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Figure S1. Sequence alignment of Aeromonas exotoxin A from multiple Aeromonas species.
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Figure S2. Results from PSI-BLAST search of the NCBI database
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Aeromonas_hydrophila cccccc ccc cc ccccccccccccc ccc cccc cccc          cc  cc  c ccccccc cc  ccccc  cccccc  c  c ccc cc                    A  A   A                                   A                                     MAMLGG ISP MA ESFNLWQECATRC LDL QGVR SQLD          LL  QA  G LHYSMVL EG  SLKLA  NALTLR  G  I LTS TA       A   V  D             T   A    A    VA.......S  GD  GS V       E  GD     LG      TD TT T   A  G



Aeromonas_dhakensis  cccccc ccc cc ccccccccccccc ccc cccc cccc          cc  cc  c ccccccc cc  ccccc  cccccc  c  c ccc cc                    B  B   B                                   B                                     MAMLGG ISP MA ESFNLWQECATRC LDL QGVR SQLD          LL  QA  G LHYSMVL EG  SLKLA  NALTLR  G  I LTS TA       A   V  D             T   A    A    VA.......S  GE  GS V       E  GD     LG      TD TT S   A  D



Aeromonas_salmonicida cccccc ccc cc ccccccccccccc ccc cccc cccc          cc  cc  c ccccccc cc  ccccc  cccccc  c  c ccc cc                    B  B   B                                   B                                     MAMLGG ISP MA ESFNLWQECATRC LDL QGVR SQLD          LL  QA  G LHYSMVL EG  SLKLA  NALTLR  G  I LTS TA       V   A  E             N   G    S    LS.......T  DE  EQ V       S  SN     ID      SD SS T   A  G



Aeromonas_bestiarum  cccccc ccc cc ccccccccccccc ccc cccc cccc          cc  cc  c ccccccc cc  ccccc  cccccc  c  c ccc cc                    B  B   B                                   B                                     MAMLGG ISP MA ESFNLWQECATRC LDL QGVR SQLD          LL  QA  G LHYSMVL EG  SLKLA  NALTLR  G  I LTS TA       A   V  G             T   A    A    LTGLLLDLTG  GE  ES L       E  GD     IG      TD TT T   P  G



Aeromonas_piscicola  cccccc ccc cc ccccccccccccc ccc cccc cccc          cc  cc  c ccccccc cc  ccccc  cccccc  c  c ccc cc                    C  C   C                                   C                                     MAMLGG ISP MA ESFNLWQECATRC LDL QGVR SQLD          LL  QA  G LHYSMVL EG  SLKLA  NALTLR  G  I LTS TA       V   A  E             N   G    S    LS.......T  DE  EQ V       G  SN     ID      SN SN T   A  G



    100       110       120       130       140       150       160       170       180       190         X         X         X         X         X         X         X         X         X         X   
Aeromonas_hydrophila c cc ccc cc  c ccccccccccc cccccccccccccccc  ccccccccccccc ccc cc c cc c ccccc  cc ccccccccccccccc c               A  DF                A         A                          A                         AK PR YSY RQ  G WSLHWLVPVGD APASIKVFFHELDAGS  SHISPIYSIEVSD LLR MA N TL V HVENN  NR LTLSAAGVGFVAAPT H G  T   T  ER N           D                EV             D   T  S S  F R     EI  S               Q 



Aeromonas_dhakensis  c cc ccc cc  c ccccccccccc cccccccccccccccc  ccccccccccccc ccc cc c cc c ccccc  cc ccccccccccccccc c               B  KG                B         B                          B                         BK PR YSY RQ  G WSLHWLVPVGD APASIKVFFHELDAGS  SHISPIYSIEVSD LLR MA N TL V HVENN  NR LTLSAAGVGFVAAPT H G  T   T  GR N           D                EV             D   T  S S  F R     EI  N               Q 



Aeromonas_salmonicida c cc ccc cc  c ccccccccccc cccccccccccccccc  ccccccccccccc ccc cc c cc c ccccc  cc ccccccccccccccc c               B  KG                B         B                          B                         BK PR YSY RQ  G WSLHWLVPVGD APASIKVFFHELDAGS  SHISPIYSIEVSD LLR MA N TL V HVENN  NR LTLSAAGVGFVAAPT H E  S   H  GK S           E                DI             A   N  K T  Y R     EV  T               H 



