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2. Materials and Methods

Table S1. SNP distribution and Hardy-Weinberg test

Homozygous
Common alelle for risk allele Exact
Gene  Polymorphism / Risk alelle  Heterozygous (%) (%) X2t pt significance

ADRB?2 rs1042713 G/A 49.33 15.6 0.818 0.3659 0.3807
ADRB?2 rs1042714 C/G 49.05 13.95 1.642 0.2001 0.2121
AGT rs5051 C/T 48.18 21 0.924 0.3365 0.3343
AGT rs699 T/C 47.57 21.16 1.884 0.1699 0.1716

APOA1 rs5069 C/T 6.74 0.08 0.178 0.6727 1
APOA2 rs5082 T/C 44.17 15.62 4.502 0.0339 0.0358
APOAS5 1662799 A/G 13.88 0.79 0.944 0.3313 0.3214

APOE rs429358 T/C 24.54 2.06 0 0.9889 1
APOE rs7412 T/C 11.91 87.85 0.79 0.3742 0.6233
BCMO1 rs6564851 G/T 49.64 28.55 0.009 0.9263 0.9549
CETP rs3764261 G/T 44.15 9.79 0.358 0.5496 0.6032
CETP rs708272 C/T 45.99 21.6 6.057 0.0138 0.0142
COMT rs4680 G/A 49.8 24.82 0.02 0.8887 0.9102
FADS1 rs174546 C/T 46.43 10.54 1.848 0.174 0.1864
FTO rs9939609 T/A 50.04 18.05 0.525 0.4689 0.4913

FTO rs1121980 C/T 49.68 21.16 0 0.9981 1
GC rs2282679 A/C 38.44 7.58 0.512 0.4742 0.472
GC rs4588 C/A 40.86 7.92 0.042 0.838 0.8898
GC rs7041 G/T 48.81 18.94 0.048 0.8268 0.8189
GPX1 rs1050450 C/T 42.71 10.36 0.243 0.6221 0.6482
GSTP1 rs1695 G/A 43.93 43.3 1.212 0.2709 0.2643
IRS1 rs1801278 G/A 13.4 0.56 0.023 0.88 0.8337
LIPC rs10468017 C/T 40.33 7.45 0.099 0.7526 0.7786
MAOA rs6323 T/G 25.54 18.4 206.679 <0.001 <0.001
MTHFR rs1801133 C/T 44.42 10.93 0.007 0.932 0.9495

SLCoA4 1516965628 G/C 13.73 0.48 0.107 0.7433 1



Table S1. Cont.

SOD2 154880 T/C 50.75 25.34 0.295 0.5872 0.612
TCF7L2 rs7903146 C/T 4211 7.22 1.847 0.1741 0.1874
TPH2 154570625 G/T 34.31 4.21 0.563 0.4529 0.5023
VDR 151544410 G/A 48.33 16.67 0 0.9919 1
VDR 152228570 C/T 47.27 14.89 0.005 0.9429 0.9526

t X2 and p-value for Hardy-Weinberg equilibrium test

Table S2. QTL association analysis with multiple traits at baseline

Additive effect Dominant effect Botht
F P F P F P

BMI (kg/m?)
rs9939609 5.85 0.016 0 0.961 3.02 0.049
rs1801133 0.24 0.622 6.11 0.014 3.31 0.037
rs4570625 4.76 0.029 2.53 0.112 2.38 0.093
rs6564851 5.01 0.025 0.03 0.873 2.51 0.082
Waist circumference (m)
rs9939609 5.3 0.021 0.98 0.323 2.79 0.062
rs1801133 0.72 0.397 7.47 0.006 3.83 0.022
rs4570625 6.78 0.009 2.31 0.129 3.51 0.03
Glucose (mmol/L)
rs1042714 10.51 0.001 2.7 0.101 5.44 0.004
1516965628 4.15 0.042 3.99 0.046 2.12 0.121
152282679 0.81 0.368 4.18 0.041 2.15 0.117
rs4680 5.55 0.019 1.85 0.175 3.73 0.024
Total cholesterol (mmol/L)
rs7903146 6.11 0.014 0.59 0.444 3.41 0.033
rs7412 5.18 0.023 10.22 0.001 8.73 <0.001
rs1050450 6.05 0.014 7.26 0.007 4.53 0.011
Total carotenoids (umol/L)
rs7412 1.18 0.278 0.05 0.823 4.3 0.014
15662799 495 0.026 2.03 0.154 3.22 0.04
Omega3 index (AU)
152228570 5.86 0.016 0.01 0.928 3.17 0.042
154880 0.68 0.411 5.52 0.019 3.17 0.042

t Analysis assuming that both effects are equal to zero, which is equivalent to comparing
means across the three possible genotypes and phenotypes. AU: Arbitrary units. QTL:
Quantitative Trait Locus.
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