Figure S12. Correlations between the 47 different proteins which changed significantly in patients 24 hours post-CRYO (n=24). a). Correlation

matrix showing pair-wise correlations between the change in each protein with the scale bar gradation showing the correlation coefficients from

0 to 1 and blue and red indicating positive and negative correlations respectively; b). Examples of the most strongly correlated protein biomarkers

which changed significantly post-CRYO
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IL-10 post-CRYO (% of baseline)

ESM-1 post-CRYO (as % of baseline)
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