Aeromonas_bestiarum  c cc ccc cc  c ccccccccccc cccccccccccccccc  ccccccccccccc ccc cc c cc c ccccc  cc ccccccccccccccc c               B  KG                B         B                          B                         BK PR YSY RQ  G WSLHWLVPVGD APASIKVFFHELDAGS  SHISPIYSIEVSD LLR MA N TL V HVENN  NR LTLSAAGVGFVAAPT H G  T   T  GR N           D                EV             D   S  G S  F R     QI  T               Q 



Aeromonas_piscicola  c cc ccc cc  c ccccccccccc cccccccccccccccc  ccccccccccccc ccc cc c cc c ccccc  cc ccccccccccccccc c               C  JH                C         C                          C                         CK PR YSY RQ  G WSLHWLVPVGD APASIKVFFHELDAGS  SHISPIYSIEVSD LLR MA N TL V HVENN  NR LTLSAAGVGFVAAPT H E  S   H  GK N           E                DI             A   N  K S  Y K     EI  T               H 



    200       210       220       230       240       250       260       270       280       290         X         X         X         X         X         X         X         X         X         X   
Aeromonas_hydrophila ccccccccccccccccccccccccccccccc ccccccccccccc ccccccccccccccccccccccccc c ccccccccccccccc cccccccccc     A  DF     A                A     A              A  A       A  A            A  A               ASRQKRWSEWHTGKVLCLLDPLDAVYNYLSQR CNLGDTWEGKVYR LAGAPASHDTHIVPTAISHRLHFAK D LAALTTHQVCAIPLE LARSRQPRGW                               T             V                         G G               S          



Aeromonas_dhakensis  ccccccccccccccccccccccccccccccc ccccccccccccc ccccccccccccccccccccccccc c ccccccccccccccc cccccccccc     B  KG     B                B     B              B  B       B  B            B  B               BSRQKRWSEWHTGKVLCLLDPLDAVYNYLSQR CNLGDTWEGKVYR LAGAPASHDTHIVPTAISHRLHFAK D LAALTTHQVCAIPLE LARSRQPRGW                               T             V                         G G               S          



Aeromonas_salmonicida ccccccccccccccccccccccccccccccc ccccccccccccc ccccccccccccccccccccccccc c ccccccccccccccc cccccccccc     B  KG     B                B     B              B  B       B  B            B  B               BSRQKRWSEWHTGKVLCLLDPLDAVYNYLSQR CNLGDTWEGKVYR LAGAPASHDTHIVPTAISHRLHFAK D LAALTTHQVCAIPLE LARSRQPRGW                               S             I                         A S               A          



Aeromonas_bestiarum  ccccccccccccccccccccccccccccccc ccccccccccccc ccccccccccccccccccccccccc c ccccccccccccccc cccccccccc     B  KG     B                B     B              B  B       B  B            B  B               BSRQKRWSEWHTGKVLCLLDPLDAVYNYLSQR CNLGDTWEGKVYR LAGAPASHDTHIVPTAISHRLHFAK D LAALTTHQVCAIPLE LARSRQPRGW                               T             V                         G G               S          



Aeromonas_piscicola  ccccccccccccccccccccccccccccccc ccccccccccccc ccccccccccccccccccccccccc c ccccccccccccccc cccccccccc     C  JH     C                C     C              C  C       C  C            C  C               CSRQKRWSEWHTGKVLCLLDPLDAVYNYLSQR CNLGDTWEGKVYR LAGAPASHDTHIVPTAISHRLHFAK D LAALTTHQVCAIPLE LARSRQPRGW                               S             V                         A S               T          



    300       310       320       330       340       350       360       370       380       390         X         X         X         X         X         X         X         X         X         X   
Aeromonas_hydrophila ccccccccccccc ccc cccccccc c cc ccc  cccc c cc ccccccccccc cccccc cc c  ccc  c c c   ccc ccccccccccc     A    A            A                                                                        A   EELSQCGYPVHNL TLY LTRLPWSQ D VI QAL  TTPE G TP GQLAQAIRENP QARLAL MA A  DAF  Q A N   QAA ADVVNLTCPAA             V   L        L T  T   AN    D S  R           T      S  A QS   SH Q G SQE   S           



