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Table S8. Data Used for Co-expression Network Analysis
	Sample
	SRA
	Title

	WT rep1
	SRR3284473
	Maize endosperm-specific transcription factors O2 and PBF network the regulation of protein and starch synthesis

	WT rep2
	SRR3284474
	

	WT rep3
	SRR3284475
	

	PbfRNAi rep1
	SRR3284476
	

	PbfRNAi rep2
	SRR3284477
	

	PbfRNAi rep3
	SRR3284478
	

	o2 rep1
	SRR3284479
	

	o2 rep2
	SRR3284480
	

	o2 rep3
	SRR3284481
	

	PbfRNAi;o2 rep1
	SRR3284482
	

	PbfRNAi;o2 rep2
	SRR3284483
	

	PbfRNAi;o2 rep3
	SRR3284484
	

	wild type
	SRR2089506
	ZmMADS47 Regulates Zein Gene Transcription through Interaction with Opaque2

	MADS47 RNAi
	SRR2089505
	

	WT rep1
	SRR5418460
	OPAQUE11 Is a Central Hub of the Regulatory Network for Maize Endosperm Development and Nutrient Metabolism

	WT rep2
	SRR5884511
	

	WT rep3
	SRR5884512
	

	o11 rep1
	SRR5418459
	

	o11 rep2
	SRR5884513
	

	o11 rep3
	SRR5884514
	

	WT-1
	SRR5270329
	The Maize Imprinted Gene Floury3 Encodes a PLATZ Protein Required for tRNA and 5S rRNA Transcription through Interaction with RNA Polymerase III

	WT-2
	SRR5270330
	

	WT-3
	SRR5270331
	

	fl3-1
	SRR5270332
	

	fl3-2
	SRR5270333
	

	fl3-3
	SRR5270334
	

	wild type
	SRR1124756
	Identification and Characterization of Maize floury4 as a Novel Semidominant Opaque Mutant That Disrupts Protein Body Assembly

	fl4 mutant
	SRR1124755
	

	wild type
	SRR4254715
	Mitochondrial Function and Maize Kernel Development Requires Dek2, a Pentatricopeptide Repeat Protein Involved in nad1 mRNA Splicing

	dek2 mutant
	SRR4254714
	

	wild type
	SRR3351629
	Editing of Mitochondrial Transcripts nad3 and cox2 by Dek10 Is Essential for Mitochondrial Function and Maize Plant Development

	dek10 mutant
	SRR3351628
	

	wild type
	SRR3532908
	Dek35 Encodes a PPR Protein that Affects cis-Splicing of Mitochondrial nad4 Intron 1 and Seed Development in Maize

	dek35 mutant
	SRR3532907
	

	wild type
	SRR5318222
	Maize Dek37 Encodes a P-type PPR Protein That Affects cis-Splicing of Mitochondrial nad2 Intron 1 and Seed Development

	dek37 mutant
	SRR5318221
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