Table S4. Recombinants whose partial genome sequences were reported previously
	#
	Lab. # of isolate
	Source
	Age or % nucleotide substitutions in VP1
	Recombinant structure
	[bookmark: _GoBack]Primary method of analysis
	Reference

	Serotype 1

	1
	742
	sewage 
	 
	S1-S3-S2
	RT-PCR screening
	[1]

	Serotype 2

	2
	I 34
	AFP
	~7 weeks 
	S2-S1-S2-S1
	RFLP
	[2]

	3
	M-ov
	AFP
	 
	S2-S1
	fingerprint
	[3]

	4
	Ts-os
	AFP
	 
	S2-S1
	fingerprint
	[3]

	5
	V-ov
	AFP
	 
	S2-S3
	fingerprint
	[3]

	6
	Zh-ch
	AFP
	 
	S2-S1
	fingerprint
	[3]

	7
	Z-ya
	AFP
	 
	S2-S3
	fingerprint
	[3]

	8
	212
	AFP
	 
	S2-S1
	RFLP
	[4]

	9
	EP9
	AFP
	 
	S2-S1
	RFLP
	[5]

	10
	EP6
	AFP
	 
	S2-S1
	RFLP
	[5]

	11
	2-IIIs12
	AFP
	 
	S2-S1
	RFLP
	[6]

	12
	2-IIIs02
	AFP
	 
	S2-S3
	RFLP
	[6]

	13
	2-IVs113
	AFP
	 
	S2-S1
	RFLP
	[6]

	14
	2-IVn3
	AFP
	 
	S2-S1
	RFLP
	[6]

	15
	2-IVs13
	AFP
	 
	S2-S1
	RFLP
	[6]

	16
	151
	Healthy
	 
	S2-S1-S3
	fingerprint
	[7]

	17
	IF
	Healthy
	 
	S2-S1
	RFLP
	[8]

	18
	EP12
	Healthy
	 
	S2-S1
	RFLP
	[5]

	19
	ENP5
	sewage 
	 
	S2-S1
	RFLP
	[9]

	20
	ENP6
	sewage 
	 
	S2-S1
	RFLP
	[9]

	21
	ENP7
	sewage 
	 
	S2-S3
	RFLP
	[9]

	22
	ENP8
	sewage 
	 
	S2-S1
	RFLP
	[9]

	23
	155
	Unknown
	 
	S2-S1
	fingerprint
	[7]

	24
	185
	Unknown
	 
	S2-S1
	fingerprint
	[7]

	25
	II-867
	Unknown
	 
	S2-S1
	fingerprint
	[7]

	26
	6324A
	Unknown
	 
	S2-S1-S3
	fingerprint
	[7]

	27
	6324B
	Unknown
	 
	S2-S3
	fingerprint
	[7]

	Serotype 3

	28
	30/79
	AFP
	2 weeks  
	S3-S1-S3
	fingerprint
	[10]

	29
	6479/65
	AFP
	2 weeks  
	S3-S1-S3
	fingerprint
	[10]

	30
	IM
	AFP
	 
	S3-S2-S1
	RFLP
	[8]

	31
	EP23
	AFP
	 
	S3-S1
	RFLP
	[5]

	32
	EPC
	AFP
	 
	S3-S2-S3
	RFLP
	[11]

	33
	EDP12
	AFP
	 
	S3-S2-S1
	RFLP
	[11]

	34
	KT1-11/III
	Healthy
	<3 weeks 
	S3-S1
	fingerprint
	[12]

	35
	KT2-28/III
	Healthy
	<3 weeks 
	S3-S2-S3
	fingerprint
	[12]

	36
	KT2-10/III
	Healthy
	<3 weeks 
	S3-S2
	fingerprint
	[12]

	37
	EJM-47/III
	Healthy
	<3 weeks 
	S3-S2-S3
	fingerprint
	[12]

	38
	EJM-17/III
	Healthy
	<3 weeks 
	S3-S2
	fingerprint
	[12]

	39
	B7/15
	Healthy
	4 weeks  
	S3-S2-S3-S2-S3-S2-S3
	fingerprint
	[10]

	40
	KW7
	Healthy
	<5 weeks 
	S3-S2-S3
	fingerprint
	[13]

	41
	KW5
	Healthy
	<5 weeks   
	S3-S2
	fingerprint
	[13]

	42
	66
	Healthy
	<6 weeks  
	S3-S2-S3
	fingerprint
	[14]

	43
	35
	Healthy
	<6 weeks 
	S3-S2
	fingerprint
	[14]

	44
	0223/84
	Healthy
	6 weeks 
	S3-S1
	fingerprint
	[10]

	45
	EP16
	Healthy
	 
	S3-S2
	RFLP
	[5]

	46
	EPA
	Healthy
	 
	S3-S2-S3
	RFLP
	[11]

	47
	EGY/05/E5/K274
	sewage 
	0.33
	S3-S2
	partial sequencing
	[15]

	48
	EGY/07/E87/V1
	sewage 
	0.33
	S3-S2
	partial sequencing
	[15]

	49
	LK3
	sewage 
	 
	S3-S2-S1
	RFLP
	[9]

	50
	LK6
	sewage 
	 
	S3-S2-S1
	RFLP
	[9]

	51
	584
	sewage 
	 
	S3-S2-S1
	RT-PCR screening
	[1]

	52
	738
	sewage 
	 
	S3-S2-S1
	RT-PCR screening
	[1]

	53
	106
	Unknown
	 
	S3-S2-S1
	fingerprint
	[7]

	54
	115
	Unknown
	 
	S3-S2-S3
	fingerprint
	[7]

	55
	116
	Unknown
	 
	S3-S2-S1
	fingerprint
	[7]

	56
	156
	Unknown
	 
	S3-S2-S1
	fingerprint
	[7]

	57
	158
	Unknown
	 
	S3-S2-S1
	fingerprint
	[7]

	58
	6423
	Unknown
	 
	S3-S2-S1
	fingerprint
	[7]
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