Aeromonas_dhakensis  ccccccccccccc ccc cccccccc c cc ccc  cccc c cc ccccccccccc cccccc cc c  ccc  c c c   ccc ccccccccccc     B    B            B                                                                        B   EELSQCGYPVHNL TLY LTRLPWSQ D VI QAL  TTPE G TP GQLAQAIRENP QARLAL MA A  DAF  Q A N   QAA ADVVNLTCPAA             I   L        L T  T   AN    D S  R           A      S  A QS   SH Q G SQE   S           



Aeromonas_salmonicida ccccccccccccc ccc cccccccc c cc ccc  cccc c cc ccccccccccc cccccc cc c  ccc  c c c   ccc ccccccccccc     B    B            B                                                                        B   EELSQCGYPVHNL TLY LTRLPWSQ D VI QAL  TTPE G TP GQLAQAIRENP QARLAL MA A  DAF  Q A N   QAA ADVVNLTCPAA             I   V        L S  A   SH    D S  R           A      T  S QS   TR H D TQE   S           



Aeromonas_bestiarum  ccccccccccccc ccc cccccccc c cc ccc  cccc c cc ccccccccccc cccccc cc c  ccc  c c c   ccc ccccccccccc     B    B            B                                                                        B   EELSQCGYPVHNL TLY LTRLPWSQ D VI QAL  TTPE G TP GQLAQAIRENP QARLAL MA A  DAF  Q A N   QAA ADVVNLTCPAA             I   L        L T  T   AN    D E  Q           A      S  A HN   TH Q G TQQ   N           



Aeromonas_piscicola  ccccccccccccc ccc cccccccc c cc ccc  cccc c cc ccccccccccc cccccc cc c  ccc  c c c   ccc ccccccccccc     C    C            C                                                                        C   EELSQCGYPVHNL TLY LTRLPWSQ D VI QAL  TTPE G TP GQLAQAIRENP QARLAL MA A  DAF  Q A N   QAA ADVVNLTCPAA             I   L        I S  A   SR    E S  Q           A      S  A QS   TR G D TPE   S           



    400       410       420       430       440       450       460       470       480       490         X         X         X         X         X         X         X         X         X         X   
Aeromonas_hydrophila cccc  ccccc ccccccccccc ccc c  c c cccc  cc  cc ccc cc   cc cccccccc cccccccccccccccc cccccccccccccc   A                                     A        A             A       A       A         A         DLNC  PADSA ALQERDYPNGA FLG G  V F TAGT  WS  RL QAH QL   GY FVGYHGTF EAAHSIVFEGVHERDQ SIAPWQGFYVAGDP    LA     D           S   D DE S S    RN  VT  E   R  LAR  L        L                S              



Aeromonas_dhakensis  cccc  ccccc ccccccccccc ccc c  c c cccc  cc  cc ccc cc   cc cccccccc cccccccccccccccc cccccccccccccc   B                                     B        B             B       B       B         B         DLNC  PADSA ALQERDYPNGA FLG G  V F TAGT  WS  RL QAH QL   GY FVGYHGTF EAAHSIVFEGVHERDQ SIAPWQGFYVAGDP    LA     D           S   D DE S S    RN  VT  E   R  LAR  L        L                S              



Aeromonas_salmonicida cccc  ccccc ccccccccccc ccc c  c c cccc  cc  cc ccc cc   cc cccccccc cccccccccccccccc cccccccccccccc   B                                     B        B             B       B       B         B         DLNC  PADSA ALQERDYPNGA FLG G  V F TAGT  WS  RL QAH QL   GY FVGYHGTF EAAHSIVFEGVHERDQ SIAPWQGFYVAGDP    LS     N           N   E ES R T    QN  MA  S   Q  IDS  A        I                S              



Aeromonas_bestiarum  cccc  ccccc ccccccccccc ccc c  c c cccc  cc  cc ccc cc   cc cccccccc cccccccccccccccc cccccccccccccc   B                                     B        B             B       B       B         B         DLNC  PADSA ALQERDYPNGA FLG G  V F TAGT  WS  RL QAH QL   GY FVGYHGTF EAAHSIVFEGVHERDQ SIAPWQGFYVAGDP    LA     D           S   D DE S S    RN  VT  D   R  LAR  L        L                S              



Aeromonas_piscicola  cccc  ccccc ccccccccccc ccc c  c c cccc  cc  cc ccc cc   cc cccccccc cccccccccccccccc cccccccccccccc   C                                     C        C             C       C       C         C         DLNC  PADSA ALQERDYPNGA FLG G  V F TAGT  WS  RL QAH QL   GY FVGYHGTF EAAHSIVFEGVHERDQ SIAPWQGFYVAGDP    IA     N           S   E ES R T    QH  MA  S   Q  IDS  A        I                A              



