGAGAGTGCATCGCATGCCAGAAGTGTAAAGTCTCCAGGCATGTAAGGAAAGAAGTGGGCTCATTCCCCCGCACTACCAAGCGTTTCCACACCATACACCTCGACATAATAGGGCCTTTGCGAGACTCGCACGGTTACAAGTATTGCCTCACAATCATCGACAGGTTCACGCGGTGGCCTGAGGCAATACCTCTGAAGGACATTACGGCGCAATCTTGTGCCGAAGCCCTCTGCCGAGAGTGGATACCTCGCTTTGGCGTTCCTGCAGTGATCATCACTGACCAGGGAATGCAATTTGAGTCCACCCTTTTCTCCGAGTTAGGCAAACTCCTGGGTTTTAAACGCCAGCGGACTACTGCAT
ACCACCCGCAGTCCAATGGGATGCTAGAACGTTGGCACCGGACGCTGAAAGCCGCCATTATGGCACGCGACGACCCGTCCTGGACTCAAGTCTTGCCTCTCGTCCTTCTCGGCCTTCGTACAACCCGCCGAGAGGAATTTGCTGCCAGCCCCGCGGAGCTGGTTTACGGGGAGAACCCAAGACTCCCAAGCGATCCGGTCTTCGACAAGAGATCGGGTCTCACGGAGTCGGGGTTGGTGCGTCTGCTGAGGGACAATCTCCGACGCATCAAAGCGCCACCACCCACTCGACACTCGTCCATACCTGCTTGTTCGCCCAAGGAACTGGACACATGCACGCACGTGCTGATCAGGACGGATGCCGTCCGG
AAGCCGCTGCAGCCTCCATATGAGGGCCCGTACCGCGTTCTCAAGCGGGGAGAACATTTCTTCCAGCTCGAGATCGGTGGTCACAAAAAGGCGGTCTCTTTGTCCAGGCTGAAACCCGTGTGCGCCCCGAGGCAACGTCGTGTCCGCTTTGTGGATTAACGGCGAACGAAGTTCGGGGATCCGTCGCCGAAACCCCTAGGTTTCGTCTGGGGGCGGAGTGATGTGGTGCGGCAGGATCTGCAGCATTCGAAATTTATTTCGGATGCTGCGGATGCGGACGGGTAGATGGCGCTGAACGCGGAAACTCTCCACTCACGCGTTTTCAGAACGCACCGGGGGAGTGGAGAGCCAGCGGTAAAAAAATGC
CGTTGGTTGGGACAGTAAGGACCGCATGGAAATAAGTCGGTCTCTTCTGATCCAACCGCGGCACGGAACACTTCAGCGCGATCGTGAATTTCAAATATCTCTTTTGCTGTTTCAAAAATACATAAAGTAAAATCGTGAATTAAGTTTTATCTCTTTTGCTGTTTCTTAAATACTAAAATATTATTTCCTTGTGGATTATACCGAAAATAGATTATTTGCTTTCCGTGCATTAATTTAATTAAAACAAATAAAATTGGATAAAGACCAAAGCCCGTGGCCATGGGTGGATGGAAGAAGGGAGTGCGAACCCTGACCCCGACCGGTGGGGTTGGGGTTGTTGTTGTTGTTGGGGCTGTACGCATCAAGGAT
TTTCGGGCCGAACAACTCAAGACGCTGGTAATTCCGGCAGGAACGGCTGGGGTAATATGCGGACGACAATATGGACCTAGGACTATATTGTACAGGAGTAGCAGAGACTCAGGGGTTACCGGTATACGTCAGCACTATCTTGATAGGCCAATGGGGCTGGATGCTAGCAAGTTGGAGAAGAAGACGGTAAAAGGTGCAGCGGCTGCGGAGGACAAGGGGACCAGCAGCCGCGAAAAAGAACTCACCCAGGAAGAGGAAATAATCAATGCACCAACAATGGATGAAGTGACGATCGTGATATTTGGTGCGACATAATTCTTCATCGCAGAAGTTGTGACGTTCAGGGAATCTCCGAAACTTATC
GCTTATAGAACAGATTACAGTATCCGATTTTGTTTTGGCGAGGAGAAGATGGATATCATTTCAACATCAGAATAAAAAATCCACAAACAGACGAGGAAAAGAATAAGAAAGTCAATGCCATGAATTATTATTCGTATCAATTGATGATTCGTCAAGACGCTAAGAACCACATTCTGAAATGACGACAATTGTTGAACCCGAACGATTCCTATATAGGTTAAATATCCGCTTGGGTCGCCAAGCTTATCTTCCATTCACAGTTAATCCCCATGAGAATTATTAAGCCAAACATTGTAAACATGAATCATTTTAATAGAATCATAAACATTATTGAATTTAACAGCATAACAATATTGCAGGTGCATCTG
