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Figure S1. Bayesian inference phylogeny from tef-1α sequences of isolates from Equiseti clade. 
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Figure S2. Bayesian inference phylogeny from rpb1 sequences of isolates from Equiseti clade. 

 

Figure S3. Bayesian inference phylogeny from rpb2 sequences of isolates from Equiseti clade. 
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Figure S4. Bayesian inference phylogeny from cam sequences of isolates from Equiseti clade. 

 
Figure S5. Bayesian inference phylogeny from tub2 sequences of isolates from Equiseti clade. 
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Figure S6. Bayesian inference phylogeny from top1 sequences of isolates from Equiseti clade. 

 
Figure S7. Bayesian inference phylogeny from pgk sequences of isolates from Equiseti clade. 
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Figure S8. Bayesian inference phylogeny from lsu sequences of isolates from Equiseti clade. 


