Figure S1. Graphical genotypes of Pusa Basmati 1 near isogenic lines showing recovery of carrier chromosome of gDTY1.1 (Chro-
mosome 1). The recombinant selection using the nearest flanking marker, RM3825 shows a complete recovery, excepting the target

QTL.
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Table S1. List of markers used for foreground and background selection in the present study.

SL Marker Chrom Position (Mb) Forward Marker Reverse Marker
Foreground Marker

1 RM431 1 38.89 tectgegaactgaagagttg agagcaaaaccctggttcac
Background Marker

2 RM3825 1 36.46 ccactagcagatgatcacagacg gagcacctcataagggtttcage
3 RM14 1 8.67 ccgaggagaggagttcgac gtgccaatttcctcgaaaaa

4 RMb5 1 9.87 tgcaacttctagctgetcga gcatccgatcttgatgge

5 RM572 1 9.86 cgcggttaatgteatctgattgg ccatacttcgagatccaagactgacc
6 RM8068 1 1.65 gtetcatatgcaagcaacaactce agtatgtacgtctccteegttge

7 RM129 1 19 cactccacgccatctcteteg ctcagactcggagctcatcttce

8 HVO01-64 1 27.83 cgataggctaatcaatccac gtagtgooaagatgtgtest

9 RM1152 1 30.08 tgctcttataccgttcacatec tcaaactaacccttctgagage

10 RM493 1 12.26 gtacgtaaacgcggaaggtgacg cgacgtacgagatgccgatcc

11 RM1344 1 7.02 aatgttcctgcaatccgagtagg cacagaatgtgagcattcactcc
12 HV01-79 1 3791 aatgtatgggaatatcgtgc tcttcaccacattgetgtta

13 RM6840 1 43.16 cgactggaagaagggatcatgg cacactaccaagactccgctatge
14 RM499 1 0.38 ccgtaccaaacaccaacactgce cggcegatcatctaatctaatctace
15 RM495 1 0.21 atgatgatggacgacgacaacg tgaatccaaggtgcagagatgg
16 HV02-68 2 27.05 tgctactectagetgctace ttacaggcggaatctgtaat

17 RM110 2 1.32 aaattcgaagccatccaccaacg gccgacgaggtcgagtagaagg
18 RM5460 2 33.79 acaaccacagctgcttgaattgc agaggaacccactgeccttge

19 RM71 2 8.7 ctagaggcgaaaacgagatg gggteoocgagetaataatg

20 RM13263 2 18.18 aagattgcacactggtgttctcc agaagagccggtctttgtctee
21 RM166 2 34.35 getectgggteaataattggettace ttgctgcatgatcctaaaccgg
22 RM12476 2 2.79 gacgagtgatgtcagcacataaacc actatccacagcagccattgteg
23 RM5916 2 34.05 gctataagaatcgtattaag tactgctattaaagtcagaa

24 HV02-10 2 4.29 gaactggagttgcagatttc gttcatgatgcttgttgcta

25 HV02-80 2 32.69 tgatggatatagagcgacct aatatgtttcatcaaacccg

26 RM6247 2 5.79 ctegtctectcatgeatatcagce tgcctegcetettgtctttactec

27 RM138 2 35.68 agcgcaacaaccaatccateeg aagaagctgcctttgacgctatgg
28 RM520 3 30.71 acgataacgccgacatcactgg gctaagcatccacggtttctctee
29 RM186 3 28.8 tectecatctecteegceteceg gggcgteateoccttettcgtc
30 OSR-13 3 71 catttgtgcgtcacggagta agccacagcgcccatctcte

31 RM489 3 431 gaacagggacacaatgatgagg gacgatcggacacctaattacagc
32 RM14639 3 6.94 ataagaggactacgccaaacaacacc atggctgeaatccattctttgg

33 RM3864 3 5.82 ttecttecgecggagtcaacc agaaccgcaagacgaaatcacage
34 RMb55 3 36.41 ccgtegeegtagtagagaag tcccggttattttaaggeg

35 HV03-93 3 36 gactgacttcggtettcatt tgcgttcttatatatggect

36 HV03-2 3 1.01 tagcggagttggaataacac ctgcactgcataccteataa

37 RG1140 3 13.86 atatgcgcttectcttegtt aaattcacaaactctcgctatt

38 HV03-12 3 4.92 ttgtacttccttccctgaaa gtcaggatgttacctaageg

39 RM22 3 1.5 getttggeagcccataatct ctggecttctttcactegtc

40 RM551 4 0.16 cttactccattgggctggaacc tgtaggoteotaagagatccactec
41 RM470 4 28.24 cccteecgtagaccttgtacce ccacagctaaccaatccttctee

