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Figure S1. Toxicity correlated with reduced ACP excretions. Excretion score normalized to live

animals at days 3, 7 and 11 of exposure to (A) Bt strains and (B) purified toxins at 500 pg protein/mL.

Data are presented as Mean + SEM. The number of psyllids scored is indicated (n). Significant

differences between the test group and the Buffer control are indicated by * (Pairwise non-parametric
Dunn’s test, p < 0.05). ND: Not determined, due to 100% mortality.
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Figure S2. Profiles of trypsin-activated toxins derived from Bt isolates with toxicity to ACP: Complete
gels are shown for the cropped lanes in Figure 1. S: Soluble protein. A: Activated protein treated with
10% Trypsin for 1 h at 37°C. Proteins were separated by SDS-PAGE (12% gel) and stained with
Coomassie Blue R. M, molecular mass markers.

CrylBb Band-A Coverage: 21.93 Score A7: 360.29
>gi|228848062|gb|EEM92927.1| Pesticidal crystal protein cry1Bc [Bacillus thuringiensis 1BL 200]

1 101 201 301

401 501 601

701 801 901 1001 1101 1201

Sequence | Modfication List |

MLEPKELEGN HSKNVRITIC LYNSMKKLEN GEKLNSCNVS TPKKGGVILT SNRKNENEII NALSIPTVSN PSTQMNLSPD ARIEDSLCVA EVNNIDPEVS ASTVQTGINI
AGRILGVLGV PFAGQLASFY SFLVGELWPS GRDPWEIFLE HVEQLIRQQV TENTRNTAIA RLEGLGRGYR SYQOALETWL DNRNDARSRS IILERYVALE LDITTAIPLF
RIRNEEVPLL MVYAQAANLH LLLLRDASLF GSEWGMASSD VNQYYQEQIR YTEEYSNHCV QWYNTGLNNL RGTNAESWLR YNQFRRDLTL GVLDLVALFP SYDTRTYPIN
TSAQLTREIY TDPIGRTNAP SGFASTNWEN NNAPSFSAIE AAIFRPPHLL DFPEQLTIYS ASSRWSSTQH MNYWVGHRLN FRPIGGTLNT STOGLTHNNTS INPVTLOFTS
RDVYRTESNA GTNILFTTPV NGVPWARFNF INPONIYERG ATTYSQPYQG VGIQLFDSET ELPPETTERP NYESYSHRLS HIGLIIGNTL RAPVYSWTHR SADRTNTIGP
NRITQIPLVK ALNLHSGVTV VGGPGFTGGD ILRRTNTGTF GDIRLNINVP LSQRYRVRIR YASTTDLQFF TRINGTTVNI GNFSRTMNRG DNLEYRSFRT AGFSTPFNFL
NAQSTFTLGA QSFSNQEVYI DRVEFVPAEV TFEAEYDLER AQKAVNALFT STNPRRLKID VIDYHIDQVS NMVACLSDEF CLDEKRELFE KVKYAKRLSD ERNLLQDPNF
TFISGQLSFA SIDGQSNFPS INELSEHGWW GSANVIIQEG NDVFKENYVT LPGTENECYP NYLYQKIGES ELKAYTRYQL RGYIEDSQDL EIYLIRYNAK HETLDVRGID
SLWPLSVESP IGRCGEPNRC APHFEWNPDL DCSCRDGERC AHHSHHFTLD IDVGCTDLHE NLGVWVVEFKI KTQEGYARLG NLEFIEEKPL IGEALSRVKR AEKKWRDKRE
KLQLETKRVY TEAKEAVDAL FVDSQYDQLQ ADTNIGMIHA ADKLVHRIRE AYLSELPVIP GUNAEIFEEL EGHIITAMSL YDARNVVKNG DFNNGLTCWN VKGHVDVQQS
HHRSDLVIPE WEAEVSQAVR VCPGRGYILR VTAYKEGYGE GCVTIHEIEN NTDELKFKNC EEEEVYPTDT GTCNDYTAHQ GTAACNSRNA GYEDAYEVDT TASVNYKPTY
EEETYTDVRR DNHCEYDRGY VNYPPVPAGY VIKELEYFPE TDTVWIEIGE TEGKFIVDSV ELLLMEE

