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Supplemental Figure S3. MS/MS spectra of isopeptides between human tissue transglutaminase
(TG2) and PepQ (PFPQPQLPY) or its deamidated form PepE. The fragments are marked in different
colors as follows: y-fragments in red; b-fragments in blue; a- and c-fragments in turquoise; internal
fragments in violet or green (single amino acids); fragments with losses of NH3 or CO marked in
orange. For every identified isopeptide a single MS/MS spectrum with annotated fragments is
shown:

A, QEYVLTQQGFIYQGSAKFIK/PepE

B, FLKNAGR/PepQ

C, FLKNAGR/PepE

D, WKNHGCQR/PepQ

E, AIKEGDLSTK/PepQ

F, AIKEGDLSTK/PepE

G, SLIVGLKISTK/PepQ

H, ISTKSVGR/PepQ,

1, ISTKSVGRDER/PepQ

J, EDITHTYKYPEGSSEER/PepQ

K, EDITHTYKYPEGSSEER/PepE

L, DEREDITHTYKYPEGSSEER/PepQ

M, LEAKEETGMAMR/PepQ

N, LEAKEETGMAMR/PepE

O, ANHLNKLEAKEETGMAMR/PepQ

P, ANHLNKLEAKEETGMAMR/Pep

Q, ANHLNK/PepQ

R, ANHLNK/PepE

S, SVPLCILYEKYR/PepQ

T, DCLTESNLIKVR/PepQ

U, YRDCLTESNLIKVR/PepQ

V, DLYLENPEIKIR/PepQ

W, DLYLENPEIKIR/PepE

X, ILGEPKQK/PepQ

Y, ILGEPKQK/PepE

Z, ILGEPKQKR/PepQ

AA, QKR/PepQ

AB, QKRK/PepQ

AC, K/PepQ

AD, TVEIPDPVEAGEEVKVR/PepQ

AE, MDLLPLHMGLHKLVVNFESDKLK/PepQ

AF, AVKGFR/PepQ

AG, AVKGFR/PepE

AH, LVWNFESDKLK/PepQ

Al, LVWNFESDKLK/PepE

AJ, LVWWNFESDKLKAVK/PepQ.