42 RM1153 4 33.06 tggaggagcggtggtacteg ccggtggacctaacaaattacgce
43 RM1155 4 20.52 gacagggagtgtgecaactatgc gatcacagacaatcatgggttes
44 RM280 4 35.2 gtectctccatgtcggattatge caaggcaacaagattggttagtgg
45 HV04-15 4 11.31 taggtttggetccttaaatg gccattcaagcaattgtaa
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SL Marker Chrom Position (Mb) Forward Marker Reverse Marker

46 HV04-21 4 16.41 attctctgtttgectecatt ccctgtettgtttagtgtcttt

47 NKSSR04-11 4 30.9 ccatcagttgaagggctctc cttttatggcatgggcaact

48 NKSSR04-19 4 31.26 ctggaatcacaaaccacgac gctacctecaagetecacgac

49 RM1359 4 20.04 cgacttgccaaaggtcaacg gattctacgggccacaagtce

50 RM13 5 28.6 tccaacatggcaagagagag ggtggcattcgattecag

51 RM31 5 28.61 gatcacgatccactggagct aagtccattactctectece

52 RM3476 5 23.76 tgatagttgacaatgcaggagagg tcgatceggaagttatttetge

53 RM538 5 25.88 cagtttgacacaagcagcaagc ctccacagcttgagggaatge
54 RM122 5 0.31 gagtcgatgtaatgtcatcagtge gaaggaggtatcgctttgttggac
55 RM7588 5 9.3 gcaatttccgaagcccatgacg geecatgggtacgtgctatgatee
56 RM18371 5 14.23 gtgtgcatgtgtagtegagacc ctgtggacattggtagatgtee
57 RM159 5 0.45 atcaacaagatggcctcttaccc gcacccttatgaatgactttgg

58 HV05-64 5 27.77 gagtaccctgttccaccata cacaaacaacagcatttcac

59 RM162 6 23.65 ttgttccagttcaggtcttgtec ccctacaaacaccataagaagceaacc
60 RM19268 6 0.81 ctgatttgcacgatgagaactacc cttcatctectttgtegcagaagce
61 RM19291 6 121 cacttgcacgtgtectctgtacg gtgtttcagttcaccttgcatcg
62 RM589 6 1.38 gtggcttaaccacatgagaaactacc tcacatcattaggtggcaatcg
63 HVSSR06-40 6 16.47 ctcttecgtggttaaagaaa cactggtatgatctcegact

64 RM469 6 0.56 ttacgtgatcacacaggctctcc aagctgaacaagccctgaaagg
65 RM527 6 9.87 cggtttgtacgtaagtagcatcagg tccaatgecaacagctatacteg
06 RM528 6 26.17 ggaggagaaccatatttggcaagg agcttggaccactttcaacactaagc
67 RM21384 7 10.75 ctecteccattgttcaccactee aggaggatggaagggcactage
68 RMb5436 7 9.1 tgagctgcacaagacagacaagc accatttgaacaggatggactgg
69 RM2 7 16.02 acgtgtcaccgcttect atgtccgggatctcatcg

70 RM7 7 9.83 ttcgccatgaagtcteteg ccteccatcatttegttgtt

71 HV7-22 7 711 tagctaccctcaacaagagc cccttacctcacatcaccta

72 RM432 7 18.9 ctttctgtctcacgctggattgg tgcgtacgtgatgaatggttage
73 RMb5499 7 10.02 ggacgaaagggtatttgattgg cctcaaggtggtctecttctec

74 RM1132 7 23.93 tcaaggtcgacatgttaggtatge aaccctatcacctgagaaacatcc
75 RM21930 7 24.51 tagctgttgtgcatgatgttcg gctggactectcttgatetctec

76 RM3691 7 19.17 ccaaatgcctcataatgtgtctgc tggaggtacaggtagagctgatge
77 HVSSR7-01 7 0.15 tgctccaagagacttgatct gagtaccaattcagcgacat

