Table S1. Primers used for selected genes in gRT-PCR analysis. Sequences obtained from Phytozome
database (www.phytozome.org) were used for primer design.

Gene Citrus unigene Homolog in | Most similar Orientation | Sequence
(phytozome) Arabidopsis | protein
CsPLDa orangel.1g004579m | AT3G15730 | Phospholipase | F GATTCCAGGAGGCCAAAGC
D-Alpha 1 R CTGTCATCCCAAACAAGCATACAT
CsPLDB orangel.1g001126m | AT2G42010 | Phospholipase | F AATTGTAGATGCTGATGCTGGTTATAA
D-Beta 1 R TTACCCGTGAAAGTAGGATTGTGA
CsPLDy orangel.1g003057m | ATAG11850 | Phospholipase | F AATCTGGTCTCCAGAACAAATATGTG
D-Gamma 1 R GCTGCTGTCTACCCCGTCTAAT
CsPLDS orangel.1g002960m | ATAG35790 | Phospholipase | F TGTAGACACACAGGCATCTGGTAA
D-Delta R GGAGCCTTGGTTCCAATAGGATA
CsPLD{ orangel.1g001322m | AT3G16785 | Phospholipase | F ATCAATGACAGGAGTTTACTTGGTTC
D P1 (Zeta 1) R AGCGAGAGCCGAAGACTCAA
CsGAPDH orangel.1g019445m | AT1G13440 | Glyceraldehyde | F CGTCCCTCTGCAAGATGACTCT
3-P R GGAAGGTCAAGATCGGAATCAA

dehydrogenase