    500       510       520       530       540       550       560       570       580       590         X         X         X         X         X         X         X         X         X         X   
Aeromonas_hydrophila cccccccccc cc cccccccccccccccc ccc cccc  ccc c cccc  ccccccccccc ccccccccccccccccccccccccccccccccccc                                                         A                        A                 ALAYGYAQDQ AD RGRIRNGVLLRVYVPR ALP LYAT  TLA P AVDE  RLIGHPLPLQL AITGPEEEGGRLETILGWRLAEQAVVIPSTIPTDP          E  A                A   R    QQ   D G    VG           E                                   



Aeromonas_dhakensis  cccccccccc cc cccccccccccccccc ccc cccc  ccc c cccc  ccccccccccc ccccccccccccccccccccccccccccccccccc                                                         B                        B                 ALAYGYAQDQ AD RGRIRNGVLLRVYVPR ALP LYAT  TLA P AVDE  RLIGHPLPLQL AITGPEEEGGRLETILGWRLAEQAVVIPSTIPTDP          E  A                A   R    QQ   A G    IG           E                                   



Aeromonas_salmonicida cccccccccc cc cccccccccccccccc ccc cccc  ccc c cccc  ccccccccccc ccccccccccccccccccccccccccccccccccc                                                         B                        B                 ALAYGYAQDQ AD RGRIRNGVLLRVYVPR ALP LYAT  TLA P AVDE  RLIGHPLPLQL AITGPEEEGGRLETILGWRLAEQAVVIPSTIPTDP          D  E                T   R    PL   S D    VS           N                                   



Aeromonas_bestiarum  cccccccccc cc cccccccccccccccc ccc cccc  ccc c cccc  ccccccccccc ccccccccccccccccccccccccccccccccccc                                                         B                        B                 ALAYGYAQDQ AD RGRIRNGVLLRVYVPR ALP LYAT  TLA P AVDE  RLIGHPLPLQL AITGPEEEGGRLETILGWRLAEQAVVIPSTIPTDP          E  A                A   H    QQ   D G    VG           D                                   



Aeromonas_piscicola  cccccccccc cc cccccccccccccccc ccc cccc  ccc c cccc  ccccccccccc ccccccccccccccccccccccccccccccccccc                                                         C                        C                 ALAYGYAQDQ AD RGRIRNGVLLRVYVPR ALP LYAT  TLA P AVDE  RLIGHPLPLQL AITGPEEEGGRLETILGWRLAEQAVVIPSTIPTDP          D  A                T   R    PL   S D    VS           N                                   



    600       610       620                                                                               X         X         X                                                                         
Aeromonas_hydrophila ccccc cccc c ccc  ccccccc c ccccc                                                                   RNVGG LDPA V QEE  ISTLPDY T PRDEL                                                                        D    S P   SA       T Q                                                                        



Aeromonas_dhakensis  ccccc cccc c ccc  ccccccc c ccccc                                                                   RNVGG LDPA V QEE  ISTLPDY T PRDEL                                                                        D    S P   SA       T Q                                                                        



Aeromonas_salmonicida ccccc cccc c ccc  ccccccc c ccccc                                                                   RNVGG LDPA V QEE  ISTLPDY T PRDEL                                                                        N    T L   RA       V T                                                                        



Aeromonas_bestiarum  ccccc cccc c ccc  ccccccc c ccccc                                                                   RNVGG LDPA V QEE  ISTLPDY T PRDEL                                                                        N    T S   RV       V A                                                                        



