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Figure S1: Classification accuracy of BRCA for two different cutoffs a) z_t=2 (blue) b)
z_t=3 (orange)



regulation of vesicle-mediated transport -

cell cycle phase transition -

mitotic cell cycle phase transition

regulation of cell cycle phase transition -
neuron death 1

regulation of mitotic cell cycle phase transition 4
regulation of neuron death |

chromosome segregation

neuron apoptotic process -

regulation of exocytosis 1
cytoskeleton-dependent intracellular transport 5
mitotic sister chromatid segregation -

transport along microtubule -
microtubule-based transport -
peptidyl-threonine modification -
peptidyl-threanine phosphorylation |

regulation of mitotic sister chromatid segregation |
axo-dendritic transport |

mitotic sister chromatid separation -

axonal transport 1

001 002 003
GeneRatio

Figure S2: Functional analysis of GBM cluster 1

p.adjust

Q00025
000050
Q00075
000100
000125



cell cycle phase transition -

mitotic cell cycle phase transition -
regulation of mitotic cell cycle phase transition -
G2/M transition of mitotic cell cycle -
cellular respiration -

protein stabilization -

calcium ion regulated exocytosis -
transport along microtubule -
microtubule-based transport 4
proton transmembrane transport |
respiratory electron transport chain 4
superoxide metabolic process -
axwo-dendritic transport -

axonal transport 4
vesicle cytoskeletal trafficking
clathrin-dependent endocytosis
anterograde axonal transport
synaptic vesicle fusion to presynaptic active zone membrane

vesicle fusion to plasma membrane -Ik

membrane protein intracellular domain proteolysis

Figure S3: Functional analysis of GBM cluster 2
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Figure S4: Functional analysis of GBM cluster 3
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Figure S5 :Functional analysis of GBM cluster 4
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Figure S6: Enriched biological functions of each subtype of COAD cancer



