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Supplementary Figure S1. mRNA expressions of cell cycle regulators, CCND1, CDK4, CDK6, and
CDKNI1A, of four synovial sarcoma cell lines treated with 0 puM and 1 uM of ABBV-075 examined
using quantitative polymerase chain reaction. Data are represented as means + standard deviation. ¥,
P <0.05; **, P <0.01 (Student’s t-test).
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Supplementary Figure S2. mRNA expressions of BCLxL compared with BCL2 in four synovial
sarcoma cell lines examined using quantitative polymerase chain reaction. Data are represented as
means * standard deviation. **, P <0.01 (Student’s t-test).