Aeromonas_piscicola  ccccc cccc c ccc  ccccccc c ccccc                                                                   RNVGG LDPA V QEE  ISTLPDY T PRDEL                                                                        N    T S   RA       V T                                                                        
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description accession % identity  alignment length coverage  mismatches  gap opens  q. start  q. end  s. start  s. end  evalue  bit score  % positives
MULTISPECIES: exotoxin [Aeromonas] WP_043170000.1 100.00% 626 100% 0 0 1 626 1 626 0 1280 100.0
exotoxin [Aeromonas dhakensis] WP_042008034.1 99.04% 626 100% 6 0 1 626 1 626 0 1270 99.7
exotoxin [Aeromonas dhakensis] WP_123245917.1 98.72% 626 100% 8 0 1 626 1 626 0 1266 99.4
exotoxin [Aeromonas hydrophila] WP_041204703.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.4
exotoxin A [Aeromonas dhakensis] WP_017779417.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.2
exotoxin [Aeromonas hydrophila] WP_060389000.1 98.24% 626 100% 11 0 1 626 1 626 0 1263 99.4
exotoxin A [Aeromonas dhakensis] WP_010634408.1 98.40% 626 100% 10 0 1 626 1 626 0 1263 99.0
exotoxin A [Aeromonas sp. MDS8] WP_019840473.1 98.40% 626 100% 10 0 1 626 1 626 0 1262 99.4
exotoxin [Aeromonas hydrophila] WP_045529799.1 98.24% 626 100% 11 0 1 626 1 626 0 1262 99.0
exotoxin [Aeromonas hydrophila] WP_113995110.1 98.08% 626 100% 12 0 1 626 1 626 0 1261 99.2
exotoxin [Aeromonas hydrophila] WP_101614222.1 97.92% 626 100% 13 0 1 626 1 626 0 1260 99.0
exotoxin [Aeromonas dhakensis] WP_126882126.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.2
exotoxin [Aeromonas dhakensis] WP_054545157.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0
exotoxin [Aeromonas dhakensis] WP_041202459.1 98.40% 626 100% 10 0 1 626 1 626 0 1259 98.9
exotoxin A [Aeromonas hydrophila] WP_017781757.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0
exotoxin [Aeromonas dhakensis] WP_065018634.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 98.7
exotoxin [Aeromonas dhakensis] WP_042050815.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 99.0
exotoxin [Aeromonas hydrophila] WP_041207253.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 99.2
MULTISPECIES: exotoxin A [Aeromonas] WP_017766014.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.7
exotoxin [Aeromonas hydrophila] WP_041213476.1 97.76% 626 100% 14 0 1 626 1 626 0 1258 98.9
exotoxin [Aeromonas dhakensis] WP_139398934.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.9
hypothetical protein HMPREF1171_00719 [Aeromonas dhakensis] EKB29507.1 98.24% 626 100% 11 0 1 626 14 639 0 1258 98.9
exotoxin [Aeromonas dhakensis] WP_139725667.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 98.9
exotoxin A [Aeromonas dhakensis] WP_017786619.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 98.7
exotoxin [Aeromonas dhakensis] WP_095593014.1 98.24% 626 100% 11 0 1 626 1 626 0 1257 98.7
exotoxin [Aeromonas hydrophila] WP_168755194.1 97.76% 626 100% 14 0 1 626 1 626 0 1257 98.9
exotoxin [Aeromonas dhakensis] WP_139430569.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9
exotoxin [Aeromonas hydrophila] WP_042065346.1 97.60% 626 100% 15 0 1 626 1 626 0 1256 99.2
exotoxin A [Aeromonas hydrophila] WP_017784434.1 97.92% 626 100% 13 0 1 626 1 626 0 1256 98.9
exotoxin [Aeromonas dhakensis] WP_099358451.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9
MULTISPECIES: exotoxin [Aeromonas] WP_076359871.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.9
exotoxin [Aeromonas sp. DNRA1] NME00361.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.7
exotoxin [Aeromonas hydrophila] WP_118881513.1 97.44% 626 100% 16 0 1 626 1 626 0 1253 98.9
exotoxin A [Aeromonas sp. RU34C] SIQ17847.1 97.44% 626 100% 16 0 1 626 14 639 0 1252 98.9
exotoxin [Aeromonas hydrophila] WP_039215745.1 97.12% 626 100% 18 0 1 626 1 626 0 1250 99.0
exotoxin [Aeromonas dhakensis] WP_117404023.1 97.60% 626 100% 15 0 1 626 1 626 0 1250 98.6
exotoxin [Aeromonas hydrophila] WP_073349659.1 97.12% 626 100% 18 0 1 626 1 626 0 1249 98.7
exotoxin A [Aeromonas hydrophila] WP_017409902.1 97.28% 626 100% 17 0 1 626 1 626 0 1249 98.6
exotoxin [Aeromonas dhakensis] WP_124250181.1 97.12% 626 100% 18 0 1 626 1 626 0 1243 98.1
exotoxin [Aeromonas sp. CA23] WP_098985180.1 95.53% 626 100% 28 0 1 626 1 626 0 1234 98.2
exotoxin [Aeromonas bestiarum] WP_103472023.1 93.21% 633 100% 36 1 1 626 1 633 0 1201 96.2
MULTISPECIES: exotoxin [Aeromonas] WP_111588677.1 86.10% 626 100% 87 0 1 626 1 626 0 1135 93.8
exotoxin A-like protein [Aeromonas salmonicida] RAJ04699.1 85.94% 626 100% 88 0 1 626 14 639 0 1132 93.8
exotoxin [Aeromonas salmonicida] WP_081097899.1 85.62% 626 100% 90 0 1 626 1 626 0 1130 93.5
exotoxin [Aeromonas salmonicida] KTA79560.1 85.46% 626 100% 91 0 1 626 14 639 0 1129 93.5
exotoxin [Aeromonas salmonicida] WP_096118439.1 85.46% 626 100% 91 0 1 626 1 626 0 1128 93.3
exotoxin [Aeromonas piscicola] WP_082030310.1 85.78% 626 100% 89 0 1 626 1 626 0 1125 93.1
exotoxin [Aeromonas piscicola] WP_042865735.1 85.62% 626 100% 90 0 1 626 14 639 0 1125 93.1
exotoxin [Aeromonas salmonicida] WP_099994745.1 85.14% 626 100% 93 0 1 626 1 626 0 1120 92.8
exotoxin [Aeromonas piscicola] OCA61034.1 84.82% 626 100% 95 0 1 626 14 639 0 1118 93.0
TPA: exotoxin [Aeromonas salmonicida] HAT04708.1 84.66% 626 100% 96 0 1 626 1 626 0 1118 92.7










