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Figure S1. Bayesian inference phylogeny from tef-1a sequences of isolates from Equiseti clade.
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Figure S2. Bayesian inference phylogeny from rpb1 sequences of isolates from Equiseti clade.
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Figure S3. Bayesian inference phylogeny from rpb2 sequences of isolates from Equiseti clade.
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Figure S4. Bayesian inference phylogeny from cam sequences of isolates from Equiseti clade.
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Figure S5. Bayesian inference phylogeny from tub2 sequences of isolates from Equiseti clade.
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Figure S6. Bayesian inference phylogeny from top1 sequences of isolates from Equiseti clade.

518/1

E culmorum
518/34 F cerealis

092 [ 51973
512020KK

Tree scale: 0.01

—_—

10

0.87

$18/46

NRRL_66336
519/4

519/1

S18/39

[ NRRL_66337
10 $19/5

0.78

099 ITEM 11401
518/7

51872

14

il

522020KK

519/10
518/52
1 518/29
518/28
S18/13

i

9 518/26

D25-1
519/9
519/8
0 |S19/6
S18/8
552020KK

0.69

o

F. flagelliforme

} F. clavum
} FIESC 31

F. equiseti

Figure S7. Bayesian inference phylogeny from pgk sequences of isolates from Equiseti clade.
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Figure S8. Bayesian inference phylogeny from Isu sequences of isolates from Equiseti clade.



