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Supplemental Figure S1. Viable TNF-a-stimulated HT-2 9 cells (%) incubated with undigested and digested Tc-
WS-NSP extracted using the CE and ICE methods, K. oxytoca or E. coli at different bacterial
concentrations (CFU/mL). Bars that do not share the same letters are significantly (p < 0.05) different
(ANOVA with Tukey pairwise comparison). Grouping information for significant differences: A-C,
viable cells among treatments compared to control samples.
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Supplemental Figure S2. Viable TNF-a-stimulated HT-29 cells (%) incubated with L. acidophilus, K. oxytoca or E.
coli at different bacterial concentrations (CFU/mL). Bars that do not share the same letter are
significantly (p < 0.05) different (ANOVA with Tukey pairwise comparison). Grouping information for
significant differences: A-B, viable cells among treatments compared to control samples.
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Supplemental Figure S3. Viable TNF-a-stimulated HT-29 cells (%) incubated with undigested and digested Tc-
WS-NSP (CE and ICE), L. acidophilus, K. oxytoca or E. coli at different bacterial concentrations (CFU/mL).
Bars that do not share the same letter are significantly (p <0.05) different (ANOVA with Tukey pairwise

comparison). Grouping information for significant differences: A-B, viable cells among treatments
compared to control samples.
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Supplemental Figure S4. Viable TNF-a-stimulated HT-29 cells (%) incubated with undigested and digested Tc-
WS-NSP (CE and ICE), B. breve, K. oxytoca or E. coli at different bacterial concentrations (CFU/mL). Bars
that do not share the same letter are significantly (p < 0.05) different (ANOVA with Tukey pairwise

comparison). Grouping information for significant differences: A-B, viable cells among treatments
compared to control samples.
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Supplemental Figure S5. Viable TNF-a-stimulated HT-29 cells (%) incubated with undigested and digested Tc-
WS-NSP (CE and ICE), B. infantis, K. oxytoca or E. coli at different bacterial concentrations (CFU/mL).
Bars that do not share the same letter are significantly (p <0.05) different (ANOVA with Tukey pairwise

comparison). Grouping information for significant differences: A-B, viable cells among treatments
compared to control samples.
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Supplemental Figure S6. IL-8 production by TNF-a-stimulated HT-29 cells incubated with undigested or
digested Tc-WS-NSP extracted using the CE and ICE methods with heat-killed E. coli/ K. oxytoca at
different bacterial concentrations (CFU/mL). Values are mean + SD (n = 3) of the IL-8 reduction (%)
upon incubation of undigested or digested Tc-WS-NSP-CE or Tc-WS-NSP-ICE. Means that do not share
the same letters are significantly (p < 0.05) different (ANOVA and General Linear Model with Tukey
pairwise comparison). Grouping information on statistical differences: A-E, among treatments; L-N,
between treatments of different bacterial isolate (K. oxytoca or E. coli).
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Supplemental Figure S7. IL-8 production by TNF-a-stimulated HT-29 cells incubated with probiotics with heat-

=3)

killed E. coli/ K. oxytoca at different bacterial concentrations (CFU/mL). Values are mean + SD (n

of the IL-8 reduction (%) upon incubation of the probiotics L. acidophilus, B. breve, and B. infantis. Means

that do not share the same letters are significantly (p < 0.05) different (ANOVA and General Linear

Model with Tukey pairwise comparison). Grouping information on statistical difference: A-H, among

treatments, L-O, between treatments for each of the probiotics, X-Y, between bacterial isolate (K. oxyfoca

— woraews'? T 0'2h — 301-dSN-SM-0L palsedig
— x4 F Y M 3)dSN-SM-L palsaBipun
—sy0920e ] T F 807 - 30-dSN-SM-21 palsasig
—rxo el T F 1OV - — 30 dSNSM-2L pRsaBipun
—sxp1305€’S F 6'FE HEMMI  301-dSN-SM-0L Pa1sasia
—yyn bt F TEE - — 30 1-dSN-SM-0L palsaBipun
—xna0at’d F 8'VE - 32-dSN-SM-2L Paysaflq
— xonal 'Y FOEE I 30-dSN-SM-2L PRjsaBipun

