
 

 
Figure S2. Assessment of transcription factors identified by DLxJTK.  
(a) Heatmap displaying z-score standardized expression profiles of the top 60 
transcription factors (TFs) pulled from DLxJTK ranked ordered gene list. White and 
black bars indicate daytime (12-hour) and nighttime (12-hour), respectively. (b) Phase 
call distributions of the top 60 TFs identified with DLxJTK. (c) Frequency of TF families 
in the top 60 TFs identified with DLxJTK. 
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