Table S1. PCR Primer Sequences

Gene Forward (5’ 2 3°) Reverse (5’ 2 3°)

Acodl AGTTTTCTGGCCTCGACCTG AGAGGGAGGGTGGAATCTCT
Actb CGATGCCCTGAGGCTCTTT TGGATGCCACAGGATTCCA
Argl TTCTCAAAAGGACAGCCTCG CAGACCGTGGGTTCTTCACA
Cxell TGCACCCAAACCGAAGTCAT CTCCGGTTACTTGGGGACACC
Cxel5 TGCCCTACGGTGGAAGTCAT AGCTTTCTTTTTGTCACTGCCC
Gapdh TGTGTCCGTCGTGGATCTGA CCTGCTTCACCACCTTCTTGAT
Hde ATGGAGCCCTGTGAATACCG ~ TGTAATCCACCATCTCTTTCCCTCT
Iila GTCGGGAGGAGACGACTCTAA GTTTCTGGCAACTCCTTCAGC
lilb  GTCACAAGAAACCATGGCACAT GCCCATCAGAGGCAAGGA

116  CTGCAAGAGACTTCCATCCAGTT AGGGAAGGCCGTGGTTGT

Itinl ATCATGGTTGCTACCAGAGGTTG  CAGGAAATAGAGACCATCTTGTGC

Lcn2 CCACCACGGACTACAACCAG AGCTCCTTGGTTCTTCCATACA
Mmp3 AGTCCCTCTATGGAACTCCC AGATTTGCGCCAAAAGTGCC
Rplp0 CCTGAAGTGCTCGACATCAC CCACAGACAATGCCAGGAC

8§100a8 GTCCTCAGTTTGTGCAGAATATAAA GGCCAGAAGCTCTGCTACTC

S$100a9 TGGGCTTACACTGCTCTTACC GGTTATGCTGCGCTCCATCT

Tnf CTCTTCTGTCTACTGAAC AAGATGATCTGAGTGTGA