78 HVSSR7-12 7 241 gcctetagcetaaacctcaaa acagtagcagtgaaggtect

79 RM21800 7 22 gtgaaatttgcctegetgtaacg catctaaccctgctttggactge
80 RM25 8 4.38 ggaaagaatgatcttttcatgg ctaccatcaaaaccaatgttc

81 RM1308 8 27.89 aaaccaagcatccagtgacc ggaaccgttcttcatacagtcc

82 RM404 8 1543 ggagcagctaaggcagataagagg gcctteatgettcagaagacagce
83 RMS80 8 24.47 ctcatctcegeecttgattee gcccatcaacctegtcttcace

84 RM5637 8 21.23 ttgctteectaccttctecttee gcaccacctcctccaactce

85 HVSSR8-24 8 9.27 cgactacgtacttccttcca atgaacggaggtetacttgt

86 RM22832 8 12.17 acgccacacctctectcatctce agatcgatccatgecgetagtec
87 RM22825 8 11.75 agcacatcacaaacctaccctacc cctaattaatccegeggaacc

88 RM22804 8 11.3 ggaccaacctaagcagtgactcg ctgaagagcgatcatcaaatgtgg
89 RM257 9 17.66 ccgtgeaacttaaatccaaacagg ggaatcctatatgagccagtgatee
90 RM571 9 33.2 ggaggteaaagcgaatcatg cctgetgetcttteatcage

91 RM285 9 20.52 ctgtggecccaatatgtcac ggcgeteacatggagaaag

92 HV09-25 9 14.78 gtcgatcgaggagtaaactg ggtgtcactggtttgtttct

93 RM3283 10 11.86 agcggaatcagattgtgacgaactcc cteeetgecgatgageaagtateg
94 RM467 10 13.04 tgttetcacatgagatggctatge gctgaccttgteagacgtttagace
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SL Marker Chrom Position (Mb) Forward Marker Reverse Marker

95 RM1937 10 17.48 ttaactcctetgetetgeacaace gegtgtgtgtcttctgtgtaateg
96 RM258 10 17.57 cteectggectttaaagcetgteg gacgaacagcagcagaagagaagc
97 RM304 10 18.21 tcaaaccggcacatataagacc cgttgtagtgtcagcaagataggg
98 RM1812 11 2.39 cctacctccagtgagagctaacc acgtgcatttgtgtggtttagg

99 RMb552 11 4.81 cgcagttgteoatttcagtgce tcatgctcaacgtttgactgtce
100 RM7226 11 14.51 geggegtattagegttgtac ccataaggttctagcccatg

101 RM287 11 16.61 ggctacacctacacgcgagaacc agatgcatggaatgcectgtttge
102 RM7221 11 26.42 ggatgccacatgtcgatttagg cteectecgtttcacaatataagg
103 RM209 11 17.8 atatgagttgctgtcgtecg caacttgcatecteeectec

104 RM26323 11 7.37 acacgccttgacgaggtgtctee cgeegtettcacgttacagagg
105 RM2197 11 2742 agcatgaaagtagcggcagacc gcttettetegtgtgteatttge

106 RM144 11 28.17 catgttgtgcttgtectactge agctagaggagatcagatggtagtec
107 RM1227 12 27.37 catcgacatgtggaccactcc gcctgagacaagtcecatggtage
108 RM519 12 19.97 aatttccgcgaaatcagcatcc tcatctggacagtegaggtacgce
109 RM1261 12 17.57 atggtagagacacaagtccatge gacaaattggtgtagetgaage
110 RM1246 12 19.15 ggctcacctegttctegatee cataaataaatagggcgccacacc
111 RM491 12 3.58 cacatgatgcgtagcgagttgc ttatgcctetecctteccaattec
112 RM247 12 3.18 aaggcgaactgtcctagtgaagc caggatgttcttgccaagttgc
113 RM313 12 27.53 tgctacaagtgttcttcaggac gctcaccttttgtgttccac

114 RM20 12 0.97 tgtatgcacagctgctctactce gcacgaccagaaattaacaagg

Chrom, chromosome
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Table S2. Agro-morphological parameters indicating the relative performance PB1 NILs and parents under stressed (S) and un-

stressed (NS) conditions during 2017, 2018 and 2019.

