Table S4. Putative BoDRF genes identified in B. oleracea using B. rapa DFR (BrDFR) genes [49].
	Bo_ID†
	Bo_ID§
	Description
	BrDFR (Br_ID) (Ahmed et al. 2014)

	Bol035269
	Bo9g058630
	Dihydroflavonol-4-reductase (BoDFR)
	(Bra027457)

	Bol028633
	Bo2g061390
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR1 (Bra038342), BrDFR8 (Bra020021), BrDFR9 (Bra020020), BrDFR10 (Bra020019)

	Bol006592
	Bo8g001470
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR2 (Bra031666)

	Bol015141
	Bo2g136200
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR3 (Bra026600)

	Bol024018
	Bo6g106980
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR4 (Bra024747), BrDFR5 (Bra024746), BrDFR6 (Bra024744)

	Bol011801
	Bo3g179600
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR7 (Bra023231)

	Bol042326
	Bo7g111300
	NAD(P)-binding Rossmann-fold superfamily protein
	BrDFR11 (Bra019062)

	Bol029074
	Bo1g006470
	Chloride channel
	BrDFR12 (Bra010535)


†http://brassicadb.org/brad. Genes were identified in B. oleracea var. capitata homozygous line 02–12 with elite agronomic characteristics and widely used as a parent in hybrid breeding [68].
§http://plants.ensembl.org/Brassica_oleracea/Info/Index. Genes were identified in Chinese kale rapid cycling line (TO1000), a homozygous doubled haploid line derived from B. oleracea cultivar TO1434 [69].
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