cancers W\ﬁ@

Article
Comprehensive Exome Analysis of

Immunocompetent Metastatic Head and Neck Cancer
Models Reveals Patient Relevant Landscapes

Hui Li, Hoi-Lam Ngan, Yuchen Liu, Helen Hoi Yin Chan, Peony Hiu Yan Poon,
Chun Kit Yeung, Yibing Peng, Wai Yip Lam, Benjamin Xiaoyi Li, Yukai He and
Vivian Wai Yan Lui

Supplementary Materials

e i B oDy
alterations from GISTIC I -.

ROBO2 [ | 70% (356/510)
FANGB | N 1 29% (150/510)
EGFR I 1R | | (N | 42% (213/510)
PIK3CA el m [ | I | || [ | 1% (363/510)
HRAS | ] 13% (64/510)
FBXWT | 79% (36/510)
coKnza Hwem o mm (ppyeEnE  im 1| [IRINY Nl | 48% (2451510)
FANCE | 27% (139510)
AsUBA I 15% (76/510)
Ret I 11 | | I | 41% (2111510)
ATR 3% (16/310)
Genetic Alteration | Ampiification | Gain [ Doop Dotetion || Shaiow Delation || Mo atterations

Figure S1. Oncoprints showing respective CNVs of ROBO2, FANCB, EGFR, PIK3CA, FBXW7,
CDKN2A, FANCF, AJUBA, RB1 and ATR genes in TCGA-HNC (N = 510).
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