Genotypes Season  DF PH NT PL SF
S NS S NS S NS S NS S NS
P1882-12-111-1 2017 100.50¢ 99.5¢d 74.1cd 107.5v 9.1bc 12 4z 2420 29.00 525w 85.7xd
2018 109.00 102.52 85.1b 112.8¢ 11.0ebc 15.4ebc 23.20 29.12 45.4 82.4d
2019 116.02 109.0 75.3¢f 103.8¢ 15.8° 16.0® 25.04 28.5 52 4de 72.3
P1882-12-111-2 2017 99.50 97.5bd 70.6¢ 102.3b 10,600 12.30 28.62 28.6° 51.5%c  90.1
2018 101.0ebe 99.5° 91.4 107.5¢ 12.74bc 139 254 2872 71.1 82.5¢d
2019 110.00 105.52 80.7cde 104.9¢ 13.8° 15.7¢% 257 28.12 64.30 78.6¢f
P1882-12-111-3 2017 98.0de 96.0cd 70.6cd 99.50¢ 10.6%c 11.6% 26.6% 2840 48.7dbc 9] .4ab
2018 101.5e¢ 99.5° 88.20 108.5¢ 12 4abe 15.4abe 25.0 28.00  61.9® 79.1bed
2019 1115 105.00 81.(cde 101.6¢ 12.5%® 14.14 2542 28.22 69.8x4 77.9def
P1882-12-111-4 2017 100.50¢ 100.5% 73.6cd 103.9bc 11.2abc 11.3ee 26.5%® 28.3 503 86.7xd
2018 104.0e0 10452 91.8° 112.0¢ 12.1abc 15.1bc 24.8 2872 75.6° 86.42
2019 109.5° 108.52 76.4¢f 103.8¢ 11.3¢® 18.32 24.60 27.6% 6644 74.8¢
P1882-12-111-5 2017 98.5¢de 98.5+d 73.1d 100.0be 9.6%c 11.1be 26.44b 29.00 60.62 88.1d
2018 101.0abe 101.52 89.4b 109.6¢ 12.0abe 14.5¢ 25.1 29.72 62.0 85.3bc
2019 110.50 107.52 79.7cde 105.3¢ 12.2® 16.3% 25.10 28.3 72.80 81.701
P1882-12-111-6 2017 97.0e 95.54 73 .4cd 102.6b 10.2abc 11.6% 2720 28.6° 51.4abe  911ab
2018 100.5+4 100.52 87.0° 111.0¢ 12.72be 15.3abe 244 28.7 54.6% 83.8xd
2019 109.00 107.52 79.5¢de 104.0¢ 11.94 17.14 24.9 28.3 67.2: 85.3xd
P1882-12-111-7 2017 98.5cde 97 .5bcd 69.9<d 102.5b¢ 12.9% 13.6%bc 28.20 2872 42 4 87.2xd
2018 102.0ebe 101.02 89.1b 111.4¢ 14.52 16.5ec 248 29.72 61.2 83.9ad
2019 107.50 105.02 86.3¢ 103.0¢ 13.1 16.9 26.12 28.80 69.7d 83.2d
P1882-12-111-8 2017 1005 100.5® 70.4 106.1b 11.7abe 12.22¢ 27.2a 28.7 49.1abc 83,10
2018 105.0 100.52 86.8v 109.0< 12.2abc 16.1abe 245 2810 63.1 76.6¢4
2019 109.50 107.02 81.3cde 101.9¢ 13.52 15.3® 2520 28.8° 67.5vd 80.0¢
P1882-12-111-9 2017 102.50¢ 99.5¢4 74.9<d 108.60 8.6¢ 10.70 27,0 288 48.30be 79.7¢
2018 98.5+4 101.52 90.70 111.2¢ 12.9abc 14.60 25.00 29.22 64.72 89.12
2019 110.00 108.00 75.1¢f 101.0¢ 13.32 16.12 243 28.2 65.5v¢ 80.9v
P1882-12-111-10 2017 103.50 99.0xd 74.5¢ 99.(bed 9.4abe 10.4ode 27.3 28.7 52.5abc 79.0de
2018 102.5¢b 102.02 86.30 110.1¢ 11.6%c 14.70 229 2872 71.6% 86.42
2019 110.50 109.02 75.2¢f 100.8¢ 11.7% 17.3® 2460 278 659 83.9u
P1882-12-111-11 2017 100.0b- 102.00 73.5¢ 101.80c 9.2abc 13.94 274 29.12 49 ebe 7540
2018 103.5% 100.0 85.50 111.8¢ 10.6b 182 23.1 29.9: 52.8q® 86.8
2019 110.00 107.52 77.9¢t 101.1¢ 12.0e® 14.3q® 2542 29.5 68.9+4 82.1vf
P1882-12-111-12 2017 99.50¢ 99.5+d 76.3bcd 101.2b¢ 8.5¢ 9.7de 28.20 28.6° 54.7abe (). 1cde
2018 102.0ebe 101.02 88.9v 112.1¢ 11.6%c 16.2ac 2490 29.50 62.5% 81.0d
2019 108.5° 105.52 81 4ede 105.9¢ 11.8e 14.3q® 2472 30.12 70.24 81.1vf
P1882-12-111-13 2017 98.5¢de 96.50 75.8bcd 96.20cd 8.1c 10.3de 28.72 27.9 51.50¢ 79.1de
2018 104.0e0 102.02 86.70 114.7¢ 12.3ebc 14.80c 245 29.72 56.0 84.1d
2019 108.50 106.02 81.5ede 102.3¢ 11.5% 152 25.8 29.30 63.40- 77.14
P1882-12-111-14 2017 98.5cde 96.50cd 74.3cd 92.2d 9.9abe 11.3%e 27.8 2840 64.8° §9.1abe
2018 102.0ebc 100.52 83.10 107.8¢ 12.0abe 15.8abe 23.0 294 54.24b 81.7xd
2019 108.50 105.0 74.8¢f 100.2¢ 11.5% 14.74 25.61 28.7 62.0de 759¢
P1882-12-111-15 2017 97 .5d 97 (bed 77.6b 101.2b¢ 9.5abe 9.2¢ 27.5 29.22 65.5° 87.7xd
2018 100.0#d 101.02 86.50 109.7¢ 10.70¢ 16.9abc 229 8.0 634 74.6
2019 109.5° 106.0 80.4cde 101.8¢ 13.50 13.2 25.04 28.5 67.5+ 79.2¢1
P1882-12-111-16 2017 101.50<d 99.5¢d 77 4o 103.8b¢ 9.2abe 113w 269 30.00 573 86.1xd
2018 101.0abe 103.52 89.10 110.3¢ 12.2abe 14.60 23.72 28.7 51.8q® 80.124

