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Supplemental Figure S1
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Supplemental Figure S1. Infant gut microbiota diversity is moderately impacted by
MCT in infants fed a formula diet. Bacterial composition of control and MCT
supplemented infants over three weeks was analyzed using QIIME2 and diversity scores
were calculated. Infants were grouped based on diet (human milk (HM) vs formula diet).
Bar represents the mean diversity score for all infants within a group. (A) Chaol, (B)
Simpson, (C) Shannon, and (D) Faith’s PD are diversity scores for infants before MCT
supplementation began (week 0). (E) Chaol, (F) Simpson, (G) Shannon, and (H) Faith’s
PD are diversity scores for infants one week after MCT supplementation (week 1). Black

circles denote control infants. Blue circles denote MCT supplemented infants. Mann-
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Supplemental Figure S2. Analyses of gastrointestinal bacterial communities in control or MCT
supplemented infants who received a human milk or formula diet. Bacterial composition of control
and MCT supplemented infants over three weeks was analyzed using QIIME 2. Weighted UniFrac
distances were used to perform a Principal Coordinate Analysis between groups at different time
points and fed different diets. (A) Week 0 indicates samples collected before supplementation began.
(B) Week 1 indicates samples collected after one week of MCT supplementation. (C) Week 3 indicates
samples collected after three weeks of MCT supplementation. Black circles denote control infants fed
human milk. Blue circles denote MCT supplemented infants fed human milk. Black triangles denote
control infants given a formula diet. Red triangles denote control infants given a formula diet.

PERMANOVA p-values are displayed below each graph.




A HM Formula

l
100 [ Proteobacteria
Il Firmicutes

Week 0
Relative Abundance
(4]
o

0
P WRIFDLFE PR PRIPFI PSP
B ® Control MCT Control MCT

(5]

§1°° [ Proteobacteria
: < I Firmicutes

e}
(3]
o T 50
= 2

&

€ 0

C PRSI WP PO R R TP PSP

[<}]

[¥]

c

%100 O] Proteobacteria
2 _§ B Firmicutes
[} ﬁ 50 & Bacteroidetes
é 2 [J Actinobacteria

s

& 0 1 ] ] ] ] ] T ] ] ] T

vt\ V‘} v?* ?"\ v‘,b > Supplemental Figure S3

Supplemental Figure S3. Infant gut bacterial phyla from infant stool, grouped by diet.
Phyla displayed over three weeks. (A) Week 0 indicates samples collected before
supplementation began. (B) Week 1 indicates samples collected after one week of MCT
supplementation. (C) Week 3 indicates samples collected after three weeks of MCT
supplementation. Infants A1-B3 belong to the human milk group. Infants A3-B9 belong to

the formula group. Only a total of six infants remained in the study by week 3.




