p53 signaling pathway

all genes

maximum = —Inf

N_
A T
7))
o
—A o 4
(@))
o
VA

o~

I

~ —
el
©
e
» B e
o © |
—
(@)]
S .

o

& &
@(\& \6\& )
< N




p53_signaling_pathway

genes with data

v-irradiation -
-
it —_ e

Crenotoxic e
drgzs -

sy —

Mutition ___
deprivation  ~ " —— _|
Heatfeold
shock B e
Siress signals

04115 G420
i) Fanchisa Lahoratories

:f DHa damage — —==

l ATR

T mei{?
— Mitic oxide ™
., ™.
.

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

ll T %

Zell cyrele

CCND1

Tz 13 5
e ot
_______ arrvest
{sustained)

CCNE1

_______ - G2 amst
I S (sustainec)
o]

GTSE1

Response

S S S ——

- Cellciymle arrest

______ /! E Cell cyole ]

E Cellhilar sz nescence ]

I —

CASP8
PIDD1
g BRI S

BAX ] l PMAIP1 ] l BBC3 ] l TP53AIPL ]-____h__\__; H“—a,ﬁ_{Bid

/\\ T —
-
PR
T
-
El24 - -

CASP9 CASP3

-

- (S

sisas | [ pere | [ zwas | [ s} - i " I"— P _: fupoptosis

|
————————————————————————————————————— ~ |
|

—————————————————————————————— /

sseoner | [ avcrer | [ coez | [Goisir] [ est | [ s | ———————— — — — — — — — — — — — . ;nnlaﬂﬂrig-?hr;&giasngiogemsis
[ ooez | [ rewes | [ oo [ses@ | —————————— — — — — — — — . DNP;gn:p;ei;:eﬁon
o
—————————————————————————————————————— > Exosome medisted

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D l l TP73

53 negattve feedback




p53_signaling_pathway

sink nodes

v-irradiation -
-
it —_ e

Crenotoxic e
drgzs -

sy —

Mutition ___
deprivation  ~ " —— _|
Heatfeold
shock B e
Siress signals

04115 G420
i) Fanchisa Lahoratories

:f DHa damage — —==

l ATR

T mei{?
— Mitic oxide ™
., ™.
.

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

ll T %

Zell cyrele

CCND1

E t 5
arEetgene
_______ 1 arrest
{sustained)

CCNE1

_______ - G2 amst
T S (sustainec)
o]

GTSE1

Response

S S S ——

- Cellciymle arrest

______ /! E Cell cyole ]

E Cellhilar sz nescence ]

==~

CASP8
PIDD1
e

BAX ] [ PMAIP1 ] [ BBC3 ] [ TPS3AIPL ]______q_h_; H“—u.h_ﬂ_{Bid

N —
PO
T
-
El24 - -

CASP9 CASP3

-

- (S

sisas | [ pere | [ zwas | [ s} - i " I"— P _: fupoptosis

|
————————————————————————————————————— ~ |
|

—————————————————————————————— /

sseoner | [ avcrer | [ coez | [Goisir] [ est | [ s | ———————— — — — — — — — — — — — . ;nnlaﬂﬂrig-?hr;&giasngiogemsis
[ ooez | [ rewes | [ oo [ses@ | —————————— — — — — — — — . DNP;gn:p;ei;:eﬁon
o
—————————————————————————————————————— > Exosome medisted

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D l l TP73

53 negattve feedback




p53_signaling_pathway

Prenatal

v-irradiation -

-
Uw — - —
Crenotoxic -
dmgs - —p
Mutition ___
deprivation  ~ " —— _|
Heatfeold
shock B e
Siress signals

04115 G420
i) Fanchisa Lahoratories

:f DHa damage — —==

l ATR

— Hypaxi\a?

—_ it ide ™
- i co< \
., ™

.
.

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

ll DL %

Zell cyrele

Tomeetgenes -
_______ Glamvest
|ese | (sustained) T
L

GTSE1

I p—

Response

_—_—— -

- Cellciymle arrest

E Cellhilar sz nescence ]

= - )
_______ Goramest __ ____ J Celleyele

CASP8
T

sax | [Cewarr ]|

.
FOS5
EI24 I -

BBC3

shisas | [ perp | [ zmats ]|

SIAH1L ]/

(o] I [Goa] s ] [ ]

‘

oosz | [ Rrwzs | [ owoss | [ sesna |

1

PTEN ] l TSc2 ] l IGFBP3 l

MDM2 COP1 ] l RCHY1 l l CCNG1 ] l SIAH1

CASP9 CASP3

—

N

|

|

|

R

— — A poptosis
-

Inhibition of angiogenesis
and rmetastasis

DiMA re pair arcd
damage preventon

Inhibition of
IGF-1/mTOR. pathwary

Exosome rmediated
secre Homn

53 negattve feedback




p53_signaling_pathway

Newborn
v-irradiation -
-
Uw — - —
Crenotoxic -
dmgs - —p
Mutition ___
deprivation  ~ " —— _|
Heatfeold
shock B e
Siress signals
04115 G420

i) Fanchisa Lahoratories

:g DHa damage — —==
l ATR

— Hypaxi\a?
— Mitic oxide ™
S ™
.

