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Figure S1. Sequence alignment of Aeromonas exotoxin A from multiple Aeromonas species.
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Figure S2. Results from PSI-BLAST search of the NCBI database
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description accession % identity alignment lengthcoverage  mismatches gap opens q. start q. end s. start s. end evalue bit score % positives

MULTISPECIES: exotoxin [Aeromonas] WP_043170000.1 100.00% 626 100% 0 0 1 626 1 626 0 1280 100.0

exotoxin [Aeromonas dhakensis] WP_042008034.1 99.04% 626 100% 6 0 1 626 1 626 0 1270 99.7

exotoxin [Aeromonas dhakensis] WP_123245917.1 98.72% 626 100% 8 0 1 626 1 626 0 1266 99.4

exotoxin [Aeromonas hydrophila] WP_041204703.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.4

exotoxin A [Aeromonas dhakensis] WP_017779417.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.2

exotoxin [Aeromonas hydrophila] WP_060389000.1 98.24% 626 100% 11 0 1 626 1 626 0 1263 99.4

exotoxin A [Aeromonas dhakensis] WP_010634408.1 98.40% 626 100% 10 0 1 626 1 626 0 1263 99.0

exotoxin A [Aeromonas sp. MDS8] WP_019840473.1 98.40% 626 100% 10 0 1 626 1 626 0 1262 99.4

exotoxin [Aeromonas hydrophila] WP_045529799.1 98.24% 626 100% 11 0 1 626 1 626 0 1262 99.0

exotoxin [Aeromonas hydrophila] WP_113995110.1 98.08% 626 100% 12 0 1 626 1 626 0 1261 99.2

exotoxin [Aeromonas hydrophila] WP_101614222.1 97.92% 626 100% 13 0 1 626 1 626 0 1260 99.0

exotoxin [Aeromonas dhakensis] WP_126882126.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.2

exotoxin [Aeromonas dhakensis] WP_054545157.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0

exotoxin [Aeromonas dhakensis] WP_041202459.1 98.40% 626 100% 10 0 1 626 1 626 0 1259 98.9

exotoxin A [Aeromonas hydrophila] WP_017781757.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0

exotoxin [Aeromonas dhakensis] WP_065018634.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 98.7

exotoxin [Aeromonas dhakensis] WP_042050815.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 99.0

exotoxin [Aeromonas hydrophila] WP_041207253.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 99.2

MULTISPECIES: exotoxin A [Aeromonas] WP_017766014.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.7

exotoxin [Aeromonas hydrophila] WP_041213476.1 97.76% 626 100% 14 0 1 626 1 626 0 1258 98.9

exotoxin [Aeromonas dhakensis] WP_139398934.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.9

hypothetical protein HMPREF1171_00719 [Aeromonas dhakensis] EKB29507.1 98.24% 626 100% 11 0 1 626 14 639 0 1258 98.9

exotoxin [Aeromonas dhakensis] WP_139725667.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 98.9

exotoxin A [Aeromonas dhakensis] WP_017786619.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 98.7

exotoxin [Aeromonas dhakensis] WP_095593014.1 98.24% 626 100% 11 0 1 626 1 626 0 1257 98.7

exotoxin [Aeromonas hydrophila] WP_168755194.1 97.76% 626 100% 14 0 1 626 1 626 0 1257 98.9

exotoxin [Aeromonas dhakensis] WP_139430569.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9

exotoxin [Aeromonas hydrophila] WP_042065346.1 97.60% 626 100% 15 0 1 626 1 626 0 1256 99.2

exotoxin A [Aeromonas hydrophila] WP_017784434.1 97.92% 626 100% 13 0 1 626 1 626 0 1256 98.9

exotoxin [Aeromonas dhakensis] WP_099358451.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9

MULTISPECIES: exotoxin [Aeromonas] WP_076359871.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.9

exotoxin [Aeromonas sp. DNRA1] NME00361.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.7

exotoxin [Aeromonas hydrophila] WP_118881513.1 97.44% 626 100% 16 0 1 626 1 626 0 1253 98.9

exotoxin A [Aeromonas sp. RU34C] SIQ17847.1 97.44% 626 100% 16 0 1 626 14 639 0 1252 98.9

exotoxin [Aeromonas hydrophila] WP_039215745.1 97.12% 626 100% 18 0 1 626 1 626 0 1250 99.0

exotoxin [Aeromonas dhakensis] WP_117404023.1 97.60% 626 100% 15 0 1 626 1 626 0 1250 98.6

exotoxin [Aeromonas hydrophila] WP_073349659.1 97.12% 626 100% 18 0 1 626 1 626 0 1249 98.7

exotoxin A [Aeromonas hydrophila] WP_017409902.1 97.28% 626 100% 17 0 1 626 1 626 0 1249 98.6

exotoxin [Aeromonas dhakensis] WP_124250181.1 97.12% 626 100% 18 0 1 626 1 626 0 1243 98.1

exotoxin [Aeromonas sp. CA23] WP_098985180.1 95.53% 626 100% 28 0 1 626 1 626 0 1234 98.2

exotoxin [Aeromonas bestiarum] WP_103472023.1 93.21% 633 100% 36 1 1 626 1 633 0 1201 96.2

MULTISPECIES: exotoxin [Aeromonas] WP_111588677.1 86.10% 626 100% 87 0 1 626 1 626 0 1135 93.8

exotoxin A-like protein [Aeromonas salmonicida] RAJ04699.1 85.94% 626 100% 88 0 1 626 14 639 0 1132 93.8

exotoxin [Aeromonas salmonicida] WP_081097899.1 85.62% 626 100% 90 0 1 626 1 626 0 1130 93.5

exotoxin [Aeromonas salmonicida] KTA79560.1 85.46% 626 100% 91 0 1 626 14 639 0 1129 93.5

exotoxin [Aeromonas salmonicida] WP_096118439.1 85.46% 626 100% 91 0 1 626 1 626 0 1128 93.3

exotoxin [Aeromonas piscicola] WP_082030310.1 85.78% 626 100% 89 0 1 626 1 626 0 1125 93.1

exotoxin [Aeromonas piscicola] WP_042865735.1 85.62% 626 100% 90 0 1 626 14 639 0 1125 93.1

exotoxin [Aeromonas salmonicida] WP_099994745.1 85.14% 626 100% 93 0 1 626 1 626 0 1120 92.8

exotoxin [Aeromonas piscicola] OCA61034.1 84.82% 626 100% 95 0 1 626 14 639 0 1118 93.0

TPA: exotoxin [Aeromonas salmonicida] HAT04708.1 84.66% 626 100% 96 0 1 626 1 626 0 1118 92.7


