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Supplemental Figure S5. Identity-based neighborhood joining
tree of multi-species CXE family based on clustalW aligned
sequences from a protein BLAST with BACXE29 and BACXES52.
Bootstrap (1,000x) confidence values lower than 80 are indicated
using a grey square and values lower than 60 with grey lines.
AtCXEs with known activity are highlighted with a star (*).
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