CrylBb Band-A Coverage: 21.93 Score A7: 360.29
>gi[228848062|gb|EEM92927 1| Pesticidal crystal protein cry1Bc [Bacillus thuringiensis 1BL 200]

1 101 201 301

401 501 601

701 801 901 1001 1101 1201

1 MLEPKELEGN HSKNVRITIC LYNSMKKLEN GEKLNSCNVS TPKKGGVILT SNRKNENEII NALSIPTVSN PSTQMNLSPD ARIEDSLCVA EVNNIDPEVS ASTVQTGINI

1 AGRILGVLGY PFAGQLASFY SFLVGELWPS GRDPWEIFLE HVEQLIRQQV TENTRNTAIA RLEGLGRGYR SYQOALETWL DNRNDARSRS ITLERYVALE LDITTAIPLF
1 RIRNZZVPLL MVYAQAANLE LLLLRDASLF GSEWGMASSD VNQYYQEQIR YTEEZYSNHCV QWYNTGLNNL RGTNAESWLR YNQFRRDLTL GVLDLVALFP SYDTRTYPIN
1 TSAQLTREIY TDPIGRTNAP SGFASTNWEN NNAPSFSAIZ AATFRPPHLL DFPEQLTIYS ASSRWSSTQH MNYWVGHRLN FRPIGGTLNT STQGLTHNNTS INPVTLOFTS
1 RDVYRTESNA GTNILFTTPV NGVPWARENF INPONIYERG ATTYSQPYQG VGIQLFDSET ELPPETTERP NYESYSHRLS HIGLIIGNTL RAPVYSWTHR SADRTNTIGP
1 NRITQIPLVK ALNLHSGVTV VGGPGFTGGD ILRRTNTGTF GDIRLNINVP LSORYRVRIR YASTTDLQFF TRINGTTVNI GNFSRTMNRG DNLEYRSFRT AGFSTPENEL
51 NAQSTFTLGA QSFSNQEVYI DRVEFVPAZV TFEAEYDLER AQKAVNALFT STNPRRLKTD VIDYHIDQVS NMVACLSDEF CLDEKRELFE KVKYAKRLSD ERNLLQDPNF
1 TFISGQLSFA SIDGQSNFPS INELSEHGWW GSANVTIQEG NDVFKENYVT LPGTFNECYP NYLYQKIGES ELKAYTRYQL RGYIEDSQDL EIYLIRYNAK HETLDVPGTD
881 SLWPLSVESP IGRCGEPNRC APHFEWNPDL DCSCRDGERC AHHSHHFTLD IDVGCTDLHE NLGVWVVEKI KTQEGYARLG NLEFIZEKPL IGEALSRVKR AEKKWRDKRE

91 KLQLETKRVY TEAKEAVDAL FVDSQYDQLQ ADTNIGMIHA ADKLVHRIRE AYLSELPVIP GUNAZIFEEL EGHIITAMSL YDARNVVKNG DFNNGLTCWN VKGHVDVQQS
1 HHRSDLVIPE WEAEVSQAVR VCPGRGYILR VTAYKEGYGE GCVTIHEIEN NTDELKFKNC EEEEVYPTDT GTCNDYTAHQ GTAACNSRNA GYEDAYEVDT TASVNYKPTY

1 EEETYTDVRR DNHCEYDRGY VNYPPVPAGY VIKELEYFPE TDTVWIEIGE TEGKFIVDSV ELLLMEE
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CrylJa Band B Coverage: 32.39%  Score A7: 674.73
>gi|228848082|gb|EEM92947 1| Pesticidal crystal protein cry1Ae [Bacillus thuringiensis 1BL 200]

