Supplemental File 1. Table S1. Frequency and prognosis value of cytogenetic and

molecular genetic abnormalities identified in ALL.

S1

Whole Prognosis
Genetic abnormalities [1-8] cohort | Pediatric | Adult
[3,11-15]
[1,9,10]
B-ALL
Hyperdiploidy (>50 and <60 chromosomes) 20%-30% 25% 5-10% Favorable
Near-haploid 24-31 chromosomes 1-3% Adverse
Low hypodiploid 32-39 chromosomes 1-3% Adverse
High hypodiploid 40-43 chromosomes 1-3% Adverse
Near-diploid 44-45 chromosomes Favorable
TEL-AML1 (ETV6-RUNX1) #(12;21) 15-25% | 20-30% 2% Favorable
KMT2A (MLL) rearranged t(v;,11q23) 5-6% 8% 10% Adverse
E2A-PBX1(TCF3-PBX1) #(1,19) 2-6% 5% 3% Favorable
BCR-ABL t(9;22) 2-5% 2-4% 25% Improved *
IL3-IGH@ t(5;14)(931,932) rare <1% <1% Intermediate
CRLF?2 rearrangement (IGH-CRLF2; P2RYS- 5-7% Adverse **
CRLF2)
BCR-ABLI-like’ or Ph-like 10-15% 10% 20% Adverse
iAMP21 2% Adverse
TCF3-HLF t(17;19) <0.5% Adverse
DUX4- and ERG-deregulated Favorable
MEF2D-rearranged 3% to 4% 6% Unknown
ZNF384-rearranged 3% 7% Unknown
PAXS5 rearrangement 2% Unknown
T-ALL
TCR rearrangements
TLX1 (HOX11) (10924) 5-10% 7% 30% Favorable
TLX3 (HOX11L2) (5935) 20-25% 20% 10-15% Adverse ***
TAL1(SCL) (1p32) 15-18% 7% 12% Favorable
TAL2 (9934) <1% Unknown
LMO1/ RBTNI1 (11p15) 10% Favorable
LMO2/RBTN2 (11p13) 10% Favorable
LYLI (19p13) <1% 1.5% 3% Adverse
BHLHBI (21422) <1% Unknown
LCK (1p34) <1% Unknown
NOTCH1/TAN1 (9434) <1% Unknown
MYC (8q24) Unknown
TCL1(14432) Unknown
CCND2 (12p13.32) <1% Unknown
MTCP1 (Xq28) Unknown
Non-TCR rearrangements
SIL-TAL1(SCL) 9-30% Unknown
PICALM(CALM)-MLLT10(AF10) 5-10% Unknown
E2A/PBX1 Unknown
NOTCHI1(TAN1)-fusions Unknown
KMT2A (MLL)-MLLT1(ENL) 2-5% 0.2% 0.5% Favorable
KMT2A (MLL) rearrangements 5% Adverse
NUP98-SETBP1 Unknown
NUP98-RAP1GDS1 Unknown
NUP98-ADD3 Unknown
BCR-ABL1(Ph+t) <1% Adverse
EML1-ABL1 <1% Unknown
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NUP214(CAN)-ABL1(ABL) 5-15% Adverse (some
studies),
intermediate (other
studies)
SET/NUP214 Unknown
ETV6(TEL)-JAK2 <1% Unknown
Early T-cell precursor Adverse

Abbreviations: ALL= acute lymphoblastic leukemia. * With TKI therapy. ** In non-Down syndrome-
associated ALL. *** In some studies.
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