CATAACAGATGCACAAACCAATAGATCATGGGAAAAGTAAACAATGGAGCGAGCATCGTAGGTGTTAAGATAGCATTAAGTATTAGAAATAATTAGTCTAGCTGGAACTGCACTAGTATTAGGATCATAAAGATCAATAAAATATATTTTTTTTAATAACCTCCAGTGTTATTAATTGTAGTTATATTCGATTGAATCAAACCGAGTTGCGTTCTGAAGAGTACATCCATTTACAAGACGCAATCGTTAATGATGGTAACGTGAATCCAGACGAATTGGGAAGAATAGTCATATGAACTATTGTAATGCTTAAGACTGCTTATGGGGATGCTGCCTTAAGTAAAACCAGAGTTTACGATTGGTTTTC
ACGTTTTAAAAATGGAGAAATGTCTATTGAAGACCAACTTCGTTCAGGACGCCCCTCAACGTCAAGAACTGTTTTCATCAATGCCCTCGTTCGTGAAGACCGTCGTCGAACCATTGATCAACTCTGTGAGATGTTAAGAATGTCATGGAGTTCAATTCAGAGAATTTTATCCGAAGATTTGAACATGAGAAGGATTGCAGCCAGATTTGTCCCGCGCCTCCTCACAGACGAGCAAAGGAAGCGTCGACTTCAGGAATGTTTTGAACTTCAAAATCAGCTCGAAGAGGACCCTAAATTTTTTTCCAAGGTTACTCGTGGTGCTATTGATACGACCCCGAAATAAAGCAGCAATCAAACCAGTGGAAGAC
AGTTGACTCTCCTCGTCCTAAAAAAGCTCGCCAAGTGAAGTCAAACATCAAGACAACGCTCATTTATTTCTTCGATTGCAGAGGTGTTGTGCACGCCGAGTTCGTTCCCCCGGGTCAAACTGTCAACCAGAAGTTCCACTTGGAGGTTTTGAAAAGATTGGGGGAGAGTATCCGGAAGAAAACTGCAGATCTTTGGGGCGCAGGCGACTAGTTCTTCCATCATGACAACGCGCCGGCCAACACCGCCCTTTCCGTAAAGCAATTTTTGACCAAAAACGTCATCATACCGAATCTCACGAAGGCTTAAAGGACATCTCTATGAGTGAATTTAAAAAATGTTTTGAACAATGGAAGAATCGTTTGGAGAA
GTGCGTTGCAATCAAAAGCGAATACATTGAAGGTGATCAAAATTTGCACGAAACGATATTCAAGGAAGTTAGTTTGATTGTTCAGTTGCGGATGGTGACAAATCTATCGTTCTGAAAGTACGAAACGTTGATGTCGAAGTCGATAATCGTTGGGTTGTGCCATATTCACCATTCCTCTCAAAGACCTTCAAAGCACACATGAATGTTGAGTATTGCAATTCAGTGAAGTCGATCAAATACATTTGCAGATATGTCAACAAAGGAATCGACATAGCAGTCTTCGGAGTAGGAAATGTGGCCGAACCGCTCGATGACATCAACCAATACCAACTTGGACGCTACATTAGCAGCGATGAAGCAATATGAC
GCATGGAGATGATACAATCCATGAACGACATCTAACAGTAGTACATTTGGCAGTGCATCTCGAGAATAAACAGCGCGTGTACTTCACAGCAGATAATGTACGTGCAAGAGCATTGGTTCCACCGGCAACCACTTTAACTGCATTTTACTCATTGTGCCCAGATGATCTTTTTGCAAAGATTCTACTTTATTCTGAGGTACCGGAGTTCATGCATCGGCTAAAAAGTTTCAACGTCTCAAACAGGGTAAAGCAATTGAAGGACCTCCCAATTTGTATTCCAACGACGCATTGGGTCGTCTGTACACTGTTCACCCGAACAATACAGAATGCTTCTATCTGCGATTGCTGTTAATCAATGTACGTGGACCG
ACATCCTTCAAAGATTTAAGAACAGTCAACGGTCAACTGTGCGCCACTTATCGCCAAGCTTGTCAGGAACTAAATCTTCTTGAGAATGATGCACATTTGGACACGGCACTCGCTGATGCATCGAATACTGCTCGACCACAGTAAATACGCACCTGCTTCCCATCTAATCTAAAAGATCTTTGGGAAAAATACAAGAACTACATGAGTGAAGATATTTTACGTCGTTTGCGCGTTGCGAATCAAAATCCGAACTTTCAATTCACATCAAACGTGTATAATGAGGCATTGATTTTGATTGAAGACATATATTTGGCAATCGCTAACAAATTCGGAATGCCTGCTCCGAACGACCTTTTCGAACGTAATTTG