1 101 201 301 401 501 601 701 801 901 1001 1101

Sequence | Modfication List |

MEINNQKQCI PYNCLSNPEE VLLDGERILP DIDPLEVSLS LLQFLLNNFV PGGGFISGLV DKIWGALRPS EWDLFLAQIE RLIDQRIZAT VRAKAITELE GLGRNYQIYA
EAFKEWESDP DNEAAKSRVI DRFRILDGLI EANIPSFRII GFEVPLLSVY VQAANLHLAL LRDSVIFGER WGLTTKNVND IYNRQIREIH EYSNHCVDTY NTELERLGFR
SIAQWRIYNQ FRRELTLTVL DIVALFPNYD SRLYPIQTFS QLTREIVTSP VSEFYYGVIN SGNIIGTLTE QQIRRPHLMD FENSMIMYTS DNRREHYWSG LEMTAYFIGF
AGAQUSFPLV GTRGESAPPL TVRSUNDGIY RILSAPFYSA PFLGTIVLGS RGEKFDFALN NISPPPSTIY RHPGTVDSLV SIPPQDNSVP PHRGSSHRLS HVTMRASSPI
FHWTHRSATT TNTINPNAII QIPLVKAFNL HSGATVVRGP GEFTGGDILRR TNTGTFADMR VNITGPLSQR YRVRIRYAST TDLQFFTRIN GTTVNIGNFT RTMNSGDNLE
SGNFRTAGFS TPFSFSNAQS TFTLGTQPFS NQEVYIDRIE FVPAEVTFEA ESDLERAQKA VNALFTSTNQ LGLKTDVIDY QIDQVSNLVE CLSDEFCLDE KRELSEKVKH
AKRLSDKRNL LQDPNFTSIN RQLDRGWRGS TDITIQGGND VFKENYVILP GTFDECYPTY LYQKIDESKL KAYTRYELRG YIEDSQDLEV YLIRYNAKHE TVNVPGIGSL
WPLSVESPIG RCGEPNRCVP HIEWNPDLDC SCRDGEKCAH HSHHFSLDID VGCTDLNEDL GVWVIFKIKT QDGHARLGNL EFLEEKPLLG EALARVKRAE KKWRDKREQL
QFETNIVYKE AKESVDALFV DSHYNRLQAD TNITMIHAAD KRVHRIREAY LPELSVIPGV NADIFEELEG LIFTAFSLYD ARNIIKNGDF NNGLSCWNVK GHVDIQONDH
RSVLVVPEWE SEVSQEVRVC PGRGYILRVT AYKEGYGEGC VIIHEIEDNT DELKFSNCIE EEVYPTDIGN DYTAHQGTIG CADACNSRNV GYEDGYEINT TASVNYKPTY

EEEMYTDVRR DNHCEYDRGY GNHTPLPAGY VIKELEYFPE TDIVWIEZIGE TEGTFIVDSV ELLIMEE

CrylAb Band-C Coverage: 30.59%  Score A7: 698.91
>gi|228848069|gb|EEM92934.1| Pesticidal crystal protein crylBe [Bacillus thuringiensis IBL 200]

1 101 201 301 201 501 601 701 801 901 1001 1101
Sequence | Modfication Lt |

MDNNPNINEC IPYNCLSNPE VEVLGGERIE TGYTPIDISL SLTQFLLSEF VPGAGFVLGL VDIIWGIFGP SQWDAFLVQI EQLINQRIEE FARNQAISRL EGLSNLYQIY AESFREWEAD

D
PTNPALREEM RIQFNDMNSA LTTAIPLFAV QNYQUPLLSV YVQAANLHLS VLRDVSVFGQ RWGFDAATIN SRYNDLTRLI YNTGLERVWG PDSRDWIRYN QFRRELTLTV

LDIVSLFPNY DSRTYPIRTV SQLTREIYTN PVLENFDGSF RGSAQGIEGS IRSPHLMDIL SSITIYTDAH RGEYYWSGHO PEF POORI VAQLGQGVYR

TLSSTLYRRP FNIGINNOQL SVLDGTEFAY GTSSNLPSAV YRKSGTVDSL DEIPPONNNV PPROCFSHRL SHVSMFRSGF SNSSVSIIRA PMFSWIHRSA EFNNIIPSSQ ITQIPLTKST

NLCSCTSVVK GPCFTCCDIL RRTSPCOIST LRVNITAPLS QRYRVRIRYA STINLQFHTS IDGRPINQGN FSATMSSCGSN LQSGSFRIVC FITPINFSNG SSVFTLSAHV FNSGNEVYID

RIEFVPAEVT FEAEYDLERA QKAVNELFTS SNQIGLKTDV TDYHIDQVSN LVECLSDEFC L SDE ANL GINRQLDRGW RGSTDITIQC GDOVFKENYV

TLPGTFDECY PTYLYQKIDE SKLKAYTRYQ LRGYIEDSQD LEIYLIRYNA KHETVUNVPGT GSLWPLSAQS PIGKCGEPNR CAPHLEWNPD L DI! DLN

EDLGVWVIFK IKTQDGHARL GNLEFLEEKP LVGEALARVK RAEKKWRDKR EKLEWETNIV YKEAKESVDA LFVNSQYDQL QADTNIAMIH AADKRVHSIR EAYLPELSVI PGVNAAIFEE

