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Figure S1. LC-ESI-MS analysis of the four duct sections from C. distans specimen 2.
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Figure S2. O1 and O2 superfamilies in C. distans.
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Figure S3. Other known superfamilies in C. distans.

Toxins 2021, 14, 226. https://doi.org/10.3390/toxins14030226 www.mdpi.com/journal/toxins



Toxins 2022, 14, 226 S4 of S5

>

Conantokins

0000000000000 0
DDDUDODODDUDDUODODOD

Signal peptide Propeptide Mature peptide

Conikotikots

Dis17 T TAT DB T/A E T YDT HDIN T D HEKSESTT

Dis18 T TAT DIP|TAE T YDT HDNT D HBIKSESTT

Dis19 T T E K TW D Efopop ED D YDDATEE
Signal peptide Mature peptide

Dis17 D HY E o v TDKDE K KE D DH E Y ED TH K E
Dis18 D HY E ol Y TDKDE K K E D DH E Y ED TY K E
Dis19 ojlio T D T DE E@H@v o EE YODDMIRI- - - - - - - - - - - - - - oo e - - - - - -

Mature peptide

Conogranulins
Dis20 Y TVT T D DITYRH D D D T K E
Dis21 Y TVT T D D Y R H'F D K D D T K E

Signal peptide Propeptide Mature peptide

Divergent M---L-LTVA

Dis22
Dis23
Dis24
Dis25
Dis26
Dis27
Dis28
Dis29

e

=
7
-
-
T
T
-
-

Signal peptide Mature peptide

Divergent MSTLGMTLL

T
T
T
T
T
T
T
T

Signal peptide Mature peptide

Figure S4. Conopeptides (A) and divergent superfamilies (B) in C. distans.
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Figure S5. Novel superfamilies in C. distans. (A) and (B) indicate novel superfamilies reported only in
C. distans and novel superfamilies also reported in other species.

Toxins 2021, 14, 226. https://doi.org/10.3390/toxins14030226 www.mdpi.com/journal/toxins