Page 5 of 8



Genotypes

P1882-12-111-17

P1882-12-111-20

PB1

N22

IR86918-B-B-305

IR64

SE

LSD (5%)

Season DF PH NT PL SF

S NS S NS S NS S NS S NS
2019 109.0b 108.02 75.9¢f 104.1¢ 11.4e 12.5b 24 42 29.52 62.90- 79.9¢f
2017 99.0cde 100.02b¢ 77 4be 105.4bc 9.9abe 12.8#d 27 4a 29.62 61.12 85,744
2018 103.5¢® 101.52 89.0° 111.3¢ 14.2 18.8¢ 24,52 30.22 55.0a 8114
2019 109.0 106.52 77 9det 104.6¢ 12,14 13.94 25,32 28.9 74.62 85.63bc
2017 100.50 100.02be 79.4b¢ 103.7b¢ 11.0abe 12.30 28.4a 28.9 56.7¢bc 86.7xd
2018 104.5¢® 105.02 85.00 112.5¢ 10.3¢ 15.8qbc 23.3 28.72 61.4a> 80224
2019 109.0b 107.02 81 5ede 102.4¢ 11.2: 13.30 26.4a 29.4a 67.124 78.3det
2017 97.5d 95.54 70.3¢d 93.0cd 10.3abe 11.4a- 26.9: 28.22 45,9bc 76.5¢
2018 100.044 101.02 86.7° 112.9¢ 12.5abe 15.7abe 22,72 29.52 47,1 75.24
2019 109.5 105.52 84.2¢d 105.8¢ 7.90 15.8q® 26.12 29.62 59.6¢ 81.2v4
2017 84.5¢ 84.0¢ 88.3% 126.12 13.42 11.72¢ 18.14 23.4v 61.5® 93.42
2018 84.0de 82.0b 11942 130.3 13.5¢ 14.5¢ 17.0 23.5¢ 57 5ab 87.0a
2019 84.0d 81.0¢ 101.90 123.10 13.3 16.74 19.5 22.1¢ 68.12d 84.9xd
2017 75.58 74.5¢ 96.92 12352 11.9abe 11.1b 22 4¢ 23.3b 53.3abc 84.0b-
2018 80.5¢ 80.50 130.62 153.52 11.4¢ 15.84bc 20.52 2540 1.9 83.9ad
2019 82.5¢ 81.5¢ 117.62 131.62 13.22 15.3: 20.8 24.Tbe 70.72bc 91.4a
2017 112.52 87.5¢ 63.84 85.04 10.4¢bc 14.52 21.7¢ 22.6b 48.5abc 79.4de
2018 90.0b- 86.5 87.00 96.84 12.3¢ 14.1¢ 23 257 66.4b 81.0xd
2019 93.5¢ 89.0 71.0f 87.9d 10.74b 1442 20,9 23.4¢ 67.3¢ 87.1abc
2017 147 1.36 142 1.89 0.29 0.28 0.55 0.44 1.30 1.09
2018 143 143 241 2.26 0.23 0.26 040 0.35 1.62 0.82
2019 1.80 1.76 2.14 1.77 0.32 0.31 0.38 0.44 1.00 0.98
2017 2.08 8.58 323 141 6.96
2018 391 20 3.67 221 9.61
2019 2.34 3.69 2.94 1.82 463