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

ll DL %

Zell cyrele

Target genes

CDKN1A

GTSE1

CCND1
CDK4

CDK2

CCNB1
- =
CDK1

iz PN

PIDD1

BAX PMAIP1

[ escs

SIVAL
BCL2

El24

)

shisas | [ PERP

il

ZMAT3

IGFBP3

SERPINEL | ADGRB1

cos2 | [GosiF] [ Hest

Tom | [ | [ [ ow ]
[eren ] [ vsce | [erees ]
e e e |

CCNG1 ] l SIAH1 l |

Response

_—_—— -

—_———— - Cellciymle arrest

E Cell cyrle ] E Cellhilar sz nescence ]

CASP9 CASP3

-

|
|
|
R
o — W b poptosis
-

_________ _pe  Inhibition of angiogenesis

and rmetastasis

DiMA re pair arcd
damage preventon

Inhibition of
IGF-1/mTOR. pathwary

Exosome rmediated
secre Homn

53 negattve feedback




p53_signaling_pathway

Baby
v-irradiation -
.
UV — - -
Crenotoxic -
s N :f D& damage — —w
Mutrition . __ l AR
deprization T a_ H i
Heatfoold - __ L A ™
shock T —- Mitric oxide ™
" ™
Siress signals ™~ - ~
o A~ .
rcogens activation
Such as WIYC, E2F1,
Ras, BCE-ABL)
|
b |
l CDKN2A l—' l MDM2
ll DMA %
Zell cyrele
04115 aidy20

i) Fanchisa Lahoratories

Tomeetgenes -
_______ Gl oarrest
{sustained)

re]

_CCNBl _______ - T2 arrest
I S (Srstane)
=

GTSE1

Response

S S S ——

- Cellciymle arrest

______ /! E Cell cyole ]

E Cellhilar sz nescence ]

T e

CASP8
PIDD1
g BRI S

BAX I l PMAIP1 ] l BBC3 ] | TP53AIPL I-____h__\__; H“—a,ﬁ_{Bid

/\\ T —
-
PO
T
-
El24 - -

shisas | [ pere | [ zwas | [ s}

IGFBP3

SERPINEL l ADGRB1 ]l CD82 THBS1

| [oesir] |

T |

rRvzs | [ owoso | [ sEsne |

—4

pen | [ wsce |[weres | ————————— — — — — —

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D

| e ] ———

CASP9 CASP3

—

-

|

|

|

p—.

— — ® Apoptosis
-

Inhibition of angiogenesis
and rmetastasis

DiMA re pair arcd
damage preventon

e Inhihition of

IGF-1/mTOR. pathwary

Exosome rmediated
secre Homn

53 negattve feedback




p53_signaling_pathway

Infant
v-irradiation -
.
Uw — - -
Crenotoxic - -~
s ﬁ%"‘:fDNﬁdamage — -

Mutrition . __ l 40K
deprization T a_ H i
Heatfoold - __ L A ™
shock T —- Mitric oxide ™
N ~
Siress signals ™~ - ~
~

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

Zell cyrele

04115 G420
i) Fanchisa Lahoratories

ll T %

Target
e

_______ 1 1
- T (Sustaine )

T
_______ - T2 arrest

SFN
CCNB1

GTSE1

T e

Response
_____ it
|
N —-
—_———— - Cellciymle arrest

_____ /! E Cell cyrle ] E Cellular senescence ]

CASP8
PIDD1
g BRI S

BAX ] l PMAIP1 ] l BBC3 ] l TP53AIPL ]-____h__\__; H“—a,ﬁ_{Bid

/\\ —
-
e
BCL2 - P
RS —
i

e ] 255~ -

-~
s - Ivlitoc hondrion
SHISAS ] l PERP ] l ZMAT3 l l SIAH1 ]/
———————————————————————
-
seenet | [ aoerer | [ com | [mriaiF] [ mest | [ swenss | ————

T DDB2 H RRM2B H GADD5G ” SESN3 ] ___________

—4

pen | [ wsce |[weres | ————————— — — — — — —

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D l l TP73

CASP9 casps |——.
|
|
|
p—.
o — b poptosis
| -
[
______________ —_ |
|
________________ 4

_______________ _pe  Inhibition of angiogenesis

and rmetastasis

_______________ _ g DIHLA e pair and

damage preventon

_______________ __ e Inhihition of

IGF-1/mTOR. pathwary

- _ g Exosome mediated
secre Homn

_______________ - 53 negative feedback




p53_signaling_pathway
Teenager

v-irradiation -

.
UV*-H._H“H —
Crenotoxic HH"H—.H_
s ﬁ%"‘:fDNﬁdamage — -

Mutrition . __ l 40K
deprization T a_ H i
Heatfoold - __ L A ™
shock T —- Mitric oxide ™
N ~
Siress signals ™~ - ~
~