description accession % identity alignment lengthcoverage  mismatches gap opens q. start q. end s. start s. end evalue bit score % positives

MULTISPECIES: exotoxin [Aeromonas] WP_043170000.1 100.00% 626 100% 0 0 1 626 1 626 0 1280 100.0

exotoxin [Aeromonas dhakensis] WP_042008034.1 99.04% 626 100% 6 0 1 626 1 626 0 1270 99.7

exotoxin [Aeromonas dhakensis] WP_123245917.1 98.72% 626 100% 8 0 1 626 1 626 0 1266 99.4

exotoxin [Aeromonas hydrophila] WP_041204703.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.4

exotoxin A [Aeromonas dhakensis] WP_017779417.1 98.56% 626 100% 9 0 1 626 1 626 0 1264 99.2

exotoxin [Aeromonas hydrophila] WP_060389000.1 98.24% 626 100% 11 0 1 626 1 626 0 1263 99.4

exotoxin A [Aeromonas dhakensis] WP_010634408.1 98.40% 626 100% 10 0 1 626 1 626 0 1263 99.0

exotoxin A [Aeromonas sp. MDS8] WP_019840473.1 98.40% 626 100% 10 0 1 626 1 626 0 1262 99.4

exotoxin [Aeromonas hydrophila] WP_045529799.1 98.24% 626 100% 11 0 1 626 1 626 0 1262 99.0

exotoxin [Aeromonas hydrophila] WP_113995110.1 98.08% 626 100% 12 0 1 626 1 626 0 1261 99.2

exotoxin [Aeromonas hydrophila] WP_101614222.1 97.92% 626 100% 13 0 1 626 1 626 0 1260 99.0

exotoxin [Aeromonas dhakensis] WP_126882126.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.2

exotoxin [Aeromonas dhakensis] WP_054545157.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0

exotoxin [Aeromonas dhakensis] WP_041202459.1 98.40% 626 100% 10 0 1 626 1 626 0 1259 98.9

exotoxin A [Aeromonas hydrophila] WP_017781757.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 99.0

exotoxin [Aeromonas dhakensis] WP_065018634.1 98.24% 626 100% 11 0 1 626 1 626 0 1259 98.7

exotoxin [Aeromonas dhakensis] WP_042050815.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 99.0

exotoxin [Aeromonas hydrophila] WP_041207253.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 99.2