DF, days to 50% Flowering; PH, plant height in cm; NT, number of reproductive tillers; PL, panicle length in cm; SF, spikelet fertility
%; SE, standard error; LSD, least significant difference

Means followed by same letters are statistically at par based on the least significant difference test at 95% confidence level.
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Table S3. Drought tolerance indices and grain yield of PB1 NILs along with checks and parents under stressed and unstressed con-
ditions during 2017, 2018 and 2019.

Genotypes Year Grain Yield (Kg/ha) %R DYI STI SSI
Stressed Unstressed
P1882-12-111-1 2017 645.82 5803.52 88.9ab 1.57ab 0.11a 1.11ab
2018 325.8 5216.6°f 93.8 2,790 0.05 1.17
2019 745.4m 5614.8¢ 86.72 1.31a 0.13u 1.08
P1882-12-111-2 2017 581.7: 5933.8¢ 90.2ab 1.78zb 0.11a 1.12
2018 1300.7>¢ 5404.5 75.9cde 0.73b 0.22v 0.95¢de
2019 1389.3s1 5932.8% 76.6> 0.75%¢ 0.25¢ 0.95¢
P1882-12-111-3 2017 689.82 5922.1a 88.4ab 1.502 0.132 1.102
2018 1526.2+1 5955.3bcd 74 4ede 0.68 0.28pc 0.93cde
2019 1671.4f 5953.92b 71.9 0.62¢ 0.30¢f 0.90fsh
P1882-12-111-4 2017 440.3e 5848.2 92,53 2.32a 0.082 1.15%
2018 1210.50h 5023.8¢ 75.9¢de 0.72v 0.194 0.95¢de
2019 1054.14 5754.74b 81.7ab 0.950 0.19i 1.02abe
P1882-12-111-5 2017 598.7:b 6355.02 90.6% 1.85eb 0.122 1.13
2018 1497 .3+ 5366.1¢f 72.]de 0.63 0.25b- 0.90cde
2019 1613.7th 5798.2a 72.2¢ 0.63¢ 0.29¢fs 0.90¢h
P1882-12-111-6 2017 673.5% 6089.8 88.9ab 1.58qb 0.132 1.11ab
2018 137728 5548.3¢f 75.2¢de 0.70v 0.23b- 0.94cde
2019 2175.8« 5885.04b 63.01 0.47ij 0.39¢ 0.793
P1882-12-111-7 2017 518.42b 5798.9 91.1 1.95% 0.092 1.13q0
2018 1555.2a 5766.8% 73.0cde 0.65° 0.27«d 0.9 cde
2019 2106.24 6049.72 65.2 0.5087 0.39¢ 0.81¥
P1882-12-111-8 2017 423.2: 6315.5 93.3eb 2.602 0.08e 1.16%
2018 914.2 5059.2¢f 81.9bud 0.97v 0.14fsh 1.02bad
2019 1301.50% 5594.9b¢ 76.7v4 0.75b4 0.2257 0.96¢
P1882-12-111-9 2017 504.22b 5541.52 90.92 1.92ab 0.09- 1.13q
2018 793.3sh 4733.1 83.2ad 1.04° 0.118ni 1.0424
2019 1123.1i 5698.72b 80.3be 0.89bcd 0.204 1.00Ped
P1882-12-111-10 2017 463.32 6167.12 92.5ab 2.32ab 0.0% 1.15%
2018 630.0M 5273.6°f 88.12b 1.46° 0.10ni 1.1020
2019 1084.4i 5855.92b 81.5% 0.94pc 0.19i 1.02+d
P1882-12-111-11 2017 666.92> 5947.1a 88.8ab 1.56% 0.122 1.11
2018 1150.00- 5204.3def 77.9bcd 0.79 0.18eh 0.97%cd
2019 1550.1f¢h 5882.9ab 73.7¢h 0.664 0.28eh 0.92¢fs
P1882-12-111-12 2017 859.72b 5939.52 85.5% 1.21 0.162 1.07ab
2018 1109.5¢ 5465.2¢ 79.7bcd 0.86° 0.19¢h 0.99bcd
2019 1794.5¢ 5761.8ab 68.9hk 0.56¢ 0.32de 0.868hi
P1882-12-111-13 2017 541 .4qb 5892.7a 90.8ab 1.902b 0.109 1.13
2018 821.951 5083.3¢ 83.8abe 1.08° 0.138hi 1.04abe
2019 1235.3ik 5771.1a 78.6bcd 0.82b 0.22Mi 0.98¢de
P1882-12-111-14 2017 942.1ab 5999.9 84.3a 1.11° 0.172 1.05%
2018 958.9¢ 4982.1¢f 80.8bd 0.91v 0.15fsh 1.07bxd
2019 1249.0i 5661.8b¢ 7790 0.79v- 0.22i 0.97¢f
P1882-12-111-15 2017 797.02 6094.42 86.9: 1.33q0 0.152 1.082b
2018 1136.8v 5625.9¢de 79.8bed 0.86° 0.20-s 0.99bcd
2019 1782.5¢ 5919.5eb 69.981 0.58¢ 0.32de 0.878hi
P1882-12-111-16 2017 786.82 6206.7 87.3a 1.38 0.152 1.092
2018 1028.6¢ 5631.9¢de 81.7bcd 0.96° 0.18eh 1.02bed
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Genotypes

