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Figure S1. Consensus clustering analysis of the angiogenesis related genes in the TCGA cohort. (a)
Consensus clustering cumulative distribution function (CDF) with k valued 2 to 9. (b) Relative change
in area under the CDF curve with k valued 2 to 9. (c) Consensus clustering matrix for k = 2.
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LRPAP1
NRP1
STC1
VEGFA
S100A4
PGLYRP1
KCNJ8
LPL
MSX1
CCND2
SPP1
VIN
FSTL1
COL5A2
COL3AT
JAGT
SLCO2A1
PRG2
ITGAV
LUM
SERPINAS
VAV2
FGFR1
PTK2
APOH
PF4
VCAN
CXCL6
THBD
JAG2
PDGFA
TNFRSF21

pvalue
0.981
<0.001
0.002
0.982
0.297
0.300
0.002

Hazard ratio
1.004(0.737-1.368)
1.562(1.241-1.966
1.286(1.101-1.525
1.002(0.836-1.201
0.927(0.805-1.069)
1.236(0.828-1.844)
1.351(1.115-1.638)
1.219(1.038-1.431)
0.874(0.721-1.059)
0.987(0.879-1.107)
1.050(0.966-1.142)
1.132(1.039-1.233)
1.231(1.049-1.444)
1.217(1.048-1.414)
1.158(1.029-1.304)
1.023(0.828-1.263)
1.276(1.088-1.496)

2.916(0.745-11.416)
1.374(1.088-1.734)
1.194(1.050-1.358)
1.170(1.031-1.328)
0.905(0.719-1.140)
1.169(1.006-1.358)
1.061(0.741-1.521)
1.161(1.039-1.298)
0.972(0.848-1.113)
1.267(1.094-1.468)
1.031(0.914-1.164)
1.264(1.057-1.5611)
1.017(0.814-1.271)
1.154(0.950-1.402)
1.001(0.842-1.191)
1.154(0.979-1.360)
1.182(1.045-1.338)
0.942(0.706-1.256)
1.156(0.987-1.354)
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Figure S2. Univariate Cox and LASSO Cox regression analysis for OS-related ARGs. (a) Univariate
Cox analysis of the 36 ARGs derived from the TCGA dataset in terms of OS. (b, c) LASSO Cox
regression analysis of the selected 17 ARGs.
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Figure S3. The calibration plots and decision curve analysis of the OS-related nomogram in two

datasets. The calibration plots for predicting OS at 3- (a) and 5-year (b) in the training set and the

calibration plots for predicting OS at 3- (c) and 5-year (d) in the validation set. Nomogram-predicted

survival is plotted on the x-axis, actual survival is plotted on the y-axis. The line at 45° represents

ideal prediction. Vertical lines represent 95% confidence intervals (CI). Decision curve analysis of the

OS-related nomogram at 3- (e) and 5-year (f) in the TCGA cohort. Net benefit of the nomogram that

only contains the clinicopathologic features and the combination of nomogram and ARG risk score in

making a more precise prediction of OS. “None” indicates that all samples were negative without

intervention and the net benefit was 0. “All” indicates that all samples were positive with

intervention.
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Figure S4. The discrimination and calibration of the nomogram without ARG risk score. ROC curve
of the nomogram only contains clinicopathological features at 3- and 5-year (a). The calibration plots
for predicting OS at 3- (b) and 5-year (c) in the TCGA cohort. Nomogram-predicted survival is plotted
on the x-axis, actual survival is plotted on the y-axis. The line at 45° represents ideal prediction.
Vertical lines represent 95% CI.