LEGCIFTAFS L TEN SCW QN w I LRV GEGCVTIHEI ENNTDELKFS NCVEEEIYPN NTVICNDYIV

T Y EEKSYTDGRR ENPCEFNRGY RDYTLLPVGY VTKELEYFPE TDKVWIEIGE TEGTFIVDSV ELLIMEE

Figure S3. Identification of toxins in IBL-00200 by peptide sequencing. Peptide sequences obtained
after trypsin treatment of bands A, B and C of strain IBL-00200 are highlighted.
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gi|142765|gb|AAA22353.1| Cry1Aa
gi|5669019|gb|AAD46137.1| Cry1Ag
gi|142744|gb|AAA22340.1| Cry1Ad
qi|142875|gb|AAA22410.1| CrylAe
gi|142720|gb|AAA22330.1| Cry1Ab
gi|228848069|gb|EEM92934. 1| I1BL 00200

— gi|37728786|gb|AAO39719.1| Cry1Ai
0i|142722|gbJAAA22331.1| Cry1Ac
gi|33339672|gb|AAQ14326.1| Cry1Ah

| p——gi|40257|emb|CAA37933.1|Cry1Ea
o he— i 142754|gb|AAA22346.1| Cry1Eb

gil40294|emb|CAA30396.1| Cry1Ca
—] gi|727237941|ref|WP 033698561.1] Cry1Cb
gi|142758|gb|AAA22348.1| Cry1Fa
gi|295866|emb|CAAB0235.1| Cry1Fb
0i|295862|emb|CAAB0233.1| Cry1Ga
— gi|33765730|gb|AAQ52381.1] Cry1Ge
gil4097876|gbJAAD10291.1| Cry1Gb
gi|296087|emb|CAAB0236.1| Cry1Ha
. —{ gi|1022728|gb|AAAT9694.1| Cry1Hb
— gi|117518746|gb|ABK35074.1| Cry1Dc
gil40280|emb|CAA38099.1| Cry1Da
—_—{ gi|295864|emb|CAAB0234.1| Cry1Db
0i|228848082|gb|EEM92947.1| IBL 00200
qil474892|gb|AAA22341.1| Cry1Ja
gi|1297290|gb|AAA98959.1| Cry1Jb
gi|3410670|gb|AAC31092.1| Cry1Jc
'_:gi|15143041|emb|CA050779‘1| Cry1Jd
gil467235|gb|AAAB2114.1] Cryllb
gi|3702807|gb|AAC62933.1| Cryllc
gi|12003323|gb|AAG43526.1] Crylle
gil40290|emb|CAA44633.1| Crylla
qi|5531642|gb|AAD44366.1| Cry1ld
gi|3360519|gb|AAC32850.1| Cry1Be
_t—_gil3772901 6/gbJAAO39720.1| Cry1Bg
gi|15143039|emb|CAC50778.1| Cry1Bf
b §i|580949]emb|CAA29898.1| Cry1Ba
gil4097878|gb|AAD10292.1| Cry1Bd
gil315076091|gbJADT78693.1] Cry1Bh
gil474894|gb|AAA22344.1| Cry1Bb

gi|565394|emb|CAAB6568.1| Cry1Bc
gi|228848062|gb|EEM92927.1] IBL 00200

Figure S4. Identification of toxins expressed by strain IBL-00200. Two different Cry toxin sequences
annotated as CrylAe cluster with Cryl1Ab and Cry1Ja. One Cry toxin annotated as Cry1Bc clusters
with Cry1Bb. Analysis performed with MEGAG to generate a maximum likelihood tree.
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Figure S5. Profiles of trypsin-activated Bt toxins Cryl1Ab and Cryl1Ba with toxicity to ACP: Complete
gels are shown for the cropped lanes in Figure 2. S: Soluble protein. A: Activated protein treated with
10% Trypsin for 1 h at 37°C. Proteins were separated by SDS-PAGE (12% gel) and stained with

Coomassie Blue R. M, molecular mass markers.



