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Figure S1. Multiple reaction monitoring (MRM) chromatogram. Product ions of docetaxel (left peak) 

and epi-docetaxel (right peak) acquired using method A. 

 

Figure S2. Overlay of extracted ion chromatograms of docetaxel and degradation products, acquired 

using method B. 
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Figure S3. Product ion spectra of degradation products acquired using method B. (a) Carbamate (RT: 

4.30 min, precursor [M+H]+=708.3010), (b) 10-deacetyl baccatin III (RT: 4.55 min, precursor 

[M+H]+=545.2378), (c) epi-carbamate (RT: 4.72 min, precursor [M+H]+=708.3004), (d) 7-epi-10-deacetyl 

baccatin (RT: 5.31 min, precursor [M+Na]+=567.2196).
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Figure S3. (continued). Product ion spectra of degradation products acquired using method B. (e) 10-

oxo-10-deacetyl baccatin III (RT: 5.40 min, precursor [M+Na]+=565.2041), (f) 7-epi-10-oxo-10-deacetyl 

baccatin III (RT: 5.84 min, precursor [M+Na]+=565.2040), (g) 10-oxo-docetaxel (RT: 9.94 min, precursor 

[M+Na]+=828.3200), (h) 7-epi-10-oxo-docetaxel (RT: 11.07 min, precursor [M+Na]+=828.3192). 
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Figure S4. Suggested chemical structure of docetaxel and degradation products, structural differences 

in comparison to docetaxel are displayed in red color. 

 


