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Figure S1. Schema representative of the most relevant genes of the K. pneumoniae plasmid P2
(CP048940.1). This plasmid has more than 90 % of homology by BLAST nucleotide
(https://blast.ncbi.nlm.nih.gov/Blast.cgi) with the plasmid harbouring the peml/pemK TA systems
in the strain ST846-OXA48CA. This figure was created with the software Geneious version 2020.2
created by Biomatters. Available from https://www.geneious.com.