T-Upregulation; |-Downregulation

— o300y’ F E'T M 30)-dSN-SM-2L pajsasia
o con6’T F 800 - 30 1-dSN-SM-2L pajsalipun
— «o'son8 T F €07 - 3)-dSN-SM-2L pajsasiq
—$ x4 s008¥8 '€ F 'BE - MM 30" dSN-SM-2L pajsaBipun
— 0940 T'Y F 'EC - EE— 1)1-dSN-SM-2L paisafla
— x4l 't F 676 M 3)|-dSN-SM-21 paisadipun
—xo 4 ool’S F U HIM  12-dSN-SM-21 palsafig
—+ xp148°E FSTE M 13- dSN-SM-21 paisaBipun
o4 vl FE'OY I 301-dSN-SM-2L pAsaBin
—ty ot € F 9'SY I J0dSN-SMAAL palsalipun
—xpeySE T LSY I 30-dSN-SM-2L pAIsaBig
—sxosmw] T UEY I 30-dSN-SM-2L pasadipun
— 207500 d'E ¥ L'€Y T 301dSN-SM-IL paIsadia
— yp1'300e 0 FR'TY M 301ESN-SMADL palsadipun
—+wp 73000y’ F L'€Y I 30-dSN-SM-OL pasaig
— woa0mvl' T F S0 D 30-dSN-SMADL patsadipun
o vE'F T E'Sr N 301-dSN-SM-2L paIsadia
i xpoeySE FOPY I 1-dSN-SMAL patsadipun
— xoavl'E F0'SY I 30-dSN-SM-2L palsaBia
— x0'oel T F ¥y I 30-dSN-SM-IL pajsaBipun
—s w07 300 T F 9'EY S 301dSN-SM-OL paysadla
— w01t F8TY I IDdSN-SM-IL patsaBipun
— 401 300avD T F 8'EY I 30-dSN-SM-OL pajsasia
— wusond'T FO'EY I 30-dSN-SM-IL palsalipun
o T T8 HE (/30TXT°7) £30x0 "y
o6 E F 0Ty - — (930740'F) 0302450 )
o} ¥ L - (£301X€'T) 409 3
oot T ECH I (930TXE'Y) 409 7

or E. coli) for each probiotic.

FREEFITRETTTRESE SIR)

o o o o o o [=]

[=] [=] [=] [=] [=] o

[=] o [=] o [=] o

'} '3 3 [l o -
(1uw/3d) g

4.3X10ES 1.3X10E7 1.3X10E11 4.0X10E6 4.0X10E10 2.1X10E7 2.1X10E11

4.3X10E6

E. coli E. coli E. coli K. oxytoca K. oxytoca K. oxytoca K. oxytoca

E. coli

5.6x10E9 3.1x10E6 5.6x10E9 3.1x10E6 5.6x10E9 3.1x10E6 5.6x10E9

3.1x10E6

Supplemental Figure S8. IL-8 production by TNF-a-stimulated HT-29 cells incubated with undigested or

digested Tc-WS-NSP extracted using the CE and ICE methods and L. acidophilus with heat-killed E. coli/

K. oxytoca at different bacterial concentrations (CFU/mL). Values are mean + SD (1 = 3) of the IL-8

reduction (%) upon incubation of the undigested or digested Tc-WS-NSPs and the probiotic L.
acidophilus. Means that do not share the same letters are significantly (p < 0.05) different (ANOVA and

General Linear Model with Tukey pairwise comparison). Grouping information on statistical difference:

A-E, IL-8 reduction (%) among all treatments; L, IL-8 reduction (%) between bacterial isolate (E. coli or

K. oxytoca); Q-S, IL-8 reduction (%) between treatments at different bacterial concentrations of E. coli or

K. oxytoca; X, IL-8 reduction (%) between treatments at different bacterial concentrations of L acidophilus.
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do not share the same letters are significantly (p < 0.05) different (ANOVA and General Linear Model

with Tukey pairwise comparison). Grouping information on statistical difference: A-E, IL-8 reduction
8 reduction (%) between treatments at different bacterial concentrations of E. coli or K. oxytoca; X, IL-8

(%) among all treatments; L, IL-8 reduction (%) between bacterial isolate (E. coli or K. oxytoca); Q-S, IL-
reduction (%) between treatments at different bacterial concentrations of B. breve.

digested Tc-WS-NSP extracted using the CE and ICE methods and B. breve with heat-killed E. coli/ K.
(%) upon incubation of the undigested or digested Tc-WS-NSPs and the probiotic B. breve. Means that

Supplemental Figure S9. IL-8 production by TNF-a-stimulated HT-29 cells incubated with undigested or
oxytoca at different bacterial concentrations (CFU/mL). Values are mean +SD (n
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(%) upon incubation of the undigested or digested Tc-WS-NSPs and the probiotic B. infantis. Means
that do not share the same letters are significantly (p < 0.05) different (ANOVA and General Linear
Model with Tukey pairwise comparison). Grouping information on statistical difference: A-E, IL-8
Q-S, IL-8 reduction (%) between treatments at different bacterial concentrations of E. coli or K. oxytoca;

reduction (%) among all treatments; L, IL-8 reduction (%) between bacterial isolate (E. coli or K. oxytoca);
X, IL-8 reduction (%) between treatments at different bacterial concentrations of B. infantis.

digested Tc-WS-NSP extracted using the CE and ICE methods and B. infantis with heat-killed E. coli/ K.

Supplemental Figure S10. IL-8 production by TNF-a-stimulated HT-29 cells incubated with undigested or
oxytoca at different bacterial concentrations (CFU/mL). Values are mean +SD (n



