
 

Covid-19 modeling outcome versus reality in Sweden 

 

This document provides the details of where to find the data upon which the code for “Covid-19 

modeling outcome versus reality in Sweden” is based. All modeling is done using MatLab and related 

code as well as necessary time series is found in https://github.com/Marcus-Carlsson/Covid-

modeling.  

The raw data of cases comes from the Swedish Public Health Agency’s downloadble excel-document 

Folkhalsomyndigheten_Covid19.xlsx. A version of this file, downloaded on 02-Aug-2022, is available 

in the supplementary material. Permission to reproduce this file has been given. 

 

This column is stored in the file stockholm_data_raw.mat. The first entry is from the 4th of Febuary 

2020 and the last is from 27th of July 2022. Due to an error in May 2021, the data was erroneously 

stored in a number of days, which is corrected using the file sminet_failure_correction.m, producing 

the file stockholm_data_corrected.mat. Data is then averaged over a 7-day window in 

average_stockholm_data.m, creating stockholm_data_weekly_average.mat as well as 

stockholm_data_weekly_average_sept2020_to_may_2021.mat. The latter contains the data 

between 1st of september 2020 and 3rd of June 2021, which is the timeframe we focus on in the main 

article. 

To estimate the amount of cases due to the original Wuhan strain, we need data on Variants of 

Concern, which at the time of writing was available at 

https://www.folkhalsomyndigheten.se/smittskydd-beredskap/utbrott/aktuella-utbrott/covid-

19/statistik-och-analyser/sars-cov-2-virusvarianter-av-sarskild-betydelse/tidigare-statistik/vecka-13/ 

Screenshots are provided below for convenience. The first screenshot contains data on alpha or 

B.1.1.7. Note that the column of interest is Stockholm containing the values 27, 41, 53, 66, 79, 84, 88 

and 92. In Sweden, the time is often counted in weeks, starting from the first week of the year. The 



data point 27 is for weeks 5 and 6, which equals the 1-14th of February (2021). The following data 

points are for the weeks 7 up to 13. Since data is missing outside of this interval we interpolate from 

0% in the first day of week 3 to 23% in week 5 and 31 in week 6, making the average 27 as reported 

above. This is a bit ad hoc, but we do this to avoid confusing irregularities in the plots. Probably the 

first cases of alpha predate week 3, but if the interpolation is done differently it has marginal effect 

on the graphs and no bearing on any of the conclusions in the paper. Similarly we interpolate linearly 

from the last measurement down to 0 in early June 2021. 

 

 

The following screenshot concerns variants of concern other than B.1.1.7. 

 



We combine this data to estimate the number of cases due to the original strain in the matlab code 

Wuhan_strain_data.m. We do not have a fixed number for the percentage of alpha in the cases 

around week 17, which is the end of the time window we work with, but the below graph from the 

PHA https://www.folkhalsomyndigheten.se/smittskydd-beredskap/utbrott/aktuella-utbrott/covid-

19/statistik-och-analyser/sars-cov-2-virusvarianter-av-sarskild-betydelse/ indicates that alpha is 

completely dominating and that this time point is just before delta starts to take over. We there for 

interpolate the cases caused by the original strain from the last available data point in week 13 to 0 

in week 17. 

 

 

 

For the amount of vaccinated we relied on the file Folkhalsomyndigheten_Covid19_Vaccine.xlxs, 

which (at the time of writing) is freely downloadable from the Swedish Public Health Agency 

homepage https://www.folkhalsomyndigheten.se/smittskydd-beredskap/utbrott/aktuella-

utbrott/covid-19/statistik-och-analyser/statistik-over-registrerade-vaccinationer-covid-19/ 

We use week data on amount of two shot vaccinations given in stockholm county. We have gathered 

the relevant data for easy access in the screenshots below: 

 



 

 

Finally, for data on seroprevalence of antibodies for SARS-CoV-2 we rely on blood donor sampling 

performed at various timepoints by the public health agency, which is reported in the document 

Påvisning av antikroppar efter genomgången COVID-19 i blodprov från öppenvården found at the link 

https://www.folkhalsomyndigheten.se/contentassets/9c5893f84bd049e691562b9eeb0ca280/pavisn

ing-antikroppar-mot-sars-cov-2-blodprov-oppenvarden.pdf 



The data-points mentioned in the paper are highlighted in yellow in the below screenshots from the 

above mentioned document. Data points concerning country wide seroprevalence in April:

 

Data points concerning seroprevalence in Stockholm County:

 



  

 

 

 

 

 

 

 

 



Data points concerning children (countrywide) 

 



 

 

Finally, Google-mobility data has been downloaded from https://www.google.com/covid19/mobility/ 

on 2022-08-06 and the relevant data for Sweden is found in 

Google_mobility_Stockholm_20200215_to_20220727.mat on the GitHub-page 