MULTISPECIES: exotoxin A [Aeromonas] WP_017766014.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.7

exotoxin [Aeromonas hydrophila] WP_041213476.1 97.76% 626 100% 14 0 1 626 1 626 0 1258 98.9

exotoxin [Aeromonas dhakensis] WP_139398934.1 97.92% 626 100% 13 0 1 626 1 626 0 1258 98.9

hypothetical protein HMPREF1171_00719 [Aeromonas dhakensis] EKB29507.1 98.24% 626 100% 11 0 1 626 14 639 0 1258 98.9

exotoxin [Aeromonas dhakensis] WP_139725667.1 98.08% 626 100% 12 0 1 626 1 626 0 1258 98.9

exotoxin A [Aeromonas dhakensis] WP_017786619.1 98.24% 626 100% 11 0 1 626 1 626 0 1258 98.7

exotoxin [Aeromonas dhakensis] WP_095593014.1 98.24% 626 100% 11 0 1 626 1 626 0 1257 98.7

exotoxin [Aeromonas hydrophila] WP_168755194.1 97.76% 626 100% 14 0 1 626 1 626 0 1257 98.9

exotoxin [Aeromonas dhakensis] WP_139430569.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9

exotoxin [Aeromonas hydrophila] WP_042065346.1 97.60% 626 100% 15 0 1 626 1 626 0 1256 99.2

exotoxin A [Aeromonas hydrophila] WP_017784434.1 97.92% 626 100% 13 0 1 626 1 626 0 1256 98.9

exotoxin [Aeromonas dhakensis] WP_099358451.1 98.08% 626 100% 12 0 1 626 1 626 0 1256 98.9

MULTISPECIES: exotoxin [Aeromonas] WP_076359871.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.9

exotoxin [Aeromonas sp. DNRA1] NME00361.1 97.60% 626 100% 15 0 1 626 1 626 0 1253 98.7

exotoxin [Aeromonas hydrophila] WP_118881513.1 97.44% 626 100% 16 0 1 626 1 626 0 1253 98.9

exotoxin A [Aeromonas sp. RU34C] SIQ17847.1 97.44% 626 100% 16 0 1 626 14 639 0 1252 98.9

exotoxin [Aeromonas hydrophila] WP_039215745.1 97.12% 626 100% 18 0 1 626 1 626 0 1250 99.0

exotoxin [Aeromonas dhakensis] WP_117404023.1 97.60% 626 100% 15 0 1 626 1 626 0 1250 98.6

exotoxin [Aeromonas hydrophila] WP_073349659.1 97.12% 626 100% 18 0 1 626 1 626 0 1249 98.7

exotoxin A [Aeromonas hydrophila] WP_017409902.1 97.28% 626 100% 17 0 1 626 1 626 0 1249 98.6

exotoxin [Aeromonas dhakensis] WP_124250181.1 97.12% 626 100% 18 0 1 626 1 626 0 1243 98.1

exotoxin [Aeromonas sp. CA23] WP_098985180.1 95.53% 626 100% 28 0 1 626 1 626 0 1234 98.2

exotoxin [Aeromonas bestiarum] WP_103472023.1 93.21% 633 100% 36 1 1 626 1 633 0 1201 96.2

MULTISPECIES: exotoxin [Aeromonas] WP_111588677.1 86.10% 626 100% 87 0 1 626 1 626 0 1135 93.8

exotoxin A-like protein [Aeromonas salmonicida] RAJ04699.1 85.94% 626 100% 88 0 1 626 14 639 0 1132 93.8

exotoxin [Aeromonas salmonicida] WP_081097899.1 85.62% 626 100% 90 0 1 626 1 626 0 1130 93.5

exotoxin [Aeromonas salmonicida] KTA79560.1 85.46% 626 100% 91 0 1 626 14 639 0 1129 93.5

exotoxin [Aeromonas salmonicida] WP_096118439.1 85.46% 626 100% 91 0 1 626 1 626 0 1128 93.3

exotoxin [Aeromonas piscicola] WP_082030310.1 85.78% 626 100% 89 0 1 626 1 626 0 1125 93.1

exotoxin [Aeromonas piscicola] WP_042865735.1 85.62% 626 100% 90 0 1 626 14 639 0 1125 93.1

exotoxin [Aeromonas salmonicida] WP_099994745.1 85.14% 626 100% 93 0 1 626 1 626 0 1120 92.8

exotoxin [Aeromonas piscicola] OCA61034.1 84.82% 626 100% 95 0 1 626 14 639 0 1118 93.0

TPA: exotoxin [Aeromonas salmonicida] HAT04708.1 84.66% 626 100% 96 0 1 626 1 626 0 1118 92.7