CAACGAGAAACACACTTTGATTCTGACGAACTGCGGGCATTTGTTCAGGCAAATCTTGCATTATCTGGAATTGCGGCAACTGTTTTGGATGGTGGCCGTTGAATTTGCAAAACACTGAGGCATCAACATGCAACATCAGCAAAAACTCTGGAATAGACAAAGAACTTGAAACGTGTCAAATTATCATATGGGATGAATGTACAATGTCTCACAAGAAAGCATGGGAAGCGCTTGATCGTACACTGTGAGATTTTAGAGGAAACTATCGTCTGTGGCGCACTCATTTTATTGTCTGGTGATTTTCGACAAACACTGCCGGTTATACCACGTTCAACACCCCCTTTATGGCGGCATTTACAGAAATTGAC
TTTGAAAATCAACATGCCTGCCTTGTCCAAAAATGGAATGATCGCCTCATGCAACAGTCTCAGATTGAATCTAAACAAAACTGAATTTTTGACGACCGATCCCTATGAAACAGGCACAATCACTGTGAGCGGCAGTGATCTGCCCAGAACTGAGCGATTTAAATACCTCGGGTCAACACCATCAGCCATCAGAGAACTGCGTTATGAAATTGCCTCATGCATTAACGCCACCTGGATGAATTGACGTTCCACAACTAGTTTTCTTTGTGATCGACGTATCAACGAACGTCTCAAATCCAAAATTTACCGCAATATCGTCCATCTTATCGCCCTTTATGGTTCTGAGTGTTGGCCGAATATAAAAAACAA
TGAACGGCGTCTTGCGGTAATTGAGACAAAGATGTTGCGTTTAACTAGTGGCGTGACATGTTCTGATCACATCCGAAATGAAGATATCCGCGATCGCTATGGGGTTGCACCGATCGTGAAAAAATTGCGCGAGAAGCGTCTTCGATGGTATGGTCACGCAATTCACGCTAACGAGAATTCACTTGCCAAGATTGGTCTGAACATCGAAGTCGATAGTGAACGACCAAAAGGCAGGCCGAAACAACGGTGGCTTGATACGCTAGATGGGGATTTAAAAGGAAATGCAGAGTACAGTAAGCCTTTGTGCTGGGCGAACTGCACGGATATAATTCGGGTTTTCGGGAATACAAGATCGACCGTATACA
GCATTTATCGAAGTACAAGACTCAAGAACAGTGCGAAGAAAGTTCAAGCTACACATGAAAGAACGCTCCTCGAGGATCCCGGAAGCCATAAAAGGGATTCAAGAGCTGATTTTAGAGGATCCAGGGTGTTCTATTTGAAAAATGGCGACAATTGTGGGTGTGAAGGGTACGATAATACGTATAATTGTCAAAGAAGACCTCCGATACCATTACTACACGATAAAGATAAGGCAGATGCTGTCTGAGGATGCCAAAATGAAGCAAGAGACTCGCTGTCACTTGTCTATCTCTCTCTCCTTGAAAAATGAAGCAGCGGGACGAATCGGTTTTTCCCCGACCAAAAAAAGTTTCACTGATAATGCGAA
AATTAATCACAGAAATAATCGGTGGTTTGTTCGCGACCCAGAGGATGTTCCTGCTGTAGCTAGAACTCAATTTCCGGCCAGTGTTCACGTACTAAATGCCAGTCAGACGCGCTATCAGCTAGGCAAATGTGCGGCATGCCCCACGGACACGCCATCGGCTGGAA
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List of transcriptomes where contigs mapped to HiTV1 contig 1:

SRR14339796 SRR8242285

SRR14339795 SRR8242284

SRR14339794 SRR8242283

SRR14339793 SRR8242282

SRR14339791 SRR8242281

SRR14339790 SRR8242280

SRR14339789 SRR8242279

SRR14339788 SRR8242277

SRR14339787 SRR6656088

SRR14339786 SRR6656087

SRR14339785 ERR1801998

SRR14339784 ERR1801997

SRR14339783 ERR1801996

SRR14339782 ERR1801995

SRR10233312 ERR1801994

SRR10158821 ERR1801993

SRR8242297 ERR1801992

SRR8242293 ERR1801991

SRR8242292 ERR1801990

SRR8242291 ERR1801989

SRR8242289 ERR1801988

SRR8242288 ERR1801987

SRR8242287 ERR1801986

SRR8242286 ERR1801985