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

Zell cyrele

04115 G420
i) Fanchisa Lahoratories

ll T %

Target gene
:

- g 31 amrest
{sustained)

T
_______ - T2 arrest

SFN
CCNB1

GTSE1

T e

Response
_____ it
|
N —-
—_———— - Cellciymle arrest

_____ /! E Cell cyrle ] E Cellular senescence ]

CASP8
PIDD1
g BRI S

BAX ] l PMAIP1 ] l BBC3 ] l TPS3AIPL ]-____h__\__; H“—a,ﬁ_{Bid

/\\ —
~
o e ] RS e
BCL2 — //
FOS5 -
K

e ] 255~ -

-~
s - Ivlitoc hondrion
SHISAS ] l PERP ] l ZMAT3 l l SIAH1 ]/
———————————————————————
-
seenet | [ aoerer | [ com | [GriaiF] [ mest | [ seenss | ————

T DDB2 ][ RRM2B ][ GADDISG ” SESN3 ] -

—4

pev | [ 7sc2 | [ weees | ———————— — — — — — —

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l | PPM1D I l TP73

CASP9 casps |——.
|
|
|
p—.
o — b poptosis
| -
[
______________ —_ |
|
________________ 4

_______________ _pe  Inhibition of angiogenesis

and rmetastasis

_______________ _ g DIHLA e pair and

damage preventon

_______________ __ e Inhihition of

IGF-1/mTOR. pathwary

- _ g Exosome mediated
secre Homn

_______________ - 53 negative feedback




p53_signaling_pathway

Adult
v-irradiation -
.
UV — - -
Crenotoxic -
s N :f D& damage — —w
Mutrition . __ l 40K
deprization T a_ H i
Heatfoold - __ L A ™
shock T —- Mitric oxide ™
" ™
Siress signals ™~ - ~
o A~ .
rcogens activation
Such as WIYC, E2F1,
Ras, BCE-ABL)
|
b |
l CDKN2A l—' l MDM2
ll DMA %
Zell cyrele
04115 aidy20

i) Fanchisa Lahoratories

CCND1

Target genes
_CDKA o
_______ arrest
(Sustainz )

CCNE1

_CCNBl _______ - T2 arrest
I S (Srstane)
=

GTSE1

Response

S S S ——

- Cellciymle arrest

______ /! E Cell cyole ]

E Cellhilar sz nescence ]

IS

CASP8
PIDD1
g BRI S

BAX ] l PMAIP1 ] l BBC3 ] l TPS3AIPL ]-____h__\__; H“—a,ﬁ_{Bid

N -
SIVAL /_,r—/ -
P

El24 - //

SHISAS ] l PERP ] l ZMAT3 l l SIAH1L ]/

seenet | [ aoerer | [ cose | [oiaiF] [ st

T |

rRvzs | [ owose | [ sEsne |

—4

pen | [ isce |[weres | ————————— — — — — —

CASP9 CASP3

—

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D l l TP73

-

|

|

|

p—.

— — ® Apoptosis
-

Inhibition of angiogenesis
and rmetastasis

DiMA re pair arcd
damage preventon

e Inhihition of

IGF-1/mTOR. pathwary

Exosome rmediated
secre Homn

53 negattve feedback




p53_signaling_pathway

Late adult

v-irradiation -
-
it —_— e

Crenotoxic e
drgzs -

T8 —

Mutition ___
deprivation  ~ " —— _|
Heatfeold
shock B e
Siress signals

04115 G420
i) Fanchisa Lahoratories

:f DHa damage — —==

l ATR

— Hypaxi\a?
— Mitic oxide ™
S Y
S ™
.

Oncogene actibration
Such as WIYC, E2F1,
Ras, BCE-ABL)

|

-
[ CDKN2A l—” MDM2

ll DL %

Zell cyrele

CCND1

Tz 13 5
rEeTEe o
_______ arrvest
(Sustainme)

CCNE1

_CCNBl _______ - T2 arrest
I (Srstane)
=

GTSE1

Response

_—_—— -

- Cellciymle arrest

______ /! E Cell cyole ]

E Cellhilar sz nescence ]

I p—

CASP8
T SN

BAX ] [ PMAIP1 ] [ BBC3 ] [ TPS3AIPL ]-_______h_; H“EH{Bid

/\\ —— T
-
;.-
T
-
El24 - -

shisas | [ pere | [ azmaz | |

SERPINEL l ADGRB1 H CcD82 THBS1

| [Goesir] |

T |

RRM2B H GADD45G ” SESN3 ]

—4

PTEN ] l Tsc2 ] l IGFBP3 l

CASP9 CASP3

MDM2 l COP1 ] l RCHY1 l l CCNG1 ] l SIAH1 l l PPM1D l l TP73

-

p—.
o — b poptosis
| -
I
_______________ -
|
________________ A
________________ Inhibition of angiogenesis
" and metastasisng £
_______________ DL re pair and
- damagelggvenﬁon
________________ Inhibition of
™ [GF1imTOR. pathaay
________________ e Exosome mediated

secte Hon

53 negattve feedback