P1882-12-111-17

P1882-12-111-20

PB1

Nagina 22

IR86918-B-B-305

IR64

LSD (0.05)

Year Grain Yield (Kg/ha) %R DYI STI SSI
Stressed Unstressed
2019 1052.08 5976.6% 82.4ab 0.990 0.19i 1.03abe
2017 1007.9 6136.92 83.62 1.06b 0.19 1.042b
2018 1654.8+d 6041.5b¢ 72.6%de 0.64b 0.31ab 0.90cde
2019 2484.8b¢ 6190.4a 59.9 0.43ii 0.4720 0.75i
2017 1015.62 5719.4a 82.20 0.98b 0.182 1.020
2018 867.481 5371.3¢f 83.9abc 1.08v 0.14fgh 1.04abe
2019 1432 58hi 5777 .5% 75.2¢8 0.70¢h 0.25 0.944-¢
2017 309.9° 5581.7a 94,5 3.14a 0.052 1.18
2018 573.4¢ 5291.7¢f 89.2ab 1.61° 0.09hi 1.112b
2019 709.8m 5553.5b¢ 87.2a 1.372 0.12! 1.09
2017 926.5% 5458.32 83.02b 1.03b 0.152 1.032
2018 1795.9b 5033.8¢f 64.3¢ 0.490 (0.28bcd 0.80¢
2019 2596.1ab 5193.6¢ 50.0m 0.35i 0.47be 0.62k
2017 549,52 4633.2° 88.1ab 1.474b 0.082 1.10eb
2018 1748.7bh 6896.62 74.6bcd 0.690 0.37b- 0.93ad
2019 2820.62 5715.9% 50.7m 0.35i 0.492 0.63k
2017 388.020 5790.6 93.3 2.602b 0.072 1.162
2018 1197.0abe 6484.67 81.5¢cde 0.95b 0.24a 1.02¢de
2019 1981.7de 6052.5%® 67.3ik 0.53F 0.37 0.84hi
2017 704.4 980.9 11.6 1.13 0.13 0.13
2018 552.6 863.3 11.6 1.40 0.10 0.15
2019 318.8 541.5 6.2 0.39 0.06 0.09

%R, percentage reduction in yield; DYI, drought yield index; STI, stress tolerance index; SSI, stress susceptibility index. Means fol-
lowed by same letters are statistically at par based on the least significant difference test at 95% confidence level.
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